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L. 2B RE, Hgid 8 SEQ ID NO: 12 Fion a5/ 741 () & A i .

2. BURIEESK 1 Prl ()50 B A% IR, JALS SEQ 1D NO: 11 PR I IR 741 o

3. BURIESK 18X 2 BTk i 43 B AR , Hoads A0 & nT S VR % 2 28 BT i i IR RV R 4 ] 4
ERR BT

4. BURVESR 3 ik )4 B LR, Sorb BT ik W) v #4088 3 R 4 B 3+ 5
SRR B FBAHANIE R BB T

5. AL ERRE R 1-4 T — Tl 1) 7 B L IR A R IS Ak

6. 4 JERIRE ) 40 i R SR P, AL AR B 2 SLIE RN A AR 2 5k 1-4 W T
— I FTIR (1) 53 B AL IR

7. BURIELR 6 Pk it 2 DA 400 40 e R A A 23 AR SSORE A e -, L b i A4 2 R
AR e o

8. M Fr= LB R B Ty, BARE AR B R 1-4 T E— I (4 75 B AL IR B
AL ERORE SR 1-4 AT —TRT IR 16 73 B AL IR I RIS R 5 I NAEY) h , o prd i ZE DR A
W HRA R e A 2 IR A BT IR IR .

9. M T AR R0 T, BARE AR ER 1-4 hE— IR 4 75 B AL IR B
B ERCRE SR 1-4 AT —TRT IR I 70 B A% IR I RIS R e 2 — B2 MED A ML, LA
Jo I L1y — B 22 AN FE D 41 B 7 A HH A S DR ) S iR R R R A A e B &
2 HIEF A TR IR »

10. AUHIELSR 8 B9 Prid () 752, e B ik S BE DRI RE A2 72 JRR AR )i

L1, BORJESK 8 59 Bk i) 7732, Horb Irid B W A0 Pr ik 3 L IR A it 2R3k

12. AR 10 Frik i) 751, Horb ik % B 70 Ik # LR h i 3Rk .

13. & AR, HBA SEQ ID NO: 12 FioRfa M E4) .
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FRIUAR R IR AR 4R 1L

[0001]  AHIE R HIE H R 2009 4E 12 H 15 HEHIE S 4 200980150544. 3 b4 “ R
PRI AREEAL” 1R FRIE 1) 70 58 HO

[0002]  AHOGHIE A X 5| H

[0003]  AHUE TSRS 2008 4F 12 H 15 HIRACHISEE N &R Bk R241)%5 61/122, 454
FIPLAERL, ZI I LR B AR SHE N S5

ZPRE=

[0004] A B RAEA) B AR AL AU, JCI SO TR J& (Jatropha) [ A4H1
A k. S8 HLARHE, AR ¥ M B TR R (Jatropha curcas) TEAR A FEEALIT
TIENEEFRIEA G o

[0005] A 3CHp T U6 W AR % WIS 5 sl (A 50 St b e 40 71 1 HE ) A0 E AR ) I
ANKINE 27, IF HoA T 75806 W3 A6 S0k B s 7 4.

[oo06]  tH: S THIIIG A A AR 25 H 22 /D AN 5 8 AW AL 1 in] R, mik 75 388 ] 7 A
REVR ) AE ARG ATV 2 B X F B AR IR UL, AR BR824 Uk B K L i
H LA 2 B AT REUR 22 42 75 22, [RINA B T2 D & sl 25 /E FH T CO, FET8 XA RLI
LSBT R II G I. B, 27 I 2 BN BRI R E 2017 SR AR
3K, 1% A AR FH o A KA R B, A & T R TR A . 8 T
SRORT A b Ry Al 2 I A FRAT NS T PR AR ) e 2, i TR 4 2 L ek AT AR e
4,

[0007] SRR 2 & T KRR /INAASHE A o JBR AR B8 BECR e 1 Jo A ek T AR 4 2
AR [ BEATAE Y o A eV R HE LR AR R B B P IS R A R A
V2 B IE N SR A2 PERE B AL 3 A K BE . AL, FLRE R K MR T
IR AE S {8 (Jones, 1991;Sujatha et al., 2008)

[0008]  {H 2, JBR XU H A JLAN G i, X PR T2 2 NV S 252 2 AR 1)
Hide 5 MELE LU BR 10, IF HIL S WA @ G M AT . R0 R ) N o 25
(Narayanna et al., 2007) ELJa AU R 97 B A4, AARE A N S50HE 9] o 580 AT 5t R BURS
] (http colon www dot jatropha dot org). fEAEAHIFFHIM T -h A7 fELR T 1 20 73
(g FER 2R BB 25 85 1 RS0 R I8 ) 25 R XUR 7 b iy A BT AE 4 n T A\ e
[oo09] it R E MR R T ERBELEFMROERA., HEZ, FH 5
T AR LY X AL 2 R PR A FF T AR AR (J. curcas) 5T A A B 14 1)
(inter—accessional) ZZ5F1E (Sujatha et al., 2008) . A, iR F5 18 Wsi AL #4077 v 2
PP AR A E THAR N Z B 55 0 R P2 i 5 S g o 3BT B (Agrobacterium) 4
S AL C AN P A IR R R (B2, IR REW K8 T R RHME
VI 3T A SR EAC I N o ME—FRIE R TR AR 8 1340 77 % (Li et al., 2008)
RN FH 2 LEEEN.
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[oo10] AL, mk i e A JBR XURY FR) 7 3 U D i AR Rl R st A el R 1 T R

% AR LA

[0011] A BHG K -1 IR AT e R AEL 4y, 8 R AP A2 R AR 1) P A R 38T 1 A R 7
AINYIRr

[0012]  [AI, 76— 77 1, A & BB oAk 4 2085 2 FI A 4% (shoot) FRAE -4 T A%
HATE S TR A A5 5o IXFI AR T R 045 FIEFF A S I AL AL I FH LA
FEAE Ty HIE R BRI B A 4 / M) . AR BHIESRAE TR T, B IR RIBE 4V B R e %
S REARYE A HOIRZE K G e D IR FH IR o X R G8e 0 IRAS T7 E F AE RE  AE L R s R =
MR, JF H B M T #E SRR 2 TF AL R 7= A T, B A [A]

[0013]  /E—sili 7 S, AR BHEEHE T —Ff H T FR 2B R A (1) 7 v AR Z S Ty
0 5T RIB LN 1F M 3RASME A . B SN AR A AR TE iR R 58 L35, prid i dh
YLV S FR R0 5 MS TENLER (B4 B AP IR 2 VB % s B (3 ZK A7 < TRERE LA A
AP 6 "FEIENES (6-BA) Fl 1- 25418 (NAA) o ARJEHG i VRS B —
AR IREL, Hot & NS TEHLEE  4EE 28 Bo A B IR A B R I IR R (A ZK A R | T
LA R DI 1K) 6-BA 13— W50 TR (IBA) o K5 A AL 4L E B AR AT b 4 55 2 3
SR AT AR R RIE, AL S MS TEHLEE AL B TS R A BB L R R (UK R R
DA AE A AP B 1) 6-BAL TBA FIARERE (GA,) o H4AS AT AR (AR 4% 10 A 41 80 7 3
R AT AR R R, AL MS TEHLER 4R F B AT R 1S B IR L I AR K AR L
DL AE A HE ) I 6-BA T IBA LU P& — DA, ¥ Ca MmN &EE 28
MK (elongation) ¥5FRIE, HALS MS TEHLEL 4EA 3 B TR IR A 2 Ik i 1% 2 17K it
V) RERE UL AE AR YBER1 6-BA AT GA, DU TR ZEIE5E . B KR S B 2 AR AR
BrFREE, HAU S MS TEHLER (HEA- 2 BSERERT IBA. 2B, B4 B - 3h . Wk,
AT DL A R A 4% 012 B R XU TR RRIR 25

[0014]  ZE55 5l 5 S, AR R AE T — R H T 3BAT 3 AN 5 R XU AE A H2 AL 1K 7
io WMRIZSEHETT 52, 1 38FT B T B0 AB S AL R 55 3 FH - PR RUR i A (1) AR 5 2
FHIFIZE AT 20 8 THHTHEAL, B 50 AME R 38T B 40 Mk 8 5%, R S5 B 3 i 41
PV RS FR B G R B L TR AR 4 T AR B R 3 b S K I R S AR MR B R . L
B IR IR A WS TENLER  HEAE 3R B TR IR A S L L AR 1 /KA RE R R B £
W T W LA AR A RIS ) 6-BA A NAA. A4 AH 400 i 35 3k 5 FH T 1A i 1 95 L AT
[, B T2 I LA BRI 3R BT BRI o DI, Al 45 T AR 5 IR A A 1k A 13
FERE BRI 0 T ek, EREC M T I A A s 75 Ll AT 85 9%, mT LUK Lk
FEFH T L IBAT A5 1R AP R )% A o AR50 11 ST 9] 0 B (AN B - o3 5551 BASTA . ] 25

i (=] 35 AR

[0015] &I 1 7~ HEAS e B 1) 33T TR 3 10 SRR JRUR J8 24k vk o 22300 i ) T 1) ROBEARE
AR T & A A G T & .

[oo16] &1 2 7 Hi FH T afAT A A BH IR e Ak VAR ) 38 AT TR A AL 24
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[0017] & 3A-3K 7 tH R AR IR0 Ak P A2 TR AR R HH T o 18] 3A < JBR XU MD5 K iK1 4y i 1 T
iAo B 3B A ALY AR 5 Ao Ao, AN AR AT 284 1) AT B A ) - i
A, A5 S R IR R A B ) A BB R ) i TEECR BAMERII RS A, B
3C A th R I FW R = PUE A IR AT B IO B 18] 3D R XU 1 ] 2% =
PR A I A . B 3E R 4. B 3F AR LR A5 (WA MR o 18 3G« 25 IR JRR XU 11 5
MR . B 3H 3 AR K TR R A o 1 3T R 3T <18 TR FL FE R R 2K 11
ML R 45 AT RIRRNGEATAT o B 3K LSRR AR T B RN &5 FF . bl ]R3k
7~ 10mm,
[o018] & 4 7xH hyg— P ubi:GFP BRAMAEYIEI PCR 04T o VKGE — « BF AR B JBR XU JE8 Xof
HE s VKIE + :p1300—GFP (K] JFTk: DNA vkl #1-#10 Sk [ W1 55 2 B0 bR AU 8 1143 45 -
[0019] & 5A-5P 7 T, KR ES (& 5B K 5D) (AL (Kl 5F K 5H) DL A2 kEf5 3 JA T,
i (B JVEKCELVEINCE 0K P) A1 GFP kil B AVE GV EVE G T FIE M 2
FEFEY) 2 B AR I . EE) 7 2mm.
[0020]  [¥] 6 7~ Hi BASTA-Hi: 35S: JeWRT 1 bR KB A 42) (1Y) PCR 230 H7 o WK1 M, DNA ladder ;7K
T8 #1-#7 2K H BASTA HTHERR A JB AL 4 i 53Kk —, BF AR S B 5 9k TE +, pBAO02-MYC—JcWRT 1
[ JFURE DNA
[0021] & 7 7~ HUF) 5 HA Biddk, ik 35S :ReFAH12 A1 35S JeDGATT 4% B PRI bR XU J& A
YR H ReFAHL2 A1 JeDGAT1 ZK P88 L ERIE 43 BT o JESHR «AF A XS HE ¥ RUBL (RUBISCO
[RIREE ) 175 5 B i 4
[0022]  RHEHFHIA
[0023]  ASBHE K FH T R XURY S FRIREL 4D » B L AAC R i JRR XGRS () P A A 3880 T 7 3 1 5%
W T
[0024]  FE—J5 [, AR BHERAE T FH T P A2 R AR B R A1 732 o MR IR St 77 &, Ak
FAIRAT B2 5 REL 12 RSN HI T, ARIEL) 5-7 RESSIIT . KR FR1E 25°C £2°CHDY
FEF AT, 16h Y6 HE (100 1 mol/m’S) /8h BEYCAE IR . S e LR i p A K. R &M
B A IR AU PR A3 1 K B, AR A TR T 28°COEm /K ih i e AN & IR L I R AE
SORE N R R R BR AR, JOPR SRRk . R AFRE IR 1/2 WRE MS e
th o gEE 2 B R, BRI A 5% (w/v) o KRR FERLIE T LA & . A — S
T, G AN 0. 5g/L [ 2- (4- AL ) ZHEER (MES), pH A #Y 5. 6. K AFHEFREEH
LRSI (phytogel) [l4k. FFRTE 25°C +1°CHOBHE F T, 16h M (100 R mol/
m’S) /8h BEIIEH .
[0025]  HAMEARAE ARG A LY G TR PR R4 2 22y 3 A, ik sy 3 . @th
HLRTE EE FR B S MS TN R 4E2E 32 B AP AE IR A5 R WEHE « 9% B8 I /K )« TR DL K A1
NHPFER K] 6- R IEGES (6-BA) HI 1- ZR L (NAA) o FTRTRIIK A2 10mg/L 222
30mg/L, LIEZ) 10mg/ Lo B BEHE WS A ) 150mg/L 222 200mg/L, JLiEZ) 150mg/L. B
H KB IR E N2 100mg /Lo FERE IR E AL 3%, 6-BA IR N2 1. 5mg/L. NAA [
FEAZ 0. 05mg/Le BARALIE s TR A IE AL 5 MgCl,, JLRE N2 0. 5g/L 2247 0. 95/
L, ik 0. 5g/L. RAGALRIE s 7RI 1) pH W2 5.8 £y 6.0, WAGLLRIE b 7258 FH 3
NREHE RS (phytagel) 4k, LB EEES, oW B M 2 2. 5g/L 224 3g/L, YLk 2. 5g/
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Lo
[0026] ARG AL AL EERS B — M 4 T AR RS IR, IR e A TR R 2 24 3
JELARIEL 3 T R AT AR RIS MS EHLEL . YE 2 BS BRSO s
7K A  BRPSEng | JRERE DL S /R N RE B 25 1K) 6-BA A 3- W5|RE TR (1BA) » AT IR 5 & Ik
i T R 1 /K A4 R 6-BA IR B 5 @A A 0 iR 72 5 P IR A [R] o JRRSERA IR B 2 2mg/
L &4 4mg/L, ik 4 2mg/L. IBA HIMEE N2 0. 05mg/Lo 2H— A 2 P AE B IR A I8 0 &5
MgCl,, Hoik B M2 0. 5g/L 245 0. 95g/L, LIk 0. 5g/Lo BHE—Fi 4 P ARG TR 51 pH A2 5. 8
FL6. 00 e 4T AL B IR I ] B i sloma st e [ 4, SR Dt e, SLIRFE 24 2. Hg/L
24 3g/L, MLk 2. 5g/L

[0027] 4 MG T AE LA B S AL B 28 R A T AR S5 R 58, JRAE e A1 R
Yy 3 AL 4 LY 4 . B TR AR RIS MS B AR B B S
AN % K AR  REHE DL A AR DIER 1) 6-BAL IBA FAREERE (GA,) o FIERTR B2
Tt 1% £ 7K 7). 6-BA FI1 IBA (PR FE 5 58 — B4 AR B R B P BUAHTAL . GA, IR FE M 4
0. 05mg/L 2247 0. 5mg/L, LIELY 0. bmg/Lo 4 A4 AR R AL IE A B WA 2 0. bg/
L MgCl,e 8 A4 AE IS 2R 50 pH N4 5.8 B4 6. 00 55 ki AR IR 5 FH B lg sl
T [l 4k IR NG, SLIRE A2 6. 5g/L 24 Tg/L, {Lik Tg/L.

[0028] A HA AR IR S K A A 2V 8 158 = A PR AR I 905, R ARG ISR T 1%
FEL) 4 R RL) 5 B ARIEL 4 . O = A4 AE R 7R B & MS EHLER (4R 5 B AT IR
B S BN B 5 (1 /KA  RERE DL AR AR ) 25 1Y 6-BA T IBA LU T 4 ik — 20 A=
PR 45 S B e % 2 1 7K A4  6-BA 1T IBA [RIR BE 54—k A& P AR 5 3L h (R AH ] 46
SR TR TR AR AL B MgCl,, IR A2 0. 5g/L 224 0. 95g/L, ik 0. 5g/L. 5=
R4 P AERTFRIE N pH M2 5.8 LY 6. 0, 5 — K 4 PR A5 77358 F B MR sl R e [l Ak, AL
EAE IS, HIR 2 2. 5g/L 4 3g/L, ALk 2. 5g/L.

[0020]  BEAESE AR AT ARSI B AR IR AR BIRE A K B R S, JRAE R R4 R
B 2 MYy 3 L Rk 2 . B R IR A S MS TALEL 4 5 B IT IR TR
B 2 T 1% B 1 7K B TRE M DL S AR AR ) 25 1Y 6-BA F1 GA, DLAH IR ZE 1551 . f7
IR A 2 WL AN B KR IR B 5 50— B A AR B R 2 TP I AH A . 6-BA [RIKFE A S
0.3mg/Lo GA, I A2 0. Img/L 229 0. 5mg/L, ik 0. Img/L. #5035 75 551 pH
MY 5.8 B 6. 00 KA FRE H BRSO RS I AL, Pk BT, R M 24 6. 5g/L
2L Tg/L, LIk Tg/Lo

[0030] R A S R B ARG TR0, FRTE IR A NI 9240 3 R4 4 A, k4 4
Jlo AR FEIEAL E MS EHLER  4E2E R B REREAT IBA. THEREIRZ AL 3%, 1BA HIIKE
MY 0.0Tmg/ Lo AMRIEIRFEN) pH N2 5. 6, ARG F5 35 ] B g skt A e [l 4, D e e 2
N 2. 2g/L WAEMDIRIG . AERR G W S i B B -3 b ] g, ] DR R A
KPR 2 IR B RR R R AR 2, DA LR B AR AR B R 3

[0031]  FEZE 71, AR BERAE T —Fh A T L5 i A S IR R AE D AL B 7 7. 1R
P S 77 %8 3T B A T B BRI AL R 5l A R R A R 5 A T S A [ 1)
FEARTT 5o M FHE T i 28 L) IR & B o0 () DNA I3k 3 N 38 . 7R
T s R B IR ARG 75 A 1) - 3BT B 40 R o AR R —FIORE (R BOAR, 4  39F 1R7 4t e B Fh 3
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T RIEZFRFETEM (carbicillin) () LB Bi7R3E, RIBEFZEMIRE WL 25mg/L £
2 100mg/L, ik 2y 50mg/L. FRVGMRIIA AL AL 50mg/L 24 100mg/L, YLit %) 100mg/L.
A8 1 AT B 40 e AE 28°C, 250rpm 45 F R A Kk o i iod B 0o OB - S5 AT v 40 e, PR L R
BT TSI T RERE B ZEE T W] (AS) L6-BA FINAA (KW A MS R 7556 Hh , BERE IR
N 30g/Le HARERIRE L) 10g/ L. AS B N2 20mg/L. 6-BA [FI¥KE N2 1. 5mg/
Lo NAA HIMREE ) 0. 05mg/L 45 0. Img/L, Li%EZ 0. 1mg/L.
[0032] i T HEATH AL, 1 50K AME AR S - ST B AN I L 9, AR R B A A 2
BRI, B G  BI A TR A 45 P AR S5 IR0 A I R B R AR R 9 L oA
BEEAAT NUHTY) 2-3 Ko HEFFRRTFRAAS MS TEHLER 44 5 BS TR IR « A 2 M « %
B KA TERE L AS LLRAE MK 6-BA T NAA. FIAETR A 2 Wi 8 & (/K i)
FRERE R 5 A A SE s =5 P IAHTA . AS IR IE A2 20mg/ L. 6-BA [FI¥KE 4
1. 5mg/L. NAA [V A2 0. 05mg/L 245 0. 1mg/L, P2 0. 05mg/L. LB i523L0 ] LA
FEERRMIR . FE— ST B, G MES. MES IR A2 0. 5g/L, pH N %) 5.0
245, 2,
[0033]  FHF LI A TR AL A ALY e 2 2 5 H TR AR @ A48
TE R FRIEAH ], B T 6 A B e REFR L 384T B 57 bR o 90 a0 R SCATIR, EREFITT LAy
BN B 7 A AL I - 338 8 PN PR 0 R I A I 6] o FE— S 7 S8 P, SRR 0 ) 25
72, HIR N2 3mg/L 222 5mg/L, Uik 3. 5mg/Lo 85— Ly Sy, EFE7 0 Bl S
WY Img/ Lo 3B B5” BRI AT LU AT A5 BLE” B30, 41 4o Sk f g5 (cefotaxinme)
S fE—SEHE T R, IR BB BRI S AN, JLIR 4 100mg /L 224 150mg/L, Lk
100mg/Lo FF A3 E AN S AL A H LU s 77 5 E IS FRE B & N EETY
2 &) 3 1, ks 3 F
[0034] AR Ji54n b SCHITIA , e HEORR AR T A2 (1 4 b B @ 421, #5883 56 — R A AR s
FrIE R R A P AR IR S A I AR R IR AR B A R IR S AR R R IR I A
FAF TR G R . T I WA PR R AL 3 — R A T AR R R A 5 T AR
AT AR IR AR, B T e e B BN L T BT BRI R SO, SR
AT LA BT XA A AR AR ) - AT B N bR A0 3 RN AT e B850 o AE— S 7 R b, I )
JEEE R, IR N Y 3mg /L 22 5mg/L, LIk 3. bmg/L. £E 5 — S0 7 &, SRR 0 Hk
I, HMR B N2 Img/ Lo L338RF B BRI AT LA AT 3 B0 B ), 491 G Sk e . 75— St
7 &R, IR BT RN SK RN, HOR 2 100mg/L 224 150mg/L, Uik 100mg/L.
[0035] AT LIEAF A TR EL AL 28 R A TR AR R R S TR A&
FHER A, B T e A5 BRI - I T B o 0 SO IR, IR ] DL £
XA B AEFAL ) T ST B PN A 10 2 R A T B B0 o 7 — Sl g S8y, IERER i 5%
HWR ) Amg/L B4 Smg/L, Uik Amg/ Lo £ 5— S5 Erp, SEFEN 0 S I, LU oAy
2y Img/Lo 3BT B BRI AT LI AT AT ;A B3, 9 o Sk el o 76— St 7 &by, 3%
FF 5 300 ok Sk TG, O b 2 100me/L 4 150mg/L, ik 100mg/L,
[0036] AT 3T A TR S AL 28 =R A PR AR E R R S T RIS =4k
FHAERFEEAR ], B T e LS R BRI - AT B 5 bR o AR SO, IR AT DL £
XA B AR AR ) - 35T B N IR T R AR AT I B ) o 72— St S8y, B BRI Wl 2%

7
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SR A2 3mg/L 224 bmg/L, YLk 3. bmg/Lo 55— SEHi 77 Z&mh, W50 0 Bk gk, Hok &
N Img/ Lo 3T G BRI AT LA ATAT 5 JUE” B3], 19 Sk el o 76— ST &, +
AT o BRI A S, FLHR A 920 100mg/L 224 150mg/L, A1% 100mg/L.

[0037]  FH T L334T B A T IO R AR % AL I A A I G R R VAR MR S R L S T AT AR 1)
B AR B R FE R A AR B R FE A (A

[0038]  F A JBKJXUB S ALK DNA ( FITSRVE ) DNA) S FHE4L T iEAE S, 8%, S AEY
1) DNA JEFI AR —8 3. DNA BT DU I R 28 1A, 9 i (A S 7 41 s Bl e ] LLA2
REMS IR TR R RIE 21, 9 W SRR A1) < 1E AN 41 88 mi RNA 747 o A S AT o A ]
e IR 2 P oG 19 DNA 19 57w A1/ BRI SGTE (#) DNA [1) 37 s A5 X o & P ix 48
T EAEAR ST AR AR IE G . {EREBWEAD, RIEGEIETTLLSA 5" 71 F/75).
X (RIJE 307 FE AT XA &R X ) AT/ skgmhd (56 2 10 2 A% IR A T - 4 g
AT LR RN/ FRACKR), BAR MR RAR I / AL ] e, 1755 XA/ BREm 15 5 5 e 1)
Z IR 40 M ] DL IR i, B R s . 20, SEEER) 5 7, 205, 453 A6 H
LR HIE A5 2006/0218670 F1 2006/0248616., FiE b n] L& LR CER . S0,
FEER T 7,205, 453 F13E EH LR HE A5 2006/0218670 Fl1 2006/0248616

[0039] IEF, RIAGHHH T EEEAAN RO ER . BRI ER T IEE
AL AN M sk A2 T8 MR B AR ISR R Al S R g P A E DU, Tk A&
SR AL 2 b — H g hr A 2o W B2 R DR R N B R IR L
(spt) FEA . Guhd IR 5 R BE L & 2 PR & R R (npt1D) JER . Juhd il &=
P 5 R R B (hpt 5 aphiv) JEE . ABEFLIR &8 (als) ZEH. o0, fHY)E
FEbR IOk DRI 20 670 53 B 70 e 1, ARt IS JOR 282 B 501 e e e e M e L YRR YR A R ]
2, 4- ZRIREIE LR (2, 4-D) Pk, Prid b B il R HE G A 1 Bk 22 1 R BX basta 1)
FHITS B A S BB BT B (B bar ZEB ) o — KDL WO 02/36782, 3%
HEH) 5 7, 205, 453 F £ H L H] g A 5 2006,/0248616 F12007,/0143880, LU K Horb 5|
IR EE 222 S0k . XA IEFEAR G I R I F) R AR BRI AT DS AT i B bR it 2R A
[0040] K& Fz) T H LA KH. v DT IEMSRIEREG3 7. Wi, %
g m] DL A R | A 2L e A sl At 3 2 120 A DU T AERT S s Edi e p R Is. XK
H AT A B R R B W, Rsyn7 A% 0 G 31 (WO 99/48338 FIZE L A5 6,072, 050) ;4%
> CaMV35S Ji5h T (0dell et al., 1985) ;G KAIEhE EH (McElroy et al., 1990) ;32 %
(Christensen and Quail, 1989 fllChristensen et al., 1992) ;pEMU(Last et al., 1991) ;
MAS (Velten et al., 1984) ;ALS B3+ (ZEE TR 5,659, 026) &, HAth4d p A &5
+ £ 4% 4 40, {E 26 B & R S 5, 608, 149.5, 608, 144.5, 604, 121.5, 569, 597.5, 466, 785,
5, 399, 680.5, 268, 463 Fl 5, 608, 142 Th /A FF I LL E 5 7.

[0041]  HAh5zhFAFEFE S AT, LW IR AEE SRS 1. XEE3FaREk
HEURAHKER PR EH ) BB S 3+, HADN ARG 545 % B, PREH. SAR
WAL B-1, 3- IR MER . 2 MRS . LAt B B T A FETE o S5 R IR G 0 A7 L B T JR R
RKERIBLE B+ AEHARSL T Z 0, B8 LR AL AL 3) 1o 78 H Al SE T
J7 g, Wl LA Gk N R AR UEAL A 1R 4 LU R A A R 8 B R T R A T R R AR
o BB LU s SRR B, Horp Ak A 2 S N R S AR R R A 5 sk A i Y
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Ja B, HA A A 25 N H AR R R I . A, BT DAE A 230k B S B 1ok S 1)
EWALR T P FE N2 TR RIS X557 AR TR E TR 5
6, 506, 962.6, 575, 814.6, 972, 349 F1 7, 301, 069 DL Az 3& [H L F] i 2 F-5 2007/0061917 Fli
2007/0143880,

[0042]  {EAIEREUL R, v AARAL BT 5S0E: K) DNA DAI INAE 64k A P 283 . a2t
AT DM FH RS A0 ) 2 A 1ok 5 i 7o 1) LA i e i o AR U 3t & ek A D0 5 R
Jii. 0, BnsE E LR S 5, 380, 831.5, 436, 391 A1 7, 205, 453 LA K 36 [ L) HiE 24 T
5 2006/0218670 F1 2006/0248616,

[0043]  [RAETIAME, AR IR SLtife LU T H AR AL A A
ZH DNALTEAE 57 L o e 2 VA R AR 2 A0 s o MU BE R A ), IR HRAE AU ARTE T Y
Z 0, i1 Maniatis et al., 1982, Molecular Cloning(Cold Spring Harbor Laboratory
Press, Cold Spring Harbor, New York) ;Sambrook et al., 1989, Molecular Cloning, 2nd

Ed. (Cold Spring Harbor Laboratory Press,Cold Spring Harbor, New York) ;Sambrook
and Russell, 2001, Molecular Cloning, 3rd Ed. (Cold Spring Harbor Laboratory
Press, Cold Spring Harbor,New York) ;Ausubel et al., 1992), Current Protocols
in Molecular Biology(John Wiley & Sons, £ & H BJ HJ 5 #7 ) :Glover, 1985, DNA
Cloning (IRL Press, Oxford) ;Russell, 1984, Molecular biology of plants:a
laboratory course manual (Cold Spring Harbor Laboratory Press,Cold Spring
Harbor, N. Y.) ;Anand, Techniques for the Analysis of Complex Genomes, (Academic
Press, New York, 1992) ;Guthrie and Fink,Guide to Yeast Genetics and Molecular
Biology (Academic Press,New York, 1991) :Harlow and Lane, 1988, Antibodies, (Cold
Spring Harbor Laboratory Press, Cold Spring Harbor, New York) ;Nucleic
Acid Hybridization(B.D.Hames & S. J.Higgins eds.1984);Transcription And
Translation (B.D. Hames & S.J.Higgins eds.1984) ;Culture Of Animal Cells(R.
I.Freshney, Alan R.Liss, Inc., 1987) ;Immobilized Cells And Enzymes (IRL
Press, 1986) ;B. Perbal, A Practical Guide ToMolecular Cloning(1984) ;the
treatise, Methods In Enzymology (Academic Press, Inc.,N.Y.) ;Methods In
Enzymology, Vols. 154 and 155 (Wu et al.eds.), Immunochemical Methods In Cell And
Molecular Biology Mayer and Walker, eds., Academic Press, London, 1987) ;Handbook
Of Experimental Immunology,Volumes I-IV(D.M.Weir and C.C.Blackwell, ed
s., 1986) :Riott, Essential Immunology,6th Edition,Blackwell Scientific
Publications, Oxford, 1988;Fire et al.,RNA Interference Technology:From
Basic Science to Drug Development, Cambridge University Press, Cambridge
, 2005; Schepers, RNA Interference in Practice, Wiley—-VCH, 2005;Engelke, RNA
Interference (RNAi) :The Nuts &Bolts of siRNA Technology, DNA Press, 2003;Gott, RNA
Interference, Editing, and Modifcation:Methods and Protocols(Methods in
Molecular Biology),Human Press, Totowa, NJ, 2004;Sohail, Gene Silencing by RNA
Interference:Technology and Application, CRC, 2004,

[0044]  SEJE
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[0045] AU BHZ 75 1 41 SR AT RO , & 1L B ok STt 2 oA 1 BH T AN A2 = B LA AT
J7 AR PRAIA R o A FH ARG A AIARER AR BT SCRARRIRHA

[oo46]  SIjfs] 1 AR VA

[0047]  FEYIARLAIRE TR0 BRI (L. )MD Rl 38453 BERFZJEVE . BRZESMFI LS, #
R 75% (v/v) CEER KR 60 #5, Bl 5 N 10% (v/v) H,0, o 1h, 2R J5 H G R K ke
o a1 28°C RAEE G TR ATC K A AE A S IR FL I AR o R 1K
Murashige F1 Skoog £h (1/2MS) ¥57E3E (Murashige and Skoog, 1962) & 2F, FHAr4H 41k
FEEH T 25°C £2°C.16h Y (100 1 mol /m’S) /8h BEYEHHI 41 R B 7%, Hrp iR 585 753
Fefily, BT iR 5 7 55 5 4E24E 55 B5 (Gamborg et al., 1968) \5g/L BERE 0. 5g/L2— (4- NGR4T )
TR (MES) F1 2. 2g/L #EYEERT (Sigma), pH 5. 6.

[0048]  3EFRIE AR BT H BRI T PR,

[0049]  RFFRIEE T (FEAERFFREL ) AFH MS =L MS IR EEFN4E2E 38 B5. 10mg/L AT 1R «
150mg/L A 2 W% < 100mg /L i 25 A BRI /K A4 . 3% (w/v) JREHE 0. 5g/L MgCl, (A T& A
VI IR 722 ) SR HIKA S . HIN KOH ¥ 359%3E T 754 pH 5. 8-6. 0, /1]
2. bg/L HHEERLIE AL, FHHAE 121°C R KB 20 23 8he ARG IR 5 s KB )35 7525 22 01,
¥ A AT L K .

[0050] AL H% IR 1 9% 4k < FL A% 75 55 0 20mg/L £ BE T F A (AS) 0. 5g/L MES. L. 5mg/L
6— LM (6-BA) 0. 05mg/L 1- 2524 (NAA), pH 5. 0-5. 2,

[0051] @i HZE s ok SRR EE FR A0 1. Smg/L 6-BA.0. 05mg/L NAAVEAHE %%
116 B 5 () 3. 5mg/L ¥ % 2= (hyg, A. G scientifc, SanDiego, CA) BYHH -5 B - 3T A &
(Agrobacteria) 40U Img/L KL% (BASTA, CrescentChemical, NY) i1 100mg/L Sk fME 5
(Cef) o

[0052]  F 4 FFAERTZRFE 1 JEaEE5 725500 1. 5mg/L 6-BA.0. 05mg/L 3- W[WE TR (IBA) .
omg/L IR ( PRPEM RE R L ) STGMA) +3. 5mg/L Hyg 8% Img/L HL&Z BN Cef 100mg/L.
[0053] k4 THARGIREE 11 JEREEEFRIEM 1. Smg/L 6-BA.0. 05mg/L 1BA.0. 5mg/L /K47 I
(GA;) v4mg/L Hyg X 1mg/L FLE AT 100mg/L Cef 100, B HEMI AN Tg/L Billg.

[0054]  FG4CFEAERERIE TIT JEREEFFE5M 1. 5Smg/L 6-BA.0. 05mg/L IBA.3.5mg/L Hyg
B¢ Img/L B4R 100mg/L Cefs

[0055]  FZ 4 IS FRIE JEAMERTFRAEM 0. 3mg/L 6-BA.0. Img/L GA,, KM E L h 7g/
L Biflg.

[0056] A=A 5 7R 5L MS 3= Eh . MS JRE R 4E A2 5% B5. 3% 0. 5g/IMES.0. 07mg/L
IBA. 2. 2g/L tHY)EENZ , pHb. 6.

[0057]  ¥5753E 11 3R MS 853558, N T 10g/L A4 #E.0. 5g/L MES.20mg/LAS. 1. 5mg/L
6-BA.0. Img/LNAA, pH 5. 0-5. 2,

[0058]  RNA $EHUFIAFHT BB sk 72021 (100mg) 7EM A P TS , I FAEY) RNA 4tk
R (Invitrogen) $2HL. H|H Nanodrop (Thermo, USA) & RNA ¥ /&, DNase AbFEFIIN4E
& (RT) MM (Qu et al., 2007) FriRiEAT,

[0050] 3% AT B B AR R 244 <l i XS BR RUR JE A - DNA ST JE I e oR 5 8 JRR XU B
WRINKLEL (JeWRI1) F1 DGATL J %o JcWRIL 4> 4 cDNA M B XU Filt - 55 — &% cDNA 7= 4

10
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B8, BT B W 4 51 4 57 —AATCGGATCCTAATGAAGAGGTCTTCTGCT-3” (SEQ ID NO:1) #
5’ “TCATGTTAATT AATCAAACAGAATAGTTACAAGAAA-3’ (SEQ ID NO:2) ( T Il £ [ #% 1 &
MR AL 50D o FF R PCR P 4% A H BamHI 1 Pacl 4b PR (] pBAO02-MYC % 14 LA JE i
pBAO02-MYC—JcWRI1o, JeDGAT1 A1 cDNA MBI Fh 1~ 55 —B% cDNA F=40 434, Bt FH I 4%
514 5 ~CAATATCTAGACCATGACGATTTTGGAGACCACT-3" (SEQ ID NO:3) 15 ~TATTAGATCTGGT
CTTAATTCAGCATTGCC—3" (SEQ ID NO:4) ( FRIZFIRZ TR I BRI 20D o FRHF PCR =) ¥
A Xbal Fl BamHI &b FE K pBA002-HA 2% /4 LLIE i pBA002-JcDGAT1-HA . RcFAH12 4> cDNA
B R Fh 55— 8% cDNA P94 38, BT FH 945514 <57 —~CAATATCTAGACCATGGGAGGTGGTGG
TC-3” (SEQ ID NO:5) F5° ~TGTAGGATCCGGATACTTGTTCCGGTACCAG-3’ (SEQ 1D NO:6) ( T %I
LRI IR N BRI 55 ) o T3 PCR =440 A Xbal F1 BamHT Ab#E¥) pBAO02-HA 24 L
JE 1% pBAOO2-RcFAH12-HA . i H1 25 FL (BIO-RAD, CA, USA) #4314 5 A\ +IEHT B Ak AGLL.
A5 FH 2 A0 1) 38T v 40 i B P Ak LB 35 9% 2k, JHAE 28°C, 250rpm 45 F N AEK I 8 e ¢
0D4ys=0. 71, FT R 572 55N T 50mg/L A8 2 (| T pCAMBIA 1300-GFP) B% 50mg/L
W2 (spectimycin) ( FH T pBAOO2-MYC-WRIL, pBAO02-]JcDGAT1-HA, pBAOO2-RcFAH12-HA)
A1 100mg/L & FVaAR . I AE 20°CF EL 4200rpm &0 10min SRICEE T3 w40, fE3Lss
FEHT, A MOy R IR 11 ERIF, HHT 2 0Dgs A 0. 25-0. 35 ({3 1R AGL1) o
[0060]  J&R AU - DNA 1) 73 B R 35 PR 28 3 A7 < 44 50mg 8y 5 JBR JXUBY - 7 v 2 0 Al
i, 35 78 % b0 400w L CTAB $2 HY 2% i % (100mM Tris, pH 8.0 ;1. 4MNaCl ;20mM EDTA ;
2% /N B dk = AL R4 EE (CTAB)) JG4E 65°C T E 1 /i FH I 1 & 475 B8 B Ik
J& K DNA S B e ve JF ksl B & T 3 R IR RS R A 40 4, BT 514 0
hygh :5’ —~CGATGTAGGAGGGCGTGG-3" (SEQ ID NO:7), hyg3 :5° —ACTTCTACACAGCCATCGGT
CC-3” (SEQ ID NO:8) . XI T bar i P&l 5 Kl &4 73 47, Bt HH 1) 51 4 4 barb :5” ~GTCTGCAC
CATCGTCAACC-3’ (SEQ IDNO:9), bar3 :5’ ~GAAGTCCAGCTGCCAGAAAC-3’ (SEQ ID NO:10) .
[0061]  HiAFIE (B EN R4 #T « i Yin Zhongcao 18 - RS2 30 25 i) £ JBR XU 25 2 1 5t
o L ISEATIHAR (Qu et al., 2007) SEATER HENESHr. BT 12% T e SR ey - 5%
PR O Mt Jiss LUK R 7 B SR A B 1 o A8 F BCL i AL BB e i P i S S R BR B T G A
J=ht. AER ECL & A ENZEAT AT (GE healthcare) ¥ 903 [ NYE 41 25

[0062]  SIjfs] 2 JBR AR i SN A AL

[0063] & 1 75 HY 35T B A 5 IR BR XAURY S8 S Ak 7 32, BLAE AR S 49 vh i — P PR 4 A
Pl 2 7= A T A S A1) 1) A 3 A v A A B4

[0064]  HEREFE o 57 RESLNHE It (S 15 38) PIse/hsk (65X 5mm) , 3 H A
AR B AT B4 (ST 1) AF 20ml Br Rk 1T T 25°C R % E 10-20min. fAJ5
WIME AR R EE IR IR 0L, 18 22°C N BOGIREE 2-3 Ko LI IR )5, A 4 FH o B Ak
Ve R, 2 )5 FH 300mg/L SLHIBENS (cefotaxine) BEL—1R. G220 /K1, X
TR E AT E T KR A0 DLt & i 3R 1 7K 58

[0065]  j%F = PUIE B AL DT R A R B AL IR S MG A R R T A 4R
TR FE AR b, JE R RIS, 78 25°C +1°C MARER 3 JH o REALFUEAL I SME 14T
AL (W 3B) , i —LEAERT IR T A A2 (B 3B, A 4= 518 30) o H{ERDLAc Mt
NREIRI , AR SME AR A AR

11
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[o066]  F 4% A SR BT B BRI B 2 DR SO R DT I A AL 2R SR AR S B A
R AR IREL T, 7F 25°C L 16h Y6 (100 w mol/m’S") /8h MGG IR 4 1 R AR H: 3 . A
FIR 1 77 V5 T I T IR E S WAL S A2 B AR T AR ST HRTE “
A2 SRR MIX A I AR A2 S8 BEAE ) () P A% (re—creation) o R 6-BA(6- 7F
SEMRIERS ) X 45 B AR B R E A, B AEAR SOk T ik A TiX— e PR
WA, B ey Bl ARG R R, o R B 3R R I A VAN 0 2 A A 4% i A S IR R B R R
(shooting) o FERAIESZIE /7 S, SRAF R4 AR B 7 VA FR A I 2mg /L 018 6-BA B I
Tl RN AT R, 9 G 2— S UG BRNEE RS o LIRS B TR) B A, o AN 43 2E 2R P AR AT AT A 4
( 29 40-50%) R RIF 4 A 39538 11 (K 3D) o WA HLA F 246 ks 44 1 @t AR 278 3|
B AR FRE 11T, LA T4 It — e e s A= .

[0067] 45 AHH 4 ST, # A AR (MR 4 3 8 BIRE 4 (RK 75 58 B LA TR 2R 15 38
(Bl 3E).

[0068] AR KA N LY 2. Sem KK IR M T AR B 9728 (8] 3F) . 1l fR &2 it
LA HRAZ W 3F Frosfl e BATHI AR TT 0T LA ARy 45% B ARz (18 36),
HHKE KT 10mm > EART] DUSDN R 2 38 3015 KT 90% 773 (& 3H) .
[0069] 1z 3b T] LK IR L SR R A 2% AR B ARl e BRI ARG JE AR =2 Pk fd B
R A AR P e ) SRR AR R R VR DA ARR 25 0 i BERERIRLIRZE V) 2 T UZ X, AT 2R H 3X PR 4 1)
P AR r G a iR . AE O (parafilm) gE8805 393k (Goint) , 3FF IR 72
W 1B 10 R X R AR £E 59 655 (28°C L 16h YR (50 B mol/m’S") /8h BEEAGHR ) Fl 85% Vi
FERAF T OREF T Ko GAEBIAEF T RIRLIREZE b 1 2 KRR A % 257 T/ 31 AT 3. %
ERIJBR AP FEL AR A0 25 0 SR IR IE S I e ok (B 3K) .

[0070]  SEjiif] 3 4 Jk PR R AR 1Y A0 R0 43

[0071] | FI 2% Jc B} J7 3 B Ak BR AW T8 L B N % Ak 1#) 48 Mg 7iF “F BASTA B ¥ 5% 3%
(hygmycin) FEAR I SEHEGIEAE T SCREANIAR o ] 5 oR i , 1277 V2 SR 2148 5 I DNA A4 1,
HAS Y G50 T i T 7% 40 BASTA sl 2% 251 52 MR R0 #4082 A 16 DNA J741) LA
o 37 AR IR R AR IX o DNA FE AR A5 T 3 A M 2 2 i 65K 5 BASTA B 55 i 52
MEFEE AR DNA 2R 60 X A S 3 1, 1 37 &b g5 . Uik, DNA R4 gm il A 4 M Bt
RVEMIZER . 40, DNA 5 PR AT DAL Bk A I 2R A, R I8 S SO AL IR 4 b 38 i iy = =
BRI R & &

[0072]  7E T IEIFY S, AL P GFP ZE IR ) DNA R PR AL IR A 2R 3R 15 T RIK SR 7%
JtERE (GFP) [ 75 2 52 R B I RE A o 75 407 BT Il 1K) — L8545 v, A7 A 3K Ffr GFP S5 BRI
A] LU AE 28 5 5 3 (R b A () A L IR, 451 21 GUS RO B IE AL, AN R R m] DA 2R O M AE %
A IR A A I BV E AT R T . ] DAG B R BN i A AR 5 AR 2 B AR ) DNA
R A4, W AT AR i B OR IRAF 3R I8 TP A AT H AL DT R R AR S AR ) o A2 AR St 77
Zrh, T SRAFHAL I BRI JE A4 (1) 77 125398 B Rl DNA Ry 22 A (1) L2 4k, o —Ff DNA A4
AR BRI, 191 101 BASTA B30 25 2= 52 Aricd 111 g &/ — Al DNA A 2 4 ) 0,55 By 5 1)
FH

[0073] W% RPUPERIHEE (putative) GFP F Jk BRI BR UMY J& 1 400 1R 5 A R A 4% P AR AR AR
SEHEAG) 2 R TSI . R SR 1R 1) VAR O B R B A Ak SR A1 40 DNA

12
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P 2 R FE R 51 0%F (SEQ 1D NO:7 1 SEQ ID NO:8) HEATFHERAF M. 10 DFAFA (K
9 AN PCR BHPE Y, AR AL X HRAE CK IKIE R RILH A (B 4) o A RIDGER 5
AT JPR AR SR AR IR, BREE G 358 GRP 221k (1 3B) » 96K aR, %8 S AKI GFP Rk B 1E Ty BRI
WA R IK . 1F ubi:GFP % 5L R R IXR J& AL 5, TAT TS & T AR P ) GFP Rik. M
TERE R AR B — g9 4t (5206 (I 5H) o TAVER A T 52K 5 3 B A1+ 1) GFP &
o FEHEANEERL T1 R e, AN (I BN, 18] 50) BN 6 (&) 5P) 1] LSS58 GFP %
o IX R BHAE S FE DR R SRR S 1) S5 AXRP -~ rh GPP i s R ik

[0074]  H il = M5 (TAG) EAEMF KRR AL 2B fa EE R E b7 B . (H 44
WA FH R 2 A 1 722 AR A DA r TR) 7= W B s EE A B 1) o M A A i 2 A DA A 2 A TR B 1
WRINKLED1 (WRT1) j& AP2/EREB S ¥ #% s Kl -, XS R A7 L A2 17 58 AR 7 1, Ry ) &
BE AR A1) 8 s A oA TAG LA 52 m , DR M s o) b 7 3ol 5 22 7 ThD SR B0t AR S B A
H o AEBBZEAEMT 938 35S JA 3 T#8H T IPIEEIF (Arabidopsis) WRI1cDNA 1A FEF -1
B &K 10-20% 3. Ak, WRINKLEDL cDNA [0 ik S8R B 4 H il =Ee i R &
(Cernac and Benning, 2004) o FRATTUA, bR AR JE WRT 1 25 ERL7E JBR XU i v 1) e ik &
SECE RS R A, YRR, H ARG T LR E IR B A, sE R
U N, AT LA A HARE N Bl AR R A U T8 R4 B TP 4L CaMV 35S JH )+ — KB
WRT1 R IE

[0075]  FRATIFERE T BRAK JE WRIL 1144 cDNA (JCWRIL) , Ho MFR AW )& FilF RT-PCR /=4
PCR ™1, XA T H T-U8 B PR A J& Bl cDNA SCIEII 7 ) JeWRT L ve [ Jy 41 1#) PCR 5|4
(SEQ ID NO:1 1 SEQ ID NO:2) ., 4K JcWRIL cDNA JF4175 T SEQ ID NO:11. #g T BHA
% CaMV 35S A3l F 4l JeWRIL cDNA [1id 3Rk 3 A& (pBAO02-MYC-JcWRIL) , Fffr HoA 4k
N IEAT R AGLL BRI o AT AR MYC AR ZEHTARAAS I T vH 1K) 6 X MYC FR28fl4 WRI1, BASTA
UM IHEE JeWRT 1 Jeh 38 105 2 56 DRI IBR IURH T8 HEL4) (%) A N g 4% P AR AR 0 Sl 91 2 8k 1) 7y
VESEIR . R St 1 RR 0y AR B B 22 B MR 45 0 2R K12 DNA. R ] BASTA JE[AI5 |
Ykt (SEQ 1D NO:9 F1 SEQ ID NO:10) JEATZEE AL 347, FRATIA R A 2 4F 48 /& PCR BH
PER, AR ALST IR AE CK s RILH 417 (1 6) .

[0076] ¥R B H ML B (DGAT) 7 S0 A= R W B2 .22 N TAG, HiB 5 7F
M JFE M 2 (bud of £) AR R . CLUESEFEY) 1 59 DGAT (DGAT1) FERIXS T 11
PrimEH = oIk, X R AL T UIIIF RESE (Zou et al., 2999; Jako et
al., 2001) o FATINA, BRI JE DGAT1 HE IR R XM J& P 1 S A7 RIS 4 S ECE R KPR &
MHEE

[0077]  FRATTHLHE DGATL 5T /41, F A PCR 3147 (SEQ 1D NO:3 F1 SEQ IDNO:4), Mk
A JE Fil 1~ RT-PCR 7= 4 72 ¢ 1 4= K JBR XU J&8 DGAT1 ¢DNA. 4K JeDGATL cDNA £ 417~
F-SEQ ID NO:13. K% H A5 CaMV 35S i 5 T #3111 JcDGAT1 cDNA [¥ o 3 7 % 14
(pBA002-JcDGAT1-HA) , FF A HL AL AU N 3B AT B AGLL PR 7] IR HA FREEHT AR SRAS I 7t
TH ) 3XHA HR%5 kS DGATL. BASTA HLPEHIHEE JeDGATL H%5E ERIBR XU J& AR ) IR 4% AL T A
S5 PR AR S A9 2 FIR 1) 775 SR . M SR 1 AR 7, g B T HA PR S e
ENFEIESE T 35S-JcDGATL ik (P& 7) o 1E 3 e LR R XUBY e ik T 1) 2 2%k 1 o n] LU
Bl HA Ry S SRl o

13
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[0078]  FEFAY)RUR B Tk Jg R VF 2 S AN Y e oa] DA A 0 (RTE AT AT AR
W) o AR R AR ES, AT F AR B M BUEAS B A DN T I EE e 2 A Il R4 4 FE 1Y
fF 2 TNV R A RG] ). BERR (Ricinus communis) yHIZEIZH At i Al B 25 BL K¢
HiliE T HIRZ N BRI S T 90% [ BRI IR , H A2 5 AR 18 B IR N IR »
ERATER, B EAESE T ik ERARIEDIRE A . XA Dhie B1E R BRI R (R ELRR
W) AT (http colon en dot wikipedia dot org slash wiki slash Castor
oil) o —PhHEE G IR R FRALEE 12 (FAH12) 370 AN BB 3k LA RS IE % 1) FAD2 ZhAg>
B+ g AN FIH (van de Loo et al., 1995) ., Sk BIE ) HABR FIHAREL,
L JRRIEH PRI S B o RV T B JRRVE R 5 SR 2, AE AZAE I I R 52 2 PR, 1K 2 TR &
(BERRFEERE ) AR N JR M 2 1 A7 AL, BRI B AR PR R A A2 LU B R 1 o e ZE R 91l FAHL 2
A LAPERL R TR AR R B AR (Lu et al., 2006) o FRATTIAH, BERR+ FAHL12 JERITE
JBR AU Je8 o 1R e o7 R TR 23 7 | S B JRR S 1R 7 A=

[0079]  BeAl1HR 4% FAH12 CDS &4, # A PCR 5|4 (SEQ ID NO:5 A1 SEQ ID NO:6) , M EL ik
T-Fh T RT-PCR =¥ i [ T 2K BE R T FAH12 cDNA (ReFAH12) » 42K RcFAH12 cDNA J& 741
7~ T SEQ 1D NO:15. f% T HA %2 CaMV 35S B o 7450 ReFAH12 cDNA it R iA &k
(PBAOO2-RcFAH12-HA) , - HAL AL N 384T B AGL1 BAK . 7T LA AT HA BRAEHTARAS I 731
THH 3 XHA BREZRS ReFAHL2, BASTA FiPERIHERE ReFAHI2 5L DR JBR AR Je 15420 4 4 AL AT
BEAC AR SE 9] 2 R A7 VE S o M SEE) 1 R 77 %, W 2T HA Hiik )
I ERZEUESE T 35S-ReFAHI2 3Rk o {E 7 AN HL R RR AU J8 VK T8 1) 5 4%kl T m] BLYLEE 31 HA
Stk (B T) o PIANUKIE #2 A #5, AR S FAHL2-HA fil& RIS = H K
[0080]  {EHiIAA KT 5t (JCHZ BN ERE 5 )~ RiE“—A () 7 —
A (an) 7 e “IZAS (the) ” BAA AR B4 nt S k4 F Y B A O A0 45 SR AR A2 4, BRARAE A
S AR B R Bl BRAESIEGI], RIGCRAE . AT R E T S
N PR AR TR IARTE (R, RR“EFHEARR T7) o BRAEA I3 SME tH, A SCEE TE Y
FRAL & AEAE A 53 30 B T Bk 3 Bl vh ik A A B 1) 1] 5 07 32, A SRR Ak A Ak
Y B A5 5 40 [R] B A AR AR SO B R R o 9, I SR A TF T YE M 10-15, HRA 11,1213 A
14 WA A T o A SCHER I P 50T DA BATAT 508 W7 12547, BRAE A SC 5 4 e , 805
SMBYET S Bl BRAESIH B, A SCERAIE IR TR BT SE ] BRI R E (A, “ A
) WS FAAN S A T S U WA R I, AN A2 A T 45 A B RS R At B o 0 D5
HRA TR T NI A TR R TR K IR B R A S A R ] T R

[0081] WV FEMREA K W) T M S A LI NS AP TR ) SEE 7 58, A SCHRATE T Hod
A RICRGIR T AR IR ST T 58 B R A RN LA TS AR R T R e T 2. AR
e 152 b2 1 B i 5 3 8 it 7 22 AR AR T A OB T B AR N Dok i A T 2 W . AR
R NTFIEA 250 I H RN 01 B 5 A8 XA AL, I BRI A A AT ELAE BR AT ) A
RRR Z AP ST A R B o BRI, A S BH A5 1 ARV AT 1 B BT ASOR 2 SR A R 1) 3= )
PR S AR F . oAb, AR LSS R oz DI vl e R AL T AL, BRAEA LSS
AR, BORYE TS 5] B A

[0082]  SCHRH %

[0083] Cernac, A. and Benning, C. (2004). WRINKLED1 encodes an AP2/EREB domain
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protein involved in the control of storage compound biosynthesis in
Arabidopsis. Plant J 40:575-585.

[0084]  Gamborg, 0.L.et al. (1968).Nutrient requirements of suspension cultures
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agg
Arg

tgg
Trp

Ser

tte
Phe

att
Ile

1ttt
Phe

ace
Thr
175

tat
Tyt

att
Tie

ZER
Gly

gtg
Val

gee

Ala

255

ggt
Gly

atg
Met

tea
Ser

Tt
Phe

ghe
Val
335

gaa

Glu

atg
Met

ottt
Leu

ace
Thr

atg
Met

Pro

aac
Asn

gaa
Glu

agh
Ser
160

ete
Leu

cga
Arg

ace
Thr

et
Set

tgg
Trp
240

att
Tle

gca
Ala

gt
Val

gtt
Val

aca
Thr
320

cag
Gln

agg
Arg

tte
Phe

CEg
Arg

gt
Val
400

ottt
Val

384

432

480

528

624

672

720

768

816

864

912

960

1008

1056

1104

1182

1200

1248
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[0008]

cge
Arg

gee
Ala

att
Ile

atg
Met
465

tte
Phe

att
Ile

aat
Asn

cat
His

ttg
Leu

get
Ala
450
Tt
Phe

Aga
Arg

ettt
Leu

ate
Ile

tta
Lett
435

gt
Val

cag
Gln

age
Ser

ggt
Gly

tac
Tyt
420

att
Ile

cet
Pro

att
Ile

tee
Ser

caa
Gln
500

Cgg adaa gee

Arg

210>
211>

212>
213>

<4002

Lys
515

14

521
PRT
Jatropha

14

Met Thr Ile

1

Gly

Leu

Ser Ser Ser Asp

Ser

Glu

Ser

Ser
50

Asp
35

Glu

20

Gly

Ser

Glu Pro-6lu Thr

65

Asp

Lys

Ile

Asp

Thr Tyr Arg Pro

160

Leu Ser Ser Asp

Leu

Asn
145

Cys
130

Leu

115

Ile

Met

Val

Lys

ttt
Phe

gct
Ala

tge
Cys

cea
Pro

atg
Vet
485

eco
Pro

aat
Asa

cea
Pro

tte
Phe

Gac
His

ttg
Leu
470

ghg
Val

atg
Met

get
Ala

cureas

Glu

5

Leu

Ala

Gly

Glu

Asn

85

Ser

Ala

Val

Tyr

Thr

Asn

Leu

Gly

Arg

Val

Ile

Len

Gly
150

tge
Cys

tte
Phe

atg
Met
455

gte
Val

gea
Gly

tgt
Cys

gad
Glu

Thir

Val

Pro

Gln

56

Ile

Glu

Pre

Phe

Val

135

Trp

ttg
Leu

gttt
Val
440

tte
Phe

88
Gly

aat
Asn

gtg
Val

tta
Let
520

The:

Ser

Glu

40

Val

Asn

Asn

Ala

Lys

120

Aa

Leu

CEg
425
tea
Seir

aag
Lys

ate
Tle

atg
Met

cta
Leti

a0a

aga
Arg

Ser

Leu

25

Lett

Met

Gly

Arg

His

105

Gin

Val

Ile

410
cat

His

get
Ala

cte
Leu

act
Thy

ate
Tle
490

tig
Leu

tga

Gly

10

Arg

Thr

Met

Lys

Gly

90

Arg

Ser

Asn

Lys

22

aaa
Lys

gta
Val

tgg
Trp

aat
Asn
475

TEL
Phe

tat
Ty

Gly

Arg

Ser

Asp

Asp

75

Arg

Ala

His

Setr

Thr
1656

ata,
Tle

ttt
Phe

get
Ala
460

tae
Tyr

teg
Tep

tat
Tyr

Asp

Arg

Asn

Pro

60

Cys

Ser

Lew

Ala

Avg
140

cea
Pro

cat

Ilis
445

Tt
Phe

texio:
Leu

tte
Phe

cat
His

Gly

Arg

Ile

Gly

Gly

Asp

Arg

Gly

125

Len

Phe

agg
Arg
430

gag
Glu

att
Ile

cag
Gln

att
Ile

gae
Asp
510

Yal

Lys

30

Val

Val

Gly

Tle

Gl

110

Leu

11e

Trp

415
BRE
Gly

ttg
Leu

gga
Gly

aac
Asn

tte
Phe
495

cta
Leu

Ala

15

Gly

Glu

Val

Asp

Lvs

95

Ser

Phie

Tle

Phe

gta
Val

tge
Cys

att
Ile

aag
Lys
480

tge
Cys

atg
Met

Glu

Thr

Leu

Tht

Lys

80

Phe

Pre

Asn

Glu

Ser
160

1296

1344

1392

1440

1488

1636

1666
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[0009]

Ser Arg Ser Leu

Pro Ile
Lys Tyr

Thr Thr
210

Ala Val
225

Let Lys
Ala Asn
Asp Ser
Ala Pre

280
Arg Lys
305
Gly Phe
Asn Ser
Val Leu
Tyr Cys

370
Phe Gly
385
Glu Glu
Arg His

Ala Leu

Ile Ala
450

Phe

Ile

196

Ala

Leu

Leu

Ser

Ser

275

Thr

Gly

Met

Gln

Lys

355

Phe

Asp

tyr

Ile

Leu

435

Val

Ser

180

Ser

Val

Ser

Val

Ala

260

Arg

Leu

Trp

Gly

His

340

Leu

Phe

Arg

Trp

Tyr

420

Tle

Pro

Arg Asp Trp Pro Len

1686

Leu Ala Ala Tyr

Ala

Leu

Gly

Ser

245

Asp

Asp

Cys

Val

Phe

325

Pro

Ser

His

Glu

Arg

405

Phe

Ala

Cys

Pro

Tyr

Val

230

Tyr

Lys

Val

Tyr

Val

310

Ile

Leu

Val

Leu

Phe

390

Met

Pro

Phe

His

Ile

Pro

215

Ala

Ala

Gly

Ser

Gln

295

Arg

Ile

Lys

Pro

Trp

375

Tvr

Trp

Cys

Phe

Met
455

Val

200

Val

Leu

His

Asp

Phe

280

Pro

Gln

Glu

Gly

Asn

360

Leu

Lys

Asn

Leu

Yal

440

Phe

Leu

185

Ile

Ser

Met

Thr

Ala

265

Lys

Ser

Phe

Gln

Asp

345

Leti

Asti

Asp

Met

Arg

425

Ser

Lys

23

Leu

170

Vel

Phe

Val

Leu

Asn

200

Leu

Ser

Tyr

Val

Tyr

330

Leu

Tyr

Ile

Trp

Pro

410

His

Ala

Leu

Met

Glu

Phe

Ile

Phe

23b

Tyr

Ser

Len

Pro

Lys

315

Ile

Lett

Yal

Len

Trp

395

Val

Lys

Yal

Trp

Cys

Lys

His

Len

220

Ala

Asp

Asp

Val

Arg

300

Leu

Asni

Tyr

Trp

Ala

380

Asn

His

Lle

Phe

Cys

Leu

Met

205

Ser

Cys

Met

Thr

Tyr

285

Thi

Tle

Pro

Ala

Leu

365

Glu

Ala

Lys

Pro

His
445

Ala Phe

460

Leu

Ala

190

Leu

Cys

Tie

Arg

Ser

270

Phe

Asp

Tie

Tle

Tie

350

Cys

Leu

Arg

Trp

Avg

430

Glu

Ile

Thr Leu
175

Ty Arg

Ile Thr

Gly Ser

Val Trp
240

Ala Ile
255

Gly Ala

Met Val

Setr Val

Phe Thr
320

Val Gln
335

Glu Arg

Met: Phe

Leu Arg

Thr Val

400

Met Val
415
Gly Val

Leu Cys

Gly 1le



CN 102787120 A

F

¢l

&=

9/11 1T

[0010]

Met

465

Phe

Lle

Asn

Phe Gin Tle Pro Leu

470

Arg Ser Ser Met Val

485

Leu Gly Gl Pro Met

500

Arg Lys Gly Asn Ala
515

<210>
211>
212>
<213

€990>
991>
299>

<4003
atg gga ggt
Met Gly Gly

1

Bag: 8ag

Glu

cet
Pro

Tttt
Phe

tge
Cys
65

ate
Ile

caa
Gln

cat
His

att
Tle

ecat
His
145
tte
Phe

aae
Agn

gge
Gly

Lys

cet

15
1164
DNA

Ricinus communis

(S5
(..

15

aga
Lys

ite

Pro Phe

gaa
Glu
50

tta
Len

tet
Ser

BgC
Gly

cat
His

gte
Yal
130

Cge:

gte
Val

Age
Asn

tgg
Trp

35
cge

Arg

agt
Ser

Tet
Ser

tege
Cys

get
Ala
Ll5

cat
His

cge

eeg
Pro

ceg
Pro

cet
Pro

{1164)

get
Gly

gE4&.
Gly
20

ace
Thr

tet
Set

ttt
Phe

ccg
Pro

att
Ile
100

11t
Phe

tet
Ser

cae
His

Lys

cea
Pro
180

tta
Leu

ggt
Gly

g8a
Gly

ctt
Leu

ttt
Phe

ettt
Leu

cte
Leu
85

cte
Leu

agt
Ser

gea

Ala

cat
His

tea
Ser
165

agt
Gly

tac
Tyr

cge
Arg

age
Ser

gt
Gly

gtg
Val

tte
Phe
70

teg
Ser

act
Thr

gag
Glu

cti
Leu

tet
Ser
150
aag
Lys

g

tta
Leu

Val

Gly

Cys

Glu

atg
Met

age
Ser

gac
Asp

cge
Ar
20

tac
Tyr

vat
Tyr

ggt
Gly

tat
Tyr

ctg
Leu
135

aac
Agn

teg
Ser

gtt
Val

get

Gly

Asn

Val

Leu
520

tet
sSer

cag
His

cte
Leu
40

tea

Ser

tog
Ser

gt
Val

ottt
Leu

cag
Gln
120

gt
Yal

ata
Ile

aaa
Lys

ttg
Leu

tte

Ala Phe

Ile Thr Asn Tyr Leu Gln Asn Lys

475

480

Met I'ie Phe Irp Phe lle Phe Cys

Leu

505

Arg

act
Thy

ctt
Leu
25

adg
Lys

tte
Phe

ate
Ile

got

Ala

teg
Trp
105

ctg
Leu

cCa
Pro

g8
Gly

att
Tle

aca
Thr
185

aat
Asn

490

Lei

gte
Val
10

aag
Lys

aga
Arg

tee
Ser

goe
Ala

tgg
Trp
90

gho
Val

gct
Ala

tat
Tyr

tet

Ser

tea
Ser
170

ettt
Leu

gte
Val

24

4956

Ty Ty His Asp Leu Mel
510

ata
Tle

cga
Arg

goe
Ala

tat
Tyt

aee
Thy
75

ctg
Leu

ate
Tle

28t
Asp

ttt
Phe

tot
Ser

ace.
Thr

ECg
Ala

ate

Tle

gt
Val
60

aac
Asn

gut
Val

gge
Gly

gae
Asp

tca
Ser
140

gag
Glu

tat
Tyr

oo
Alg

get
Gly

age
ser

ceE
Pro

ceca
Pro
45

gee

Ala

tte
Phe

tac
Tyr

cat
His

att
Tle
125

tgg
Trp

tga

tet
Ser

acg
Thr

aga
Arg

aac
Asn

feae
His
30

Lee
Pro

tat
Tyr

tte
Phe

tpe
Trp

gaa
Glu
110

gtt
Val

aaa
Lys

gae
Asp

aag
Lys

cte
Leu
180

cet
Pro

aae
Asii
15

acg
Thr

cat
His

gat
Asp

aet
Pro

cte
Leu
95

tgt
Cys

gee
Gly

tat
Tyr

gan
Glu

tae
Tyr
175

ote
Leu

tac
Tyr

agh
Set

aag
Lys

tge
€ys

gte
Val

tac
Tyr
80

tte
Phe

BEC
Gly

eta
Len

age
Ser

gtg
Val
160

tea

Ser

ettt
Leut

gat
Asp

48

96

144

192

240

288

336

384

432

480

528

576

624
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[0011]

cge
Arg

gaa
Glu
225

cgt
Arg

ate

Ile

teg
Ser

tat
Tyr
306

get

Tttt
Phe
210

agg

gtg
Val

ato
ile

aca
Thr

gaa
Gl
290

ggg
Gly

cat

196

get
Ala

ctt
Leu

oEt
TLeu

tat
Tyr

iae
Tyr
275

tgg
Trp

gteg
Yal

cal

Ala His His

act
Thr

ace
Thr

gte
Val

aac
Asn
385

aga
Lys

cca
Pro

gag
Glu
370

aag
Lys

210>

211>
212>
213>

<400>

gea
Ala

ttt
Phe
3565

ced

Pro

tat
Tyr

16
387
PRT
Rieihys communis

16

tge
Cys

cag
Gln

tat
Tyr
288
260
ttg

Leu

gat
Asp

ttg
Leu

ele
Leu

ate
Ile
340

tae
Tyr

gat
Asp

taa

cat
His

att
Tle

cag
Gln
245

gtg

7 Val

cag
Gln

ige
Irp

aat
Asn

te
Phe
325

aag

Lys

aag
Lys

gaa
Glu

et
Tyr

tac
Tyr
230

get
Ala

e,
Pro

cac
His

¢te
Leu

ada
Lys
310

gel
Ala

ect
Pro

gea
Ala

gga
Gly

Met Gly Gly Gly Gly Arg
1 5

Glu Lys Lys Gly Gly

Pro Pro Phe Thr Leu
£

35

4

Phe Glu Arg Ser Phe

50

Cys Leu Ser Phe Leu

65

Ser

Gly

Val

Phe

7

200

gat cce
Asp Pro
215

att got
Ile Ala

aca atg
Thr Met

tig ett
Leu Leu

act cac
Thr His
280
£cgg gga
Arg Gly
295
gta tte
Val Phe

aca gtg
Thy Val

ata. atg
lle Met

trg tgg
Leu Trp

360
get cot

Ala Pro
375

Met Ser

Ser His

Asp Leu
40

Arg Ser
5b

Tyr Ser

tat
Tyr

gac
Asp

gea
Ala

att
Ile
266

CCa
Pro

gea
Ala

cat
His

cea
Pro

ggt
Gly
345

agg
Arg

aca
Thr

Thr

Leu

25

Lys

Plie

Iie

gga
GLy

¢te
Leu

aaa
Larg
250

Val

get
Ala

atg
Met

aac
Asn

cat
His
330
gag
Glu

gag
Grlu

cag
Gln

Val

10

Lys

Arg

Ser

Ala

25

cea
Pro

ggd

Gly
236

888
Gly

L ade

Asnt

att
Ile

BL8
Val

att
Tle
315

Lac

Tyr

tat
Tyr

gea
Ala

gge
Gly

1le

Arg

Ala

Tyr

Thr
78

atia
Tle
220

atc
1le

ttg
Lew

Tt
Cys

Gca
Pro

act
Thr
300

gea
Ala

edl
His

tae

Ty |

aag
Lys

gtt
Val
380

Thr

Ala

Ile

Val

60

Asn

it
Phe

tht
Phe

get
Ala

tte
Phe

cge
28h

gte
Val

gae
Asp

gla

Ala

CBE

gag
Glu
365

tte
Phe

Ser

Pro

Pro

45

Ala

Phe

tee
Ser

gee
Ala

tes
Tep

ottt
Len
270
tat
Tyr

eat
Asp

act

Thr

atg
Met.

tat
Tyr
360

tge
Cys

teg
Tip

Asn

His

30

Pro

Tyr

Phe

gaa
Glu

aca
Thr

gta
Val
255
gt
Val

8EC
Gly

aga
Arg

cat
His

Bag
Glu
3356

gat
Asp

ttg
Leu

tac
Tyr

Asn

15

Thr

His

Asp

Prio

aga
Arg

acg
Thr
240

atg
Met.

atg
Met

tea
Ser

gat
Asp

gta
Yal
324

gee

Ala

ggt
Gly

fte
Phe

CRg
Arg

Ser

Lys

Cys

Val

Tyr
80

720

768

816

864

960

1008

1104

1164
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1le

Gln

His

Ile

His

145

Phe

Asn

Gly

Glu
225

Phe

Tle

Ser

Tyr

305

Ala

Thr

Ser

Gly

His

Val

130

Arg

Val

Asn

Trp

Phe

210

Arg

Val

Ite

Thr

Glu

290

Gly

His

Lvs

The Pro

Val

Asn
385

Glu
370

Lys

Ser

Cys

Ala

116

His

Arg

Pro

Pro

Pro

185

Ala

Leu

Leu

Tyr

Tyr

275

Trp

Val

His

Ala

Phe

355

Pro

Tyr

Pro

1le

100

Phe

Ser

His

Lys

Pro
180

Leu

Cys

Gln

Tyr

Gly

260

Leu

Asp

Leu

Len

Tle

340

Tyr

Asp

Leu

85

Leu

Ser

Ala

His

Ser

165

Gly

Tye

His

Tle

Gln

2456

Val

Gin

Trp

Asn

Phe

326

Lys

Lys

Glu

Ser

Thr

Glu

Leu

Ser

150

Lys

Arg

Leu

Tyr

Tyr

230

Ala

Pro

His

Leu

Lys

310

Ala

Pro

Ala

Gly

Tyr

Gly

Tyr

Leu
135
Asn

Ser

Val

Ala

Asp

215

Tle

Thr

Leu

Thr

Arg

295

Val

Thr

Lie

Len

Ala
375

Val Ala

Leu Trp
105

Gln Leu
120

Val Pro

Ile Gly

Lys Tle

Leu Thr
185

Phe Asn
200

Pro Tyr

Ala Asp

Met: Ala

Leu 1le
265

His Pro
280

Gly Ala

Phe His

Yal Pro

Met: Gly

345

Trp Arg
360

Pro Thr

26

Trp

90

Val

Ala

Tyr

ber

Ser

170

Leu

Val

Gly

Leu

Lys

2560

Val

Ala

Met

Asti

His

330

Glu

Glu

Gln

Leu

Ile

Asp

Phe

Leu

155

Trp

Ala

Ser

Pro

Gly

235

Gly

Asn

Ile

Val

Ile

316

Tyr

Tyr

Ala

Gly

Val

Gly

Asp

Ser

140

Glu

Tyr

Ala

Gly
Lle
220
Ile

Leu

Cys

Pro

Thr

300

Ala

His

Tyr

Lys

Val
380

Tyr

His

Ile

125

Trp

Arg

Ser

Thr

Arg

205

Phe

Phe

Ala

Phe

Arg

Val

Asp

Ala

Arg

Glu

365

Phe

Trp

Glu

110

Val

Lys

Asp

Lys

Leu
190

Pro

Ser

Ala

Trp

Leu

270

Asp

Thr

Met

Tyr

3560

Cys

Trp

Leu Phe
95

Cys Gly

Gly Leu

Tyr Ser

Glu Val
160

Tyr Ser
175

Leu Leu

Tyr Asp

Glu Arg

Thr Thr
240

Val Met
255

Val Met

Gly Ser

Arg Asp

His Val

320

Glu Ala
335
AspGly

Leu Phe

Tyr Arg
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