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AKEAGAE N HECD3I8Z B L R U HE L Cytoxan

( 2 neosar) A A F7 %0 % 3% %} B8 B (cyclophosphamide) 2 4
¢ b RABBETARGRBEREER -
CHIET D

CD38% A AF KCim M st MR R AN b T &R

45 kD IR £ # % & - CD38% & 14 T # It NAD " # 1t % 3%

® ADP-# # (cADPR) B 75 T 4% cADPR K # % ADP-4% # 2 #
HEe M shEs o CD38T 4 LB A HF S bl EHERESA
M-

& — M o B CD38 z ¥ # 4 4 38SB13 - 38SBI8 -
38SB19 - 38SB30 - 38SB31 & 38SB39 M i » PCT ¥ #% £
WO 2008/047242 % - % ¥ L CD38IAL B A $H & b = £ K R
mp AN (FEiepAT REBEKBLHRBRNE 2
ta B M (ADCC) R # B2 K #8 7 4= Bo & ¥ (CDC)) % #%& CD38"
tmp o B BFREAGFLEA T B R REBRE X el BE
FoRERBLENAEABLSECDIS @Bz @B AT - B
B A2 B YR RAZIRAAE - MERZRTRANAEE
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FZaF o ABILIRCDIBIA B XU TIHF P AMEELE -

W TRE ) EAXYUREZEASEALAHE M T A
FE-FRAEVZEHRAB(AE 2 K EARRR)H 01gG -

IgM -~ IgA ~ IgDRIgGE)~ $ ki 8 ~ %4 & — M i 3 - & &
HBARLBAK #AUVIGGR B Ed A2y dhig
MR ERRRGBEEEER BHRERRERSTLSARE
TEARATEE - B~ TLEYSAHIEHEL "2 # 22
B, ("CDR, )Rk "RBEE |, 2 H > HEXZ 278441
B &AL o £ i@ % #% 4 CDR1 - CDR2& CDR3 - & N3 &k & 4
%  cCDRA B THELIBRZHZAERTH>MHEA "HEEE , -
AXAHAR "V, R "TVH, HERB LR K T O T4
TH% & » 4 Fv ~ scFv ~ dsFv.~ Fab ~ Fab'& F(ab')2 4 #& 2
FHTEE - MR EZ "V, & TVL, 438 % & X%
E Oy & > 84 Fv>s scFvs dsFv ~ Fab ~ Fab' &
F(ab)2h A Z BT HE -
38SBI34i 8 6L 4 2 ) — 4 B % & SEQ ID NO: 504 & %
AEFINZESREY — A A BSEQ ID NO: 3844 s
BRABRFI ZE4  HE4HES3EEAHSEQ ID NO:

1~ 2R3 R 2B AE K P 22 4CDRs > B 3% 4848 6 43
BE %A H3SEQ ID NO: 4 SR6m R Z A K I 2 2 &
CDRs -

38SBlI84i @ 6o 2 2 ) — 4 B A & SEQ ID NO: 524 & =
AEBEFAFINZELREDY — % E A HSEQ ID NO: 404 s
BRABEF I 24848 B EF4 645384 dSEQ ID NO:
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T~ 8RB K 2B A M A I 2245 CDRs» Bk 43

BMAASESEQ ID NO: 10~ 1A NRA Rz BAKLF F 2@
% CDRs o
38SBl19i# &4 2 —#% £ A &4 SEQ ID NO: 54 iz
BAEVZEMRRESL -4 BEA HSEQ ID NO: 424 s
BmABAI 2B HEHOLL3MAE & SEQ ID NO:
13- 81R 15 2 B A8 F 5 22 5CDRs > H# B4 68
43 A % d#SEQ ID NO: 16~ 17TR 18 A Z B A & A 5 2
i 4 CDRs -
38SB30ii# &4 £ —#% & A & SEQ ID NO: 56 sz
BABFINZEMSREY — A% &SEQ ID NO: 444 s
ZRBRABFI 2484 0 L E4AA3M@EAEA &SEQ ID NO:
19~ 208218 2 B B B8 A 5 2 i& 4 CDRs » H 3% 48 4¢
4348 A4 §SEQ ID NO: 22~ 23R 24 s X B A 8 K 7 2
i 4 CDRs -
38SB31n &2 2 —#% B A & SEQ ID NO: 584 & 2
BEABAINZESLRED — A K & SEQ ID NO: 464 &
zBABAEI 24 RET4 6438 EE%A &SEQ ID NO:
~26R27TM R Z B AB A 2 5HCDRs BEZELR A
438 A% SSEQ ID NO: 28~ 29R 304 R 2 M AMKAF 7 2
i 8 CDRs -
38SB394L g2 &4 £/ — 4 B A & SEQ ID NO: 604 & 2
A& FolzE&RED —#%AF ESEQ ID NO: 484 s
BRABAI 4 HEHLGLL23EAE A ESEQ ID NO:
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31 ~32R33@m sz M A8 A 5 232 CDRs » H 3% & 4
438 E A &SEQ ID NO: 34~ 35R36aamzBABKFAF 7 2
i# 48 CDRs -

A # 38SBI13 -~ 38SB18 - 38SB19 -~ 38SB30 ~ 38SB31 &
38SB39RA #A L CD384L M 2 % X 4 e L 4 & » 200656 A 21
B o % A 47 &K % 3% PTA-7667 ~ PTA-7669 -~ PTA-7670 -~
PTA-7666 - PTA-7668 R PTA-T7671F A A £ B & A 32 F 4
% # P ~ (American Type Culture Collection) (10801
University Bld, Manassas, VA, 20110-2209, USA)( %o
WO 2008/047242 % s M ik ) - |

AXmAWE TABRLAE  GESATEBFARL
REEAZIRIDFIAGOHKEAE - AR BRFRLENHE K
Hw A BABRFEEARAINIANABHZILRRN B H
R BIREREESLRNPHRE —M - ABILRE X
A iAW HFAITABRARBITIEAE R EER
CORBHEE X TR EHG - AXMARDERRMER S
FTEHE KIS HMHRFELEZ AR AERLBTEE X IF
CORR @z g Ex ook aMAM - COREH
HWHEREBBl o)) AR B I IHRAIZEXRAABRERS
ik Bl he 0 2 B WO 92/22653 - AL BB &t A
FBERXAERTELE  HETEEFROERA A LR R FT A
BEMMEABENLBEZIZIHARZE(CDR)R AR L KT & F7
£ BIFABAILEHZCDR-

NEABEZZIRS R ERERABARRDE TR X
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SpRBRMHZEMFEBTNEBREAH F5,639,64158F 0 H
A2 RNEUNAFTABAALAI? - HABATERASZHEELLH
# R A # it > & 45 CDR # # (EP 0 239 400 : WO
91/09967 ; % B & #] % 5,530,101% & % 5,585,089% ) - 4%
4 %k @ T #Z(EP 0592 106 EP 0 519 596 ; Padlan E.A.,
1991, Molecular Immunology 28(4/5): 489-498 ; Studnicka
G. M.% A » 1994, Protein Engineering, 7(6): 805-814 ;
Roguska M.A. % A » 1994, PNAS, 91: 969-973) ~ 4& & # (£
# H ¥ 5,565,332 % ) & £ M #& X | » (PCT/US
2008/074381) AR BT H B ERNRCL S RET X(EE
S EHBRTHIEIRES - F LA E2BR JZ A F 4,444,887
s - ® 4,716,111 ~ % 5,545,8063%% & % 5,814,318% : &
R A B %N E ® WO 98/466453%% - % WO 98/50433
% ~ % WO 98/24893 3 -~ % WO 98/16654 3% ~ % WO
96/34096%% ~ % WO 96/33735% & £ WO 91/10741%% (3% %
4 EXBZEFAERIAF XA

A R %m A2 CDIBBAEABILILE 0 £ T H
#CD38% & dytm g - -~ ADCCRCDC# 3£ CD38" tm fig -
LEX—FRB Y FEAHFEAT@ERREAT I 0
BF  ABFRAABELABLEAHA bR ATCRLEEZSF
CD38"ta gl -

A BB X &4 K % B 4 A # 4 38SBI3 -
383SB18 ~ 38SB19 ~ 38SB30 - 38SB31 % 38SB394L & - 5 £

ZFMmESREK-
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388-B13 ~ 38SB18 -~ 38SB19 ~ 38SB30 ~ 38SB31 % 38SB39
B 2CDRTA SR ABNLCAA L LS F LM - B
o A—EERH P AT ARMLEHOABLELREREL AN
HALPBROA—RSMEAFEEL & A FSEQ ID NOW & =

Bz B ABAEF2ZCDR: 1~2-3~4~5~6+~7>8~9-
10~ 11~ 12~13+~14~15~16~17~ 181920~ 21 ~
22~ 2324 ~25+~26~27~28~29~30~ 31~ 32~ 33-
3435 36%R81- &£ —84EFHH FRM438SBI3ZZ A1t
MK Haoe4E)—HRELREY —higsd HY 3 EFa
6,438 B %A HSEQ ID NO: 1 “2R3A T AMAE I =
BB M ARE AR P issed 43/ A4 & SEQ ID
NO: 4-5SRO6ATZHEABAFINZEEIHAER - £ 5
— B AT B PILEISSBISZ ABEILR X - L a4 FE D —
hERRED -4 HIixEF4a S38E%FESEQ
IDNO: 7 - 8ROAFZMABAN 2R REIHMARE » &

AP 43MEA BSEQID NO: 10~ 11R12% 7 2

ABRFINZE2BELIHRATE - £ —BETHE FRHE
38SBI9Z AL X » R a4 2 —H(ERRED — i
> AP Egaas3@AHAE &SEQ ID NO: 13- 81K 15%
TZHRABERVNZBHEIHAAEAEZE ) BHFHZEH OS]

8 B A 3 SEQ ID NO: 16~ 17TR 18k T~ 2 B A B /K 9 = i&
BELHEAEATE A PH—BEFTwH PRAELI8SBIOZ A$HE L
A asd ?*ﬁéﬁ&i&—ﬁ%%’%¢%§%

6,438 B 4 & SEQ ID NO: 19 20&21% 5+ = Bt £ & 5 7]
s
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22 BT HAETE AR PHEuaL38E4 §SEQ ID
NO: 22 -23R244A A2 B ABA VN Z R L IHARZE - &
BB AEERS PREISSBIIZAHFEAAK £ o4 2D
—HREHRRES KB AVYLERLLIMAAS
SEQ ID NO: 25 -26R27T4( w2 B ABAF 7 28§ 5 4
XE - BE PS40 4538E%4SEQ ID NO: 28 29&
30 T X BRABRAF N ZRBEIHATE - AP —BHEFTH
Bl P RAM3BSBIIZ ALY X L4 2 —HhERLRE
— 4t HPmEMeASL3MEAEESEQ ID NO: 31 -
32R3BEATFZIEBAEAMAINZEFG I AEE 0 AR P
426,453/ &4 5 SEQ ID NO: 34~ 35K 36% 7~ 2 Bk & 8 A
2z B EHEAEE -
AE-—BETREBTY  AEARBABRLCRBRIALR & £
4 B A ZEASEQ ID NO: 66 R 722 B 2 AR AF 7 2
Ve £ — 84 T o6 FREANHELISBIORLE » £ &
o BE A &SEQID NO: 667+ 2l A8 FH 2Vy £ B — 8
EF ) PR A IL38SB31H 8 - £ & 4 B 4 & SEQ
IDNO: 724. T~ X B R BEHF 5 2 Vy ©
EH TR P AEARBABLCRBERIERLR & £
4 B %4 i B SEQ ID NO: 62~ 64~ 68& 702 # % 8 A &
FFl 2V £ -84 Fn6 FRHEASEILI8SBIVI & -
HE&aE 4 B2AZEASEQ ID NO: 62R 642 B 2 B AB A 7 =
- A —BUEFTHH PTRE AHEILISSBIIKRE - &
4 B A EBSEQIDNO: 68RT0Z B Z B ABKE 7 2V, -
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38SB13 -~ 38SB18 ~ 38SB19 ~ 38SB30 ~ 38SB31 &% 38SB39
HEzE - ABARKSTZAAFNAHN N KA RLEBE &
B oo HE R - E M ERE B EENE ML RN WO
2008/047242¢F » A A2 RN EZRI A FXAFALAXXTF - @
ToORANGRABZIHERAABREEGABERIH IR F A
AR 1$#150 mg/kgz M (8 o Fx ) M N 158150 mg/kgx
(& H# MMM -

BB A (Cytoxan®) 4 A R G B & B E X &k HK 1L
B ARG AN NBLARFEILZ R TR FTHEM XA
2 c AR AMLE > BHBAEEZ A HEDNA& X B R
Ty d  tRELETHR@BILT -  BRHBRETRORA
G AEY —F RER

AR A —EAEKKLESILCDIBH # B £ )V R & BB A
zab2B8ab4h dNAEAMEHERANAAEE X
THEARKB ELEEwEHRRBERIFHERER - TH &%
T BWRAFRAREARE A LS ILEHRYK - F @b
z

CRERBARRAMLHERRACED Y BT £ 4
FHZRAARMNETEBERZREARER » B AHA R
Mo REGRMEAKA -

R TE () BRBERATAKE T X]ogole &L

log okm i 3% 76 {4 =T-C(% )/3.32xTq
EET-CAAMBAERRE  LGhoAa(TEAANBE A
OCOEEENALAEAMW]l @)X PEAFR(XR) BETikw#H
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Bo v EBRMEEAE R (X)T.H Corbett® A -
Cancer, 40: 2660-2680 (1977) ; F.M. Schabel% A ' Cancer
Drug Development » B3t 4 » Methods in Cancer Research,
17: 3-51, New York, Academic Press/a 3) (1979)] - & logio
M R AEEANXRENOT AR BEAMBRE TH - &
logiom BB R ABEANXREN28 BIRAEMA A B KE
Moo

—EBFERF > EHRBTRFEHLBIOR B £ AFRZ
mAP2EILA MM A EZ RS 3 BEloge iR F
14 -

logotm Bt 3% 26 F A =(T-C)-76 B H B B M /3.32xT4 -

Clogm o R L FHEHANRERNROBFTRABAEL A FTH -

T AhzlogimBERAEANREAG AR KA L & 7 3
KREBABEEBRATFSlogiom e R EMEF > B & H
wmeBEREHRMBEFER -

BAHFHREBIHIATUARTHAFARTRR AL

ZEBHORM330260 mgiE B F RERTHEIXTRZID Y
(BEADR)ERERBHE - £ RIS ESEEARAENZ
A ARNERERRIHAFEBZGM AT RBERIL - 28B4
BERBOCEINRIANFHBILEER LR AERR
AmE BBERBREGY - A LR PEHERXEARAAGH A
FERBMELAZANRZAREZTRAIBAB AL ST EE KR
B AL H L AETRBAIRI2RBELZIRBE £ -

MAEAEHBEMET  BFHEETANEBIESR  BEE

.&‘
%

ol
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R H2 g RAEEH DR C(HELENEBEIN2 g

M) e AR A TCHBIFHGEY ETRE IR -
MBAIEHERAR SR REZHER F M -
£ UL E B4 A hhu38SBIOM B 4 88 Ak 2 @ &

Bz EREALEHETXFET -

Bt ABEAFGHN S AEALE RSB L0ty -

HAZabzamn TR - FEM - MM B &S
M#za @RI IasIRASHR ) BHRBRXHAZEEHHE
T2 B KA TREELF G -

B ERABEHZBEY S84 FERMPEBESL
mh RS EFIHRERSL ATFRMPAF TR A
Z @ Ems o ATR S RMB—&FHEZR -

A RastHBREATIHEHRRAZB84H - AW £
BHERABIEH IR E AL B TED « &£ T 5 MM
#H|

FEBRAZELEYBFTAHBELTERZZIEABTRR
RiFER O EXFE2 COATABAACASGESE - AT HHHF
AMAERKXBE IR THEARXAMED B (Bl oBAEH > X
Ba) BB BT EIHARBE(W o bEETE) &HB K
BARTHAEAMGNR AKX ERAR - KERBHFHFKAIK
oo RAPHE B T HAHELEARMP o)A L 2 & 2 &1L 48
ARNEBERESLER - THaWAXBIFTERAA Y
ZutbhzEMEALFEARERRA A6 TTHARE
ERUARAH BRI IR _BERBLEESZH K -

144154.doc -12-



1457346

Ko~ R THREBERZLALZAESYERMEBKKEE TR
B -

EABHEASP  EP LA ATEE - 5 8 %M
o —BBRMRT® LAEAFAHNHR - A#EILHRCD3IBH A
ZEHBLHI0-90FTETN L ETREMESHELH

BRI BRBEREBZIMHEE mMEIL -

AF ARG AALAN SR OE(ERARD)RTZETH
BE - BRBERERE OEBHRE - LE - EHE - R
B~ APIREFRE B WE - FPRE - BRKRE - F
BB THRE FHRRERAFEALOESER@BEE - KE
ALzt hUMERE O SENHTHE oKk EHR
BHEKRE OB (ARKEHE) G LB - EHRAEHEKE TN
Bk  BaaheB TeBEhkes - FE 4 K((mon-
Hodgkin)# & /& (#] o > 46 % 45 K (Burkitt's)k 2 /8): F #
Az ML OHAEARRAREBRFTHRAE(FHRRRTR
mp) Bk~ R eiMdtahn  MEREZERS -
RS HEARB - FABAREIWAR  TERAABDNE,
BhK2ZERE A IR WEB@EE - WEBEA
B Ena: RACER O 2 EE - -pBE - - Feh
B hEm - ALBRABRABR@BBE -  RHEBFHEEZH LR
CD38z H & iE - HEXZAN A GLE - KEERH
TRAREBEBEBHAARMKEZER > &7 B KH AR CD3S
WEBAEABHOERKRH -

Ao AKEAFRE Ll bRANELE AR EZR R
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Z Mg -

[ x5 ]
® #l -

EEMF N FBRANERARSFAZHCDISH M /K
Bt HEBERNMBZIHA -

FRiERE B A A A ASCID/) R F 2 T4 ABE 06 A4
K o#k B 4a B 2 (Namalwa#t ) o

¥ Hu38SBIOH B NS%E A B AERTY - EEBHEANKL
$11A 18R 2 M BHB2REHKAUNE — B A B KA
Hu38SB19 - f& 4 A % ¥ > 4 4 i 17T hu38SB19% % A 2 #

SK(RAAAAFHZEIBR Y LGB FALKARS

HE) -

BB EBEARNSLEH EBEAKER T - £ B HE AR
FIRISRKRERIREH KN KRR 8BK -
FHRUERREN KLY -

BE B A& R =1.9K -

£ A AT &8
o LA Z20% R EBRLAXIUNEA - B EHKR RS A
A EF M
o &3t Hlog o Bk L 4 1 =(T-C)/[3.32 x(HE /& 1% 3% #%
Bl (R))]B Z 4 BB 5 2

(TE 4 ms &) &2 #1000 mgz FEGH - CEHEHB
NREHMBRAARDZTEFH(ISTR): REB X FE
FHBEHEHR AN AT) - logta i L 48 14 <0.7
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B A BILEBIEN » Aloga b R A A 22.80 3 A%
BERESHEFMN -
o BB HFEH(TFS): HEN L@ s % 81 M (K % —
Lt BBIOOR)BL MR E(3mE)R F X w2 H iR -
o L AEWMEBR  ZHubALLHALELIERLE-—EHAEEFESG
EH(EED] loga b R EME) BlZadBELEWER
ER -
B MBEERZEMN U261 mg/kg/EH B EHRR 58

>‘$

ot

ot

NBPHIERAT(60%) ALBEHERIRES & FMHHE
(HNTD)4% 177.4 mg/kg/:x 4 (4 % 4 % & =354.8 mg/ kg) -
#1774 mg/kg/E 5 B E B A & F M > logts flg & 5t 48
B %4.8

# hu38SB19Mm & - % & 4 £ 40 mg/kg/x 4 Bl = (& & 2
%1200 mg/kg) A A R¥F At <M - KBREHFH BT
LB A R BACDI8E R X REMMBMFE - loghs B X L & 14
0.4 %8 hu38DBI194& % % 45 #4 F & K -

286.1 mg/kg/ix & 3% & 88 A #8140 mg/kg/E 4 hu38SB19x
e B A a6 P AL HE LB Y MH KT
S0%) rialBM P REBELERRRGERAABES -

177.4 mg/kg/sE & ¥ &5 & A& $1 40 mg/kg/:: 4 hu38SB19x |
B ik A HNTD - 3% # & B 320.02 logée i 3% 7 14 & 1/6

TFS(# 196 X ) A sk # R A EL A HFMH - & £110.0
mg/kg/E 4t 3% w B& Bt R 68.2 mg/kg/E & 3B Hi B A £ 40

mg/kg/x 4 hu38SBI1OZ B K A E F B F & F M » logis e
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BAEBEAHNABISTR69 - EFEEHR > ZBSLAMA
FAEZ3ME B EXUEEE MY R4 B B R AR (&
HNTD F logém B R L 14 A 4.8) AT B & # K 1 logkm i i 3L &
ke BARE A SBRTE R FER o %s kW PR
AARTHEsEASMERlogm b RAFHEAEZI(Z A
b zlogta fa R B H A A 160 M F 5 R & Bk logte BE AR B
BE A4
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<110> SEETEEIE-LEEHFLE

/5*‘?3 A2k

<120> DEEALHE (D38 ZHif REEARR (CYCLOPHOSPHAMIDE) 2 HUERIE &

<140> TW098140156
<l41> 2009-31-27

<150> EP09291119.9
<151> 2008-11-28

<160> 81
<170> Patentln version 3.3

- 210> 1
Q211> 5
<212> PRT
213> NRER

. <400> 1

Ser Tyr Gly Met Asn
1 5

Q210> 2

<21l> 17
212> PRT
Q13> NEER

<400> 2
Trp 1le Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Asp Phe Lys
1 S 10 15

Gly

Q210> 3
5

211>
‘ <212> PRT

Q13> SNBES

<400> 3

Arg Gly Phe Ala Tyr

1 5

Q210> 4
Q1> 15
212> PRT
Q13> INEER
<400> 4

Arg Ala Ser Glu Ser Val Glu ile Tyr Gly Asn Gly Phe Met Asn
1 5 10 15
Q10> 5

Qll> 17

<212> PRT

Q13> SNRER

<400> S
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Arg Ala Ser Asn Leu Glu Ser
1 5

Q10> 6
Q2> 9
<212> PRT
Q13> NBER

<400> 6

Gln Gln lle Asn Glu Asp Pro Phe Thr
1 5

<210> 7

Qli> 5

<212> PRT
Q13> JNBEEB

<400> 7
Asn Ser Gly Met Asn
1 5

<210> 8
21> 17
<212> PRT
213> /NBER

<400> 8
Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Asp Phe Lys
1 5 10 15

Gly

<?210> 9
QL2il> 5
<212> PRT
Q13> NBER

<400> 9

Arg Gly Phe Val Tyr
1 5

Q210> 10
L1l> 15
<212> PRT
Q13> HBEER

<400> 10

Arg Ala Ser Glu Ser Val Ala Ile Tyr Gly Asn Ser Phe Leu Lys
1 5 10 15

QL1 11

Q1> 7

<212> PRT
Q3> HBEBS
<400> 11

Arg Ala Ser Asn Leu Glu Ser
1 5

210> 12
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211> 9
- 212> PRT
213> PNEERS

<400> 12

Gln Gin Ile Asn Glu Asp Pro Tyr Thr
1 5

Q10> 13
Q11> 5

212> PRT
213> NERER

<400> 13

Asp Tyr Trp Met Gln
1 5

210> 14
211> 17
<212> PRT
Q13> NEHERB

‘ <400> 14

Thr 1le Tyr Pro Gly Asp Gly Asp Thr Gly Tyr Ala Gln Lys Phe Lys
1 5 10 15

Gly

210> 15

211> 11

<212> PRT
Q13> NEERB

<400> 15
Gly Asp Tyr Tyr Gly Ser Asn Ser Leu Asp Tyr
1 5 10

Q10> 16
‘ Q11> 1
Q12> PRT
Q13> NBEB
<400> 16

Lys Ala Ser Gln Asp Val Ser Thr Val Val Ala
1 5 10

Q10> 17
Qll> 17
<212> PRT
Q13> NEES

<400> 17
Ser Ala Ser Tyr Arg Tyr lle
1 5

<210> 18

Qll> 9

212> PRT
Q13> NEEE

<400> 18
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Gln Gln His Tyr Ser Pro Pro Tyr Thr
i 5

<210> 19
Qll> 5

<212> PRT
Q13> NBREE

<400> 19

Gly Ser Trp Met Asn
1 5

<210> 20
Q211> 17
<212> PRT
213> NBEDB

<400> 20

Arg 1le Tyr Pro Gly Asp Gly Asp Ile lle Tyr Asn Gly Asn Phe Arg
1 5 10 i5

Asp

210> 21
211> 10
<212> PRT
13> B

<400> 21

Trp Gly Thr Phe Thr Pro Ser Phe Asp Tyr
1 b 10

210> 22
21> 11

<212> PRT
13> NREB

<400> 22
Lys Ala Ser Gln Asp Val Val Thr Ala Val Ala
1 5 10

10> 23
L1l> 7

<212> PRT
Q213> MNEER

<400> 23
Ser Ala Ser His Arg Tyr Thr
1 5

210> 24
Q211> 9

212> PRT
Q213> NEER

<400> 24

Gln Gin His Tyr Thr Thr Pro Thr Thr
1 5
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Q210> 25
Q211> 5
212> PRT
Q23> HIEER

<400> 25

Ser Tyr Thr Leu Ser
1 5

Q1> 26
Q211> 17
<212> PRT
Q213> HEER

<400> 26

Thr 1le Ser Ile Gly Gly Arg Tyr Thr Tyr Tyr Pro Asp Ser Val Glu
1 5 10 15

Gly

‘ <210> 27

211> 8
212> PRT
Q13> NEERH

<400> 27

Asp Phe Asn Gly Tyr Ser Asp Phe
1 5

Q10> 28
Q1> 11
<212> PRT
Q1> NEEB

<400> 28

Lys Ala Ser Gin Val Val Gly Ser Ala Val Ala
1 5 10

Q210> 29
‘ Qli> 7

<212> PRT

Q13> NEER

<400> 29

Trp Ala Ser Thr Arg His Thr
1 S

<210> 30
211> 9

<212> PRT
23> NERER

<400> 30
Gln Gln Tyr Asn Ser Tyr Pro Tyr Thr
1 S

210> 31

Q> 5

<212> PRT
Q13> PRER
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<400> 31

Asn Phe Gly Met His
1 5

<210> 32

21> 17
<212> PRT
Q13> /NERER

<400> 32

Tyr lle Arg Ser Gly Ser Gly Thr Ile Tyr Tyr Ser Asp Thr Val Lys
1 5 10 15

Gly

<210> 33
211> 11

<212> PRT
213> /NEHEE

<400> 33

Ser Tyr Tyr Asp Phe Gly Ala Trp Phe Ala Tyr
1 5 10

<210> 34

211> 11

<212> PRT
Q213> /NEER

<400> 34

Lys Ala Ser Gln Asn Val Gly Thr Asn Val Ala
1 5 10

<210> 35

211> 7

<212> PRT
213> NNEER

<400> 35

Ser Ala Ser Ser Arg Tyr Ser
1 5

<210> 36
Q211> 9

<212> PRT
Q13> /NEEER

<400> 36

Gln Gln Tyr Asn Ser Tyr Pro Leu Thr
1 5

Q10> 37
211> 336
212> DNA
Q13> NEER

<220>
221> (DS
22> (1)..(336)
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1457346

<400> 37
aac att gtg ctg acc caa tct
Asn lle Val Leu Thr Gln Ser

1
cag

Gln

ggc
Gly

aaa
Lys

- agg
Arg
65

cct
Pro

gag
@ ..

5

agg gcc acc ata
Arg Ala Thr lle
20

aat ggt ttt atg
Asn Gly Phe Met
35

ctc ctc atc tat
Leu Leu Ile Tyr
50

tic agt ggc agt
Phe Ser Gly Ser

gtg gag gct gat
Val Glu Ala Asp
85

gat cca tic acg
Asp Pro Phe Thr
100

<210> 38

Q211> 112
<212> PRT
Q13> SMEER

<400> 38

Asn
1

Gln

Gly

. Lys

Ile Val Leu Thr
5

Arg Ala Thr lle
20

Asn Gly Phe Met
35

Leu Leu lle Tyr
S0

- Arg Phe Ser Gly Ser

65

Pro Val Glu Ala Asp

85

tce tge
Ser Cys

aac tgg
Asn Trp

cgt gca
Arg Ala
55

ggg tct
Gly Ser
70

gat git
Asp Val

tic ggc
Phe Gly

Gln Ser

Ser Cy

w

Asn Trp

Arg Ala
55

Gly Ser
70

Asp Val

cca get tct
Pro Ala Ser
10

aga gee agt
Arg Ala Ser
25

ttc cag cag
Phe Gln Gln
40

tcc aac cta

Ser Asn Leu

agg aca gag
Arg Thr Glu

gca acc tat
Ala Thr Tyr
90

tcg ggg aca
Ser Gly Thr
105

Pro Ala Ser
10

Arg Ala Ser
25

Phe Gln Gin
40

Ser Asn Leu

Arg Thr Glu

tig get gtg
Leu Ala Val

gaa agt gtt
Glu Ser Val

aaa cca gga
Lys Pro Gly
45

gaa tct ggg
Glu Ser Gly
60

ttc acc ctc
Phe Thr Leu
75

tac tgt caa

tet
Ser

gag
Glu
30

cag
Gln

ate
Ile

acc
Thr

caa

ctt ggg
Leu Gly
15

att tat

1le Tyr

cca cce
Pro Pro

cct gee
Pro Ala

att gat
Ile Asp
80

att aat

Tyr Cys Gln Gln lle Asn

aag ttg gaa
Lys Leu Glu

Leu Ala Val

ata
Ile
110

Ser

95

aaa cgg
Lys Arg

Leu Gly
15

Glu Ser Val Glu lle Tyr

30

Lys Pro Gly Gln Pro Pro

45

Glu Ser Gly
60

Ile

Pro Ala

Phe Thr Leu Thr Ile Asp

75

80

Ala Thr Tyr Tyr Cys Gln Gln Ile Asn

90

Glu Asp Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu

100

210> 39

211> 336
<212> DNA
Q13> SPRER

220>
21> (@S
<222> (1)..(336)

C144154SEQBX201403C.doc
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<400> 39

gac att gta ctg
Asp Ile Val Leu
|

acc
Thr
20

cag
Gln

agg gcc
Arg Ala

ttt
Phe

aat
Asn

agt
Ser
35

gec
Gly

atc
Ile

cte ctc
Leu Leu
50

aaa
Lys

agt
Ser

agg ttc
Arg Phe
65

ggec
Gly

cct gtg gag gct
Pro Val Glu Ala

gat ccg tac
Asp Pro Tyr
100

gag
Glu

<210> 40
<211> 112
<212> PRT
Q13> NBRER

<400> 40
Asp Ile Val Leu
i

Gln Arg Ala Thr
20

caa tct
Gln Ser

acc
Thr

cca
Pro

ata
Ile

tce tgc
Ser Cys

aga
Arg

ctg aaa tgg ttc
Leu Lys Trp Phe
40

tat
Tyr

tee
Ser

cgt gea
Arg Ala
55

agt
Ser

ggg tct ggg
Gly Ser Gly
70

gat gat gtt
Asp Asp Val
85

gea
Ala

acg ttc gga ggg
Thr Phe Gly Gly

Thr Gln Ser Pro
5

Ile Ser Cys Arg

tct
Ser
10

gct
Ala

ttg gct
Leu Ala

agt
Ser

gag agt
Glu Ser

gee
Ala
25

cag cag
Gin Gln

aaa ccg
Lys Pro

aac
Asn

cta gaa tct
Leu Glu Ser
60

aca
Thr

gac ttc acc
Asp Phe Thr
75

acc tat tac tgt
Thr Tyr Tyr Cys
90

aag ctg
Lys Leu

Bgg acc
Gly Thr
105

Ala Ser Leu Ala
10

Ala Ser Glu Ser
25

Gly Asn Ser Phe Leu Lys Trp Phe Gln Gin Lys Pro

35

Lys Leu Leu Ile
50

Arg Phe Ser Gly
65

Pro Val Glu Ala

Glu Asp Pro Tyr
100

210> 4]
Q211> 324
Q212>

Q13> NNEER

<220>
<221>
<222>

s

40

Tyr Arg Ala Ser
55

Ser Gly Ser Gly
70

Asp Asp Val Ala
85

Thr Phe Gly Gly

(1)..(324)

C144154SEQBX201403C.doc

Asn Leu Glu Ser
60

Thr Asp Phe Thr
75

Thr Tyr Tyr Cys
90

Gly Thr Lys Leu
105

gtg tct
Val Ser

cta ggg
Leu Gly
15

att tat
Ile Tyr

gtt get
Val Ala
30

cca ccc
Pro Pro

gga cag
Gly Gln
45

cct gee
Pro Ala

ggg atc
Gly Ile

att aat
Ile Asn
80

ctc acc
Leu Thr

att aat
Ile Asn
95

cag caa
Gin Gln

gaa ata
Glu Ile
110

aaa cgg
Lys Arg

Val Ser Leu Gly
15

Val Ala Ile Tyr
30

Gly Gln Pro Pro
45

Gly Ile Pro Ala

Leu Thr 1le Asn
30

Gln GIn Ile Asn
95

Glu Ile Lys Arg
110

48

96

144

192

240

288
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<400>

4]

gac att gtg atg gcc
Asp Ile Val Met Ala

1

5

gac agg gic agc atc
Asp Arg Val Ser lle

20

gtg gee tgg tat caa
Val Ala Trp Tyr Gln

35

tac tcg gea tcc tat
Tyr Ser Ala Ser Tyr

50

. agt gga tct ggg acg
Ser Gly Ser Gly Thr

65

gaa gac ctg geca gtt
Glu Asp Leu Ala Val

85

acg itc gga ggg 888
‘II’ Thr Phe Gly Gly Gly

210>
211>
Q12>
<213

<400>

100

42

108

PRT
NEEREIR

42

Asp Ile Val Met Ala

1

b

Asp Arg Val Ser lle

20

Val Ala Trp Tyr Gln

. Tyr Ser Ala Ser Tyr

50

65

35

Ser Gly Ser Gly Thr

- Glu Asp Leu Ala Val

Thr Phe Gly Gly Gly Thr Lys Leu

Q210>
QLil>
Q212>
Q13>

<220>
Q21>
Q22>

85

100

43
324

NEERS

@s
(1)..(324)

C144154SEQBX201403C.doc

cag tct
Gln Ser

ace tge
Thr Cys

cag aaa
Glin Lys

cgg tat
Arg Tyr
S5
gat ttc
Asp Phe
70
tat tac
Tyr Tyr

acc aag
Thr Lys

Gln Ser

Thr Cys

Gln Lys

Arg Tyr
55

Asp Phe
70

Tyr Tyr

cac
His

aag
Lys

cca
Pro
40

att

Ile

act
Thr

tgt
Cys

ctg
Leu

His

Lys

Pro

40

Ile

Thr

Cys

aaa tic
Lys Phe
10

gce agt
Ala Ser
25

gga caa

Gly Gln

gga gtc
Gly val

ttc ace
Phe Thr

cag caa
Glin Gin

90
gaa ata

Glu Ile
105

Lys Phe
10

Ala Ser
25

Gly Gln

Gly Val

Phe Thr

Gln Gln

90

Glu lle
105

atg tcc aca
Met Ser Thr

cag gat gig
Gln Asp Val

tct cct aaa

Ser Pro Lys
45

cct gat cgc

Pro Asp Arg

60

atc agc agt

Ile Ser Ser

75

cat tat agt

His Tyr Ser

aaa cgg
Lys Arg

Met Ser Thr

Gln Asp Val

Ser Pro Lys
45

Pro Asp Arg
60

Ile Ser Ser
75

His Tyr Ser

Lys Arg

tca gtt gga
Ser Val Gly
15

agt act git
Ser Thr Val
30

cga ctg att

Arg Leu lle

ttc act gge
Phe Thr Gly

gtg cag gct
Val Gln Ala
80

cct ceg tac
Pro Pro Tyr
95

Ser Val Gly
15

Ser Thr Val
30

Arg Leu Ile

Phe Thr Gly

Val Gln Ala
80

Pro Pro Tyr
95

48
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<400> 43

gac att gtg atg acc
Asp Ile Val Met Thr
1 5

gac agg gtc agt atc
Asp Arg Val Ser lle
20

gtt gcc tgg ttt caa
Val Ala Trp Phe Gln
35

tat tcg gca tcc cac
Tyr Ser Ala Ser His
50

agt gga tct ggg aca
Ser Gly Ser Gly Thr
65

gaa gac ctg gca gtt
Glu Asp Leu Ala Val
85

acg ttc ggt gga ggc
Thr Phe Gly Gly Gly
100

<210> 44
<211> 108
<212> PRT
Q3> NEEB

<400> 44

Asp Ile Val Met Thr
1 5

Asp Arg Val Ser Ile
20

Val Ala Trp Phe Gln
35

Tyr Ser Ala Ser His
50

Ser Gly Ser Gly Thr
65

Glu Asp Leu Ala Val
85

Thr Phe Gly Gly Gly
100

Q10> 45
211> 324
212> DNA
Q213> NEER

<220>
<221> (DS
<222> (1)..(324)

C144154SEQBX201403C.doc

cag tct cac
Gln Ser His

acc tgc aag
Thr Cys Lys

cag aaa cca

Gln Lys Pro
40

cgg tac act

Arg Tyr Thr

55

gat ttc act

Asp Phe Thr

70

tat tac tgt

Tyr Tyr Cys

acc aag ctg
Thr Lys Leu

Gln Ser His

Thr Cys Lys

Gln Lys Pro
40

Arg Tyr Thr
55

Asp Phe Thr
70

Tyr Tyr Cys

Thr Lys Leu

aaa ttc
Lys Phe
10

gce agt
Ala Ser
25

gga caa

Gly Gln

gga gtc
Gly Vval

tte acc
Phe Thr

caa caa
Gln Gln

gac ttc
Asp Phe
105

Lys Phe
10

Ala Ser
25

Gly Gln
Gly Val
Phe Thr
Gln Gln

90

Asp Phe
105

ttg tcc aca tca
Leu Ser Thr Ser

cag gat gig gtt
Gln Asp Val Val
30

tct cca aaa cta
Ser Pro Lys Leu
45
cct gat cge ttc
Pro Asp Arg Phe
60

atc atc agt gtg
Ile Ile Ser Val
75

cat tat act act

His Tyr Thr Thr

aga Ccgg
Arg Arg

Leu Ser Thr Ser

Gln Asp Val Val
30

Ser Pro Lys Leu
45

Pro Asp Arg Phe
60

Ile Ile Ser Val
75

His Tyr Thr Thr

Arg Arg

gt gga
Val Gly
15

act gct

Thr Ala

ctg att
Leu Ile

act ggc
Thr Gly

cag gct
Gln Ala
80

ccc acg
Pro Thr
95

Val Gly
15

Thr Ala

Leu Ile

Thr Gly

Gln Ala

80

Pro Thr
95

-10 -
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96
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<400> 45
gac act gtg atg acc cag tct

Asp
1

gac

Asp

gta
Val

tac
Tyr

- agt
Ser
65

gaa
Glu

acg
Thr

Thr

agg
Arg

gce
Ala

teg
Trp

gga
Gly

gac
Asp

ttc
Phe

Q210>
Q211>
212>
<213>

<400>

Val Met Thr Gln
5

gtc agc atc acc
val Ser Ile Thr
20

tgg tat caa cag
Trp Tyr Gin GIn
35

gca tcc acc cgg
Ala Ser Thr Arg

tct ggg aca gat
Ser Gly Thr Asp
70

ttg gea gat tat
Leu Ala Asp Tyr
85

gga ggg ggg acc
Gly Gly Gly Thr
100

46

108

PRT
NETER

46

Asp Thr Val Met Thr Gln

|

5

Asp Arg Val Ser lle Thr

20

Val Ala Trp Tyr Gln Gln

35

’ Tyr Trp Ala Ser Thr Arg

50

Ser

tge
Cys

aaa
Lys

cac
His

ttc
Phe

ttc
Phe

aag
Lys

Ser

Cys

Lys

His
55

cac
His

aag
Lys

cca
Pro
40

act

Thr

act
Thr

tgt
Cys

ctg
Leu

His

Lys

Pro

40

Thr

- Ser Gly Ser Gly Thr Asp Phe Thr

65

70

Glu Asp Leu Ala Asp Tyr Phe Cys

85

Thr Phe Gly Gly Gly Thr Lys Leu

210>
Q211>
Q12>
213>

<220>
Q221>
Q2>

100

47
324

NEER

s
(1)..(324)

Ci44154SEQBX201403C.doc

aaa ttc
Lys Phe
10

gee agt
Ala Ser
25

ggg caa
Gly Gln

gga gic
Gly Vval

ctc acc
Leu Thr

cag caa
Gln GIn

90
gaa ata

Glu Ile
105

Lys Phe
10

Ala Ser
25

Gly Gln

Gly Val

Leu Thr

Gln Gln

90

Glu Ile
105

ata
Ile

cag
Gln

tet
Ser

cct
Pro

att
1le
75

tat
Tyr

aaa
Lys

1le

Gln

Ser

Pro

Iie
75

tcc aca tca gtt gga

Ser Thr

Se

r Val Gly
15

git gtg ggt agt gct

Val Val

cct aaa
Pro Lys
45

gat cgc

Asp Arg

agc aat
Ser Asn

aac agc
Asn Ser

cgg
Arg

Ser Thr

Val Val

Pro Lys
45

Asp Arg
60

Ser Asn

Gl
30

ct
Le

y Ser Ala

a cig att
u Leu 1le

lic aca gge

Ph

e Thr Gly

gtg cag tct

Va

ta
Ty

Se

1 Gln Ser
80

t ccg tac
r Pro Tyr
95

r Val Gly
15

Gly Ser Ala

30

Leu Leu Ile

Phe Thr Gly

Va

—

Gln Ser
80

Tyr Asn Ser Tyr Pro Tyr

Lys

Arg

95
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<400> 47
gac att gtg atg acc cag tct
Asp Ile Val Met Thr Gln Ser

1

gac
Asp

gtt
Val

tat
Tyr

agt
Ser
65

gaa
Glu

acg
Thr

agg
Arg

gee
Ala

tcg
Ser
50

gga
Gly

gac
Asp

ttc
Phe

<210>
<211>
<212>
<213>

<400>

5

gtc age gte acc tge
Val Ser Val Thr Cys
20

tgg tat caa cac aaa
Trp Tyr Gln His Lys
35

geg tce tec cgg tac
Ala Ser Ser Arg Tyr
55

tct ggg aca ctt ttc
Ser Gly Thr Leu Phe
70

ttg gca gag tat ttc
Leu Ala Glu Tyr Phe
85

ggc tcg ggg aca aag
Gly Ser Gly Thr Lys
100

48

108

PRT
/NS

48

caa aaa
Gln Lys

aag gcc
Lys Ala
25

cca gga
Pro Gly
40

agt gga
Ser Gly

act ctc
Thr Leu

tgt cag

ttc
Phe
10

agt
Ser

caa
Gln

gtc
Val

ace
Thr

caa

Cys Gln Gln

ttg gaa
Leu Glu
105

90

ata
Ile

atg tcc
Met Ser

cag aat
Gln Asn

tce cet
Ser Pro

cct gat
Pro Asp
60

atc aac
Ile Asn
75

tat aac
Tyr Asn

aaa cgg
Lys Arg

Asp Ile Val Met Thr Gln Ser Gln Lys Phe Met Ser

1

5

Asp Arg Val Ser Val Thr Cys

20

Val Ala Trp Tyr Gin His Lys

35

Tyr Ser Ala Ser Ser Arg Tyr

50

55

10

Lys Ala Ser Gln Asn

25

Pro Gly
40

Ser Gly

Gln

Val

Ser Gly Ser Gly Thr Leu Phe Thr Leu Thr

65

70

Ser Pro

Pro Asp
60

Ile Asn
5

Glu Asp Leu Ala Glu Tyr Phe Cys Gln Gln Tyr Asn

85

Thr Phe Gly Ser Gly Thr Lys

<210>
211>
<212>
<?213>

<220>
<22i>
<222>

100

49
342

NEERS

s
(1)..(342)

C144154SEQBX201403C.doc

90

Leu Glu Ile Lys Arg

105

aca
Thr

gtg
Val

aaa
Lys
45

cge
Arg

aat
Asn

age
Ser

Thr

tca
Ser

g8t
Gly

ata
Ile

ttc
Phe

gtg
Val

tat
Tyr

Ser

gta
Val
15

act
Thr

atg
Met

aca
Thr

cag
Gln

cct
Pro
95

Val
15

gga
Gly

aat
Asn

att
1le

1444
Gly

tct
Ser
80

cte
Leu

Gly

Vat Gly Thr Asn

30

Lys Ile Met Ile

45

Arg Phe Thr Gly

Asn Val Gln Ser

80

Ser Tyr Pro Leu
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<400> 49

cag atc cag tig glg cag tct gga cct gag ctg aag aag cct gga gag 48
Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu

| 5 10 15

aca gtc aag atc tcc tgc aag get tct ggg tat acc ctc aca age tac 96
Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Leu Thr Ser Tyr
20 25 30

gga atg aac tgg gitg aag cag gct cca gga aag ggt tta aag tgg atg 144
Gly Met Asn Trp Val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp Met
35 40 45

ggc 1gg ata aac acc tac act gga gaa cca aca tal gel gat gac ttt 192
Gly Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Asp Phe
50 55 60

aag gga cgt ttt gec ttc tct ttg gaa acc ict gec age act gec ttt 240
Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr Ala Phe
65 70 75 80

ttg cag atc aac aac ctc aaa aat gag gac acg gct aca tat ttc tgt 288
Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr Tyr Phe Cys
85 90 95

gla aga cgc ggg ttt gct tac tgg gge caa ggg act ctg gtc act gic 336
. Val Arg Arg Gly Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val
100 105 110

tet gea 342
Ser Ala

Q210> 50

Q211> 114

12> PRT

Q213> SNBHEE

<400> 50

Gin Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu
1 5 10 15

Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Leu Thr Ser Tyr
20 25 30

' Gly Met Asn Trp Val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp Met
35 40 45

- Gly Trp 1le Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Asp Phe
50 55 60

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr Ala Phe
65 70 75 80

Leu Gin Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr Tyr Phe Cys
85 90 95

Val Arg Arg Gly Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val
100 105 110

Ser Ala

<210> 51
211> 342
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<212> DNA
Q13> NEEE

<220>
<221>
<222>

CDsS

<400> 51

cag atc cag ttg
Gln lle Gln Leu
1

aca
Thr

gtc aag atc
Val Lys Ile
20

gga atg aac tgg
Gly Met Asn Trp
35

ata aac
Ile Asn

1gg
Trp
50

ggc
Gly

aag
Lys
65

gga cgg ttt
Gly Arg Phe

atc agt
Ile Ser

ttg
Leu

cag
Gln

gca
Ala

aga agg ggt
Arg Arg Gly
100

tct
Ser

gea
Ala

<210>
211>
<212>
<213>

52
114
PRT
NRIERS
<400> 52

Gln Ile Gln Leu
1

Thr Val Lys lle
20

Gly Met Asn Trp
35

Gly Trp Ile Asn
50

Lys Gly Arg Phe
65

(1)..(342)

glg
Val
5

tec

Ser

gtg
Val

acc
Thr

gce
Ala

aac
Asn
85

ttt
Phe

Val

Ser

Val

Thr

Ala

cag tct
Gln Ser

tgc aag
Cys Lys

aag cag
Lys Gln

tac act
Tyr Thr
55
ttc tct
Phe Ser
70
ctc aaa
Leu Lys

gtt tac
Val Tyr

Gln Ser

Cys Lys

Lys Gln

Tyr Thr

55

Phe Ser
70

Leu GIn Ile Ser Asn Leu Lys

s

gga
Gly

gct
Ala

gct
Ala
40

gga

cct gag ctg aag
Pro Glu Leu Lys
10

tct ggg tat acc
Ser Gly Tyr Thr
25

cca gga aag ggt
Pro Gly Lys Gly

gag ccg aca tat

Gly Glu Pro Thr Tyr

ttg
Leu

aat
Asn

tgg
Trp

Gly

Ala

Ala
40

60

gaa acc tct gec
Glu Thr Ser Ala
75

gag gac acg gct
Glu Asp Thr Ala
90

ggc caa ggg act
Gly Gln Gly Thr
105

Pro Glu Leu Lys
10

Ser Gly Tyr Thr
25

Pro Gly Lys Gly

cct
Pro

gga gag
Gly Glu
15

aag
Lys

ttc
Phe

aac tct
Asn Ser

aca
Thr
30

tta
Leu
45

tgg atg
Trp Met

aag
Lys

get
Ala

gat
Asp

gac ttc
Asp Phe

tct
Ser

gee tat
Ala Tyr
80

age
Ser

tat
Tyr

aca
Thr

ttc tgt
Phe Cys
95

gta act gtc
Val Thr Val
110

ctg
Leu

Lys Pro Gly Glu
15

Phe Thr Asn Ser
30

Leu Lys Trp Met
45

Gly Glu Pro Thr Tyr Ala Asp Asp Phe

60

Leu Glu Thr Ser Ala Ser Ser Ala Tyr

75

80

Asn Glu Asp Thr Ala Thr Tyr Phe Cys

90

95

Ala Arg Arg Gly Phe Val Tyr Trp Gly Gln Gly Thr Leu Val Thr Val

100
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Ser Ala

Q210> 53
Q11> 360
212> DNA
Q13> /NBER

<220>
<221> (DS
<222> (1)..(360)

<400> 53

cag gtt cag ctc cag cag tct ggg got gag ctg gea aga cct ggg act 48
Gin Val Gin Leu Gln Gln Ser Gly Ala Glu Leu Ala Arg Pro Gly Thr

1 5 10 15

tca gig aag ttg tcc tgt aag gct tct gge tac acc ttt act gac tac 96
Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

tgg atg cag tgg gta aaa cag agg ccl gga cag ggt ctg gag tgg att 144
‘ Trp Met Gln Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

ggg act att tat cct gga gat ggt gat act ggg tac gct cag aag ttc 192
Gly Thr Ile Tyr Pro Gly Asp Gly Asp Thr Gly Tyr Ala Gln Lys Phe
50 55 60

aag ggc aag gcc aca ttg act gecg gat aaa tcc tcc aaa aca gtc tac 240
Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Lys Thr Val Tyr
65 70 75 80

atg cac ctc agc agt ttg gct tct gag gac tct gcg gtc tat tac tgt 288
Met His Leu Ser Ser Leu Ala Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

gca aga ggg gat tac tac ggt agt aat tct ttg gac tat tgg ggt caa 336
Ala Arg Gly Asp Tyr Tyr Gly Ser Asn Ser Leu Asp Tyr Trp Gly Gln
100 105 110

gga acc tca gtc acc gtc tcc tca 360
Gly Thr Ser Val Thr Val Ser Ser
115 120

Q10> 54

Q11> 120
212> PRT
Q13> SBREE

<400> 54
- Gln Val Gln Leu Gln Gin Ser Gly Ala Glu Leu Ala Arg Pro Gly Thr
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Trp Met Gln Trp Val Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp lle
35 40 45

Gly Thr lie Tyr Pro Gly Asp Gly Asp Thr Gly Tyr Ala Gln Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Lys Thr Val Tyr
65 70 75 80
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Met His Leu Ser Ser Leu Ala Ser Glu Asp Ser Ala Val Tyr Tyr Cys

85

90

95

Ala Arg Gly Asp Tyr Tyr Gly Ser Asn Ser Leu Asp Tyr Trp Gly Gln

100

105

Gly Thr Ser Val Thr Val Ser Ser

<210>
211>
<L212>
<213>

<220>
<221>
<222>

<400>
cag gtc cag tta cag
Gln Val Gln Leu Gln

1
tca

Ser

tgg
Trp

gga
Gly

agg
Arg

atg
Met

tcg
Ser

acc
Thr

gig
Val

atg
Met

Ccgg
Arg
50

gac
Asp

cag
Gln

aga
Arg

act
Thr

<<210>
211>
<212>
<213>

<400>

115

55

357

DNA
NERTES

CDS

(1)..(357)

55

aag att
Lys Ile
20

aac tgg
Asn Trp
35

att tat
Ile Tyr

aag gtc
Lys Val

cte age
Leu Ser

tgg g88
Trp Gly
100

ctc aca
Leu Thr
115

56

119

PRT
NETER

56

5
tee

Ser

gtg
Val

ccg
Pro

aca
Thr

age
Ser

.85

aca
Thr

gtc
Val

caa tct
Gln Ser

tgc aaa
Cys Lys

aag cag
Lys Gln

gga gat
Gly Asp
55

ctg tct
Leu Ser
70

ctg acc
Leu Thr

ttt acg
Phe Thr

tcc teca
Ser Ser

120

gga cct
Gly Pro

act tct
Thr Ser
25

agg cct
Arg Pro
40

gga gat
Gly Asp

gca gac
Ala Asp

tct gtg
Ser Val

ccg agt
Pro Ser
105

110

gaa ctg gtg agg cct
Glu Leu Val Arg Pro
10

ggc tac geca tic agt
Gly Tyr Ala Phe Ser
30

gga cag ggt cta gag
Gly Gln Gly Leu Glu
45

atc att tac aat ggg
Ile Iie Tyr Asn Gly
60

aaa tcc tcc aac aca
Lys Ser Ser Asn Thr
75

gac tct gcg gtc tat
Asp Ser Ala Val Tyr
90

tit gac tat tgg ggc
Phe Asp Tyr Trp Gly
110

ggg gcce
Gly Ala
15

gge tee
Gly Ser

tgg att
Trp Ile

aat ttc
Asn Phe

gee tac
Ala Tyr
80

tet tgt
Phe Cys
95

caa gge
Gln Gly

Gln Val Gln Leu Gln Gin Ser Gly Pro Glu Leu Val Arg Pro Gly Ala

1

5

10

15

Ser Val Lys 1le Ser Cys Lys Thr Ser Gly Tyr Ala Phe Ser Gly Ser

20

25

30

Trp Met Asn Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile

35
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Gly Arg Ile Tyr Pro Gly Asp Gly Asp 1le Ile Tyr Asn Gly Asn Phe

50

55 60

Arg Asp Lys Val Thr Leu Ser Ala Asp Lys Ser Ser Asn Thr Ala Tyr

65

Met Gin Leu Ser Ser

85

Ser Arg Trp Gly Thr

100

Thr Thr Leu Thr Val

Q210>
Q11>
212>

‘II' 213>

<220>
221>
<222>

<400>
gac gtg aag ctg
Asp Val Lys Leu

1

tee
Ser

acc
Thr

gca
Ala

@ ..

Glu
65

- ctg
Leu

aca
Thr

cte
Leu

ctg
Leu

ctg
Leu

acc
Thr
50

ggc
Gly

caa
Gln

aga
Arg

aca
Thr

<210>
Q211>
Q21>
213>

<400>

115

57
351
DNA

N

(DS

(1)..(351)

57

aaa
Lys

tet
Ser
35

att
Ile

cga
Arg

atg
Met

gat
Asp

gte
Val
115

58
117
PRT

cte
Leu
20

tgg
Trp

agt
Ser

ttc
Phe

aac
Asn

ttt
Phe
100

tec
Ser

NRERS

58

gtg
Val
5

tcc
Ser

gtt
Val

att
lle

acc
Thr

agt
Ser
85

aat
Asn

tca
Ser

70 75 80

Leu Thr Ser Val Asp Ser Ala Val Tyr Phe Cys
90 95

Phe Thr Pro Ser Phe Asp Tyr Trp Gly Gin Gly
105 110

Ser Ser

gag tct ggg gga ggc tta glg aag cct gga ggg
Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
10 15

tgt gaa gcc tct gga ttc act ttc agt age tat
Cys Glu Ala Ser Gly Phe Thr Phe Ser Ser Tyr
25 30

cgc cag acl ccg gag acg agg ctg gag tgg gtc
Arg Gln Thr Pro Glu Thr Arg Leu Glu Trp Val
40 45

ggt ggt cgc tac acc tat tat cca gac agt gtg
Gly Gly Arg Tyr Thr Tyr Tyr Pro Asp Ser Val
55 60

atc tcc aga gac aat gcc aag aac acc ctg tac
Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
70 75 80

ctg aag tct gag gac aca gecc atg tat tac tgt
Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys
90 95

ggt tac tct gac ttc tgg gge caa gge acc act
Gly Tyr Ser Asp Phe Trp Gly Gln Gly Thr Thr
105 110

Asp Val Lys Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1

5

C144154SEQBX201403C.doc
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Ser Leu Lys Leu Ser Cys Glu Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Thr Leu Ser Trp Val Arg Gln Thr Pro Glu Thr Arg Leu Glu Trp Val
35 40 45

Ala Thr Ile Ser Ile Gly Gly Arg Tyr Thr Tyr Tyr Pro Asp Ser Val
50 55 60

Glu Gly Arg Phe Thr lle Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Thr Arg Asp Phe Asn Gly Tyr Ser Asp Phe Trp Gly Gln Gly Thr Thr
100 105 110

Leu Thr Val Ser Ser
115

<210> 59

211> 360
<212> DNA
Q213> NEER

<220>
<221> (DS
<222> (1)..(360)

<400> 59

aat gta cag ctg gta gag tct ggg gga ggc tta gig cag cct gga ggg 48
Asn Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 S 10 15

tcc cgg aaa clc tcc tgt gea gee tct gga tic act ttc agt aac ttt 96
Ser Arg Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Phe
20 25 30

gga atg cac tgg gtt cgt cag gct cca gag aag ggt ctg gag tgg gic 144
Gly Met His Trp Val Arg Gln Ala Pro Glu Lys Gly Leu Glu Trp Val
35 40 45

gca tac att cgt agt ggc agt ggt acc atc tac tat tca gac aca gtg 192
Ala Tyr Ile Arg Ser Gly Ser Gly Thr Ile Tyr Tyr Ser Asp Thr Val
50 55 60

aag ggc cga ttc acc atc tcc aga gac aat ccc aag aac acc ctg ttc 240
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Pro Lys Asn Thr Leu Phe
65 70 75 80

cig caa atg acc agt cta agg tct gag gac acg gcc atg tat tac tgt 288
Leu Gin Met Thr Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 95

gca aga tcc tac tal gat ttc ggg gecc tgg ttt get tac tgg ggc caa 336
Ala Arg Ser Tyr Tyr Asp Phe Gly Ala Trp Phe Ala Tyr Trp Gly Gln
100 105 110
ggg act ctg gtc act gtc tct gea 360
Gly Thr Leu Val Thr Val Ser Ala
115 120
210> 60
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211>
Q212>
Q213>

<400>

Asn

1

Ser

Gly

Ala

Lys

65

Ala

120

PRT
NETERS

60

Val Gln Leu Val
5

Arg Lys Leu Ser
20

Met His Trp Vai
35

Tyr Ile Arg Ser
50

Gly Arg Phe Thr

Leu Gln Met Thr Ser

85

Arg Ser Tyr Tyr
100

Gly Thr Leu Val Thr

<210>
211>
Q212>
<213>

115

61
324
DNA
gA

<220>

<221>
22>

gat
Asp
1

gat
Asp

- gt
Val

tac
Tyr

tct
Ser
65

gaa
Glu

act
Thr

<400>

DS
(1)..(324)

61

atc gta atg acc
Ile Val Met Thr
5

cct gtg tca atc
Pro Val Ser lle
20

gct tgg tat cag
Ala Trp Tyr Gin
35

tca gca tca tac
Ser Ala Ser Tyr
50

ggc gct gge aca
Gly Ala Gly Thr

gac ctg gce gig
Asp Leu Ala Val
85

ttc ggg gga gge

C144154SEQBX201403C.doc

Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

Cys Ala

Arg Gin

Gly Ser
55

lle Ser
70

Leu Arg

Asp Phe

Val Ser

cag tcc
Gln Ser

act tgc
Thr Cys

cag aag
Gln Lys

cgt tac
Arg Tyr
55

gat ttc
Asp Phe
70

tac tac

Ala

Ala
40

Gly

Arg

Ser

Gly

Ala
120

cac
His

aag
Lys

cce
Pro
40

ate
e

acc
Thr

tge

10

15

Ser Gly Phe Thr Phe Ser Asn Phe

25

Pro Glu Lys Gly Leu

45

Thr 1le Tyr Tyr Ser

60

Asp Asn Pro Lys Asn

75

Glu Asp Thr Ala Met

90

Ala Trp Phe Ala Tyr

105

ctg agt
Leu Ser
10

gee tea
Ala Ser
25

ggg caa
Gly Gin

g8g gig
Gly Vval

ttt aca
Phe Thr

cag cag

Tyr Tyr Cys Gln Gln

90

act aag ctc gaa atc
Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

atg
Met

cag
Gln

tca
Ser

cct

agt
Ser

gat
Asp

cce
Pro

gac

acc
Thr

gtg
Val

aga
Arg
45

cga

Pro Asp Arg

att
tle
75

cac
His

aaa

agt
Ser

tac
Tyr

cgt
Arg

tce
Ser

agt
Ser

30

Glu Trp Val

Asp Thr Val

Thr Leu Phe
80

Tyr Tyr Cys
95

Trp Gly Gln
110

tee
Ser

ctg gga
Leu Gly
15

agc acc gic
Ser Thr Val
30

ctc atc
Leu lle

cgt
Arg

ittt act gge
Phe Thr Gly

gtc cag gee
Val Gln Ala
80

ccc cca tac
Pro Pro Tyr
95
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100

<<210> 62

<211> 108
<212> PRT
Q213> FA

<400> 62

105

Asp Ile Val Met Thr Gln Ser His Leu Ser Met Ser Thr Ser Leu Gly

1 5

Asp Pro Val Ser 1le Thr Cys

20

10

25

Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln

35

40

Tyr Ser Ala Ser Tyr Arg Tyr Ile Gly Val

50

Ser Gly Ala Gly Thr
65

55

Asp Phe Thr Phe Thr
70

Glu Asp Leu Ala Val Tyr Tyr Cys Gin Gin

85

90

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile

100

<210> 63
211> 324
<212> DNA
Q213> HA

<220>
<221> (DS
<222> (1)..(324)

<400> 63
gac att gtt atg gct

105

caa agc cat ctg tct

Asp Ile Val Met Ala Gln Ser His Leu Ser

1 5

gat cct gtg tcc atc

10

act tgc aaa gcc agt

Asp Pro Val Ser Ile Thr Cys Lys Ala Ser

20

gtt gca tgg tat caa

25

cag aag cca ggc cag

Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln

35

tac tca gct tct tac
Tyr Ser Ala Ser Tyr
50

agt ggg gcc ggt act
Ser Gly Ala Gly Thr
65

gaa gac ctg gca gta
Glu Asp Leu Ala Val
85

aca ttc ggc ggg ggt
Thr Phe Gly Gly Gly

C144154SEQBX201403C.doc

40

cga tac atc ggg gtc
Arg Tyr Ile Gly Val
55

gac ttc act ttt act
Asp Phe Thr Phe Thr
70

tat tac tgc cag caa
Tyr Tyr Cys Gln Gln
90

act aag ctg gaa att
Thr Lys Leu Glu Ile

Ser Pro Arg Arg

Pro Asp
60

Ile Ser
75

His Tyr Ser Pro

Lys Arg

atg agc
Met Ser

caa gac
Gln Asp

tca ccc
Ser Pro

cct gac
Pro Asp
60

atc tca
Ile Ser
75

cat tat

His Tyr

aaa cgt
Lys Arg

Lys Ala Ser Gln Asp Val Ser

30

45

Arg Phe

Ser Val

aca tct
Thr Ser

gtg tct
Val Ser
30

aga cgg
Arg Arg
45

aga ttt

Arg Phe

tce gta
Ser Val

tce cca
Ser Pro

15

Thr Val

Leu Ile

Thr Gly

Gln Ala
80

Pro Tyr
95

ctg gga
Leu Gly
15

aca gtt
Thr Val

ctc att
Leu Ile

aca ggt
Thr Gly

caa gce
Gln Ala
80

cce tac
Pro Tyr
95
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100 105
Q210> 64
211> 108
212> PRT
Q13> BA
<400> 64

Asp Ile Val Met Ala Gln Ser His Leu Ser Met Ser Thr Ser Leu Gly
1 5 10 15

Asp Pro Val Ser Ile Thr Cys Lys Ala Ser Gln Asp Val Ser Thr Val
20 25 30

Val Ala Trp Tyr GIn Gln Lys Pro Gly Gln Ser Pro Arg Arg Leu Ile
35 40 45

Tyr Ser Ala Ser Tyr Arg Tyr lle Gly Val Pro Asp Arg Phe Thr Gly
50 S5 60

‘ Ser Gly Ala Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Val Gin Ala
65 70 75 80

Glu Asp Leu Ala Val Tyr Tyr Cys Gln Gln His Tyr Ser Pro Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105

210> 65

Q211> 360
212> DNA
Q13> BA

<220>
221> (DS
222> (1)..(360)

. <400> 65

cag gta cag ctc gtt cag tcc ggc gec gag gta get aag cct ggt act 48
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Ala Lys Pro Gly Thr
1 5 10 15

- tcc gta aaa ttg tcc tgt aag gct tcc ggg tac aca ttt aca gac tac 96
Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

tgg atg cag tgg gta aaa cag cgg cca ggt cag ggc ctg gag tgg att 144
Trp Met Gln Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp lle
35 40 45

gga aca ata tat ccc ggc gac ggc gac aca ggc tat gcc cag aag ttt 192
Gly Thr Ile Tyr Pro Gly Asp Gly Asp Thr Gly Tyr Ala Gln Lys Phe
50 55 60

caa ggc aag gca acc cti act gct gat aaa tct tcc aag act gic tac 240
Gln Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Lys Thr Val Tyr
65 70 75 80

atg cal ctg tct tcc ttg gea tct gag gat age gct gtc tat tac tgt 288
Met His Leu Ser Ser Leu Ala Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

gct agg ggg gac tac tat ggg tca aat tcc ctg gat tac tgg ggc cag 336
Ala Arg Gly Asp Tyr Tyr Gly Ser Asn Ser Leu Asp Tyr Trp Gly Gln
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100

ggc acc agt gic acc gtg age age
Gly Thr Ser Val Thr Val Ser Ser
115 120

210> 66

211> 120
<212> PRT
Q13> ‘A

<400> 66

Gln Val Gln Leu Val Gln Ser Gly
1 5

Ser Val Lys Leu Ser Cys Lys Ala
20

Trp Met Gln Trp Val Lys Gln Arg
35 40

Gly Thr Ile Tyr Pro Gly Asp Gly
50 55

Gln Gly Lys Ala Thr Leu Thr Ala
65 70

Met His Leu Ser Ser Leu Ala Ser
85

Ala Arg Gly Asp Tyr Tyr Gly Ser
100

Gly Thr Ser Val Thr Val Ser Ser
115 120

Q10> 67

Q211> 324
<212> DNA
Q13> BA

<220>
<221> (@S
<222> (1)..(324)

<400> 67

gac acc gtg alg acc cag tcc ccc
Asp Thr Val Met Thr Gin Ser Pro
1 5

gac cgg gtg tcc atc acc tgt aag
Asp Arg Val Ser Ile Thr Cys Lys
20

gig gec tgg tat cag cag aag cct
Val Ala Trp Tyr Gln Gln Lys Pro
35 40

tac tgg gcc tec acc cgg cat acc
Tyr Trp Ala Ser Thr Arg His Thr
50 55

tcc ggc age gge acc gac ttc acc
Ser Gly Ser Gly Thr Asp Phe Thr

C144154SEQBX201403C.doc

105 110

Ala Glu Val Ala Lys Pro Gly Thr
10 15

Ser Gly Tyr Thr Phe Thr Asp Tyr
25 30

Pro Gly Gln Gly Leu Glu Trp Ile
45

Asp Thr Gly Tyr Ala Gln Lys Phe
60

Asp Lys Ser Ser Lys Thr Val Tyr
75 80

Glu Asp Ser Ala Val Tyr Tyr Cys
90 95

Asn Ser Leu Asp Tyr Trp Gly Gln
105 110

tcc acc atc tcc acc tct gtg ggc
Ser Thr Ile Ser Thr Ser Val Gly
10 15

gee tec cag gtg glg gge tecc gee
Ala Ser Gln Val Val Gly Ser Ala
25 30

ggc cag tcc cct aag ctg cig atc
Gly Gln Ser Pro Lys Leu Leu Ile
45

ggec gitg cct gac cgg tic acc ggc
Gly Val Pro Asp Arg Phe Thr Gly
60

cig acc atc tcc aac gtg cag tcc
Leu Thr 1le Ser Asn Val Gln Ser

-22.-
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65 70

gac gac ctg gcc gac tac tic tge cag cag
Asp Asp Leu Ala Asp Tyr Phe Cys Gln Gin
85 90

acc tit ggc gge gga aca aag ctg gag atc
Thr Phe Gly Gly Gly Thr Lys Leo Glu Ile
100 105

210> 68

211> 108
212> PRT
Q13> BA

<400> 68

Asp Thr Val Met Thr Gin Ser Pro Ser Thr
1 5 10

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser
20 25

Val Ala Trp Tyr Gln Gin Lys Pro Gly Gin
35 40

Tyr Trp Ala Ser Thr Arg His Thr Gly Val
50 55

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70

Asp Asp Leu Ala Asp Tyr Phe Cys GIn Gln
85 90

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle
100 105

<210> 69

Q11> 324
<212> DNA
213>

220>
221> (@S
222> (1)..(324)

<400> 69

gac acc gig atg acc cag tcc ccc tce tec
Asp Thr Val Met Thr Gin Ser Pro Ser Ser
i 5 10

gac cgg gtg tcc atc acc tgt aag gee tec
Asp Arg Val Ser Ile Thr Cys Lys Ala Ser
20 25

glg gce tgg tat cag cag aag cct ggc cag
Val Ala Trp Tyr Gin Gln Lys Pro Gly Gln
35 40

tac tgg gcc tcc acc cgg cat acc gge gig
Tyr Trp Ala Ser Thr Arg His Thr Gly Val
50 55

tcc gge age gge acc gac tic acc cig acc
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr

C144154SEQBX201403C.doc

75 80

tac aac tcc tac cct tac
Tyr Asn Ser Tyr Pro Tyr
95

aag cgt
Lys Arg

Ile Ser Thr Ser Val Gly
15

Gln Val Val Gly Ser Ala
30

Ser Pro Lys Leu Leu lle
45

Pro Asp Arg Phe Thr Gly
60

Ile Ser Asn Val Gln Ser
75 80

Tyr Asn Ser Tyr Pro Tyr
95

Lys Arg

atc tec acc tce atc gge
Ile Ser Thr Ser lle Gly
15

cag gtg gtg gec tcc gee
Gln Val Val Gly Ser Ala
30

tcc cct aag ctg ctg atc
Ser Pro Lys Leu Leu lle
45

cct gee cgg tte acc gge
Pro Ala Arg Phe Thr Gly
60

atc tcc aac gtg cag tcc
Ile Ser Asn Val Gln Ser
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65 70 75

gag gac ctg gcc gac tac tic tge cag cag tac aac
Glu Asp Leu Ala Asp Tyr Phe Cys Gln Gln Tyr Asn
85 90

acc ttt ggc ggc gga aca aag clg gag atc aag cgt
Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg
100 105

<210> 70

<211> 108
<212> PRT
Q13> BA

<400> 70

Asp Thr Val Met Thr Gln Ser Pro Ser Ser Ile Ser
1 5 10

Asp Arg Val Ser lle Thr Cys Lys Ala Ser Gln Val
20 25

Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro
35 40

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ala
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
65 70 75

Glu Asp Leu Ala Asp Tyr Phe Cys Gin Gln Tyr Asn
85 90

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105

Q210> 71
<211> 351
<212> DNA
Q1> BA

<220>
<221> (DS
<222> (1)..(351)

<400> 71

gag gig cag ctg gtg gag tct ggc ggc gga ctg gig
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val
1 5 10

tcc ctg agg cig tcc tgt gag gcc tcc gge ttc acc
Ser Leu Arg Leu Ser Cys Glu Ala Ser Gly Phe Thr
20 25

acc ctg tce tgg gtg agg cag acc cct gge aag gsc
Thr Leu Ser Trp Val Arg Gln Thr Pro Gly Lys Gly
35 40

gce acc atc tec atc gge gge agg tac acc tac tac
Ala Thr Ile Ser Ile Gly Gly Arg Tyr Thr Tyr Tyr
50 55 60

aag ggc cgg ttc acc atc tcc cgg gac aac gec aag
Lys Gly Arg Phe Thr 1le Ser Arg Asp Asn Ala Lys

C144154SEQBX201403C.doc

80

tcc tac cct tac
Ser Tyr Pro Tyr
95

Thr Ser Ile Gly
15

Val Gly Ser Ala
30

Lys Leu Leu Ile
45

Arg Phe Thr Gly

Asn Val Gln Ser
80

Ser Tyr Pro Tyr
95

aag cct ggc ggc
Lys Pro Gly Gly
15

tic tcec tec tac
Phe Ser Ser Tyr
30

clg gag tgg gig
Leu Glu Trp Val
45

cct gac tcc gig
Pro Asp Ser Val
aac acc ctg tac

Asn Thr Leu Tyr
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65

cig cag atg aac
Leu Gin Met Asn

acc cgg gac tic
Thr Arg Asp Phe

100

ctg acc gtg tee
Leu Thr Val Ser

210>
Q211>
212>
Q213>

<400>

115

72
117
PRT
BA

72

Glu Val Gln Leu

1

. Ser Leu Arg Leu

20

Thr Leu Ser Trp

35

Ala Thr lle Ser

50

Lys Gly Arg Phe

65

Leu Gln Met Asn

70 75 80

tce ctg aag tcc gag gac acc gec atg tac tac tgt
Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 95

aac ggc tac tcc gac ttc tgg gge cag gge acc aca
Asn Gly Tyr Ser Asp Phe Trp Gly Gln Gly Thr Thr
105 110

tce
Ser

Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
5 10 15

Ser Cys Glu Ala Ser Gly Phe Thr Phe Ser Ser Tyr
25 30

Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val
40 45

1le Gly Gly Arg Tyr Thr Tyr Tyr Pro Asp Ser Val
55 60

Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
70 75 80

Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Thr Arg Asp Phe Asn Gly Tyr Ser Asp Phe Trp Gly Gln Gly Thr Thr

100

105 110

Leu Thr Val Ser Ser

210>
211>
212>
- 213>

<400>

115

73

36

DNA
NERREES

73

ggaggatcca tagacagatg ggggtgtcegt ttigge

210>
Qii>
212>
213>

<400>

74

32

DNA
NEER

74

ggaggatccc ttgaccagge atcctagagt ca

210>
Q>
Q212>

15
32

DNA

C144154SEQBX201403C.doc -25-
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<213> /NERFERS

<220>
<R21> HAMFEH
<222> (1)..(32)
<223> REWMEEROT : H=A+T+C, S=G+C, Y=C+T, K=
G+T, M=A+C, R=A+G, W=A+T, V = A+(4G, N = A+C4GT

<400> 75
cttccggaat tcsargtnma gotgsagsag tc

<210> 76
<?211> 35
<212> DNA
Q13> NEER

<220>
<N1> HMFE
<222> (1)..(3%)
<223> RESHEEHRT : H=A+T+C, SL+C, Y=C+T, K=
G+T, M=A+C, R=A+G, W=A+T, V = A+CiG, N = A+C+G+T

<400> 76
cttccggaat tcsargtnma gctgsagsag tcwgg

210> 77

<?211> 31

<212> DNA
Q13> SNEEB

<220>
<21> HAFE
<222> (1)..(31)
Q23> SESHEEHBOT ¢ H=A+T+C, S=G4C, Y=C+T, K=
G+T, M=A+C, R=A+G, W=A+T, V = A+CsG, N = A+CHG+T

<400> 77
ggagctcgay attgtgmtsa cmcarwctmc a

<210> 78

<211> 46

<212> DNA
213> NRER

<400> 78
tatagagctc aagcttggat ggtgggaaga tggatacagt tggige

210> 79
QL1l> 21

<212> DNMA
Q213> MNEESB

<400> 79
atggagtcac agattcaggt ¢

210> 80
2> 32

<212> DNA
Q13> /NEER

<400> 80

ttttgaattc cagtaacttc aggtgtccac tc

<210> 81
Qll> 17
212> PRT

C144154SEQBX201403C.doc -26-
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Q13> NEER
<400> 8l

Thr Ile Tyr Pro Gly Asp Gly Asp Thr Gly Tyr Ala Gin Lys Phe Gin
1 5 10 15

Gly
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) % 098140156 S A ¥ 5 £

X 2k #8103 % 3 A)
-~ PHEEAEE - ‘ ﬁk‘?l‘\‘ /}%3?}2}#8{%1115

. —#%%ub > HOA4E - HBBCDISZHERAE DV E

B 85 Bt (cyclophosphamide) » R Y B 9 # & = 58 A
Tt R BERBHEBENE 2 mbFE(ADCCO)R # # K #
MmisHEMH(CDC)ZACD38 @ ;s AL FHRBEALE
—hELRED g4 P
(1) &4 6 43BME %A HSEQ ID NO: 1 ~2R3IAF XK
A2 B E#HAEAETERE BAYREBHOLIME
L A% &SEQIDNO: 4 5R& 64 7 2 B A6k A 5l 2 & 4
TR ER
(i) &4 6L43ME%4 HSEQ ID NO: 78R 9K 7 2 &
A AR EIHATE ) BHE T ZEHOSIME
A A HSEQ ID NO: 10~ 11R 125~ 2 HMABEF I
LEIHEEER
(iii) % &4 6 43M A 4 & SEQ ID NO: 13- 81&15%
TZHEABRAFINZBEHZIAHAZE 0 A E T B
4,438 A% & SEQIDNO: 16~ 17& 18% 77 2 ix A &
FozidBEairr
(iv) # &4 & 43M A% &SEQ ID NO: 19 20&21%
FZBRABEAFINZELBEIHAAER B TR EH
4,438 A% 3 SEQIDNO: 22 23R 24% F 2z Bt A &
FH2ZE2BoHREER
(v) &4 6 43MA %4 GSEQID NO: 25+ 26R27T%( 7 %
ABAFIN2RFIHALE r BEFZEHLE ]
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18 B % & SEQ ID NO: 28~ 29R 304k s~ 2 B X B¢ & %)
ZRBIHAEE R
(vi) % &4 6 438 L% & SEQ ID NO: 31~ 32&33% 5%
ZHBABAFINZEEIHALZE  BE PR EHE
43/ A& A & SEQID NO: 34~ 35R36&k T2 I A & &
N ZRBEIHAREE o
2. wH KBElzEbs EF R BARLSRABILIE -
3. ¥ KBEIR22484 0 R PixEL
AT ZBEABEFY > AR PS4
62R 642 Bt Z e KB 5| o
4. wHF KBl R22846 HE¥%E4 64 $dSEQIDNO: 72
AT zmABAES AR Pisse b 4 iE B SEQ ID NO:

68K 70 B 2z B A Pﬁx}?- 7| e

¢, 4 & SEQ ID NO: 66
¢4 & B SEQ ID NO:

5. —HF RAIZE2ab6zAd EANE#HWHE X
Blzx B &ms APEBLABAEEZIRZ > H ¢ IR

BosEV—thERRED —thigs BHP

(i) &4 643MA%4&SEQ ID NO: 1 ~2&3% 72 B
AEBAN2zR2EIHATE AL P dEsg b b 3E
B HSEQIDNO: 4 5R6%k T 2l A B K5z ik K
EHMARE

(i) &4 643 A4 ESEQ ID NO: 78R 9% F X K&
LA 2252 H TR AL PHssaa sl
B2 A &SEQID NO: 10~ 11R 125 F2xRA®F 7 2
RBEIHAZTE
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®
®
7.

(iii) % €42 6 4318 A % §SEQ ID NO: 13- 81&15%
TZHRABAFAINZR2EIHAIE 0 BHE P ELH

6,43B A4 HSEQIDNO: 16~ 17TR18% 7~ 2 Bt X 8
B zRKETHRE

(iv) #% €46 438 A% &SEQ ID NO: 19~ 20&21%
TZHRABAINZREIHAEZE 0 B HE P ES
4,43/ A% & SEQID NO: 22+ 23&24% 7+ 2 iz A &
FIzEBLHMAEE

(v) % E42 6438 A A & SEQID NO: 25 26R27T4( % 2

AEBEAFIN2R2HEIHREERE  BEPHZEHLAS]

18 B # & SEQ ID NO: 28 ~ 29& 30% & X B & & A 7|
ZR2BEIHRAETE 5 K

(vi) 2% &42 6,43/ & 4 & SEQ ID NO: 31~ 32&R334% =%
ZHEABEFINZREEIHMAEZE  BETHZEHG
43/ A% & SEQID NO: 34 ~ 35R36% 7= = B¢ & 8 A
B aMAER -
HRBESZAR A PuRBGLBESEIARBRILELRE -
HRASKRG6Z AR A P%E4 A A & SEQIDNO: 66

ATz mABAY > BHETZE4 R AEASEQ ID NO:

62R 642 Bz B B 5] -

Wi RASK6Z AR H VB ER

ATvzx2RBRABAE Y BHFHES

& 4 & SEQ ID NO: 72
& 4 i& A SEQ ID NO:
68R 702 # 2 I X 8 A 7| -

—#BEabs LS E —HPHUCDIBZRBRESR
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d
BiEi R HYP @b FTHAMAER:
-4 4SEQID NO: 62z s A e F sl hdsdd 5 R
-84 SEQID NO: 662 st A B / 5] &9 T 44 -

10. b R AO2z BBt AAGANFAH X »MER B
B R -
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