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Vaccine compositions including a yeast comprising an immunostimulatory polypeptide and optionally
an antigenic polypeptide are provided herein. The immunostimulatory polypeptide and the antigenic
polypeptide are expressed or displayed on the surface of the yeast vaccine composition. Methods of using

the vaccine composition to vaccinate subjects are also provided.
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Vaccine compositions including a yeast comprising an immunostimulatory
polypeptide and optionally an antigenic polypeptide are provided herein. The
immunostimulatory polypeptide and the antigenic polypeptide are expressed or
displayed on the surface of the yeast vaccine composition. Methods of using the

vaccine composition to vaccinate subjects are also provided.
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[Feflo<aie ]

[0001] HEAHGFEZEZGHSE

[0002] AHZFEETR 2016 F 5 H 3 HIEA L 3 R F H H 557
No.62/331044 2Bt » EHNBERILHFAE RS -

[oRifdin]

[0003] Y= AREAHDURRTEEN R E - FrRlE KB RRREATIT
R DISCEEFERIA - SR EE Y i A i i A Ut R = 5 Y
BIHIRIERE - (HREFRERR S - BEEf B TEEE B o l5E
M B AR AT SRS DABH SR IiRe M s - BN EYIR S s REAs e
{LREZFEMESE - DUMENRERSREEQBIVRIVIURESR » HIt
L e m] DU A bl A e 2 HUA SO RIET A fRaE 2 5 S BV IE R AR Y
RIYPURE BB R B s -

[SHANE]
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[0004] ASCHREFLIRE EEAE - P makae i o CURGE A L E A EDUR
HREE HRF AR RIS E - HIPGIERRIY R E IRV IR EIRE - Rl > AR
2 M (R — TR AP IERE AR RIS HY TgA SR -

[0005] fE—R&tkH - RRE—TEFFAEEEEGY) - dHeVEa e T HE
#EH HMGB1 % fik 5 CDA0 FC iz Be B e RIE M 2 IR e e MR A% e 2 B
- I EE i T2 (B LIFREE HMGB1 2 kel CD40 o fe it BF R AYRALE -
HEPith Rl EE T E R E AR R RE FAYDURMEZIR - 45 &) n s
B BRI ayaEis R/ EERRE G LUEE RS EY) - e e a 2 —fEay
FURMEZ IR B 25— PR M2 R AT 014 B E s A E AR siiE -

[0006] fE—Ref - R EHY RIS ERY A > HaghE 2t
LIS R e A iR fteyE sl e asi o) - Mgz sl E i
e e 4H eI EERA R DU I 2 FRE B R TR S S FE -

(EENEEEEED

[0007] 26 1 [E &5 ILEg Bl B & R s AV G 3200 P R & (Salmonella
Enteriditis)aroA/htrA ~ B5 £ VPR E aroAlhtrA-AgA-CD154 BiRE % VD P
aroAlhtrA-AgA-AgB-HMGB1 #5254 07 RAW264 EVEAHEATE e oaEE -

[0008) Z5 2 Elfa ket B BT R IREE L& (Pichia pastoris)
FZ BEEREAILEZ (glycosylphosphatidylinositol) #i1E WUH IR o BERZR
(Saccharomyces cerevisiae alpha agglutinin) 4AEZREIF2E 7 7 A0V (Gallus gallus)
i MY T B S REEE 1 1(high mobility group box 1 » HMGB1)Z A pPICZ ‘&
ARGV R - pPICZ {4 (5 H F % 135807 AOX1 BYE)+ -

[0009] £ 3EHAAERNEETREERERE(X33) FAYHMGB 1 4R HE
TREN—ERS - CHMEERELNE-HMGB1 EEEE#4(5 3D [E : (£ DIC ; 5§

FE2H 29 HEHHRHED)
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3EE 5T 5 5 3FE - DIC/E 0 E) B R B RmE R (X33 5 255 3A [ ¢
{£ DIC ; 55 3B [& : {8585 ; 55 3C[E : DIC/EORE) T A HE AN Bl & A
WPBS)FLL 115 BTG5 HMGB1 156-177(rabbit polyclonal HMGBI
156-177) DA KB 1 2 1000 LERRY 1%L=FMIF PBS HHYT Alexa 488 HHEAYLLIFHT
ff1(goat anti-rabbit)lgG Y F(ab)’ #i7y44tE - HMGB1 &' B R E SR bithFiE
LA R /R A B -HMGB | 2R A ey =14 -

[0010] % 4 B4 RBERTHTER AR R 2 ME TR /e
HIARME LAY EZ - FAFTEELEIER ELISA # =iy EETE SR B R T R
HLASH BRI K FE 4R - LL 107/ % (broiler) SQ Hi T E {8 B2 /R B LB A
EIE I TERR/D » BHEF 1077 A%EHR R R i & 2 88 X33 BBAS a4 E
4L - DL 10Y % SQ B PHIEHTE R B F (R hRERE - LA HEHRA
HMGB 1+ Hr 8 2 /R R A S A A 2 st R T S i SR R R R R M UB B
B2(P<0.001) -

[0011] %5 5 BABERER RBEMENPERIAE ARG D2 MEERELE(
2 T R R R R MUE SRS R B =X - FRAFITE BRI & K E K v P B
fy o BAPIEH R HAUTH B 7 MR 4R - DL 107/ %k SQ B THYE BT E Rk SLH
PR EERD - BRI 107 A G R R MEE EE0E X33 BEREZEN
MEEE - DL 10%/ A% SQ e FIVEHME R REE L E AR e 2 - HEATE
HMGB 1+ Hr 8 2 /R R A S A A 2 st R T S i SR R R R R M UB B
B2(P=0.049) -

[0012] %5 6 Eh BBEURHEFTRSE 6 REFARE SR 4 VEWIRVE 2 tE

o BRI REYE 7 EEREURIES T2 55 6 RAVELFRE 2 EAYE -

E3H - 29 H(EHHRHED)
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[0013] 287 Bl AR IE R ey BN T FrA e B S o By o AR s D
Y - BEfER I BB R B RAYR R oy

[&EhE 7]

[0014] “As2HATE (L —fHAE 3 ¥ el GV N A & VIR R IEHY
TURMEZ KA iz S Ry EsE &) - Rl - EEEae e TR E
T ERERERIBIE 2L IRAIRE AR - B R A o TR L U B R R Y SR A
EFRETIMIGURMEZ AR - SR E TG - Rt EE R R T
#AE - EEEE B e RSB ECREN T I E AR E ERY R R 2 ERAT R
R 2 E B PP - IR Z IR AT B B R R ES 1(HMGB1) s f]
WIEZRR - B P40 CD154 ZARECE F BRHY CDA40 Bofizfg=kfi4n CDA0 JEh it
1A= (agonistic antibody) B HAL CDA0 B » e lEM: 2 KR {5 A AT+ i <8
Sk B AR RS SR T A MR 2R I B R R R AV B
SHRAYRE E - FEEOH - R IR GE BRI A E o SRR 3
it 4w BE ' 2% Wbl i I LB (G P g e PR ARl e 2 A B DR TRV SR AT - PRty <Bigi
HABEABGRESHENE  HtREAGTRAREGE SN EFE N
AR e R R BRI 2 RRRI R IR 2 - DIEAEEHEY) -

[0015] HMGB1 EE#HEHH R DNA SEIERREN ERMEZRN
DNA GG EH - Tle—flsS e DNA MR AP IR EMATE RREXES - %
EAEmEERE M B ECEY R A BV LY ReN &3 - TRtz - 31
S N /N RER - BB (crab-eating macaca) ~ 4~ &~ R~ 58 &
T~ L5 A (red drum) ~ fi2 F(catfish) ~ &L ff(humphead snapper) & (goldfish) »

EAH - 29 HEHHRHD)
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HR$% F9E (king cobra)~ 'S4 i (brine shrimp) Bl E A HMGB 1 i &:FL 751 - 2/, SEQ
ID NO : 2-30 #1 94-105 - BEEHA DYV RS R - BEA 95%RE
B — 201 H AR Y52 (b Ry PR EE =\ (conservative) - [N 2 5 — )&y HMGBI
& A FEINAE FAUAZR B SS—(EYfERY HMGB1 & H - 2 & HMGB1 ZEH ECE T
73 B AR A SR B ATl Ay B A Y HMGBI1 %0k - HMGB1 EAATE &y Al B
A2 % B1 1 B2 fYi{iE DNA 45451, - 22K, Andersson and Tracey, Annu. Rev.
Immunol. 2011, 29:139-162 -

[0016] HMGBI {43%JE/ME HAIE RG2St AR EVZIB BHVE R -
MNHREEHEN LR - FRMARZA R By ayiEaiE g - HMGB1 3] #5H
iz 4R B ARAEEE 220V ARRE AR AR 730 - RSN HMGB1 #5345 FRd At &
{EER4%EYI(Advanced Glycated End-products » RAGE){Y A8 B4R Toll 1< i
J&(Toll-like Receptor family » TLR) » 45 5(l/2 TLR4 AYARAEAEAYE 57 HEIE K RIE
AR E - RAGE && S % HFE% HMGB1 RAGE 45&HT 0K -
TLR4 454 T EH HMGB1 19 B S&I3 A% HMGBI1 FFI(SEQ ID NO : 2)
AIALE 106 A2 FRERZES -

[0017] 8% e sAe B 2 4RisE & 7 HMGB1 ZRAVFEE R, 150-183
1 89-109 B{E[ELRVINZ IRV Z 1% H5 1% - 25 SEQ ID NO : 2 o fFF—EH+ >
{EF HMGB1 #Y 190 B EBL 200K - s E MY > A% T L GRS ok B B Fls s 4R &
ey sz e B FHEYITERY HMGB1 20k - (R Fs HMGB1 &8 40_E A iy R 84)fE
EERE - At HMGB1 ZRRBLIZEE GREN © g A AT HMGBL %
PO RTEE & B (A BRI T70% - HMGB1 2K A R 5at 2l 2 Hin
TERE SR E 4 S VI E VIR DUR BHURME 2 PRIV S FE - BB

E5H 29 HEHHRHED
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il 9E e B i R R AR - HMGB1 2 IR A] RIS s i i A B R
HAEaY) 2R —ELL FHURMEZ IREV R E - KE HMGBI1 #YZiREEHE
(LAt ZE4HRE B E v AHRE R 2 /D — B B SR S R T - T DR &2 IL-1 ~ IL-6 ~
IFN-y 81 TNF-o BY4HHE M 2R AVESE - 7E—EFIH - HMGBI1 B2 Ikl R IR
dHEYIRIRE L -

[0018] HMGBI HyRIEEM A FESRELHECHROTIREIES K - B
SEUT R E HMGBI1 HY{E % 3 3 FE (pro-inflammatory effects) » [A: HMGB1
= bl Bl HMGB & b2 (3 A #ERRY N S0ARY HMGB1 ZRREE TR MER B -
S5, {541 SEQIDNO : 35 B 36 - ib5) » RAGE &G & ir B4 % 4ifE /1 2 iE
CAAEE - 732 H SEQID NO : 37 B 38 » (K[t - iZ S Z kA ASEEHRY BT
LY HMGB1 ZRRATTIRENME - B © 25, SEQ ID NO : 31 % 38 -

[0019] Fiv/aE#E fig <8 3 Hh B 75 38 0 8 5 o] 50 FR 18 02 L 20 A PR 2 BT 1R
No. W02002092004 [NHY I H#:8 7T AERISE 3% 3% 4HMe /1 22 &MY HMGB1 ik
KERFEE - EREANERIEHFAAERSE - HEH - HMGB1 ZiLE S F#E
HMGBI F3[(HMGB RAGE 4 & 8 s HERY) AR AEE 150-183 #Y RAGE 454
BT A% HMGB1 FF5I(SEQ ID NO : 2 ; HMGBI {i2 3% 38 4B/ 2RIE M B ]
TRV IR AL 89-109 7 fHAY(R 4% K 4RAE /M ZUE M - Kl - HMGB1 £/ fREd
Dhee e R BEECHERYYE & 7 BB HMGB1 55169 HMGB1 %/ k= HMGB1 &
al ~ HMGB1 & a2 - HMGB1 £ bl - HMGB1 & b2 - HMGB1 RAGE 4548 5¢
HMGBI1 2% 3% 4ifE s ZEMEAE RIS ZE D 99%A8[E - /D 98%HHE ~ /) 95%

FIE] ~ 2570 90%HIE] - 2/ 85% HIEIE /) 80%HH IR Sk -

%6 H » 29 H(HEHHRHD)
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[0020] feyzREtE 2Rkt a] K CD40 AofirfEE CD40 Boudhl - aljtszad
Ehias CD40 Hlszat & UER S B4R &)Y CD154 2 RELEAHRARYI NI
PURMEZ R O E R E B ey DR 22K - CD154 ZRRAYEE T B2 & CD154 5
AT By /DI 50 (el Bl - SE S R/ DRY 40 ~ /DA 30 B/ 20 {EREEEE - 220K
AYRBEAT S 10 2 15 {lf BB 2 R ~ /riY 10 2 20 {Ffe AR < fE e 10 2
25 {iilfE g 2 fS - CD154 FP31BE CD40 45 & @i A F S Y A 2 S E 7
W o FEELEARY CD154 Froloy Rl g R e SEQ ID NO : 106 i SEQ ID NO
107 [ «

[0021] E4EHETE TRTZY)ERT CD154 1Y CD40 45 & & & A~ -
ME ~ /NERLEZE - 3 HIH2: B SEQID NO : 108 ~ SEQIDNO : 109 ~ SEQIDNO :
110 ~ SEQIDNO : 111 B SEQIDNO : 112 - H/8&E1F%] SEQ IDNO : 106-122
AR fEHY CD154 FRAHE ECE D 99%1H[E] ~ £/ 98%tH[E ~ /0 95%AH[E ~ &
b 90%ME ~ £/V 85%H[FEEE /) 80%MFERY LK - FEEYIE L Y CD40 4
BN FYIFAZE RN - {H CD154 81 CDA0 1IESYIfEAE & L ahE - 245
5 AJH CDI154 RS e S © (R - SR AT ) — TR 2
M CD154 ZRE(ETE CD154 ZAKE -

[0022] 1E55—(EEF 77 % H» CDA40 Brfiz #S 5] Ky CDA0 H B M TR B R AT
73 ° HAE CDA0 FENMEDAG E 2 /D HHE T EIPEFHER 5t WO02015/187969 H - 8
{E¥1ERY CDA0 HTASEBLEENM: CD40 Hisgth il ER - Rl N B -
EhiAe I AERREE CDA0 HYIEEEAIN R E(S 57 - AlbiAsY CD40 A EE - &

CD40 HY(S SR EHE ISR DR R AMAERYZRE FAY CD40 Bl TNF 2860 ZIH Y

Jic

E7H 29 HEHSRHED)
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A EEE & /Y —S(LE/ESE - H B HiELEEEEE A (isotype
switching) °

[0023] &7EATEE CDA0 MENEHRR B a4 R AtAThiAs - 41 SEQ ID
NO : 113(ZE##)B1fE 5 2C5 BI(SEQ IN NO : 114(E#)57 SEQ ID NO : 115(f 5
DAG-1 FYEJERTEE | B(scFv))  BhEEHiRE P DA T #E{b(chickenized) | R ELIE
{55 Fe #iyB1JE-CDR i R] 4 [FER 18 AT T 2R PR - DliR/ ME#H
MU T RA B IR E - YN - Pias n] I HBUE A B ZHREN + AR
B R ECE & O R BB IREAE Ny - HIZREGUE Fab), 1 BEATHIASHY F(ab)
#hor o EaAIEE CD40 HiRSRIEHY CDR &I, - HAEE Ry 2C5 B2t SEQID
NO : 113 B SEQID NO : 114 #yfifis - v @B & 2A 1 SEQIDNO !
116 HyR B FP71HY CDRI1 ~ &A% SEQ ID NO : 117 By AR 77|y CDR2
FAE AT SEQIDNO : 118 Ay EFZF7IHY CDR3 - HiRHE [ & &aH
JRFA SEQID NO : 119 iR EE P51y CDR1 ~ &5~ SEQID NO 120 A
Bl FryHY CDR2 BLEAREL SEQIDNO = 121 By EREF751/HY CDR3 - ¥ 245
7E B DAG-1 Hf2{7 SEQID NO: 115 Ayfifs - S ] E i E & &5~ SEQ
ID NO : 122 iyfgE:iE FP7[HY CDRI1 ~ &A7R)% SEQ ID NO 123 Hyf AR Y]
iy CDR2 BLZA7R)S SEQID NO : 124 FZ ARG Fe 41y CDR3 » H H i g o] S8 (&
& & AR SEQID NO: 125 HyREM: F751/#Y CDR1 &4 7Rh2 SEQIDNO :
126 Hy R Bl P51y CDR2 L&A 7RL SEQ ID NO: 127 By A M F751HY CDR3 -
thE &8 SEQID NO: 113-127 fy £/ VP H—HH[E B E /D 99%H[E] ~ /) 98%1H [ »

E/V 95%HE ~ /0 90%HMH[E ~ 2D 85%H[EEZE /D 80%HFEHIZ AL -

58 H » 29 H(HEHHRHD)
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[0024]) ACORBHEEEEYE SRR - BERE ] EEE {0 T e
B : B & B B (Saccharomyces) « & Pk & B (Candida) ~ b3 Bk & /B
(Cryptococcus) ~ J27#4 X /& (Hansenula) ~ 5% 4 51 /& (Kluyveromyces) ~ ZE 7R
J& (Pichia) - 4T} & (Rhodotorula) ~ ZYFE E# 13} 5 B (Schizosaccharomyces)
B E % 15 8 (Yarrowia) - B SR 0] fy 88 5 FHISUBBE R » B BRI (Candida
albicans) ~ 2 =B L E (Hansenula polymorpha) ~ TR {8 57/ [ B S F 3
JEIE R} (Schizosaccharomyces pombe)FT4H HIELAEHIYITE - (6 IS AR R B
REE A - B RS A GRS e s R 2 IR R LM 22 s B T
— S EEERETURE 2RI PURTE S E R - aEeY R RLEE 2 IRER TR M
ZIRAB BRI ERAFRE - B R TRC AR E R DR M 2 AR B LR
MRk > HiBSZ IR s EN B EYRE L -

[0025]) HiRMEZHREY £/ —E {7 B e flEM: 2 IRey £ /0 — 8 iy 23
PR TR B R R B B M I D R AR Y R R &RV RE E - Ba N EEE
A HEBFEED - ARSI GPIHER K LaYEELER GIEA ~ E
BRI Z IR 2B EH SRR E L - SRR EA S AR
SREETSIEE AT N i ~ C Tl i B ED © i AFSHEEE 509w [ iR >
SCEUAES R B — B ERE AR (B GRIC-1 ) HEEAERT 22 IRV A I T i B
SRBEER T - FrERioEE T A S S E S AR - JERARI R
RIDRM: 2 B B DUR ML AL B 7] il AT B sl B 25 Y SRR S MR
(extracellular loop) tHEVHER » LIS R REM: bR VE S IRAVR R 2E - FEA
iR - {5 R DARE RERIAY H S GPI #E 2 8tHY o-AE8R R ClmsiiE /774 » {H¥
Pt Re o <Rk BA 3 B A - A HI R AR U2 3 7% -

FE9H 29 HEHHRHED)
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[0026] 5541 > ZHA AT LU A T AT 152 o <iisk o Bs 3 o R P =) A+ A
AT A E R B R A N Y B~ BRE SRR EEYsE & - 201m
= o SRS R-IN B8 2B AR 25 e eV P RIR R RE E
HYPURMEECRIERIBEZBR - WEH - GURMEZIREL R RE I 2 IR Rl &
ERHY LT o MRS IR T E A i B Rt e s e il A Y R 2%
i SmSHYT 245 T ik (linker peptide) 535 = & HATEN 3 A7 - FEHETHEA
H B & 2R — (R BAG (copy Y TR IE RITEME 2 K R /B R ME 22 R BB — {1 il
GEAEENEFNE - ERETEHEAT - BRI R 2 (R e B2
[EIHY R MR 2 IRECR [FEIRT 2 R 2 e — (MR RS - R PURMEZ N
MIE > JRE[ - AR A B 2 AR E BE PR 2 IR 2 MR RS - 40 © A]
HAE—EE DB AR P52 R 2 (R S Re A& i Fi(avian
influenza)M2e $iJ5 - 50 - FEEEER W] TREALDAFREE 28~ [F) BAH BZAIHURM: %
AR DUeare s sl VIR BT - DLEAER B0 s R (A AP AR BT [E14T
FREVRIESE - BEIME @ EEEGY I #EREa THE e HEESEEY)
/Y SEQID NO : 55 Bi1 SED ID NO : 61 BYHiJEM: 2 B S A plohg sa B & iR B
J& (Campylobacter)#1X F2EK 52 /8 (Eimeria) AU R B RRHT RIE SE -

[0027] 4w 5T IR TE 2 BRI RIRME: 2 BRBY 2 A% FF BR AT 1 fii A 2 B
HEVRVERE S - HREDEEDURTES IREL TR E S IR - 2% RE A
#etd A BEE YA e SRS EREEEN YACHEEE A LG
fz) EAYH AL EAGSN DNA - GHEHT > SRASHURME 2R /B RIRE 2 HRHY

2% I A L R EE B A B R ENB R E 2 E R - BRI
H 27l A miSREN G EEREBRE M FEZEIRE ERIZAK - RS

% 10H » £ 29 HEEHRHASE)

111105339 FEESE A0101 1112007682-0
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PR 25 IR R B S e B M: 2 BRI A% B AT it A 2R EEEE B 2 H BR
I - DLes it B R AR E . ERYDURME 2 IR R/ B e Rl 2 R 2 -

[0028] =0 - RASHUR M 2R R/ B RIB M 2 RRHY A2 H L T g A
FEEPHRF N EEERE FHVEAE - IRE SR C SR Mo B R 23
R RS YR E AV IR AR - PRl <8 B 8 R K AR
MY > GRASHURM: 2 IR R/ B RIB M 2 IR A% E B o] #iehii A 22 AR EL
ZzE > DURHUR M 2R R/ s e e R ME 2 iR R 2 B 2 IR R (1 22 DI R RE
SRR E Y AR -

[0029] 40 ERrHL - EECHASH Y Bt i B & RS DR M 2 RRT PR
V22 HBE - DURMEZ IR R R A8 e 1 2 S RV ERRRI AR - 51
RV IR AT RE R (F Rl iR R R BEE R A R 2 - DIREfE et E Ryfe e g
HYEFLIE - B0 - BrRk R e mie A 1B (F Ry SR I 20 BRI 4k ffs S A 20 K BB
R A ER A GS GV RS2 T R - DURMEZIRE S XAt ZAK - i1
FUEZ IR SR AR R ~ BRI - R R ERAAERRI IR
EARIRFIFLE - WA E 2R ELY - FAY - ERAVEEAEAHRFERLU &
eI R MRS B B (prions) Y EE HE R R AR - DURIMEZ IR B REGSEE T -

[0030] RFTAEXIEY - 57 % & BB RIE AR e A A RAY I AR
BH - EE S RTURAEN - DURAEM A BE 8-10 [HiZEE: - JURMEZAK
R EaEzs\ BT EENDIREE T Qi RE RIERPURRENL « DURHA
TENr FASUR BB UR M 2 BAHY R 58 A G At (B - AL - A Y B UR
M2 RaRkES - 8 (AR RENDURIAE A BUE E AT AR (E R HED
7y e FE L SURES KIS E —RERREB BN R —EPURAEL -

EI11H > 29 HEHRHE)
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PUIR M 2 BR A B & 8 72 B FLHR SR RN St (Mastitis infection) ~ 7D FT K & /B
(Salmonella) ~ 1&E & (Clostridium) ~ EHHEEE - KIGIRE & (Escherichia) ~ 75
BB & (Shigella) ~ $RTjENT 1 /& (Helicobacter) ~ Y\ & (Vibrio) ~ AL B I E B
(Plesiomonas) ~ B {EZEH & (Edwardia) ~ 7.3 H K EE (Klebsiella) ~ EEEKFHE
(Staphylococcus) ~ FEEKE B (Streptococcus)HLE S8 B0 H & (Aeromonas) THER 45 1Y
AEHIA 7 BRENAYAER 2K - EATRBI © s Ea e & RITHRE
(Influenza) ~ [ %5 9% 2 (Foot and Mouth virus) ~ 3 it 1714 8 /& 4% & (porcine
epidemic diarrhea virus * PEDv) DA K 5845 58 BRI 424 % 55 (Porcine reproductive
and respiratory syndrome virus ° PRRSV) » (HA[RHIFA L » FAESREIEES T E
PK&4/8 (Eimeria spp) ~ S&a(Toxoplasma) ~ FERRBEAN T L 4% - HATRBIFULE |
IR FEREHUR - OIS > nJEHREEENGE 8,604,198 ~ BY[E 557
WO02009/059018 - W02009/059298 -~ WO02011/091255 ~ WO02011/156619 -~
WO02014070709 ~ WO2014/127185 5% WO2014/152508 sk BRI H R B R A E
fir » PURMEZ IR B &2 AL SEQID NO : 39-93 HEyfE—si (i - H ] E &k
fEfitf SEQID NO : 39-93 #y £/ —FH[EIE 2 /D 99% (=] ~ /) 98%HH[E ~ &
D 95%HHE ~ £/D 90%AH[E ~ £V 85%HIFEEE /D 80%HEIRIZ AR - FTEwEIEk
H BARE REETAE] - BET SEQIDNO | 39-93 BYEL /> 2 AREE Al ge R EAE
FPURIREM R ZIE & - NI EGURIEZ AR Bt B & A - FiE
gt B AR RS R E] o PURMEZ R i B S g MR AL - SAT
R Bl F S T e A Bk (linker amino acids) BRI RIFMEZ AR - LUPR—
MRS EE o HE TRAER ] BEA AN - HE5R T 5EHRe BT ik -

FI12H > 29 HEHMAHE)

111105339 FEESE A0101 1112007682-0
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LS ] DU 2 — (W B e Bl - (HRE AR 4-5-6-8~10 12~ 14 -
15 B 2l Bl -

[0031] ABEIHURFE L st E ME 2 IR HY 2 (618 2 s ie A [5 & 5 E 2R HY
ZEPURAE M AT E ST EEE T - ATLEERE - KE M E A EE R
A BRI Y 22 I8 SR A 7 A BB U AT e P S A B B R sl G RVAE e
DUz DR AYIE 5RAY R SE - B N 2 b G P ARl 1 22 (6 20
AV~ AR AR DURRYDUR - IR E LMD RRE EEAeRIE T BA
[ B o5 B 7 9 (] B 25 (B Y SR S (R

[0032] 4w aTod 5 A DUBR M 2 IR AV S0 S FE Y SRy IR 2 BRAY %
ZHBAL ATEREDURMEZ R - R R e RIEME 2 IREY A% BE nT R E 4R A
TURMEZ RN 21258 - DUEEE E s Ae Y R RNEE 2 IREE G R ME 2 Rk
FHEN 22 F B RS © 2/ — B aIBURM: 2 IRER R MR 2 IR 23R A
MEEmEERerVRE L - EEA e B e wEhUREN 2 IR TUR T 2% H i
K ARt e e RR M 22 R i ROB M 2% i - BT ERL e E B > IR
PEZ PR 4 22 BRI 233 - SRR DR 22 RR B LR M 20 PR o] B ot A 215
BEE QYN - SUOTE M GPI-% E HE I E=m -

[0033] FfEZ 12 E M B &5 EE B A R B S ie LU MYEURWMAEY)
BORBNHURIN 2 EH R - (HAMRR I - WEESRGURME SR ER T E
& fURCCBT AT+ M2e ~ [ EK BE 5 & (hemagglutinin) B 8 &L fiz A BR R
(neuraminidase)) ~ Ki¥2 75 5 (herpesviruses)(FI40 - SRt EES A B G HEEHIE
R ~ [ §%97% 3 (retroviruses ) (40 © gp260 HREEH) - fF % # (adenoviruses)
E%5% % (paramyxoviruses) ~ LA 5 (coronaviruses) FHY EUR MR T - BIEZZ

%13 H - £ 29 HEEHRHAE)
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HEA ATERA ¢ RiSG 2 H RV R E O KM E O B AREVEUR A E
& - HE - KRB G ERSRAY S A 80 RE SR G AN B R E R
HAE EVIRTA R EEY) -

[0034] ASCPratay e sH &V nl B8 08 K B35 70 1% A SRRV H M5
MM ZRR - A% E I AT RS st H R ERME MEY e 2850+ BN
H Z (interleukin) ~ FEJEF I FEA+(Tumor Necrosis Factor) 5118 2 (interferon, ) 5k {4
J& CDA0 ficfir 852k CDA0 EEIRYRRL e S ER ey HA 20k - IR - B R i
T a2 N RIS RS R —Eh R 2L - HEE 20—
RERSHVHEEI 2K - DUEIIZIRFRE K - BOE - ZAER ERY RS Z ik
B4R S A [E] B0 2 HUIR I 2 PREVAZ T B B 4w B LAV Er e vl B 2 A B — (R 4H
BERFE - ZEDURTEZ IR {3502 M2e HURRYRI{E A [FEHIHURHAE AL (SEQID
NO : 41 B A2)WUME U TRAY ZAEIE LA - HURME SRR Rt 58 2R ERYHUR
{HEBLH [EZom FAHRRRYAHRR - 20 M2e B2 HAS © 225, SEQ ID NO : 41-44 - 51
BRMEZ BR AR 0T Ryt R R RERYHUR - DU BE — BE 8 )% F (single unitary
vaccine) BB $HHT 2 it —THIF R AG  FIAIRIST HREL M2e #Y SEQ ID NO : 41 1
$H¥2KH E. coli B PAL By SEQ ID NO: 54 B $1 ¥ 7k 5 £k 52 MPP /Y SEQ ID
NO : 61 ¢H& - fE&Eafth - E4 A& FE MPP-TRAP-HMGB-1 (SEQ ID NO: 61

H#EZE SEQ ID NO: 65 % % SEQ ID NO: )iy BRI HE &Y - R
VBRI BRI SEER R IS AHBRRY SR AR BIE TR -

[0035] tiR{REEEEEG Y2 P EISHVAEGY) - 222
A2 BB RS R B AR BE A (in vivo) [ FHEIIE (P #HAS - M8 - BEE2 R oTHE2Hy
RS T CR - & FEGRGRE R - B252 F R AV TR &K ~ SRR -

F14H > L 29 HEGHRHE)

111105339 FEESE A0101 1112007682-0
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BERA R E R - sHaPRVERS N AT E E B SRR ER - DTS

B~ R~ FUCEISUEVE AR - 4852 F ol B 2RISR B R R R

BatEiAEaylm « (LEERS - TR © Bty - REfE - mEE - miR

BORIRER « e HEANBEBNERE - GEFMESEHE T LU &

RN - BRI E RO 2 E0HE - FhlEE R EERERIAZEEYIH
 SHEYIEFI % R e BE R -

[0036] JEEssH Pl AEZABENEE - BELLE A AR TR E MR
i GERBMERVRET - BEH > BREENARSHEHGYZAER
EHVESETHY - s e B ERm - ERAPTE R Fig e - HAE
BHEGH{E A E B LAV 28 T AR EE A - 25 WO 2014/070709 -

[0037] ASCRria H &Py A E SR e e SR - R B PR ME S HRER
HHVE SRR A BIIPIRESE - AR iRy &P B s 5kAe 7] #8 R
ISP BRI ~ PR B BT S8R R B R B R R R Y Bl e T
LB & S RIR R BB - BLRSE (% s AG Y AR (U= s BRI FERE A AL
ATl e kAR 1% » BRI BARY SR REBGE TR A& 25% ~ 30% ~ 40% -
50% ~ 60% ~ 70% ~ 80% ~ 90% K& 100% -

[0038] thigftsd bt AyEmE aPImigsR 2 st Eamy RIT N R JT7k - &
s EY AT EE TR E sE GV LU AR R DURTE 2 IRAY e S Ry 2
RRIERLEME IR AN 7T - BE BRI 2 IR EE G Y LI A g a2
s B E 0 Rl PURMEZ IREV R BRI BT E AN 25l E o SE5RAY IR
T & A B2 BT 250 T SR EFEETAVIER - R RISILE - 8%
1 A FUHE AT T DR TE 2 IR R 2 DR M 2 BR A (S M B B s R FE

%15 H » £ 29 HEEHRHAE)
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SOHHE - FLBBTTS - W3R I R TE T ) A MR A SIS - R B
R (class switching) - Hi5 S FAMREAIRLE - BEBA T 4IREAIRIH - SEAMNEH: T
UEFEAITIEEY, T /2 B 4IRS - (HRTRAA -

[0039] 4E &y ol SR RA » BaRT « COF « SN -
RIRHME  BEITS - PSS R TR M AAE « HER - Raw
SR ~ U B Y e B A AR B - 1 — LB BENG I - 48 SRR
R ~ BBESN - RT ~ HEREP ~ ARRRA - BEPYSCHLPEST DURERT - S 2
SEEMEE o ST n ovo)FEFE - 1 FT R4 & HER 172, - L BT
o FERT TS BERE Y (% » DACIB e A S W% - th ol AR A4 & > 5140 -
P SR MRS RS TRR Y & - (RSB R RELE AR K
l:':l o

[0040] ZHAEEEEHETY > SR BT - SRR A - 25 5 -
B OKEE oMM BRR - B - R0 BN SRt ER RSO
5 ERIRRAME  th o7 R R - B Ges S 2 S
BRI RS BAE R ER - BRI - B > IR
FETT L2 SR TUBBAORE A » A 4 BB S T - 1 SEETREHG > B 1A
FEE -

[0041] FREFIETAEREIBIRIE SR ENVEL - BB - FEF 7t
SR T LA R SR 60 0 I TR 76 S B sk PR R B T » 4 S A2
5 [ 4015 B P s et A (T R B - ST AR » 10° 2 10
e A A T R AR (5 5 4 - ELABSE > BEFHTE 400X HOKER TR
MERE BRI A T mm TRIBCRATEEAT 10° IR T R B

T

%16 H » £ 29 HEEHRHASE)
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-HMGBI i siaeiE R KBt - DIRF B msiaer RV e S E -
H&RFornW R BEFEARRE FB HMGB1 AR 1R 11:9)E (antigenic
cargo)HY G2 S FEHTRIE -

[0042] sHePyal{EHAH—K > BCATHEH K ECE 2R DA I o 2 S
MR EVIHEH 25 —2K > B4 B Rl & b e Ry - B DUB AR [FHYHE A
AEHHEEY) - BEIME - AEYrIHR— 20 - a2/ - —@EAF -
WMEA ~ = A ~ 73 B ECGE R A SRR A - BERERAERE A 2
ATA] Roilii > (HAERER S EHEOI - B B AR HE A AT R RO ER S » E L
HHEEIH > B A RE S e 2 aCENE R > MM E G - BEEEE AT AE
A BmNEE - MWEHFTR > BEEZEERE AR > FEREE
(formalin) ~ /X — [ (glutaraldehyde) ~ ZE% ~ B&{b ~ MIEEBIERMIIE - FTEE
Sk LA AR R AR R o AT A A DU R B s e e s AR Y T
ik e

[0043] AfGEEARHOASHTAATR FEVIRES ~ ReE BT A BRHY B fedl
i - MRIE T AUEEE - B FTE Rk - BT I ARG 1T = B 2 RS A SR
EERHVEEYET AR LIS A S ~ HEE - (EH - BJH R/ EIPRL - ASLE
FREYAREEIITRE(E ANl HAY > A EHEE R L A ER B A S B Y sels YR
il o AE AU R 55 S A SR B A A AR SRS 07 AP BRRY F BidE ]
RS —  FHEE=  AMUREBEERRTR IR ERGEREET R - BT
P ENRFF B SR AEEECE RRIACE - FRIEASC A RAEGE L BT SRR Y
J& » AT TR J7A R DUE R E SRR T - BRIESS AR - ASCR
W EREFTE EFIBIRMRES (Bl © T B0 (such as ), HYFEFRIE STEIRIER

F17H > 29 HEHRHE)
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% o b B AR AR B RSO (T IR - 30998 AT 352 DR M B
T T4 R R B2 T S A B N R G B 5 DV SRR (e SR 38 RO T
Pt « A FRROTITE 612 (including) |~ 12 (comprising) |5 FLA (having)
BRI B AE B2 AT TT A RO S8 » DURMITTEE - s T e
(including) , T fuffi(comprising) | B¢ " ELA (having) | 552 7T FEAT R HE (I
DR IR E T T BTE 1A 4B (consisting essentially of) | 2 T FH.. 4Kk
(consisting of ) | -

[0044) BRIEASISARE - A h BE M B BAUHILE 5 £ P e
B P BB L 1) 5 S B R AR R 7735 e BB B B A A 2R
= WEEASC R BB - BEITS  SREEEERTE 195 50% -
HEBEIE 295 40% - 1095 30%5, 1% 3%SHIBIEERT SR AR
Ay o L R AR R EA RN - a2 BRI B R (A B R R
BUAIFE TR R4 S TE AR TR P AR H B - FIE T %9(about) | Y FILAHE
R 7 SR B S R Y E A T BT B TR R P O TS 8
B o (@RI HNEAE FHREEAZE  BEOHE PR E A BERE TS
A - RIEARY A2 BB AL EETT S -

[0045] FRTUTMAIZE B » BRI BRI A
SRR JERTHET - BRI - SERARAR  IRIESARE  BAIASHRRAE
RS Pl AT (T S P e 2 B ) 5 T B 4
O SRR B S o 2% RS R Eh R B R B TR - A AR
AR SEA S T o S A AR R B MEATHER - b JE S A SRR -

%18 H » £ 29 HEETHERHASE)
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1843057

A HRIFTA 25 SR E FFAASUE RS - AEFERHERTES |25
R R BNl E 38 R/ Bt R AR (R = 2 -

[0046] THLE FHEF RN - WA R E LA AT H E H A&
By R PR -

[0047]

[0048] k{IGHSE 7 —fHREERSERREES I(HMGBHRJEREE
TR EEREE B akAe - DI I N DURMEYIE R RIS - Sl - T Tk
JHHY CD154 B¢ CD40 Fifizfe ~ ik k/Ei 4K HMGBI i A B %00
FIERE(SE) » TEFE A Raw264 ESHENEAMAEELE: SE #Y GIaATER AR 1 H) -
{5 Y CRER AN T BEEFE(FACS) T HIE AR Raw264 NHYRH¥TFOEIRE - 2
58 e N B EREZ pH {H Y2 s A & EKEI (S. aureus)Y pHrodo f57RAEIKL T 1
HYESLEFIERACHI E - — HAERNGWEER m# B A - FEammahg
A 7 A Gl AT A (phagoly sosome) © EWRAHERE FHBZ (L A REAR N AY pH (ELL
SRR - NI - fEtssr AR R R E sl & A REY 2O - 55 1 BN
HEER - BLEEERY SE I makiie EEhE - BBt 5w e s
HMGB1 #Y SE Jiakaz(P=0.011) - H CD154 A8 008 B B e AR R &
A(P=0.057) -

[0049] [RMELEREREG /G  HEMRERFEE TR(CLAR
dEZRmERE HMGB1 > Dl HMGB1 &5 Z s AR B E R A T
WSRO E VBRI FE - ERTEEIRE R BN AR EEL 10 £
100 RHVEHEFREE - HMGBI1 35 Ehafit £ 5% RAGE JEEHYRIE 48 -
FHEUEEANERTT - HMGBI (%5 AI3EIEAE S/ A > BB S - K5

% 19H » £ 29 HEEHRHASE)
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RIPPIR E A E B B A ey A Ry R R T - BRI AIiE R E
FHY HMGB1 R fERE i A0 E RS S /P T B e G HH AR 22 IRy s F I 2o
sl BEE RS e i e A E ERlifE - 31 Invitrogen®fE{SHY EasySelect &
Il B ZR B4 (Pichia Expression Kit) » EA3 AR EHTEEREE MR NTR
ZEHY pPICZ REHAS - HAlH NMAECIHTREA S EIARERRRZEES

HZ 2 (H 5 e A GPL #iE & 0 B AR ENMER MR AN AR R 2
(Wasilenko et al., 2009) - Fir{s FiHY GPI ##%E & BB (4K HMUERF SR Y o SEEER
Y C il 7y - ARSI EImYIE R G £ pPICZ dIlEAN RS B2 < HMGB1
R EREEE o SEEEZRAY C Il /(3 2 [E#E SEQ ID NO : 1) - pPICZ {2 —7f&
PR Y E B B R EN A SR E e - 56 3 B H HMGB1 AYdIiRRE =
> BF T E N CEE A AR - 23 HMGBI Y5 1555 (56 3E [B 815 3F [@])-

[0050] FehfERt HMGB1 & 5 R 2N B EE AR N EavdiiERE 1k

HAFTEE=(# HMGB1 1B E R /R R E PR UAE A #E(n=15 S gEHE/4H) oMl
an o AEIEEZKRER 0.3% R DUEEETR SR E-HMGBI 53 - 4
B1 6505 WARHEEME(LEE T MR Ll 1 2 208G - 27 W0 2014/070709 -
HENER IO AASE RS - FFREH L TES 0.25mL T 5/8 2 T
{EE= 8 2 /R B R B -HMGB 1 [ EERERSEY 107 2 10" =FERE(FR 1) (EHL
HELSE 14 RPEFEWNHE - 72565 21 RUERRFCIIE 1gG PiAeERIIS - FERMAE
=P E O EHEITR SR EERY 186 FrREMAYERE ELISA - Friii&ay
5 i/ fe MEPERIAE M A TE A DURIGE ELISA 8 7F Hhiig S s S - e BN HEE

FANEH RS ETRIEADEUE - R E SR E-HMGBI

5 20H - £ 29 HEEHERHAS)

111105339 FEESE A0101 1112007682-0
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HYSEFERT 1oG BLEFICR EATRVERTRE IR R (X33)ATSEHERY 1gG #EfTIRER -
FEESERANEE 4 AT -
[0051] &1 : FYpusEstst -y S AR 2R i R i REAE A 2 g

4HR1 al
1 PEH4B- R e SRR B L -
(Control-No Pichia pastoris)
2 EHrTEE/REFLE w/o HMGBI (X33) 10
3 e /R LR -HMGB1 3 10’
4 EHrTEE/ RN E-HMGBI 4 107
5 EHr R EE LI E-HMGBI 6 10’
6 EHrEE/ R RE-HMGB1 (X33) 10°
7 R R EE LI E-HMGBI 3 10°
8 R R REE L -HMGBI 4 10°
9 =R R -HMGB1 6 10°
10 T E R LR -HMGB1 (X33) 10°
11 T E /R L E-HMGB1 3 10°
12 EHr /R B L -HMGBI 4 10°
13 EHrE R EE LI E-HMGBI 6 10°

[0052] % > FMTAEHEERELE-HMGB1 ZEiEie#3 ~ 4 11 6 i
= HERHYAHE - DU/ A B FHAAY 1gG DiAG K FE - 2T 0.25mL Ry
EHrESEREAEE B RE = KR AZEGER 11 n=10 SR - FEIEEKS
{EF 0.3% % —FE(E B fEE/REFL-HMGB1 B ERERRH3 ~ 4 B 6 S8 » WA
HERME(EA TR L1 278G - RS 21 KBS 35 REHIEE - 56

E21H > 29 HEHMHE)

111105339 FEESE A0101 1112007682-0
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21 RYTEERTL 1gG HLasENENIME - R FIER=E R RECHEHTITE
FARERIFAY 1gG i LAY E ¥ ELISA © Frafrds AT 450 nm BYIROEE DURREE
AP RE(EEAE DAETTIEZAE(L - FLUHIE ELISA #E g a8 R - [eg&EW
HEEHNCHREERENEFEMEDERE - #ECREERENE
-HMGB1 HygEZERY 1gG B (Zafiny R R SE /R B R (X33)HVBERERY 1gG 1T
PEER o PLERES SRS 5 BFTR

[0053] BLFSREEMIVEMTEEAEEREMEER - L0 SQ JEHKIERY
HMGB 1+ #r{E R B R RPN - HMGB1 ZE 32 - E i BT R R L)
R EMERY 1gG HLAs B (36 4 [BELE 5 &) - HMGB1 SR DR SR A
P e RS Y R S JE - HRomaE A E EH R R R R R A R PR M
Va5 LD HMGB1 WY S/RE N RN R ENDUR MY E E S8y
T SIE

[0054] #HRIELTT7A

[0055] {E % Easy Select'” B /REETHE REEMHN —H 57 -
Invitrogen(Carlsbad, CA, USA)JEG EHr R E R L X33(H £4) - #5H
Genscript(Piscataway, NJ, USA) & B AF B B 18 8 /R B¢ &F & N 2% 2 i (BB AY
HMGBI1 giSe5 - WER E AT =R pUCST BEHERS - 1H)% i a s aaR
TOP10 EZEFLHYARBGFEE (Invitrogen) FIFA P A R EAVE RS YT - (B RS DNA
b - fEFHEA 100 pg/mL HYEE FEPE MR (Ampicillin)HY LB & AN EH
50ug/mL 2B {#Z (Zeocin)HKER LB 55 & A - (o RBRRETE 37°C TH4JE -
S - 75 30 °C TEM &7 S0ug SEEE YPD Sra A T U R E /R B LR Y
T RRITE - &7 4HREEE MMB)EY B R A AR B B (minimal medium) B & 75 &) &)

E22H > 29 HEGHMHE)
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HE(MDH)HYRE R G A AR S A N AR e RV 48R 2 - 23 HHI(GSY)
HYEATREE B E A R (MM YA AR B AW AN SR S E D R ERTEER

FELEEHY HMGB1 22 -

[0056] &k RRrYEts

[0057] 57 8 EHT R BEREE S E-HMGB 1 SREHES - (71 Kpnl B Pmel
JFE pPICZ DU fA F PR 8RR RG E 2R - i pUCST/HMGB1-a BESE 2 DL Kpnl B
EcoRV JH{L » HFE.1 1.6kb HMGB1-0 SEEEZ4HE AV B RS4I(L - fF i THERE
I {E 2= TOP10 RIEHRE % - 1T E % PCR DL Al 18 7w i & H 3
pPICZ/HMGB -0 55 EHVERSHYE % - §> Easy Select’ Z4HAHE{E PCR AY5]
F » AOXSeqF(5> GACTGGTTCCAATTGACAAGC 3’ ; SEQ ID NO: 128) ;
AOXSeqR(5° GCAAATGGCATTCTGACATCC 3° ; SEQ ID NO: 129) - {fiF§ KOD
DNA E-4§Millipore ; Darmstadt »  Germany)FE A i+ - 3% EAVEIE S8
AR : 98 °C» 10778 - fE12 R 98 °C » 15F) 5 55 °C » 55 PM{EER 25 K - 12/
H B REE DNA 20 B = (Fayetteville » ARVETTER » DUE— P ERs8 E R EAG
pPICZ/HMGB -0 5825 - fE{% » pPICZ/HMGB -0 5EEEZ#H Pmel JN{E/EFIT
MR - WS EDABHE R EHT R R R X-33 HYEZFAL -

[0058) ¥AEEZESL > #F 5 mL WYEHIERREEE X33 BN YPD I ER
(broth) 1 » 71 30 °C A fRIEK - 55 =K » H 500 Z2FHYHETE YPD &R E SmL
I EY) » WARZE OD & 1.5 - #3F » MU/KAHIREZKHMERTI R - BRK
/2 IR LUAUHERE (IM) i — 2R - MRS ImL 89K 2 8V LA ER:
H o 80 (ARG (R ARRE EHT R B /R L B 10pg HYER (L pPICZ/HMGB1-a 5

523 H 0 29 HEEHRHAS)
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FLREG > WA 2.0KV MHRE—XLIEZFILE D EA - 27 100ug/mL SEX
=1y YPD #2 | SRS SRR DU R M s e R R ey
I ERREAIELAE - FREMET PCR DIy Lag - (ERATMEYS T 208

_f

[0059] EEH7/EEAREELEE pPICZ/HMGB1 AOX 1 R g 8

[0060] MIstATEAYEEREREEEE) HMGB1-o SEERIHREHTEN
AOX1 BERAJFFBREEN: - #HEMAF MDH B MMH JE3ER FAOHERR T
GS115 Mut(f£ Easy Select™ Bl S B4R TR At B A IETHAE M AOX T B
FIRe M2 LIS 9 TS BREEUMEEE - AOX1 BEFAIREERAE MMH &
EAY 4 RAEAE MDH H181R% o E MRS G FAYAE R0 R 7Y i A
AOX1 itk - 9 FEETR P A —FES MR MEZEHI4E GS115 Mut #f S HIh B R 17
MMH $1 MDH B85 | W58 3 K - & 24 /N R — TR Y » Wik E R
EA

[0061] HMGBIl-o StEEZEHEFE

[0062] BT {FEEY) 5% HMGBI (YFE > 15 E—E7%HY S0mL £
AT ERREELIE pPICZ/HMGB1-o SFEZREEYIT MGY &R+ > 18 30 °C
ERIBTT - 25 EFHIILBR R EY/HISE R 250mL SFEEUAHT MM BER T -
W LURERO B S LU E R - B IR EYILUEIZIHE S (250mpm) 4 K
96 /NI » 4 24 /NIFHILA 100% FIBEE BRSO B 0.5% » DIAERIEE - 75 96 /1
5% - HMGB1-o SHE ZENEYISRER AL -

[0063] Fii% > 9 FEEHIEES/RFELHE-HMGB1 [ RR A& — (8
FA e 2 B IR SR, B2 S B R S AR T FAY HMGB1 B3R5 - i

E24H > L 29 HEGHMHE)

111105339 FEESE A0101 1112007682-0
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FAR ARSI EEDAR(PBS) 2L 1 ¢ 5 ELBIRRTERI R %1k HMGB1 156-177 LR 81
1% LIZE 1% PBS #1124 111000 LEBIATEL Alexa 488 LAY LLIZE{i % 1gG fY F(ab)®
B4y AT B R R A B -HMGB 1 EEAS#1 3456789 % 10 #1
X33 B4 - FEHHE(LEY O (MR E /R B E-HMGB1 HRERE hy 3 (H#3 - 4
B16) I - FrfEhFiE HMGB1 B %RE -

[0064) TR R i #0A 1 &6 5 R0 1% 05 3 D PIER B (B AT

[0065) 7% il 3 (challenge) %% - F 9 # T 2 M 3 B B
PAL-HMGBI1(SEQ ID : 54 #$% SEQ ID NO : 2)Eiffe5 [E PAL & i £ 35EY)
S8 DB 3 OPIER #(SE) » FRENEERE D YbPIE Hi(serogroup D Salmonella)i
PRAGEIEHAL - TEREHIHE 60 € SPF A8 - FEMHLH » BREEHy B - 22
HIAE B EAE - BEREARAIBREERT 4.25 x 10° cfu/ B R £} 5-PAL-HMGB1 £7 T ##f&
B IER - BEEMEREN ARG E R - TR
FIBSTRIBK © FERERBIE AT - AN ISR+ & | RAAVBEHEER CO A ZE
ST > DURERREERE(R D PIR B MR E - 1555 7 K > SRS EAIHERT 5 x 107 cfu/
B LR T s S P B B58 - (F 55 14 K FRARIEERE HAC ¥R 12X 10°
ofu/ B SE (TR 1F 55 21 REBLES 28 T fESARARAT 10 {RIIHFEE 12 (cloacal
swabs) DU EHEDIHEIRATIE - 655 32 K » 1% 20 A4 EY 10 SHEGHE
AR EERT R, ~ FRAR(LS) BLE RS (CT) » Y FEF E A (CPU/R)IBEBIE & SE %

FRIEE -

%25 H 0 29 HEEHRHASE)
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[0066] EERMIZHISE R

BFeH 4R
5% HHEEE  jnsRE  JEEE
(n=30) BR4H DOH &= D7 D14 MR RS
1 AGHIEEN NA NA SE@10*bird D21, 28
[LEaNeEs|
-PAL-HMGB1-SC/
2 A4 10°ml  10°’ml SE@10*bird D21, 28

[0067] &R :
[0068] 20%% 2 Bvw » RlE% 18 K » (e fEfdhs L E-PAL-HMGB-1 JZ EHY
e BAEREEE DAV OPIRE - M15% 3 Fon » (M TEREfR G th BH B EE I DHY

PIRE > BRI 2 BNERIHER ©

[0069] %2 - (% 18 KHY SE [H]{E

LS (%+) CT (% + (# +))

PE4R 0 65 (13/20)
5 -PAL-HMGB1 0 30 (3/10)*

*BERIZRRY 72 5 p<0.1

526 H - £ 29 HEETHERHASE)

111105339 FEESE A0101 1112007682-0
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[0070] % 3 - RFHR 1 388 2 WEEHIEIERAGHY SE [B]{8

1 wk (% + (# +)) 2wk (% + (# +))

PEHIAH 70 (14/20) 25 (5/20)
FELE-PAL-HMGB1 40 (4/10) 0 (0/10)*

*BERIZRRY 72 5 p<0.1

[0071] HEfERs R} EH RS AV B (eI R Y BR &5 LR T A

[0072] FERDEE » FRMTE T oM B BF A (S HT 8 R B B ) A8
MPP-TRAP-HMGB1(SEQID NO : 61 ###% SEQ ID NO : 65 ###% SEQID NO :
2VETA R SRR 8 M6 i Y R R Y SRR BIOE TR IR - 1E W L5
BERLE KA 80 &8E%E - WHLEXR - SEHEWEREIR Y RUAE - [ - 5
MAEHIAE - FIEEBEE 14 RUKERHMEE MCA JEH Iy E/RREEE
-MPP-TRAP-HMGB1 B {F 5 4 KEIZE 14 RE AGKRHKH LI EE MCA $E 5
2R R -MPP-TRAP-HMGB1 - BEEE Y FEFE S LB e s E T e
K> BLS x 107 cfu/ BAYEEREE-MPP-TRAP-HMGB 1 #3218 - HE@E (LAY T
BEERI(MCAY RS IR(1.5%5% T THE w © v)ELERIREF REEAY 7 HOR (0.5% i85 R
FELL 1 27588 - BRECC#E R - DLO.25mL 3% MCA(0.5%) /0 2 /REE RhE
TERE(1x107 4HAR) LU FA 92K (prime) R 58 & AT 48 LB & - S8 KATHE
FH» MCA FEER FH7K A AT R By 0.004% 0 H BB BHARI R AR By 2.3 x 10°
4HAE/mL gRAK - BRI WK B ANSRAE - T A RSk R S a iR - B
BT BX /K EERERVHARISN - R G PTARISERE(N=20 &4H) - BIRAHE BV 8L
7K o

E21H > 29 HEHMHE)

111105339 FEESE A0101 1112007682-0
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[0073] FrA4ERITESS 20 RUEHD - HAREERS 6 RAERER D - —
EC PN B e WA RN - AR (M 41 52) - BT DA S SR SRV S EE P AR R E
HI4H R TEE TG A R/ INATRDE - 7558 20 X » A 100,000 BRI 555K R (5 2 M6) Y
LRNFS MG SR S m A B4 - 115 26 X - &S Johnson &
Reid J7% #5745 (Johnson and Reid Lesion score) 5 HEEF 43954 - Johnson, J. and W. M.
Reid 1970. Experimental Parasitology 28: 30-36 « fF JLm@sFs 7kt » fEEH{E
PRGN 0 0 BERSAOREE 1 L /NAVAL Y T M BE AT IR SRR - R
BRI/ BRI EAIE © /AR EREAREUYEE 5 2 ¢ BHERE ] TR
AR T MR - BBEmidaihr - VEBCSHGERAR - IBEEEE 3 1 i
HERR HIME - ZEIEREDEYE - IS EANEY ety MNYIMBREEDR 4 @ BBEERTR
o RERRER - AT MR BE £ R EEA G BTG T RRAUHBELMmER
HEREKIEIE R » JEAY S8R DU T Bl 5% -

[0074] % 6 BRI THIEEE 6 REARETT T 4 BV E 7R
HEFRIGIRF IRV E D IERER IR E 6 RAVELC RO ILE - HIFEER
& B 15%WIGESIAHENY) » BRI RIS —&FE 6 RIEL -
W 6 EFTR - HETERY p ERIR ST L HE R EH K REERY p= 0.037 -
KITEEHRY p= 0.067) - EFEE(FREIERNEIEZ AR HMGBI1 BiRiE MPP K
TRAP FUJR & 8 AR A 2 P KRB - SRRy B K - SEt o th
W HEFT - (EFITE SAS 169 PROC MIXED ANOVA R Mim S8R - e/t
Fror B 0 B 1 RV AR R A= J B i o B 1 B 2 7 RV B AR S Y = A
{CL > DABEAEHE - FEREEREL T » B]2047 PROC MIXED ANOVA S3#HEFs7 57k
41 Johnson Jz Reid (1970)Frilt » FS2FFrHVEREINE O £ 4 o BT FEtRE & & UE

528 FH - 3£ 29 HEEPHERHAE)

111105339 FEESE A0101 1112007682-0
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APHIE - STRRETTAUER T AR NRERT 7~ B TEE =R - &
15 E T E AL 73 4 (Poisson distribution) » H F[R] Tukey Kramer G E
FITNEFE L HES FEEMgET FBEEER -
[0075]) 0% 7 @FTw » TEREAEE BN - PR R s oy 09 3 10tk
Do SR BV B ERAR SRy - I AR K B O RE &
Pl o RS CEEERER DR HYSE U R H 38R AR -
[FF5RaiiA ]

[0076] 4%

529 H - 29 HEEHRHAS)

111105339 FEESE A0101 1112007682-0
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GRllESy|

<110>

EFEMNA & MAEZM T The Texas A&M University System

<120> SR B URTE 2 BRI R e DU A T T

<130>

5658-00382

<150> US 62/331,044
<151> 2016-05-03

<160> 129

<170> PatentIn version 3.5

<210> 1

<211> 1578

<212> DNA

Q213> WLEERIE

<220>

<221> misc_feature

<222> (1).

.(1578)

<223> WBLPIEERFRIAYal phaiEEESRAYIMGBL + 37(5>

<400> 1
cacgtgatgg

tttgttcaaa

tctgaatttt

aaatttgaag

gttccaccaa

cecatetgett

ggtttatcta

gatgataaac

attgctgett

gaaaaatcta

111105339

gtaaaggtga

Cttgtcgtga

ctaaaaaatg

atatggctaa

aaggtgaaac

tttttctatt

ftggtgatgt

aaccatatga

atagagctaa

ddddadddaaa

tccaaaaaaa

agaacataaa

ttctgaaaga

agctgataaa

taaaaaaaaa

ftgttctgaa

tgctaaaaaa

aaaaaaagct

aggtaaagtt

agaagaagaa

ccaagaggta

aaaaaacatc

tggaaaacta

ctacgttatg

tttaaagatc

tttagaccaa

ftaggtgaaa

gctaaattaa

gatgctggta

gaagattcct

FEESE A0101

aaatgtette

cagatgcttce

tgtcttctaa

aaaaagaaat

caaatgctec

aaattaaagg

tgtggaataa

aagaaaaata

aaaaagttgt

ccteeggteg

ttatgetttt

tgttaatttt

agaaaaaggt

gaaaaattat

ddaaagaccad

tgaacatcca

tactgetgct

tgaaaaagat

fgctaaagcet

gaaccteggt

$F18 - HO3HE(FIIER)

o] & @B ® The Board Of Trustees Of The University Of Arkansas

60

120

180

240

300

360

420

480

540

600

1112007682-0
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acagctageg

actagtgcgt

gaagtgatca

ctgacaattg

attcacacca

accgttgtag

tcgeaattta

gcagtatttg

actgctgcetg

teettetgea

tegtecetet

tctaatacat

tcttcagttg

gacacctttt

tceggtatcee

gcgtcetatat

ctattctaat

<210> 2

<211> 215
<212> PRT

ccaaaagete

attccactgg

geecatgtggt

cacaaaccag

catcagaagt

cegetecaac

catcctette

aaacctcaga

ttecatetga

gcagcaaaca

ccgtaageaa

atatcaaaac

gecttaatte

tagtgtcatc

aacagaattt

ttttctecage

aaggtacc

ttttatctca

atccatttce

gactaccage

tatctattet

gattagtgat

ctcaacaact

tttcgcaaca

tgettcaatt

agageecact

gccatecagt

aacattacta

gaaaaatacg

ftttagtgaa

cttgatcgcea

cacatcaact

tgagcteggt

<213> JFZf(Gallus gallus)

<220>

<221> misc_feature

<222> (1).

.(215)

<223> HMGBI

<400> 2

accactacta

acagtagaaa

acaaaactgt

actgactcaa

glggaaacca

ggatggacag

atcaacagca

gtcaatgtgc

fttgtaaatg

ceeteatett

agcaccagtt

ggttactttg

acageagtct

tatecttett

tcteteatga

tcgatcattt

ctgatttaac

caggcaatcg

ctecaactge

atatcacagt

ttagcagaga

gcgcetatgaa

caccaataat

acactgaaaa

ccacgagaaa

atacgtcette

ttacgeette

ageacacggc

catctcaggg

ctgcatcagg

tttcaaccta

ttetgetttt

aagtataaac

aactacatca

tactaccage

aggaacagat

aacagetteg

tacttacatc

ctcttcatca

tatcacgaat

ctecttaaat

cccactegta

tgtgccaaca

tttgacaaca

aacgaaaatt

aagccaattyg

tfgaaggtaaa

gtcgtacctg

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr

1

111105339

5

10

FEESE A0101

15

$828 - HO3H(FIIER)

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1578

1112007682-0
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Ala Phe Phe Val Gln Thr

Asp Ala

Trp Lys
50

Lys Ala
65

Pro Lys

Arg Pro

Ile Lys

Leu Gly

130

Glu Lys

145

Ala Tyr

Lys Ala

Glu Asp

20

Ser Val Asn
35

Thr Met Ser

Asp Lys Leu

Gly Glu Thr

85

Pro Ser Ala
100

Gly Glu His
115

Glu Met Trp

Lys Ala Ala

Arg Ala Lys
165

Glu Lys Ser
180

Glu Glu Asp Glu

195

Phe Ser Glu
40

Ser Lys Glu
55

Arg Tyr Glu
70

Lys Lys Lys

Phe Phe Leu

Pro Gly Leu
120

Asn Asn Thr
135

Lys Leu Lys
150

Gly Lys Val

Lys Lys Lys

200

Glu Asp Asp Asp Asp Asp Glu

210

<210>
<211>
<212>
<213>

<220>
<221>
<222>

3
205
PRT

215

HEFES (Danio rerio)

misc_feature
(1)..(205)

111105339

25

Phe

Lys

Lys

Phe

Phe

105

Ser

Ala

Glu

Asp

Lys
185

FEESE A0101

Cys Arg Glu Glu His Lys

Ser Lys Lys

Gly Lys Phe

60

Glu Met Lys
75

Lys Asp Pro
90

Cys Ser Glu

Ile Gly Asp

Ala Asp Asp

140

Lys Tyr Glu
155

Ala Gly Lys
170

Glu Glu Glu

Glu Asp Glu Glu Glu Glu

Lys Lys His Pro
30

Cys Ser Glu Arg
45

Glu Asp Met Ala

Asn Tyr Val Pro

80

Asn Ala Pro Lys
05

Phe Arg Pro Lys
110

Val Ala Lys Lys
125

Lys Gln Pro Tyr

Lys Asp Ile Ala

160

Lys Val Val Ala
175

Glu Asp Glu Asp
190

Glu Glu Glu Glu
205

#8358 - HO3HE(FIIER)

1112007682-0
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<223> HMGBI
<400> 3

Met Gly Lys
1

Tyr Phe Val
Ala Thr Val
35

Lys Thr Met
50

Leu Asp Lys
65

Lys Gly Glu
Pro Pro Ser
Lys Glu Glu

115

Gly Glu Met
130

Lys Lys Ala
145

Tyr Arg Ser

Lys Pro Asp

Asp Pro
5

Gln Thr
20

Asn Phe

Ser Ala

Ala Arg

Lys Lys
85

Ala Phe
100

Thr Pro

Trp Asn

Ala Lys

Lys Gly

165

Lys Ala
180

Thr

Cys

Ser

Lys

Tyr

70

Lys

Phe

Gly

Lys

Leu

150

Lys

Asn

Lys Pro Arg Gly Lys
10

Arg Glu Glu His Lys
25

Glu Phe Ser Lys Lys
40

Glu Lys Gly Lys Phe
55

Glu Arg Glu Met Lys
75

Arg Phe Lys Asp Pro
90

Ile Phe Cys Ser Glu
105

Leu Ser Ile Gly Asp
120

Ile Ser Ser Glu Glu
135

Lys Glu Lys Tyr Glu
155

Val Gly Gly Gly Ala
170

Asp Glu Asp Glu Asp
185

Met Ser Ser Tyr Ala

Lys Lys His
30

Cys Ser Glu
45

Glu Asp Met
60

Asn Tyr Ile

Asn Ala Pro

Phe Arg Pro

110

Val Ala Lys
125

Lys Gln Pro
140

Lys Asp Ile

Ala Lys Ala

15

Pro

Arg

Ala

Pro

Lys

95

Lys

Arg

Tyr

Ala

Pro
175

Glu

Trp

Lys

Pro

80

Arg

Val

Leu

Glu

Ala

160

Ser

Asp Asp Glu Glu Glu

190

Asp Glu Asp Asp Asp Asp Glu Glu Glu Glu Asp Asp Glu

195

<210> 4
211> 215
<212> PRT

200

213> A (Homo sapiens)

111105339

FEESE A0101

205

$B48 - HO3HE(FIIER)

1112007682-0
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<220>

<221> misc_
222> (1)..
<223> HMGBI

<400> 4

Met Gly Lys
1

Ala Phe Phe

Asp Ala Ser

35

Trp Lys Thr
50

Lys Ala Asp
65

Pro Lys Gly

Arg Pro Pro

Ile Lys Gly
115

Leu Gly Glu
130

Glu Lys Lys
145

Ala Tyr Arg

Lys Ala Glu

Asp Glu Glu

195

Glu Glu Asp
210

111105339

feature
(215)

Gly Asp Pro
5

Val Gln Thr
20

Val Asn Phe

Met Ser Ala

Lys Ala Arg

70

Glu Thr Lys
85

Ser Ala Phe
100

Glu His Pro

Met Trp Asn

Ala Ala Lys

150

Ala Lys Gly
165

Lys Ser Lys
180

Asp Glu Glu

Asp Asp Asp

Lys Lys

Cys Arg

Ser Glu
40

Lys Glu
55

Tyr Glu

Lys Lys

Phe Leu

Gly Leu

120

Asn Thr

135

Leu Lys

Lys Pro

Lys Lys

Pro

Glu

25

Phe

Lys

Arg

Phe

Phe

105

Ser

Ala

Glu

Asp

Lys
185

Arg Gly
10

Glu His

Ser Lys

Gly Lys

Glu Met
75

Lys Asp
90

Cys Ser

Ile Gly

Ala Asp

Lys Tyr
155

Ala Ala
170

Glu Glu

Lys

Lys

Lys

Phe

60

Lys

Pro

Glu

Asp

Asp

140

Glu

Lys

Glu

Glu Glu Glu Asp Glu Glu

200

Glu
215

FEESE A0101

Met Ser

Lys Lys
30

Cys Ser
45

Glu Asp

Thr Tyr

Asn Ala

Tyr Arg
110

Val Ala
125

Lys Gln

Lys Asp

Lys Gly

Ser

15

His

Glu

Met

Ile

Pro

95

Pro

Lys

Pro

Ile

Val
175

Tyr

Pro

Arg

Ala

Pro

80

Lys

Lys

Lys

Tyr

Ala

160

Val

Glu Asp Glu Glu

190

Asp Glu Asp Glu

205

$58 - HO3H(FIIER)

1112007682-0
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<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>
<400>

Met Gly
1

Ala Phe

Asp Ala

Trp Lys
50

Lys Ala
65

Pro Lys

Arg Pro

Ile Lys

Leu Gly

130

Glu Lys
145

Ala Tyr

Lys Ala

5
215
PRT

/INE(Mus musculus)

misc_feature
(1)..(215)
HMGB1

Lys Gly Asp
5

Phe Val Gln
20

Ser Val Asn
35

Thr Met Ser

Asp Lys Ala

Gly Glu Thr

85

Pro Ser Ala
100

Gly Glu His
115

Glu Met Trp

Lys Ala Ala

Arg Ala Lys
165

Glu Lys Ser
180

Pro

Thr

Phe

Ala

Arg

70

Lys

Phe

Pro

Asn

Lys

150

Gly

Lys

Lys

Cys

Ser

Lys

55

Tyr

Lys

Phe

Gly

Asn

135

Leu

Lys

Lys

Lys

Arg

Glu

40

Glu

Glu

Lys

Leu

Leu

120

Thr

Lys

Pro

Lys

Pro

Glu

25

Phe

Lys

Arg

Phe

Phe

105

Ser

Ala

Glu

Asp

Lys
185

Arg Gly
10

Glu His

Ser Lys

Gly Lys

Glu Met
75

Lys Asp
90

Cys Ser

Ile Gly

Ala Asp

Lys Tyr

155

Ala Ala
170

Lys

Lys

Lys

Phe

60

Lys

Pro

Glu

Asp

Asp

140

Glu

Lys

Met Ser

Lys Lys
30

Cys Ser
45

Glu Asp

Thr Tyr

Asn Ala

Tyr Arg
110

Val Ala
125

Lys Gln

Lys Asp

Lys Gly

Ser

15

His

Glu

Met

Ile

Pro

95

Pro

Lys

Pro

Ile

Val
175

Tyr

Pro

Arg

Ala

Pro

80

Lys

Lys

Lys

Tyr

Ala

160

Val

Glu Glu Glu Asp Asp Glu Glu

190

Asp Glu Glu Asp Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Glu

11110533

9

FEESE A0101

$6H - HO3H(FIIE)

1112007682-0
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195 200 205

Glu Glu Asp Asp Asp Asp Glu
210 215

210> 6

<211> 215

<212> PRT

<213> #E.(Rattus norvegicus)

<220>

<221> misc_feature
222> (1)..(21%)
<223> HMGB1

<400> 6

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr
1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Val

111105339 FEESE A0101 $B78 - H93H(FIIER) 1112007682-0
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165 170

175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Asp Asp Glu Glu

180 185

190

Asp Glu Glu Asp Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Glu

195 200

Glu Glu Asp Asp Asp Asp Glu
210 215

210> 7

<211> 180

<212> PRT

Q13> HEEE (Cricetulus griseus)

<220>

<221> misc_feature
222> (1)..(180)
<223> HMGB1

<400> 7

Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser
1 5 10

Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp
20 25

Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr
35 40

Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala
50 55

Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg
65 70 75

Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala
85 90

Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln
100 105

Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp
115 120

Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly

111105339 FEESE A0101

Glu

Met

Ile

Pro

60

Pro

Lys

Pro

Ile

Val

205

Arg Trp Lys Thr
15

Ala Lys Ala Asp
30

Pro Pro Lys Gly
45

Lys Arg Pro Pro

Lys Ile Lys Gly

80

Lys Leu Gly Glu
05

Tyr Glu Lys Lys
110

Ala Ala Tyr Arg
125

Val Lys Ala Glu

$88H - HI3H(FIIE)

1112007682-0
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130 135 140

Lys Ser Lys Lys Lys Lys Glu Glu Glu Asp Asp Glu Glu Asp
145 150 155

Asp Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Glu Glu
165 170

Asp Asp Asp Glu
180

210> 8

211> 215

<212> PRT

<213> (AR (Macaca mulatta)

<220>

<221> misc_feature
<222> (1)..(215)
<223> HMGBI

<400> 8

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser
1 5 10

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser
35 40 45

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr
65 70 75

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala
85 90

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln

Glu Glu
160

Glu Asp
175

Ser Tyr
15

His Pro

Glu Arg

Met Ala

Ile Pro

80

Pro Lys

95

Pro Lys

Lys Lys

Pro Tyr

111105339 FEESE A0101 $F9E - HO3HE(FIIER)

1112007682-0
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130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Val
165 170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Glu
180 185 190

Asp Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Asp Glu Asp Glu
195 200 205

Glu Glu Asp Asp Asp Asp Glu
210 215

210> 9

<211> 215

<212> PRT

Q213> BEEWIfE (Macaca fascicularis)

<220>

<221> misc_feature
222> (1)..(21%)
<223> HMGB1

<400> 9

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr
1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys

111105339 FEHH3E A0101 $£108 - HO3E(FEIER) 1112007682-0
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100

Ile Lys Gly Glu His Pro Gly Leu
115 120

Leu Gly Glu Met Trp Asn Asn Thr
130 135

Glu Lys Lys Ala Ala Lys Leu Lys
145 150

Ala Tyr Arg Ala Lys Gly Lys Pro
165

Lys Ala Glu Lys Ser Lys Lys Lys
180

105 110

Ser Ile Gly Asp Val Ala Lys Lys
125

Ala Ala Asp Asp Lys Gln Pro Tyr
140

Glu Lys Tyr Glu Lys Asp Ile Ala
155 160

Asp Ala Ala Lys Lys Gly Val Val
170 175

Lys Glu Glu Glu Glu Asp Glu Glu
185 190

Asp Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Asp Glu Asp Glu
195 200 205

Glu Glu Asp Asp Asp Asp Glu
210 215

<210> 10
211> 227
<212> PRT
Q13> /PNEKREEE (Otolemur garnettii)

<220>

<221> misc_feature
<222> (1)..(227)
<223> HMGBI

<400> 10

Met Asp Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Cys
1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Gly Glu Glu Arg Glu Lys Lys His
20 25 30

Pro Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu
35 40 45

Arg Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met
50 55 60

Ala Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile

111105339 FEHH3E A0101 $£11E - HO3E(FEIER) 1112007682-0
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65 70

Pro Pro Lys Gly Glu Thr Lys Lys
85

Lys Arg Pro Pro Ser Ala Phe Phe
100

Lys Ile Lys Gly Glu His His Leu
115 120

Leu Gly Glu Met Trp Ser Asn Pro
130 135

Glu Lys Lys Ala Ala Lys Leu Glu
145 150

Ala Tyr Arg Ala Lys Gly Lys Pro
165

Ala Arg Lys Arg Arg Lys Arg Arg
180

Lys Met Met Asn Lys Leu Val Leu
195 200

Lys Ala Phe Asn Pro Leu Val Tyr
210 215

Ile Glu Met
225

210> 11

211> 211

<212> PRT

<213> FEMTUE (Xenopus laevis)

<220>

<221> misc_feature
<222> (1)..(211)
<223> HMGBI

<400> 11

75

Lys Phe Lys
90

Leu Phe Cys
105

Ser Thr Gly

Ala Ala Gly

Glu Lys Asp

155

Val Gly Ser
170

Lys Met Arg
185

Ala Gln Phe

Asn Ser Leu

Asp Pro Asn

Ser Glu Tyr

110

Asp Val Ala
125

Asp Lys Gln
140

Lys Lys Asp

Ser Arg Leu

Lys Met Lys

190

Leu Phe Leu
205

Leu Leu Lys
220

80

Ala Pro
05

Arg Pro

Lys Lys

Pro Glu

Ile Ala
160

Lys Lys

175

Arg Lys

Val Tyr

Lys Lys

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr

1 5

10

15

Ala Tyr Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro

111105339

FEESE A0101

HF128 - H93E(FIIFR)

1112007682-0



1843057

Asp Ala

Trp Lys

50

Lys Ala
65

Pro Lys

Arg Pro

Ile Lys

Leu Gly

130

Glu Arg
145

Ala Tyr

Lys Pro

Glu Glu

Asp Asp
210

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

20

Ser Val Asn
35

Thr Met Ser

Asp Lys Val

Gly Glu Thr

85

Pro Ser Ala
100

Gly Glu His
115

Glu Met Trp

Lys Ala Ala

Arg Ala Lys
165

Glu Lys Ala
180

Phe

Ala

Arg

70

Lys

Phe

Pro

Asn

Lys

150

Gly

Lys

25

Ala Glu Phe Ser Lys
40

Lys Glu Lys Ser Lys
55

Tyr Glu Arg Glu Met
75

Lys Lys Phe Lys Asp
90

Phe Leu Phe Cys Ser
105

Gly Ser Thr Ile Gly
120

Asn Thr Ala Thr Asp
135

Leu Lys Glu Lys Tyr
155

Lys Pro Glu Pro Ala
170

Lys Lys Glu Glu Asp
185

30

Lys Cys Ser Glu Arg
45

Phe Glu Asp Met Ala
60

Lys Thr Tyr Ile Pro
80

Pro Asn Ala Pro Lys
05

Glu Phe Arg Pro Lys
110

Asp Ile Ala Lys Lys
125

Asp Lys Leu Pro Phe
140

Glu Lys Asp Val Ala
160

Lys Lys Ala Pro Ala
175

Asp Glu Asp Asp Asp
190

Asp Glu Asp Glu Glu Asp Glu Glu Glu Glu Glu Glu Glu Asp

195

Glu

12
211
PRT

200

205

B TWE (Xenopus (Silurana) tropicalis)

misc_feature
(D)..21D)
HMGB1

111105339

FEESE A0101

$F13E - H93E(FIIF)

1112007682-0



1843057

<400>

Met Gly
1

Ala Tyr

Asp Ala

Trp Lys

50

Lys Ala
65

Pro Lys

Arg Pro

Ile Lys

Leu Gly
130

Glu Arg
145

Ala Tyr

Lys Phe

Asp Asp

Asp Asp
210

<210>
<211>
<212>
<213>

12

Lys Gly Asp
5

Phe Val Gln
20

Ser Val Asn
35

Thr Met Ser

Asp Lys Val

Gly Glu Thr

85

Pro Ser Ala
100

Gly Glu His
115

Glu Met Trp

Lys Ala Ala

Arg Ala Lys
165

Glu Lys Ala
180

Pro

Thr

Phe

Ala

Arg

70

Lys

Phe

Pro

Asn

Lys

150

Gly

Lys

Lys Lys Pro Arg Gly
10

Cys Arg Glu Glu His
25

Ala Glu Phe Ser Lys
40

Lys Glu Lys Ser Lys
55

Tyr Glu Arg Glu Met
75

Lys Lys Phe Lys Asp
90

Phe Leu Phe Cys Ser
105

Gly Ser Thr Ile Gly
120

Asn Thr Ala Thr Asp
135

Leu Lys Glu Lys Tyr
155

Lys Pro Glu Pro Ala
170

Lys Lys Glu Asp Asp
185

Lys

Lys

Lys

Phe

60

Lys

Pro

Glu

Asp

Asp

140

Glu

Lys

Asp

Asp Glu Glu Glu Glu Asp Glu Glu Glu Glu

195

Glu

13
215
PRT

200

BHIEHE (Papio Anubis)

111105339

FEESE A0101

Met Ser

Lys Lys
30

Cys Ser
45

Glu Asp

Thr Tyr

Asn Ala

Phe Arg

110

Ile Ala

125

Lys Leu

Lys Asp

Lys Ala

Ser

15

His

Glu

Met

Ile

Pro

95

Pro

Lys

Pro

Val

Pro
175

Tyr

Pro

Arg

Ala

Pro

80

Lys

Lys

Lys

Tyr

Ala

160

Ala

Asp Asp Glu Asp

190

Asp Glu Glu Asp

205

HF14E - HO3E(FIIFR)

1112007682-0
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<220>
<221>
<222>
<223>
<400>

Met Gly
1

Ala Phe

Asp Ala

Trp Lys
50

Lys Ala
65

Pro Lys

Arg Pro

Ile Lys

Leu Gly

130

Glu Lys

145

Ala Tyr

Lys Ala

Asp Glu

Glu Glu
210

111105339

misc_feature
(1)..(215)
HMGB1

13

Lys Gly Asp Pro
5

Phe Val Gln Thr
20

Ser Val Asn Phe
35

Thr Met Ser Ala

Asp Lys Ala Arg

70

Gly Glu Thr Lys
85

Pro Ser Ala Phe
100

Gly Glu His Pro
115

Glu Met Trp Asn

Lys Ala Ala Lys

150

Arg Ala Lys Gly
165

Glu Lys Ser Lys
180

Glu Asp Glu Glu
195

Asp Asp Asp Asp

Lys Lys

Cys Arg

Ser Glu
40

Lys Glu
55

Tyr Glu

Lys Lys

Phe Leu

Gly Leu

120

Asn Thr

135

Leu Lys

Lys Pro

Lys Lys

Pro

Glu

25

Phe

Lys

Arg

Phe

Phe

105

Ser

Ala

Glu

Asp

Lys
185

Arg Gly
10

Glu His

Ser Lys

Gly Lys

Glu Met
75

Lys Asp
90

Cys Ser

Ile Gly

Ala Asp

Lys Tyr
155

Ala Ala
170

Glu Glu

Lys

Lys

Lys

Phe

60

Lys

Pro

Glu

Asp

Asp

140

Glu

Lys

Glu

Glu Glu Glu Asp Glu Glu

200

Glu
215

FEESE A0101

Met Ser

Lys Lys

30

Cys Ser
45

Glu Asp

Thr Tyr

Asn Ala

Tyr Arg
110

Val Ala
125

Lys Gln

Lys Asp

Lys Gly

Glu Asp

190

Asp Glu
205

Ser Tyr
15

His Pro

Glu Arg

Met Ala

Ile Pro
80

Pro Lys
05

Pro Lys

Lys Lys

Pro Tyr

Ile Ala

160

Val Val
175

Glu Glu

Asp Glu

$F158 - H93E(FIIF)

1112007682-0
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<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

14
215
PRT

FREE (Callicebus moloch)

misc_feature
(1)..(215)
HMGB1

14

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly

1

Ala Phe

Asp Ala

Trp Lys

50

Lys Ala

65

Pro Lys

Arg Pro

Ile Lys

5

10

Phe Val Gln Thr Cys Arg Glu Glu His

20

25

Ser Val Asn Phe Ser Glu Phe Ser Lys

35

40

Thr Met Ser Ala Lys Glu Lys Gly Lys

55

Asp Lys Ala Arg Tyr Glu Arg Glu Met

70

75

Gly Glu Thr Lys Lys Lys Phe Lys Asp

85

90

Pro Ser Ala Phe Phe Leu Phe Cys Ser

100

105

Gly Glu His Pro Gly Leu Ser Ile Gly

115

120

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp

130

11110533

9

135

FEESE A0101

Lys Met Ser Ser Tyr
15

Lys Lys Lys His Pro
30

Lys Cys Ser Glu Arg
45

Phe Glu Asp Met Ala
60

Lys Thr Tyr Ile Pro
80

Pro Asn Ala Pro Lys
05

Glu Tyr Arg Pro Lys
110

Asp Val Ala Lys Lys
125

Asp Lys Gln Pro Tyr
140

F16E - HI3HE(FIIF) 1112007682-0



1843057

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Val
165 170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Glu
180 185 190

Asp Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Asp Glu Asp Glu
195 200 205

Glu Glu Asp Asp Asp Asp Glu
210 215

<210> 15

<211> 215

<212> PRT

<213> H (Callithrix jacchus)

<220>

<221> misc_feature

222> (1)..(215)

<223> HMGBI

<400> 15

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr
1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro

111105339 FEHH3E A0101 $£178 - HO3E(FEIR) 1112007682-0
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65 70

Pro Lys Gly Glu Thr Lys Lys Lys Phe
85

Arg Pro Pro Ser Ala Phe Phe Leu Phe
100 105

Ile Lys Gly Glu His Pro Gly Leu Ser
115 120

Leu Gly Glu Met Trp Asn Asn Thr Ala
130 135

Glu Lys Lys Ala Ala Lys Leu Lys Glu
145 150

Ala Tyr Arg Ala Lys Gly Lys Pro Asp
165

Lys Ala Glu Lys Ser Lys Lys Lys Lys
180 185

75 80

Lys Asp Pro Asn Ala Pro Lys
90 05

Cys Ser Glu Tyr Arg Pro Lys
110

Ile Gly Asp Val Ala Lys Lys
125

Ala Asp Asp Lys Gln Pro Tyr
140

Lys Tyr Glu Lys Asp Ile Ala
155 160

Ala Ala Lys Lys Gly Val Val
170 175

Glu Glu Glu Glu Asp Glu Glu
190

Asp Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Asp Glu Asp Glu

195 200

Glu Glu Asp Asp Asp Asp Glu
210 215

<210> 16
<211> 215
<212> PRT
213> F4 (Bos Taurus)

<220>

<221> misc_feature
<222> (1)..(215)
<223> HMGBI

111105339 FEESE A0101

205

$F18E - HI3E(FIIF)

1112007682-0
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<400> 16
Met Gly Lys

1

Ala Phe Phe

Asp Ala Ser
35

Trp Lys Thr
50

Lys Ala Asp
65

Pro Lys Gly

Arg Pro Pro

Ile Lys Gly
115

Leu Gly Glu
130

Glu Lys Lys
145

Ala Tyr Arg

Lys Ala Glu

111105339

Gly Asp
5

Val Gln
20

Val Asn

Met Ser

Lys Ala

Glu Thr
85

Ser Ala
100

Glu His

Met Trp

Ala Ala

Ala Lys

165

Lys Ser
180

Pro Lys Lys Pro

Thr Cys Arg Glu
25

Phe Ser Glu Phe
40

Ala Lys Glu Lys
55

Arg Tyr Glu Arg
70

Lys Lys Lys Phe

Phe Phe Leu Phe
105

Pro Gly Leu Ser
120

Asn Asn Thr Ala
135

Lys Leu Lys Glu
150

Gly Lys Pro Asp

Arg Gly
10

Glu His

Ser Lys

Gly Lys

Glu Met
75

Lys Asp
90

Cys Ser

Ile Gly

Ala Asp

Lys Tyr

155

Ala Ala
170

Lys

Lys

Lys

Phe

60

Lys

Pro

Glu

Asp

Asp

140

Glu

Lys

Met Ser

Lys Lys
30

Cys Ser
45

Glu Asp

Thr Tyr

Asn Ala

Tyr Arg
110

Val Ala

125

Lys Gln

Lys Asp

Lys Gly

Ser

15

His

Glu

Met

Ile

Pro

95

Pro

Lys

Pro

Ile

Val
175

Tyr

Pro

Arg

Ala

Pro

80

Lys

Lys

Lys

Tyr

Ala

160

Val

Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Glu

185

FEESE A0101

190

F198 - HO3E(FIIF)

1112007682-0
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Asp Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Asp Glu Glu Glu
195 200 205

Glu Glu Asp Asp Asp Asp Glu
210 215

210> 17
211> 214
<212> PRT
213> HIE4 (Bos indicus)

<220>

<221> misc_feature

222> (1)..(214)

<223> HMGBI

<400> 17

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr
1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys

111105339 FEHH3E A0101 $£208 - HO3E(FEIER) 1112007682-0
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115

Leu Gly Glu
130

Glu Lys Lys
145

Ala Tyr Arg

Ala Glu Lys

Glu Glu Asp
195

Glu Asp Asp
210

<210> 18
211> 215
<212> PRT

120

125

Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr

135

140

Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala

150

155

160

Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Lys

165

170

175

Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Glu Asp

180

185

190

Glu Glu Glu Glu Glu Asp Glu Glu Asp Glu Glu Glu Glu

200

Asp Asp Glu

213> FE (Equus caballus)

<220>

<221> misc_feature
222> (1)..(21%)

<223> HMGBI

<400> 18

205

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr

1

5

10

15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro

20

25

30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg

35

111105339

40

FEESE A0101

45

$218 - H93E(FIIF)

1112007682-0
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Trp Lys
50

Lys Ala
65

Pro Lys

Arg Pro

Ile Lys

Leu Gly

130

Glu Lys
145

Ala Tyr

Lys Ala

Asp Glu Glu Asp Glu Glu

Glu Glu Asp Asp Asp Asp

210

<210>
<211>
<212>
<213>

111105339

Thr Met Ser Ala

Asp Lys Ala Arg
70

Gly Glu Thr Lys
85

Pro Ser Ala Phe
100

Gly Glu His Pro
115

Glu Met Trp Asn

Lys Ala Ala Lys
150

Arg Ala Lys Gly
165

Glu Lys Ser Lys
180

195

19

215
PRT

Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
55 60

Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro
75 80

Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
90 05

Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys
105 110

Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
120 125

Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
135 140

Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
155 160

Lys Pro Asp Ala Ala Lys Lys Gly Val Val
170 175

Lys Lys Lys Glu Glu Glu Glu Asp Glu Glu
185 190

Glu Glu Glu Asp Glu Glu Asp Glu Asp Glu
200 205

Glu
215

R (Canis lupus familiaris)

FEESE A0101 $228 - H93E(FIIF)

1112007682-0
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<220>

<221> misc_feature

222> (1)..(215)

<223> HMGBI

<400> 19

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr
1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Val

111105339 FEHH3E A0101 5238 HO3EREIER) 1112007682-0
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165 170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Glu
180 185 190

Asp Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Asp Glu Asp Glu
195 200 205

Glu Glu Asp Asp Asp Asp Glu
210 215

<210> 20
211> 215
<212> PRT
<213> W¥%& (Sus scrofa)

<220>

<221> misc_feature
<222> (1)..(215)
<223> HMGBI

<400> 20
Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr

1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

111105339 FEHH3E A0101 $£248 - HO3E(FEIR) 1112007682-0
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Arg Pro Pro Ser Ala Phe Phe Leu
100

Ile Lys Gly Glu His Pro Gly Leu
115 120

Leu Gly Glu Met Trp Asn Asn Thr
130 135

Glu Lys Lys Ala Ala Lys Leu Lys
145 150

Ala Tyr Arg Ala Lys Gly Lys Pro
165

Lys Ala Glu Lys Ser Lys Lys Lys
180

Asp Glu Glu Asp Glu Glu Glu Glu
195 200

Glu Glu Asp Asp Asp Asp Glu
210 215

<210> 21
211> 215
<212> PRT

Phe Cys Ser Glu Tyr Arg Pro Lys
105 110

Ser Ile Gly Asp Val Ala Lys Lys
125

Ala Ala Asp Asp Lys His Pro Tyr
140

Glu Lys Tyr Glu Lys Asp Ile Ala
155 160

Asp Ala Ala Lys Lys Gly Val Val
170 175

Lys Glu Glu Glu Glu Asp Glu Glu
185 190

Glu Asp Glu Glu Asp Glu Glu Glu
205

<213> S (Oryctolagus cuniculus)

<220>

<221> misc_feature
<222> (1)..(215)
<223> HMGBI

<400> 21

Met Gly Lys Gly Asp Pro Lys Lys
1 5

111105339 FEESE A0101

Pro Arg Gly Lys Met Ser Ser Tyr
10 15

$258 - HI3E(FIIF)

1112007682-0
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Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Val
165 170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Glu
180 185 190

Asp Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Asp Glu Asp Glu
195 200 205

Glu Glu Asp Asp Asp Asp Glu

111105339 FEHH3E A0101 5268  HO3EH(RIER) 1112007682-0
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210 215

210> 22
<211> 206
<212> PRT
13> HIH#HEAER (Sciaenops ocellatus)

<220>

<221> misc_feature
<222>  (1)..(2006)
<223> HMGBI

<400> 22
Met Val Lys Glu Gln Gly Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala

1 5 10 15

Tyr Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Asp
20 25 30

Ala Ser Val Asn Phe Ala Glu Phe Ser Lys Lys Cys Ser Gly Arg Trp
35 40 45

Lys Thr Met Ser Ser Lys Glu Lys Gly Lys Phe Glu Asp Leu Ala Arg
50 55 60

Gln Asp Lys Ala Arg Tyr Glu Arg Glu Met Met Ser Tyr Val Pro Ala
65 70 75 80

Arg Gly Gly Lys Lys Lys Lys Tyr Lys Asp Pro Asn Ala Pro Lys Arg
85 90 05

Pro Pro Ser Ala Phe Phe Ile Phe Cys Ser Glu Phe Arg Pro Lys Val
100 105 110

Lys Gly Glu Ala Pro Gly Leu Thr Ile Gly Glu Val Ala Lys Arg Leu
115 120 125

Gly Glu Met Trp Asn Gly Thr Ala Ser Glu Asp Lys Gln Pro Phe Glu
130 135 140

111105339 FEHH3E A0101 $£278  HO3E(REIER) 1112007682-0
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Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Glu Val Ala Ala

145

150

155

160

Tyr Arg Gln Lys Thr Lys Ala Gly Ala Gly Pro Ala Ala Lys Ala Pro

165 170

175

Ala Lys Val Glu Lys Lys Val Glu Asp Asp Asp Asp Asp Asp Asp Asp

180 185

190

Asp Glu Glu Glu Glu Glu Asp Asp Tyr Asp Asp Asp Asp Glu

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Gln Thr Cys Arg Glu Glu His Lys Lys Lys His

1

Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu

Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met

Ala Arg Tyr Glu Arg Glu Met Lys Asn Tyr Val

50

Lys Lys Lys Arg Phe Lys Asp Pro Asn Ala Pro

65

195 200

23
182
PRT
PRELY B (Ictalurus punctatus)

misc_feature
(1)..(182)
HMGB1

23

5 10

20 25

35 40

55

70

111105339 FEESE A0101

75

205

Pro Asp Thr Ser Val
15

Arg Trp Lys Thr Met
30

Ala Arg Leu Asp Lys
45

Pro Pro Arg Gly Glu
60

Lys Arg Pro Pro Ser
80

$288E - HI3E(FIIF)

1112007682-0
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Ala Phe Phe Ile Phe Cys Ala Glu Tyr Arg Pro Lys Val Lys Glu Glu
85 90 05

Thr Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys Leu Gly Glu Met
100 105 110

Trp Asn Lys Thr Ser Ala Glu Glu Lys Gln Pro Tyr Glu Lys Lys Ala
115 120 125

Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala Ala Tyr Arg Lys
130 135 140

Gly Lys Val Val Gly Gly Ala Ala Lys Ala Pro Thr Lys Pro Asp Lys
145 150 155 160

Ala Asp Asp Asp Glu Asp Asp Asp Asp Asp Glu Asp Asp Asp Asp Asp
165 170 175

Asp Asp Glu Asp Asp Glu
180

210> 24
<211> 209
<212> PRT
<213> AIHEfH (Lutjanus sanguineus)

<220>

<221> misc_feature
<222>  (1)..(209)
<223> HMGBI

<400> 24
Met Gly Arg Glu Pro Arg Glu Pro Gly Lys Pro Arg Gly Lys Met Ser

1 5 10 15

Ser Tyr Ala Tyr Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys
20 25 30

111105339 FEHH3E A0101 5298 HO3EH(RIR) 1112007682-0
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His Pro Asp Ala Ser Val Asn Phe Ala

Glu Arg
50

Leu Ala

65

Val Pro

Pro Lys

Pro Lys

Lys Arg

130

Pro Phe

145

Val Ala

Lys Ala

Glu Glu

Glu

35

Trp

Arg

Ala

Arg

Val

115

Leu

Glu

Ala

Pro

Asp
195

<210> 25
Q211> 204

111105339

40

Lys Thr Met Ser Pro Lys
55

Gln Asp Lys Ala Arg Tyr
70

Arg Gly Gly Lys Lys Lys
85

Pro Pro Ser Ala Phe Phe
100 105

Lys Gly Glu Ser Pro Gly
120

Gly Glu Met Trp Asn Gly
135

Lys Lys Ala Ala Lys Leu
150

Tyr Arg Gln Lys Thr Lys
165

Ala Lys Ala Glu Lys Lys
180 185

Glu Phe

Glu Lys

Glu Arg
75

Lys Phe
90

Ile Phe

Leu Ser

Thr Ser

Lys Glu

155

Gly Gly
170

Ser Lys Lys Cys
45

Ser Lys Phe Glu
60

Glu Met Leu Thr

Lys Asp Pro Asn
05

Cys Ser Glu Phe
110

Ile Gly Glu Val
125

Ser Glu Asp Lys
140

Arg Tyr Glu Lys

Ser Ala Pro Ala
175

Ser

Asp

Tyr

80

Ala

Arg

Ala

Gln

Glu

160

Gly

Val Glu Glu Asp Asp Asp Asp

190

Asp Asp Asp Glu Glu Glu Glu Asp Tyr Asp Asp Asp Asp

200

FEESE A0101

205

$308 - H93E(FIIF)

1112007682-0
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<212> PRT
<213> fiflfd (Carassius auratus)

<220>

<221> misc_feature
<222>  (1)..(204)
<223> HMGBI

<400> 25
Met Gly Lys Asp Pro Thr Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala

1 5 10 15

Tyr Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Glu
20 25 30

Ala Thr Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp
35 40 45

Lys Thr Met Ser Gly Lys Glu Lys Gly Lys Phe Glu Asp Met Ala Lys
50 55 60

Gln Asp Lys Val Arg Tyr Glu Arg Glu Met Lys Asn Tyr Ile Pro Pro
65 70 75 80

Lys Gly Glu Lys Lys Lys Arg Phe Lys Asp Pro Asn Ala Pro Lys Arg
85 90 05

Pro Pro Ser Ala Phe Phe Ile Phe Cys Ser Glu Phe Arg Ser Lys Val
100 105 110

Lys Glu Glu Thr Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Arg Leu
115 120 125

Gly Glu Met Trp Asn Lys Thr Ser Ala Glu Asp Lys Gln Pro Phe Glu
130 135 140

Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala Ala
145 150 155 160

111105339 FEHH3E A0101 $£318  HO3E(REIR) 1112007682-0



1843057

Tyr Arg Ser Lys Gly Lys Val Val Gly Gly Ala Ala Lys Ala Pro Ser
165 170 175

Lys Pro Val Lys Val Asn Asp Asp Asp Asp Asp Asp Asp Glu Asp Glu
180 185 190

Asp Glu Asp Asp Asp Asp Glu Glu Glu Asp Asp Glu
195 200

<210> 26
<211> 198
<212> PRT
Q213> KPEFEfESA (Salmo salar)

<220>

<221> misc_feature
<222>  (1)..(198)
<223> HMGBI

<400> 26
Met Gly Lys Asp Pro Arg Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala

1 5 10 15

Tyr Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Glu
20 25 30

Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp
35 40 45

Arg Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Leu Ala Lys
50 55 60

Leu Asp Lys Val Arg Tyr Glu Arg Glu Met Arg Ser Tyr Ile Pro Pro
65 70 75 80

Lys Gly Glu Lys Lys Lys Arg Phe Lys Asp Pro Asn Ala Pro Lys Arg
85 90 05

111105339 FEHH3E A0101 328 HO3E(RIER) 1112007682-0
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Pro Ser Ser Ala Phe Phe Ile Phe Cys Ala Asp Phe Arg Pro Gln Val
100 105 110

Lys Gly Glu Thr Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys Leu
115 120 125

Gly Glu Lys Trp Asn Asn Leu Thr Ala Glu Asp Lys Val Pro Tyr Glu
130 135 140

Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Thr Ala
145 150 155 160

Tyr Arg Asn Lys Gly Lys Val Pro Val Ser Val Pro Ala Lys Ala Ala
165 170 175

Ala Pro Thr Lys Asp Asp Asp Asp Asp Asp Asp Asp Asp Asp Asp Asp
180 185 190

Glu Asp Asp Asp Asp Asp
195

210> 27
<211> 206
<212> PRT
<213> #RfE (Anoplopoma fimbria)

<220>

<221> misc_feature

222> (1)..(2006)

<223> HMGBI

<400> 27

Met Val Lys Glu Leu Gly Lys Pro Lys Gly Lys Met Ser Ser Tyr Ala
1 5 10 15

Tyr Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Glu
20 25 30

Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp

111105339 FEHH3E A0101 %338 HO3E(REIR) 1112007682-0
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35

Lys Thr Met
50

Gln Asp Lys
65

Arg Gly Ile

Pro Pro Ser

Lys Gly Glu
115

Gly Glu Met
130

Lys Lys Ala
145

Tyr Arg Ala

Lys Ala Pro

40

45

Ser Leu Lys Glu Lys Gly Lys Phe Glu Asp Leu Ala Arg

55

60

Ala Arg Tyr Glu Arg Glu Met Met Ser Tyr Ile

Lys Lys
85

Ala Phe
100

Thr Pro

Trp Asn

Ala Lys

Lys Thr

165

Ala Lys
180

70

Lys Lys Phe

Phe Ile Phe

Gly Ala Thr
120

Gly Thr Ala
135

Leu Lys Glu
150

Lys Pro Gly

Val Glu Lys

Lys

Cys

105

Ile

Ser

Lys

Ala

Lys
185

Asp Asp Asp Glu Glu Glu Asp Asp Phe

195

<210> 28
211> 194
<212> PRT

200

<213> H[f& (Oncorhynchus mykiss)

<220>

111105339

FEESE A0101

75

Asp Pro Asn
90

Ala Glu Tyr

Gly Asp Val

Glu Asp Arg
140

Tyr Glu Lys
155

Cys Ala Ala
170

Val Glu Asp

Asp Asp Asp

Ala Pro

Arg Pro
110

Ala Lys
125

Gln Pro

Glu Val

Ala Ala

Asp Asp

190

Asp Asp
205

Pro Pro
80

Lys Arg
05

Lys Val

Arg Leu

Phe Glu

Ala Ala
160

Pro Ser
175

Asp Asp

$348E - HO3E(FIIFR)

1112007682-0
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<221> misc_feature

222> (1)..(194)

<223> HMGBI

<400> 28

Met Gly Lys Asp Pro Arg Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala
1 5 10 15

Tyr Phe Val Gln Thr Cys Arg Ala Glu His Lys Lys Lys His Pro Glu
20 25 30

Ala Ser Val Asn Phe Ala Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp
35 40 45

Lys Pro Met Ser Pro Lys Glu Lys Gly Lys Phe Glu Asp Met Ala Lys
50 55 60

Gln Asp Lys Val Arg Tyr Glu Gly Glu Met Lys Asn Tyr Ile Pro Pro
65 70 75 80

Asn Gly Gln Lys Lys Lys Arg Phe Lys Asp Pro Asn Ala Pro Lys Arg
85 90 05

Pro Pro Ser Ala Phe Phe Ile Phe Cys Ala Asp Phe Arg Ala Lys Ile
100 105 110

Lys Ser Glu His Pro Gly Leu Ser Ile Gly Asp Thr Ala Lys Lys Leu
115 120 125

Gly Val Met Trp Asn Ser Ser Ala Ala Glu Glu Lys Lys Pro Tyr Glu
130 135 140

Lys Lys Ala Ala Thr Leu Lys Glu Lys Tyr Asp Lys Asp Ile Ala Ser
145 150 155 160

Tyr Arg Thr Asn Gly Arg Val Asp Thr Ala Ser Ser Ala Ala Ala Asp
165 170 175

111105339 FEHH3E A0101 5358  HO3E(RIR) 1112007682-0
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Asp Glu Glu Glu Asp Asp Glu Glu Asp Asp Asp Glu Asp Glu Asp Asp

Asp Glu

<210> 29
211> 208
<212> PRT

185

<213> +=fEfi% (Lethenteron camtschaticum)

<220>

<221> misc_feature
<222> (1)..(208)
<223> HMGB1

<400> 29

Met Gly Lys Gly Asp Pro Lys Lys Pro Lys Gly

1

Ala Tyr

10

Phe Val Gln Thr Cys Arg Glu Glu His

25

Glu Ala Ser Val Asn Phe Ala Glu Phe Ser Lys

Trp Lys
50

Lys Val
65

Pro Lys

40

Thr Met Ser Glu Lys Glu Lys Thr Arg

55

Asp Lys Val Arg Tyr Asp Arg Glu Met

75

Gly Glu Arg Gly Ser Arg Lys Lys Lys

90

Lys Arg Pro Pro Ser Ala Phe Phe Ile Tyr Cys

Lys Val

111105339

105

Arg Ala Glu Asn Pro Gly Leu Thr Ile

FEESE A0101

190

Lys Met Ser Ser Tyr
15

Lys Lys Lys Asn Pro
30

Lys Cys Ser Glu Arg
45

Phe Glu Asp Met Ala
60

Lys Thr Tyr Val Pro
80

Asp Pro Asn Ala Pro
05

Ala Glu Tyr Arg Ser
110

Gly Ser Ile Ala Lys

$365E - HI3HE(FIIF)

1112007682-0
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115 120 125

Lys Leu Gly Glu Met Trp Asn Asn Ala Pro Ala Asp Glu Lys Ser Ile
130 135 140

Tyr Glu Arg Lys Thr Ala Lys Leu Lys Glu Lys Tyr Asp Lys Asp Met
145 150 155 160

Ala Ser Tyr Arg Ser Lys Gly Lys Val Glu Thr Ser Lys Val Ala Ser
165 170 175

Lys Pro Ala Ser Lys Gln Arg Asp Asp Asp Asp Asp Glu Asp Asp Asp
180 185 190

Glu Asp Glu Asp Glu Asp Glu Asp Glu Asp Asp Asp Asp Asp Asp Glu
195 200 205

<210> 30
11> 172
<212> PRT
<213> i (Ctenopharyngodon idella)

<220>

<221> misc_feature
<222> (1)..(172)
<223> HMGBI

<400> 30
Met Gly Lys Asp Pro Arg Lys Pro Lys Gly Lys Met Ser Ser Tyr Ala

1 5 10 15

Tyr Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Glu
20 25 30

Ala Thr Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp
35 40 45

Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala Lys
50 55 60

111105339 FEHH3E A0101 $378  HO3E(REIER) 1112007682-0
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Gln Asp Lys Val Arg Phe Glu Arg Glu Met Lys Asn Tyr Ile Pro Pro
65 70 75 80

Lys Gly Glu Lys Lys Arg Arg Phe Lys Asp Pro Asn Ala Pro Lys Arg
85 90 05

Pro Pro Ser Ala Phe Phe Ile Phe Cys Gly Asp Tyr Arg Pro Lys Ile
100 105 110

Arg Gly Glu Asn Pro Gly Leu Ser Ile Gly Asp Ile Ala Lys Lys Leu
115 120 125

Gly Glu Met Trp Asn Ser Ser Ser Ala Glu Val Lys Gln Pro Tyr Glu
130 135 140

Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Asp Lys Asp Ile Ala Leu
145 150 155 160

Tyr Arg Thr Lys Gly Ile Ala Gly Leu Ser Lys Lys
165 170

<210> 31

<211> 106

<212> PRT

<213> HR$ET4E (Ophiophagus Hannah)

<220>

<221> misc_feature
<222> (1)..(106)
<223> HMGBI

<400> 31
Met Ala Lys Ala Asp Lys Val Arg Tyr Asp Arg Glu Met Lys Asp Tyr

1 5 10 15

Gly Pro Ala Lys Gly Gly Lys Lys Lys Lys Asp Pro Asn Ala Pro Lys
20 25 30

111105339 FEHH3E A0101 5388 HO3EH(RIR) 1112007682-0
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Arg Pro Pro Ser Gly Phe Phe Leu Phe Cys Ser Glu Phe Cys Ser Glu
35 40 45

Phe Arg Pro Lys Ile Lys Ser Thr Asn Pro Gly Ile Ser Ile Gly Asp
50 55 60

Val Ala Lys Lys Leu Gly Glu Met Trp Asn Asn Leu Ser Asp Ser Glu
65 70 75 80

Lys Gly Pro Tyr Asn Asn Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu
85 90 05

Lys Val Arg Leu Gly Cys Trp Cys Trp Cys
100 105

<210> 32

211> 51

<212> PRT

Q13> ZFM (Artemia franciscana)

<220>

<221> misc_feature
<222> (1)..(51)
<223> HMGBI

<400> 32
Met Pro Arg Ser Lys Asp Glu Ser Lys Pro Arg Gly Lys Leu Thr Ala

1 5 10 15

Tyr Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Arg Lys His
20 25 30

Pro Asp Glu Asn Val Val Phe Ala Glu Phe Ser Lys Lys Cys Ala Glu
35 40 45

Arg Trp Lys
50

111105339 FEHH3E A0101 5398 HO3E(RIR) 1112007682-0
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<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

33
85
PRT
JEZE(Gallus gallus)

misc_feature
(1)..(85)
MMGBl &al

33

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr

1

Ala Phe Phe Val Gln

Asp Ala Ser Val Asn

Trp Lys Thr Met Ser
50

5

20

35

55

10

Thr Cys Arg Glu Glu His

25

Phe Ser Glu Phe Ser Lys

40

Ser Lys Glu Lys Gly Lys

Lys Ala Asp Lys Leu Arg Tyr Glu Lys Glu Met

65

70

Pro Lys Gly Glu Thr

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

111105339

85

34
54
PRT
JEZE(Gallus gallus)

misc_feature
(1)..(54)
MMGB1 &a2

34

75

FEESE A0101

15

Lys Lys Lys His Pro
30

Lys Cys Ser Glu Arg
45

Phe Glu Asp Met Ala
60

Lys Asn Tyr Val Pro
80

$F40E - HO3E(FIIFR)

1112007682-0
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Pro Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu

1 5

15

Arg Trp Lys Thr Met Ser Ser Lys Glu Lys Gly Lys Phe Glu Asp Met

20

25

30

Ala Lys Ala Asp Lys Leu Arg Tyr Glu Lys Glu Met Lys Asn Tyr Val

35

Pro Pro Lys Gly Glu
50

<210> 35
L21l> 73
<212> PRT

40

Thr

<213> JFZf(Gallus gallus)

<220>

<221> misc_feature
222> (1)..(73)
<223> HMGBl &bl
<400> 35

Lys Asp Pro Asn Ala
1 5

Cys Ser Glu Phe Arg
20

Ile Gly Asp Val Ala
35

Ala Asp Asp Lys Gln
50

Lys Tyr Glu Lys Asp
65

<210> 36

111105339

45

Pro Lys Arg Pro Pro Ser Ala Phe Phe Leu Phe

15

Pro Lys Ile Lys Gly Glu His Pro Gly Leu Ser

25

30

Lys Lys Leu Gly Glu Met Trp Asn Asn Thr Ala

40

45

Pro Tyr Glu Lys Lys Ala Ala Lys Leu Lys Glu

55

Ile Ala Ala Tyr
70

FEESE A0101

60

$F418 - H93E(FIIFR)

1112007682-0
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211> 69
<212> PRT
<213> JFHZE(Gallus gallus)

<220>

<221> misc_feature
<222> (1)..(69)
<223> HMGBl&Db2

<400> 36
Asn Ala Pro Lys Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu

1 5 10 15

Phe Arg Pro Lys Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp
20 25 30

Val Ala Lys Lys Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp
35 40 45

Lys Gln Pro Tyr Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu
50 55 60

Lys Asp Ile Ala Ala
65

<210> 37

21> 21

<212> PRT

<213> [FEZE(Gallus gallus)

<220>

<221> misc_feature

222> (1)..(21)

<223> HMGB1 RAGE #f&&fi(binding domain)

<400> 37

Lys Asp Pro Asn Ala Pro Lys Arg Pro Pro Ser Ala Phe Phe Leu Phe
1 5 10 15

Cys Ser Glu Phe Arg

111105339 FEHH3E A0101 $£428 - HO3E(RIR) 1112007682-0
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20

<210> 38

211> 33

<212> PRT

<213> [FEZE(Gallus gallus)

<220>

<221> misc_feature

<222> (1)..(33)

<223> HMGBU{E#E A AR 3205

<400> 38
Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala Ala Tyr Arg Ala Lys Gly

1 5 10 15

Lys Val Asp Ala Gly Lys Lys Val Val Ala Lys Ala Glu Lys Ser Lys
20 25 30

Lys

<210> 39
<21l> 182
<212> PRT
<213> [FEZE(Gallus gallus)

<220>

<221> misc_feature

<222> (1)..(182)

<223> FERFEME (Clostridium perfringens)PulH

<400> 39

Ser Lys Glu Tyr Ala Arg Gly Phe Ala Lys Thr Gly Lys Ser Ile Tyr
1 5 10 15

Tyr Ser His Ala Ser Met Ser His Ser Trp Asp Asp Trp Asp Tyr Ala
20 25 30

Ala Lys Val Thr Leu Ala Asn Ser Gln Lys Gly Thr Ala Gly Tyr Ile

111105339 FEHH3E A0101 $£438 - HO3E(RIR) 1112007682-0
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35 40 45

Tyr Arg Phe Leu His Asp Val Ser Glu Gly Asn Asp Pro Ser Val Gly
50 55 60

Lys Asn Val Lys Glu Leu Val Ala Tyr Ile Ser Thr Ser Gly Glu Lys
65 70 75 80

Asp Ala Gly Thr Asp Asp Tyr Met Tyr Phe Gly Ile Lys Thr Lys Asp
85 90 05

Gly Lys Thr Gln Glu Trp Glu Met Asp Asn Pro Gly Asn Asp Phe Met
100 105 110

Thr Gly Ser Lys Asp Thr Tyr Thr Phe Lys Leu Lys Asp Glu Asn Leu
115 120 125

Lys Ile Asp Asp Ile Gln Asn Met Trp Ile Arg Lys Arg Lys Tyr Thr
130 135 140

Ala Phe Pro Asp Ala Tyr Lys Pro Glu Asn Ile Lys Val Ile Ala Asn
145 150 155 160

Gly Lys Val Val Val Asp Lys Asp Ile Asn Glu Trp Ile Ser Gly Asn
165 170 175

Ser Thr Tyr Asn Ile Lys
180

<210> 40

L21l> 6

<212> PRT

Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature

<222> (1)..(6)

<223> CPalIfREMEPURIRENL (protective epitope)

111105339 FEHH3E A0101 $£448 - HOI3B(RIR) 1112007682-0
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<400> 40

Ala Arg Gly Phe Ala Lys
1 5

<210> 41

Q21> 8

<212> PRT

Q13> BRI (Avian Influenza)ifies

<220>

<221> misc_feature
<222> (1)..(8)
<223> EETN2e

<400> 41

Glu Val Glu Thr Pro Ile Arg Asn
1 5

<210> 42

211> 8

<212> PRT

Q213> B

<220>

<221> misc_feature
<222> (1)..(8)
<223> EETN2e

<400> 42

Glu Val Glu Thr Pro Thr Arg Asn
1 5

<210> 43

211> 12

<212> PRT

Q213> B

<220>

<221> misc_feature
<222> (1)..(12)

<223> EVLEREE(HAS UA)

111105339 FEESE A0101 $458

HIZHE(FIIR)

1112007682-0
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<400> 43

Leu Leu Ser Arg Ile Asn His Phe Glu Lys Ile Gln
1 5 10

<210> 44
<211> 19
<212> PRT
Q213> B

<220>

<221> misc_feature
<222> (1)..(19)

<223> EVLEREE(HAS LB)

<400> 44

Ala Asn Pro Ala Asn Asp Leu Cys Tyr Pro Gly Asp Phe Asn Asp Tyr
1 5 10 15

Glu Glu Leu

<210> 45

<2ll> 16

<212> PRT

Q213> B

<220>

<221> misc_feature

<222> (1)..(16)

<223> BULEYREE (NP 54-69)

<400> 45
Gly Arg Leu Ile Gln Asn Ser Ile Thr Ile Glu Arg Met Val Leu Ser

1 5 10 15

<210> 46
211> 14
<212> PRT
Q213> B

111105339 FEHH3E A0101 #4685 - HO3B(RIER) 1112007682-0
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<220>

<221> misc_feature

<222> (1)..(14)

<223> BEFBYREEE(NP 147-160)

<400> 46

Thr Tyr Gln Arg Thr Arg Ala Leu Val Arg Thr Gly Met Asp
1 5 10

<210> 47
211> 19
<212> PRT
Q213> KEBFEE (E. coli)

<220>

<221> misc_feature

<222> (1)..(19)

<223> FERIGIFEIEFHIPAL bis

<400> 47
Glu Gly His Ala Asp Glu Arg Gly Thr Pro Glu Tyr Asn Ile Ser Leu

1 5 10 15

Gly Glu Arg

<210> 48
L21l> 6

<212> PRT
Q213> ATLFY

<220>
223> GREIER

<400> 48
Gly His Ala Asp Glu Arg

1 5

<210> 49
211> 6
<212> PRT

111105339 FEHH3E A0101 $£478 - HO3BE(RIR) 1112007682-0
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Q213> ATLFH

<220>
223> GREIER

<400> 49

Asp Glu Arg Gly Thr Pro
1 5

<210> 50
L21l> 6

<212> PRT
Q213> ATLFY

<220>
223> GREIER

<400> 50

Glu Tyr Asn Ile Ser Leu
1 5

<210> 51

L21l> 6

<212> PRT
Q213> ATLFY

<220>
223> GREIER

<400> 51

Ile Ser Leu Gly Glu Arg
1 5

210> 52
211> 19
<212> PRT
213> JLE (Vibrio spp.)

<220>

<221> misc_feature

<222> (1)..(19)

<223> {E9LE (Vibrio spp. )JEFFAIPALDIS
<400> 52

111105339 FEHH3E A0101 $488  HO3BH(RIR) 1112007682-0
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Glu Gly His Ala Asp Glu Arg Gly Thr Pro Glu Tyr Asn Ile Ala Leu

1

5 10 15

Gly Glu Arg

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

53

17

PRT

HIRAEE (Campylobacter spp.)

misc_feature
(LHy..(17)
TERINEE (Campylobacter spp. VJE{GHIEEERR

53

Glu Gly Asn Cys Asp Glu Trp Gly Thr Asp Glu Tyr Asn Gln Ala Leu

1

Gly

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

5 10 15

54
19
PRT
KERRE (E. coli)

misc_feature
(1)y..(19)
TERIGHEEE (E. coli JEEAIPAL

54

Thr Val Glu Gly His Ala Asp Glu Arg Gly Thr Pro Glu Tyr Asn Ile

1

5 10 15

Ser Leu Gly

111105339 FEESE A0101 $F498 - HO3E(FIIFR)

1112007682-0
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<210> 55

21> 21

<212> PRT

213> ZEiGHhfRE (Campylobacter jejuni)

<220>

<221> misc_feature

<222> (1)..(21)

223> ZEBE ISR (Campylobacter jejuni) CjO113

<400> 55

Gly Val Ser Ile Thr Val Glu Gly Asn Cys Asp Glu Trp Gly Thr Asp
1 5 10 15

Glu Tyr Asn Gln Ala
20

<210> 56
211> 19
<212> PRT
213> JLE (Vibrio spp.)

<220>

<221> misc_feature

<222> (1)..(19)

<223> HlE (Vibrio spp.) &M PAL HURREN.

<400> 56
Thr Val Glu Gly His Ala Asp Glu Arg Gly Thr Pro Glu Tyr Asn Ile

1 5 10 15

Ala Leu Gly

<210> 57
211> 57
<212> DNA
Q213> KEBFEE (E. coli)

<220>

111105339 FEHH3E A0101 508 - HO3E(RIER) 1112007682-0
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<221>
<222>
<223>

<400>

misc_feature
(1y..(57)
HIBPALTUR R EM I AIGIEE (E. col DEXHREFY

57

gaaggtcacg cggacgaacg tggtacccecg gaatacaaca tctetetggg tgaacgt

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

58

0

PRT

KERRE (E. coli)

misc_feature
(L)..(9)
ERIGIRE (E. col i ERMPALIY LR R ENT

58

Glu Tyr Asn Ile Ser Leu Gly Glu Arg

1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

5

59

9

PRT

L (Vibrio spp.)

misc_feature
(L)..(9)
A (Vibrio spp. ERAPALIURIERL

59

Glu Tyr Asn Ile Ala Leu Gly Glu Arg

1

<210>
<211>
<212>
<213>

<220>
<223>

5

60

16

PRT
szl

AR e MR ERL

111105339 FEESE A0101 #5158 - H93E(FIIF)

57

1112007682-0
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<220>

<221> misc_feature

<222> (2)..(6)

<223> Xaa WIIBEAKREAATRIIEERS

<220>

<221> misc_feature

<222> (13)..(13)

<223> Xaa WIRMETRINEAERINGEIR

<400> 60

Pro Xaa Xaa Xaa Xaa Xaa Gly Tyr Gly Ala Cys Glu Xaa Asn Leu Gly
1 5 10 15

<210> 61

211> 43

<212> PRT

13> BEAIYZEBKE (Eimeria maxima)

<220>

<221> misc_feature

<222> (1)..(43)

<223> MPP; EAUAZERKESR (Eimeria maxima)

<400> 61
Pro Ser His Asp Ala Pro Glu Ser Glu Arg Thr Pro Arg Val Ile Ser

1 5 10 15

Phe Gly Tyr Gly Ala Cys Glu His Asn Leu Gly Val Ser Leu Phe Arg
20 25 30

Arg Glu Glu Thr Lys Lys Asp Pro Arg Gly Arg
35 40

<210> 62
211> 28
<212> PRT
213> AHHEE (Neospora canium)

<220>
<221> misc_feature

111105339 FEHH3E A0101 5528 - HO3E(RIR) 1112007682-0
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<222>

(1)..(28)

223> AHTHELE (Neospora canium)

<400>

Pro Arg Ile Val Ser Phe Gly Tyr Gly Ala Cys Glu His Asn Leu Gly

1

62

5

10

15

Met Ser Leu Tyr Asp Arg Gln Gly Leu Gln Arg Gln

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Glu Ser Gln Arg Ala Pro Met Val Ile Arg Tyr Gly Tyr Gly Ala Cys

1

20

63
21
PRT

SEAUEka: (Eimeria tenella)

misc_feature

(1)..(21)

SEAUEka: (Eimeria tenella)

63

5

Glu Tyr Asn Leu Gly

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

20

misc_feature
(Ly..(10)
IR E =S5

64

Gly Gly Gly Phe Pro

1

5

111105339

25

(Eimeria maxima)

FEESE A0101

10

(Eimeria maxima) TRAP-1

Thr Ala Ala Val Ala

10

15

538 - H93E(FIIF)

1112007682-0
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<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

misc_feature
(1y..40)
IR E =S5

65

Ala Ala Pro Glu Thr

1

5

Glu Arg Pro Glu Pro

20

Gly Phe Pro Thr Ala

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

35

misc_feature
(1y..40)
IR E =S5

66

Gly Gly Gly Phe Pro

1

5

(Eimeria maxima)

(Eimeria maxima) TRAP-02

25

Ala Val Ala

40

(Eimeria maxima)

(Eimeria maxima) TRAP-03

Pro Ala Val Gln Pro Lys Pro Glu Glu Gly His

15

Glu Glu Glu Glu Glu Lys Lys Glu Glu Gly Gly

30

Thr Ala Ala Val Ala Gly Gly Val Gly Gly Val

15

Leu Leu Ile Ala Ala Val Gly Gly Gly Val Ala Ala Phe Thr Ser Gly

20

25

Gly Gly Gly Ala Gly Ala Gln Glu

35

111105339

40

FEESE A0101

30

$548E - HO3HE(FIIF)

1112007682-0
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<210> 67

21> 21

<212> PRT

213> ZEiGHhfRE (Campylobacter jejuni)

<220>

<221> misc_feature

<222> (1)..(21)

223> ZEBIAE (Campylobacter jejuni) Cj0982

<400> 67

Lys Asp Ile Val Leu Asp Ala Glu Ile Gly Gly Val Ala Lys Gly Lys
1 5 10 15

Asp Gly Lys Glu Lys
20

<210> 68
211> 35
<212> PRT
213> ZEiGHhfRE (Campylobacter jejuni)

<220>

<221> misc_feature

<222> (1)..(35)

223> ZEBIAE (Campylobacter jejuni) Cj0420

<400> 68
Lys Val Ala Leu Gly Val Ala Val Pro Lys Asp Ser Asn Ile Thr Ser

1 5 10 15

Val Glu Asp Leu Lys Asp Lys Thr Leu Leu Leu Asn Lys Gly Thr Thr
20 25 30

Ala Asp Ala
35

<210> 69
211> 16
<212> PRT

111105339 FEHH3E A0101 558 HO3E(RIR) 1112007682-0



1843057

<213>

<220>
<221>
<222>
<223>

<400>

PSR R

misc_feature
(1)..(16)
FEE SR AR B

69

Asn Ala Trp Ser Lys

1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

5

PRT

(Clostridium perfringens)

(Clostridium perfringens) a @&

Glu Tyr Ala Arg Gly Phe Ala Lys Thr Gly Lys

10 15

B (Avian influenza)

misc_feature

(1)..(9)

B (Avian influenza) M2e BEBK

70

Cys Glu Val Glu Thr

1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

5
71

9

PRT
SRR IR

misc_feature

(1)..(9)
1-Alpha-31

71

Pro Thr Arg Asn

(Clostridium perfringens)

Gly Lys Ile Asp Gly Thr Gly Thr His

1

<210>
211>

5

72
15

111105339

FEESE A0101 $565E - HI3E(FIIF)

1112007682-0



1843057

<212> PRT
Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(15)
<223> 2-Alpha-51

<400> 72

Glu Asn Asp Met Ser Lys Asn Glu Pro Glu Ser Val Arg Lys Asn
1 5 10 15

<210> 73

211> 20

<212> PRT

Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(20)
<223> 3-Alpha-71

<400> 73
Glu Asn Met His Glu Leu Gln Leu Gly Ser Thr Tyr Pro Asp Tyr Asp

1 5 10 15

Lys Asn Ala Tyr
20

210> 74
211> 20
<212> PRT
Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
222> (1)..(20)
<223> 4-Alpha-81
<400> 74

Thr Tyr Pro Asp Tyr Asp Lys Asn Ala Tyr Asp Leu Tyr Gln Asp His

111105339 FEHH3E A0101 5578 - HO3E(RIR) 1112007682-0



1843057

Phe Trp Asp Pro

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Asp Leu Tyr Gln Asp His Phe Trp Asp Pro Asp Thr Asp Asn Asn Phe

1

20

FER M (Clostridium perfringens)

misc_feature
(y..20)
5-Alpha-91

75

5 10 15

Ser Lys Asp Asn

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

20

FER M (Clostridium perfringens)

misc_feature
(Ly..(10)
6-Alpha-117

76

Ile Pro Asp Thr Gly Glu Ser Gln Ile Arg

1

5 10

<210> 77

211> 10

<212> PRT

Q13> ERFEMELEE (Clostridium perfringens)

111105339 FRELRSE A0101 25588 - HI38(RIIR)

1112007682-0



1843057

<220>
<221>
<222>
<223>

<400>

misc_feature

(Ly..(10)
7-Alpha-136

77

Glu Trp Gln Arg Gly

1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

5
78

23

PRT
SRR IR

misc_feature
(1)..(23)
8-Alpha-158

78

Asp Ile Asp Thr Pro

1

5

Ala Gly His Val Lys

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

20

misc_feature
(y..20)
9-Alpha-170

79

Asn Tyr Lys Gln Ala
10

(Clostridium perfringens)

Tyr His Pro Ala Asn Val Thr Ala Val Asp Ser
10 15

Phe Glu

(Clostridium perfringens)

Val Asp Ser Ala Gly His Val Lys Phe Glu Thr Phe Ala Glu Glu Arg

1

5

111105339

10 15

FEESE A0101 $598 - HIO3E(FIIF)

1112007682-0



1843057

Lys Glu Gln Tyr
20

<210> 80
211> 20
<212> PRT
Q13> EREEME (Clostridium perfringens)s

<220>

<221> misc_feature
<222> (1)..(20)
<223> 10-Alpha-131

<400> 80

Thr Phe Ala Glu Glu Arg Lys Glu Gln Tyr Lys Ile Asn Thr Ala Gly
1 5 10 15

Cys Lys Thr Asn
20

<210> 81

21> 21

<212> PRT

Q13> ERENEME (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(21)
<223> 11-Alpha-191

<400> 81
Lys Ile Asn Thr Val Gly Cys Lys Thr Asn Glu Asp Phe Tyr Ala Asp

1 5 10 15

Ile Leu Lys Asn Lys
20

<210> 82
211> 20
<212> PRT
Q13> ERENEME (Clostridium perfringens)

111105339 FEHH3E A0101 $£608 - HO3E(FEIER) 1112007682-0



1843057

<220>

<221> misc_feature
<222> (1)..(20)
<223> 12-Alpha-200

<400> 82

Glu Asp Phe Tyr Ala Asp Ile Leu Lys Asn Lys Asp Phe Asn Ala Trp
1 5 10 15

Ser Lys Glu Tyr
20

<210> 83

211> 20

<212> PRT

Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(20)
<223> 13-Alpha-210

<400> 83

Lys Asp Phe Asn Ala Trp Ser Lys Glu Tyr Ala Arg Gly Phe Ala Lys
1 5 10 15

Thr Gly Lys Ser
20

210> 84
L1> 17
<212> PRT
Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(17)
<223> 14-Alpha-220

<400> &4

111105339 FEHH3E A0101 $£618 - HO3E(RIR) 1112007682-0



1843057

Ala Arg Gly Phe Ala Lys Thr Gly Lys Ser Ile Tyr Tyr Ser His Ala
1 5 10 15

Ser

<210> 85

L1> 17

<212> PRT

Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(17)
<223> 15-Alpha-233

<400> 85
Ser His Ala Ser Met Ser His Ser Trp Asp Asp Trp Asp Tyr Ala Ala

1 5 10 15

Lys

<210> 86
211> 20
<212> PRT
Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(20)
<223> 16-Alpha-240

<400> 86
Ser Trp Asp Asp Trp Asp Tyr Ala Ala Lys Val Thr Leu Ala Asn Ser

1 5 10 15

Gln Lys Gly Thr
20

111105339 FEHH3E A0101 $£628 - HO3E(REIER) 1112007682-0



1843057

<210> 87
211> 16
<212> PRT
Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(16)
<223> 17-Alpha-270

<400> 87

Asp Val Ser Glu Gly Asn Asp Pro Ser Val Gly Asn Asn Val Lys Glu
1 5 10 15

<210> 88
L1> 12
<212> PRT
Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(12)
<223> 18-Alpha-291

<400> 88

Ser Thr Ser Gly Glu Lys Asp Ala Gly Thr Asp Asp
1 5 10

<210> &9

211> 13

<212> PRT

Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(13)
<223> 19-Alpha-309

<400> &9

Lys Thr Lys Asp Gly Lys Thr Gln Glu Trp Glu Met Asp
1 5 10

111105339 FEESE A0101 $638 - HO3E(FIIF)

1112007682-0



1843057

<210> 90

21> 21

<212> PRT

Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(21)
<223> 20-Alpha-320

<400> 90

Asp Asn Pro Gly Asn Asp Phe Met Ala Gly Ser Lys Asp Thr Tyr Thr
1 5 10 15

Phe Lys Leu Lys Asp
20

<210> 91

211> 20

<212> PRT

Q13> ERFEMELEE (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(20)
<223> 21-Alpha-330

<400> 91
Ser Lys Asp Thr Tyr Thr Phe Lys Leu Lys Asp Glu Asn Leu Lys Ile

1 5 10 15

Asp Asp Ile Gln
20

<210> 92
211> 16
<212> PRT
Q13> ERFEMELEE (Clostridium perfringens)

111105339 FEHH3E A0101 $£648 - HO3E(RIER) 1112007682-0



1843057

<220>

<221> misc_feature
<222> (1)..(16)
<223> 22-Alpha-354

<400> 92

Arg Lys Arg Lys Tyr Thr Ala Phe Pro Asp Ala Tyr Lys Pro Glu Asn
1 5 10 15

<210> 93

211> 19

<212> PRT

Q13> ERENEME (Clostridium perfringens)

<220>

<221> misc_feature
<222> (1)..(19)
<223> 23-Alpha-379

<400> 93
Val Val Asp Lys Asp Ile Asn Glu Trp Ile Ser Gly Asn Ser Thr Tyr

1 5 10 15

Asn Ile Lys

210> 94
<211> 215
<212> PRT
<213> kSRR (Amazona aestiva)

<220>

<221> misc_feature

<222> (1)..(215)

223> EEREREAE N (High mobility group protein) Bl

<400> 94

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr
1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro

111105339 FEHH3E A0101 655  HO3E(RIR) 1112007682-0



1843057

Asp Ala

Trp Lys
50

Lys Ala
65

Pro Lys

Arg Pro

Ile Lys

Leu Gly

130

Glu Lys

145

Ala Tyr

Lys Ala

Glu Asp

20

Ser Val Asn
35

Thr Met Ser

Asp Lys Leu

Gly Glu Thr
85

Pro Ser Ala
100

Gly Glu His
115

Glu Met Trp

Lys Ala Ala

Arg Ala Lys
165

Glu Lys Ser
180

Glu Glu Asp
195

25

Phe Ser Glu Phe
40

Ser Lys Glu Lys
55

Arg Tyr Glu Lys
70

Lys Lys Lys Phe

Phe Phe Leu Phe
105

Pro Gly Leu Ser
120

Asn Asn Thr Ala
135

Lys Leu Lys Glu
150

Gly Lys Val Asp

Lys Lys Lys Lys
185

Glu Asp Asp Glu
200

Glu Asp Asp Asp Asp Asp Glu

210

111105339

215

FEESE A0101

Ser Lys Lys

Gly Lys Phe
60

Glu Met Lys
75

Lys Asp Pro
90

Cys Ser Glu

Ile Gly Asp

Ala Asp Asp
140

Lys Tyr Glu
155

Ala Gly Lys
170

Glu Glu Glu

Glu Glu Glu

30

Cys Ser
45

Glu Asp

Asn Tyr

Asn Ala

Phe Arg

110

Val Ala
125

Lys Gln

Lys Asp

Lys Val

Glu

Met

Val

Pro

95

Pro

Lys

Pro

Ile

Val
175

Arg

Ala

Pro

80

Lys

Lys

Lys

Tyr

Ala

160

Ala

Glu Asp Glu Asp

190

Glu Glu Glu Glu

205

$66E - HI3HE(FIIFR)

1112007682-0



1843057

<210> 95

211> 213

<212> PRT

213> JPFFE (Chlamydotis macqueenii)

<220>

<221> misc_feature

<222> (1)..(213)

23> EROHIEESEREE N (High mobility group protein) Bl

<400> 95

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr
1 5 10 15

—

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ser Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Leu Arg Tyr Glu Lys Glu Met Lys Asn Tyr Val Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Phe Arg Pro Lys
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
130 135 140

111105339 FEHH3E A0101 $£678 - HO3E(RIR) 1112007682-0



1843057

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Val Asp Ala Gly Lys Lys Val Val Ala
165 170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Asp
180 185 190

Glu Asp Glu Glu Asp Glu Glu Asp Glu Glu Glu Glu Glu Glu Glu Asp
195 200 205

Glu Asp Asp Asp Asp
210

<210> 96
<211> 209
<212> PRT
213> &85 (Tyto alba)

<220>

<221> misc_feature

222> (1)..(209)

23> ERORIEESEREE N (High mobility group protein) Bl
<400> 96

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr
1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ser Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Leu Arg Tyr Glu Lys Glu Met Lys Asn Tyr Val Pro

111105339 FEHH3E A0101 $688  HO3BH(RIER) 1112007682-0



1843057

65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Phe Arg Pro Lys
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Val Asp Ala Gly Lys Lys Val Val Ala
165 170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Asp
180 185 190

Glu Asp Glu Glu Asp Glu Asp Asp Glu Glu Glu Glu Glu Glu Glu Asp
195 200 205

Glu

<210> 97
211> 209
<212> PRT
<213> GEfEEE (Podiceps cristatus)

<220>

<221> misc_feature

<222> (1)..(209)

23> ERORIEESEREE N (High mobility group protein) Bl

111105339 FEHH3E A0101 $£698  HO3BH(RIER) 1112007682-0



1843057

<400> 97
Met Gly Lys

1

Ala Phe Phe

Asp Ala Ser
35

Trp Lys Thr
50

Lys Ala Asp
65

Pro Lys Gly

Arg Pro Pro

Ile Lys Gly
115

Leu Gly Glu
130

Glu Lys Lys
145

Ala Tyr Arg

Lys Ala Glu

111105339

Gly Asp
5

Val Gln
20

Val Asn

Met Ser

Lys Leu

Glu Thr
85

Ser Ala
100

Glu His

Met Trp

Ala Ala

Ala Lys

165

Lys Ser
180

Pro Lys Lys Pro

Thr Cys Arg Glu
25

Phe Ser Glu Phe
40

Ser Lys Glu Lys
55

Arg Tyr Glu Lys
70

Lys Lys Lys Phe

Phe Phe Leu Phe
105

Pro Gly Leu Ser
120

Asn Asn Thr Ala
135

Lys Leu Lys Glu
150

Gly Lys Val Asp

Arg Gly
10

Glu His

Ser Lys

Gly Lys

Glu Met
75

Lys Asp
90

Cys Ser

Ile Gly

Ala Asp

Lys Tyr

155

Ala Gly
170

Lys

Lys

Lys

Phe

60

Lys

Pro

Glu

Asp

Asp

140

Glu

Lys

Met Ser

Lys Lys
30

Cys Ser
45

Glu Asp

Asn Tyr

Asn Ala

Phe Arg

110

Val Ala
125

Lys Gln

Lys Asp

Lys Val

Ser

15

His

Glu

Met

Val

Pro

95

Pro

Lys

Pro

Ile

Val
175

Tyr

Pro

Arg

Ala

Pro

80

Lys

Lys

Lys

Tyr

Ala

160

Ala

Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Asp

185

FEESE A0101

190

$F708 - H93E(FIIF)

1112007682-0



1843057

Glu Asp Glu Glu Asp Glu Asp Glu Glu Glu Glu Glu Glu Glu Asp Glu

195

Asp

<210> 98
211> 206
<212> PRT

200 205

<213> [ERFIEM#E (Chactura pelagic)

<220>
<221> misc_feature
<222> (1)..(206)

23> BRI EES R S (High mobility group protein) Bl

<400> 98
Met Gly Lys Gly Asp Pro Lys

1 5

Ala Phe Phe Val Gln Thr Cys
20

Asp Ala Ser Val Asn Phe Ser
35

Trp Lys Thr Met Ser Ser Lys
50 55

Lys Ala Asp Lys Leu Arg Tyr
65 70

Pro Lys Gly Glu Thr Lys Lys
85

Arg Pro Pro Ser Ala Phe Phe
100

Lys Pro Arg Gly Lys Met Ser Ser Tyr
10 15

Arg Glu Glu His Lys Lys Lys His Pro
25 30

Glu Phe Ser Lys Lys Cys Ser Glu Arg
40 45

Glu Lys Gly Lys Phe Glu Asp Met Ala
60

Glu Lys Glu Met Lys Asn Tyr Val Pro
75 80

Lys Phe Lys Asp Pro Asn Ala Pro Lys
90 05

Leu Phe Cys Ser Glu Phe Arg Pro Lys
105 110

111105339 FEESE A0101 $F718 - H93E(FIIFR)

1112007682-0



1843057

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Val Asp Ala Gly Lys Lys Val Val Ala
165 170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Asp
180 185 190

Glu Asp Glu Glu Asp Glu Asp Asp Glu Glu Glu Glu Glu Glu
195 200 205

<210> 99

<211> 206

<212> PRT

<213> A5 ERE (Tauraco erythrolphus)

<220>

<221> misc_feature

222> (1)..(2006)

23> ERORIEESEREE N (High mobility group protein) Bl
<400> 99

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr
1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ser Lys Glu Lys Gly Lys Phe Glu Asp Met Ala

111105339 FEHH3E A0101 $£728  HO3E(REIER) 1112007682-0



1843057

50 55 60

Lys Ala Asp Lys Leu Arg Tyr Glu Lys Glu Met Lys Asn Tyr Val Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Phe Arg Pro Lys
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Val Asp Ala Gly Lys Lys Val Val Ala
165 170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Asp
180 185 190

Glu Glu Glu Glu Asp Glu Asp Asp Glu Glu Glu Glu Glu Glu
195 200 205

<210> 100
211> 203
<212> PRT
213> HEZE (Phaethon lepturus)

<220>

<221> misc_feature

<222> (1)..(203)

23> EROHIEESEREE N (High mobility group protein) Bl

111105339 FEHH3E A0101 $£738  HO3E(REIER) 1112007682-0



1843057

<400> 100
Met Gly Lys

1

Ala Phe Phe

Asp Ala Ser
35

Trp Lys Thr
50

Lys Ala Asp
65

Pro Lys Gly

Arg Pro Pro

Ile Lys Gly
115

Leu Gly Glu
130

Glu Lys Lys
145

Ala Tyr Arg

Lys Ala Glu

111105339

Gly Asp
5

Val Gln
20

Val Asn

Met Ser

Lys Leu

Glu Thr
85

Ser Ala
100

Glu His

Met Trp

Ala Ala

Ala Lys

165

Lys Ser
180

Pro Lys Lys Pro

Thr Cys Arg Glu
25

Phe Ser Glu Phe
40

Ser Lys Glu Lys
55

Arg Tyr Glu Lys
70

Lys Lys Lys Phe

Phe Phe Leu Phe
105

Pro Gly Leu Ser
120

Asn Asn Thr Ala
135

Lys Leu Lys Glu
150

Gly Lys Val Asp

Arg Gly
10

Glu His

Ser Lys

Gly Lys

Glu Met
75

Lys Asp
90

Cys Ser

Ile Gly

Ala Asp

Lys Tyr

155

Ala Gly
170

Lys

Lys

Lys

Phe

60

Lys

Pro

Glu

Asp

Asp

140

Glu

Lys

Met Ser

Lys Lys
30

Cys Ser
45

Glu Asp

Asn Tyr

Asn Ala

Phe Arg

110

Val Ala
125

Lys Gln

Lys Asp

Lys Val

Ser

15

His

Glu

Met

Val

Pro

95

Pro

Lys

Pro

Ile

Val
175

Tyr

Pro

Arg

Ala

Pro

80

Lys

Lys

Lys

Tyr

Ala

160

Ala

Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Asp

185

FEESE A0101

190

HB748 - HO3E(FIIFR)

1112007682-0



1843057

Glu Asp Glu Glu Asp Glu Asp Asp Glu
195 200

<210> 101
<211> 201
<212> PRT

Glu Glu

13> HEMEVDEE (Pterocles gutturalis)

<220>
<221> misc_feature
<222> (1)..(201)

223> ETIEERS R E H (High mobility group

<400> 101

Met Gly Lys Gly Asp Pro Lys Lys Pro
1 5

Ala Phe Phe Val Gln Thr Cys Arg Glu
20 25

Asp Ala Ser Val Asn Phe Ser Glu Phe
35 40

Trp Lys Thr Met Ser Ser Lys Glu Lys
50 55

Lys Ala Asp Lys Leu Arg Tyr Glu Lys
65 70

Pro Lys Gly Glu Thr Lys Lys Lys Phe
85

Arg Pro Pro Ser Ala Phe Phe Leu Phe
100 105

Ile Lys Gly Glu His Pro Gly Leu Ser
115 120

Leu Gly Glu Met Trp Asn Asn Thr Ala

111105339 FEESE A0101

Arg Gly Lys Met Ser
10

Glu His Lys Lys Lys
30

Ser Lys Lys Cys Ser
45

Gly Lys Phe Glu Asp
60

Glu Met Lys Asn Tyr
75

Lys Asp Pro Asn Ala
90

Cys Ser Glu Phe Arg
110

Ile Gly Asp Val Ala
125

Ala Asp Asp Lys Gln

protein) Bl

Ser Tyr
15

His Pro

Glu Arg

Met Ala

Val Pro

80

Pro Lys

95

Pro Lys

Lys Lys

Pro Tyr

$758 - H93E(FIIFR)

1112007682-0



1843057

130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Val Asp Ala Thr Lys Lys Val Val Ala
165 170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Asp
180 185 190

Glu Asp Glu Glu Asp Glu Asp Asp Glu
195 200

Q10> 102
Q11> 200
<212> PRT
<213> AFIMEERS (Gavia stellate)

<220>

<221> misc_feature

<222> (1)..(200)

23> EROHIEESEREE N (High mobility group protein) Bl

<400> 102
Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr

1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ser Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Leu Arg Tyr Glu Lys Glu Met Lys Asn Tyr Val Pro
65 70 75 80

111105339 FEHH3E A0101 #7682  HO3EH(RIR) 1112007682-0



1843057

Pro Lys Gly Glu Thr Lys Lys Lys Phe

85

Lys Asp Pro Asn Ala Pro Lys
90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Phe Arg Pro Lys

100 105

Ile Lys Gly Glu His Pro Gly Leu Ser

Leu Gly Glu Met Trp Asn Asn Thr
130

Glu Lys Lys Ala Ala Lys Leu Lys

145

115 120

135

150

110

Ile Gly Asp Val Ala Lys Lys
125

Ala Ala Asp Asp Lys Gln Pro Tyr

140

Glu Lys Tyr Glu Lys Asp Ile Ala

155 160

Ala Tyr Arg Ala Lys Gly Lys Val Asp Ala Gly Lys Lys Val Val Ala

165

170 175

Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Asp

180 185

Glu Asp Glu Glu Asp Glu Asp Glu

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

195 200

103
176
PRT
BEES, (Nannospalax ehrenbergi)

misc_feature
(1)..(176)
B REEH (High mobility

103

190

group protein)

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr

1

5

111105339 FEESE A0101

10 15

HB778 - H93E(FIIFR)
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Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ala Glu Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Val
165 170 175

<210> 104
211> 176
<212> PRT
213>  ZHEEEFE (Gekko japonicas)

<220>
<221> misc_feature
222> (1)..(176)

111105339 FEHH3E A0101 $£788  HO3EH(RIR) 1112007682-0
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223> EEREREAE N (High mobility group protein) Bl
<400> 104
Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr

1 5 10 15

Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro
20 25 30

Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg
35 40 45

Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala
50 55 60

Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro
65 70 75 80

Pro Lys Gly Glu Thr Lys Lys Lys Phe Glu Asp Pro Asn Ala Pro Lys
85 90 05

Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys
100 105 110

Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys
115 120 125

Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr
130 135 140

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala
145 150 155 160

Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Val
165 170 175

<210> 105
211> 175

111105339 FEHH3E A0101 $£798  HO3E(RIR) 1112007682-0
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<212> PRT

<213> #I§ (Tupaia chinensis)

<220>
<221> misc_feature
222> (1)..(17%

223> EREREREAENE (High mobility group

<400> 105
Met Gly Lys Gly Asp Pro

1 5

Ala Phe Phe Val Gln Thr
20

Asp Ala Ser Val Asn Phe
35

Trp Lys Thr Met Ser Ala
50

Lys Ala Asp Lys Ala His
65 70

Pro Lys Gly Glu Thr Lys
85

Arg Pro Pro Ser Ala Phe
100

Ile Lys Gly Glu His Pro
115

Leu Gly Glu Met Trp Asn
130

Lys

Cys

Ser

Lys

55

Tyr

Lys

Phe

Gly

Asn
135

Lys Pro Arg Gly
10

Arg Glu Glu His
25

Glu Phe Ser Lys
40

Glu Lys Gly Lys

Glu Arg Glu Met
75

Lys Phe Lys Asp
90

Leu Phe Cys Ser
105

Leu Ser Ile Gly
120

Thr Ala Ala Asp

Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr
145 150 155
111105339 FRERSE A0101

protein) Bl

Lys Met Ser Ser Tyr
15

Lys Lys Lys His Pro
30

Lys Cys Ser Glu Arg
45

Phe Glu Asp Met Ala
60

Lys Thr Phe Ile Pro
80

Pro Asn Ala Pro Lys
05

Glu Tyr Arg Pro Lys
110

Asp Val Ala Lys Lys
125

Asp Lys Gln Pro Tyr
140

Glu Lys Asp Ile Ala
160

$80E - HI3HE(FIIF)

1112007682-0
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Ala Tyr Arg Ala Lys
165

<210> 106
QLll> 272
<212> PRT

Gly Lys Pro Asp Ala Ser Lys Lys Gly Val
170 175

<213> JFZf(Gallus gallus)

<220>
<221> misc_feature
222> (1)..(272)

<223> HEICD154 (JHZE(Gallus gallus))

<400> 106

Met Asn Glu Ala Tyr
1 5

Ser Pro Ser Thr Met
20

Val Val Gln Thr Ile
35

Lys Met Asp Lys Met
50

Phe Leu Arg Lys Val
65

Thr Leu Leu Asp Cys
85

Cys Lys Asp Arg Thr
100

Arg Gly His Glu His
115

111105339

Ser Pro Ala Ala Pro Arg Pro Met Gly Ser Thr
10 15

Lys Met Phe Met Cys Phe Leu Ser Val Phe Met
25 30

Gly Thr Val Leu Phe Cys Leu Tyr Leu His Met
40 45

Glu Glu Val Leu Ser Leu Asn Glu Asp Tyr Ile
55 60

Gln Lys Cys Gln Thr Gly Glu Asp Gln Lys Ser
70 75 80

Glu Lys Val Leu Lys Gly Phe Gln Asp Leu Gln
90 05

Ala Ser Glu Glu Leu Pro Lys Phe Glu Met His
105 110

Pro His Leu Lys Ser Arg Asn Glu Thr Ser Val
120 125

FEESE A0101 $81E - HI3E(FIIF)

1112007682-0
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Ala Glu Glu Lys Arg Gln Pro Ile Ala Thr His Leu Ala Gly Val Lys
130 135 140

Ser Asn Thr Thr Val Arg Val Leu Lys Trp Met Thr Thr Ser Tyr Ala
145 150 155 160

Pro Thr Ser Ser Leu Ile Ser Tyr His Glu Gly Lys Leu Lys Val Glu
165 170 175

Lys Ala Gly Leu Tyr Tyr Ile Tyr Ser Gln Val Ser Phe Cys Thr Lys
180 185 190

Ala Ala Ala Ser Ala Pro Phe Thr Leu Tyr Ile Tyr Leu Tyr Leu Pro
195 200 205

Met Glu Glu Asp Arg Leu Leu Met Lys Gly Leu Asp Thr His Ser Thr
210 215 220

Ser Thr Ala Leu Cys Glu Leu Gln Ser Ile Arg Glu Gly Gly Val Phe
225 230 235 240

Glu Leu Arg Gln Gly Asp Met Val Phe Val Asn Val Thr Asp Ser Thr
245 250 255

Ala Val Asn Val Asn Pro Gly Asn Thr Tyr Phe Gly Met Phe Lys Leu
260 265 270

<210> 107
211> 261
<212> PRT
213> A (Homo sapiens)

<220>

<221> misc_feature

<222> (1)..(261)

<223> APICD154 & A (Homo sapiens)
<400> 107

Met Ile Glu Thr Tyr Asn Gln Thr Ser Pro Arg Ser Ala Ala Thr Gly

111105339 FEHH3E A0101 $828  HO3E(RIR) 1112007682-0
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Leu Pro

Ile Thr

Arg Leu
50

Phe Met

65

Leu Leu

Asp Ile

Met Gln

Glu Ala

130

Tyr Tyr

145

Leu Thr

Phe Cys

Leu Cys

111105339

Ile

Gln

35

Asp

Lys

Asn

Met

Lys

115

Ser

Thr

Val

Ser

Leu
195

Ser

20

Met

Lys

Thr

Cys

Leu

100

Gly

Ser

Met

Lys

Asn

180

Lys

Met

Ile

Ile

Ile

Glu

85

Asn

Asp

Lys

Ser

Arg

165

Arg

Ser

Lys Ile Phe

Gly Ser Ala
40

Glu Asp Glu
55

Gln Arg Cys
70

Glu Ile Lys

Lys Glu Glu

Gln Asn Pro
120

Thr Thr Ser
135

Asn Asn Leu
150

Gln Gly Leu

Glu Ala Ser

Pro Gly Arg
200

Met

25

Leu

Arg

Asn

Ser

Thr

105

Gln

Val

Val

Tyr

Ser

185

Phe

FEESE A0101

10

Tyr Leu

Phe Ala

Asn Leu

Thr Gly
75

Gln Phe
90

Lys Lys

Ile Ala

Leu Gln

Thr Leu
155

Tyr Ile
170

Gln Ala

Glu Arg

Leu Thr Val
30

Val Tyr Leu
45

His Glu Asp
60

Glu Arg Ser

Glu Gly Phe

Glu Asn Ser
110

Ala His Val
125

Trp Ala Glu
140

Glu Asn Gly

Tyr Ala Gln

Pro Phe Ile
190

Ile Leu Leu
205

15

Phe

Phe

Leu

Val

95

Phe

Ile

Lys

Lys

Val

175

Ala

Arg

Leu

Arg

Val

Ser

80

Lys

Glu

Ser

Gly

Gln

160

Thr

Ser

Ala

838 - HIO3HE(FIIF)

1112007682-0
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Ala Asn Thr His Ser Ser Ala Lys Pro Cys Gly Gln Gln Ser Ile His

210

215 220

Leu Gly Gly Val Phe Glu Leu Gln Pro Gly Ala Ser Val Phe Val Asn

225

230 235 240

Val Thr Asp Pro Ser Gln Val Ser His Gly Thr Gly Phe Thr Ser Phe

245 250 255

Gly Leu Leu Lys Leu

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

260

108

11

PRT

21 A (Homo sapiens)

misc_feature

(LHy..(1DH
BB ARICD154 2 A (Homo sapiens)

108

Trp Ala Glu Lys Gly Tyr Tyr Thr Met Ser Cys

1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

5 10

109

11

PRT

JEZE(Gallus gallus)

misc_feature
(LHy..(1DH
Zny CDISAMERR  JH&E(Gallus gallus)

109

Trp Met Thr Thr Ser Tyr Ala Pro Thr Ser Ser

1

5 10

111105339 FEESE A0101 $84E - HIO3HE(FIIF)

1112007682-0
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<210> 110
211> 10
<212> PRT
<213> WEEE (Anas sp.)

<220>

<221> misc_feature

<222> (1)..(10)

<223> WRHJ CDIS4RERK TRJ& (Anas sp.)

<400> 110

Trp Asn Lys Thr Ser Tyr Ala Pro Met Asn
1 5 10

<210> 111
<211> 10
<212> PRT
Q213> /NEE Mus sp.)

<220>

<221> misc_feature

<222> (1)..(10)

<223> /NEMICDIS4HERR /NEE (Mus p.)

<400> 111

Trp Ala Lys Lys Gly Tyr Tyr Thr Met Lys
1 5 10

<210> 112
211> 10
<212> PRT
213> F4 (Bos Taurus)

<220>

<221> misc_feature

<222> (1)..(10)

<223> APICDLSANERR 224 (Bos taurus)

<400> 112

Trp Ala Pro Lys Gly Tyr Tyr Thr Leu Ser
1 5 10

111105339 FEESE A0101 #5858 - HI3E(FIIF)

1112007682-0
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<210> 113
<211> 139
<212> PRT
Q213> ATLFH

<220>
Q23> &Ry EfE( Heavy chain) » $ESCHE( Leader)
5 (sequence)-FR1-CDR1 -FR2-CDR2-FR3-CDR3-FR4
<400> 113
Met Ala Val Leu Ala Leu Leu Leu Cys Leu Val Ala Phe Pro Ser Cys

1 5 10 15

Thr Leu Ser Gln Val Gln Leu Lys Glu Ser Gly Pro Gly Leu Val Ala
20 25 30

Pro Ser Gln Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu
35 40 45

Thr Thr Tyr Asp Ile Asn Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu
50 55 60

Glu Trp Leu Gly Ile Ile Trp Thr Gly Gly Gly Thr Asn Tyr Asn Ser
65 70 75 80

Ala Phe Met Ser Arg Leu Ser Ile Ser Lys Asp Asn Ser Lys Ser Gln
35 90 95

Val Phe Leu Lys Met Asn Ser Leu Gln Thr Asp Asp Thr Ala Ile Tyr
100 105 110

Tyr Cys Val Arg Asp Arg Gly Tyr Tyr Val Tyr Tyr Ser Met Asp Tyr
115 120 125

Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser
130 135

<210> 114

111105339 FEHH3E A0101 $86H  HI3BH(RIEKR) 1112007682-0
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211> 127
<212> PRT
Q213> ATLFH

<220>
<223> &ERY CEEEE (Light chain) » #EZCHE (Leader)
Fe5l( sequence }-FR1-CDR1 -FR2-CDR2-FR3-CDR3-FR4

<400> 114
Met Met Ser Ser Ala Gln Phe Leu Gly Leu Leu Leu Leu Cys Phe Gln

1 5 10 15

Gly Thr Arg Cys Asp Ile Gln Met Thr Gln Thr Thr Ser Ser Leu Ser
20 25 30

Ala Ser Leu Gly Asp Arg Val Thr Ile Ser Cys Arg Ala Ser Gln Asp
35 40 45

Ile Ser Asn Tyr Leu Asn Trp Tyr Gln Gln Lys Pro Asp Gly Thr Val
50 55 60

Lys Leu Leu Ile Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser
65 70 75 80

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser
85 90 05

Asn Leu Glu Gln Glu Asp Ile Ala Thr Tyr Phe Cys Gln Gln Gly Asn
100 105 110

Met Phe Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
115 120 125

<210> 115
211> 264
<212> PRT
Q213> ATLFY

<220>
<223> G LR

111105339 FEHH3E A0101 $878  HO3EH(RIER) 1112007682-0
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<400> 115

Met Thr Gln Ser Gln Lys Phe Met Ser Thr Ser Val Gly Asp Arg Val
1 5 10 15

Ser Val Thr Cys Lys Ala Ser Gln Asn Val Gly Thr Asn Val Ala Trp
20 25 30

Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Ala Leu Ile Tyr Ser Ala
35 40 45

Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser
50 55 60

Gly Thr Asp Phe Thr Leu Thr Ile Ser Asn Val Gln Ser Glu Asp Leu
65 70 75 80

Ala Asp Tyr Phe Cys Gln Gln Tyr Ser Ser Tyr Pro Leu Thr Phe Gly
85 90 05

Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Ser Ser Arg Ser Ser Leu
100 105 110

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Thr
115 120 125

Ser Val Arg Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
130 135 140

Tyr Ile Tyr Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
145 150 155 160

Gly Trp Ile Tyr Pro Gly Asn Val Asn Thr Lys Tyr Asn Glu Lys Phe
165 170 175

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr
180 185 190

111105339 FEHH3E A0101 $888E  HO3BH(RIEKR) 1112007682-0
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Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys
195 200 205

Ala Arg Arg Gly Thr Gly Thr Val Val Phe Asp Tyr Trp Gly His Gly
210 215 220

Thr Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Thr
225 230 235 240

Ser Gly Gln Ala Gly Gln His His His His His His Gly Ala Tyr Pro
245 250 255

Tyr Asp Val Pro Asp Tyr Ala Ser
260

<210> 116
211> 10
<212> PRT
Q213> ATLFY

<220>
<Q23> &Y - Efd(Heavy chain) (DRI

<400> 116
Gly Phe Ser Leu Thr Thr Tyr Asp Ile Asn

1 5 10

<210> 117
211> 16
<212> PRT
Q213> ATLFY

<220>
Q23> &Y - EfE( Heavy chain) (DR2

<400> 117
Ile Ile Trp Thr Gly Gly Gly Thr Asn Tyr Asn Ser Ala Phe Met Ser

1 5 10 15

<210> 118
L21l> 12

111105339 FEHH3E A0101 5898  HO3BH(RIER) 1112007682-0
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<212> PRT
Q213> ATLFH

<220>
Q23> &Y EfE( Heavy chain) (DR3

<400> 118

Asp Arg Gly Tyr Tyr Val Tyr Tyr Ser Met Asp Tyr
1 5 10

<210> 119
21> 11

<212> PRT
Q213> ATLFY

<220>
<223> &ERY ¢ EEE#( Light chain) (DRI

<400> 119
Arg Ala Ser Gln Asp Ile Ser Asn Tyr Leu Asn

1 5 10

<210> 120
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> &RY C EEEE(Light chain) (DR2

<400> 120
Tyr Thr Ser Arg Leu His Ser

1 5

<210> 121
L2ll> 9

<212> PRT
Q213> ATLFY

<220>
<223> &R EEEE (Light chain) CDR3

<400> 121

111105339 FEHH3E A0101 $908E - HO3E(RIR) 1112007682-0
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Gln Gln Gly Asn Met Phe Pro Trp Thr
1 5

<210> 122
Q21> 5

<212> PRT
Q213> ATLFY

<220>
<223> EHErY T VH - (DRI

<400> 122
Asn Tyr Tyr Ile Tyr

1 5

<210> 123
L1> 17
<212> PRT
Q213> ATLFY

<220>
<223> HEHERY  VH > CDR2

<400> 123

Trp Ile Tyr Pro Gly Asn Val Asn Thr Lys Tyr Asn Glu Lys Phe Lys

1 5 10

Gly

<210> 124
21> 11

<212> PRT
Q213> ATLFY

<220>
<223> EHEPY T VH > CDR3

<400> 124

Arg Gly Thr Gly Thr Val Val Phe Asp Tyr Trp
1 5 10

111105339 FEESE A0101

15

$FI1E - HO3E(FIIF)

1112007682-0
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<210> 125
21> 11

<212> PRT
Q213> ATLFY

<220>
<223> HHEr T VL > (DRI

<400> 125

Lys Ala Ser Gln Asn Val Gly Thr Asn Val Ala
1 5 10

<210> 126
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> EHERY T VL > CDR2

<400> 126

Ser Ala Ser Tyr Arg Tyr Ser
1 5

<210> 127
L2ll> 9

<212> PRT
Q213> ATLFY

<220>
<223> EHE > VL - CDR3

<400> 127
Gln Gln Tyr Ser Ser Tyr Pro Leu Thr

1 5

<210> 128
21> 21

<212> DNA
Q213> ATLFY

<220>
<223> ERY ¢ AOXSeqF

111105339 FEHH3E A0101 $928 - HO3E(RIR) 1112007682-0
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<400> 128
gactggttce aattgacaag ¢ 21

<210> 129
21> 21

<212> DNA
Q213> ATLFY

<220>
<223> &Y ¢ AOXSeqR

<400> 129
gcaaatggca ttctgacate ¢ 21

111105339 FEHH3E A0101 5938  HO3EH(RIR) 1112007682-0
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