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gtato] A A 60-S thAt o & A 2-3 A7 Ao A
st ek AA A 7 SARTEYH A 7 FSae A &
= ol s> A o] Wl el Aol wpet 5 o
A1t A wl A A2 EES (ABMR) i 1270, T A3 w74 7] 3 uk-%
(ABMR) - 871, BK B}o] 2] 2~ 218 5 (BKVN) - 571, =& o] /o] gl+=
(NOMOA) * 117}, @ 71% 2} (DONOR) * 247, 35 T o] A &
7HA Aol AWM A 9 EE L) o] A= ol el o =T # H U 9 E]
A0S wol A3t o, BE Aol Al AW 5o 5 ok}

il

[EA] <l 2]
2R AR 7HE D AaF £

a1 ¥ Pisitkun et al. (2004) 2 Alvarez et al.
2] Z A F- 2] (step-wise ultracentrifugation)
o=, 24 Ay FA7HAFEFE 30 mL

ool AWM AN EE FRe o, A47be] A Al F ol 400 pl ZZEH|oLA
A3 Al < 3= [50 uM 4-(2-animoethyl) benzensulfonyl fluoride
hydrolchloride(AEBSF-HCI, A] =27} ¢-= 2] A]), 2 uM Leupeptin-hemisulfate(A] “Z 7}
&= %)), ¥ 3.3 mM Sodium azide(A| L7} =8 XD E #H7FsEA . A
A 3 (whole cell), 71 o % 9] Z}(large membrane particles), 2 TF S 28] & E§h6h=
2 A & (urinary sediments)S- | A3F7] $8lo], A Al &5 4,000 rpm, 4°C ol A
154 F Al et ar, ALRE FES w7bA -80°Cel| Batkste] A3
AL&-8F3l Tt

A5, YEd 2RSS A4 15 mL UF s
oS Aol A 155 FoF 17,000xgel A 4 H-2) &t
T3k th. SN1-2 Beckman Coulter Optima L-80xp
(Beckman Coulter, Brea, CA, USA)E A-&38}o] Ao A 70 ¥ 5
200,000xgoll A 2= 4] A AT A oS B 2] ol 2 ElE 11 mLe| DPBSel
S A A A H T oS A -0l A 705 B <F 200,000xg0l A ThA] Z
WA Z T A NS B o A A4S el s v Py B AAE R
A eFsle] ALE-3F3lH
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Az, A 7183 9 43

(SN
o] 7], EE SW40Ti
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ZREH YA FAE A AE S0 4 :
AR AAE Jelol=2 EFES HAXT A CI8 JH AR EIY IS
AbgSte] AZA 7 TFe Yo% ol A 3 2w} E 712 9] (nano-flow liquid
chromatography) @} 2 3+ 31373l 5 2 % -2 (high resolution mass
spectrometry) S 2 ¥ 5} 31t}
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4-1. ABMR $hz}o] vt 2l vpo]l @ wpo] 84l 3 1 x} M

419370 9] A ehelA =22 E] Zhzto] W) ohA] T15-& st 54
nlo] @ npA & A el 312} 5191 © 1] Proteome Discoverer 2.2 (Thermo Fisher
Scientific)& AF-g38to] A& dlolg o] 2~ ¥4 2 &bl 3 7] A 2¥(label free
quantitation, LFQ) +-21-2 A 83} o] 18207 2] 4™ A A @il A S 1315t

182074 2] ¥ A4k b Fo] M ABMR w2 TS < = A E
Adksty] fate], WA T HAEE ARS8 NOMOA 2 Donor “L5 3 H| 1l 8}o
ABMR 1350 A4 f-2] 81 A] tF& 3 o A H] (abundance) & 2 W A S
134 o g2 kg A} 10871 2] Wi H o] ABMR ol ARk 5ol H o 2 ik ¥ =
A= F 8k tHp<0.05).

t}8-© & NOMOA 13 ABMR “13 wH& 8] 1 3fo] 2H]] o] Abo] ul-&] gk
zho] & Hol= vl Ag 8914t A 7 83470 T A o] A ¥ 9] th(p<0.05).
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[111] 1]
NOMOA, DONOR 2} ABMR 0| A 2}o] & Hool= ¢hil 4 5-5.(46F)
5= | Protein |Abundan| Abundan| T T T T A
W& | FDR |ceRatio:| ce Ratio |testNO |testAB |testAB [testAB
Confiden |(ABMR) | P-Value: [MOAv| MRvs | MR |[MR vs
ce: / (ABMR)/| sABM |TCMR | vsBK | donor
Combine | (NOMO | (NOMO | R VN
d A) A)
Q070 | High 4276 |0.000125 [ 0.001 [0.267 | 0.525 [0.051 |HLA classI
00 histocompati
bility antigen
O151| High 0.423 |0.018431 [ 0.001 [0.021 |0.044 [0.127 |Actin-related
44 protein 2/3
complex
subunit 2
P0101| High 6.23 |8.81E-10 | 0.003 | 0.007 | 0.324 | 0.002 |Angiotensino
9 gen
Q9NZ| High 0.273 [0.022965 | 0.003 | 0.041 | 0.227 [ 0.000 |Glycolipid
D2 transfer
protein
P0O869| High 3.009 10.000109 | 0.007 | 0.018 | 0.023 [ 0.005 |Alpha-2-anti
7 plasmin
P0265| High 4.085 |9.45E-07 [ 0.007 [0.975 |0.328 [ 0.005 |Apolipoprote
2 in A-II
PO100| High 2.679 | 0.00045 | 0.008 [0.060 |0.138 [0.001 |Antithrombin
8 111
P6224| High 0.21 0.00477 |0.008 [0.129 | 0.122 | 0.003 [40S
4 ribosomal
protein S15a
P0264| High 3.143 |6.21E-05 | 0.009 | 0.019 | 0.651 | 0.001 |Apolipoprote
7 in A-I
Q165 | High 0.378 [0.009505 | 0.009 [0.005 | 0.201 [0.001 |Synaptophysi
63 n-like protein
1
Q9U | High 4342 |1.28E-08 | 0.010 [0.580 | 0.053 [0.085 |Fetuin-B
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GM5
P1842| High 3.655 |7.69E-06 | 0.011 |0.020 | 0.004 [0.001 |Lipopolysacc
8 haride-bindin
g protein
P2129| High 0.395 [0.013813 | 0.012 | 0.013 | 0.045 | 0.047 |Cysteine and
1 glycine-rich
protein
P1529| High 3.045 |9.35E-05 | 0.014 |0.034 | 0.157 [0.010 |Beta-1,4-gala
1 ctosyltransfer
ase 1
P0275| High 3902 [2.92E-06 | 0.014 | 0.037 | 0.047 |0.008 |Retinol-bindi
3 ng protein 4
P5470| High 0.27 10.042444 | 0.016 |0.154 | 0.272 | 0.030 |Sodium/potas
9 sium-transpor
ting ATPase
subunit
beta-3
Q8W | High 0.215 [0.004434 | 0.016 | 0.004 | 0.250 | 0.001 |Solute carrier
WT9 family 13
member 3
P0103| High 4.863 |[1.24E-08 | 0.017 | 0.011 | 0.026 |0.016 |Cystatin-C
4
P0074| High 6.285 |7.42E-10 | 0.018 | 0.015 [ 0.016 |0.008 |Complement
6 factor D
P2962| High 3.368 |[2.45E-05 | 0.018 |0.026 | 0.048 [0.013 |Kallistatin
2
PODJI| High 0.353 [0.047116 | 0.020 | 0.498 | #DIV/ | #DIV/ |Serum
8 0! 0! |amyloid A-1
protein
P2181| High 2.565 [0.000742 | 0.020 | 0.255 | 0.968 |0.101 |Biglycan
0
P1417| High 0.133 [6.23E-09 | 0.022 | 0.085 | 0.124 | 0.048 |Macrophage
4 migration
inhibitory
factor
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P2716| High 4935 |6.45E-08 | 0.023 | 0.045 | 0.023 | 0.021 |Serum
9 paraoxonase/
arylesterase
1
P0073| High 3.597 |[9.72E-06 | 0.023 | 0.078 | 0.041 [0.013 [Prothrombin
4
Q154 | High 2.348 [0.000814 | 0.027 | 0.405 | 0.388 | 0.046 |Ficolin-2
85
Q060 | High 2.086 [0.013977 | 0.031 | 0.015 | 0.053 | 0.036 |Inter-alpha-tr
33 ypsin
inhibitor
heavy chain
H3
P0554| High 3.667 |7.34E-06 | 0.033 | 0.123 | 0.067 | 0.019 |Heparin
6 cofactor 2
Q86Y | High 0.253 | 0.00696 |0.034 | 0.626 |#DIV/|0.061 |Keratin, type
46 0! II
cytoskeletal
73
Q925 | High 2.658 [0.005751 | 0.034 | 0.232 | 0.630 | 0.027 |Protein
20 FAM3C
P0668| High 3.37 [2.43E-05 | 0.035 | 0.061 | 0.057 |0.011 |Complement
1 Cc2
P0427| High 2461 [0.000239 | 0.037 | 0.442 | 0.061 |0.025 |Sex
8 hormone-bin
ding
globulin
Q9BZ| High 0.472 [0.049706 | 0.037 | 0.778 | 0.205 | 0.006 |Uveal
F9 autoantigen
with
coiled-coil
domains and
ankyrin
repeats
Q9Y5| High 0.402 [0.043272 | 0.038 | 0.006 | 0.618 |0.003 |Sorting and
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12 assembly
machinery
component
50 homolog
Q928 | High 0.329 {0.029713 | 0.038 | 0.011 | 0.423 | 0.000 |Kinesin-asso
45 ciated protein
3
0146 | High 2.267 (0.017737 | 0.039 | #DIV/|0.056 |#DIV/ |Torsin-1B
57 0! 0!
Q969 | High 0.439 [0.032975 | 0.040 | 0.024 | 0.108 | 0.000 |Protein
L2 MAL2
PODO| High 2.562 [0.000752 | 0.041 | 0.191 | 0.183 | 0.003 |Immunoglob
Y2 ulin lambda
constant 2
P1167| High 0.242  [0.023956 | 0.042 | 0.343 | #DIV/|0.166 |Eosinophil
8 0! peroxidase
P0186| High 4.256 |7.56E-07 | 0.044 |0.147 | 0.105 | 0.022 |Immunoglob
0 ulin heavy
constant
gamma 3
Q999 | High 5.61 [6.48E-09 | 0.046 | 0.053 | 0.144 | 0.038 |Myocilin
72
P2006| High 4.436 |(0.000954 | 0.046 |0.912 |#DIV/ |#DIV/ |Transcobala
2 0! 0!  |min-2
P2657| High 3.104 |6.07E-06 | 0.046 | 0.035 | 0.198 | 0.229 |Alpha-1,3-m
2 annosyl-glyc
oprotein
2-beta-N-acet
ylglucosamin
yltransferase
0148 | High 4.395 [0.000457 | 0.047 | 0.176 | 0.454 |0.132 |Interferon
96 regulatory
factor 6
P1454| High 2464 [0.001158 | 0.050 | 0.077 |0.127 | 0.032 |Nidogen-1
3
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[112]
[113]

[114]

[115]
[116]

20
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