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&4 el AsA FA Lol (& [Watanabe et al., Nat Immunol. 4:670-679, 2003]). BILA: Z5=7)
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A9 Jdol] Holm 3t ofniAt WM (S 5], A, A4 H/xEE X3HE TIFALY/EAZ
2k oju| At WSIR o] FAX A/ ele] gt ofn At WStRE o] FojX| = Wolo]ar; (1B) LCR A
3 (842n), = o]¢t Hol%w 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M F FUAAEG ztu
AN FHoll HoJm Ffe] opnjial WM (S S, A, A Z/xE X3HE LAY/ A H
olg]gh ofu|:=ak WSIR o] FojXAL}/o]ef gt ofu| it WSIR o] Fojx= WHoelFelm | o7 n& 1, 0
WA 24 F o= shbolAY; (2A) HOR AME2 AEWE (67+2n), E=v o9k Hol%= 90%, 91%, 92%, 93%,
94%, 95%, 96%, 97%, 98%, 99% M ¥E TUYE Zty FH ZHASNT GG Hom st ofn Al WS (dE
o], A9, A4 2/EE A3HE 2/ EAA R ol ofu| At WERE o] Fojx AL}/l gt o
A W3R o] Fojx|= Wolgolar; (2B) LOR MES MEWHT (68+2n), E& ol¢t HoJ% 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98%, 99% AME TAHES Z3 A ZHEAdYA GG Aok st ofm Ak W
(dE& B, 49, 24 9/xEe A)E TP AY/BHA Aoz olejgh ofn|il HgtR o] Fo| X ALt/ o8 g
oflu| A4k RstE o] Folx = WHolF ol | o7 nd 0 WA 24 F o= 3litolrt.
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P oS 161 A, 1g62 @A, 163 A Eis

el

ol
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o R R

Y2 o

54 AAPEAA, deld G2 A = ol ¥ 2
IgG4 FAoltt.

o

EX AN, gl GEFE A= 1961 A o]},

EX AAFe A, 1g6l A= AEHs 57, T o]k Holx 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%,

98%, 99% ME FLAE ZEa 1 Qtel ofmiAl WM (A E B, A, A4 Z/Ee XF)E XFste Holy
o] 3 B 9o Mdm, AdHs 58, T o9k Hol%® 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%,
99% M4d FUAAAS ztar 2 Qo ofu|iAt WSH(AdE B, A, A4 2/x+= X3HE Edsis WHolde] H
A EW 9 IS EgIi),

54 AAYE A, 22 FA= (1) A &g AE vl AEZSAHADC) R/EE A &4 AlX A
SEA]ZF8-(ADCP) (A A F243L, G236A, S239D/1332E, S239D/A330L/1332E, S298A/E333A/K334A,
F243L/R292P/Y300L/V3051/P396L, = FcyRIIlaol tidh 23 S712 T8 ADCC7F S7E FaAstEx &
(MFaASE) A (AAW, Fe G990 de= FRASHA & N297))S 2dstar/stAy; (2) 83 wir&
SAAA 7= (A7, T250Q/M428L, M252Y/S254T/T256E) F3f &% 99 ul EdWels Eshshe g6l FA|oltt.

d

Kl

£4 AN, weE B2E A EE old ¥ AT WAL vhix FA, Ag-vkes A A,
QIzkeh @A, %k A, DR o] el GA] L AEAsE FAlol.

oA, &9 AF ©wHE Fab, Fab', F(ab'),, Fy, @Y A}& Fv E& scFyv, tAdvtol= A% |,
V-NAR =w|Ql, IgNar, JQIEZuIH], IgGACH,, WYult], F(ab');, EIEzhY, Egopbiy, tlojuiy], o ©
w9l &), DVD-Ig, Fcab, mAbs, (scFv),, i scFv-Fco]t}.

4 AAGHAA, deld BEE A EE ol G AF WM AwBra /A Q%o BILASH WA u
A, Pk BILASHE A OR WA W g

E4 AN oA, dEd dEFE A e olo Y Ag dHS oF 25 nM, 20 nM, 15 nM, 10 nM, 5 nM, 2
oM, 1 nM, 0.5 oM =+ 1 oJatrt} 2+ K= It BILAo| ZA3jtgtrt.

E4 AN oA, dEE dEFE A T olo Y AF dHS 217k BILAS] oy AEo|H | BTLAo 2] 2
3t Al BILAZRH O te2Ed AsHAES SAAZITE. dF S0, 54 AAIgHolA, BILAZFH th&
Z2E™ NTAGE BAE F2S Asfstar/sAY, TAXE(HE o], (D4, (D8, Thl, TFH, a B *& y & TA
X) 2/ns 83 AX #3435 At

5S4 AA G, ded 9Ee FA T olo] 9 Ash @ HVEMOl wid BILAS Adte AdsiAv/ %

54 AN oA, dd GEE A T ol 9 23 TdAHL 10 mg/kge] £ E BIW«6(dE 9, 21
d Foh) Fo=E w(dE B0, ufg-2d i.p. B FY) F% AT HaE FE3HA gev.
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[0143]
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HASH 2HBES 54 A3FO AR wE oYl EAA Fo Toldd. And KRS AYHoR
Amstaz st dadel AF, dae A4 £ A7 du, Amsug s gee W, = Al o

5 H8aH

Eout o] diak S-BTLA @22 A (0]9 754 &3 E3)E o2 o7 3= Ui A o2 AESH g4
B4 v 39 XNRE ¢ g Xu Fakeh 23R Fod £ Qrt. dF £, did I-BILA ©EE
AT dFxoE EE U X5 BT 34 FoAd £ duk. olE WA AL} QO g2 X7 W2 oA
of, ole} Aoz FAld EE o|Fd AFH F ST}

H&a5d WY Follo 55 A8, Y F-BILA G222 A= A2E I REO|=, Janus 7|UolAl AsA,
ZA Xﬁﬂzﬂ, mTOR A3A, IMDH A3l 2 th2 WA ALt 2E st o] e WAAAe} A Foid
T U

EA AAFeEA, g’ F-BILA SEE AT did, & 59 AViHY ol ekx ' didddA ®E g
59t FAl Eve d&EHoR Fodn. dE £, Ul I-BILA @28 AT st o] WA}
A FolE 5 Q.

EA AAFE A, B&5H A9 FolE o AE S XEse WHe, diddelAl B S -BILA ©
& A, ZEEIREHRZo|E, oE 5o ZE|Zo|=9 Ze i o] HAJAIAIE Foste dAE X
shsh},

N F-BILA @28 A9 ¥E&FoE F Ae "AddAA e, vAH o=, o223 (ibuprofen), W=
=AMl (naproxen), HEZ3 < (diclofenac), A FA|H (celecoxib), ™ 'F2t(mefenamic acid), OEZZAIE

(etoricoxib), ¢1=wEFA] (indomethacin) B & olAv] Ay} e nHl2g Ro|=A A=A FE(NSAID); 3
EEANZEEA 9 ZFEEA IEAHoES e udlgol ofE; =Y<L (prednisone), FHAUE=
(budesonide) % Z#=Y<%EE(prednisolone)d 2L FZE|FAHZo|=; EIAE|Y(tofacitinib)d #&
Janus Z|vbolA]l AafA; AFZ2EH (cyclosporine) E EFAZ @] F 2 (tacrolimus) St £ ZHAlw# ASAl; Al
Z9F~(sirolumus) 2 oW EEF~(everolimus) 2t S mTOR A& A; 2 o}xE] @ ¢ (azathioprine), #=

Fwn = (leflunomide) % who] ZH| = o] E (mycophenolate) 2} 22 IMDH A&7} Este ),
6. Al 3-BTLA ©HE2 3

welo) 714

)
y

S BILA H o]e] g A @] SolAQl ofayrE dIE FAE AT
wEbAl, 2o e) Shte] el HFB6-4 Wit HFB6-50 ojs] A@H o=
A delel e @2 E A B oolef Fe AF i AAss e
3 9l AFet.

oo ooE #E FEle, QIRF BILAC] So]AQl dEld dEE A EE ol 9 Ad dHoRA
A7) GEE A= (la) A9H3 19 HCVR CDR1 Ad, A9WE 29 HCVR CDR2 A9 2 AdWHE 39 HCVR
CDR3 MES ¥3dtale F4) 7P JHCVR) T, (1b) AEHE 49 LCR CDRI A, A<EHE 52 LCVR CDR2
Ad 2@ HEHT 69 LCVR CDR3 AES xaale A2 7bA A A(LCVR); EE (22) AE9¥3E 619 HCVR CDR1
g, A9Hs 629 HCVR CDR2 A1 2 HI¥WE 639 HCVR CDR3 A4S Z3et= 4 7FH o o (HCOWR) I,
(2b) A9HST 649 LCVR CDR1 A, AE¥H3E 659 LCVR CDR2 A9 2 MIWE 662 LCVR CDR3 IS =3t
s A4 7P 49 (LR S X ggsts dald dEE 34 =i ol Y A3 dAS AFd),

B2 AAEE oA, Eﬂﬂ7VMQWR@dIH%%IMTLH% AAZE 7IRkS 2 ¢y, Kabat, Chothia v

Martin(7]% % Chothia) AAI¢} & o} AWH AA] 453t (DR AL A M Aol wa} olslA
=g 4 Q.

A7) 1AE B drE e doo FEjel lojA, AF AAFE A, dEE GEFE A e o9 Idd A o
Hell A, (1A) HCOVR g8 g5 7o]ar/o] A}, (1B) LCVR A1E& A EWE 8o AL, HE (24) HCVR A gL

A E 670]aL/0] A, (2B) LOR A€ A E¥3 680|t).

Ay NG, gelE 92E Al wE ol T AR vl
%= 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% 1A
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kel ohvlmit Wkl E Hol, A9, AM R/mE AIE TFSAL/RAH

o] Fo A A/ ol d ofrl Al WER o] FojA i WolFoli/o] ALk LOR AEe NAWE 8, Ex o]s}

= 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A E FIAHE zZtu F T Y
&

1502 o]edt oAl WalE

%o}

2 ofo] Holx &

9
vhe] obulnAl WS Bol, A, A4 WEE AT LFAAL/EAROR olefd ol it etz of

ol A AL/l 3 olnliat gz ol Folx: wolgolr,

A5 AAGElA, delE GEE A B oo el AT A, HOR MEE AEHE 9, B o9k A
= 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M D TUE i T T Il Hol=
shte] opplmal WsH(elE 5o, A9, Ad W/EE AHE e/ R R o) ofnlmal MtE
ofFo] XA/ ol #f 3t opuledt Wt R o] Fofx = Wolgolar/ol AL LOR M-S AEUE 10, H= ole} 4
ok 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M A FALE zta B ZadHa GGl Holx=
shte] opplmal WsH(elE 5o, A9, Ad W/EE AIHE oSG/ EAA R o ofn|mal MstE
ofFo| XAt/ ol 2] ofr| Al WEtR o] o)X= Wt
A5 ANGHA, delE g4I A = oo el AT w@HolM, HOR NEe MEWE 11, E= ol
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% D UL ZEL FH AN Fel Ao
&= Skl opulial WEl(dE Bol, Y, A4 B/EE AhHE U/ EAdH o o oprAt ws
2 olFoA /o7t obv Al WMBkR o] Fojx|= Welgelar/o| I LOR AEE AAWE 12, e olef
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% B TUL ZEn A ZHANT Fel Ao
= Sfube] opulial WME(dE Bol, Y, 24 B/EE AhHE P/ EAdH o o opvAt ws
= ool /o2 gt opnlmal WskE o] o)X= WMol
A5 ANGHAA, welE G3E A £ oo el AT oM, HOR NEe MEWE 13, E= ol
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AD TUHEL Zt FH ZHAAT Fel Ao
= shue] opmlwal WSkl E Bol, A, AA R/Ee AHE s/ EAH o o opvmal W
= olFolA /el qt opvmAal WMBkR o] Fo|x|= Weolgelar/o] 7 LOR A LE AT 14, e olg}
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% B TUL ZEn A ZHAAT Fel Ao
&= Sfube] opulidl WMEk(oE Bol, Y, 24 B/EE AhHE P/ EAH o o opAt ws
= ool A/ o2 gt opnlmal WskR o] o)X= WMol
A ANGHA, delE G432 A = oo el AT w@HelM, HOR HEe MEE 15, = ol
Ao 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% B TUL Ztn FH AN Fel Ao
= Skl opulidl WMBh(oE Bol, Y, A4 B/EE AhHE P/ EAH o o opAt ws
2 olFoA /el q oprmAal WMBkRE o] Fo|x|= Welgelar/o] A LOR ALE AAWE 16, e ol9t
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M E TUAPE i A TP Gl H ol
= Sl opulial WMBl(oE Bol, Y, A4 B/EE AHE P/ EAH o o opAt ws
= ool A/ o2 gt opulmal WskR o] o)X= WMol
A AAGEA, delE GER A Ee oo F A @A, HOR AES NG9S 17, Ex olst
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TUL Zn FH AN Fel Ao
= Skl opulidl WMBh(oE Fol, Y, A4 B/EE AhHE P/ EAdH o o opAt ws
2 olFoA /el q opmAal WSk o] Fo|x|= Welgela/o| A LOR ALE AAWE 18, B olgt
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TUL ZE A AT Fel Ao
= Skl opulidl WM (oS Fol, Y, A4 B/EE AHE P/ EAH o o oprAt ws
= ool A/ o2 gt opulmal WskR o] o)X= Wl
A AAGEN, delE GEE A Ee oo I A @A, HOR AES AEHE 19, E= ols}
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M D TUAHE i FTH TP Gl A
= Sfbe] opulidl WB(oE Fol, Y, A4 B/EE AhHE U/ EAH o o oprAt ws
2 oA /el q opmAal WSk o] Fo|x|= Welgelar/o| At LOR AAE AAWE 20, B ofgt
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TUL ZEn A AN Fel Ao
= o] opmlmal WSkl E Bol, A, A S/Ee AHE e/ LA H o o obvmal W
= ool A/ o2 gt opulmal WSt o] o)X= Wl
A AAGEN, delE GEE A Ee oo 9 A @A, HOR AES AEHE 21, EE olst
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Aoy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAAS zZu FH PP GGl
T e ofmiAk WE(dE B9, AY, A4 2/xe AHE IFAY/EAH R o3 otm|At
2 o]FofXAY /el s ofuiAt WstE o] Fo|X|i= Wo|Polal/o] At LOR AES AdRlE 22, =
Aol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANE zZw A ZTHPYA GGl
% slue] opmsl WS (A& Bol, AY, 24 2/EE A3hHE EIsAY/EE oz o)egt ot
2 o] Foyx AL/l gt ofn| At WElR o] Fo]x| = Wo|Fo |},

A5 AA G, deld 9GS2 A = ol 9 A delA, HOR ME2 MMz 23, E
ol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAAE zZu FH ZTHPYPA GGl
% 3lue] opmsl WS (eE Bol, AY, 24 2/EE X3hHE EIsAY/EE oz o)egt ot
2 o]FoAXAY /el e oluiAt WstE o] Fo|X|i= Wo|Polal/o| At LOR AES AERWlE 24, B
ol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANL zZu A ZTHPYPA GGl
% 3luel opmsl WS (HE Bol, AY, 24 2/EE A3hHE EdsAY/EEH oz o)egt ot
2 o] Fofx ALY/l gt ofn| At WElR o] Foix| = Wo|Fo |},

AN AA e, dEld G2 A Ee o) e AY dHoA, HOR AES Ag9Hs 25, &
oI = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAAL zZu FH PP ol
% 3lue] opmsl WS (HE Bol, AY, 24 2/EE AEHE EdsAY/EE oz o)egt ot
2 o]FoAXAY/ /el e oluiAt BstE o] Fo|X|= Wo|Polal/o| At LOR AE ARl 26, =
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAS zZru A ZTHPYPA GGl
T e ofmiAk WEH (A E 5o, AY, A4 2/xE AHE IFAY/EAH R o3t ofm|At
2 o] FofX ALY/l gt oln| At WElR o] Foix| = Wo|Fo |},

A5 AAFE A, dEld GFE2 A T ol ) AF wHoA, HOR AMEe AT 27, =&
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAAL zZu FH ZTHPYA ol
T e ofmiAl WEH(dE 5o, AY, A4 2/xE AHE ALY/ EAH R o3t olu]Al
2 o]FoAXAY/ /el ol At WstE o] Fo|X|= WHo|Polal/o| At LOR AE> Ad¥lE 28, T
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANE zZu A ZTHPYA GGl
T e ofmiAl WEH(dE B9, AY, A4 2/xE AHE IFAY/EAH R o3t olm|At
2 o] FofX AL/l gt oln| At WElR o] Foix| = Wo|Fo |t}

AN AA oA, dEld G2 A Ee ol e AY dHoA, HOR AES AE9HE 29, &
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANL zZu FH ZTHPYA Yol
T e ofmiAl WEH (A E 5o, AY, A4 2/xE AIHE I AY/EAH R o3t olm|At
2 o]FofXAL}/o]H 3t opinal WER o] FojX|= Wolgolar/o] AL}, LOWR AMES AEwE 30, &
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANL zZu A ZTHPYA GGl
T e ofmiAl WEH(dE 5o, AY, A4 2/xE AIH)HE I AY/EAH R o3t olu]At
2 o] FofX AL/l gt oln| At WElR o] Fofx| = Ho|Fo |},

A5 AAFE A, dElE GEFE A EE ol IY AF THoA, HIR Mg AEHs 31, v
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANE zZu FH ZTHPYA GGl
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AHHE IFSAY/EAH R o3t olu|At
2 o]FoAX A/l e ol At BsRE o] Fo|X|= WHo|Polal/o| At LOR AES AdRlE 32, &
o) = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANE zZu A ZTHPYPA ol
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AIH)HE I AY/EAH R o3t olm|At
2 o] FofX AL/l gt oln| At WElR o] Fofx| = Wo|Fo |},

A5 AAFE A, dElE GEE A EE ol IFY AF THoA, HIVR Mg AEHs 33, v
o) 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAAHNE zZu FH ZTHPYA Yol
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AIHE IFSAY/EAH R o3t ofu|At
2 o]FoAX ALY/l e ol At BsRE o] Fo|X|= WHo|Polal/o| At LOR AES AdRlE 34, &
o) 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAHNS zZu A TP YA ol
T &t opmil W (B Bo], 49, A4 2/xE X3hHE IsY/BAH oz o3 olm Al
2 o] FofX AL/l gk oln| At WElR o] Fofx| = Ho|Fo ),
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[0162]
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AN A", dEld GEE A Ee o] e A dHAA, HOR AL AE9HE 35, &£
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M ¥ HFAAE ztu F4 ZHYYA FFd
T e ofmiAt WiE (B B9, A9, A4 2/EE AHE IIsIAY/ A H R o3t ofn|At
2 o]FojxAY/olgf gt ofn| 4l WER o] FojX|= Wo|Folar/o] AL}, LOWR A E2 AEWE 36, T
ol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M E HTAANS ztu A ZHIYA FHd
T e ofmiAt Wig (B B9, A9, A4 2/xE AHE IISIAY/ A H R o3t ofn|At
2 o]FojX AL/ ol gk ol A4t WSR o] Fo|X = WHolg o},

AR AAFEA, delE 22 A T ol dd AF dHeA, HOR Mg Adis 37, &
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M ¥ HFAAE ztu F4 ZHYYA FH
T e ofmiAk Wig (B B, A9, A4 2/EE AHE IS AY/ A H R o3t ofn|At
2 o]FojxAY/olg g opn| 4t WER o] FojX|= Wo|Folar /o] AL}, LOWR A E2 AEWE 38, B
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M E HTAAS ztm A ZHIYA FHd
T e ofmit Wig (B 5o, A9, A4 2/xE AHE IIsAY/ A H oz o3t ofn|At
2 o] FojX AL/ o] g ol A4t WSR o] Fo|X = WHo g o},

AR AAFEeA, deld GEFE A 5 ol g AF wHeA, HOR Mg Adis 39, =&
Holm 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M E TLAS zZxu T THYYT GG
T e ofmiAt Wig (B 5o, A9, A4 2/EE AHE XIS AY/ A H oz o3t ofn|At
2 o|FojxAY/olg g opn| it WER o] FojX|= Wo|Folar /o] AL, LOWR AE2 AEHE 40, B
Holm 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% M E TUAS zZm A THLYI GG
T e ofmiAt Wig (B B, A9, A4 2/xE AHE XIS AY/ A H R o]t ofn|At
2 o) FojX A/ o) gt o] =AE BislE o] FojR & Blo|Fo|rt,

AR AAFEA, deld G2 A T ol g AF oA, HOR Ade AdHs 41, &
ol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A F FTAAE zZt1 F4 THIYI Gd
T e ofmiAt Wig (B B, AY, A4 2/EE AHE IS AY/ A H oz o]t ofn|At
2 olZoX AL} /o] H e o}m|wat WEZ o] FojX|E= Wo|Fo|a /o] ALl; LOR AL AdWE 42, =
ol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A d FTAAE zZ1u A THAYI Gdd
T e ofmiAt Wig (B B9, A9, A4 2/EE AHE IS AY/ A H oz o]t ofn|At
2 o)Fojx A/ o] g o] Ak BislE o] R & Blo|Fo|rt,

AR AAFEeA, delE G2 A 5 ol g AF oA, HOR Ade AdHE 43, =&
ol % 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A d TAAE zZ1u F4 THIYI GA9
T e ofmiAt Wig(dE B9, A9, A4 2/EE AHE IS AY/ A H R o]t ofn|At
2 o]FojxAY/olg g opn| 4t WER o] Ro]X|= Wo|Folar /o] AL}, LOWR AE2 AEHE 4, e
ol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A d TAAE zZ1u A THIYI GA
T e ofmiAt Wig(dE B9, A9, A4 2/EE AHE IS AY/ A H oz o]t ofn|At
2 o)Fojx A/ o] gt oAt BislE o] R oA & Blo|Fo|rt,

AR AAFEA, delE GEFE A 5 ol g A oA, HIR Mg AdHT 45, T+
ol % 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A F TAAE zZ1 F4 THIYI GA
T e ofmAt Wig(dE B9, A9, A4 2/EE AHE IS AY/ A H R o]t olnAt
2 o]FojXAY/olg gt opn| il WER o] Fo]X|= Wo|Folar /o] AL, LOWR AE2 AEWE 46, =
ol % 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A F TAANE zZ1u A THIYI GAd
T e ofmiAl Wig(dE B9, A9, A4 2/EE AIHE LAY/ A H oz o]t oln|At
2 o)Fojx A/ o] gk o] Ak BislE o] R & Blo|Fo|rt,

AR AAFENA, deld G2 A 5 ol g A oA, HOR Mg AdHs 47, E+
ol % 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A E FTAANE zZ1u F4 THIYI G
T e ofmAl Wg(dE B9, A9, A4 2/EE AHE LAY/ A H o= o3t ofn|At
2 o]FojxAY/ol gt opn| 4t WER o] Fo]X|= Wo|Folar /o] AL, LOWR AE2 AEWE 48, &
ol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A d TAAE zZu A THIYI GA
T e ofmiAl WgH(dE B, A9, A4 2/EE AHE s AY/ A H oz o]t ofm|At
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[0167]

[0168]

[0169]

[0170]

[0171]

[0172]

[0173]
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2 o] Fol XA} /ole @ ot WMakE o] FojX| = woFolt},

A AAFHAA, deld dEFE A B oo F A @A, HOR A2 AdWE 49, Ee
oI = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAAL zZu FH PP GGl
T e ofmiAk WE(dE B9, AY, A4 2/xe AHE ETFAY/EAHoR o3 otm]At
2 o]FofXAY /el e oluiAt WstE o] Fo|X|i= Wo|Polal/o| At LOR AES AER¥E 50, Ei=
Aol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANE zZw A ZTHPYPA GGl
% sluel opml WS (HE Bol, AY, 24 2/EE X3hHE EIsAY/EE oz o)egt ot
2 o] Foyx AL/l gt ofn| At WElR o] Foix| = Wo|Fo |},

AN AA R, dEld G2 A E= ol e AY dHoA, HOR AEe A9Ws 51, &
oI = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAL zZu FH ZTHPYA GGl
% 3lue] ofm sl WS (HE Bol, AY, 24 2/EE X3hHE xdsAY/EE oz o)egt ot
2 o]Fofx A/ ol H g ofm At BIStRE o] Fo|X|= Wo|Folar/ol A LOR AES MRS 52, EE
Aol % 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A ¥ FTUAAS ztu A ZTHUYA FHd
% 3lue] opml WS (HE Bol, AY, A4 2/EE A3HE EIsAY/EEH oz o)egt oAt
2 o] Fofx ALY /oll gt ofn| At WElR o] Foix| = Wo|Fo |},

AN AA oA, dEld G2 A E= ol e AY dHoA, HOR AEe A9Ws 53, &
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% B TUHE L FH AN F el
% 3luel opm sl WSH(HE Bol, AY, 24 2/EE X3HE xdsAY/EEH oz o)egt oAt
2 o]FoAXAY/el e oluiAt BsE o] Fo|X|= Wo|Polal/o| At LOR AE AERlE 54, T
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAANL zZu A ZTHPYPA GGl
T e ofmiAl WEH(dE 5o, AY, A4 2/xE AI)HE LAY/ EAH R o3t olu|iAt
2 o] Fofx AL/l gt olnl At WElR o] Foix| = Wo|Fo |},

A AA oA, dEld GEE A Ee= ol e AY dHoA, HOR AEe AE9WE 55, &
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AB TUL L FH AN Fel
T e ofmiAl WEH(dE 5o, AY, A4 2/xE AHE I AY/EAH R o3t olu|At
2 o]FoAXAY/ /el e oluiAt BstE o] Fo|X|= WHo|Polal/ol At LOR AES ALRE 56, =
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANL zZu A ZTHPYA G0l
T e ofmiAl WEH(dE B9, AY, A4 2/xE AIHE I AY/EAH R o3t olm|iAt
2 o] FofX AL/l gk ofn| At WElR o] Foix| = Wo|Fo |},

AN AA R, dElE GEE A Ee ol e AY dHoA, HOR AES AE9HE 67, &
ol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAAHNLE zZu FH ZTHPYA GGl
T e ofmiAl WEH(dE 5o, AY, A4 2/xE AIH)HE IEAY/EAH R o3t olu|iAt
2 o]FofXAL}/o] 3t ol WER o] FojX|= Wolgolar/o] AL}, LOR AE2 A9wE 68, T
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAANE zZu FH ZTHPYA GGl
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AHE I AY/EAH R o3t olm]At
2 o] FofX AL/l gt oln| At WElR o] Foix| = Wo|Fo T},

A5 AAGE A, dElE GEFE A EE ol Y AF THoA, HOVR Mg AEHs 69, T
o) = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAAHNE zZu FH ZTHPYA Yol
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AI)HE IFAY/EAH R o]ydt ofm|At
2 o]FoAXAY/ /el e ol At WERE o] Fo|X| = Wo|Polal/o| At LOR AES ALRE 70, &
o) = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANE zZu A THPYA ol
= e ofmiAl WEH (A E 5o, AY, A4 2/xE AIHE IFSAY/EAH R o3t ofm|At
2 o] FofX AL/l gt oln| At WElR o] Fofx| = HWo|Fo |t}

A5 AAFE A, gl GEE A EE ol IFY AF THoA, HIR Mg AEHs 71, T
o) 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAAHNLE zZu FH ZTHPYA Yol
T &t ofmial W (B Bo], 49, A4 2/xE X3hHE I3sAY/BAH oz o3 olm Al
2 o]FoAX ALY/l e ol At WERE o] Fo|X| = WolPolal/o| At LOR AES AdRlE 72, &
o) 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAAHNE zZu A TP YA ol

_23_

o] s}
%o}
SE
o] s}
%]
SE

o] s}
%]
SE
o] s}
%)
SE

o] s}
%]
SE!
o] s}
%]
SE

o] s}
%)
SE
o] s}
%]
SE

o] s}
%)
SE
o] s}
%o
SE

o] s}
%]
SE
o] s}
%)
SE

o] s}
%)
SE
o] s}
%)



[0174]

[0175]

[0176]

[0177]

[0178]

[0179]
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=
o

Shhel ot WEH (S Sol, 49, A4 L/EE S ZFHAN/RAG 0 o)l F obul it

= 2 /T 1

2 o] Fofx AL /olel gt ofn| it WElR o] Folx| = Wo|go |},

AN AA oA, dEld GEE A Ee ol A AY dHdA, HOR AES Ag9Ws 73, &
Aol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANS zZa FH ZTHPYA GGl
% sluel opmsl WS (dE Bol, AY, 24 2/EE A3hHE EIsAY/EE oz o)egt ot
2 o]FofXAY /el et oluiAt WistE o] Fo|X|i= Wo|Polal/o| At LOR AES AdR¥lE 74, =
oI = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TUAAHS zZrw A PP GGl
% 3luel opm sl WS (HE Bol, AY, 24 2/EE X3hHE EIsAY/EE oz o)eet ot
2 o] Foyx AL/l gt oln| At WElR o] Foix| = Wo|Fo |},

AN AA e, dEld G2 A E= ol e AY dHdA, HOR AES Ag9HsE 75, B
ol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAL zZu FH PP GGl
% 3lue] opm sl WS (HE Bol, AY, 24 2/EE A3hHE EIsAY/EEH oz o)egt ot
2 o]FoAX A/ /el e oluiAt WstE o] Fo|X|= WHo|Polal/o| At LOR AES AERlE 76, =
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAANS zZu A ZTHPYA GGl
% 3lue) opm sl WS (HE Bol, AY, A4 2/EE AEHE EdsAY/EE oz o)egt oAt
2 o] Fofx AL/l gt ofn| At WSl o] Foix| = Wo|Fo |},

A AA P, dEld GEE A Ee ol e AY dHdA, HOR AES AE9Ws 77, &
ol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAL zZru FH PP GGl
T e ofmiAk WEH(dE 5o, AY, A4 2/xE A E LAY/ EAH R o3 ofm|At
2 o]Fojx A/ ol E g ofmiAt BStRE o] Fo|X|= Wo|Folar/o] At LOR A ES AERls 78, EE
oI = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANL zZu A ZTHPYPA G0l
T e ofmiAk WEH(dE 5o, AY, A4 2/xE A E LAY/ EAH R o3t olm|iAt
2 o] FofX AL/l gt ofn At WElR o] Foix| = Wo|Fo |},

AN AA A, dElE GEE A Ee ol e AY dHoA, HOR AES AE9HE 79, &
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAAL zZu FH ZTHPYA GGl
T e ofmiAl WEH(dE 5o, AY, A4 2/xE AHE ALY/ EAH R o3t olm]At
2 olFojA /ol 7 ofn|al WMstE o] folA= Welgolar/ej ALt LR M A AEWE 80, H=
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AB TUL ZEn A AN F el
= e ofmiAl WEH(dE B9, AY, A4 2/xE AIHE I AY/EAH R o3t ofm|At
2 o] FofX AL/l gt ofn| At WElR o] Foix| = HWo|Fo |},

AN AA A, dEld GEE A Ee o) e AY dHoA, HOR AES A9Hs 81, &
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANE zZu FH ZTHPYA ol
T e ofmiAl WEH(dE 5o, AY, A4 2/xE AI)HE I AY/EAH R o3t olu|At
2 o]Fo X AL}/o] 3t obr|ial WER o] FojX|= Wolgolar/ol ALt LOWR AES AEWE 82, T
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANE zZu A ZTHPYA ol
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AIHE IESAY/EAH R o3t ofm|iAt
2 o] FofX AL/l gt oln| At WElR o] F oz = Wo|Fo |},

A5 AAFE A, dElE GEFE A EE ol IY AF THoA, HOVR Mg AEHs 83, Ex
o) = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAAHNE zZu FH THPYA Yol
= e ofmiAl WEH (A E 5o, AY, A4 2/xE AIH)HE TFAY/EAH R o]ydt ofm|At
2 o]FoAXAY/ /el e ol At BsRE o] Fo|X|= WHo|Polal/o| At LOR AES ALRlE 84, T
o)1= 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAANLE zZu A ZTHPYA Yol
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AIHE LAY/ EAH R o3t ofu|At
2 o] FofX AL/l gt oln| At WElR o] Foix| = Wo|Fo |t}

A5 AAFE A, gl GEE A EE ol Y AF THoA, HIVR Mg AEHs 85, T
o) 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAANE zZu FH ZTHPYA Yol
T &t ofmit W (B Bo], 49, A4 2/xE X3S IsY/BAH oz o3 olm] Al
2 o]Fojx A/ ol e g ofmiAt WStRE o] Fo|X|= Wolgolar/ol At LOR A ES AERE 86, Ee
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[0182]
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Aol w= 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANS zZu A ZTHPYPA GGl
T e ofmiAk WE(dE B9, AY, A4 2/xe AHE IFAY/EAH R o3 otm|At
2 o] Foyx AL/l gt opn| At WElR o] Foix| = Wo|Fo |},

A AAFEHAA, deld dEFE A B oole F A @A, IOR MES AdWE 87, E
ol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAAE zZu FH ZTHPYPA GGl
% 3luel opml WS (eE Bol, AY, 24 2/EE A3hHE EdsAY/EE oz o)egt ot
2 o]FoAXAY /el e oluiAt WstE o] Fo|X|= Wo|Polal/o| At LOR AES AdRls 83, T
oI = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANE zZu A PP GGl
% 3lue] opmsl WS (eE Bol, AY, 24 2/EE X3hHE EIsAY/EE oz o)egt ot
2 o] Foyx ALY/l gt opnl At WElR o] Foix| = Wo|Fo |},

AN AAFHA, dejd GEE A E= ol e A3 ddelA, HOR ME2 MIHE 89, L&
oI = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAL zZu FH PP GGl
% 3lue) opm sl WS (HE Bol, AY, 24 2/EE A3HE EIsAY/EE oz o)eet oAt
2 o]Fojx Art/ol g olu At WERE o] Fo]X]= WolFolar/olArt; LOR AES Ad¥sE 90, &
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANL zZa A ZTHPYPA G0l
% 3lue] opmsl WS (HE Bol, AY, 24 2/EE AEHE EdsAY/EE oz o)egt ot
2 o] Fofx A/l gt oln| At WElR o] Foix| = Wo|Fo |},

A AAGHAA, dEE GEFE FA Ee oo 9 A w@HdA, HOR AE2 AduE 91, Ex
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% D TUE L FH ZHAAA F el
= shue] opmlaal WSkl E Bol, A9, A H/EE AHE EFs/EdHom o opv|mat
= olFojA /el gt opmal WMBkE o] Fo|x|= Wolgelar/o] 7 LOR AAE AAWE 92, B
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AD UL ZEn A AN Gl
= shue] opmal WSkl E Bol, A4S, A R/EE AHE TS/ EdHoR o ofvmat
= ool A/ o2 gt opulmal WskR o] o)X= WMol ol

A5 ANGHlA, delE B3 A = oo 9l AT wHolM, HOR NE2 MEWE 03, E=
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% B TUL Zn FH AN F el
= shue] opmladl WSkl E Bol, A, A R/EE AHE TS/ EdHoR o ofv|mat
2 olFoA /el gt opmal WSk o] Fo|x|= Weolgelar/o| A LOR AAE AAWE 94, B
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AB TUEL ZEn A AN Gl
= shue] opmlwdl WSkl E Bol, A, AA R/EE AHE EFS/EdHoR o ofv|mat
= ool A/ o2 gt opnlmal WskE o] o)X= WMo ol

A AAGEA A, dEE GFE FA Ee oo 9 A% w@Hd, HOR AE2 AIuE 95, Ex
Aol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% B TUL ZL FH AN Gl
= shue] opmlwl WSkl E Bol, A4S, A B/EE AHE EFSY/EdHoR o ofv|mat
2 olFoA /el gt oprmAal WSk o] Fo|x|= Weolgelar/o| At LOR AAE AAWE 96, B+
AoI® 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% MDA TAAS i A ZH A Gl
= shue] opmlmal WSkl E Fol, A4S, A R/EE AHE xS/ EdHoR o2 ofv|mat
= ool A/ o2 g opulmal WstRE o] o)X= WMo ol

A AAGEA, dEE GFE A Ee oo 9 A% @A, HOR AE2 AduE 97, Ex
AoI® 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% MDA TAAS i F ZH AP Gl
= o] opmlmal WSkl E Fol, A4S, A B/EE AHE EFSY/EAdHoR o ofv|mat
2 olFoA /el d opmal WSk o] Fo|x|= Weolgolar/o| At LOR AAE AAWE 98, B
AoI= 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% MDA TAAS i A ZHAYA Gl
= o] opmlmal WSk (el E Fol, A4S, AA H/EE AHE EFSY/EAHoR o2 ofv|mat
= ool A/ o2 gt opulmal WstR o] o)X= ool

AAFEHAA, dElE EEE A £ o9 FY AF "dHd A, HOR AE-S AEHE 99,
% 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A ¥ HAAHL zZtum = ZH AT
shbe] ofn|Ak HEH (A E o], Y, 2AA H/nE X3)E XA/ EE o g o]yl o}n

b X o

92 -
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[0189]

[0190]

[0191]

[0192]

[0193]
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2 o]Fo A A/ o]l ofn| il WEE o] Folx|= WolFola /ol ALt LOR A8 AEHE 100
ol 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A& FAANE ztu A ZTHIY

T o] opmjial Wig (B B, A%, A4 2/EE XIHE EsIAU/EE Aoz o3t ofn|
2 o] RoXAL/o]l g olu| Al HIStR o] F o)X= WHo o),

H
o2
o9 e

SO

A AAGEHAA, dEE G2 A E= ole] Fd A dHelM, HOR ML AdwE 101, E=
Aol % 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A ¥ FTUAAS zZtu FH ZHUYA FA
% 3lue) opmsl WS (HE Bol, AY, 24 2/5xE X3hHE xdsAY/EE oz o)egt ot
2 o]FojxAL/o] gt ofu| Al WistRE o] oz Wolgolar/o| At LOVR A E-2 AW 102, &
Aol % 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A ¥ FTUAARS zZtu A ZHUYA FHd
% 3lue] opm sl WS (HE Bol, AY, 24 2/EE X3hHE EdsAY/EE oz o)ejgt ot
2 o] Fofx ALY /olgl gt ofn| At WElR o] Foix| = Wo|Fo |},

AN AAFE A, dEE S22 A e olo] 9 A oA, HOR A9 AEHE 103, E=
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAL zZu FH PP GGl
% 3lue] ofml WS (HE Bol, AY, 24 2/EE A3hHE EIsAY/EEH oz o)egt oAt
2 o]Fojx A/o] gt ofu| Al WistRE o] Fox| = Wolgolar/o| At LOVR M E-2 AW 104, &
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANS zZru A ZTHPYPA GGl
% 3lue) opml WS (HE Bol, AY, 24 2/EE X3hHE EIsAY/EEH oz o)egt ot
2 o] Fofx ALY/l gt oln| At WElR o] Foix| = Wo|Fo |},

A5 AAFH A, deE dEFE A Ee o) I AT dH A, HOR AE2 AERS 105, E=
oy 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE TAANL zZa FH ZTHPYPA GGl
T e ofmiAk WEH(dE 5o, AY, A4 2/xE AIHE LAY/ EAH R o3t olm|iAt
2 o]Fojx AL/o] gt ofu| Al WstRE o] Fox| = Wolgoelar/o| Art; LOVR A E-2 AEWIE 106, &
ol = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANE zZu A PP GGl
T e ofmiAk WEH(dE 5o, AY, A4 2/xE AIH)HE I ALY/ EAH R o]Hd olm|iAl
2 o] Fofx ALY/l gt ofn| At WElR o] Foix| = Wo|Fo |},

A5 AAFH A, deE dEFE A Ee o) I AT dH A, HOR AL IS 107, E=
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANSE zZu FH ZTHPYA G0l
T e ofmiAl WEH(dE B9, AY, A4 2/xE AIHE I AY/EAH R o3t ofm|At
2 o]Fojx AL/o] gt ofu| Al BIstRE o] Fox| = Wolgolar/o| Art; LOVR A E-2 AdWsE 108, &
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANS zZu A ZTHPYA ol
T e ofmiAl WEH(dE 5o, AY, A4 2/xE AHE I AY/EAH R o3t olu|At
2 o] FofX ALY/l gt oln| At WElR o] Foix| = Wo|Fo |},

A AAGEA, deld G2 A Ee oole] Il As dolA, HOR MEe MERE 109, E=
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANE zZu FH ZTHPYA G0l
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AI)HE I AY/EAH R o3t ofu|At
2 o]Fojx A/o] gt oju| Al BIstRE o] Fojx| = Wolgolar/o| Art; LOVR A E-& A 110, &
oy = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FTAANE zZu A ZTHPYA ol
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AIHE IFSAY/EAH R o3t ofu|At
2 o]FofX AL/l gh oln| At WElR o] Fofx| = Ho|Fo |},

A5 AAFH A, dEE dEE A Ee o) I A7 @A, HOR AE2 AErs 111, e
o) = 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAHNLE zZu FH ZTHPYA Yol
= e ofmiAl WEH (A E 5o, AY, A4 2/xE AIHE IFSAY/EAH R o3t ofm|At
2 o]Fojx A/o] gt ofu| Al BIStRE o] Fojx| = Wolgolar/o| At LOVR M E-& AdRs 112, &
o) 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAHNE zZu A THPYA ol
= e ofmiAl WEH(dE 5o, AY, A4 2/xE AIHHE ISIAY/EAH R o3t ofm|At
2 o] FofX AL/l gt olnl At WElR o] Fofx| = Ho|Fo |},

A AAGEOA, deld GEE A Ee oolef Il As dolA, HOR MEe MRS 113, E
o) 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% AE FAAHNE zZu FH ZTHPYA ol
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3be] olmial WEH (o2 Eol, Y, 24 W/kE XIHE ¥/ EAHor o] ofnwal W3}
o] Fof A A/ o2 gt ofn| At BISLR o] FoX|= Wo|gelar/o] At LOR AL AEHE 114, Ex= o]9)
Jol %= 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% Ad = YA YA ol #of
slufe] ol Wig(dlE B0, A%, A4 H/EE XI)HE EFsiAU/EE A o2 o]dt ofn| At W)
o] Fo x| Art/o] 2]k ol =it WMBlR o] Fo]x|= Wo|g o},
o
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AAGE A, T dE2 A T ol I A7 A
T 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A& TUAHE ztu z
she] ofr Al WSk (dE B0, A, 24 Z/EE XE)E ETFSAU/ELH R o
ool A At/ 28k ofn| At WER o]Fofx|= Wolgola /o] A LR AES AEHE 116
Jo1 %2 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% A Z YA
L e ofn Ak Ris(E Bo, A9, A4 Z/Ee A3)E EFsAY/ AR o] ofn
2 o] FojX|7}/olf & olu| it WStR o] Folx = Wold ot}
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5 AAG A, deld dE %§ﬁﬂ“%°pl%%
AMEHE 1189 B M, T (2a) AEWE 1199 T
o}

2 0o g Md F Ayt ah) A
HFB6-4-hG1 (Q1Zb-vh--2 71ve} &2 & FA)
CDR-H1: CTTSGENIKDTYIHW (M LHE 1)

CDR-H2: GRNDPANGNTKYD (M ¥¥ 3 2)

CDR-H3: CASYEGYYERFGYW (M<EHE 3)

CDR-L1: CKSSQSLLDRDGKTYLNW (X &¥ 35 4)
CDR-L2: LVSKLDS (M¥® = 5)

CDR-L3: CWQDTHFPYTF (M <EHZ 6)

HCVR:
EVQLQQSGAELVNPGASVKLSCTTSGENIKDTY THWVKQRPEQGLEW IGRNDPANGNTKYDPKFQGKAT I TADTSSSTAYLQLSSLTSEDTAVYYCASYEGY
YERFGYWGQGTLVIVSA (M EW¥ 3 7)

LCVR:

DVVMTQAPLTLSVT IGQPASISCKSSQSLLDRDGKTYLNWLLQRPGQSPKRL I YLVSKLDSGVPDRFTGSGSGTDFTLK I SRVEAEDLGVYYCWQDTHFPYT
FGGGTKLEIK (M ¥EHZ 8)

HC:
EVQLQQSGAELVNPGASVKLSCTTSGFNIKDTY THWVKQRPEQGLEW I GRNDPANGNTKYDPKFQGKAT I TADTSSSTAYLQLSSLTSEDTAVYYCASYEGY
YERFGYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNV
NHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWY VDGVEVHNAKTKPREEQYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLSLSPGK (A€ % 117)

LC:

DVVMTQAPLTLSVT IGQPASISCKSSQSLLDRDGKTYLNWLLQRPGQSPKRL I YLVSKLDSGVPDRFTGSGSGTDFTLK I SRVEAEDLGVYYCWQDTHFPYT
FGGGTKLEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQ
GLSSPVTKSFNRGEC (€W s 118)

HFB6-5-hGl (A7t-w}9-2 71w} G5 & 3A)
CDR-H1: CTASGVNIKDTYMYW (M LEw¥ 3 61)
CDR-H2: GRIDPANGYTRYD (M g3 62)

CDR-H3: CAVYDGYYESFDVW (M EWE 63)
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CDR-L1: CKSSQSLLDSDGKTYLNW (M YW 3 64)
CDR-L2: LVSKLDS (M Y9¥ 3 65)
CDR-L3: CWQGTLFPRTF (M <EW 3 66)

HCVR:
EVQLQQSGAELVKPGASVKLSCTASGVNIKDTYMYWVKQRPEQGLEW IGRIDPANGYTRYDPKFQGKAT I TADTSSNTAHLQLSSLTSEDAAVYYCAVYDGY
YESFDVWGAGTTVTVSS (M EH 3 67)

LCVR:

DVVMTQAPLTLSVTIGQPASTSCKSSQSLLDSDGKTYLNWLLQRPGQSPKRL IYLVSKLDSGVPDRFTGSGSGTDFTLKINRVEAEDLGVYYCWQGTLFPRT
FGGGTKLEIK (MW 68)

HC:
EVQLQQSGAELVKPGASVKLSCTASGVNIKDTYMYWVKQRPEQGLEW IGRIDPANGYTRYDPKFQGKAT I TADTSSNTAHLQLSSLTSEDAAVYYCAVYDGY
YESFDVWGAGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNV
NHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKENWY VDGVEVHNAKTKPREEQYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (A E¥ & 119)

LC:

DVVMTQAPLTLSVTIGQPASTSCKSSQSLLDSDGKTYLNWLLQRPGQSPKRL IYLVSKLDSGVPDRFTGSGSGTDFTLKINRVEAEDLGVYYCWQGTLEFPRT
FGGGTKLEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTY SLSSTLTLSKADYEKHKVYACEVTHQ
GLSSPVTKSFNRGEC (M <E® = 120)

[3E 1]

HFB6-4 2] Q17ts} oA (M E2 A9

12
Biie
it

2]—)

d
o

A VH VL

HFB6-4hz1-hGl ANEHT 9 AW T 10
HFB6-4hz2-hG1 R AT 12
HFB6-4hz3-hGl AEA T 13 AMAHNT 14
HFB6-4hz4-hG1 RELEENTE AN T 16
HFB6-4hz5-hGl AEAs 17 AMAHT 18
HFB6-4hz6-hGl AMAHT 19 AT 20
HFB6-4hz7-hGl AT 21 AEM T 22
HFB6-4hz8-hG1 ANEHT 23 AN T 24
HFB6-4hz9-hGl ANEHE 25 AMAHT 26
HFB6-4hz10-hGl AMEHT 27 A9 T 28
HFB6-4hz11-hGl A AWM T 29 A AN T 30
HFB6-4hz12-hG1 AEA T 31 AU T 32
HFB6-4hz13-hG1 AT 33 AT 34
HFB6-4hz14-hG1 AW T 35 AT 36
HFB6-4hz15-hG1 AaAH T 37 AT 38
HFB6-4hz16-hG1 A AN 39 AT 40
HFB6-4hz17-hG1 MEHT 41 AMAHT 42
HFB6-4hz18-hGl1 A HT 43 MEHS 44
HFB6-4hz19-hG1 MEHE 45 A A 5 46
HFB6-4hz20-hGl AMEHT 47 AT 48
HFB6-4hz21-hG1 AN T 49 AT 50
HFB6-4hz22-hGl ANEdHAT 51 I T 52
HFB6-4hz23-hGl1 AEHE 53 MAHT 54
HFB6-4hz24-hGl RERERET] A AT 56
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[¥ 2]
HFBG6-5 9] 21ttsl BlojAl (HE2 AEEE # %)

3} A VH VL
HFB6-5hz1-hG1 AW T 69 AN DT 70
HFB6-5hz2-hGl AEW 3 71 Hewlz 72
HFB6-5hz3-hG1 qEH T 73 AU D 74
HFB6-5hz4-hG1 qEl T 75 AU 3T 76
HFB6-5hz5-hG1 qEW T 77 AN T 78
HFB6-5hz6-hG1 HqEH T 79 A 3T 80
HFB6-5hz7-hG1 qEH 3 81 AU T 82
HFB6-5hz8-hG1 qEH T 83 AN T 84
HFB6-5hz9-hG1 A EH 3 85 AWM T 86
HFB6-5hz10-hGl qEH T 87 AU T 88
HFB6-5hz11-hGl NEM 7 89 AEHE 90
HFB6-5hz12-hGl MEWM T 91 ANEWMF 92
HFB6-5hz13-hG1 MEH T 93 MEHT 94
HFB6-5hz14-hG1 MEWF 95 MNEH T 96
HFB6-5hz15-hGl ez 97 ANEM T 98
HFB6-5hz16-hGl NEdwM =z 99 AEMZ 100
HFB6-5hz17-hGl MEWMF 101 HEAM T 102
HFB6-5hz18-hGl MEWZ 103 HEAM BT 104
HFB6-5hz19-hGl MEH T 105 qEH T 106
HFB6-5hz20-hGl AT 107 AN T 108
HFB6-5hz21-hG1 MEH T 109 e E 110
HFB6-5hz22-hGl AddHz 111 HEAH T 112
HFB6-5hz23-hGl MEHZ 113 AN T 114
HFB6-5hz24-hGl HNEH B 115 AN D 116

A5 AAFE A, 2 dye] TEE gx] Ee ol Y A wH2 Ab-wig-x F|dE A, Azks)t
A, AzF A, CDR o2 A == AxHstsE Aot

oA, dEle GEFE A T ol qYd A whHS Io6l FA, 1g62 A, 1g6G3 A Ex=

EA AAFedA, dElE 922 3A EE ol & A3 TS AgHs 57, EBE |9} Hojk 90%, 91%,

92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% ML FTUAAHS ztu otof olu|:t WMIE(E B, A, 2A

/= X3)E EFsE Wolde T B 99 4 58, Aol% 90%, 91%, 92%,

93%, 94%, 95%, 96%, 97%, 98%, 99% A LE FAAMNS zta 1 ¢hol] ofm At o], A4, A4 /=

v AEHE xgete Bl A EW do AIdES 28t 1961 FA <]
=2

54 AAgHdA, dEE 9EE A Ee ol Y AF JdHe (1) FA &4 AE il AESA
(ADCC)  H/me= A & Ax o wil EAZRG(ADCP) (1A, F243L,  G236A,  S239D/I1332E,
S239D/A330L/1332E, S298A/E333A/K334A, F243L/R292P/Y300L/V3051/P396L, I+ FeyRIIIadl tiet A S71=
B8 ADCC7F 7 FaASEA ge(mFaAdstd) A (dAY, Fo 99 = FRASE A g2 N297))
datar/stAv; (2) 83 W8 SAA 7= (3], T250Q/M428L, M252Y/S254T/T256E) &3 &% 99

s =
U Edol & Eshs g6l FAloltt.

EX AN A, dEld 9EE A E£x= ol9 qY AF wH2 v gA), A-wkg-2 7ldE @A),
Azre} A, AzF A, CDR oA H A = Axwdste Aol

EX AN A, dElE @28 A £ ol Y A TS z7kst Aol

AR AA oA, 3 Ast GHLE Fab, Fab', F(ab'),, Fq, &Y A& Fv ¥ schv, fgXddol= A%t F,,

V-NAR =w|l, IgNar, QJEZuIY], [gGACH,, "IYule], F(ab'),, ElEZluiY], Egjohuly], tjoluit], o =
el A, DVD-Ig, Fcab, mAbs, (scFv),, T+ scFv-Fco|t}.

SA A, 2 g GEE A e oo e A &2 I3k BILAYl SelF o, dF Eo vt



[0235]

[0236]
[0237]

[0238]

[0239]

[0240]

[0241]

[0242]

[0243]

[0244]

[0245]

ZIHSd 10-2024-0139083

54 AAgeoA, 2 Iy dEFE A EE ol I A dHL YFo] BILA(AE 9, Al=ET~
ol v A~ Aol BILA, g AEHs 122)9F &2 H|QIZE 12k BTLASF wxl ¥h-ggict. 574 AAH
oA, W] BEE @A Ei oo 39 AT wHe vhes BIAGAYN, AdWE 123)5h 2L AR
BTLASF 2} w-&351#] ereth, Iz, Azl 9 whg-2 BILAY FdAlel Led A&l obnwit M do] 3
710 A=}
BTLA A&
917k BTLA MKTLPAMLGTGKLFWVFFLIPYLDIWNIHGKESCDVQLYIKRQSEH
(g9 s SILAGDPFELECPVKYCANRPHVTWCKLNGTTCVKLEDRQTSWKE
NP_861445.3) EKNISFFILHFEPVLPNDNGSYRCSANFQSNLIESHSTTLYVTDVKS
- ASERPSKDEMASRPWLLYSLLPLGGLPLLITTCFCLFCCLRRHQGK
QNELSDTAGREINLVDAHLKSEQTEASTRQNSQVLLSETGIYDNDP
DLCFRMQEGSEVYSNPCLEENKPGIVYASLNHSVIGPNSRLARNVK
EAPTEYASICVRS (M EWZ 121)
A =B/ A MKTLPAMLGSGRLFWVVFLIPYLDIWNIHGKESCDVQLYIKRQSYH
2 ul9}3 BTLA SIFAGDPFKLECPVKYCAHRPQVTWCKLNGTTCVKLEGRHTSWKQ
(e s EKNLSFFILHFEPVLPSDNGSYRCSANFLSAIIESHSTTLYVTDVKSA
XP 001104281.1) | SERPSKDEMASRPWLLYSLLPLGGLPLLITTCFCLFCFLRRHQGKQN
- ’ ELSDTTGREITLVDVPFKSEQTEASTRQNSQVLLSETGIYDNEPDFC
FRMQEGSEVYSNPCLEENKPGIIYASLNHSIIALNSRQARNVKEAPT
EYASICVRS (A EH¥ 3 122)
w92~ BTLA MKTVPAMLGTPRLFREFFILHLGLWSILCEKATKRNDEECPVQLTIT
(FeWz RNSKQSARTGELFKIQCPVKYCVHRPNVTWCKHNGTICVPLEVSPQ
NP 001032808.2) | LYTSWEENQSVPVFVLHFKPIHLSDNGSYSCSTNFNSQVINSHSVTI
- HVTERTQNSSEHPLITVSDIPDATNASGPSTMEERPGRTWLLYTLLP
LGALLLLLACVCLLCFLKRIQGKEKKPSDLAGRDTNLVDIPASSRT
NHQALPSGTGIYDNDPWSSMQDESELTISLQSERNNQGIVYASLNH
CVIGRNPRQENNMQEAPTEYASICVRS (A E2H3E 123)
A5 AAFE A, el oEE g e ol Y A% e AzF BILAY Wi siE] A5 K)E <1
pM, <100 nM, <50 nM, <25 nM, <20 nM, <15 nM, <10 nM, <5 nM, <2 nM, <1 nM, <0.1 nM, <0.01
-8 -13 -9 -13
oM EE <0.001 nM(dlS o, 10 olat, ]2 ol 100 M WA 10 M, lZ So] 100 M WA 10
IS
Aw ANHEeA, B oaEe) 92E P4 Ei oolo] 9 AF due WFBe-4ol ofd AgE ezl 2
sk, 54 AAEE A, 2 Ao gEFE A T ol &9 A% TS HFB6-59 o AgtE ovEX
of AgHa)
@H -2 217F BILAS] o}y ~Eo|t | BILAS 2]

AR AAGEelA], B wwe] BFE FA Ei oo U AF
3] 2] S
= =

TLAZ F-E o] Th&2E

o
]I‘T‘
>
(s}

=29 A sta/FAY, TAZ(9E

AX A, A7) BILAZREY tYeAEH z
¥ 6 THXE) 2/ g% AE 432 A g,

2] 1L

o], (D4, CD8, Thl, TFH, o« B FE=&=
OE]—"% AAGE A, B dye] g2 A T ol &Y AF whEH-& HVEMOl sk BTLAS] ZAES AdstAL
HA 5] &=

\
.|_4
-
ol
b
_\.L
\

A AAFE A, B EHe] dEE A e oo e AF odH 2 BILACe] e Al BAE FAE Adlst

H
¥ & THIE) &3t At
Kl

A% WA (1) AE0E 99 HOR A4,
9 N9, AGWE 109] LOR 1D 2 ADWE 589 240 29 99 Ad; w

54 Ao, B odge ged 92E GA EE ol
& IR L
A @S AU 609 A4 ot Ade EgU

AEE 579 F4 EW
(2) NEWH3 599 ZF3) ofn

HE FEolA, B wye (1) AEHE 99 HOVR Ad, Adis 579 F4 2W 99 N4
LR M 2 Mz 589 A4 BW 99 ME; e (2) AEHE 599 T4 ofn|wit
o] A obvxit MEe ZsAU/ LA or o7 o]FojA7/o]R o] oA dEd dEE FA L=
ole] 3¢l Ag dHS AT}

QR AAFHAA, B o] g E G EE old G AF UH(QAN UIE FA w0l I AT
W e, ne(lE Fol, 25T wE 40CeIN B A ), e pi 27 (E Bol, HeA H
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5

W w0
froon

Ll
o

e, FA 9 ML JhsAAS MAATZIZ] Y8l AAE oux=at AL Ul sk o]de] H EdWol

d& 9], i [Raybould et al., Five computational developability guidelines for therapeutic
antibody profiling, PNAS 116(10): 4025-4030, 2019]¢= 7P Z=wel A de] g2 73k A5A Zds
Tk, ol vl 7 A ThsA Zrel=giclel dis) AlRetar, ARl H4FD AdI BF FEHE Kast
= AFEH =T TAP(Therapeutic Antibody Profiler)7} Z1AlE o] 9}, A7) AAEL volr) 317] Alo]
EoA FE& o]& 7Fs3e TAPE A|F3ht}: opig.stats.ox.ac.uk/webapps/sabdab-sabpred/TAP.php.

R A
o pE X

oy

el gk BAst= s ddste A Yol A58 mAb /e oy o] k. o], g
WA, s34 2 GAFeY EHEAG, A 3, =2 HE, tE5eold @ E%e Dde] x3ET. 4
& B9, 53] 1xEE 7MHARQ] ARA ZAA JI(R)ANAN =& 59 272 3, A5 2 gFEold
HHEA o 2 Aol QdSirt. Sl 2 A 7hA EdRle & v AL e asEdA At F3 9 A=
o} A#AAZF Jvtk. CDRANA At} St A= £ 79 AAE 2 EF3 48 537 Aol 9l
ot AF oAAES TFT WY F WY e HY 4] #Yo] #AE] AL B4 AE EEHEZE QI (dE &
o], 4tzh, o]dAst ke I RASE ) HATT. AD Ao AHE &olstA s s HAFEH =

s ol&d & duk. LA [Warszawski et al., Optimizing antibody affinity and stability by the

automated design of the variable light-heavy chain interfaces. PLoS Comput Biol 15(8): e1007207.
https://doi.org/10.1371/journal .pcbi.1007207]1e = =3, 7}H AH-F2 g Holxe 253 HAZS E3
WA AskEst S AAsteks Yol JlAEe) drk. T A FAH AW A

2 olgu & glom, ¥ ownel migAs PN, Bgel
st olgel 3 BAvelE RYstel old BAIE Sdsks WHoE B owne 4

@ % 9,

7 §17r3t A
AN AAIFE A, & Dol A= kst Aok, AzFsF A= HAZE Aol gk QIF A REZ (4]
A, ozF Fup$-2 A (HAA) W) S ZAAANAY AAE], 34 A 5Add hat vy wkes fxsdtn X

A= 4o zFE el wet AzkskE & dvk. HIAIEA Q] A AR QIS W elE, dE Bl VT F
3] A5,530,10135; #5,585,08935.; A|5,693,7613%; A|5,693,7623; A6,180,370%; ¥&[Jones et al., Nature
321:522-525 (1986)]; %% [Riechmann et a/, Nature 332: 323-27 (1988)]; +3l[

239: 1534-36 (1988)]; % wl=r 53] &9 F7] 2009/01365000] 7A@ o] E3gy, Ay EIAELS 2%
gt

Qzbat PAE M 7hd Geol TR 49 ) Hol® shbel ofvlmate] ¢k TAYAL G )
$3he A9 obrlto AR FAlolt. AF AAFHNA, Wzt spA G ZAYNZL 9 1 A
o= 271, Hol= 3/, Hol= 47], Hoj= 570, Hoj= 670, Hol= 7/, Hol= 87, Hol= 971, Fol= 10
A, AHelw 100, Holw 1270, Holw 157 Et Holw 207 obvlxite] st olge] Azt ZeUNA Y
o st olgel Aat 949 oo w Al

A AAGE el A, A gl AFEE = e she
AA = FHAM FAMRE Aolvk. F, I ]

@ale] 1zt ZedH el
g

3
g 4 3L, st o] migIzt >

HAHAY A2 A AgS2ad FAA g8 Jd=¥E 5 dar, s o] HIZE opmiake A3 QI
Al QIZF ZH A F9e] gt obvato g A AY A3 QI AIFREY fFHAtel oJa <l
Fd Aok, doprk, dF AAFHAA, 9l Z A FF, dE 5ol FR2 W Age] AMSEHE B A
ook IRE opnieatE TR AZF ZedelAel A freld ek gloh. epxnE, A5 AAIGECA, gkl
AREE = BE sk IRE oAk EdE QAR Al FaHAY, s A Wesred FdA
of ela] =gt
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Nature 368:
#5,545,807

Sci.

Acad.
76,162,963

Natl.
% [onberg et al,
; 2 A)5,545,806% FFE.

227: 381-8 (1992)]; & [Marks et al,

70 WO 99/10494 =

Proc.

A6,673,986
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fe e

M kom0 0k o
Jo
S
-
<

AR A el A, CHO M2 E= CHO 3l Al2E, = NSO AlEolA ZE|feto]l =9 Hdd A ste et
A, oajFel o]#3k WE =, oS Eo] ¥ ([Running Deer et al., Biotechnol. Prog. 20:880-889
(2004) 10l 71A1= o] dek. AR AAFHEolA, A7FE EgetE FEA diA Ao AW WS 93 W)

B7 e, 4 ol AAFH A, Zeeels B %—E@EME%O BH2 27 SolF wHow
58l ZRREE Ex ZRREHE Ao s k. «dE 5o}, 1+ Hol¥ ZEREHE, JE 5o PT 53

11 SFAE

theFet Ao A, B A" FAY T L/EE AAE el Axet e YdAx; EE A
MAECANAD, 55), A& lE 25 AXE 2 IHF AE) 2 AFAFNA FEE 5 Q. o3 4H
2, dE B FdAel L Haje| wEl #3E S k. ZEHElol=E wEAY| = d AMgE § Sle
AA A FEAE =, Hllﬂf‘&ﬁ.ii, 0S7 MEZ E3sl= 0S AE; 293-6E AEES 5 q 3E

E3SHE 293 4
3]

>

CHO-S A%} DG44 M FZ ¥3+6}= CHO A|E; PER.C6® A¥(Crucell); @ NSO Al¥7F =3H;, oy A
FeolA, Bo] 7Y A F Z/EE AAdE ardA 2= £ k. g3 Eo], nF B3 &4
70 2006/0270045 Al FZ. L AAFEHANA, EA Jdd SFAEE IF-BILA A9 T4 L/EE A
EAstE MY F WYS vh=s s 7Intete] AEEnt. dE 5o, 45 AAAEelA, CHO AﬂE” 293
Aol A ik Fdst ZEetel=nt B AdEs S 2e e =S Akeitt

EAste SsFA 2 s o]y dibs =YdtE A2, HAgHoR ) g E el o) >~

ujZl EfaEA ) ol XA upyl] EdaEA ) AVAY, AR, Y 55 Xk Ao Wl 9

3 @Add & den, HAFHS A A WHE oE Eo] ¥ [Sambrook er al., Molecular Cloning, A
o)

Laboratory Manual, 3rd ed. Cold Spring Harbor Laboratory Press (2001)]ol 7]} %] ¢
Aeket o mEt B4 e SFEAM A dAHoR EE g H oz ERsAFE F Q).
AR AR A, st o] g EE|HEle|=E oo A
olde] AL AR ZAEAL EdsTMAE % o] AA

93 gl uet FeReelsg dags shi
o4 Aard 5 9l

AP

2

AAd 1 Al E 2 Y5o] BILASE A} Hkg-3l= ©17F BTLA olalU2E dxjeo] 219

ofy

B A e, Wixeka BILA ol UAE A (EQoA 22B32 A A )} FASHAY olRt & AER I
w7} BAIZ =4S AdstE 5= (E 22)% ofygl, HVEM Wizl THIE AfE JAA 7R sl 528 (% 2b)
o] 2] &t

7lkale] 270¢] w9~ gl= A F 1 (HFB6-49F HFB6-5)E 2lWsl= WS Awet. oghx, o]2]dh upg-x
A= BTLAOl A3stal BTLAS] G2ERA WAAA 7|58 /MAsks 8 olYe), BILAS 2= uj
BILASl M1 #F=(F, HVEDE tiAsHA] Eabe sHoz s w2 "ofaly~E H](non)2behAl"2 A3
=

%= 1914, Q1%F BILAS @ dhs HEK293 Al Eeh Al-B2 BILAS #PIddhs Expi293 NEE dold ¥k
F-BILA & @Al § QAqteo]dsialet.  AF647 m&% A7 1gG Fe 27} ﬂxﬂﬁ ol&ste] FAZEOR
FANE] Adsls F-BILA A= gakg}o}cﬂw:} HFB6-4 X &9} HFB6-5 & &A= 3 2814 oM Js=
2 A%+ BTLAS} cyno BTILAY Ag sl Aoz FQlEUL).

5= 2394, EasySep™ <17+ BA|E ©he] 15—2— Abgsto] AZFEE Fol &t PBMColA 12 BAIZEE wrelsla, CFSERE
FAsA Y. BAEE 100 nM &-BTLA 34 e 2+ A9 &4 dlollA 10 pg/mL F-IgMe = A=3FS T},
49 &, AFHA &2 BAEe} BHEE CFSE 814 (% CFSElo) 0.2 BHIE 52418 g=s)slsitt.

HVEM-BTLA zbet 2128 7oA, TCR &4 3kAI(TCRa) ¢k BILA 2]Zt= HVEMS ddstes 4% CHO AIXEFE
NFAT A% Z2HEo| o3 F5xE FAHGoMA B 2E 9 BILAE 2d3t= Jurkat B XE AxF 34 &
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= wjokslgitt. #x|mla -BTLA xbgt A (oA JS004E A F )] A8-S HVEM wiz] THEZ Ase g4
A"k, HFB6-49} HFB6-5+ AAA 714 EFHTHE 2b).

Lhol7h, vl Ade] 7)dlale] HFB6-4 ol 3 E32 9} 22B3 oW =7} BILA/HVEM A3 Qe #H o] ~dA FHH &=
S Zelaklvt. webA, Adeoldk A7, HulstA sdsAY AAAoR FHE = I EX Agsiyete,

2
AAHOR JolF BBIAH BHL ehdE AL 58 Heke Yolrt,

TAA R, ELISA vld AFelA, ELISA Zdlo|EE Z4zbe] 3] P (HFB6-4 = 22B3) E& g=(A=xd
Fc el HVEM) 5 pg/ml® Z®sdch. gk 5 AZF his 81749 BILAGBILA-his)E &9 F #2330 p
g/mL)ol BA A Ei= obo]AER] tixw FAIMGO53) e A Folskivk. HRP A3 #-his 22k FAE ]
&8l x84 BIlA-hisE HAEsigivh. B4 A=A MG053& AHERE 219 wlaiste] BILA-his ¥3) Asf&&
dRstasla(alr] & #x).

™~

238 /38 7+= (5 pg/ml)

HFB6-4 22B3 | HVEM-Fc
HFB6-4 102 67 84

£ g (30 pg/ml) 22B3 104 87 93
MGO53 (C-) 0 0 0

dlolgel wa2wW, HFB6-4 ¥ 22B39] ol AFF BILABILA-his)e] ZA3H( wHidle] A=
ul 7R ) 2, AZE HVEM(HVEM-Fo)o] tieh 23S wWxskaict.  o]# 3k dHlolEl:=, HFB6-4 oY EZ 9} 22B3
o j E>X 7} BTLA/HVEM A3} Slejso] 2o FHE S YeERdT).

AA 2 TAE 432 As| st hBTLA o} A~E 4] HFB6-49F HFB6-5
B 99e, Belw HBo-4 JA HB6-5 PA7E TAE B Adshs TR AFHE vhot Lol )y
WBILA obii] ~E9)S qlZatth

2 AReA, AE EHA FeyRIIbE W@ CHO AEE WA -CD3 A9 iZH 7 atell Al HFB6-4 =
= HFB6-5¢F ¢ AR FA(E:= & z = 54tz ZADs s Aol dste], AR FAI(R
8-(D3 A (715 A9))7F Fe 99S Z3 %W FeyRIIbell 2= A o}sziv}.

olo] A, A& AT P CHo AEZ T 2 BILAZ Wdshe Jurkat 228 AES} A Fulo] et
9. B8 B G 0 AT TG 7%, #F-D3 FAel @ TR 243 A, HFB6-4 2 HFB6-59}
2 BILA o}aiU2=E A= BILACl AFatar the 2E7 BILA AEADS AFAA, TR the2EY NFAT 2
2RE ] HAF Ao shell A FAHTorAl HEH FAzbel ofal] ]EE AEAAM SAE nkeh gFo] TR A&
95 Asfstalnt.

TR 243ts A=st7] 98l &-D3 FAE H7bshA &2 4%, &4 dxzaolMs FA AT &4 A=
A ettt FAIFetobA]l &2 BILAC AdshA] & it A MG0S] A sholl A R H A okt

gz o2 Wixufa BILA o}y 2E &4 22B3% TCR vzl FAIgEtolA] S48 &3 &4 W=z 7ha
N AT/ A alstdtt. HFB6-49F HFB6-53 o}ug}, T v} BILA ofalu~E 3FA|<l HES8-9A10AE, WlX|mt= &
22B3R T} & HEZE TCR wi7] FAHokA A4S Adsstt. = 3 F=E.

glo|glol| w}l=w , HFB6-4, HFB6 5 % H6S8-9A10AE TCR AT AHAES Aalsle d ol Holx= wAnl=a ofuy
2B g3 22B3 W (H A guEin) $-3k .

A Ao 3 BAIE 5215 A &f|5k= hBILA o}l 2=E 34 HFB6-4/HFB6-5

B AAe= BILA oluUAE 34 HFB6-4 2L HFB6-57F AldE RE FoztoA wlxwla oliUX~E 33|
22B3°] AAg G2 12 BAXE F24S AdS gF5e.

EasySep™ <IZF BAIZ ©¥ 71EE A}gste 7eE Foizk PBMColAl 1% BMEE wEshal, C(FSEZ
xAETE. BHEE I-BILA A v dlxza A EA StollA 10 pg/ml F-Ighez A=k, 4¢Y
A A e BAES BHE CFSE 34 (% CFSElo) &2 BME Z2]8 A3}ttt

¢
ich

HFB6-4¢} HFB6-5+ WIX|wl= 22B3 dA|e} F-AFSE == (3o #F 0159 FoxF 017) T+ ¥IX|vl= 22B3 AW}
5% FEEFOA 0190 399 Fold Fold el 1% BAE & Asfa u} (= 4, %% A9,
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HFB6-4¢} HFB6-59] X7} 57145 13 BAIE S2l9] A3x 71kt (= 4, 5 314).

A4 4 Q17+s} HFB6-4/HFB6-5 Wo|Ale] Ag 2 .z} Hk-3-4

H A3F S HFB6-49] ¢17+s} ol 2 HFB6-59] ¢1zt3} Wo A7} =% X HFB6-4 34 @ = HFB6-5 A9 =}
ZE7FA 2, hBTLAC] ZA3slal A& 5o] BILAYE 2 stz wxap weds d53c)

7¥eFslAl, 27 24709) HFB6-49] 173} wolAe} HFB6-5¢] <1713} Wo|A (oS o], HFB6-4-hz1l W% HFB6-
4-hz249} HFB6-5-hz1 WX HFB6—5—hzZ4)E BFE A7s ZRES 7|dele] AAsta, AAE Q1zks WolHE
A& 3to] hBTLASE cynoBTLAY wigh nxlshd AFAE 2Esk3iTt.

¢17F BILAS #2313} HEK293 A E &} A|:E--2 BILAZ #Hdl sl Expi203 A|EE Aloldt sx9o 217k3t &
BILA Ak &7 lstwleldstglet.  AF647 HE ARt Ig6 Fe 22k FAE ol &ate] FAEL O 5H
Alzell dtshs &-BILA A5 dZasiolrt. = 5 3=,

ZAylo] w2, HFB6-4 AZFs} wWolA9} HFB6-5 <U7Fet ¥olAlE= 3 AE 4 oM st =2 A3F BILASH Al
2~ BTLA® ZAgHa}ict.

>
>
2
(@n)
(o]
Y
e
o|\
1
i)
H
>,
e
Ak

XH &4 Adsk= HFB6-4 AzFst ®lolA9F HFB6-5 217+3} o] x|

H 248 Aasts vl ol MEE HFB6-4 <17+3} Wol A ¢} HFB6-5 21713} WHol A
Auk 2o dd o= vlaskqlct.

=2 A Ao, EasySep™ QIZF BAIEZ "] 7|EE AMg3slo] 17hs Foix} PBMCOlAl 13 BAIXZE
%E]é]-ﬂ, CFSEZ FA8HATE. BAIEZE 1 pg/ml 2 10 pg/mL®] F-BILA A & izt A9 A &t
4110 pg/mL F-Ighe = A3k, 49 5, AFHA e BAES} #+#E (FSE 34 (% CFSElo) &= BAAE
%d% eFs}sloint.
TAZE A E8 AANA, FeyRIIbE TS ES 229 CHO A X3S AF&3te] 3-(D3 A9 3-BILA 3t
e 7FWA AT, Fe 5847 WA=, F-BILA o}all~E &A= BILAS} NFAT FA]elolA] g ZEHES 2d
s Jurkat 2]3EE] A EZFOlA TCR-NFAT 22 &43tel o3 fFrves FAHAgA g2y Aas AT
AT
Azlo] u}

=9, AEE HB6-4 17r8} WolA|ek HFB6-5 Q14+8} WelAl= BAIXE T4 (% 6a)7 THIXE =2H &
(% 6b)&

A&|sk= d o] & HFB6-49F X HFB6-59] A4S #4353t

A Ao 6 okA83 C57BL/6 wh$-2oll A Aeldl HFB6-4 AZFs} wWolAle} HFB6-5 AZFs} wWolAle] vtz st

PK =23

HFB6-4 <Q1%Fs} wolx| e} HFB6-5 Q17kst WolA|e] ¢kgshd Z2utds xAstr] f138], AgE wHolAe 13 &

(10 mg/kg) & oFAE C57BL/6 wh$-2sol o)) FAlSIQTh,  1AZE, 24A412F 2 72412 & FAE A Hstar

ELISAZ AeE A9 84 sx& 54353,

go)Ele] wawW, HFB6-4 <178} Wolx| HFB6-4hz1-hGl¥} HFB6-4hz6-hGl, = HFB6-5 <17+s} ¥ o) HFB6-

5hz12-hG1, HFB6-5hz19-hGl ¥ HFB6-5hz24-hG13} 2 M€l <17ks} Wola= 10 mg/kgel 13 &Ho =z Fo

2 o vpf-oA dFE =S YR

A 7 Aele 17kl HolAY FE s AT 7

AelE HFB6-4 <17ks) wolxek HFB6-5 <1zksl "ol ME 7sAdeS AR A3, 3
AA, 4T 2 37CAAY 44, 2 32 plH(dE 5o, pH 3.8)olA 9] HAAd &

do
% o

A A4 8 hPBMC-NSG 57 GvHD B do|A 9] X5 &%

B AAdE, WA BILA obaUAE FA7E FA GOl AREFH) O NSG phy2 R WY wge A
shshe W B BSa.

Ao, W BILA olnU~E FAle] AAY a5 74 ol 4WuEF (D)) o] F Q17is vhe-
oM FAseh, oYt vk RUe FNAFOR WA ZARE NSG oh2ol A Q17 PBNCS] Aol
o8l fEE THE W) Agelth, U3 ZzEze] £449 EWe] % gaol dAsel itk
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T 8be, ZF BT YI 8%y SAstuA} e BES EstE AT AY AAS BoFEd. 49
A @aols zhzb 8ulg] mhe-27k Q). o]Ed A o=, PBS 94 WHERT(GL), IgGl o}ol el LA o
Z 7+ (MGO53-hG1, G2), BILA o}y AE 3}+A| (HFB6-4-hz1-hGl) ++(G3) 2 22B3 wlX|w}= tZ&T-(G4)o] EZ 3= o]
AR
ofH] g

Elo] wl2wW | hPBMC = ¥ 14<9xloll, A BILA oY 2E 3A HFB6-4-hz1-hG1Z A8 ¥ G3 w9
2B U iRt 629 vluste] FAIKCRE 93 hCD45+ Y AE #AA%E ElAY. kA, 9l
G4 LS AJ-ol o9 Aol7t JYEE AIFORE Fodk ztolE YERE Aoz HolX ¢

Yolrt, = 8f2] Kaplan-Meier A& Ao wpzw, Ag F3 AFA 28Ul tha: BILA oluYX=E A
HFB6-4-hz1-hG1E A2 G3 v} 3 85%7}F W& wl-27F AES ddrt. o=, PBS & (G1) T} ofo] &}
Y A MG053-hGl thZ2=(G2)2] AEE <20%R T BAHCRE FosiA 1 =2 503

o

B, 2283 WA FAZ Aelw AR G4 dETNA 15U F AEEe] AL
ool AEES 400 Mwollth. 63 w3 G4 F Aol AEE o] w@ EAHOZ folaradr).
i

d

W3k, HFB6-4hz1-hGl 2]+ (G3) PBS thxa* Gl1, oFo]AERY dX] thzxa: G2 2 22B3 wWlx|ul=
o], Gola AaAE = A3 Wi (E 8¢ F2)9 AgH oz AojE= A=(RCBD) A (% 8d)E ey,

5U3 hPBMC-NSG FA41 GvHD RdoA O & g3k thxt A 22B33 vlwsle] o & &3o| HFB6-4hz1-
hG1= HFB6-4hz1-hGle] &% WHe &%S T3 H7F8Ich(® 8g). TFAX2=Z, 1 mg/kg, 3 mg/kg ¥ 10
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       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQSPLSLPVTLGQPASISCRSSQSLLDRDGKTYLNWLQQRPGQSPRRLIYLVSKRDSGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVQSGAEVKKPGESLKISCKTSGFNIKDTYIHWVRQMPGKGLEWIGRNDPANGNTKYSPSFQGQVTISADKSISTAYLQLSSLKASDTAMYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQSPLSLPVTLGQPASISCRSSQSLLDRDGKTYLNWLQQRPGQSPRRLIYLVSKRDSGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGSSVKVSCKTSGFNIKDTYIHWVRQAPGQGLEWIGRNDPANGNTKYAQKFQGRATITADESTSTAYMELSSLRSEDTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSLSPGERATLSCRSSQSLLDRDGKTYLNWLQQKPGQAPRRLIYLVSKLDSGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGASVKVSCKTSGFNIKDTYIHWVRQAPGQGLEWIGRNDPANGNTKYAQKFQGRVTMTADTSTSTVYMELSSLRSEDTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSLSPGERATLSCRSSQSLLDRDGKTYLNWLQQKPGQAPRRLIYLVSKLDSGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGRSLRLSCTTSGFNIKDTYIHWFRQAPGKGLEWVGRNDPANGNTKYTASFKGRATISADGSKSIAYLQMNSLKTEDTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSLSPGERATLSCRSSQSLLDRDGKTYLNWLQQKPGQAPRRLIYLVSKLDSGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGGSLKLSCATSGFNIKDTYIHWVRQASGKGLEWIGRNDPANGNTKYAASFKGRATISADDSKNTAYLQLNSLKTEDTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSLSPGERATLSCRSSQSLLDRDGKTYLNWLQQKPGQAPRRLIYLVSKLDSGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLQESGPGLVKPSGTLSLTCAVSGFNIKDTYIHWVRQPPGKGLEWIGRNDPANGNTKYNPSFKSRATISADKSKNQASLKLSSVTAADTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSLSPGERATLSCRSSQSLLDRDGKTYLNWLQQKPGQAPRRLIYLVSKLDSGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVQSGAEVKKPGESLKISCKTSGFNIKDTYIHWVRQMPGKGLEWIGRNDPANGNTKYSPSFQGQVTISADKSISTAYLQLSSLKASDTAMYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSLSPGERATLSCRSSQSLLDRDGKTYLNWLQQKPGQAPRRLIYLVSKLDSGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGSSVKVSCKTSGFNIKDTYIHWVRQAPGQGLEWIGRNDPANGNTKYAQKFQGRATITADESTSTAYMELSSLRSEDTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDRDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSLQAEDLAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGASVKVSCKTSGFNIKDTYIHWVRQAPGQGLEWIGRNDPANGNTKYAQKFQGRVTMTADTSTSTVYMELSSLRSEDTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDRDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSLQAEDLAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGRSLRLSCTTSGFNIKDTYIHWFRQAPGKGLEWVGRNDPANGNTKYTASFKGRATISADGSKSIAYLQMNSLKTEDTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDRDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSLQAEDLAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGGSLKLSCATSGFNIKDTYIHWVRQASGKGLEWIGRNDPANGNTKYAASFKGRATISADDSKNTAYLQLNSLKTEDTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDRDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSLQAEDLAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLQESGPGLVKPSGTLSLTCAVSGFNIKDTYIHWVRQPPGKGLEWIGRNDPANGNTKYNPSFKSRATISADKSKNQASLKLSSVTAADTAVYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDRDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSLQAEDLAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVQSGAEVKKPGESLKISCKTSGFNIKDTYIHWVRQMPGKGLEWIGRNDPANGNTKYSPSFQGQVTISADKSISTAYLQLSSLKASDTAMYYCASYEGYYERFGYWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDRDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSLQAEDLAVYYCWQDTHFPYTFGQGTKLEIK
    
  
   
     
       330
       AA
       PAT
       
         
           source
           1..330
           
             
               mol_type
               protein
            
             
               organism
               Homo sapiens
            
          
        
      
       ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
    
  
   
     
       107
       AA
       PAT
       
         
           source
           1..107
           
             
               mol_type
               protein
            
             
               organism
               Homo sapiens
            
          
        
      
       RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
    
  
   
     
       449
       AA
       PAT
       
         
           REGION
           1..449
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..449
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGSSVKVSCKTSGFNIKDTYIHWVRQAPGQGLEWIGRNDPANGNTKYAQKFQGRATITADESTSTAYMELSSLRSEDTAVYYCASYEGYYERFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
    
  
   
     
       219
       AA
       PAT
       
         
           REGION
           1..219
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..219
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIQMTQSPSSLSASVGDRVTITCRSSQSLLDRDGKSYLNWLQQKPGKAPKRLIYLVSKLDSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCWQDTHFPYTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
    
  
   
     
       15
       AA
       PAT
       
         
           REGION
           1..15
           
             
               note
               Description of Artificial Sequence: Synthetic peptide
            
          
        
         
           source
           1..15
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       CTASGVNIKDTYMYW
    
  
   
     
       13
       AA
       PAT
       
         
           REGION
           1..13
           
             
               note
               Description of Artificial Sequence: Synthetic peptide
            
          
        
         
           source
           1..13
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       GRIDPANGYTRYD
    
  
   
     
       14
       AA
       PAT
       
         
           REGION
           1..14
           
             
               note
               Description of Artificial Sequence: Synthetic peptide
            
          
        
         
           source
           1..14
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       CAVYDGYYESFDVW
    
  
   
     
       18
       AA
       PAT
       
         
           REGION
           1..18
           
             
               note
               Description of Artificial Sequence: Synthetic peptide
            
          
        
         
           source
           1..18
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       CKSSQSLLDSDGKTYLNW
    
  
   
     
       7
       AA
       PAT
       
         
           REGION
           1..7
           
             
               note
               Description of Artificial Sequence: Synthetic peptide
            
          
        
         
           source
           1..7
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       LVSKLDS
    
  
   
     
       11
       AA
       PAT
       
         
           REGION
           1..11
           
             
               note
               Description of Artificial Sequence: Synthetic peptide
            
          
        
         
           source
           1..11
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       CWQGTLFPRTF
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLQQSGAELVKPGASVKLSCTASGVNIKDTYMYWVKQRPEQGLEWIGRIDPANGYTRYDPKFQGKATITADTSSNTAHLQLSSLTSEDAAVYYCAVYDGYYESFDVWGAGTTVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQAPLTLSVTIGQPASISCKSSQSLLDSDGKTYLNWLLQRPGQSPKRLIYLVSKLDSGVPDRFTGSGSGTDFTLKINRVEAEDLGVYYCWQGTLFPRTFGGGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGSSVKVSCKASGVNIKDTYMYWVRQAPGQGLEWIGRIDPANGYARYAQKFQGRATITADESTSTAYMELSSLRSEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIQMTQSPSSLSASVGDRVTITCRSSQSLLDSDGKSYLNWLQQKPGKAPKRLIYLVSKLDSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGASVKVSCKASGVNIKDTYMYWVRQAPGQGLEWIGRIDPANGYTRYAQKFQGRATITADTSTSTVYMELSSLRSEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIQMTQSPSSLSASVGDRVTITCRSSQSLLDSDGKSYLNWLQQKPGKAPKRLIYLVSKLDSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGRSLRLSCTASGVNIKDTYMYWVRQAPGKGLEWVGRIDPANGYTRYTASFKGRATISADGSKSIAYLQMNSLKTEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIQMTQSPSSLSASVGDRVTITCRSSQSLLDSDGKSYLNWLQQKPGKAPKRLIYLVSKLDSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGGSLKLSCAASGVNIKDTYMYWVRQASGKGLEWIGRIDPANGYTRYAASFKGRATISADDSKNTAYLQLNSLKTEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIQMTQSPSSLSASVGDRVTITCRSSQSLLDSDGKSYLNWLQQKPGKAPKRLIYLVSKLDSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLQESGPGLVKPSGTLSLTCAASGVNIKDTYMYWVRQPPGKGLEWIGRIDPANGYTRYNPSFKSRATISADKSKNQASLKLSSVTAADTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIQMTQSPSSLSASVGDRVTITCRSSQSLLDSDGKSYLNWLQQKPGKAPKRLIYLVSKLDSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVQSGAEVKKPGESLKISCKGSGVNIKDTYMYWVRQMPGKGLEWIGRIDPANGYTRYSPSFQGQVTISADKSISTAYLQLSSLKASDTAMYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIQMTQSPSSLSASVGDRVTITCRSSQSLLDSDGKSYLNWLQQKPGKAPKRLIYLVSKLDSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGSSVKVSCKASGVNIKDTYMYWVRQAPGQGLEWIGRIDPANGYARYAQKFQGRATITADESTSTAYMELSSLRSEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQSPLSLPVTLGQPASISCRSSQSLLDSDGKTYLNWLQQRPGQSPRRLIYLVSKRDSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGASVKVSCKASGVNIKDTYMYWVRQAPGQGLEWIGRIDPANGYTRYAQKFQGRATITADTSTSTVYMELSSLRSEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQSPLSLPVTLGQPASISCRSSQSLLDSDGKTYLNWLQQRPGQSPRRLIYLVSKRDSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGRSLRLSCTASGVNIKDTYMYWVRQAPGKGLEWVGRIDPANGYTRYTASFKGRATISADGSKSIAYLQMNSLKTEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQSPLSLPVTLGQPASISCRSSQSLLDSDGKTYLNWLQQRPGQSPRRLIYLVSKRDSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGGSLKLSCAASGVNIKDTYMYWVRQASGKGLEWIGRIDPANGYTRYAASFKGRATISADDSKNTAYLQLNSLKTEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQSPLSLPVTLGQPASISCRSSQSLLDSDGKTYLNWLQQRPGQSPRRLIYLVSKRDSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLQESGPGLVKPSGTLSLTCAASGVNIKDTYMYWVRQPPGKGLEWIGRIDPANGYTRYNPSFKSRATISADKSKNQASLKLSSVTAADTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQSPLSLPVTLGQPASISCRSSQSLLDSDGKTYLNWLQQRPGQSPRRLIYLVSKRDSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVQSGAEVKKPGESLKISCKGSGVNIKDTYMYWVRQMPGKGLEWIGRIDPANGYTRYSPSFQGQVTISADKSISTAYLQLSSLKASDTAMYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQSPLSLPVTLGQPASISCRSSQSLLDSDGKTYLNWLQQRPGQSPRRLIYLVSKRDSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGSSVKVSCKASGVNIKDTYMYWVRQAPGQGLEWIGRIDPANGYARYAQKFQGRATITADESTSTAYMELSSLRSEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSVSPGERATISCRSSQSLLDSDGKTYLNWLQQKPGQAPRRLIYLVSKRDTGVPDRFSGSGSGTDFTLTISRVEPEDFAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGASVKVSCKASGVNIKDTYMYWVRQAPGQGLEWIGRIDPANGYTRYAQKFQGRATITADTSTSTVYMELSSLRSEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSVSPGERATISCRSSQSLLDSDGKTYLNWLQQKPGQAPRRLIYLVSKRDTGVPDRFSGSGSGTDFTLTISRVEPEDFAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGRSLRLSCTASGVNIKDTYMYWVRQAPGKGLEWVGRIDPANGYTRYTASFKGRATISADGSKSIAYLQMNSLKTEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSVSPGERATISCRSSQSLLDSDGKTYLNWLQQKPGQAPRRLIYLVSKRDTGVPDRFSGSGSGTDFTLTISRVEPEDFAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGGSLKLSCAASGVNIKDTYMYWVRQASGKGLEWIGRIDPANGYTRYAASFKGRATISADDSKNTAYLQLNSLKTEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSVSPGERATISCRSSQSLLDSDGKTYLNWLQQKPGQAPRRLIYLVSKRDTGVPDRFSGSGSGTDFTLTISRVEPEDFAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLQESGPGLVKPSGTLSLTCAASGVNIKDTYMYWVRQPPGKGLEWIGRIDPANGYTRYNPSFKSRATISADKSKNQASLKLSSVTAADTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSVSPGERATISCRSSQSLLDSDGKTYLNWLQQKPGQAPRRLIYLVSKRDTGVPDRFSGSGSGTDFTLTISRVEPEDFAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVQSGAEVKKPGESLKISCKGSGVNIKDTYMYWVRQMPGKGLEWIGRIDPANGYTRYSPSFQGQVTISADKSISTAYLQLSSLKASDTAMYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EIVLTQSPGTLSVSPGERATISCRSSQSLLDSDGKTYLNWLQQKPGQAPRRLIYLVSKRDTGVPDRFSGSGSGTDFTLTISRVEPEDFAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGSSVKVSCKASGVNIKDTYMYWVRQAPGQGLEWIGRIDPANGYARYAQKFQGRATITADESTSTAYMELSSLRSEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDSDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSVQAEDLAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLVQSGAEVKKPGASVKVSCKASGVNIKDTYMYWVRQAPGQGLEWIGRIDPANGYTRYAQKFQGRATITADTSTSTVYMELSSLRSEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDSDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSVQAEDLAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGRSLRLSCTASGVNIKDTYMYWVRQAPGKGLEWVGRIDPANGYTRYTASFKGRATISADGSKSIAYLQMNSLKTEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDSDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSVQAEDLAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVESGGGLVQPGGSLKLSCAASGVNIKDTYMYWVRQASGKGLEWIGRIDPANGYTRYAASFKGRATISADDSKNTAYLQLNSLKTEDTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDSDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSVQAEDLAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       QVQLQESGPGLVKPSGTLSLTCAASGVNIKDTYMYWVRQPPGKGLEWIGRIDPANGYTRYNPSFKSRATISADKSKNQASLKLSSVTAADTAVYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDSDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSVQAEDLAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       119
       AA
       PAT
       
         
           REGION
           1..119
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..119
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLVQSGAEVKKPGESLKISCKGSGVNIKDTYMYWVRQMPGKGLEWIGRIDPANGYTRYSPSFQGQVTISADKSISTAYLQLSSLKASDTAMYYCAVYDGYYESFDVWGQGTLVTVSS
    
  
   
     
       112
       AA
       PAT
       
         
           REGION
           1..112
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..112
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DIVMTQSPDSLAVSLGERATINCKSSQSLLDSDGKTYLNWLQQKPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLTISSVQAEDLAVYYCWQGTLFPRTFGQGTKLEIK
    
  
   
     
       449
       AA
       PAT
       
         
           REGION
           1..449
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..449
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLQQSGAELVNPGASVKLSCTTSGFNIKDTYIHWVKQRPEQGLEWIGRNDPANGNTKYDPKFQGKATITADTSSSTAYLQLSSLTSEDTAVYYCASYEGYYERFGYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
    
  
   
     
       219
       AA
       PAT
       
         
           REGION
           1..219
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..219
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQAPLTLSVTIGQPASISCKSSQSLLDRDGKTYLNWLLQRPGQSPKRLIYLVSKLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCWQDTHFPYTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
    
  
   
     
       449
       AA
       PAT
       
         
           REGION
           1..449
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..449
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       EVQLQQSGAELVKPGASVKLSCTASGVNIKDTYMYWVKQRPEQGLEWIGRIDPANGYTRYDPKFQGKATITADTSSNTAHLQLSSLTSEDAAVYYCAVYDGYYESFDVWGAGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
    
  
   
     
       219
       AA
       PAT
       
         
           REGION
           1..219
           
             
               note
               Description of Artificial Sequence: Synthetic polypeptide
            
          
        
         
           source
           1..219
           
             
               mol_type
               protein
            
             
               organism
               synthetic construct
            
          
        
      
       DVVMTQAPLTLSVTIGQPASISCKSSQSLLDSDGKTYLNWLLQRPGQSPKRLIYLVSKLDSGVPDRFTGSGSGTDFTLKINRVEAEDLGVYYCWQGTLFPRTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
    
  
   
     
       289
       AA
       PAT
       
         
           source
           1..289
           
             
               mol_type
               protein
            
             
               organism
               Homo sapiens
            
          
        
      
       MKTLPAMLGTGKLFWVFFLIPYLDIWNIHGKESCDVQLYIKRQSEHSILAGDPFELECPVKYCANRPHVTWCKLNGTTCVKLEDRQTSWKEEKNISFFILHFEPVLPNDNGSYRCSANFQSNLIESHSTTLYVTDVKSASERPSKDEMASRPWLLYSLLPLGGLPLLITTCFCLFCCLRRHQGKQNELSDTAGREINLVDAHLKSEQTEASTRQNSQVLLSETGIYDNDPDLCFRMQEGSEVYSNPCLEENKPGIVYASLNHSVIGPNSRLARNVKEAPTEYASICVRS
    
  
   
     
       289
       AA
       PAT
       
         
           source
           1..289
           
             
               mol_type
               protein
            
             
               organism
               Macaca mulatta
            
          
        
      
       MKTLPAMLGSGRLFWVVFLIPYLDIWNIHGKESCDVQLYIKRQSYHSIFAGDPFKLECPVKYCAHRPQVTWCKLNGTTCVKLEGRHTSWKQEKNLSFFILHFEPVLPSDNGSYRCSANFLSAIIESHSTTLYVTDVKSASERPSKDEMASRPWLLYSLLPLGGLPLLITTCFCLFCFLRRHQGKQNELSDTTGREITLVDVPFKSEQTEASTRQNSQVLLSETGIYDNEPDFCFRMQEGSEVYSNPCLEENKPGIIYASLNHSIIALNSRQARNVKEAPTEYASICVRS
    
  
   
     
       306
       AA
       PAT
       
         
           source
           1..306
           
             
               mol_type
               protein
            
             
               organism
               Mus musculus
            
          
        
      
       MKTVPAMLGTPRLFREFFILHLGLWSILCEKATKRNDEECPVQLTITRNSKQSARTGELFKIQCPVKYCVHRPNVTWCKHNGTICVPLEVSPQLYTSWEENQSVPVFVLHFKPIHLSDNGSYSCSTNFNSQVINSHSVTIHVTERTQNSSEHPLITVSDIPDATNASGPSTMEERPGRTWLLYTLLPLGALLLLLACVCLLCFLKRIQGKEKKPSDLAGRDTNLVDIPASSRTNHQALPSGTGIYDNDPWSSMQDESELTISLQSERNNQGIVYASLNHCVIGRNPRQENNMQEAPTEYASICVRS
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