(19)

DANMARK (10)

(12) Overseettelse af
europaeisk patentskrift

Patent- og
Varemeaerkestyrelsen

DK/EP 3649260 T3

(51)
(45)

(80)

(74)

(54)

Int.CI.: C12Q 1/6806 (2018.01) C12Q 1/6883 (2018.01)
Oversaettelsen bekendtgjort den: 2022-08-08

Dato for Den Europaeiske Patentmyndigheds
bekendtgarelse om meddelelse af patentet: 2022-05-11

Europaeisk ansggning nr.: 18745511.8

Europaeisk indleveringsdag: 2018-07-06

Den europeaeiske ansggnings publiceringsdag: 2020-05-13
International ansggning nr.: EP2018068441

Internationalt publikationsnr.: WO2019008172

Prioritet: 2017-07-07 US 201762529779 P

C12Q 1/6886 (2018.01)

Designerede stater: AL AT BE BG CH CY CZ DE DK EE ES FI FR GB GR HR HU IE IS IT LI LT LU LV

MC MK MT NL NO PL PT RO RS SE SI SK SM TR

Patenthaver: NIPD GENETICS PUBLIC COMPANY LIMITED, Neas Engomis 31 , Engomi, Nicosia 2409, Cypern

Opfinder: KOUMBARIS, George, 101 Makariou Ill Street, Lithrodontas 2565, Cypern
IOANNIDES, Marios, 37A Anastasiou Souroulla Strovolos, Nicosia 2416, Cypern

KYPRI, Elena, 4 Saphous Street, Flat 204 Strovolos, Nicosia 2007, Cypern
ACHILLEOS, Acilleas, 6 lkarou St., Yermasoyia, Limassol 4045, Cypern
MINA, Petros, 133 Athalassas Avenue, Dasoupolis, Nicosia 2015, Cypern

ELIADES, Alexia, 26 Dionysiou Solomou, Flat 201, Aglantzia, Nicosia 2102, Cypern
LOIZIDES, Charalambos, 31 Axiou Street, Flat 202 Strovolos, Nicosia 2013, Cypern
PATSALIS, Philippos, 34 Gregoriou Xenopoulou Engomi, Nicosia 2402, Cypern

Fuldmaegtig i Danmark: CHAS. HUDE A/S, Langebrogade 1, 2. B2, 1411 Kgbenhavn K, Danmark

Benaevnelse: TARGET-BERIGET MULTIPLEKSET PARALLEL ANALYSE TIL VURDERING AF

TUMORBIOMARKQRER

Fremdragne publikationer:
EP-A1- 2 902 500
WO-A1-2012/092426
WO-A1-2014/130890
WO-A1-2016/189388
WO-A2-2008/027548
WO-A2-2016/024134
US-A1- 2008 194 414
US-A1-2011 039 304
US-A1- 2011 160 076
US-A1- 2015 203 907
US-A1-2016 068 889

Fortseettes ...



DK/EP 3649260 T3

US-A1-2017 051 355

ERIC J DUNCAVAGE ET AL: "Targeted next generation sequencing of clinically significant gene mutations and
translocations in leukemia", MODERN PATHOLOGY, vol. 25, no. 6, 16 March 2012 (2012-03-16) , pages 795-804,
XP055235397, GB ISSN: 0893-3952, DOI: 10.1038/modpathol.2012.29

XILIN ET AL: " Applications of targeted gene capture and next-generation sequencing technologies in studies
of human deafness and other genetic disabilities”, HEARING RESEARCH, ELSEVIER SCIENCE PUBLISHERS,
AMSTERDAM, NL, vol. 288, no. 1, 6 January 2012 (2012-01-06), pages 67-76, XP028519246, ISSN: 0378-5955,
DOI: 10.1016/J.HEARES.2012.01.004 [retrieved on 2012-01-14]

STEPHAN BAU ET AL: "Targeted next-generation sequencing by specific capture of multiple genomic loci
using low-volume microfluidic DNA arrays”, ANALYTICAL AND BIOANALYTICAL CHEMISTRY, SPRINGER,
BERLIN, DE, vol. 393, no. 1, 29 October 2008 (2008-10-29), pages 171-175, XP019652995, ISSN: 1618-2650



DK/EP 3649260 T3

DESCRIPTION

Field of the Invention

[0001] The invention is in the field of biology, medicine and chemistry, more in particular in the field of molecular
biology and more in particular in the field of molecular diagnostics.

Background of the Invention

[0002] The identification of tumor biomarkers has been an important advance in the detection, diagnosis and
treatment of a wide variety of cancers. Various methods of detecting tumor biomarkers are known in the art;
however, additional methods are still needed, in particular methods that allow for detection of tumor biomarkers
non-invasively, such as in a plasma sample (liquid biopsy). The identification of hereditary (germline) mutations in
patients with cancer or high risk individuals suspected of cancer-predisposing syndrome is a useful clinical tool
that enables early medical intervention, prophylactic surgery and close monitoring. These germline mutations
can be identified in an individual's healthy tissue (such as buccal swab or lymphocytes).

[0003] Next generation sequencing (NGS) technologies have been implemented in the development of non-
invasive prenatal testing (NIPT). In 2008, two independent groups demonstrated that NIPT of trisomy 21 could
be achieved using next generation massively parallel shotgun sequencing (MPSS) (Chiu, R. W. et al.(2008) Proc.
Natl. Acad. Sci. USA 105:20458-20463; Fan, H.C. et al.(2008) Proc. Natl. Acad. Sci. USA 105:16266-162710).
Large-scale clinical studies using NGS for NIPT have been described (Palomaki, G.E. et al. (2011) Genet. Med.
13:913-920; Ehrich, M. et al. (2011) Am. J. Obstet. Gynecol. 204:205e1-11; Chen, E.Z. et al. (2011) PLoS One
6:€21791; Sehnert, A.J. et al. (2011) Clin. Chem. 57:1042-1049; Palomaki, G.E. et al. (2012); Genet. Med.
14.296-305; Bianchi, D.W. et al. (2012) Obstet. Gynecol. 119:890-901; Zimmerman, B. et al. (2012) Prenat. Diag.
32:1233-1241; Nicolaides, K.H. et al. (2013) Prenat. Diagn. 33:575-579; Sparks, A.B. et al. (2012) Prenat. Diagn.
32:3-9).

[0004] Initial NIPT approaches used massively parallel shotgun sequencing (MPSS) NGS methodologies (see
e.g., US Patent No. 7,888,017; US Patent No. 8,008,018; US Patent No. 8,195,415; US Patent No. 8,296,076; US
Patent No. 8,682,594; US Patent Publication 20110201507; US Patent Publication 20120270739). Thus, these
approaches are whole genome-based. More recently, targeted-based NGS approaches for NIPT, in which only
specific sequences of interest are sequenced, have been developed. For example, a targeted NIPT approach
using TArget Capture Sequences (TACS) for identifying fetal chromosomal abnormalities using a maternal blood
sample has been described (PCT Publication WO 2016/189388; US Patent Publication 2016/0340733;
Koumbaris, G. et al. (2016) Clinical chemistry, 62(6), pp.848-855.). Such targeted approaches require
significantly less sequencing than the MPSS approaches, since sequencing is only performed on specific loci on
the target sequence of interest rather than across the whole genome.

[0005] Additional methodologies for NGS-based approaches are still needed, in particular approaches that can
target specific sequences of interest, such as for example tumor biomarkers, thereby greatly reducing the
amount of sequencing needed as compared to whole genome-based approaches, as well as increasing the
read-depth of regions of interest, thus enabling detection of low signal to noise ratio regions. In particular,
additional methodologies are still needed that allow for genetic aberrations present in diminutive amounts in a
sample to be reliably detected, such as for example in the early detection of cancer.

Summary of the Invention
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[0006] This invention provides improved methods for enriching targeted genomic regions of interest to be
analyzed by multiplexed parallel sequencing, wherein the enriched sequences are tumor biomarker sequences
and the DNA sample used in the method is from a subject having or suspected of having a tumor. Accordingly,
the methods allow for detection of tumor biomarkers in a variety of biological samples, including liquid samples,
such as plasma samples (liquid biopsy), thereby providing non-invasive means for tumor detection and
monitoring. The methods of the invention utilize a pool of TArget Capture Sequences (TACS) designed such that
the sequences within the pool have features that optimize the efficiency, specificity and accuracy of genetic
assessment of tumor biomarkers. The methods of the invention can be used, for example, in cancer diagnosis,
cancer screening, cancer treatment regimen selection and/or cancer therapy monitoring.

[0007] Accordingly, in one aspect, the invention pertains to a method of detecting one or more tumor biomarkers
in a DNA sample from a subject having or suspected of having a tumor, the method comprising:

1. (a) preparing a sequencing library from the DNA sample;

2. (b) hybridizing the sequencing library to a pool of double-stranded TArget Capture Sequences (TACS) that
bind to one or more tumor biomarker sequences of interest, wherein:(iy each member sequence within the
pool of TACS is between 150-260 base pairs in length, each member sequence having a 5' end and a 3'
end;(ii)y preferably and optionally each member sequence binds to the tumor biomarker sequence of
interest at least 50 base pairs away, on both the 5' end and the 3' end, from regions harboring Copy
Number Variations (CNVs), Segmental duplications or repetitive DNA elements; and(iii} the GC content of
the pool of TACS is between 19% and 80%, as determined by calculating the GC content of each member
within the pool of TACS;(iv) the pool of TACS comprises a plurality of TACS families each directed to a
different tumor biomarker sequence of interest, wherein each TACS family comprises a plurality of member
sequences, wherein each member sequence binds to the same tumor biomarker sequence of interest but
has different start and/or stop positions with respect to a reference coordinate system for the tumor
biomarker sequence of interest, optionally wherein the start and/or stop positions for the member
sequences within a TACS family, with respect to a reference coordinate system for the tumor biomarker
are staggered by 5 to 10 base pairs;(c) isolating members of the sequencing library that bind to the pool of
TACS to obtain an enriched library; (d) amplifying and sequencing the enriched library;(e) aligning the
enriched library to a reference genome thereby obtaining read-depth information and allelic counts; and(f)
performing statistical analysis on the enriched library sequences, optionally utilizing only fragments of a
specific size range, to thereby detect the tumor biomarker(s) in the DNA sample, wherein sequencing of
the enriched library provides a read-depth for the genomic sequences of interest and read-depths for
reference loci and the statistical analysis comprises applying an algorithm that tests sequentially the read-
depth of the loci of from the genomic sequences of interest against the read-depth of the reference loci,
the algorithm comprising steps for:(a) removal of inadequately sequenced loci,(b) GC-content bias
alleviation, and(c) genetic status determination; and/or wherein sequencing of the enriched library provides
the number and size of sequenced fragments for TACS-specific coordinates and the statistical analysis
comprises applying an algorithm that tests sequentially the fragment-size proportion for the genomic
sequence of interest against the fragment-size proportion of the reference loci, the algorithm comprising
steps of:(a) removal of fragment-size outliers,(b) fragment-size proportion calculation, and(c) genetic
status determination.

[0008] In one embodiment, the pool of TACS comprises a plurality of TACS families, wherein each member of a
TACS family binds to the same tumor biomarker sequence of interest but with different start and/or stop positions
on the sequence with respect to a reference coordinate system (i.e., binding of TACS family members to the
target sequence is staggered) to thereby enrich for target sequences of interest, followed by massive parallel
sequencing and statistical analysis of the enriched population. The use of families of TACS with the TACS pool
that bind to each target sequence of interest, as compared to use of a single TACS within the TACS pool that
binds to each target sequence of interest, significantly increases enrichment for the target sequences of interest,
as evidenced by a greater than 50% average increase in read-depth for the family of TACS versus a single
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TACS. Herein, the mutations detected or biomarkers detected may be due to somatic mutation or may be
hereditary, i.e already present in the germ line.

[0009] Accordingly, in one embodiment, the pool of TACS comprises a plurality of TACS families directed to
different tumor biomarker sequences of interest, wherein each TACS family comprises a plurality of member
sequences, wherein each member sequence binds to the same tumor biomarker sequence of interest but has
different start and/or stop positions with respect to a reference coordinate system for the genomic sequence of
interest.

[0010] In certain embodiments, each TACS family comprises at least 3 member sequences or at least 5 member
sequences. Alternative numbers of member sequences in each TACS family are described herein. In one
embodiment, the pool of TACS comprises at least 50 different TACS families. Alternative numbers of different
TACS families within the pool of TACS are described herein. In certain embodiments, the start and/or stop
positions for the member sequences within a TACS family, with respect to a reference coordinate system for the
genomic sequence of interest, are staggered by 5 to 10 base pairs.

[0011] In certain embodiments, the GC content of the pool of TACS is between 19% and 80% or is between 19%
and 46%. Alternative % ranges for the GC content of the pool of TACS are described herein.

[0012] In one embodiment, the pool of TACS is fixed to a solid support. For example, in one embodiment, the
TACS are biotinylated and are bound to streptavidin-coated magnetic beads.

[0013] In one embodiment, amplification of the enriched library is performed in the presence of blocking
sequences that inhibit amplification of wild-type sequences.

[0014] In one embodiment, members of the sequencing library that bind to the pool of TACS are partially
complementary to the TACS.

[0015] In one embodiment, the statistical analysis comprises a segmentation algorithm, for example, likelihood-
based segmentation, segmentation using small overlapping windows, segmentation using parallel pairwise
testing, and combinations thereof. In one embodiment, the statistical analysis comprises a score-based
classification system. In one embodiment, sequencing of the enriched library provides a read-depth for the
genomic sequences of interest and read-depths for reference loci and the statistical analysis comprises applying
an algorithm that tests sequentially the read-depth of the loci of from the genomic sequences of interest against
the read-depth of the reference loci, the algorithm comprising steps for: (a) removal of inadequately sequenced
loci; (b) GC-content bias alleviation; and (c) genetic status determination. In one embodiment, GC-content bias is
alleviated by grouping together loci of matching GC content. In one embodiment, sequencing of the enriched
library provides the number and size of sequenced fragments for TACS-specific coordinates and the statistical
analysis comprises applying an algorithm that tests sequentially the fragment-size proportion for the genomic
sequence of interest against the fragment-size proportion of the reference loci, the algorithm comprising steps
for: (a) removal of fragment-size outliers; (b) fragment-size proportion calculation; and (c) genetic status
determination.

[0016] In one embodiment, the DNA sample comprises cell free tumor DNA (cftDNA). In various embodiments,
the DNA sample is selected from a group comprising of a plasma sample, a urine sample, a sputum sample, a
cerebrospinal fluid sample, an ascites sample and a pleural effusion sample from subject having or suspected of
having a tumor. In one embodiment, the DNA sample is from a tissue sample from a subject having or suspected
of having a tumor.

[0017] In one embodiment, the pool of TACS binds to a plurality of tumor biomarker sequences of interest
selected from a group comprising ABL, AKT, AKT1, ALK, APC, AR, ARAF, ATM, BAP1, BARD1, BCL, BMPR1A,
BRAF, BRCA, BRCA1, BRCA2, BRIP1, CDH1, CDKN, CHEK2, CTNNB1, DDB2, DDR2, DICER1, EGFR, EPCAM,
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ErbB, ErcC, ESR1, FANCA, FANCB, FANCC, FANCD2, FANCE, FANCF, FANCG, FANCI, FANCL, FANCM,
FBXW7, FGFR, FLT, FLT3, FOXA1, FOXL2, GATA3, GNA11, GNAQ, GNAS, GREM1, HOX, HOXB13, HRAS,
IDH1, JAK, JAK2, KEAP1, KIT, KRAS, MAP2Ks, MAP3Ks, MET, MLH1, MPL, MRE11A, MSH2, MSH6, MTOR,
MUTYH, NBN, NPM1, NRAS, NTRK1, PALB2, PDGFRs, PI3KCs, PMS2, POLD1, POLE, POLH, PTEN, RAD50,
RAD51C, RAD51D, RAF1, RB1, RET, RUNX1, SLX4, SMAD, SMAD4, SMARCA4, SPOP, STAT, STK11, TP53,
VHL, XPA and XPC, and combinations thereof.

[0018] In another embodiment, the pool of TACS binds to a plurality of tumor biomarker sequences of interest
selected from a group comprising , AKT1, ALK, APC, AR, ARAF, ATM, BAP1, BARD1, BMPR1A, BRAF, BRCA1,
BRCA2, BRIP1, CDH1, CDK4, CDKN2A (p14ARF), CDKN2A (p16INK4a), CHEK2, CTNNB1, DDB2, DDR2,
DICER1, EGFR, EPCAM, ERBB2, ERBB3, ERBB4, ERCC1, ERCC2, ERCC3, ERCC4, ERCC5, ESR1, FANCA,
FANCB, FANCC, FANCD2, FANCE, FANCF, FANCG, FANCI, FANCL, FANCM, FBXW7, FGFR1, FGFR2, FLT3,
FOXA1, FOXL2, GATA3, GNA11, GNAQ, GNAS, GREM1, HOXB13, IDH1, IDH2, JAK2, KEAP1, KIT, KRAS,
MAP2K1, MAP3K1, MEN1, MET, MLH1, MPL, MRE11A, MSH2, MSH6, MTOR, MUTYH, MYC, MYCN, NBN,
NPM1, NRAS, NTRK1, PALB2, PDGFRA, PIK3CA, PIK3CB, PMS2, POLD1, POLE, POLH, PTEN, RAD50,
RAD51C, RAD51D, RAF1, RB1, RET, ROS1, RUNX1, SDHA, SDHAF2, SDHB, SDHC, SDHD, SLX4, SMAD4,
SMARCA4, SPOP, STAT, STK11, TMPRSS2, TP53, VHL, XPA, XPC and combinations thereof.

[0019] In one embodiment, the pool of TACS binds to a plurality of tumor biomarker sequences of interest
selected from a group comprising EGFR_6240, KRAS_521, EGFR_6225, NRAS_578, NRAS_580, PIK3CA_763,
EGFR_13553, EGFR_18430, BRAF_476, KIT_1314, NRAS_584, EGFR_12378, and combinations thereof.

[0020] In another embodiment, the pool of TACS binds to a plurality of tumor biomarker sequences of interest
selected from a group comprising COSM6240 (EGFR_6240), COSM521 (KRAS_521), COSM6225
(EGFR_6225), COSM578 (NRAS_578), COSM580 (NRAS_580), COSM763 (PIK3CA_763), COSM13553
(EGFR_13553), COSM18430 (EGFR_18430), COSM476 (BRAF_476), COSM1314 (KIT_1314), COSM584
(NRAS_584), COSM12378 (EGFR_12378), and combinations thereof, wherein the identifiers refer to the
COSMIC database ID number of the biomarker.

[0021] In one embodiment, the method further comprises making a diagnosis of the subject based on detection
of at least one tumor biomarker sequence. In another embodiment, the method further comprises selecting a
therapeutic regimen for the subject based on detection of at least one tumor biomarker sequence. In yet another
embodiment, the method further comprises monitoring treatment efficacy of a therapeutic regimen in the subject
based on detection of at least one tumor biomarker sequence.

Brief Description of the Figures

[0022] The patent or application file contains at least one drawing executed in color. Copies of this patent or
patent application publication with color drawing(s) will be provided by the Office upon request and payment of
the necessary fee.

Figure 1 is a schematic diagram of multiplexed parallel analysis of targeted genomic regions for non-invasive
prenatal testing using TArget Capture Sequences (TACS).

Figure 2 is a listing of exemplary chromosomal regions for amplifying TACS that bind to for example
chromosomes 13, 18, 21 or X. A more extensive list is shown in Table 1 below.

Figure 3 is a schematic diagram of TACS-based enrichment of a sequence of interest (bold line) using a single
TACS (left) versus TACS-based enrichment using a family of TACS (right).

Figures 4A-4B are graphs showing enrichment using families of TACS versus a single TACS, as illustrated by
increase in the average read-depth. Figure 4A shows loci enriched using a family of TACS (red dots) as
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compared to loci enriched using a single TACS (blue dots), with different target sequences shown on the x-axis
and the fold change in read-depth shown on the y-axis. Figure 4B is a bar graph illustrating the average fold-
increase in read-depth (54.7%) using a family of TACS (right) versus a single TACS (left).

Figure 5 shows bar graphs illustrating detection of known genetic mutations that are tumor biomarkers in certified
reference material harboring the mutations. Two replicates of the reference material are shown. The line
illustrates the expected minor allele frequency (MAF) for each of the assessed tumor loads. The bars (x-axis)
illustrate the detected MAF (y-axis) for the indicated genetic mutations in the certified reference material.

Figure 6 shows bar graphs illustrating detection of tumor biomarkers in cancer patient samples. Results are
shown for two patients, one harboring mutation PIK3CA E545K (top bars) and one harboring mutation TP53
K139 (bottom bars). Both tumor tissue samples ("Tissue Rep. 1" and "Tissue Rep. 2"} and plasma samples
("Plasma") are shown. The y-axis shows % variant allele frequency (VAF) detected in the samples.

Figure 7 is a bar graph showing the observed pattern of somatic SNVs in breast cancer, as found in the COSMIC
database. The x-axis shows a single base mutation observed in cancer in the context of its neighboring
sequences. For example A[C>A]T describes the mutation of Cytosine (C ) to Adenine (A) where the upstream
sequence is Adenine and the downstream sequence is Thymine. The y-axis shows the frequency of occurrence
of this mutation in breast cancer.

Figure 8 is a bar graph showing results of a simulations study where simulated sequencing data includes
mutational motifs. The data were subjected to mutational motif detection. The bars indicate the average
estimated frequency of the known mutational breast cancer motifs computed from a data set of 10000
simulations. Results illustrate that detection of mutational motifs is possible using the developed algorithm.

Figure 9 is a dot plot graph showing results of a fragments-based test for detecting increased numbers of
smaller-size fragments in a mixed sample. An abnormal, aneuploid sample, with an estimated fetal fraction of
2.8%, was correctly detected using this method. The black dots are individual samples. The x-axis shows the
sample index. The y-axis shows the score result of the fragments-size based method. A score result greater than
the threshold shown by the grey line indicates a deviation from the expected size of fragments illustrating the
presence of aneuploidy.

Figure 10 is a listing of exemplary chromosomal regions for amplifying TACS that bind to exemplary, non-limiting
tumor biomarker genes.

Table 1 shows exemplary and preferred TACS positions.

Chr. Start Stop GC jGene Chr. jStart Stop GC {Gene
chr1 §{ 11169250 § 11169491 {0.434{MTOR §chr17{37880017 {37880264 ;0.528 {ERBB2
chr1 §{ 11169262 § 11169509 {0.419{MTOR §chr17}37880031 {37880255 j0.524 {ERBB2
chr1 §{ 11169280 §{ 11169519 {0.400{MTOR §chr17{37880061 {37880274 ;0.505{ERBB2
chr1 §{ 11169299 § 11169548 {0.392{MTOR jchr17 37880069 {37880274 ;{0.500}{ERBB2
chr1 §{ 11174376 § 11174632 {0.541 {MTOR jchr17{37880955 {37881196 ;0.595{ERBB2
chr1 § 11174392 § 11174632 {0.535{MTOR jchr17{37880969 {37881216 {0.589 ERBB2
chr1 § 11174392 §{ 11174691 {0.527{MTOR {chr17}37880974 {37881216 {0.593 {ERBB2
chr1 § 11174468 §{ 11174698 {0.515{MTOR {chr17{37880983 {37881227 {0.592{ERBB2
chr1 § 11184541 §{ 11184796 {0.504{MTOR {chr17}37881166 {37881380 {0.609 {ERBB2
chr1 § 11184563 §{ 11184812 {0.504{MTOR {chr17{37881201 {37881450 {0.584 {ERBB2
chr1 §{ 11184564 §{ 11184816 {0.502{MTOR jchr17}37881273 {37881520 {0.573 {ERBB2
chr1 §{ 11187992 §{ 11188236 {0.535{MTOR jchr17{37881304 {37881521 {0.573 {ERBB2
chr1 §{ 11188010 §{ 11188249 {0.521 {MTOR jchr17}37881453 {37881652 {0.595{ERBB2
chr1 { 11188018 § 11188257 {0.513{MTOR §chr17{37881465 {37881668 ;0.598 {ERBB2
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Chr. Start Stop GC {Gene Chr. {Start Stop GC {Gene
chri §{ 11188029 § 11188274 {0.492{MTOR ichr17§37881510 {37881737 {0.601{ERBB2
chr1 §{ 17345194 { 17345459 {0.316 {SDHB chr17337881598 137881798 {0.632{ERBB2
chr1 §{ 17349096 § 17349342 {0.543{SDHB chr17 41196311 141196511 {0.393 {BRCA1
chr1 §{ 17350413 § 17350563 {0.497 {SDHB chr173{41197220 141197464 {0.429 {BRCA1
chr1 §{ 17350566 § 17350779 {0.430{SDHB chr17{41197314 (41197566 {0.419{BRCA1
chr1 § 17354089 § 17354304 {0.463{SDHB chr17341197571 41197819 {0.550{BRCA1
chr1 §{ 17355058 § 17355208 {0.417 {SDHB chr17 41199637 (41199729 {0.559{BRCA1
chr1 § 17359477 § 17359689 {0.427 {SDHB chr17 341201055 {41201304 {0.476 {BRCA1
chr1 { 17371214 § 17371394 {0.470{SDHB chr17 341202997 (41203243 {0.449 {BRCA1
chr1 { 17380408 § 17380619 {0.670{SDHB chr17 41209041 {41209195 {0.445{BRCA1
chr1 { 43814917 § 43815186 {0.633{MPL chr17 341215338 (41215577 {0.433 {BRCA1
chr1 §{ 45795001 § 45795250 {0.536 {MUTYH §chr173{41215806 {41216045 {0.375{BRCA1
chr1 { 45796024 § 45796223 {0.530{MUTYH ichr173{41219623 (41219726 {0.337 {BRCA1
chr1 §{ 45796871 § 45797092 {0.536 {MUTYH §chr17 41222828 {41223088 {0.402{BRCA1
chr1 { 45797060 § 45797289 {0.648 { MUTYH ichr173{41222835 (41223088 {0.406 {BRCA1
chr1 § 45797289 §{ 45797529 {0.635{MUTYH ichr17]41222885 {41223141 {0.444 {BRCA1
chr1 §{ 45797602 § 45797802 {0.577 {MUTYH ichr1741223090 {41223269 {0.494 {BRCA1
chr1 § 45797819 §{ 45798019 {0.622{MUTYH ichr1741256181 {41256358 {0.315{BRCA1
chr1 §{ 45797986 § 45798270 {0.593{MUTYH ichr17{41256830 {41257034 {0.376 {BRCA1
chr1 § 45798204 § 45798404 {0.602;MUTYH jchr1741256884 {41257140 {0.339{BRCA1
chr1 § 45798364 § 45798564 {0.547 {MUTYH ichr17341258410 {41258681 {0.324 {BRCA1
chr1 { 45798532 § 45798732 {0.557 {MUTYH jchr17 141267598 (41267807 {0.371{BRCA1
chr1 { 45798672 § 45798872 {0.567 {MUTYH jchr17 141267602 (41267807 {0.369 {BRCA1
chr1 { 45798867 § 45799097 {0.628 {MUTYH jchr17 141267603 (41267794 {0.354 {BRCA1
chr1 { 45799150 § 45799357 {0.582{MUTYH jchr17 141267603 (41267834 {0.371{BRCA1
chr1 { 45800062 § 45800304 {0.539{MUTYH ichr17 41267630 (41267779 {0.353 {BRCA1
chr1 §115252133§115252352{0.445NRAS chr17 41267645 (41267836 {0.391{BRCA1
chr1 §115252133§115252354{0.441 {NRAS chr17 41275961 141276197 {0.312{BRCA1
chr1 §115252138§11525235070.446 {NRAS chr17 §46805588 (46805837 {0.672{HOXB13
chr1 §115252142§115252350{0.450 {NRAS chr17 (47696239 (47696485 {0.453{SPOP
chr1 §115256347 § 115256588 {0.409 {NRAS chr17 47696300 (47696545 {0.455{SPOP
chr1 {115256398 { 115256647 {0.448 {NRAS chr17 (47696324 (47696565 {0.442{SPOP
chr1 §115256410§115256649{0.458 {NRAS chr17 47696359 {47696607 {0.422{SPOP
chr1 §115256442 ;115256691 {0.440 ]NRAS chr17 47696424 147696669 {0.415{SPOP
chr1 §115256467 § 115256726 {0.442 {NRAS chr17 47696450 }47696669 {0.405{SPOP
chr1 {115256470§115256715{0.451 {NRAS chr17 147696450 (47696689 {0.413{SPOP
chr1 {115258538§115258778{0.440 {NRAS chr17 147696486 (47696715 {0.387 {SPOP
chr1 {115258570§115258813{0.463 {NRAS chr17 56769976 (56770175 {0.5903iRAD51C
chr1 §115258607 § 115258846 {0.492 {NRAS chr17 56772289 (56772542 {0.421iRAD51C
chr1 §115258659§ 115258901 {0.444 {NRAS chr17 (56773994 (56774243 {0.404{RAD51C
chr1 §156268500§156268651{0.454 {VHLL chr17 (56780486 (56780723 {0.345iRAD51C
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chr1 §156269007 §156269221{0.493 {VHLL chr17 156787247 {56787446 {0.365{RAD51C
chr1 {156846129;156846362{0.641{NTRK1 {chr17{56787285 {56787460 {0.341jRADS51C
chr1 {156846129§156846377{0.643{NTRK1 {chr17{56798102 {56798172 {0.352]RAD51C
chr1 {156846130§156846362{0.639{NTRK1 j{chr17{56801331 {56801553 {0.390jRAD51C
chr1 {156848889;156849132{0.611 {NTRK1 {chr17{56809830 ;56810049 {0.382jRAD51C
chr1 §156848911:156849153{0.617 {NTRK1 jchr17{56811478 ;56811716 {0.385jRAD51C
chr1 §1568489213156849168{0.613{NTRK1 ichr17{59756779 {59756979 {0.313{BRIP1
chr1 §156848925:156849168{0.611 {NTRK1 ichr17{59759726 ;59759955 {0.252{BRIP1
chr1 {161284168§161284376{0.598{SDHC ichr173{59760615 {59760854 {0.308 {BRIP1
chr1 {161293229§161293429{0.343{SDHC  jchr173{59760809 {59761044 {0.335{BRIP1
chr1 {161298181§161298414{0.436{SDHC  ichr173{59761001 {59761201 {0.353{BRIP1
chr1 {161333007§161333261{0.447{SDHC  ichr17{59761265 {59761494 {0.413{BRIP1
chr1 §161333275§161333550§0.391{SDHC  ichr17{59761395 {59761636 {0.343{BRIP1
chr1 {161333589§161333868{0.439{SDHC  ichr17{59763229 {59763449 {0.357 {BRIP1
chr1 {161333890§161334157{0.392{SDHC  ichr17 59763460 {59763660 {0.338 BRIP1
chr1 §161334206§161334492{0.394{SDHC ichr17{59770816 {59771046 {0.307BRIP1
chr1 {162748235:162748450{0.440{DDR2 chr17 59793106 {59793349 {0.316 {BRIP1
chr1 {162748273§162748512{0.442{DDR2 chr17 59793137 59793367 {0.338{BRIP1
chr1 §1627483163162748557{0.450{DDR2 chr17 59820379 ;59820551 {0.393{BRIP1
chr1 §1627483703162748580{0.483{DDR2 chr17 59821796 59821945 {0.373{BRIP1
chri0§ 8111358 § 8111588 {0.506{GATA3 ichr17}59853687 ;59853887 {0.353{BRIP1
chri0§ 8111468 §{ 8111707 {0.529{GATA3 jchr17§59857537 59857737 {0.333{BRIP1
chr10§ 8115737 § 8115986 {0.572{GATA3 jchr173{59858201 {59858428 {0.355 BRIP1
chri0{ 8115741 8115988 {0.569{GATA3 ichr17359861553 {59861773 {0.326 {BRIP1
chri0§ 8115783 § 8115988 {0.612{GATA3 jchr173{59870956 {59871190 {0.345{BRIP1
chri0§ 8115789 § 8115988 {0.620{GATA3 ichr17359876405 {59876605 {0.388 BRIP1
chr10§ 43595933 § 43596179 {0.623{RET chr17 59876622 (59876822 {0.284 {BRIP1
chr10§ 43597765 § 43598054 {0.614{RET chr17 59878569 (59878769 {0.413{BRIP1
chr10§ 43600476 § 43600682 {0.686 {RET chr17 59878611 59878844 {0.397 {BRIP1
chr10§ 43601846 { 43602088 {0.638{RET chr17 (59885818 {59886038 {0.439{BRIP1
chr10§ 43604444 § 43604706 {0.620{RET chr17 59886058 {59886268 {0.346 BRIP1
chr10{ 43606653 § 43606911 {0.595{RET chr17 (59924485 159924714 {0.348 {BRIP1
chr10§ 43607465 § 43607728 {0.659{RET chr17 (59926478 (59926707 {0.348 {BRIP1
chr10§ 43608226 ; 43608455 {0.596 {RET chr17 159934381 59934581 {0.383{BRIP1
chr10§ 43608980 § 43609217 {0.626 {RET chr17 59937155 (59937392 {0.374 {BRIP1
chr10{ 43609917 § 43610183 {0.625{RET chr17 159938714 (59938914 {0.333{BRIP1
chr10{ 43611943 § 43612187 {0.522{RET chr17 159940627 {59940827 {0.577 {BRIP1
chr10{ 43613689 § 43613933 {0.555{RET chr17 59940844 159941054 {0.592BRIP1
chr10{ 43614921 § 43615150 {0.687{RET chr18 148556368 (48556604 {0.692{SMAD4
chr10§ 43615517 § 43615759 {0.568{RET chr18 48556368 (48556608 {0.689{SMAD4
chr10§ 43617287 § 43617531 {0.457{RET chr18 148556413 {48556612 {0.680{SMAD4
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chr10§ 43619092 § 43619322 {0.584{RET chr18 48556414 ;48556616 {0.675{SMAD4

chr10§ 43620303 § 43620509 {0.551{RET chr18 48573249 ;48573492 {0.328 {SMAD4

chr10{ 43623746 § 43624029 {0.493{RET chr18 48573500 (48573738 {0.364 {SMAD4

chr10§ 43624152 § 43624439 {0.490{RET chr18 148575147 148575346 {0 340 {SMAD4

chr10{ 43624946 § 43625222 {0.433{RET chr18 148575524 148575724 {0.294 {SMAD4

chr10§ 50686414 § 50686655 {0.368 {JERCC6 j{chr1848581203 {48581433 {0.455{SMAD4

chr10§ 88635669 § 88635923 {0.333 {BMPR1A{chr18 48581249 {48581498 {0.428 SMAD4

chr10§ 88649829 § 88650073 {0.384 {BMPR1A{chr18 48584399 {48584599 {0.443 SMAD4

chr10§ 88659444 § 88659644 {0.368 {BMPR1A{chr18 48584673 {48584893 {0.439SMAD4

chr10§ 88677042 § 88677242 {0.388 {BMPR1A{chr1848586106 (48586306 {0.308 {SMAD4

chr10§ 89622844 §{ 89623045 {0.594{KLLN chr18 48591791 148592035 {0.408 {SMAD4

chr10§ 89624131 § 89624370 {0.492{PTEN chr18 48593378 148593608 {0.407 {SMAD4

chr10§ 89624178 § 89624422 {0.465{PTEN chr18 48602902 ;48603166 {0.430{SMAD4

chr10§ 89624198 § 89624444 {0.445;PTEN chr18 48602922 ;48603132 {0.445{SMAD4

chr10§ 89624214 § 89624463 {0.436{PTEN chr18 48603000 ;48603249 {0.424 {SMAD4

chr10§ 89685273 § 89685522 {0.304{PTEN chr18 48603132 (48603332 {0.289 {SMAD4

chr10{ 89692746 § 89692946 {0.398{PTEN chr18 148604566 (48604815 {0.488 {SMAD4

chr10{ 89692746 § 89692977 {0.392{PTEN chr18 148604617 (48604861 {0.490{SMAD4

chr10{ 89692746 § 89692999 {0.402{PTEN chr18 148604640 (48604881 {0.492{SMAD4

chr10§ 89692763 § 89693015 {0.403{PTEN chr18 148604711 (48604957 {0.421{SMAD4

chr10§ 89692787 § 89692999 {0.413{PTEN chr18 {48605303 48605503 {0.294 {SMAD4

chr10§ 89711788 § 89712024 {0.380{PTEN chr18 {48605551 148605798 {0.351{SMAD4

chr10§ 89711798 § 89712045 {0.367 {PTEN chr18 (48605981 148606181 {0.318 {SMAD4

chr10§ 89711867 § 89712069 {0.399{PTEN chr18 48606203 (48606477 {0.349{SMAD4

chr10§ 89711880 § 89712129 {0.348{PTEN chr18 48606469 (48606712 {0.357 {SMAD4

chr10§ 89717531 § 89717770 {0.404{PTEN chr18 48607311 (48607586 {0.326 {SMAD4

chr10§ 89717558 § 89717802 j0.408] PTEN jchr18} 48607638 § 48607926 {0.412; SMAD4

chr10§ 89717558 §{ 89717831 j0.394{ PTEN jchr18} 48608009 j 48608208 {0.375§ SMAD4

chr10§ 89717571 § 89717820 j0.400§ PTEN jchr18} 48608225 { 48608485 {0.368; SMAD4

chr10§ 89717602 § 89717831 §0.413{ PTEN jchr18] 48608754 { 48608904 {0.450{ SMAD4

chr10§ 89717603 § 89717769 {0.455{ PTEN jchr18] 48609535 § 48609685 {0.470{ SMAD4

chr10§ 89717627 § 89717872 {0.362{ PTEN jchr18] 48609670 §{ 48609869 {0.355{ SMAD4

chr10§ 89720757 § 89720967 {0.336{ PTEN jchr18] 48610653 § 48610803 {0.358} SMAD4

chr10§ 89720757 § 89721005 {0.329{ PTEN §chr18} 48610833 §{ 48611078 {0.488; SMAD4

chr10§ 89720767 § 89720968 {0.337{ PTEN j§chr18§ 48611097 § 48611339 {0.490} SMAD4

chr10§ 89720775 § 89721018 §0.324{ PTEN j§chr18] 48611405 § 48611605 {0.3537 SMAD4

chr10§ 89726371 § 89726571 {0.289{ PTEN jchr19] 1206543 { 1206797 {0.643} STK11

chr10§ 89726794 { 89727038 {0.310y PTEN {chr19{ 1206613 | 1206843 {0.558; STK11

chr10§ 89727021 § 89727240 {0.282{ PTEN jchr19j 1206770 { 1207017 {0.560] STK11

chr10§ 89727261 § 89727519 {0.317y PTEN jichr19{ 1206962 | 1207206 {0.596] STK11

chr10§ 89727756 § 89727916 {0.404} PTEN jchr19§ 1218302 § 1218502 {0.532}{ STK11
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chr10§ 89727978 § 89728203 {0.389{ PTEN jchr19} 1219161 1219399 {0.653} STKM

chr10§ 89728310 § 89728512 j0.389}{ PTEN jchr19} 1220251 1220492 {0.632; STKM

chr10§ 89729027 § 89729257 {0.251y PTEN jchr19j 1220276 | 1220492 {0.636] STK11

chr10§ 89729816 § 89729967 {0.336] PTEN jchr19§ 1220475 § 1220701 {0.705; STK11

chr10§ 89730284 § 89730433 {0.307{ PTEN jchr19j 1220502 §{ 1220701 {0.715§ STK11

chr10§ 89731453 § 89731610 {0.329{ PTEN j§chr19§ 1220681 1220938 {0.647; STKM

chr11{ 22644366 § 22644570 {0.273§ FANCF jchr19} 1220681 1220941 {0.648; STKM

chr11{ 22644511 | 22644731 {0.344{ FANCF §chr19{ 1221151 1221351 §0.582; STKM

chr11{ 22644738 § 22644938 {0.318§ FANCF jchr19} 1221821 1222071 §0.685{ STKM

chr11{ 22645645 | 22645808 {0.348} FANCF jchr19}{ 1222984 { 1223224 (0.643} STKMN

chr11{ 22645808 { 22646060 {0.352} FANCF jchr19} 1226453 { 1226708 {0.715{ STKM!

chr11{ 22646058 | 22646268 {0.322} FANCF jchr19{ 1226464 { 1226754 {0.704{ STKM!

chr11{ 22646388 { 22646588 {0.532} FANCF jchr19{ 1226465 | 1226707 {0.716} STKM!

chr11{ 22646657 { 22646927 j0.598} FANCF jchr19} 1228261 1228461 {0.547; STKMN

chr11{ 22646959 | 22647229 {0.657{ FANCF jchr19} 3114798 § 3115046 {0.683} GNA11

chr11{ 22647378 | 22647578 {0.478]{ FANCF §chr19{ 3114798 { 3115049 {0.683} GNA11

chr11{ 47236728 { 47236949 {0.635{ DDB2Z j§chr19{ 3114839 { 3115040 {0.688} GNA11

chr11{ 47237804 | 47238058 {0.537{ DDB2Z j§chr19{ 3114841 3115040 {0.6857 GNA11

chr11{ 47238291 { 47238491 {0.483}{ DDB2Z §chr19{ 3118772 { 3118996 {0.622{ GNA11

chr11{ 47254333 | 47254547 {0.470{ DDB2 §chr19{ 3118795 §{ 3119044 {0.6207 GNA11

chr11{ 47256241 { 47256494 {0.547{ DDB2 §chr19{ 3118818 { 3119047 {0.613} GNA11

chr11{ 47256782 §{ 47257010 {0.594{ DDB2Z §chr19{ 3118863 §{ 3119109 {0.6367 GNA11

chr11{ 47259397 { 47259552 {0.468] DDB2Z ichr19{ 10600276 { 10600491 {0.588} KEAP1

chr11{ 47259555 | 47259796 {0.492]{ DDB2Z jchr19; 10600284 { 10600528 {0.592} KEAP1

chr11{ 47260567 { 47260808 {0.483]{ DDBZ ichr19{ 10600284 { 10600532 {0.594; KEAP1

chr11{ 61197603 { 61197830 {0.588 { SDHAF2ichr19} 10602242 { 10602441 {0.645] KEAP1

chr11{ 61205114 { 61205296 {0.481{ SDHAF2 jchr19}{ 10602423 | 10602671 {0.691} KEAP1

chr11{ 61205433 { 61205588 {0.404 { SDHAF2 jchr19} 10602539 § 10602747 {0.632} KEAP1

chr11{ 61213390 { 61213639 {0.488{ SDHAF2 jchr19{ 10602539 | 10602753 {0.628} KEAP1

chr11{ 61213676 { 61213931 {0.508{ SDHAF2 jchr19{ 10602653 { 10602854 {0.609}{ KEAP1

chr11{ 61213967 | 61214232 {0.462{ SDHAF2 jchr19{ 10610056 { 10610289 {0.585}{ KEAP1

chr11{ 64570946 | 64571196 {0.478 {MEN1 chr19{ 10610069 §{ 10610306 {0.576] KEAP1

chr11{ 64571178 | 64571436 {0.544 {MEN1 chr19y 10610081 § 10610306 {0.580] KEAP1

chr11{ 64571465 | 64571704 {0.546 {MEN1 chr19§ 10610083 § 10610306 {0.580} KEAP1

chr11{ 64571732 §{ 64571978 {0.567 {MEN1 chr19§ 11094768 § 11095038 {0.697 { SMARCA4

chr11{ 64572483 { 64572713 {0.619 {MEN1 chr19§ 11095950 §{ 11096150 {0.592 { SMARCA4

chr11{ 64573013 { 64573278 {0.602{MEN1 chr19y 11096820 { 11097078 {0.625{ SMARCA4

chr11{ 64573641 { 64573871 {0.593 {MEN1 chr19y§ 11097475 §{ 11097685 {0.645;{ SMARCA4

chr11{ 64574483 { 64574728 {0.602{MEN1 chr19y 11098265 { 11098553 {0.706 { SMARCA4

chr11{ 64575094 { 64575345 {0.544 {MEN1 chr19y§ 11098298 § 11098538 {0.726 { SMARCA4

chr11{ 64575352 { 64575623 {0.614 {MEN1 chr19y§ 11098376 § 11098606 {0.732{ SMARCA4
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Start

Stop

GC

Gene

chri1

64577138

64577410

0.634

MEN1

chr19

11099901

11100111

0.607

SMARCA4

chri1

64577437

64577683

0.700

MEN1

chr19

11101757

11101957

0.612

SMARCA4

chri1

64577902

64578171

0.681

MEN1

chr19

11105466

11105666

0.522

SMARCA4

chri1

94150558

94150800

0.362

MRE11A

chr19

11106694

11106939

0.557

SMARCA4

chri1

94151042

94151242

0.373

MRE11A

chr19

11107143

11107352

0.476

SMARCA4

chri1

94151616

94151816

0.537

MRE11A

chr19

11113645

11113845

0.592

SMARCA4

chri1

94151903

94152103

0.343

MRE11A

chr19

11113855

11114055

0.493

SMARCA4

chri1

94152190

94152390

0.333

MRE11A

chr19

11118483

11118683

0.587

SMARCA4

chri1

94153182

94153395

0.308

MRE11A

chr19

11120977

11121177

0.557

SMARCA4

chri1

94168979

94169178

0.335

MRE11A

chr19

11123551

11123751

0.592

SMARCA4

chri1

94170337

94170576

0.300

MRE11A

chr19

11129571

11129781

0.555

SMARCA4

chri1

94178876

94179116

0.386

MRE11A

chr19

11130134

11130372

0.619

SMARCA4

chri1

94180384

94180615

0.500

MRE11A

chr19

11130167

11130367

0.612

SMARCA4

chri1

94189360

94189588

0.323

MRE11A

chr19

11130245

11130468

0.585

SMARCA4

chri1

94192639

94192838

0.370

MRE11A

chr19

11130248

11130473

0.584

SMARCA4

chri1

94193992

94194257

0.301

MRE11A

chr19

11132367

11132587

0.611

SMARCA4

chri1

94197223

94197451

0.349

MRE11A

chr19

11132607

11132807

0.622

SMARCA4

chri1

94200864

94201064

0.363

MRE11A

chr19

11134126

11134326

0.557

SMARCA4

chri1

94203635

94203874

0.404

MRE11A

chr19

11134905

11135105

0.617

SMARCA4

chri1

94204708

94204908

0.368

MRE11A

chr19

11135986

11136186

0.602

SMARCA4

chri1

94209357

94209557

0.348

MRE11A

chr19

11136874

11137104

0.610

SMARCA4

chri1

94211862

94212106

0.359

MRE11A

chr19

11138402

11138674

0.502

SMARCA4

chri1

94212728

94212928

0.378

MRE11A

chr19

11138598

11138818

0.597

SMARCA4

chri1

94219015

94219215

0.348

MRE11A

chr19

11141332

11141532

0.637

SMARCA4

chri1

94219225

94219425

0.264

MRE11A

chr19

11141549

11141749

0.627

SMARCA4

chri1

94223880

94224120

0.344

MRE11A

chr19

11143924

11144134

0.621

SMARCA4

chri1

94223898

94224142

0.327

MRE11A

chr19

11144041

11144262

0.617

SMARCA4

chri1

94225885

94226125

0.394

MRE11A

chr19

11144868

11145108

0.618

SMARCA4

chri1

108093593

108093813

0.615

ATM

chr19

11145552

11145823

0.654

SMARCA4

chri1

108093873

108094073

0.617

ATM

chr19

11151919

11152129

0.616

SMARCA4

chri1

108098331

108098581

0.335

ATM

chr19

11151919

11152189

0.627

SMARCA4

chri1

108098372

108098572

0.333

ATM

chr19

11152171

11152371

0.572

SMARCA4

chri1

108098382

108098631

0.316

ATM

chr19

11168890

11169140

0.625

SMARCA4

chri1

108098397

108098626

0.309

ATM

chr19

11169359

11169619

0.644

SMARCA4

chri1

108098399

108098628

0.304

ATM

chr19

11170610

11170850

0.668

SMARCA4

chri1

108099818

108100062

0.327

ATM

chr19

11172452

11172706

0.498

SMARCA4

chri1

108106395

108106596

0.356

ATM

chr19

11172557

11172757

0.423

SMARCA4

chri1

108114723

108115004

0.333

ATM

chr19

11172753

11172953

0.493

SMARCA4

chri1

108114777

108115004

0.329

ATM

chr19

45854611

45854870

0.581

ERCC2

chri1

108115492

108115736

0.351

ATM

chr19

45854917

45855123

0.589

ERCC2

chri1

108117690

108117930

0.324

ATM

chr19

45855406

45855649

0.656

ERCC2
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chr11{108119692{108119907{0.343§ ATM j§chr19}{ 45855711 { 45855931 {0.611} ERCC2
chr11{108119737{108119952{0.361§ ATM j§chr19{ 45855908 { 45856123 {0.611} ERCC2
chr11{108121367{108121602{0.377{ ATM {chr19}{ 45855910 { 45856123 j0.612y ERCC2
chr11{108121609{108121764{0.359{ ATM jchr19}{ 45855914 { 45856123 j0.610y ERCC2
chr11{108122506{108122706{0.363} ATM jchr19}{ 45855948 { 45856167 j0.609{ ERCC2
chr11{108122716{108122936{0.317{ ATM jchr19}{ 45855959 { 45856169 j0.607{ ERCC2
chr11{108123498{108123718{0.321y ATM {chr19} 45856222 | 45856442 j0.652y ERCC2
chr11{108124529{108124729{0.393} ATM jchr19} 45857893 { 45858113 {0.597} ERCC2
chr11{108126954{108127154{0.363} ATM jchr19} 45860528 i 45860730 j0.635} ERCC2
chr11{108128041{108128241{0.294y ATM {chr19}{ 45860797 { 45861007 {0.635{ ERCC2
chr11{108129523{108129756{0.316y ATM j§chr19{ 45864772 { 45864905 {0.575{ ERCC2
chr11{108137908{108138102{0.374y ATM j§chr19}{ 45866937 { 45867137 {0.706§ ERCC2
chr11{108139112{108139322{0.374y ATM {chr19}{ 45867119 { 45867343 {0.724} ERCC2
chr11 {108139329{108139529{0.338§ ATM j§chr19}{ 45867124 { 45867373 {0.716} ERCC2
chr11{108141794{108142040{0.324§ ATM j§chr19{ 45867329 { 45867584 {0.684} ERCC2
chr11{108142019{108142263{0.359§ ATM §chr19}{ 45867491 { 45867711 {0.656y ERCC2
chr11{108143141{108143341{0.323} ATM jchr19{ 45867506 { 45867746 j0.660y ERCC2
chr11{1081433281108143577{0.336§ ATM {chr19}{ 45867566 { 45867806 j0.618] ERCC2
chr11{108150264{108150498{0.328§ ATM jchr19}{ 45868096 { 45868344 j0.635{ ERCC2
chr11{108151721{108151951§0.364} ATM {chr19} 45868149 | 45868349 j0.637y ERCC2
chr11{108153427{108153675{0.285} ATM jchr19} 45868154 { 45868396 {0.626y ERCC2
chr11{108153471{108153632{0.284}y ATM {chr19} 45868287 | 45868486 j0.600y ERCC2
chr11{108153471{108153677{0.275) ATM {chr19} 45871786 { 45871991 {0.524} ERCC2
chr11 {108153505{108153680{0.267y ATM j§chr19{ 45872064 { 45872264 {0.582} ERCC2
chr11 {108153510{108153680{0.269y ATM jchr19} 45872211 { 45872411 {0.562} ERCC2
chr11{108154843{108155094{0.282y ATM {chr19}{ 45873397 { 45873585 {0.661} ERCC2
chr11 {108154858{108155070§0.291§ ATM {§chr19}{ 45873421 { 45873651 {0.675{ ERCC2
chr11 {108154954{108155155{0.396§ ATM jchr19{ 45873436 { 45873665 {0.687{ ERCC2
chr11 {108154962{108155211{0.388§ ATM j§chr19}{ 45873632 { 45873861 {0.700f ERCC2
chr11 {108157899{108158161{0.354§ ATM j§chr19{ 45873636 { 45873901 {0.684} ERCC2
chr11 {1081583761108158580{0.337f ATM {chr19{ 45873726 { 45873936 j0.645{ ERCC2
chr11{108159642{108159842{0.343} ATM ichr19}{ 45916987 { 45917191 {0.571{ ERCCA1
chr11{108160273{108160473{0.299f ATM ichr19}{ 45918047 { 45918240 {0.619{ ERCCA1
chr11{108163344{108163589{0.378} ATM jchr19}{ 45918047 { 45918243 {0.619{ ERCCA1
chr11{108164044{108164225{0.324} ATM {chr19{ 45918048 | 45918243 {0.622;{ ERCCA1
chr11{108164078{108164281{0.314} ATM jchr19{ 45918053 { 45918243 {0.628;{ ERCCA1
chr11{108165595{108165795{0.358] ATM {chr19{ 45918060 | 45918235 {0.625{ ERCCA1
chr11 {108167798{108168039{0.269}{ ATM jchr19} 45922222 { 45922436 {0.567{ ERCC1
chr11{108167811{108168065{0.267{ ATM j§chr19{ 45923506 { 45923678 {0.607{ ERCCA1
chr11 {108170423{10817062210.380{ ATM j§chr19}{ 45924445 { 45924632 {0.638{ ERCC1
chr11 {108172321{108172561{0.340{ ATM §chr19{ 45926611 { 45926815 {0.615{ ERCCA1
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chr11 {108173513§108173723{0.351§ ATM j§chr19}{ 50902097 { 50902336 {0.650y POLD1
chr11 {108173723§108173923{0.313§ ATM jchr19}{ 50902458 { 50902658 {0.582y POLD1
chr11 {108175366{108175566{0.398§ ATM jchr19{ 50904960 { 50905171 {0.656}y POLD1
chr11{108178629{108178814{0.360f ATM jchr19{ 50905153 { 50905392 j0.671] POLD1
chr11 {108179595{108179834{0.375{ ATM {chr19{ 50905436 { 50905665 j0.683} POLD1
chr11{108180801{108181050{0.320f ATM jchr19{ 50905615 §{ 50905913 j0.659]y POLD1
chr11{108180821{108181050§0.322y ATM jchr19} 50905899 { 50906137 {0.665} POLD1
chr11{108180821{108181066{0.313} ATM jchr19} 50906253 { 50906464 j0.679}y POLD1
chr11{108180871{108181071§0.333} ATM jchr19} 50906723 { 50906971 {0.622}y POLD1
chr11{108183026{108183226{0.333} ATM jchr19} 50906755 { 50906971 j0.613} POLD1
chr11{108186520{108186768{0.357y ATM j{chr19}{ 50909485 { 50909773 {0.640}y POLD1
chr11{108186672{108186911{0.404}y ATM j§chr19§{ 50910320 { 50910533 {0.631} POLD1
chr11{108188080{108188262{0.399y ATM {chr19{ 50910334 { 50910578 {0.629}y POLD1
chr11 {108190668{108190878{0.313§ ATM jchr19}{ 50910376 { 50910627 {0.631} POLD1
chr11{108191937§108192186{0.392§ ATM jchr19}{ 50912042 { 50912281 {0.617}y POLD1
chr11{108195999{108196199{0.413§ ATM j§chr19}{ 50912288 { 50912520 {0.635}§ POLD1
chr11{108196116{108196316{0.388} ATM jchr19{ 50912795 { 50913010 j0.667] POLD1
chr11 {108196772{108196944{0.422{ ATM {chr19{ 50916709 { 50916950 j0.640}y POLD1
chr11{108198304{108198504{0.398} ATM jchr19{ 50916970 §{ 50917221 §0.623} POLD1
chr11 {108199732{108199932{0.373} ATM {chr19{ 50917955 { 50918169 j0.628] POLD1
chr11 {108200863{108201105{0.374} ATM jchr19} 50917960 { 50918169 {0.624} POLD1
chr11{108201993{108202237{0.318y ATM jchr19} 50918653 { 50918824 j0.640}y POLD1
chr11{108202461{108202678{0.330y ATM jchr19} 50919033 { 50919269 {0.692} POLD1
chr11{108202483{108202676{0.309y ATM j{chr19{ 50919496 { 50919745 {0.684}y POLD1
chr11 {108202496 {108202676{0.298y ATM jchr19}{ 50919683 { 50919957 {0.691} POLD1
chr11 {108202530§108202730{0.308y ATM j§chr19{ 50919685 { 50919957 {0.689}y POLD1
chr11 {108203403{108203613{0.336y ATM jchr19§{ 50919770 { 50920048 {0.699}y POLD1
chr11 {108203427 {108203679{0.344y ATM jchr19}{ 50919821 { 50920050 {0.691}y POLD1
chr11 {108203480§108203724{0.339§ ATM j§chr19}{ 50921104 { 50921313 {0.576§ POLD1
chr11 {108203524 {108203768{0.339]y ATM chr2 § 29443543 § 29443787 {0.539 ALK
chr11 {108203540{108203784{0.347}{ ATM chr2 § 29443549 §{ 29443783 {0.545 ALK
chr11{108204436{108204676{0.407}{ ATM chr2 § 29443555 § 29443789 {0.540 ALK
chr11 {108205641{108205841{0.368} ATM chr2 § 29443585 §{ 29443816 {0.500 ALK
chr11 {108206452{108206651{0.400y ATM chr2 § 29445100 § 29445340 {0.552 ALK
chr11{108213868{108214068{0.393} ATM chr2 § 29445107 § 29445340 {0.556 ALK
chr11{108216481{108216700{0.355} ATM chr2 § 29445121 § 29445350 {0.570 ALK
chr11{108217894{108218094{0.328} ATM chr2 § 29445121 § 29445367 {0.571 ALK
chr11{108224395{108224595{0.403} ATM chr2 { 47600500 § 47600700 {0.323] EPCAM
chr11{108225445{108225655{0.346}y ATM chr2 { 47600912 § 47601112 {0.473y EPCAM
chr11 {108235722{108235932{0.365§ ATM chr2 { 47601122 § 47601322 {0.383] EPCAM
chr11 {108235932{108236132{0.383§ ATM chr2 §{ 47602199 § 47602445 {0.328§ EPCAM
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chr11 {108235986 {108236232{0.433}§ ATM chr2 § 47604131 § 47604282 {0.342] EPCAM
chr11 {108236004 {108236249{0.431{ ATM chr2 §{ 47605987 § 47606187 {0.249] EPCAM
chr11 {108236050{108236290{0.415§ ATM chr2 §{ 47606812 § 47606991 {0.361] EPCAM
chr11 {108236051{108236251{0.438} ATM chr2 | 47612268 { 47612488 {0.398] EPCAM
chr11 {108236071{108236273{0.438} ATM chr2 { 47613710 § 47613910 {0.343] EPCAM
chr11 {108238313§108238513{0.373{ATM chr2 (47630105 (47630305 {0.652 MSH2
chr11 111957513 §111957759 {0.591 {SDHD  jchr2 47630152 }47630400 {0.643MSH2
chr11 111959529 §111959746 {0.486 {SDHD jchr2 (47630268 ;47630467 {0.615jMSH2
chr11 §{111965449 111965740 {0.414 {SDHD  jchr2 47630315 }47630515 {0.667 {MSH2
chr11 111965464 111965754 {0.416 {SDHD  jchr2 (47630316 47630530 {0.647 {MSH2
chr12{25378488 §25378688 {0.353{KRAS chr2 (47630384 (47630615 {0.690 MSH2
chr12{25378503 §25378751 {0.341{KRAS chr2 (47630425 (47630625 {0.706 {MSH2
chr12{25378546 §25378778 {0.352{KRAS chr2 (47635539 (47635709 {0.339 {MSH2
chr12§25378554 §25378783 {0.348 {KRAS chr2 (47637342 (47637582 {0.456 {MSH2
chr12{25380153 §25380359 {0.411 {KRAS chr2 (47637389 (47637594 {0.442MSH2
chr12§25380166 §25380337 {0.407 {KRAS chr2 (47639447 (47639662 {0.310MSH2
chr12{25380167 §25380326 {0.406 {KRAS chr2 (47641283 (47641487 {0.327 {MSH2
chr12§25380167 §25380359 {0.420{KRAS chr2 (47643346 (47643546 ;0.398 {MSH2
chr12§25398080 25398329 {0.360{KRAS chr2 (47656945 (47657096 {0.388 MSH2
chr12§25398145 §25398394 0.348 {KRAS chr2 (47672586 (47672786 {0.299 MSH2
chr12§25398153 25398397 {0.351 {KRAS chr2 (47690076 ;47690276 {0.303{MSH2
chr12§25398159 25398408 ;0.356 {KRAS chr2 (47693747 (47693947 {0.348 {MSH2
chr12 25398186 25398433 {0.347 {KRAS chr2 (47698159 47698397 {0.326 {MSH2
chr12{56478765 §56478994 {0.552{ERBB3 jchr2 (47702121 {47702341 {0.394 {MSH2
chr12{56478781 §56479029 {0.558{ERBB3 jchr2 (47702174 {47702413 {0.388 {MSH2
chr12{56478784 §56479029 {0.561{ERBB3 jchr2 (47703453 {47703653 {0.428 {MSH2
chr12{56478807 §56479047 {0.560{ERBB3 jchr2 (47703663 {47703863 {0.363{MSH2
chr12 56481533 §56481774 {0.541{ERBB3 jchr2 (47705399 {47705630 {0.397 {MSH2
chr12 56481559 §56481798 {0.521{ERBB3 jchr2 (47707788 {47708018 {0.424 {MSH2
chr12 56481594 §56481833 {0.546 {ERBB3 jchr2 (47709903 {47710113 {0.327 {MSH2
chr12{56481628 {56481942 {0.530{ERBB3 jchr2 §47710107 {47710336 {0.287 {MSH2
chr12{56481740 {56481979 {0.517{ERBB3 jchr2 (48010393 48010592 {0.725]MSH6
chr12{56481773 {56482020 {0.476 {ERBB3 jchr2 48010420 ;48010619 {0.740{MSH6
chr12 156481807 {56482048 {0.467{ERBB3 jchr2 (48010573 ;48010824 {0.690 MSH6
chr12{56482218 56482457 {0.513{ERBB3 jchr2 j48010575 }48010781 {0.725{MSH6
chr12 (56482252 $56482491 {0.496 {ERBB3 jchr2 48017953 ;48018200 {0.419{MSH6
chr12{56482278 $56482521 {0.504{ERBB3 jchr2 j48018205 }48018415 {0.431iMSH6
chr12{56482331 §56482580 {0.528 {ERBB3 jchr2 (48023040 {48023272 {0.455{MSH6
chr12 (56486559 §56486791 {0.502{ERBB3 jchr2 (48023105 {48023304 {0.430{MSH6
chr12 (56486561 §56486791 {0.502{ERBB3 jchr2 (48025749 {48025949 {0.428 {MSH6
chr12 (56486566 §56486813 {0.508{ERBB3 jchr2 (48025933 {48026201 {0.476 {MSH6
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chr12 156486569 {56486818 {0.508 {ERBB3 jchr2 (48026177 (48026376 {0.460§jMSH6
chr12 156490766 {56491006 {0.523{ERBB3 jchr2 (48026340 ;48026558 {0.457{MSH6
chr12 156490766 §56491013 {0.520{ERBB3 jchr2 (48026511 {48026711 {0.458 {MSH6
chr12{56490773 $56491013 {0.519{ERBB3 jchr2 48026765 ;48026965 {0.383jMSH6
chr12{56490777 $56491011 {0.523{ERBB3 jchr2 48027019 }48027219 {0.438 {MSH6
chr12{56491580 $56491801 {0.554{ERBB3 jchr2 48027273 ;48027473 {0.438 {MSH6
chr12{56491592 §56491801 {0.557{ERBB3 jchr2 (48027527 {48027727 {0.398 {MSH6
chr12{56491596 56491799 {0.559{ERBB3 jchr2 (48027746 {48028017 {0.426 {MSH6
chr12{56491596 §56491801 {0.558{ERBB3 jchr2 (48028124 {48028364 {0.415{MSH6
chr12{58141882 58142151 {0.396 {CDK4 chr2 148030536 (48030736 {0.433{MSH6
chr12{58142160 §58142391 {0.474{CDK4 chr2 (48030729 {48031008 {0.371 MSH6
chr12{58142983 §58143287 {0.570{CDK4 chr2 (48031952 {48032152 {0.443 {MSH6
chr12{58142985 §58143287 {0.568 {CDK4 chr2 (48032026 (48032237 {0.420{MSH6
chr12{58144413 {58144686 {0.478 {CDK4 chr2 (48032772 148032971 {0.315jMSH6
chr12{58144452 {58144687 {0.479{CDK4 chr2 (48033358 148033554 {0.365jMSH6
chr12{58144692 $58144932 {0.490{CDK4 chr2 (48033416 {48033655 {0.367 {MSH6
chr12{58144696 58144939 {0.492iCDK4 chr2 (48033581 ;48033782 {0.401MSH6
chr12{58144957 58145214 {0.523 {CDK4 chr2 (48034024 ;48034264 ;0.307 {MSH6
chr12{58145023 58145294 {0.515iCDK4 chr2 (58386432 }58386632 {0.333jFANCL
chr12{58145309 58145580 {0.544 {CDK4 chr2 (58386777 }58386929 {0.307 {FANCL
chr12{58145326 58145580 {0.541{CDK4 chr2 (58387189 {58387389 {0.338{FANCL
chr12{58145924 58146140 {0.673{CDK4 chr2 158388496 (58388732 {0.346{FANCL
chr12§{133200375§133200607 {0.541 {POLE chr2 (58389905 {58390169 {0.328 {FANCL
chr12§133200794 §133201005{0.604 {POLE chr2 (58390005 {58390214 {0.352{FANCL
chr12§133200978§133201217 {0.608 {POLE chr2 58390571 {58390773 {0.379{FANCL
chr12§133201185 §133201425{0.610 {POLE chr2 (58392779 {58392979 {0.398 {FANCL
chr12§133201428§133201670{0.654 {POLE chr2 (58431158 {58431358 {0.363{FANCL
chr12§133202187§133202429)0.621 {POLE chr2 (58448972 158449172 {0.323{FANCL
chr12§133202217§133202436 {0.605 {POLE chr2 (58453736 {58453936 {0.308§{FANCL
chr12§133202217§133202437{0.606 { POLE chr2 (58456824 (58457044 {0.285jFANCL
chr12§1332022183133202437{0.605 {POLE chr2 (58459138 }58459342 {0.351{FANCL
chr12§13320235531332025550.622 {POLE chr2 (58468279 ;58468479 {0.592{FANCL
chr12§133202648 133202868 {0.606 j POLE chr2 §128014784;128015047 {0.394 JERCC3
chr12§133208842§133209042{0.517 {POLE chr2 §128015087{128015289{0.522 {ERCC3
chr12{133209059§1332092590.577 {POLE chr2 §128016793{128017023{0.541 {ERCC3
chr12§{133209191§133209391{0.647 {POLE chr2 §128018729{128018934{0.476 {ERCC3
chr12{133210529§133210806{0.590 { POLE chr2 §128028846]128029046 {0.493 {ERCC3
chr12§133212413§133212654 {0.488 {POLE chr2 §128030334;128030534 {0.488 JERCC3
chr12§133214538§1332147380.557 {POLE chr2 §128036695;128036895{0.413ERCC3
chr12§133215637§1332158850.582 {POLE chr2 §128037952;128038168{0.535ERCC3
chr12§133218204 {1332184510.597 {POLE chr2 §128044271:128044501 {0.580 JERCC3
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chr12§133218707§1332189530.579 {POLE chr2 128044494 1128044693 {0.500 JERCC3
chr12§133219069§1332192980.574 {POLE chr2 §128046183128046383 {0.502ERCC3
chr12§133219399{133219599]0.617 {POLE chr2 §128046840;128047040:0.468 JERCC3
chr12§13321977831332200120.591 {POLE chr2 128047177 3128047377 {0.522 JERCC3
chr12§133219996 §133220226 {0.606 j POLE chr2 §128047669;128047869;0.448 JERCC3
chr12§133220308133220545{0.571 {POLE chr2 §128050206;128050419{0.514 JERCC3
chr12{133225529§133225773{0.612{POLE chr2 §128051102 128051343 {0.566 {ERCC3
chr12§133225887§133226117 {0.645{POLE chr2 §128051633}128051852{0.655{ERCC3
chr12{133226161§133226408{0.613{POLE chr2 §128051746{128051946 {0.577 {ERCC3
chr12§{133233672§1332339090.550 {POLE chr2 §209112977 {209113230 {0.394 {IDH1

chr12 3133233774 §133234003{0.557 {POLE chr2 §209113091 209113340 {0.444 {IDHA1

chr12§133234350§133234550{0.458 {POLE chr2 §212288833{212289075{0.366 jERBB4
chr12§133235953§133236173{0.534 {POLE chr2 §212288836 212289075 {0.367 {ERBB4
chr12§133237539§133237827{0.543 {POLE chr2 §212288849{212289089:{0.378 {ERBB4
chr12§133237547 {133237781{0.519{POLE chr2 212288867 212289111 {0.376 {ERBB4
chr12§133238036§1332382360.468 {POLE chr2 {2124837321{212483976{0.327 {ERBB4
chr12§1332404953133240681{0.545 {POLE chr2 {212483745;212483975{0.338 {ERBB4
chr12§133241011 §133241211 {0.587 { POLE chr2 {212483745;212483989{0.343 {ERBB4
chr12§1332418053133242034{0.600 {POLE chr2 {212483745;212483992{0.347 {ERBB4
chr12§133244016§133244246{0.563 {POLE chr2 {212529983212530215{0.468 {ERBB4
chr12§133244860§133245070{0.578 {POLE chr2 §212529983i{212530219{0.468 {ERBB4
chr12{133245148§133245397{0.616 { POLE chr2 §212530006§212530255 {0.444 {ERBB4
chr12§133245378§133245623{0.537 {POLE chr2 §212530049i212530293{0.420 {ERBB4
chr12 3133248734 §133248981{0.556 { POLE chr2 §212587102212587341{0.379 {ERBB4
chr12§133249169§133249404 {0.568 { POLE chr2 §212587102212587342{0.378 {ERBB4
chr12{133249662§1332499020.539 {POLE chr2 §212587104 1212587343 {0.379 {ERBB4
chr12§133250240§133250445{0.549 {POLE chr2 §215591713{215591913{0.348 {BARD1
chr12§133250282:1332504820.517 {POLE chr2 §215592049:215592249{0.313 {BARD1
chr12§133251897 133252126 {0.600 {POLE chr2 §2155923851215592585{0.318 {BARD1
chr12§133252231§1332524800.512{POLE chr2 §2155927211215592921 {0.284 {BARD1
chr12§133252591§133252826{0.470 { POLE chr2 §215593393]215593593 {0.458 {BARD1
chr12§13325305813325329070.502 {POLE chr2 §215593464 ;215593712 {0.482 {BARD1
chr12§133253869§133254099)0.429 jPOLE chr2 §215595070;215595319{0.348 {BARD1
chr12§{133254080§133254312{0.502 {POLE chr2 §215609774{215610018{0.331 {BARD1
chr12 133256057 §1332562990.494 { POLE chr2 §215610357 215610557 {0.368 {BARD1
chr12 133256546 §133256806{0.441 {POLE chr2 §215617201§215617402{0.322 {BARD1
chr12{133256751§133257006{0.469 { POLE chr2 1215617244{215617478{0.315{BARD1
chr12§133257134§133257364 {0.429 {POLE chr2 §215632137{215632347 {0.398 {BARD1
chr12§133257609§133257851{0.523 {POLE chr2 §215632347 215632547 {0.299 {BARD1
chr13 328592527 §28592791 {0.434{FLT3 chr2 §215633841;215634041{0.348 {BARD1
chr13 32889625 32889857 {0.631{BRCA2 ichr2 215645283{215645483;0.418 {BARD1
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chr13

32889901

32890111

0.583

BRCA2

chr2

215645568

215645768

0.398

BARD1

chr13

32890514

32890741

0.346

BRCA2

chr2

215645789

215646022

0.385

BARD1

chr13

32893139

32893383

0.339

BRCA2

chr2

215645997

215646196

0.405

BARD1

chr13

32900135

32900368

0.252

BRCA2

chr2

215646018

215646167

0.413

BARD1

chr13

32900239

32900484

0.305

BRCA2

chr2

215656994

215657164

0.421

BARD1

chr13

32900514

32900762

0.373

BRCA2

chr2

215661815

215662059

0.355

BARD1

chr13

32903445

32903674

0.278

BRCA2

chr2

215674040

215674299

0.662

BARD1

chr13

32904938

32905182

0.343

BRCA2

chr2

215674057

215674299

0.671

BARD1

chr13

32905002

32905201

0.315

BRCA2

chr2

215674060

215674299

0.675

BARD1

chr13

32905048

32905165

0.339

BRCA2

chr2

215674115

215674321

0.681

BARD1

chr13

32905048

32905168

0.347

BRCA2

chr20

57484302

57484538

0.439

GNAS

chr13

32905048

32905170

0.341

BRCA2

chr21

36252718

36252963

0.427

RUNX1

chr13

32905049

32905165

0.342

BRCA2

chr21

36252753

36253001

0.454

RUNX1

chr13

32906224

32906468

0.302

BRCA2

chr21

36252796

36253037

0.471

RUNX1

chr13

32906406

32906650

0.310

BRCA2

chr21

36252819

36253063

0.469

RUNX1

chr13

32906408

32906628

0.317

BRCA2

chr22

29092793

29093014

0.383

CHEK2

chr13

32906426

32906673

0.306

BRCA2

chr22

29095766

29095985

0.468

CHEK2

chr13

32906464

32906663

0.305

BRCA2

chr22

29099378

29099614

0.354

CHEK2

chr13

32906520

32906768

0.317

BRCA2

chr22

29105946

29106126

0.243

CHEK2

chr13

32906575

32906818

0.361

BRCA2

chr22

29105988

29106140

0.288

CHEK2

chr13

32906606

32906846

0.378

BRCA2

chr22

29107796

29107996

0.373

CHEK2

chr13

32906668

32906912

0.388

BRCA2

chr22

29115374

29115613

0.292

CHEK2

chr13

32906748

32906987

0.388

BRCA2

chr22

29120968

29121207

0.358

CHEK2

chr13

32906815

32907062

0.363

BRCA2

chr22

29121185

29121429

0.376

CHEK2

chr13

32906856

32907103

0.367

BRCA2

chr22

29130538

29130762

0.556

CHEK2

chr13

32906893

32907106

0.383

BRCA2

chr22

29130552

29130805

0.508

CHEK2

chr13

32906938

32907183

0.378

BRCA2

chr22

29137634

29137834

0.547

CHEK2

chr13

32907059

32907264

0.374

BRCA2

chr3

10070202

10070402

0.383

FANCD2

chr13

32907059

32907307

0.378

BRCA2

chr3

10074431

10074641

0.303

FANCD2

chr13

32907288

32907533

0.350

BRCA2

chr3

10076444

10076673

0.430

FANCD2

chr13

32910416

32910655

0.354

BRCA2

chr3

10076732

10076932

0.323

FANCD2

chr13

32910596

32910835

0.388

BRCA2

chr3

10077981

10078130

0.313

FANCD2

chr13

32910778

32911027

0.340

BRCA2

chr3

10080961

10081110

0.367

FANCD2

chr13

32910967

32911215

0.317

BRCA2

chr3

10081391

10081592

0.510

FANCD2

chr13

32910988

32911187

0.335

BRCA2

chr3

10083255

10083471

0.433

FANCD2

chr13

32911008

32911252

0.331

BRCA2

chr3

10116194

10116415

0.405

FANCD2

chr13

32911035

32911252

0.321

BRCA2

chr3

10119764

10119916

0.523

FANCD2

chr13

32911045

32911295

0.331

BRCA2

chr3

10122693

10122903

0.422

FANCD2

chr13

32911167

32911415

0.341

BRCA2

chr3

10122903

10123103

0.378

FANCD2

chr13

32911340

32911588

0.333

BRCA2

chr3

10123144

10123344

0.358

FANCD2

chr13

32911594

32911838

0.322

BRCA2

chr3

10127494

10127703

0.433

FANCD2
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Chr. Start Stop GC {Gene Chr. {Start Stop GC {Gene

chr13{32911841 §32912085 {0.384{BRCA2 jchr3 (10128659 {10128873 {0.414FANCD2

chr13{32912080 §32912319 {0.342{BRCA2 jchr3 10130055 {10130255 {0.448 {FANCD2

chr13{32912267 32912511 {0.265{BRCA2 jchr3 (10130418 {10130618 {0.398 {FANCD2

chr13§32912502 §32912746 {0.331{BRCA2 jchr3 10131860 10132052 {0.461{FANCD2

chr13{32912749 §32912986 {0.307{BRCA2 jchr3 (10133776 {10133976 {0.418 FANCD2

chr13{32912979 §32913218 {0.404 {BRCA2 jchr3 (10134833 {10135033 {0.448 {FANCD2

chr13§32913217 {32913460 {0.336 {BRCA2 jchr3 (10135971 10136220 {0.484 {FANCD2

chr13§32913444 32913691 {0.323{BRCA2 jchr3 (10136796 10137016 ;0.425jFANCD2

chr13{32913682 32913927 {0.321{BRCA2 jchr3 (10137928 ;10138128 {0.398 jFANCD2

chr13§32913944 32914192 {0.329{BRCA2 jchr3 10140403 ;10140603 ;0.448 {FANCD2

chr13 32914208 32914455 {0.347{BRCA2 jchr3 ;10140685 ;10140895 {0.322jFANCD2

chr13 32914462 32914709 {0.343{BRCA2 jchr3 10183302 ;10183451 ;0.653{VHL

chr13 32914691 32914936 {0.329{BRCA2 jchr3 ;10183681 ;10183874 {0.706jVHL

chr13{32914776 32915021 {0.333{BRCA2 jchr3 10188234 {10188438 {0.390§{VHL

chr13{32914895 §32915115 {0.326 {BRCA2 jchr3 (10191445 {10191700 {0.484 {VHL

chr13{32914896 §32915115 {0.327{BRCA2 jchr3 §10191721 {10191932 {0.392{VHL

chr13 32914906 §32915155 {0.328 {BRCA2 jchr3 (10192245 {10192450 {0.350§VHL

chr13 32915087 §32915334 {0.355{BRCA2 jchr3 12645599 12645838 {0.504 RAF1

chr13{32915144 32915384 {0.357{BRCA2 jchr3 12645599 12645843 {0.502jRAF1

chr13 32918540 §32918787 {0.258 {BRCA2 jchr3 12645599 12645844 {0.5003RAF1

chr13 32920834 32921033 {0.295{BRCA2 ichr3 12645603 12645844 ;0.504jRAF1

chr13 32928970 32929189 {0.345{BRCA2 jchr3 14186692 ;14186898 {0.319jXPC

chr13 332928972 32929201 {0.357{BRCA2 ichr3 14186863 {14187104 ;0.521§{XPC

chr13 32928992 32929236 {0.351{BRCA2 jchr3 14187085 }14187334 {0.532{XPC

chr13 32928996 32929196 {0.358 {BRCA2 jchr3 14187312 }14187552 {0.589{XPC

chr13 32928996 32929208 {0.357{BRCA2 jchr3 14187523 14187722 {0.570{XPC

chr13§32929176 32929423 {0.339{BRCA2 jchr3 14188679 }14188879 {0.552{XPC

chr13§32929177 32929426 {0.344{BRCA2 jchr3 (14189299 {14189509 {0.583{XPC

chr13{32929220 §32929467 {0.323{BRCA2 jchr3 (14189991 {14190191 {0.597{XPC

chr13§32929274 32929479 {0.335{BRCA2 jchr3 (14190286 {14190496 {0.578 {XPC

chr13 32929297 §32929498 {0.322{BRCA2 jchr3 (14193741 {14194025 {0.596 {XPC

chr13 32930589 §32930789 {0.448{BRCA2 jchr3 (14197850 {14198050 {0.483{XPC

chr13 32931650 §32931879 {0.257{BRCA2 jchr3 (14199573 {14199852 {0.543{XPC

chr13§32931817 32932017 {0.318{BRCA2 ichr3 14199862 {14200062 ;0.582§{XPC

chr13 32932034 32932234 {0.313{BRCA2 jchr3 14200146 ;14200394 {0.522{XPC

chr13 32936641 32936885 {0.384 {BRCA2 ichr3 14206322 {14206487 {0.434{XPC

chr13§32937319 32937563 {0.384{BRCA2 jchr3 14206933 ;14207089 {0.522{XPC

chr13§32937529 32937773 {0.376 jBRCA2 jchr3 14208699 }14208911 {0.474{XPC

chr13 32944444 32944688 {0.359{BRCA2 jchr3 14209663 ;14209863 {0.517{XPC

chr13 32945080 32945249 {0.359{BRCA2 jchr3 14211839 }14212049 ;0.384{XPC

chr13 32950820 §32951019 {0.440{BRCAZ2 jchr3 (14214355 {14214600 {0.476{XPC
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Chr. Start Stop GC {Gene Chr. {Start Stop GC {Gene

chr13 32953333 §32953533 {0.348{BRCA2 jchr3 14220004 14220204 {0.682{XPC

chr13 32953442 32953686 {0.363{BRCA2 jchr3 37034589 37034809 {0.570EPM2AIP1

chr13{32953840 §32954084 {0.327{BRCA2 jchr3 37034790 37035063 {0.544 EPM2AIP1

chr13{32954054 §32954299 {0.346 {BRCA2 jchr3 37035069 {37035306 {0.622{MLH1

chr13 132954054 §32954300 {0.344{BRCA2 jchr3 (37038000 {37038200 {0.368 {MLH1

chr13 32968741 §32968971 {0.359{BRCA2 jchr3 37042434 {37042645 {0.354 {MLH1

chr13{32968820 32969069 {0.384{BRCA2 ichr3 (37045773 {37045973 {0.418{MLH1

chr13 32970989 {32971236 {0.379{BRCA2 {chr3 37048411 {37048645 {0.353 {MLH1

chr13 32971106 32971335 {0.348{BRCA2 jchr3 (37050230 {37050436 {0.377{MLH1

chr13 32972257 32972489 {0.373{BRCA2 {chr3 37053207 {37053427 {0.335{MLH1

chr13§32972463 32972703 {0.390{BRCA2 jchr3 37053528 {37053730 {0.340jMLH1

chr13 32972600 32972845 {0.378 BRCA2 jchr3 37055893 {37056093 {0.373 {MLH1

chr13 §32972664 32972864 {0.418iBRCA2 jchr3 37058865 {37059114 {0.424{MLH1

chr13{32972671 §32972922 {0.397{BRCA2 {chr3 37061804 {37062039 {0.542{MLH1

chr13 32972708 §32972954 {0.389{BRCA2 jchr3 37067171 {37067392 {0.500§{MLH1

chr13{32973392 §32973641 {0.336{BRCA2 jchr3 37067236 {37067492 {0.514{MLH1

chr13 32973613 §32973807 {0.267 {BRCA2 jchr3 (37070194 {37070394 {0.408 {MLH1

chr13 48916668 §48916868 {0.318 {RB1 chr3 §37070355 (37070605 {0.462§MLH1
chr13 48919151 §48919351 {0.284 {RB1 chr3 37081625 37081777 {0.438 {MLH1
chr13 148921945 §48922145 {0.308 {RB1 chr3 §37083681 (37083889 {0.354 {MLH1
chr13 §48923001 48923221 {0.258 {RB1 chr3 37088877 (37089113 {0.468 {MLH1
chr13 48936897 48937117 {0.330{RB1 chr3 37088933 (37089152 {0.473 {MLH1
chr13 48939068 48939268 {0.318 {RB1 chr3 (37089899 (37090099 ;0.468 {MLH1
chr13 48941560 $48941760 {0.318{RB1 chr3 37090327 ;37090527 {0.428 {MLH1
chr13§48947429 348947629 {0.323 {RB1 chr3 37091892 37092087 {0.4803jMLH1
chr13 48951017 §48951237 {0.348 {RB1 chr3 37091894 ;37092142 {0.466 jMLH1
chr13 48954364 48954564 {0.328 {RB1 chr3 (41265974 (41266223 {0.464 ;CTNNB1
chr13 48955326 48955526 {0.303{RB1 chr3 (41266013 {41266252 {0.488 {CTNNB1
chr13 48955536 §48955736 {0.338{RB1 chr3 (41266021 (41266268 {0.476 {CTNNB1
chr13§49027033 49027233 {0.333{RB1 chr3 (41266036 (41266265 {0.474 CTNNB1
chr13 49030212 §49030472 {0.364 {RB1 chr3 (52435062 52435320 {0.583 BAP1
chr13 49033792 §49033992 {0.428 {RB1 chr3 (52435350 52435631 {0.543 {BAP1
chr13 49037854 §49038084 {0.299{RB1 chr3 (52435934 52436211 {0.561 {BAP1
chr13§49039190 §49039390 {0.378 {RB1 chr3 (52436217 }52436465 ;0.647{BAP1
chr13{49039267 {49039467 {0.383 {RB1 chr3 (52436552 52436790 {0.552iBAP1
chr13§49047356 §49047616 {0.287 {RB1 chr3 (52436807 52437063 ;0.572{BAP1
chr13 49050783 §49050983 {0.373 {RB1 chr3 52437127 52437370 {0.574 {BAP1
chr13§49051484 349051724 {0.299{RB1 chr3 (52437447 ;52437693 ;0.599 BAP1
chr13 49054133 §49054333 {0.413{RB1 chr3 (52437754 ;52437978 {0.556 {BAP1
chr13 49054700 §49054910 {0.251jRB1 chr3 (52438443 ;52438682 ;0.575iBAP1

chr13 §49055078 49055278 {0.323{RB1 chr3 152439130 52439357 {0.583{BAP1
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GC

Gene

chr13

49055456

49055656

0.343

RB1

chr3

52439752

52440014

0.544

BAP1

chr13

49055834

49056034

0.254

RB1

chr3

52440273

52440505

0.618

BAP1

chr13

103498123

103498440

0.629

ERCC5

chr3

52440695

52440946

0.552

BAP1

chr13

103498155

103498432

0.640

ERCC5

chr3

52441181

52441475

0.576

BAP1

chr13

103498190

103498390

0.642

ERCC5

chr3

52441983

52442230

0.532

BAP1

chr13

103498192

103498440

0.631

ERCC5

chr3

52442460

52442693

0.500

BAP1

chr13

103498192

103498453

0.626

ERCC5

chr3

52443505

52443740

0.602

BAP1

chr13

103498470

103498701

0.608

ERCC5

chr3

138374171

138374400

0.400

PIK3CB

chr13

103498494

103498713

0.618

ERCC5

chr3

138374183

138374428

0.386

PIK3CB

chr13

103498494

103498717

0.621

ERCC5

chr3

138374197

138374427

0.398

PIK3CB

chr13

103498574

103498757

0.641

ERCC5

chr3

138374204

138374443

0.408

PIK3CB

chr13

103504312

103504529

0.349

ERCC5

chr3

138409848

138410087

0.375

PIK3CB

chr13

103504364

103504578

0.372

ERCC5

chr3

138409848

138410097

0.380

PIK3CB

chr13

103506028

103506230

0.409

ERCC5

chr3

138409872

138410116

0.380

PIK3CB

chr13

103506526

103506726

0.463

ERCC5

chr3

138409872

138410118

0.385

PIK3CB

chr13

103508374

103508544

0.275

ERCC5

chr3

138417690

138417920

0.390

PIK3CB

chr13

103510603

103510803

0.393

ERCC5

chr3

138417690

138417924

0.383

PIK3CB

chr13

103513836

103514056

0.407

ERCC5

chr3

138417696

138417915

0.391

PIK3CB

chr13

103514321

103514572

0.433

ERCC5

chr3

138417697

138417916

0.395

PIK3CB

chr13

103514574

103514792

0.534

ERCC5

chr3

138665132

138665361

0.600

FOXL2

chr13

103514801

103515020

0.482

ERCC5

chr3

138665147

138665396

0.600

FOXL2

chr13

103515021

103515221

0.428

ERCC5

chr3

138665151

138665396

0.602

FOXL2

chr13

103515235

103515435

0.433

ERCC5

chr3

138665170

138665409

0.613

FOXL2

chr13

103517984

103518184

0.478

ERCC5

chr3

178916725

178916970

0.362

PIK3CA

chr13

103518194

103518404

0.412

ERCC5

chr3

178916766

178917010

0.351

PIK3CA

chr13

103518516

103518726

0.370

ERCC5

chr3

178916782

178917028

0.356

PIK3CA

chr13

103519057

103519257

0.368

ERCC5

chr3

178916822

178917068

0.336

PIK3CA

chr13

103520541

103520748

0.370

ERCC5

chr3

178917417

178917566

0.320

PIK3CA

chr13

103524493

103524693

0.413

ERCC5

chr3

178917417

178917618

0.347

PIK3CA

chr13

103524585

103524802

0.445

ERCC5

chr3

178917420

178917590

0.345

PIK3CA

chr13

103525496

103525696

0.368

ERCC5

chr3

178917420

178917604

0.351

PIK3CA

chr13

103527656

103527856

0.408

ERCC5

chr3

178921331

178921578

0.367

PIK3CA

chr13

103527863

103528063

0.408

ERCC5

chr3

178921339

178921585

0.372

PIK3CA

chr13

103528070

103528300

0.437

ERCC5

chr3

178921347

178921596

0.368

PIK3CA

chr14

38060515

38060750

0.589

FOXA1

chr3

178921364

178921608

0.351

PIK3CA

chr14

38060564

38060810

0.591

FOXA1

chr3

178927888

178928114

0.339

PIK3CA

chr14

38060574

38060818

0.592

FOXA1

chr3

178927898

178928114

0.346

PIK3CA

chr14

38060586

38060833

0.601

FOXA1

chr3

178927910

178928144

0.323

PIK3CA

chr14

45605103

45605333

0.558

FANCM

chr3

178927974

178928182

0.354

PIK3CA

chr14

45605305

45605553

0.610

FANCM

chr3

178935873

178936102

0.313

PIK3CA

chr14

45605573

45605799

0.511

FANCM

chr3

178935930

178936133

0.353

PIK3CA
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chr14

45606233

45606433

0.398

FANCM

chr3

178935944

178936197

0.335

PIK3CA

chr14

45618024

45618224

0.363

FANCM

chr3

178935995

178936197

0.365

PIK3CA

chr14

45620541

45620741

0.333

FANCM

chr3

178936030

178936279

0.320

PIK3CA

chr14

45623034

45623234

0.348

FANCM

chr3

178951914

178952159

0.382

PIK3CA

chr14

45628297

45628497

0.408

FANCM

chr3

178951915

178952140

0.385

PIK3CA

chr14

45633510

45633710

0.373

FANCM

chr3

178951921

178952140

0.386

PIK3CA

chr14

45633720

45633920

0.383

FANCM

chr3

178951921

178952159

0.381

PIK3CA

chr14

45636166

45636386

0.376

FANCM

chr3

178951948

178952109

0.389

PIK3CA

chr14

45639788

45640013

0.341

FANCM

chr3

178952004

178952152

0.389

PIK3CA

chr14

45642242

45642442

0.403

FANCM

chr3

178952010

178952109

0.390

PIK3CA

chr14

45644281

45644486

0.340

FANCM

chr3

178952109

178952152

0.386

PIK3CA

chr14

45644653

45644863

0.313

FANCM

chr4

55151865

55152127

0.513

PDGFRA

chr14

45644862

45645099

0.382

FANCM

chr4

55593487

55593733

0.389

KIT

chr14

45645143

45645342

0.350

FANCM

chr4

55593505

55593749

0.400

KIT

chr14

45645413

45645613

0.378

FANCM

chr4

55593514

55593765

0.397

KIT

chr14

45645666

45645955

0.331

FANCM

chr4

55593530

55593778

0.390

KIT

chr14

45645983

45646183

0.303

FANCM

chr4

55594116

55594365

0.416

KIT

chr14

45650718

45650970

0.332

FANCM

chr4

55594125

55594365

0.411

KIT

chr14

45650772

45650971

0.320

FANCM

chr4

55594139

55594380

0.401

KIT

chr14

45652886

45653086

0.338

FANCM

chr4

55594139

55594385

0.401

KIT

chr14

45654389

45654589

0.303

FANCM

chr4

55599168

55599408

0.365

KIT

chr14

45656912

45657134

0.269

FANCM

chr4

55599173

55599417

0.367

KIT

chr14

45658004

45658204

0.333

FANCM

chr4

55599207

55599435

0.384

KIT

chr14

45658183

45658427

0.371

FANCM

chr4

55602645

55602892

0.423

KIT

chr14

45658417

45658644

0.368

FANCM

chr4

55602657

55602888

0.422

KIT

chr14

45665608

45665811

0.348

FANCM

chr4

55602657

55602892

0.424

KIT

chr14

45667934

45668145

0.358

FANCM

chr4

153244069

153244316

0.464

FBXW7

chr14

45668983

45669204

0.320

FANCM

chr4

153244075

153244315

0.465

FBXW7

chr14

45669474

45669678

0.346

FANCM

chr4

153244085

153244324

0.454

FBXW7

chr14

95557315

95557515

0.313

DICER1

chr4

153244106

153244353

0.427

FBXW7

chr14

95557526

95557726

0.463

DICER1

chr4

153245291

153245531

0.398

FBXW7

chr14

95559082

95560182

0.542

DICER1

chr4

153245297

153245541

0.400

FBXW7

chr14

95560204

95560434

0.494

DICER1

chr4

153245312

153245560

0.406

FBXW7

chr14

95560444

95560644

0.398

DICER1

chr4

153245328

153245572

0.396

FBXW7

chr14

95562161

95562361

0.368

DICER1

chr4

153247109

153247353

0.433

FBXW7

chr14

95562361

95562592

0.530

DICER1

chr4

153247122

153247369

0.448

FBXW7

chr14

95562601

95562801

0.438

DICER1

chr4

153247150

153247399

0.456

FBXW7

chr14

95562666

95562891

0.398

DICER1

chr4

153249264

153249512

0.414

FBXW7

chr14

95566129

95566335

0.406

DICER1

chr4

153249285

153249525

0.419

FBXW7

chr14

95569682

95569882

0.468

DICER1

chr4

153249290

153249529

0.417

FBXW7

chr14

95569994

95570194

0.403

DICER1

chr4

153249303

153249551

0.414

FBXW7
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Gene

Chr.

Start
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GC

Gene

chr14

95570228

95570428

0.418

DICER1

chr4

153250763

153251006

0.340

FBXW7

chr14

95571340

95571540

0.488

DICER1

chr4

153250791

153251017

0.348

FBXW7

chr14

95571974

95572174

0.348

DICER1

chr4

153250791

153251031

0.349

FBXW7

chr14

95572314

95572514

0.428

DICER1

chr4

153250808

153251047

0.342

FBXW7

chr14

95572524

95572764

0.249

DICER1

chr4

153251774

153252018

0.380

FBXW7

chr14

95573959

95574159

0.338

DICER1

chr4

153251789

153252028

0.388

FBXW7

chr14

95574168

95574368

0.348

DICER1

chr4

153251792

153252040

0.382

FBXW7

chr14

95574657

95574857

0.443

DICER1

chr4

153251832

153252071

0.379

FBXW7

chr14

95577599

95577799

0.433

DICER1

chr4

153258843

153259002

0.356

FBXW7

chr14

95578391

95578591

0.358

DICER1

chr4

153258850

153259097

0.355

FBXW7

chr14

95579340

95579540

0.358

DICER1

chr4

153258888

153259137

0.344

FBXW7

chr14

95581926

95582126

0.433

DICER1

chr4

153258953

153259199

0.368

FBXW7

chr14

95582756

95582956

0.358

DICER1

chr4

153268077

153268219

0.517

FBXW7

chr14

95582966

95583166

0.348

DICER1

chr4

153268078

153268219

0.514

FBXW7

chr14

95583900

95584100

0.378

DICER1

chr4

153268079

153268219

0.518

FBXW7

chr14

95590532

95590732

0.358

DICER1

chr5

56161075

56161306

0.328

MAP3K1

chr14

95590767

95590067

0.393

DICER1

chr5

56161096

56161325

0.330

MAP3K1

chr14

95592822

95593064

0.305

DICER1

chr5

56161113

56161321

0.349

MAP3K1

chr14

95595734

95595934

0.358

DICER1

chr5

56161178

56161386

0.321

MAP3K1

chr14

95596337

95596537

0.343

DICER1

chr5

56161545

56161787

0.346

MAP3K1

chr14

95598778

95598978

0.383

DICER1

chr5

56161548

56161797

0.348

MAP3K1

chr14

95598988

95599188

0.308

DICER1

chr5

56161563

56161807

0.355

MAP3K1

chr14

95599591

95599801

0.436

DICER1

chr5

56161577

56161806

0.365

MAP3K1

chr14

95623722

95623973

0.750

DICER1

chr5

56180437

56180676

0.363

MAP3K1

chr14

105246388

105246637

0.596

AKT1

chr5

56180457

56180659

0.389

MAP3K1

chr14

105246483

105246730

0.617

AKT1

chr5

56180502

56180707

0.369

MAP3K1

chr14

105246501

105246707

0.633

AKT1

chr5

56181614

56181861

0.335

MAP3K1

chr14

105246501

105246745

0.633

AKT1

chr5

56181627

56181876

0.332

MAP3K1

chr15

32968921

32969121

0.303

GREM1

chr5

56181632

56181871

0.338

MAP3K1

chr15

32976883

32977083

0.393

GREM1

chr5

56181648

56181887

0.346

MAP3K1

chr15

32984845

32985055

0.469

GREM1

chr5

56183135

56183374

0.429

MAP3K1

chr15

32988826

32989036

0.370

SCG5

chr5

56183138

56183347

0.429

MAP3K1

chr15

33000769

33000969

0.512

GREM1

chr5

56183138

56183361

0.429

MAP3K1

chr15

33022952

33023162

0.654

GREM1

chr5

56183176

56183375

0.455

MAP3K1

chr15

33022952

33023205

0.638

GREM1

chr5

112043137

112043364

0.649

APC

chr15

33023018

33023279

0.626

GREM1

chr5

112043137

112043365

0.651

APC

chr15

33023148

33023435

0.521

GREM1

chr5

112043186

112043431

0.663

APC

chr15

33023151

33023435

0.519

GREM1

chr5

112043190

112043431

0.661

APC

chr15

33023205

33023450

0.504

GREM1

chr5

112043201

112043471

0.672

APC

chr15

33023686

33023886

0.517

GREM1

chr5

112043206

112043428

0.668

APC

chr15

33024084

33024294

0.464

GREM1

chr5

112073451

112073699

0.639

APC
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Chr. Start Stop GC {Gene Chr. {Start Stop GC {Gene
chr15§33024482 33024682 {0.398 { GREM1 jchr5 112073948 112074148 {0.488 JAPC
chr15§33026472 33026672 {0.299  GREM1 jchr5 112090491 ;112090691 {0.373JAPC
chr15i66727327 66727566 {0.546 {MAP2K1 ichr5 §112102006 {112102208 {0.330§jAPC
chr15 66727339 66727587 {0.550{MAP2K1 jchr5 §112102893 ;112103093 {0.433JAPC
chr15i66727339 66727588 {0.548 {MAP2K1 ichr5 112111368 }{112111578 {0.289 JAPC
chr15 66727359 66727598 {0.542{MAP2K1 jchr5 112116375 }{112116639 {0.340 JAPC
chr15{66729024 66729277 {0.496 {MAP2K1 ichr5 112128134 {112128341 {0.332{APC
chr15 66729065 §66729264 {0.515{MAP2K1 jchr5 112128152 {112128420 {0.309 JAPC
chr15{66774016 §66774220 {0.527 {MAP2K1 ichr5 §112136780}{112137014 {0.404 JAPC
chr15{66774016 §66774260 {0.510{MAP2K1 jchr5 §112151086{112151286 {0.368 JAPC
chr15i66774048 §66774260 {0.516 {MAP2K1 ichr5 {112154610§112154859 {0.424 JAPC
chr15i66774052 §{66774260 {0.517 {MAP2K1 ichr5 112154826 {112155071 {0.504 JAPC
chr15i66777305 §66777541 {0.591{MAP2K1 ichr5 {112157485;112157695 {0.341 JAPC
chr15i66777336 (66777568 {0.597 {MAP2K1 ichr5 112162781 {112162991 {0.379{APC
chr15i66777336 {66777570 {0.600{MAP2K1 ichr5 112163441 112163655 {0.288 JAPC
chr15i66777338 (66777568 {0.597 {MAP2K1 ichr5 112163452 112163681 {0.309{APC
chr15389787224 89787484 {0.651{FANCI jchr5 (112164471 ;112164655 {0.319{APC
chr15§89790756 89790956 {0.368{FANCI jchr5 §112170600;112170800 {0.393JAPC
chr15389801818 89802048 {0.403{FANCI jchr5 §112170810;112171010 {0.289 JAPC
chr15§89803854 89804054 {0.403jFANCI jchr5 §112173249}112173449 ;0.383JAPC
chr15{89804662 §89804884 {0.372{FANCI jchr5 {112173471{112173712 {0.405JAPC
chr15{89804949 89805159 {0.365{FANCI jchr5 112173688 112173932 {0.404 JAPC
chr15{89806635 §89806874 {0.371{FANCI jchr5 §112173840}112174071 {0.466 JAPC
chr15389807040 §89807240 {0.403{FANCI jchr5 {112174070§112174313 {0.361JAPC
chr15389807671 §89807891 {0.344{FANCI jchr5 (112174297 {112174537 {0.353 JAPC
chr15389811673 §89811922 {0.364{FANCI jchr5 (112174544 {112174783 {0.392JAPC
chr15389817473 §89817702 {0.370{FANCI jchr5 112174788 112175027 {0.400 JAPC
chr15389819937 89820137 {0.418{FANCI jchr5 {112174985112175185 {0.378 JAPC
chr15389821824 89822080 {0.358 {FANCI ichr5 112175164 112175405 {0.459 JAPC
chr15389824311 89824511 {0.333{FANCI jchr5 (112175413 {112175652 {0.471{APC
chr15§89824830 89825066 {0.359{FANCI jchr5 §112175519}112175768 {0.460{APC
chr15389828191 89828429 {0.439{FANCI jchr5 §112175523}112175780 {0.461JAPC
chr15§89833373 89833592 {0.368{FANCI jchr5 §112175853{112176053 {0.333JAPC
chr15{89834739 89834949 {0.365{FANCI jchr5 112175867 {112176116 {0.380 JAPC
chr15{89835684 89835936 {0.336 {FANCI jchr5 §112175900}{112176040 {0.326 {APC
chr15{89836099 89836321 {0.327{FANCI jchr5 {112176145}{112176391 {0.449 JAPC
chr15{89837021 §89837221 {0.358{FANCI jchr5 (112176384 {112176633 {0.412{APC
chr15389838207 §89838356 {0.480{FANCI jchr5 §112176631§{112176875 {0.322 JAPC
chr15389843116 §89843345 {0.417{FANCI jchr5 {112176860;112177104 {0.396 JAPC
chr15389843449 89843649 {0.403{FANCI jchr5 §112176995§{112177234 {0.400 JAPC
chr15389844490 89844700 {0.455{FANCI jchr5 (112177404 112177650 {0.385JAPC
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Chr. Start Stop GC {Gene Chr. {Start Stop GC {Gene
chr15 89846965 89847165 {0.388{FANCI ichr5 112177589 112177789 {0.408 JAPC
chr15389848390 89848629 {0.479{FANCI jchr5 (112177796 112178080 {0.389JAPC
chr15389848727 89848927 {0.478 {FANCI ichr5 §112178130112178379 {0.456 JAPC
chr15389849176 89849396 {0.439{FANCI jchr5 §112178293}112178573 {0.391JAPC
chr15§89850578 89850778 {0.403jFANCI jchr5 §112178510}112178755 {0.407 JAPC
chr15 389850795 89850995 {0.438{FANCI jchr5 §112178763;112179036 {0.449 JAPC
chr15{89857735 §89857935 {0.398{FANCI jchr5 §112179030§112179324 {0.380 {APC
chr15{89858460 89858694 {0.498{FANCI jchr5 §112179325}112179525 {0.423{APC
chr15{89859420 89859663 {0.430{FANCI jchr5 §112179582{112179827 {0.472{APC
chr15{89859773 §89859973 {0.517{FANCI jchr5 §112180193{112180393 {0.338 JAPC
chr15389859992 89860192 {0.443{FANCI jchr5 112181061 ;112181261 {0.398 JAPC
chr15 389860258 §89860477 {0.359{FANCI jchr5 §112181929§{112182129 {0.313JAPC
chr15{90631785 §90632007 {0.570{IDH2 chr5 §131892606;131892857 {0.718 {RAD50
chr15390631814 §90632043 {0.548{IDH2 chr5 §1318929831131893197 {0.474 {RADS50
chr15390631843 90632054 {0.519{IDH2 chr5 131892984 131893223 {0.463 {RAD50
chr16 3631168 3631388 {0.443{SLX4 chr5 §131893020;131893223:0.466 jRAD50
chr16 §3632424 13632665 {0.645]SLX4 chr5 §131893049;131893292{0.492 {RADS50
chr16§3632693 3632893 {0.597{SLX4 chr5 §131894808;131895037 {0.252 JRADS50
chr16§3633083 3633283 {0.582]SLX4 chr5 §131911382;131911618 {0.376 jRAD50
chr16 3633339 3633565 {0.590)SLX4 chr5 §131915004;131915223{0.382 {RADS50
chr16{3634696 3634896 {0.502{SLX4 chr5 §131915567{131915717 {0.364 {RADS50
chr16{3639002 §3639202 {0.617{SLX4 chr5 §131923251§131923500:0.312{RADS50
chr16 3639197 §3639423 {0.652{SLX4 chr5 §131923517§{131923757 {0.328 {RADS50
chr16{3639505 §3639754 {0.632{SLX4 chr5 §131924402;131924651 {0.364 {RAD50
chr16 3639692 §3639932 {0.639{SLX4 chr5 §131925323§131925552{0.343 {RAD50
chr16 {3639911 3640159 {0.530{SLX4 chr5 §131926850§131927094 {0.363 {RAD50
chr16 3640185 §3640409 {0.498{SLX4 chr5 §131927570§131927750{0.354 {RAD50
chr16{3640478 3640721 {0.607{SLX4 chr5 §131930491:131930738{0.323 {RADS50
chr16 3640760 3641047 {0.660{SLX4 chr5 §1319312781131931508 {0.442 jRAD50
chr16 3641072 3641272 {0.468{SLX4 chr5 §131939061:131939291 {0.377 {RAD50
chr16 3642628 3642858 {0.597{SLX4 chr5 §131939553131939789{0.350 jRADS50
chr16 3644537 3644773 {0.608]SLX4 chr5 §131940409;131940654 {0.346 {RAD50
chr16 §3645495 3645705 {0.673{SLX4 chr5 §131944351131944557 {0.261 jRAD50
chr16 {3646003 3646244 {0.698{SLX4 chr5 §131944387{131944597 {0.251 {RADS50
chr16 {3646031 §3646244 {0.720{SLX4 chr5 §131944873{131945090:{0.271 {RAD50
chr16 3646124 i3646405 {0.699{SLX4 chr5 §131951603§131951803{0.323 {RAD50
chr16 3646149 §3646391 {0.712{SLX4 chr5 §131951820§131952020{0.294 {RAD50
chr16 {3646157 §3646403 {0.704{SLX4 chr5 §131953730§131953966 {0.333 {RADS50
chr16 3647312 §3647583 {0.610{SLX4 chr5 §131972864 ;131973090 {0.454 {RAD50
chr16 3647601 §3647800 {0.540{SLX4 chr5 §131973728{131973957 {0.443 {RADS50
chr16{3647864 (3648074 {0.578{SLX4 chr5 §131976168131976417 {0.520 jRADS50
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chr16

3650971

3651251

0.530

SLX4

chr5

131977815

131978052

0.378

RADS50

chr16

3652058

3652258

0.557

SLX4

chr5

131978075

131978308

0.372

RADS50

chr16

3656390

3656622

0.506

SLX4

chr5

131978265

131978518

0.417

RADS50

chr16

3656642

3656842

0.443

SLX4

chr5

131978882

131979101

0.486

RADS50

chr16

3658480

3658725

0.528

SLX4

chr5

170837389

170837646

0.318

NPM1

chr16

3658510

3658671

0.562

SLX4

chr5

170837423

170837672

0.316

NPM1

chr16

3658784

3659014

0.455

SLX4

chré

35419950

35420204

0.710

FANCE

chr16

3659560

3659760

0.438

SLX4

chré

35420484

35420712

0.677

FANCE

chr16

14013935

14014175

0.651

ERCC4

chré

35423523

35423753

0.610

FANCE

chr16

14013966

14014166

0.662

ERCC4

chré

35423747

35423980

0.568

FANCE

chr16

14013970

14014170

0.662

ERCC4

chré

35423937

35424160

0.500

FANCE

chr16

14013971

14014170

0.665

ERCC4

chré

35425325

35425579

0.541

FANCE

chr16

14015823

14016023

0.373

ERCC4

chré

35425576

35425862

0.516

FANCE

chr16

14016033

14016243

0.355

ERCC4

chré

35425990

35426190

0.602

FANCE

chr16

14020466

14020710

0.351

ERCC4

chré

35427014

35427214

0.443

FANCE

chr16

14021912

14022151

0.338

ERCC4

chré

35427343

35427543

0.552

FANCE

chr16

14024532

14024732

0.373

ERCC4

chré

35428293

35428492

0.560

FANCE

chr16

14025949

14026157

0.344

ERCC4

chré

35433986

35434203

0.550

FANCE

chr16

14027949

14028149

0.348

ERCC4

chré

35434173

35434385

0.493

FANCE

chr16

14028984

14029224

0.415

ERCC4

chré

43544117

43544321

0.459

POLH

chr16

14029445

14029685

0.452

ERCC4

chré

43550014

43550163

0.420

POLH

chr16

14031514

14031714

0.373

ERCC4

chré

43550754

43550953

0.415

POLH

chr16

14038575

14038734

0.494

ERCC4

chré

43554978

43555223

0.476

POLH

chr16

14041470

14041670

0.468

ERCC4

chré

43565476

43565625

0.467

POLH

chr16

14041655

14041919

0.509

ERCC4

chré

43568621

43568821

0.448

POLH

chr16

14041900

14042126

0.498

ERCC4

chré

43571533

43571733

0.423

POLH

chr16

14042120

14042369

0.404

ERCC4

chré

43572382

43572582

0.433

POLH

chr16

14042584

14042854

0.424

ERCC4

chré

43572829

43573058

0.374

POLH

chr16

14042844

14043078

0.336

ERCC4

chré

43578220

43578420

0.507

POLH

chr16

14042902

14043146

0.347

ERCC4

chré

43581333

43581514

0.407

POLH

chr16

14043430

14043679

0.284

ERCC4

chré

43581613

43581843

0.433

POLH

chr16

14044214

14044436

0.332

ERCC4

chré

43581852

43582085

0.517

POLH

chr16

14045149

14045380

0.276

ERCC4

chré

43582072

43582231

0.475

POLH

chr16

14045389

14045634

0.427

ERCC4

chré

43587356

43587593

0.361

POLH

chr16

14045727

14045927

0.328

ERCC4

chré

43587578

43587778

0.393

POLH

chr16

14046154

14046384

0.303

ERCC4

chré

43587842

43588084

0.444

POLH

chr16

23614570

23614827

0.310

PALB2

chré

152265305

152265551

0.555

ESR1

chr16

23614836

23615076

0.407

PALB2

chré

152265322

152265569

0.556

ESR1

chr16

23619110

23619349

0.479

PALB2

chré

152265335

152265582

0.548

ESR1

chr16

23625213

23625413

0.398

PALB2

chré

152265349

152265597

0.562

ESR1

chr16

23632741

23632891

0.391

PALB2

chré

152332663

152332910

0.444

ESR1
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Chr. Start Stop GC {Gene Chr. {Start Stop GC {Gene
chr16 23634215 §23634415 {0.393{PALB2 ichr6 {152332707 152332937 {0.463 {ESR1
chr16 {23635260 23635465 {0.374{PALB2 ichr6 {152332732}{152332961{0.483 JESR1
chr16 23637513 §23637713 {0.458{PALB2 ichr6 {1524154491152415694{0.553 {ESR1
chr16 {23640440 23640682 {0.370{PALB2 ichr6 {152415449;152415729{0.555{ESR1
chr16 §23640927 23641175 {0.470{PALB2 ichr6 {152415452}{152415694 {0.556 {ESR1
chr16§23641292 23641502 {0.431{PALB2 ichr6 {152415469;152415763{0.542 {ESR1
chr16{23641570 §23641813 {0.385{PALB2 ichr6 {152419792}152420036 {0.576 {ESR1
chr16 {23646217 §23646416 {0.470{PALB2 ichr6 §152419822i152420047 {0.575{ESR1
chr16 {23646250 §23646449 {0.460{PALB2 ichr6 152419877 152420111 {0.591 {ESR1
chr16 {23646427 §23646636 {0.390{PALB2 {chr7 (6029374 {6029583 {0.367{PMS2
chr16 {23646623 §23646823 {0.403{PALB2 jchr7 (6035119 {6035348 {0.387{PMS2
chr16 {23646780 §23647008 {0.345{PALB2 {chr7 (6036912 {6037112 {0.378{PMS2
chr16 {23646984 §23647228 {0.400jPALB2 jchr7 (6038718 {6039008 {0.430jPMS2
chr16 23647144 23647434 {0.385{PALB2 {chr7 (55241468 (55241710 {0.564{EGFR
chr16 {23647358 {23647558 {0.483{PALB2 ichr7 (55241542 {55241789 {0.565}EGFR
chr16 §23647369 23647610 {0.467{PALB2 {chr7 (55241576 (55241746 {0.526 {EGFR
chr16 §23649127 $23649357 {0.355{PALB2 jchr7 55241613 }{55241853 {0.531{EGFR
chr16 §23649265 §23649465 {0.358jPALB2 jchr7 (55242269 }55242500 {0.509jEGFR
chr16 §23652430 23652650 {0.692{PALB2 jchr7 (55242271 {55242505 {0.506{EGFR
chr16 §23652647 §23652887 {0.647j{PALB2 jchr7 (55242272 {55242520 {0.506{EGFR
chr16 {68772169 §68772389 {0.679{CDH1 chr7 (55242280 {55242532 {0.506 {EGFR
chr16 {68835529 §68835729 {0.463{CDH1 chr7 155242319 {55242558 {0.496 {EGFR
chr16 68835564 68835767 {0.485{CDH1 chr7 (55242332 {55242584 {0.490{EGFR
chr16 68842243 §68842453 {0.469{CDH1 chr7 (55248852 (55249080 {0.585{EGFR
chr16 68842518 §68842718 {0.423{CDH1 chr7 (55248896 (55249120 {0.622{EGFR
chr16 (68844017 §68844227 {0.512{CDH1 chr7 (55248933 {55249182 {0.600{EGFR
chr16 {68845519 §{68845719 {0.483{CDH1 chr7 (55248937 {55249187 {0.598 {EGFR
chr16 68845706 {68845945 {0.517{CDH1 chr7 (55248961 {55249208 {0.597{EGFR
chr16 68845947 68846147 {0.502{CDH1 chr7 (55259335 155259571 {0.523{EGFR
chr16 68846157 (68846377 {0.416 {CDH1 chr7 (55259337 55259586 {0.532{EGFR
chr16 68847216 i68847450 {0.477 ;CDH1 chr7 55259356 55259602 {0.534{EGFR
chr16 68849385 168849585 {0.488 CDH1 chr7 (55259368 55259570 {0.537{EGFR
chr16 68849423 168849649 {0.529 jCDH1 chr7 55259391 55259640 {0.544{EGFR
chr16 {68853169 §68853348 {0.522{CDH1 chr7 (116411722 {116411963 {0.417 {MET
chr16 {68855861 §68856061 {0.453{CDH1 chr7 (116411832 {116412076 {0.424 {MET
chr16 {68856071 §68856271 {0.488{CDH1 chr7 (116411854 {116412102 {0.410{MET
chr16 {68856802 §68857067 {0.560{CDH1 chr7 (116411942 {116412183 {0.347 {MET
chr16 68857287 §68857494 {0.481{CDH1 chr7 §140453006 ;140453257 {0.381 {BRAF
chr16 68862023 §68862255 {0.511 {CDH1 chr7 §140453042;140453283{0.364 {BRAF
chr16 68863473 §68863683 {0.488 {CDH1 chr7 §140453060;140453259{0.385 {BRAF
chr16 68867121 ;68867366 {0.488{CDH1 chr7 (140453085;140453319{0.336 {BRAF
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Chr.

Start

Stop

GC

Gene

Chr.

Start

Stop

GC

Gene

chr16

68867369

68867599

0.476

CDH1

chr7

140453086

140453335

0.340

BRAF

chr16

89804046

89804215

0.553

FANCA

chr7

140453105

140453353

0.329

BRAF

chr16

89804303

89804513

0.592

FANCA

chr7

140481224

140481471

0.355

BRAF

chr16

89804648

80804858

0.635

FANCA

chr7

140481234

140481475

0.360

BRAF

chr16

89804928

89805172

0.596

FANCA

chr7

140481251

140481496

0.358

BRAF

chr16

89805241

89805441

0.498

FANCA

chr7

140481263

140481507

0.363

BRAF

chr16

89805462

89805662

0.612

FANCA

chr8

90947700

90947947

0.319

NBN

chr16

89805672

89805892

0.548

FANCA

chr8

90949123

90949343

0.326

NBN

chr16

89806299

89806509

0.502

FANCA

chr8

90955446

90955690

0.351

NBN

chr16

89807188

89807437

0.364

FANCA

chr8

90958290

90958510

0.321

NBN

chr16

89809197

80809432

0.542

FANCA

chr8

90959971

90960119

0.329

NBN

chr16

89811314

89811494

0.646

FANCA

chr8

90965407

90965703

0.347

NBN

chr16

89812889

89813109

0.557

FANCA

chr8

90965709

90965960

0.333

NBN

chr16

89813161

89813385

0.551

FANCA

chr8

90967522

90967722

0.388

NBN

chr16

89814966

89815166

0.587

FANCA

chr8

90967762

90967962

0.299

NBN

chr16

89816227

89816392

0.608

FANCA

chr8

90970951

90971177

0.414

NBN

chr16

89818546

89818699

0.416

FANCA

chr8

90976592

90976816

0.324

NBN

chr16

89825033

80825256

0.563

FANCA

chr8

90976592

90976817

0.323

NBN

chr16

89825068

80825276

0.545

FANCA

chr8

90982598

90982805

0.385

NBN

chr16

80828413

80828604

0.396

FANCA

chr8

90983304

90983514

0.308

NBN

chr16

89831297

80831493

0.533

FANCA

chr8

90990344

90990544

0.318

NBN

chr16

89833531

89833695

0.358

FANCA

chr8

90992886

90993086

0.323

NBN

chr16

89836321

89836521

0.617

FANCA

chr8

90993103

90993303

0.284

NBN

chr16

89836550

89836790

0.598

FANCA

chr8

90993522

90993742

0.321

NBN

chr16

89836823

89837062

0.604

FANCA

chr8

90994780

90995004

0.347

NBN

chr16

89836842

89837075

0.615

FANCA

chr8

90996593

90996859

0.678

NBN

chr16

89836876

80837138

0.635

FANCA

chr9

5073651

5073873

0.354

JAK2

chr16

89836882

89837082

0.627

FANCA

chr9

21968200

21968432

0.545

CDKNZA

chr16

89836894

89837156

0.627

FANCA

chr9

21970919

21971216

0.721

CDKNZA

chr16

89838040

89838261

0.514

FANCA

chr9

21970920

21971216

0.721

CDKNZA

chr16

89839593

89839838

0.573

FANCA

chr9

21973486

21973718

0.365

CDKNZA

chr16

89842062

890842262

0.498

FANCA

chr9

21974363

21974602

0.500

CDKNZA

chr16

89845140

89845350

0.483

FANCA

chr9

21994083

21994336

0.654

CDKNZA

chr16

89845256

89845456

0.527

FANCA

chr9

21994085

21994334

0.656

CDKNZA

chr16

89846317

89846557

0.498

FANCA

chr9

35073773

35074045

0.432

FANCG

chr16

89849141

89849341

0.502

FANCA

chr9

35074052

35074258

0.517

FANCG

chr16

89849323

89849591

0.554

FANCA

chr9

35074248

35074484

0.565

FANCG

chr16

89857774

89858016

0.560

FANCA

chr9

35074847

35075072

0.535

FANCG

chr16

89858250

89858450

0.567

FANCA

chr9

35075125

35075335

0.493

FANCG

chr16

89858752

89858951

0.555

FANCA

chr9

35075354

35075564

0.531

FANCG

chr16

89862215

80862425

0.512

FANCA

chr9

35075451

35075651

0.562

FANCG
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Chr. Start Stop GC {Gene Chr. {Start Stop GC {Gene

chr16 {89865452 89865652 {0.532{FANCA {chr9 35075668 (35075868 {0.587{FANCG

chr16 {89865648 ;89865886 {0.498 {FANCA {chr9 35075897 {35076097 {0.557 {FANCG

chr16 {89865874 ;89866074 {0.408 {FANCA {chr9 35076388 (35076632 {0.494{FANCG

chr16 89869678 §89869909 {0.461 {FANCA {chr9 35076699 {35076959 {0.529FANCG

chr16 89871619 §89871819 {0.522{FANCA jchr9 (35076908 {35077108 {0.537 {FANCG

chr16 89874567 §89874718 {0.375{FANCA {chr9 35077204 {35077404 {0.517 {FANCG

chr16 {89877021 {89877274 {0.382jFANCA jchr9 (35078145 {35078385 {0.593{FANCG

chr16{89877278 {89877525 {0.520{FANCA {chr9 35078512 {35078712 {0.522{FANCG

chr16 89880876 {89881036 {0.342jFANCA jchr9 (35079068 {35079268 {0.587{FANCG

chr16 89882268 89882508 {0.564 {FANCA {chr9 (35079437 (35079667 {0.671{FANCG

chr17§7572710 7572941 {0.547TP53 chr9 35079767 ;35079970 {0.667{FANCG

chr17§7572841 7573094 0.524;TP53 chr9 (35079828 ;35080069 {0.7023jFANCG

chr17§7573785 7574015 {0.571{TP53 chr9 35079839 ;35080069 {0.706jFANCG

chr17{7573785 §7574050 {0.583{TP53 chr9 35079923 (35080159 {0.667{FANCG

chr17{7573803 §7574050 {0.593{TP53 chr9 (80336120 80336372 {0.478 GNAQ

chr17{7573811 7574017 {0.580{TP53 chr9 180336121 80336372 {0.476 {GNAQ

chr17{7576734 §7576934 {0.468{TP53 chr9 80336223 80336472 {0.500{GNAQ

chr17{7576933 §7577155 {0.552{TP53 chr9 80336253 80336500 {0.484 {GNAQ

chr17§{7576951 §7577151 {0.557{TP53 chr9 80336259 80336500 {0.483GNAQ

chr17{7576970 §7577197 {0.548{TP53 chr9 180409367 ;80409598 {0.353{GNAQ

chr17§7576998 7577191 {0.552{TP53 chr9 (80409379 180409628 {0.352jGNAQ

chr17{7576998 7577241 {0.529{TP53 chr9 97863312 (97863512 {0.572jFANCC

chr17§7576998 7577242 {0.531{TP53 chr9 (97863840 (97864111 :0.548 {FANCC

chr17§7577014 7577263 {0.532{TP53 chr9 97869338 ;97869594 {0.595iFANCC

chr17§7577304 7577572 {0.565{TP53 chr9 97872619 97872829 ;0.308 jFANCC

chr17§7577329 7577570 {0.574{TP53 chr9 97872955 97873165 {0.398 {FANCC

chr17§7577329 7577576 {0.569{TP53 chr9 (97873179 97873409 ;0.494 {FANCC

chr17{7577346 7577570 {0.596{TP53 chr9 (97873711 97873957 {0.587{FANCC

chr17{7577346 §7577576 {0.589{TP53 chr9 97876827 97877027 {0.517{FANCC

chr17{7577371 7577620 {0.564{TP53 chr9 (97879613 (97879852 {0.404 {FANCC

chr17{7577398 §7577598 {0.572{TP53 chr9 97887262 (97887462 {0.403 {FANCC

chr17§{7578196 §7578426 {0.563{TP53 chr9 (97888682 (97888882 {0.423 {FANCC

chr17{7578263 §7578502 {0.629{TP53 chr9 (97897551 (97897761 {0.417FANCC

chr17§7578283 7578494 0.637{TP53 chr9 (97897761 197897961 ;0.313jFANCC

chr17§{7578298 (7578566 {0.617{TP53 chr9 97912208 197912455 {0.456 JFANCC

chr17§7578299 7578502 0.642{TP53 chr9 97933298 197933498 :0.363 {FANCC

chr17§7578363 (7578562 {0.615{TP53 chr9 97934219 (97934419 {0.333jFANCC

chr17§7578363 7578598 {0.597;TP53 chr9 98002823 ;98003043 ;0.321jFANCC

chr17 37579266 7579515 {0.624;TP53 chr9 98009694 ;98009940 ;0.328 jFANCC

chr17 7579311 7579460 {0.620{TP53 chr9 98011375 ;98011575 ;0.418 FANCC

chr17{7579326 §7579526 {0.627{TP53 chr9 198011585 98011785 {0.433jFANCC
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Chr. Start Stop GC {Gene Chr. {Start Stop GC {Gene
chr17§7579332 7579550 {0.616{TP53 chr9 98079868 (98080148 ;0.669jFANCC
chr17{7579817 7579987 {0.556 {TP53 chr9 §100437190{100437390{0.428 {XPA
chr17{7590681 7590919 {0.573{TP53 chr9 §100437359{100437558:0.475 {XPA
chr17 33426833 33427064 {0.474 {RAD51D jchr9 §100437525;100437765{0.299 {XPA
chr17§33427044 33427283 {0.500{RAD51D jchr9 §100437793}100437993{0.383 {XPA
chr17§33427269 33427513 {0.437 {RAD51D jchr9 §100444474;100444677 {0.397 {XPA
chr17{33427477 33427725 {0.518{RAD51D jchr9 §100447108}100447308 {0.348 {XPA
chr17{33427706 §33427935 {0.504 {RAD51D jchr9 §100449321;100449540{0.309 {XPA
chr17{33427916 33428162 {0.498 {RAD51D jchr9 §100451744{100451944{0.323 {XPA
chr17{33428100 §33428345 {0.577{RAD51D jchr9 §100455831100456031 {0.328 {XPA
chr17 133430196 §33430419 {0.567{RAD51D jchr9 §100459275;100459499{0.720 {XPA
chr17{33430401 §33430620 {0.573{RAD51D jchr9 §100459396;100459601 {0.728 {XPA
chr17 {33433344 §33433506 {0.564 {RAD51D jchr9 §100459482;100459691 {0.724 {XPA
chr17{33433897 33434133 {0.489{RAD51D jchr9 §100459482:100459695 ;0.720 {XPA
chr17 {33434295 33434532 {0.500{RAD51D jchr9 §100459482:100459721{0.721 {XPA
chr17 33445499 33445672 {0.586 {RAD51D {chrX (14861796 {14861980 {0.416{FANCB
chr17 §33446550 33446780 {0.662jRAD51D jchrX 14861961 }14862165 {0.322{FANCB
chr17 §37868175 §37868423 {0.606 jERBB2 jchrX 14862588 {14862788 {0.368{FANCB
chr17 37868177 $37868424 {0.605jERBB2 jchrX 14862805 {14863005 {0.294 {FANCB
chr17 37868184 37868432 {0.614iERBB2 jchrX 14862977 }14863177 {0.358 {FANCB
chr17 {37868192 §37868432 {0.622{ERBB2 jchrX (14863227 {14863447 {0.403{FANCB
chr17 41226314 §41226567 {0.433{BRCA1 {chrX {14868691 {14868896 {0.306{FANCB
chr17 41228463 §41228682 {0.368{BRCA1 jchrX §14871130 {14871330 {0.313{FANCB
chr17 41231290 §41231560 {0.432{BRCA1 jchrX (14875743 {14875993 {0.307 {FANCB
chr17 41234185 §41234455 {0.435{BRCA1 jchrX (14877225 {14877425 {0.313{FANCB
chr17 41234392 §41234631 {0.438{BRCA1 jchrX (14877435 {14877635 {0.274{FANCB
chr17 41242906 §41243146 {0.444{BRCA1 jchrX (14882681 {14882881 {0.393{FANCB
chr17 41243450 §41243690 {0.411 {BRCA1 jchrX (14882885 {14883085 {0.328 {FANCB
chr17 41243675 §41243921 {0.397 {BRCA1 {chrX (14883089 {14883289 {0.383{FANCB
chr17 41243914 {41244153 {0.433{BRCA1 jchrX (14883275 {14883501 {0.291{FANCB
chr17 §41244048 $41244300 {0.368 {BRCA1 jchrX 14883493 {14883735 {0.350{FANCB
chr17 41244075 $41244265 {0.366 {BRCA1 jchrX 14887070 }14887270 {0.323{FANCB
chr17 41244473 141244712 {0.371{BRCA1 jchrX §14890941 {14891170 {0.578 {FANCB
chr17 41244534 41244778 {0.376 {BRCA1 jchrX (47426013 {47426262 {0.636 JARAF
chr17 41244766 §41245013 {0.387{BRCA1 jchrX (47426015 {47426263 {0.635JARAF
chr17 41245011 §41245240 {0.409{BRCA1 jchrX (47426016 {47426262 {0.640 ARAF
chr17 41245209 §41245462 {0.374{BRCA1 jchrX (47426063 }47426266 {0.627 {ARAF
chr17 41245347 §41245586 {0.404{BRCA1 jchrX (66765925 (66766173 {0.635JAR
chr17 {41245598 §41245827 {0.370{BRCA1 jchrX (66765934 (66766173 {0.638 AR
chr17 41245825 §41246064 {0.375{BRCA1 jchrX (66766002 (66766226 {0.671JAR
chr17 {41246061 {41246310 {0.376 {BRCA1 jchrX (66766013 (66766226 {0.682JAR
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Chr. Start Stop GC {Gene Chr. {Start Stop GC {Gene
chr17 {41246304 141246553 {0.416 {BRCA1 jchrX (66931238 {66931486 j0.522{AR

chr17 41246534 41246786 {0.423{BRCA1 jchrX (66931245 66931461 {0.525jAR
chr17 41246546 41246786 {0.427{BRCA1 jchrX (66931245 66931492 {0.524 AR
chr17 41246595 41246842 {0.419{BRCA1 jchrX (66931246 (66931484 ;0.523 AR
chr17 41246643 §41246890 {0.403{BRCA1 jchrX (66937264 (66937498 {0.536 AR
chr17 41246709 §41246956 {0.379{BRCA1 jchrX (66937327 (66937559 {0.532 AR
chr17 41246794 {41247027 {0.338{BRCA1 jchrX (66937327 (66937576 {0.524 AR
chr17 41247801 {41248006 {0.403 {BRCA1 jchrX (66943491 166943695 ;0.468 AR
chr17{41249211 {41249311 {0.356 {BRCA1 jchrX (66943494 66943696 ;0.473JAR
chr17 41251673 §41251893 {0.380{BRCA1 jchrX (66943515 (66943684 :0.476 AR
chr17 §41251732 $41251945 {0.397{BRCA1 jchrX 66943534 ;66943689 {0.474 AR

Detailed Description

[0023] The invention pertains to a method for analyzing tumor biomarker sequences that involves hybridization-
based enrichment of selected target regions across the human genome in a multiplexed panel assay, followed by
quantification, coupled with a novel bioinformatics and mathematical analysis pipeline. An overview of the method
is shown schematically in Figure 1.

[0024] In-solution hybridization enrichment has been used in the past to enrich specific regions of interest prior
to sequencing (see e.g., Meyer, M and Kirchner, M. (2010} Cold Spring Harb. Protoc. 2010(6):pdbprot5448; Liao,
G.J. et al. (2012) PLoS One 7:e38154; Maricic, T. et al. (2010) PLoS One 5:¢14004; Tewhey, R. et al.(2009)
Genome Biol. 10:R116; Tsangaras, K. et al. (2014) PLoS One 9:¢109101; PCT Publication WO 2016/189388; US
Patent Publication 2016/0340733; Koumbaris, G. et al. (2016) Clinical chemistry, 62(6), pp.848-855). However,
for the methods of the invention, the target sequences (referred to as TArget Capture Sequences, or TACS) used
to enrich for specific regions of interest have been optimized for maximum efficiency, specificity and accuracy
and, furthermore, in certain embodiments are used in families of TACS, comprising a plurality of members that
bind to the same tumor biomarker sequence but with differing start and/or stop positions, such that enrichment of
the tumor biomarker sequences of interest is significantly improved compared to use of a single TACS binding to
the genomic sequence. An example of a configuration of such families of TACS is illustrated schematically in
Figure 3, showing that the different start and/or stop positions of the members of the TACS family when bound to
the genomic sequence of interest results in a staggered binding pattern for the family members.

[0025] The use of families of TACS with the TACS pool that bind to each target sequence of interest, as
compared to use of a single TACS within the TACS pool that binds to each target sequence of interest,
significantly increases enrichment for the target sequences of interest, as evidenced by a greater than 50%
average increase in read-depth for the family of TACS versus a single TACS. Comparison of use of a family of
TACS versus a single TACS, and the significantly improved read-depth that was observed, is described in detail
in Example 5.

Tumor Biomarker Detection

[0026] The methods and kits of the disclosure are used in the analysis of tumor biomarkers in biological
samples. As described in detail in Examples 6-9, the methods of the invention can used for the detection of large
panels of tumor biomarkers at tumor loads as low as 0.1% and can detect tumor biomarkers in both tumor tissue
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and in liquid biopsy samples from tumor patients. Accordingly, in one aspect, the invention pertains to a method
of detecting one or more tumor biomarkers in a DNA sample from a subject having or suspected of having a
tumor, the method comprising:

1. (a) preparing a sequencing library from the DNA sample;(b) hybridizing the sequencing library to a pool of
double-stranded TArget Capture Sequences (TACS) that bind to one or more tumor biomarker sequences
of interest, wherein:(i) each member sequence within the pool of TACS is between 150-260 base pairs in
length, each member sequence having a 5' end and a 3' end;(ii) preferably and optionally each member
sequence binds to the tumor biomarker sequence of interest at least 50 base pairs away, on both the &'
end and the 3' end, from regions harboring Copy Number Variations (CNVs), Segmental duplications or
repetitive DNA elements; and(iii) the GC content of the pool of TACS is between 19% and 80%, as
determined by calculating the GC content of each member within the pool of TACS; (iv) the pool of TACS
comprises a plurality of TACS families each directed to a different tumor biomarker sequence of interest,
wherein each TACS family comprises a plurality of member sequences, wherein each member sequence
binds to the same tumor biomarker sequence of interest but has different start and/or stop positions with
respect to a reference coordinate system for the tumor biomarker sequence of interest, optionally wherein
the start and/or stop positions for the member sequences within a TACS family, with respect to a reference
coordinate system for the tumor biomarker are staggered by 5 to 10 base pairs;(c) isolating members of
the sequencing library that bind to the pool of TACS to obtain an enriched library;(d) amplifying and
sequencing the enriched library;(e) aligning the enriched library to a reference genome thereby obtaining
read-depth information and allelic counts; and(f) performing statistical analysis on the enriched library
sequences, optionally utilizing only fragments of a specific size range, to thereby detect the tumor
biomarker(s) in the DNA sample, wherein sequencing of the enriched library provides a read-depth for the
genomic sequences of interest and read-depths for reference loci and the statistical analysis comprises
applying an algorithm that tests sequentially the read-depth of the loci of from the genomic sequences of
interest against the read-depth of the reference loci, the algorithm comprising steps for:(a) removal of
inadequately sequenced loci,(b) GC-content bias alleviation, and(c) genetic status determination; and/or
wherein sequencing of the enriched library provides the number and size of sequenced fragments for
TACS-specific coordinates and the statistical analysis comprises applying an algorithm that tests
sequentially the fragment-size proportion for the genomic sequence of interest against the fragment-size
proportion of the reference loci, the algorithm comprising steps of:(a) removal of fragment-size outliers,(b)
fragment-size proportion calculation, and(c) genetic status determination.

[0027] In one embodiment, the pool of TACS comprises a plurality of TACS families, wherein each member of a
TACS family binds to the same tumor biomarker sequence of interest but with different start and/or stop positions
on the sequence with respect to a reference coordinate system (i.e., binding of TACS family members to the
target sequence is staggered) to thereby enrich for target sequences of interest, followed by massive parallel
sequencing and statistical analysis of the enriched population. Typically, the reference coordinate system that is
used for analyzing human genomic DNA is the human reference genome built hg19, which is publically available
in the art, although other versions may be used. Alternatively, the reference coordinate system can be an
artificially created genome based on built hg19 that contains only the genomic sequences of interest. Exemplary
non-limiting examples of start/stop positions for TACS that bind to chromosome 13, 18, 21, X or Y are shown in
Figure 2. Exemplary non-limiting examples of start/stop positions for TACS that bind to NRAS on chromosome 1,
PI3KCA on chromosome 3, EGFR on chromosome 7 or KRAS on chromosome 12 (as non-limiting examples of
tumor biomarkers) are shown in Figure 10.

[0028] The TACS-enrichment based method of the disclosure can be used in the detection of a wide variety of
genetic abnormalities. In one embodiment, the genetic abnormality is a chromosomal aneuploidy (such as a
trisomy, a partial trisomy or a monosomy). In other embodiments, the genomic abnormality is a structural
abnormality, including but not limited to copy number changes including microdeletions and microduplications,
insertions, translocations, inversions and small-size mutations including point mutations and mutational
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signatures. In another embodiment, the genetic abnormality is a chromosomal mosaicism.

[0029] Further aspects and features of the methods of the disclosure are described in the subsections below.

TArget Capture Sequence Design

[0030] As used herein, the term "TArget Capture Sequences" or "TACS" refers to short DNA sequences that are
complementary to the region(s) of interest on a genomic sequence(s) of interest (e.g., chromosome(s) of
interest) and which are used as "bait" to capture and enrich the region of interest from a large library of
sequences, such as a whole genomic sequencing library prepared from a biological sample. In addition to the
features of the families of TACS described above (e.g., staggered binding to the genomic sequence of interest),
a pool of TACS is used for enrichment wherein the sequences within the pool have been optimized with regard
to: (i) the length of the sequences; (i) the distribution of the TACS across the region(s) of interest; and (iii) the
GC content of the TACS. The number of sequences within the TACS pool (pool size) has also been optimized.

[0031] It has been discovered that TACS having a length of 150-260 base pairs are optimal to maximize
enrichment efficiency. In various other embodiments, each sequence within the pool of TACS is between 150-260
base pairs or 200-260 base pairs in length. In preferred embodiments, the length of the TACS within the pool is
250 base pairs or is 260 base pairs.

[0032] The distribution of the TACS across each region or chromosome of interest has been optimized to avoid,
if applicable, high copy repeats, low copy repeats and copy number variants, while at the same time also being
able to target informative single nucleotide polymorphisms (SNPs) in order to enable both aneuploidy, or
structural copy number change detection, and fraction of interest estimation. Accordingly, each sequence within
the TACS pool is designed such that the 5' end and the 3' end are each at least 50 base pairs away from regions
in the genome that are known to harbor one or more of the following genomic elements: Copy Number Variations
(CNVs), Segmental duplications and/or repetitive DNA elements (such as transposable elements or tandem
repeat areas). In various other embodiments, each sequence within the TACS pool is designed such that the 5'
end and the 3' end are each at least 50, 100, 150, 200, 250, 300, 400 or 500 base pairs away from regions in
the genome that are known to harbor one or more of the aforementioned elements.

[0033] The term "Copy Number Variations" is a term of art that refers to a form of structural variation in the
human genome in which there can be alterations in the DNA of the genome in different individuals that can result
in a fewer or greater than normal number of a section(s) of the genome in certain individuals. CNVs correspond
to relatively large regions of the genome that may be deleted (e.g., a section that normally is A-B-C-D can be A-
B-D) or may be duplicated (e.g., a section that normally is A-B-C-D can be A-B-C-C-D). CNVs account for roughly
13% of the human genome, with each variation ranging in size from about 1 kilobase to several megabases in
size.

[0034] The term "Segmental duplications" (also known as "low-copy repeats") is also a term of art that refers to
blocks of DNA that range from about 1 to 400 kilobases in length that occur at more than one site within the
genome and typically share a high level (greater than 90%) of sequence identity. Segmental duplications are
reviewed in, for example, Eichler. E.E. (2001) Trends Genet. 17.661-669.

[0035] The term "repetitive DNA elements" (also known as "repeat DNA" or "repeated DNA") is also a term of art
that refers to patterns of DNA that occur in multiple copies throughout the genome. The term "repetitive DNA
element" encompasses terminal repeats, tandem repeats and interspersed repeats, including transposable
elements. Repetitive DNA elements in NGS is discussed further in, for example, Todd, J. et al. (2012) Nature
Reviews Genet. 13:36-46.

[0036] The TACS are designed with specific GC content characteristics in order to minimize data GC bias and to
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allow a custom and innovative data analysis pipeline. It has been determined that TACS with a GC content of 19-
80% achieve optimal enrichment and perform best with cell free DNA. Within the pool of TACS, different
sequences can have different % GC content, although to be selected for inclusion with the pool, the % GC
content of each sequence is chosen as between 19-80%, as determined by calculating the GC content of each
member within each family of TACS. That is, every member within each family of TACS has a % GC content
within the given percentage range (e.g., between 19-80% GC content).

[0037] In some instances, the pool of TACS (i.e., each member within each family of TACS) may be chosen so
as to define a different % GC content range, deemed to be more suitable for the assessment of specific genetic
abnormalities. Non-limiting examples of various % GC content ranges, can be between 19% and 80%, or
between 19% and 79%, or between 19% and 78%, or between 19% and 77%, or between 19% and 76%, or
between 19% and 75%, or between 19% and 74%, or between 19% and 73%, or between 19% and 72%, or
between 19% and 71%, or between 19% and 70%, or between 19% and 69%, or between 19% and 68%, or
between 19% and 67%, or between 19% and 66%, or between 19% and 65%, or between 19% and 64%, or
between 19% and 63%, or between 19% and 62%, or between 19% and 61%, or between 19% and 60%, or
between 19% and 59%, or between 19% and 58%, or between 19% and 57%, or between 19% and 56%, or
between 19% and 55%, or between 19% and 54%, or between 19% and 53%, or between 19% and 52%, or
between 19% and 51%, or between 19% and 50%, or between 19% and 49%, or between 19% and 48%, or
between 19% and 47%, or between 19% and 46%, or between 19% and 45%, or between 19% and 44%, or
between 19% and 43%, or between 19% and 42%, or between 19% and 41%, or between 19% and 40%.

[0038] As described in further detail below with respect to one embodiment of the data analysis, following
amplification and sequencing of the enriched sequences, the test loci and reference loci can then be "matched"
or grouped together according to their % GC content (e.g., test loci with a % GC content of 40% is matched with
reference loci with a % GC content of 40%). It is appreciated that the % GC content matching procedure may
allow slight variation in the allowed matched % GC range. A non-limiting instance, and with reference to the
previously described example in text, a test locus with % GC content of 40% could be matched with reference loci
of % GC ranging from 39-41%, thereby encompassing the test locus % GC within a suitable range.

[0039] To prepare a pool of TACS having the optimized criteria set forth above with respect to size, placement
within the human genome and % GC content, both manual and computerized analysis methods known in the art
can be applied to the analysis of the human reference genome. In one embodiment, a semi-automatic method is
implemented where regions are firstly manually designed based on the human reference genome build 19
(hg19) ensuring that, if applicable, the aforementioned repetitive regions are avoided and subsequently are
curated for GC-content using software that computes the % GC-content of each region based on its coordinates
on the human reference genome build 19 (hg19). In another embodiment, custom-built software is used to
analyses the human reference genome in order to identify suitable TACS regions that fulfill certain criteria, such
as but not limited to, % GC content, proximity to repetitive regions and/or proximity to other TACS.

[0040] The number of TACS in the pool has been carefully examined and adjusted to achieve the best balance
between result robustness and assay cost/throughput. The pool typically contains at least 800 or more TACS, but
can include more, such as 1500 or more TACS, 2000 or more TACS or 2500 or more TACS or 3500 or more
TACS or 5000 or more TACS. It has been found that an optimal number of TACS in the pool is 5000. It will be
appreciated by the ordinarily skilled artisan that a slight variation in pool size typically can be used without
altering the results (e.g., the addition or removal of a small number of TACS); accordingly, the number sizes of
the pool given herein are to be considered "about" or "approximate", allowing for some slight variation (e.g., 1-
5%) in size. Thus, for example, a pool size of "1600 sequences" is intended to refer to "about 1600 sequences"
or "approximately 1600 sequences", such that, for example, 1590 or 1610 sequences is also encompassed.

[0041] In view of the foregoing, in another aspect, the invention provides a method for preparing a pool of TACS
for use in the method of the invention for detecting risk of a chromosomal and/or other genetic abnormality,
wherein the method for preparing the pool of TACS comprises: selecting regions in one or more chromosomes of
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interest having the criteria set forth above (e.g., at least 50 base pairs away on either end from the
aforementioned repetitive sequences and a GC content of between 19% and 80%, as determined by calculating
the GC content of each member within each family of TACS), preparing primers that amplify sequences that
hybridize to the selected regions, and amplifying the sequences, wherein each sequence is 100-500 base pairs
in length.

[0042] For use in the methods of the disclosure, the pool of TACS typically is fixed to a solid support, such as
beads (such as magnetic beads) or a column. In one embodiment, the pool of TACS are labeled with biotin and
are bound to magnetic beads coated with a biotin-binding substance, such as streptavidin or avidin, to thereby fix
the pool of TACS to a solid support. Other suitable binding systems for fixing the pool of TACS to a solid support
(such as beads or column) are known to the skilled artisan and readily available in the art. When magnetic beads
are used as the solid support, sequences that bind to the TACS affixed to the beads can be separated
magnetically from those sequences that do not bind to the TACS.

Families of TACS

[0043] In one embodiment, the pool of TACS comprises a plurality of TACS families directed to different tumor
biomarker sequences of interest. Each TACS family comprises a plurality of members that bind to the same
tumor biomarker sequence of interest but having different start and/or stop positions with respect to a reference
coordinate system for the genomic sequence of interest. Typically, the reference coordinate system that is used
for analyzing human genomic DNA is the human reference genome built hg19, which is publically available in the
art, but other coordinate systems may also be used. Alternatively, the reference coordinate system can be an
artificially created genome based on publically available coordinate systems, such as for example built hg19 of
the human genome, that contains only the genomic sequences of interest. Exemplary non-limiting examples of
start/stop positions for TACS that bind to chromosome 13, 18, 21, X or Y are shown in Figure 2.

[0044] Each TACS family comprises at least 2 members that bind to the same genomic sequence of interest. In
various embodiments, each TACS family comprises at least 2 member sequences, or at least 3 member
sequences, or at least 4 member sequences, or at least 5 member sequences, or at least 6 member sequences,
or at least 7 member sequences, or at least 8 member sequence, or at least 9 member sequences, or at least 10
member sequences. In various embodiments, each TACS family comprises 2 member sequences, or 3 member
sequences, or 4 member sequences, or 5 member sequences, or 6 member sequences, or 7 member
sequences, or 8 member sequences, or 9 member sequences, or 10 member sequences. In various
embodiments, the plurality of TACS families comprises different families having different numbers of member
sequences. For example, a pool of TACS can comprise one TACS family that comprises 3 member sequences,
another TACS family that comprises 4 member sequences, and yet another TACS family that comprises 5
member sequences, and the like. In one embodiment, a TACS family comprises 3-5 member sequences. In
another embodiment, the TACS family comprises 4 member sequences.

[0045] The pool of TACS comprises a plurality of TACS families. Thus, a pool of TACS comprises at least 2 TACS
families. In various embodiments, a pool of TACS comprises at least 3 different TACS families, or at least 5
different TACS families, or at least 10 different TACS families, or at least 50 different TACS families, or at least
100 different TACS families, or at least 500 different TACS families, or at least 1000 different TACS families, or at
least 2000 TACS families, or at least 4000 TACS families, or at least 5000 TACS families.

[0046] Each member within a family of TACS binds to the same genomic region of interest but with different start
and/or stop positions, with respect to a reference coordinate system for the genomic sequence of interest, such
that the binding pattern of the members of the TACS family is staggered (for example see Figure 3). In various
embodiments, the start and/or stop positions are staggered by 5-10 base pairs. In one embodiment, the start
and/or stop positions are staggered by 5 base pairs. In another embodiment, the start and/or stop positions are
staggered by 10 base pairs.
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Sample Collection and Preparation

[0047] The methods of the invention can be used with a variety of biological samples. Essentially any biological
sample containing DNA, and in particular cell-free DNA (cfDNA), can be used as the sample in the methods,
allowing for genetic analysis of the DNA therein. For example, a peripheral whole blood sample can be obtained
from a subject and plasma can be obtained from the whole blood sample by standard methods. Total cell free
DNA can then be extracted from the sample using standard techniques, non-limiting examples of which include a
Qiasymphony protocol (Qiagen) suitable for cell free DNA isolation or any other manual or automated extraction
method suitable for cell free DNA isolation.

[0048] For tumor biomarker detection, the sample is a biological sample obtained from a patient having or
suspected of having a tumor. In one embodiment, the DNA sample comprises cell free tumor DNA (cftDNA). In
one embodiment, the oncology sample is a sample of tissue (e.g., from a tumor biopsy). In another embodiment
the sample is a patient's urine, sputum,ascites, cerebrospinal fluid or pleural effusion. In another embodiment,
the oncology sample is a patient plasma sample, prepared from patient peripheral blood. Thus, the sample can
be a liquid biopsy sample that is obtained non-invasively from a patient's blood sample, thereby potentially
allowing for early detection of cancer prior to development of a detectable or palpable tumor, or can be from a
tissue that has or is suspected of having cancer. In another embodiment, the oncology sample is a patient's
healthy tissue such as buffy coat, prepared from patient peripheral blood, or buccal swab or healthy tissue
adjacent to the tumor or another source of healthy cells. Thus, the healthy cells can provide a source of DNA that
allows for detection of germline mutations and comparison with tumor DNA.

[0049] For the biological sample preparation, typically cells are lysed and DNA is extracted using standard
techniques known in the art, a non-limiting example of which is the Qiagen DNeasy Blood and Tissue protocol. In
another embodiment, cell free DNA is isolated from plasma using standard techniques, a non-limiting example of
which is the Qiasymphony (Qiagen) protocol.

[0050] Following isolation, the cell free DNA of the sample is used for sequencing library construction to make
the sample compatible with a downstream sequencing technology, such as Next Generation Sequencing.
Typically this involves ligation of adapters onto the ends of the cell free DNA fragments, followed by amplification.
Sequencing library preparation kits are commercially available. A non-limiting exemplary protocol for sequencing
library preparation is described in detail in Example 1. In another embodiment, nuclear DNA (a non-limiting
example of which is DNA extracted from tissue of buffy coat) is fragmented using standard techniques. A non-
limiting example of DNA fragmentation is sonication. Fragmented nuclear DNA is then subjected to the same
downstream procedures for cell free DNA described in this paragraph.

Enrichment by TACS Hybridization

[0051] The region(s) of interest on the chromosome(s) of interest (e.g., tumor biomarker sequences) is enriched
by hybridizing the pool of TACS to the sequencing library, followed by isolation of those sequences within the
sequencing library that bind to the TACS. To facilitate isolation of the desired, enriched sequences, typically the
TACS sequences are modified in such a way that sequences that hybridize to the TACS can be separated from
sequences that do not hybridize to the TACS. Typically, this is achieved by fixing the TACS to a solid support.
This allows for physical separation of those sequences that bind the TACS from those sequences that do not
bind the TACS. For example, each sequence within the pool of TACS can be labeled with biotin and the pool can
then be bound to beads coated with a biotin-binding substance, such as streptavidin or avidin. In a preferred
embodiment, the TACS are labeled with biotin and bound to streptavidin-coated magnetic beads. The ordinarily
skilled artisan will appreciate, however, that other affinity binding systems are known in the art and can be used
instead of biotin-streptavidin/avidin. For example, an antibody-based system can be used in which the TACS are
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labeled with an antigen and then bound to antibody-coated beads. Moreover, the TACS can incorporate on one
end a sequence tag and can be bound to a solid support via a complementary sequence on the solid support
that hybridizes to the sequence tag. Furthermore in addition to magnetic beads, other types of solid supports can
be used, such as polymer beads and the like.

[0052] In certain embodiments, the members of the sequencing library that bind to the pool of TACS are fully
complementary to the TACS. In other embodiments, the members of the sequencing library that bind to the pool
of TACS are partially complementary to the TACS. For example, in certain circumstances it may be desirable to
utilize and analyze data that are from DNA fragments that are products of the enrichment process but that do not
necessarily belong to the genomic regions of interest (i.e. such DNA fragments could bind to the TACS because
of part homologies (partial complementarity) with the TACS and when sequenced would produce very low
coverage throughout the genome in non-TACS coordinates).

[0053] Following enrichment of the sequence(s) of interest using the TACS, thereby forming an enriched library,
the members of the enriched library are eluted from the solid support and are amplified and sequenced using
standard methods known in the art. Next Generation Sequencing is typically used, although other sequencing
technologies can also be employed, which provides very accurate counting in addition to sequence information.
To detect genetic abnormalities, such as but not limited to, aneuploidies or structural copy number changes
requires very accurate counting and NGS is a type of technology that enables very accurate counting.
Accordingly, for the detection of genetic abnormalities, such as but not limited to, aneuploidies or structural copy
number changes, other accurate counting methods, such as digital PCR and microarrays can also be used
instead of NGS. Non-limiting exemplary protocols for amplification and sequencing of the enriched library are
described in detail in Example 3.

Data Analysis

[0054] The information obtained from the sequencing of the enriched library can be analyzed using an innovative
biomathematical/biostatistical data analysis pipeline. Details of an exemplary analysis using this pipeline are
described in depth in Example 4, and in further detail below. Alternative data analysis approaches for different
purposes are also provided herein. For example, data analysis approaches for analyzing oncology samples are
described in detail in Example 6-9 and in the oncology section below.

[0055] The analysis pipeline described in Example 4 exploits the characteristics of the TACS, and the high-
efficiency of the target capture enables efficient detection of aneuploidies or structural copy number changes, as
well as other types of genetic abnormalities. In the analysis, first the sample's sequenced DNA fragments are
aligned to the human reference genome. QC metrics are used to inspect the aligned sample's properties and
decide whether the sample is suitable to undergo classification. These QC metrics can include, but are not
limited to, analysis of the enrichment patterns of the loci of interest, such as for example the overall sequencing
depth of the sample, the on-target sequencing output of the sample, TACS performance, GC bias expectation,
fraction of interest quantification. For determining the risk of a chromosomal abnormality in the DNA of the
sample, an innovative algorithm is applied. The steps of the algorithm include, but are not limited to, removal of
inadequately sequenced loci, read-depth and fragment-size information extraction at TACS-specific coordinates,
genetic (GC-content) bias alleviation and ploidy status classification.

[0056] Ploidy status determination can be achieved using one or more statistical methods, non-limiting examples
of which include a t-test method, a bootstrap method, a permutation test and/or a binomial test of proportions
and/or segmentation-based methods and/or combinations thereof. It will be appreciated by the ordinarily skilled
artisan that the selection and application of tests to be included in ploidy status determination is based on the
number of data points available. As such, the suitability of each test is determined by various factors such as, but
not limited to, the number of TACS utilized and the respective application for GC bias alleviation, if applicable.
Thus, the aforementioned methods are to be taken as examples of the types of statistical analysis that may be
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employed and are not the only methods suitable for the determination of ploidy status. Typically, the statistical
method results in a score value for the mixed sample and risk of the chromosomal abnormality in the DNA is
detected when the score value for the mixed sample is above a reference threshold value.

[0057] In particular, one aspect of the statistical analysis involves quantifying and alleviating GC-content bias. In
addition to the challenge of detecting small signal changes in DNA in the mixed sample, and/or other
components of DNA of interest part of a mixed sample (for example, but not limited to, additional or less genetic
material from certain chromosomal regions), the sequencing process itself introduces certain biases that can
obscure signal detection. One such bias is the preferential sequencing/amplification of genetic regions based on
their GC-content. As such, certain detection methods, such as but not limited to, read-depth based methods,
need to account for such bias when examining sequencing data. Thus, the bias in the data needs to be
quantified and, subsequently, suitable methods are applied to account for it such that genetic context
dependencies cannot affect any statistical methods that may be used to quantify genetic abnormality risk.

[0058] For example, one method of quantifying the GC-content bias is to use a locally weighted scatterplot
smoothing (LOESS) technique on the sequencing data. Each targeted locus may be defined by its sequencing
read-depth output and its' GC-content. A line of best fit through these two variables, for a large set of loci,
provides an estimate of the expected sequencing read-depth given the GC-content. Once this GC-bias
quantification step is completed, the next step is to use this information to account for possible biases in the data.
One method is to normalize the read-depth of all loci by their expected read-depth (based on each locus' GC-
content). In principle, this unlinks the read-depth data from their genetic context and makes all data comparable.
As such, data that are retrieved from different GC-content regions, such as for example, but not limited, to
different chromosomes, can now be used in subsequent statistical tests for detection of any abnormalities. Thus,
using the LOESS procedure, the GC bias is unlinked from the data prior to statistical testing. In one embodiment,
the statistical analysis of the enriched library sequences comprises alleviating GC bias using a LOESS
procedure.

[0059] In an alternative embodiment, the GC-content bias is quantified and alleviated by grouping together loci of
similar (matching) GC-content. Thus, conceptually this method for alleviating GC-content bias comprises of three
steps, as follows:

1. 1) identification and calculation of GC-content in the TACS;

2. 2) alleviation/accounting of GC-content bias using various matching/grouping procedures of the TACS; and

3. 3) calculation of risk of any genetic abnormalities that may be present in the fetus utilizing statistical and
mathematical methods on datasets produced from step 2.

[0060] For the t-test method, the dataset is split into two groups; the test loci and the reference loci. For each
group, subsets of groups are created where loci are categorized according to their GC-content as illustrated in a
non-limiting example in the sample Table 1 below:

Table 1
GC Reference loci read-depth Test loci read-depth
40%
vt v, v
41%
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[0061] It is appreciated by the ordinarily skilled artisan that subgroup creation may involve encompassing a
range of appropriate GC-content and/or a subset of loci that are defined by a given GC-content and/or GC-
content range. Accordingly, the % GC content given in the non-limiting example of Table 1 are to be considered
"about" or "approximate", allowing for some slight variation (e.g., 1-2%). Thus, for example, a % GC content of
"40%" is intended to refer to "about 40%" or "approximately 40%", such that, for example, "39%-41%" GC-
content loci may also be encompassed if deemed appropriate.

[0062] Hence, when referring to a particular GC-content it is understood that the reference and test loci
subgroups may comprise of any number of loci related to a particular % GC content and/or range.

[0063] Subsequently, for each GC-content subgroup, a representative read-depth is calculated. A number of
methods may be utilized to choose this such as, but not limited to, the mean, median or mode of each set. Thus,
two vectors of representative read-depth are created where one corresponds to the reference loci and the other
to the test loci (e.g., Xm, Ym). In one embodiment, the two vectors may be tested against each other to identify
significant differences in read-depth. In another embodiment, the difference of the two vectors may be used to
assess if there are significant discrepancies between the test and reference loci. The sample is attributed the
score of the test.

[0064] For statistical analysis using a bootstrap approach, the dataset is split into two groups, the test loci and
the reference loci. The GC-content of each locus is then calculated. Then the following procedure is performed:
Arandom locus is selected from the reference loci; its read-depth and GC-content are recorded. Subsequently, a
random locus from the test loci is selected, with the only condition being that its' GC-content is similar to that of
the reference locus. Its read-depth is recorded. It is appreciated by the ordinarily skilled artisan that GC-content
similarity may encompass a range of suitable GC-content. As such, referral to a specific % GC content may be
considered as "approximate" or "proximal" or "within a suitable range" (e.g., 1%-2%) encompassing the specific
% GC content under investigation. Thus, a reference-test locus pair of similar GC-content is created. The
difference of the reference-test pair is recorded, say E1. The loci are then replaced to their respective groups.
This process is repeated until a bootstrap sample of the same size as the number of test TACS present is
created. A representative read-depth of the bootstrap sample is estimated, say E_mu, and recorded. A number
of methods may be utilized to do so, such as but not limited to, the mean, mode or median value of the vector,
and/or multiples thereof.

[0065] The process described above is repeated as many times as necessary and a distribution of E_mu is
created. The sample is then attributed a score that corresponds to a percentile of this distribution.

[0066] For statistical analysis using a permutation test, the dataset is sorted firstly into two groups, the test-loci
and the reference loci. For each group, subsets of groups are created, where loci are categorized according to
their GC-content similarity (see columns 2 and 3 of the non-limiting sample Table 2 below). The number of loci
present in each test subgroup is also recorded. The loci of the test group are utilized to calculate an estimate of
the test-group's read-depth, say Yobs. A representative number from each GC-content subgroup may be
selected to do so. Any number of methods may be used to provide a read-depth estimate, such as but not limited
to, the mean, median or mode of the chosen loci.

Table 2
GC Reference loci read- Test loci read-depth test loci §{Merging of loci
40% ny40
41% ny41
42% ny42
?:{?s x;}” . %;n,a:”,
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GC Reference loci read- Test loci read-depth test loci {Merging of loci

[0067] A distribution to test Yobs is then built utilizing loci irrespective of their test or reference status as follows.
The test and reference loci of each GC-content subgroup (see last column of sample Table 2) are combined to
allow for calculation of a new read-depth estimate. From each merged subgroup a number of loci are chosen at
random, where this number is upper-bounded by the number of test-loci utilized in the original calculation of Yobs
(e.g., for GC content 40%, and in the context of the non-limiting sample Table 2, this number of loci may be in the
range [1,ny40]). The new read-depth estimate is calculated from all the chosen loci. The procedure is iterated as
many times as necessary in order to build a distribution of observed means. A sample is then attributed a score
that corresponds to the position of Yobs in this distribution using a suitable transformation that accounts for the
moments of the built distribution. As with the already described methods, it is appreciated that slight variation in
% GC content is allowed (e.g., 1%-2%), if deemed appropriate. Hence, reference to a specific GC-content could
be taken as "about" or "approximate", so that for example when referring to a 40% GC-content, loci that are
"approximately" or "about" 40% (e.g., 39%-41%) may be utilized in the method.

[0068] For statistical analysis using a binomial test of proportions, fragment-sizes aligned to TACS-specific
genomic coordinates are used. There is evidence from the literature that specific types of cancer can be
characterized by and/or associated with fragments in the plasma having a smaller size than the expected size of
fragments originating from healthy tissues (Jiang et al, (2015), Proceedings of the National Academy of
Sciences, 112(11), ppE1317-E1325). The same hypothesis holds true for fragments originating from the
placenta/fetus. Specifically, it has been shown that fragments of cell free genetic material originating from the
placenta tend to be smaller in length when compared to other cell free genetic material (Chan, K.C. (2004) Clin.
Chem. 50:88-92). Hence, the statistic of interest is whether the proportion of small-size fragments aligned to a
TACS-specific test-region deviates significantly from what is expected when comparing it to the respective
proportion of other TACS-specific reference-regions, as this would indicate fetal genetic abnormalities.

[0069] Thus, fragment-sizes are assigned into two groups. Sizes related to the test loci are assigned to one
group and fragment-sizes related to the reference loci are assigned to the other group. Subsequently, in each
group, fragment sizes are distributed into two subgroups, whereby small-size fragments are assigned into one
subgroup and all remaining fragments are designated to the remaining subgroup. The last step computes the
proportion of small-sized fragments in each group and uses these quantities in a binomial test of proportions.
The score of the test is attributed to the sample under investigation.

[0070] The final result of a sample may be given by combining one or more scores derived from the different
statistical methods, non-limiting examples of which are given in Example 4.

[0071] For statistical analysis using segmentation methods, the read-depth and sequence composition of non-
overlapping genomic regions of interest of fixed-size is obtained. On the obtained dataset, GC-content read-
depth bias alleviation may be performed, but is not limited to, using a local polynomial fitting method in order to
estimate the expected read-depth of regions based on their GC content. The expected value, dependent on GC-
content, is then used to normalize regions using suitable methods known to those skilled in the art. The
normalized dataset is subsequently processed using one or more segmentation-based classification routines. To
do so the algorithms process consecutive data points to detect the presence of read-depth deviations which
manifest in the form of a "jump/drop" from their surrounding data points. Depending on the segmentation routine
used, data points are given a score which is used towards assigning membership into segments of similar
performing read-depths. For example, consecutive data points with score values within a suitable range may be
classified as one segment, whereas consecutive data points with score values which exceed the set thresholds
may be assigned to a different segment.

Oncology Uses
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[0072] In various embodiments, the TACS-based enrichment method of the disclosure can be used for a variety
of purposes in the oncology field. As described in detail in Examples 6-9, the method allows for detection of
tumor biomarkers (including cancer related-germline mutations) in biological samples. The method can be
applied to the analysis of essentially any known tumor biomarker. An extensive catalogue of known cancer-
associated mutations is known in the art, referred to as COSMIC (Catalogue of Somatic Mutations in Cancer),
described in, for example, Forbes, S.A. et al. (2016) Curr. Protocol Hum. Genetic 91:10.11.1-10.11.37; Forbes,
S.A. et al. (2017) Nucl. Acids Res. 45:D777-D783; and Prior et al. (2012) Cancer Res. 72:2457-2467. The
COSMIC database is publically available at www.cancer.sanger.ac.uk. The database includes oncogenes that
have been associated with cancers, any of which can be analyzed using the method of the disclosure. In addition
to the COSMIC catalogue, other compilations of tumor biomarker mutations have been described in the art, non
limiting examples of which include the ENCODE Project, which describes mutations in the regulatory sites of
oncogenes (see e.g., Shar, N.A. et al. (2016) Mol. Canc. 15:76) and ClinVar, a National Center for Biotechnology
Information (NCBI) database for genomic variations associated with human health. The ClinVar database is
publicly available at www.ncbi.nlm.nih.gov/clinvar.

[0073] The methods of the invention can be used to simultaneously analyze a large panel of tumor biomarkers in
a single biological sample. For example, in various embodiments, the pool of TACS used in the method detects
at least 5, or at least 10, or at least 15, or at least 20, or at least 25, or at least 30, or at least 35, or at least 40,
or at least 45 or at least 50 different tumor biomarkers.

[0074] For detection of tumor biomarkers, TACS are designed based on the design criteria described herein and
the known sequences of tumor biomarker genes and genetic mutations therein associated with cancer. In one
embodiment, a plurality of TACS families used in the method bind to a plurality of tumor biomarker sequences of
interest selected from the group comprising of ABL, AKT, AKT1, ALK, APC, AR, ARAF, ATM, BAP1, BARD1, BCL,

BMPR1A, BRAF, BRCA, BRCA1, BRCA2, BRIP1, CDH1, CDKN, CHEK2, CTNNB1, DDB2, DDR2, DICER1, EGFR,
EPCAM, ErbB, ErcC, ESR1, FANCA, FANCB, FANCC, FANCD2, FANCE, FANCF, FANCG, FANCI, FANCL,
FANCM, FBXW7, FGFR, FLT, FLT3, FOXA1, FOXL2, GATA3, GNA11, GNAQ, GNAS, GREM1, HOX, HOXB13,
HRAS, IDH1, JAK, JAK2, KEAP1, KIT, KRAS, MAP2Ks, MAP3Ks, MET, MLH1, MPL, MRE11A, MSH2, MSHS6,
MTOR, MUTYH, NBN, NPM1, NRAS, NTRK1, PALB2, PDGFRs, PI3KCs, PMS2, POLD1, POLE, POLH, PTEN,
RAD50, RAD51C, RAD51D, RAF1, RB1, RET, RUNX1, SLX4, SMAD, SMAD4, SMARCA4, SPOP, STAT, STK11,
TP53, VHL, XPA and XPC, and combinations thereof.

[0075] In one embodiment, the plurality of TACS families used in the method bind to a plurality of tumor
biomarker sequences of interest selected from the group consisting of, but not limited to, EGFR_6240,
KRAS_521, EGFR_6225, NRAS_578, NRAS_580, PIK3CA 763, EGFR_13553, EGFR_18430, BRAF_476,
KIT_1314, NRAS_584, EGFR_12378, and combinations thereof.

[0076] Representative, exemplary and non-limiting examples of chromosomal start and stop positions for
amplifying TACS that bind to exemplary, non-limiting tumor biomarker genes are shown in Figure 10, for NRAS
on chromosome 1, for PIBKCA on chromosome 3, for EGFR on chromosome 7 and for KRAS on chromosome
12. Alternative suitable chromosomal start and stop positions, for these oncogenes and/or for other oncogenes,
for amplifying TACS are readily identifiable by one of ordinary skill in the art based on the teachings herein.

[0077] In one embodiment of the method, following sequencing of the library preparation and enrichment for the
sequences of interest through TACS hybridization, the subsequent step of amplifying the enriched library is
performed in the presence of blocking sequences that inhibit amplification of wild-type sequences. Thus,
amplification is biased toward amplification of the mutant tumor biomarker sequences.

[0078] The pool of TACS and families of TACS used in the method of detecting tumor biomarkers can include
any of the design features described herein with respect to the design of the TACS. For example, in various
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embodiments, each TACS family comprises at least 2, at least 3, at least 4 or at least 5 different member
sequences. In one embodiment, each TACS family comprises 4 different member sequences. In various
embodiments, the start and/or stop positions for the member sequences within a TACS family, with respect to a
reference coordinate system for the genomic sequence of interest, are staggered by at least 5 base pairs, or at
least 10 base pairs, or by 5-10 base pairs. In various embodiments, the pool of TACS comprises at least 5, or at
least 10 or at least 50 or at least 100 different TACS families, or more.

[0079] Suitable statistical analysis approaches for use with oncology samples and detection of tumor biomarkers
are described further in Examples 6-9.

[0080] The method for detecting tumor biomarkers can be used in a variety of different clinical circumstances in
the oncology field. For example, the method can be used for making an initial cancer diagnosis in a subject
suspected of having cancer. Accordingly in one embodiment, the method further comprises making a diagnosis
of the subject based on detection of at least one tumor biomarker sequence.

[0081] Additionally, the method can be used to select an appropriate treatment regimen for a patient diagnosed
with cancer, wherein the treatment regimen is designed to be effective against a tumor having the tumor
biomarkers detected in the patient's tumor (i.e., known in the art as personalized medicine). Accordingly, in
another embodiment, the method further comprises selecting a therapeutic regimen for the subject based on
detection of at least one tumor biomarker sequence.

[0082] Still further, the method can be used to monitor the efficacy of a therapeutic regiment, wherein changes in
tumor biomarker detection are used as an indicator of treatment efficacy. Accordingly, in another embodiment,
the method further comprises monitoring treatment efficacy of a therapeutic regimen in the subject based on
detection of at least one tumor biomarker sequence.

[0083] Moreover, the method can be used to detect relapse and minimal residual disease (MRD), wherein
detection of at least one tumor biomarker are used as an indicator of remaining tumor cells in a patient after
treatment or tumor recurrence. Accordingly in another embodiment, the method further informs of MRD and
disease relapse.

[0084] Also, the method can be used to detect cancer-related germline (hereditary) mutations in patients with
cancer or individuals suspected of a cancer pre-disposing syndrome wherein detection of at least one germline
mutation is used as an indicator for having a cancer pre-disposing syndrome. Accordingly, in another
embodiment, the method further comprises diagnosing a patient or an individual with a hereditary cancer pre-
disposing syndrome that can inform the clinician to allow for early medical intervention, treatment selection and
close monitoring.

Fragment-Based Analysis

[0085] In another aspect, the invention pertains to fragment based analysis of samples, described further in
Example 9. There is evidence from the literature that specific types of cancer can be characterized by and/or
associated with fragments in the plasma having a smaller size than the expected size of fragments originating
from healthy tissues (Jiang et al, (2015), Proceedings of the National Academy of Sciences, 112(11), ppE1317-
E1325). The same hypothesis holds true for fragments originating from the placenta/fetus. Specifically, placenta
derived fragments are generally of smaller size when compared to fragments originating from maternal
tissues/cells. Accordingly, a fragment size-based test was developed and assessed, demonstrating its ability to
identify samples harboring chromosomal abnormalities.

[0086] Thus, the fragments-based detection may be used to detect abnormalities in mixed samples with low
signal-to-noise ratio (e.g., as is the case in detection of cancer).
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[0087] Accordingly, in one embodiment, a fragments-based test is utilized to detect the presence of somatic copy
number aberrations in a sample from a patient suspected of having cancer. For example, a binomial test of
proportions, as described Example 4 and Example 9, can be used for the detection of increased presence of
nucleic acid material originating from non-healthy tissue (e.g., tumor tissue) based on fragment size. In
particular, under the null hypothesis that the distribution of fragment sizes originating from both healthy and
cancerous cells is the same, a binomial test for proportions (as described in Example 4 and Example 9) using
continuity correction can be utilized to quantify any evidence against it.

EXAMPLES

[0088] The present invention is further illustrated by the following examples, which should not be construed as
further limiting.

Example 1: Sample Collection and Library Preparation

[0089] The general methodology for the TACS-based multiplexed parallel analysis approach for genetic
assessment is shown schematically in Figure 1. In this example, methods for collecting and processing a
maternal plasma sample (containing maternal and fetal DNA), followed by sequencing library preparation for use
in the methodology of Figure 1 are described. The DNA sample and library preparation described herein can
similarly be used with DNA samples from tumors for tumor biomarker detection (see Example 6-9).

Sample collection

[0090] Plasma samples were obtained anonymously from pregnant women after the 10" week of gestation.
Protocols used for collecting samples for our study were approved by the Cyprus National Bioethics Committee,
and informed consent was obtained from all participants.

Sample extraction

[0091] Cell Free DNA was extracted from 2-4ml plasma from each individual using a manual or automated
extraction method suitable for cell free DNA isolation such as for example, but not limited to, Qiasymphony
protocol suitable for cell free fetal DNA isolation (Qiagen) (Koumbaris, G. et al. (2016) Clinical chemistry, 62(6),
pp.848-855).

Sequencing library preparation

[0092] Extracted DNA from maternal plasma samples was used for sequencing library construction. Standard
library preparation methods were used with the following modifications. A negative control extraction library was
prepared separately to monitor any contamination introduced during the experiment. During this step, 5' and 3'
overhangs were filled-in, by adding 12 units of T4 polymerase (NEB) while 5' phosphates were attached using 40
units of T4 polynucleotide kinase (NEB) in a 100yl reaction and subsequent incubation at 25°C for 15 minutes
and then 12° C for 15 minutes. Reaction products were purified using the MinElute kit (Qiagen). Subsequently,
adaptors P5 and P7 (see adaptor preparation) were ligated at 1:10 dilution to both fill-in reaction with 16 units of
Bst polymerase (NEB) in a 40 ul reaction with subsequent incubation at 65°C for 25 minutes and then 12°C for
20 minutes. Products were purified using the MinElute kit (Qiagen). Library amplification was performed using a
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Fusion polymerase (Herculase Il Fusion DNA polymerase (Agilent Technologies) or Pfusion High Fidelity
Polymerase (NEB)) in 50 pl reactions and with the following cycling conditions, 95°C for 3 minutes; followed by 10
cycles at 95°C for 30 seconds, 60°C for 30 seconds, 72°C for 30 seconds and finally 72°C for 3 minutes
(Koumbaris, G. et al. (2016) Clinical chemistry, 62(6), pp.848-855). The final library products were purified using
the MinElute Purification Kit (Qiagen) and measured by spectrophotometry.

Adaptor preparation

[0093] Hybridization mixtures for adapter P5 and P7 were prepared separately and incubated for 10 seconds at
95° C followed by a ramp from 95° C to 12° C at a rate of 0.1° C /second. P5 and P7 reactions were combined to
obtain a ready-to-use adapter mix (100 yM of each adapter). Hybridization mixtures were prepared as follows:
P5 reaction mixture contained adaptor P5_F (500 uM) at a final concentration of 200 uM, adaptor P5+P7_R (500
uM) at a final concentration of 200 uM with 1X oligo hybridization buffer. In addition, P7 reaction mixture
contained adaptor P7_F (500 uM) at a final concentration of 200 pM, adapter P5+P7_R(500 pM) at a final
concentration of 200 uM with 1X oligo hybridization buffer (Koumbaris, G. et al. (2016) Clinical chemistry, 62(6),

pp.848-855.). Sequences were as follows, wherein * = a phosphorothicate bond (PTO) (Integrated DNA
Technologies):

adaptor P5_F:
A'C*A*C*TCTTTCCCTACACGACGCTCTTCCG*A*T*C*T (SEQ ID NO: XX)

adaptor P7_F:
G'T*"G*A"CTGGAGTTCAGACGTGTGCTCTTCCG*A*T*C*T (SEQ ID NO: YY),

adaptor_P5+P7_R:
A'GA'T*CGGAA'G*A*G*C (SEQ ID NO: 2Z).

Example 2: TArget Capture Sequences (TACS) Design and Preparation

[0094] This example describes preparation of custom TACS for the detection of whole or partial chromosomal
abnormalities for chromosomes 13, 18, 21, X, Y or any other chromosome, as well as other genetic
abnormalities, such as but not limited to, microdeletion/microduplication syndromes, translocations, inversions,
insertions, and other point or small size mutations. The genomic target-loci used for TACS design were selected
based on their GC content and their distance from repetitive elements (minimum 50 bp away). TACS size can be
variable. In one embodiment of the method the TACS range from 100-500 bp in size and are generated through
a PCR-based approach as described below. The TACS were prepared by simplex polymerase chain reaction
using standard Taq polymerase, primers designed to amplify the target-loci, and normal DNA used as template.
The chromosomal regions used to design primers to amplify suitable loci on chromosomes 13, 18, 21 and X, to
thereby prepare the pool of TACS for analysis of chromosomes 13, 18, 21 and X, are shown in Figure 2.

[0095] All custom TACS were generated using the following cycling conditions: 95°C for 3 minutes; 40 cycles at
95°C for 15 seconds, 60°C for 15 seconds, 72°C for 12 seconds; and 72°C for 12 seconds, followed by
verification via agarose gel electrophoresis and purification using standard PCR clean up kits such as the
Qiaquick PCR Purification Kit (Qiagen) or the NucleoSpin 96 PCR clean-up (Mackerey Nagel) or the Agencourt
AMPure XP for PCR Purification (Beckman Coulter). Concentration was measured by Nanodrop (Thermo
Scientific).

Example 3: TACS Hybridization and Amplification
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[0096] This example describes the steps schematically illustrated in Figure 1 of target capture by hybridization
using TACS, followed by quantitation of captured sequences by Next Generation Sequencing (NGS).

TACS Biotinylation

[0097] TACS were prepared for hybridization, as previously described (Koumbaris, G. et al. (2016) Clinical
chemistry, 62(6), pp.848-855), starting with blunt ending with the Quick Blunting Kit (NEB) and incubation at room
temperature for 30 minutes. Reaction products were subsequently purified using the MinElute kit (Qiagen) and
were ligated with a biotin adaptor using the Quick Ligation Kit (NEB) in a 40ul reaction at RT for 15 minutes. The
reaction products were purified with the MinElute kit (Qiagen) and were denatured into single stranded DNA prior
to immobilization on streptavidin coated magnetic beads (Invitrogen).

TACS Hybridization

[0098] Amplified libraries were mixed with blocking oligos (Koumbaris, G. et al. (2016) Clinical chemistry, 62(6),
pp.848-855) (200 uM), 5ug of Cot-1 DNA (Invitrogen), 50 ug of Salmon Sperm DNA (Invitrogen), Agilent
hybridization buffer 2x, Agilent blocking agent 10X, and were heated at 95°C for 3 minutes to denature the DNA
strands. Denaturation was followed by 30 minute incubation at 37°C to block repetitive elements and adaptor
sequences. The resulting mixture was then added to the biotinylated TACS. All samples were incubated in a
rotating incubator for 12- 48 hours at 66°C. After incubation, the beads were washed as described previously
and DNA was eluted by heating (Koumbaris, G. et al. (2016) Clinical chemistry, 62(6), pp.848-855). Eluted
products were amplified using outer-bound adaptor primers. Enriched amplified products were pooled
equimolarly and sequenced on a suitable platform.

[0099] If appropriate, amplification may be biased toward amplification of specific/desired sequences. In one
embodiment of the method, this is performed when amplification is performed in the presence of sequences that
hybridize to the undesired sequence of interest, and as such block the action of the polymerase enzyme during
the process. Hence, the action of the amplification enzyme is directed toward the sequence of interest during the
process.

Example 4: Bioinformatics Sample Analysis

[0100] This example describes representative statistical analysis approaches for use in the methodology
illustrated in Figure 1 ("analysis pipeline" in Figure 1).

Human Genome Alignment

[0101] For each sample, the bioinformatic pipeline routine described below was applied in order to align the
sample's sequenced DNA fragments to the human reference genome. Targeted paired-end read fragments
obtained from NGS results were processed to remove adaptor sequences and poor quality reads (Q-score<25)
using the cutadapt software (Martin, M. et al. (2011) EMB.netJournal 17.1). The quality of the raw and/or
processed reads as well as any descriptive statistics which aid in the assessment of quality check of the sample's
sequencing output were obtained using the FastQC software (Babraham Institute (2015) FastQC) and/or other
custom-built software. Processed reads which were at least 25 bases long were aligned to the human reference
genome built hg19 (UCSC Genome Bioinformatics) using the Burrows-Wheel Alignment algorithm (Li, H. and
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Durbin, R. (2009) Bioinformatics 25:1754-1760) but other algorithms known to those skilled in the art may be
used as well. If relevant, duplicate reads were removed post-alignment. Where applicable, sequencing output
pertaining to the same sample but processed on separate sequencing lanes, was merged to a single sequencing
output file. The removal of duplicates and merging procedures were performed using the Picard tools software
suite (Broad Institute (2015) Picard) and/or the Sambamba tools software suite (Tarasov, Artem, et al.
"Sambamba: fast processing of NGS alignment formats." Bioinformatics 31.12 (2015). 2032-2034.). A
realignment procedure, using tools known to those in the art, may also be performed.

[0102] The above software analysis resulted in a final aligned version of a sequenced sample against the human
reference genome and all subsequent steps were based on this aligned version. Information in terms of Short
Nucleotide Polymorphisms (SNPs) at loci of interest was obtained using bcftools from the SAMtools software
suite (Li, H. et al. (2009) Bioinformatics 25:2078-2079) and/or other software known to those skilled in the art.
The read-depth per base, at loci of interest, was obtained using the mpileup option of the SAMtools software
suite, from here on referred to as the mpileup file. Information pertaining to the size of the aligned fragments was
obtained using the view option of the SAMtools software suite, from here on referred to as the fragment-sizes file
and/or other software known to those skilled in the art.

[0103] The mpileup file and the fragment-sizes file were processed using custom-build application programming
interfaces (APIs) written in the Python and R programming languages (Python Software Foundation (2015)
Python; The R Foundation (2015) The R Project for Statistical Computing). The APIs were used to determine the
ploidy state of chromosomes of interest, and/or other genetic abnormalities in regions of interest across the
human genome, using a series of steps (collectively henceforth referred to as the "algorithm") and to also collect
further descriptive statistics to be used as quality check metrics, such as but not limited to fetal fraction and/or
fraction of interest quantification (collectively henceforth referred to as the "QC metrics").The APIs can also be
used for the assessment of genetic abnormalities from data generated when applying the described method in
cases of multiple gestation pregnancies, as well as other genetic abnormalities such as, but not limited to,
microdeletions, microduplications, copy number variations, translocations, inversions, insertions, point mutations
and mutational signatures.

QC Metrics

[0104] QC metrics were used to inspect an aligned sample's properties and decide whether the sample was
suitable to undergo classification. These metrics were, but are not limited to:

1. (@) The enrichment of a sample. The patterns of enrichment are indicative of whether a sample has had
adequate enrichment across loci of interest in a particular sequencing experiment (herein referred to as a
"run"). To assess this, various metrics are assessed, non-limiting examples of which are:

. (i) overall sample on-target read depth,

. (i) sample on-target sequencing output with respect to total mapped reads,

. (iiiy individual TACS performance in terms of achieved read-depth,

. (iv) kurtosis and skewness of individual TACS enrichment,

. (v) kurtosis and skewness moments that arise from all TACS,

. (vi} fragment size distribution,

. (vii) percentage of duplication,

. (viii) percentage of paired reads and,

9. (ix) percentage of aligned reads,
if applicable.
The above checks are also taken into consideration with regards to GC-bias enrichment. Samples that fail
to meet one or more of the criteria given above are flagged for further inspection, prior to classification.

2. (b) A sample's fetal fraction or fraction of interest. Samples with an estimated fetal fraction, or fraction of
interest, that is below a specific threshold are not classified. Furthermore, if applicable the fraction of

0 ~N OO g P~ WN -
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interest may be calculated using more than one method and concordance of results between estimation
methods may be used as an additional QC prior to classification.

The Algorithm

[0105] The algorithm is a collection of data processing, mathematical and statistical model routines arranged as
a series of steps. The algorithm's steps aim in deciding the relative ploidy state of a chromosome of interest with
respect to all other chromosomes of the sequenced sample and is used for the detection of whole or partial
chromosomal abnormalities for chromosomes 13, 18, 21, X, Y or any other chromosome, as well as other
genetic abnormalities such as, but not limited to, microdeletion/microduplication syndromes and other point or
small size mutations. As such the algorithm can be used, but is not limited to, the detection of whole or partial
chromosomal abnormalities for chromosomes 13, 18, 21, X,Y or any other chromosome, as well as other genetic
abnormalities such as, but not Ilimited to, microdeletions, microduplications, copy number variations,
translocations, inversions, insertions, point mutations and other mutational signatures. The algorithm carries out,
but is not limited to, two types of assessments, one pertaining to the read-depth information of each sample and
the other to the distribution of fragment-sizes, across TACS-specific regions. One or more statistical tests may be
associated with each type of assessment, non-limiting examples of which are given in the statistical methods
described herein.

[0106] In the case of read-depth associated tests, the algorithm compares sequentially the read-depth of loci
from each chromosome of interest (herein referred to as the test chromosome) against the read-depth of all
other loci (herein referred to as the reference loci) to classify its ploidy state. For each sample, these steps were,
but are not limited to:

1. (a) Removal of inadequately sequenced loci. The read-depth of each locus was retrieved. Loci that have
not achieved a minimum number of reads, were considered as inadequately enriched and were removed
prior to subsequent steps.

2. (b) Genetic (GC-content) bias alleviation. The sequencing procedure may introduce discrepancies in read-
depth across the loci of interest depending on their GC content. To account for such bias, a novel
sequence-matching approach that increases both sensitivity and specificity to detect chromosomal
aneuploidies was employed. The GC content of each locus on the test chromosome was identified and
similar genetic loci were grouped together to form genetically matched groups. The procedure was
repeated for the reference loci. Then, genetically matched groups from the test chromosome were
conditionally paired with their genetically matched group counterparts on the reference chromosome(s).
The groups may have any number of members. The conditionally matched groups were then used to
assess the ploidy status of test chromosomes.

3. (¢) Genetic abnormality determination. Ploidy status determination, or other genetic abnormalities of
interest such as but not limited to microdeletions, microduplications, copy number variations,
translocations, inversions, insertions, point mutations and other mutational signatures was achieved using
a single statistical method and/or a weighted score approach on the result from the following, but not
limited to, statistical methods:

Statistical Method 1: The differences in read-depth of the conditionally paired groups were tested for
statistical significance using the t-test formula:

Ry
‘= s/vn
where t is the result of the t-test, Xis the average of the differences of the conditionally paired groups, y is
the expected read-depth and is set to a value that represents insignificant read-depth differences between
the two groups, s the standard deviation of the differences of the conditionally paired groups and n the
length of the vector of the conditionally paired differences. The magnitude of the t-score was then used to
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identify evidence, if any, against the null hypothesis of same ploidy between reference and test
chromosomes. Specifically, t>=c1 (where c¢1 is a predefined threshold belonging to the set of all positive
numbers) shows evidence against the null hypothesis of no difference.

Statistical Method 2: Bivariate nonparametric bootstrap. The bootstrap method depends on the
relationship between the random variables X (read-depth of reference loci) and Y (read-depth of test loci).
Here, the read depth of baits on the reference group (random variable denoted by X) were treated as the
independent covariate. The first step of the iterative procedure involved random sampling with
replacement (bootstrapping) of the read-depths of loci on the reference chromosomes, i.e. (x1,g1),...,
(xn,gn), where the parameter g is known and denotes the GC-content of the chosen bait. Then, for each
randomly selected reference bait (xi,gi}), a corresponding read depth was generated for a genetically
matched locus i.e., (y1,91),....(yn,gn). Thus, the bivariate data (x1,y1), (x2,y2),...,(xn,yn) was arrived at,
which was conditionally matched on their GC-content (parameter gi). The differences between the read
depths of the genetically matched bootstrapped values xi and yi were used to compute the statistic of
interest in each iteration. In one embodiment this statistical measure can be but is not limited to the mode
mean or median of the recorded differences, and/or multiples thereof. The procedure was repeated as
necessary to build up the distribution of the statistic of interest from these differences. The sample was

assigned a score that corresponds to a specific percentile of the built distribution (e.g. s5th percentile).
Under the null hypothesis the ploidy between chromosomes in the reference and test groups is not
different. As such, samples whose score for a particular chromosome, was greater than a predefined
threshold, say c©2, were classified as statistically unlikely to have the same ploidy. Other statistical
measures may be employed.

Statistical Method 3: Stratified permutation test. The statistic of interest is the read-depth estimate of the
test chromosome, denoted by Yyps, which is calculated using all loci of the test chromosome's genetically
matched groups as follows:
}:j:i S ::ff ¥ig

SRy
where yj; is the read-depth of locus /i part of the genetically matched group j (i.e., loci belonging to a

?obe? =

specific group based on their GC-content), Nj is the number of test loci part of the genetically matched
group j and T the number of genetically matched groups.

Subsequently, a null distribution to test Y, was built. To do so, for each group j, the test and reference
loci were combined (exchangeability under the null hypothesis), and each group j was sampled randomly
up to Nj times without replacement (stratified permutation). This created a vector of values, say yi, and
from this the vector's average value, say y;,was calculated. The procedure was repeated as necessary to
build the null distribution. Finally Y,ps, was studentised against the null distribution using the formula:

Y:;\h.\'_y

Zyops =
where Yandoy are the first and square root of the second moment of all permutedy; statistic values.
Samples whoseZyyps was greater than a predefined threshold, say c3, were statistically less likely to have

the same ploidy in the reference and test groups.

In the case of fragment-size associated tests, the algorithm computes the proportion of small-size
fragments found in test-loci and compares it with the respective proportion in reference-loci as described in
Statistical Method 4 below.

Statistical Method 4: Fragment Size Proportions. For each sample the number and size of fragments
aligned onto the human reference genome at the corresponding TACS coordinates, is extracted. The data
is subsequently filtered so as to remove fragment-sizes considered statistical outliers using the median
outlier detection method. Specifically, outliers are defined as those fragments whose size is above or below
the thresholds, Fyy, set by equation:

Finr = Fredion £ (X X IQR)

where Fpedian iS the median fragment-size of all fragments of a sample, X is a variable that can take
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values from the set of R +, and /QR is the interquartile range of fragment sizes. Thereafter, a binomial test
of proportions is carried out to test for supporting evidence against the null hypothesis, HO, where this is
defined as:

HO: The proportion of small fragments of the test-region is not different from the proportion of small-
fragments of the reference region.

[0107] In various embodiments of the invention, small fragments are defined as those fragments whose size is
less than or equal to a subset of Z +, that is upper-bounded by 160bp. If the set of all TACS are defined as T,
then the test region can be any proper subset S which defines the region under investigation, and the reference
region is the relative complement of S in T. For example, in one embodiment of the invention, the set S is defined
by all TACS-captured sequences of chromosome 21 and thus the reference set is defined by all TACS-captured
fragments on the reference chromosomes, and/or other reference loci

[0108] The alternative hypothesis, H1, is defined as:
H1: The proportion of small fragments of the test-region is not equal to the proportion of test fragments of the
reference region.

[0109] As such, and taking into account continuity correction, the following score is computed (Brown et. al,
Harrel):

p(1—p)

Ntest

Wiese = (75 - pref)/

where
. (F+05)
p h (Ntest + 1)

_(Frop+05)
Dref = (Nref+ 1)

[0110] F is the number of small-size fragments on the test-region, Frorthe number of small size fragments on the
reference region, Nggthe number of all fragments on the test region and N,cthe number of all fragments on the

reference region.

[0111] For each sample, the algorithm tests sequentially the proportion of fragment sizes of regions under
investigation (for example, but not limited to, chromosome 21, chromosome 18, chromosome 13 or other
(sub)chromosomal regions of interest) against reference regions; those not under investigation at the time of
testing. For each sample a score is assigned for each test. Scores above a set-threshold, say c4, provide
evidence against the null hypothesis.

[0112] Weighted Score method 1: In one embodiment of the method, a weighted score was attributed to each
sample s, computed as a weighted sum of all statistical methods using the formula:

Vi(R,F) = zymax{R, F} + (1 — z;)min{R,, F;}

where Rg is the run-specific corrected score arising from a weighted contribution of each read-depth related

statistical method for sample s and is defined as:
iw;Sis — Ry
o - (Bowsi — £0)
':)-T
and R,is the run-specific median value calculated from the vector of all unadjusted read-depth related weighted
scores that arise from a single sequencing run, and o, is a multiple of the standard deviation of R scores
calculated from a reference set of 100 euploid samples. The terms max{Rs Fstand min{RgsF¢} denote the

maximum and minimum values of the bracketed set, respectively.
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[0113] F; is the run-specific corrected score arising from the fragment-size related statistical method and is

defined as:
Fs _ (Wtest - R’f)
g

where W is as defined earlier, Ry is the run specific median calculated from the vector of all unadjusted
fragment-related statistical scores that arise from a single sequencing run, and ofis a multiple of the standard

deviation of F scores calculated from a reference set of 100 euploid samples.

[0114] A unique classification score of less than a predefined value indicates that there is no evidence from the
observed data that a sample has a significant risk of aneuploidy.

[0115] Weighted Score method 2: In another embodiment of the method, the weighted score arising from the
statistical methods described above was used to assign each sample a unique genetic abnormality risk score
using the formula:

b

. £,
R{:i‘,ﬂ} = Z W,
ip

FEC
where R is the weighted score result, w; the weight assigned to method j, ¢; the observed score resulting from

method j, andg; the threshold of method j.

[0116] A unique classification score of less than a predefined value indicates that there is no evidence from the
observed data that a sample has a significant risk of aneuploidy.

[0117] Since all read depths from baits in the reference group were assumed to be generated from the same
population, and in order to have a universal threshold, run-specific adjustments were also employed to alleviate
run-specific biases.

[0118] The aforementioned method(s), are also suitable for the detection of other genetic abnormalities, such as
but not limited to, subchromosomal abnormalities. A non-limiting example is the contiguous partial loss of
chromosomal material leading to a state of microdeletion, or the contiguous partial gain of chromosomal material
leading to a state of microduplication. A known genetic locus subject to both such abnormalities is 7q11.23. In
one embodiment of statistical method 1, synthetic plasma samples of 5%, 10% and 20% fetal material were
tested for increased risk of microdeletion and/or microduplication states for the genetic locus 7q11.23.

[0119] For point mutations various binomial tests are carried out that take into consideration the fetal fraction
estimate of the sample, f, the read-depth of the minor allele, r, and the total read-depth of the sequenced base,
n. Two frequent, yet non-limiting examples involve assessment of the risk when the genetic abnormality is a
recessive point mutation or a dominant point mutation.

[0120] In the non-limiting example of a recessive point mutation the null hypothesis tested is that both the mother
and the fetus are heterozygous (minor allele frequency is 0.5) against the alternative in which the fetus is
homozygous (minor allele frequency is 0.5-f/2). A small p-value from the corresponding likelihood ratio test would
indicate evidence against the null. In the non-limiting example of a dominant point mutation the null hypothesis
tested is that the mother and fetus are homozygous at the given position against the alternative in which only the
fetus is heterozygous for the given position. A small p-value from the corresponding likelihood ratio test would
indicate evidence against the null.

[0121] In addition to the above, fetal sex determination methods were also developed, with non-limiting
examples given below. In one embodiment of the invention, fetal sex was assigned to a sample using a Poisson

test using the formula:
X

??‘{?‘\ < ;i) = e"’"‘ e
~ :.;?}&if
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where

j o= [E8

and f is the fetal fraction estimate of the sample, B is the number of target sequences on chromosome Y, p is the
read-depth of the sample and k is the sum of reads obtained from all targets B. The null hypothesis of the

Poisson test was that the sample is male. A value of Pr(ry) less than a threshold ¢, was considered as enough
evidence to reject the null hypothesis, i.e. the sample is not male. If any of the terms for computing Pr(ry) were

unavailable, then the sample's sex was classified as NA (not available).

[0122] In another embodiment of the invention, fetal sex was assigned using the average read-depth of target
sequences on chromosome Y. If the average read-depth of the target-sequences was over a predefined
threshold, where such threshold may be defined using other sample-specific characteristics such as read-depth
and fetal-fraction estimate, the fetal sex was classified as male. If the average read-depth was below such
threshold then the sample was classified as female.

Fetal Fraction Estimation/Fraction of Interest Estimation

[0123] Several methods have been developed to estimate fetal fraction that can be applied to singleton and/or to
multiple gestation pregnancies. As such, and dependent on the type of pregnancy, the fetal fraction estimate can
be obtained from either method or as a weighted estimate from a subset and/or all developed methods. Some
non-limiting examples are given below.

[0124] In one embodiment, a machine learning technique has been developed based on Bayesian inference to
compute the posterior distribution of fetal DNA fraction using allelic counts at heterozygous loci in maternal
plasma of singleton pregnancies. Three possible informative combinations of maternal/fetal genotypes were
utilized within the model to identify those fetal DNA fraction values that get most of the support from the observed
data.

[0125] Let f denote the fetal DNA fraction. If the mother is heterozygous at a given genomic locus, the fetal
genotype can be either heterozygous or homozygous resulting in expected minor allele frequencies at 0.5 and
0.5-112, respectively. If the mother is homozygous and the fetus is heterozygous then the expected minor allele
frequency will be /2. A Markov chain Monte Carlo method (a Metropolis-Hastings algorithm) (The R Foundation
(2015) The R Project for Statistical Computing) was used with either a non-informative or an informative prior
(i.e. incorporate additional information such as gestational age, maternal weight etc.) to obtain a sequence of
random samples from the posterior probability distribution of fetal DNA fraction that is based on a finite mixture
model.

[0126] In another embodiment, the fetal fraction estimate is computed only from the fetus-specific minor allele
frequency (MAF) cluster, i.e. the cluster formed when the mother is homozygous and the fetus is heterozygous
for a given genomic locus. It is assumed that the mean value of the fetal fraction estimate is normally distributed
as N(2x, oy), where x is the mean of the fetus-specific MAF, and oy is the standard deviation of the fetus-specific

MAF. The fetal fraction estimate is then obtained from percentiles of the computed distribution, N(2x, oy).

[0127] For multiple gestation pregnancies, non-limiting examples of which include monozygotic and dizygotic
twin pregnancies, triplet pregnancies and various egg and/or sperm donor cases, the fetal fraction can be
estimated using information obtained from heterozygous genetic loci whose MAF value is less than a threshold,
say Mespn, and derived from potential fetus-specific SNPs. The ordinarily skilled artisan will appreciate that fetus

specific SNPs can originate from any fetus, or from any possible combination of the fetuses or from all the
fetuses of the gestation. As such, an algorithm that estimates the fetal fraction of the fetus with the smallest
contribution to the total fetal content, by taking into account the combinatorial contribution of each fetus to the
MAF values that define fetus-specific SNPs, and also allows for inhomogeneous contribution of fetal material to
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the total fetal content of plasma derived material has been developed. To this effect, a two-step approach is
employed by the algorithm.

[0128] In one embodiment of the algorithm, the multiple gestation pregnancy under consideration is a dizygotic
twin pregnancy. As a first step, the algorithmic implementation of the model utilizes all informative SNPs and
allows for inhomogeneous fetal contribution that can be explained with a fold-difference in fetal fraction estimates
of a set threshold, say cf. Specifically, if f1 and f2 represent the fetal fractions of fetus one and fetus two, and f1
<= 2, then the assumption is that f2 <= cf f1, with cf being a positive real number greater than or equal to 1.
Under this assumption, the observed data D, defined as counts of the alternate and reference alleles at
informative SNP loci, are believed to be generated from a mixture distribution of three Binomials (defined by
parameters, f1/2, f2/2 and (f1+f2)/2), with the posterior distribution p(f1,f2|D) being proportional to the
observational model which can be written as p(f1|f2,D) p(f2|D). The posterior distribution p(f1,f2|D) is sampled
with an MCMC Metropolis-Hastings algorithm using a uniform prior. The empirical quantile approach is
performed on the generated data array to infer the fetal fractions.

[0129] As a second step, the algorithm runs a model-based clustering algorithm (Finite Gaussian mixture
modeling fitted via EM algorithm; R-package: mclust) to identify whether there exists a separate outlier SNP
cluster which is believed to be centered around f1/2. Existence of such a cluster with a mean invalidating the cf
>= f2/f1 assumption, leads to estimation of f1 using only SNPs part of the identified cluster.

[0130] The methods described above are suited to the determination of the fraction of any component of interest
part of a mixed sample. As such, the methods are not to be understood as applicable only to the application of
fetal fraction estimation and can be applied to the estimation of any component of interest part of a mixed
sample, as outlined in Example 6.

Example 5: Target Enrichment Using Families of TACS

[0131] In this example, a family of TACS, containing a plurality of members that all bind to the same target
sequence of interest, was used for enrichment, compared to use of a single TACS binding to a target sequence
of interest. Each member of the family of TACS bound to the same target sequence of interest but had different
start/stop coordinates with respect to a reference coordinate system for that target sequence (e.g., the human
reference genome, built hg19). Thus, when aligned to the target sequence, the family of TACS exhibit a
staggered binding pattern, as illustrated in Figure 3. Typically, the members of a TACS family were staggered
approximately 5-10 base pairs.

[0132] A family of TACS containing four members (i.e., four sequences that bound to the same target sequence
but having different start and/or stop positions such that the binding of the members to the target sequence was
staggered) was prepared. Single TACS hybridization was also prepared as a control. The TACS were fixed to a
solid support by labelling with biotin and binding to magnetic beads coated with a biotin-binding substance (e.g.,
streptavidin or avidin) as described in Example 3. The family of TACS and single TACS were then hybridized to a
sequence library, bound sequences were eluted and amplified, and these enriched amplified products were then
pooled equimolarly and sequenced on a suitable sequencing platform, as described in Example 3.

[0133] The enriched sequences from the family of TACS sample and the single TACS sample were analyzed for
read-depth. The results are shown in Figures 4A and 4B. As shown in Figure 4A, target sequences of interest
enriched using the family of four TACS (red dots) exhibited a fold-change in read-depth when compared to
control sequences that were subjected to enrichment using only a single TACS (blue dots). Fold-change was
assessed by normalizing the read-depth of each locus by the average read-depth of a sample, wherein the
average read-depth was calculated from all loci enriched with a single TACS. As shown in Figure 4B, an overall
54.7% average increase in read-depth was observed using the family of four TACS.



DK/EP 3649260 T3

[0134] This example demonstrates that use of a family of TACS, as compared to a single TACS, results in
significantly improved enrichment of a target sequence of interest resulting in significantly improved read-depth
of that sequence.

Example 6: Tumor Biomarker Detection in Reference Material

[0135] In this example, the TACS methodology, illustrated in Figure 1, was used for the detection of tumor
biomarkers in certified reference material known to harbor particular genetic mutations that are tumor
biomarkers. For detection of the tumor biomarker sequences of interest, families of TACS, as described in
Example 5, were used.

[0136] A sample of certified reference material harboring known tumor-associated genetic mutations was
commercially obtained and samples were prepared to simulate tumor loads of 0.1%, 1.0% and 5.0%.

[0137] The samples were subjected to the TACS methodology illustrated in Figure 1 using families of TACS that
bound to the following tumor-associated genetic mutations: EGFR_6240, KRAS_521, EGFR 6225, NRAS 578,
NRAS 580, PIK3CA 763, EGFR 13553, EGFR 18430.

[0138] Following amplification and sequence of the TACS-enriched products, data analysis was performed as
follows. Sequencing products were processed to remove adaptor sequences and poor quality reads. Reads
whose length was at least 25 bases long post adaptor-removal were aligned to either:

1. (a) the human reference genome built hg19, or
2. (b) an artificially created genome based on built hg19 which contains only sequences of interest.

[0139] If relevant, duplicate reads were removed post-alignment. Where applicable, sequencing output
pertaining to the same sample but processed on separate sequencing lanes was merged to a single sequencing
output file. Local realignment of the data, using tools known in the art, may also be performed. The above
software analysis provided a final aligned version of a sequenced sample against the reference genome, defined
here as the final BAM file, where information can be extracted from it in terms of Short Nucleotide Polymorphisms
(SNPs), Single Nucleotide Variants (SNVs) and other genetic variations with respect to a reference sequence at
loci of interest, read-depth per base and the size of aligned fragments. Various available tools known to those
skilled in the art, such as but not limited to bcftools, which is part of the samtools software suite, or varDict can be
used to collect SNP information from the final BAM file. Such information concerns the sequence and number of
times each variant is present in a sequenced sample was detected and was used to

1. (a) infer the presence of a genetic mutation, and
2. (b) to estimate the tumor load using the fetal-fraction estimation/fraction of interest estimation method
described in Example 4.

[0140] In addition to the detection of the genetic mutation, statistical confidence was ascribed to a detected
mutation using the estimated tumor load of the sample and the read-depth of each of the detected variants at a
given position using binomial statistics. More than one test may be employed from which one can compute the
probability of obtaining the sequenced information, or obtain a 95% confidence interval which describes a range
of possible read-depths for the genetic mutation, or whether the obtained proportion of reads which can be
ascribed to the genetic mutation is consistent with what would be expected at the given tumor load. A suitable
binomial test of proportions is described in Example 4 (in the context of classification of chromosomal
abnormalities).
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[0141] The results are shown in Figure 5. The line illustrates the expected minor allele frequency (MAF) for each
percent (%) tumor load. The bars (x-axis) illustrate the detected MAF (y-axis) for each sample for the indicated
genetic mutations. Two technical replicates are shown for the reference material.

[0142] The data demonstrates that the TACS methodology successfully detected the tumor-associated genetic
mutations EGFR_6240, KRAS_521, EGFR_6225, NRAS_578, NRAS_580, PIK3CA 763, EGFR_13553 and
EGFR_18430 at the expected tumor loads of 1.0% and 5.0%. Mutations EGFR_6240, NRAS_578, PIK3CA_763,
EGFR_13553 and EFGR_18430 were also successfully detected at 0.1% tumor load.

[0143] Accordingly, this example demonstrates the successful detection of a large panel of different tumor
biomarkers using the TACS methodology at tumor loads as low as 0.1%.

Example 7: Tumor Biomarker Detection in Patient Samples

[0144] In this example, the TACS methodology, illustrated in Figure 1, was used for the detection of tumor
biomarkers in tumor tissue and blood plasma samples from untreated cancer patients with confirmed diagnosis.
For detection of the tumor biomarker sequences of interest, families of TACS, as described in Example 5, were
used.

[0145] Matched pairs of peripheral blood and tumor tissue samples from untreated cancer patients were used to
further validate the performance of the TACS methodology for tumor biomarker detection for a patient harboring
mutation PIK3CA E545K (Patient 1) and for a patient harboring mutation TP53 K139 (Patient 2). The results are
shown in Figure 6.

[0146] As shown in Figure 6, application of the TACS methodology to a tissue sample obtained from Patient 1
harboring mutation PIK3CA E545K (top bars) provided a variant allele frequency (VAF) percentage (i.e., the
percentage that the genetic mutation is present instead of the normal allele) of ~62%. Plasma obtained from
peripheral blood of Patient 1 was processed according to the method described in Example 1 and provided a
6.05 % VAF. Similarly, application of the TACS methodology to samples obtained from Patient 2 harboring
mutation TP53 K139 (bottom bars) provided a VAF of ~60% for tumor tissue and a VAF of 4.88 % for plasma
obtained from a peripheral blood sample.

[0147] Accordingly, this example demonstrates the successful detection of tumor biomarkers in cancer patient
samples, in both tumor tissue samples and plasma samples, thereby demonstrating the suitability of the TACS
methodology for tissue biopsy and for non-invasive tumor biomarker detection using liquid biopsy.

Example 8: Detection of Mutational Profiles

[0148] Given the ability of the TACS methodology illustrated in Figure 1 to detect a number of somatic single
nucleotide variations (SNVs), these can be examined in the context of motifs, also referred to as mutational
profiles. Most somatic mutations in tumors can be considered as passengers and may not be associated with
pathogenesis if examined individually. Nonetheless, examining the profile of detected mutations as a whole can
be useful in determining and/or detecting a pathogenesis-associated mutational profile. Various algorithms have
been developed to decompose known mutational motifs operative in many cancer types. Alternatively, other
metrics utilizing specific characteristics such as the type of mutations detected in the context of their neighboring
bases can be utilized to this effect. The developed algorithms can infer the most likely scenario(s) that explain
the observed data. Decomposition of the number and types of known mutational patterns/signatures that have,
most likely, generated the observed mutational profile has been achieved using, but not limited to, the Lawson-
Hanson non-negative least squares algorithm.
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[0149] Figure 7 shows the observed pattern of somatic SNVs for breast cancer using data downloaded from the
COSMIC database. The x-axis shows a single base mutation observed in cancer in the context of its neighboring
sequences. For example A[C>A]T describes the mutation of Cytosine (C ) to Adenine (A) where the upstream
sequence is Adenine and the downstream sequence is Thymine. The y-axis shows the frequency of occurrence
of this mutation in breast cancer.

[0150] Figure 8 illustrates the results of a simulations study where mutational profiles were randomly generated
by sampling a subset of SNVs each time, from data available in the COSMIC database, thereby simulating
individuals. The simulated data were then subjected to the decomposition algorithms described above in order to
detect the likely underlying mutational motifs. The bars indicate the average estimated frequency of the known
mutational breast signatures computed from a data set of 10000 simulations. The developed algorithm shows
evidence of detection of the mutational profiles, thereby demonstrating that detection of mutational profiles, or
motifs, is possible using the developed algorithms.

Example 9: Fragment Size Based Tests

[0151] There is evidence from the literature that specific types of cancer can be characterized by and/or
associated with fragments in the plasma having a smaller size than the expected size of fragments originating
from healthy tissues (Jiang et al, (2015), Proceedings of the National Academy of Sciences, 112(11), ppE1317-
E1325). Thus, a fragments-size based test can be utilized to detect the presence of somatic copy number
variations in individuals suspected of having cancer. To this effect, a binomial test of proportions, as described
Example 4, can be used for the detection of increased presence of nucleic acid material originating from non-
healthy tissue (e.g., tumor tissue) based on fragment size. In particular, under the null hypothesis that the
distribution of fragment sizes originating from both healthy and non-healthy cells (for example, but not limited to
cancerous cells) is the same, a binomial test for proportions (as described in Example 4) using continuity
correction can be utilized to quantify any evidence against it.

[0152] The same hypothesis holds true for fragments originating from the placenta/fetus. Specifically, placenta
derived fragments are generally of smaller size when compared to fragments originating from maternal
tissues/cells. Accordingly, assessment of the fragment size-based test was performed using maternal plasma
samples (i.e., mixed samples where cell free DNA is of maternal and fetal origin). The size of fragments that
have aligned to TACS-enriched regions can be obtained from the aligned data. Subsequently, the proportion of
fragments under a specific threshold from a test region is compared respective proportion of fragments from a
reference region for evidence against the null hypothesis HO,

[0153] HO: The proportion of small fragments of the test-region is not different from the proportion of small-
fragments of the reference region.

[0154] Figure 9 shows results when applying the fragment sizes method to the mixed sample containing
maternal and fetal DNA. The black dots are individual samples. The x-axis shows the sample index. The y-axis
shows the score result of the fragments-based method. A score result greater than the one indicated by the
threshold, illustrated as a grey line, indicates a deviation from the expected size of fragments illustrating the
presence of aneuploidy. The results demonstrate that an aneuploid sample, having an estimated fetal fraction
equal to 2.8%, was correctly identified, illustrating that fragments-based detection may be used to detect
abnormalities in mixed samples with low signal-to-noise ratio (e.g., as is the case in detection of cancer).

[0155] Accordingly, this example demonstrates the successful ability of the fragments-based detection method in
detecting genetic abnormalities in mixed samples with low signal-to-noise ratios, thereby demonstrating the
suitability of the fragments-based test for analysis of either cancer samples for oncology purposes or maternal
samples for NIPT.
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[0156] Since small-sized fragments are associated with fragments from non-healthy tissues (Jiang et al, (2015),
Proceedings of the National Academy of Sciences, 112(11), ppE1317-E1325) they can also be leveraged for the
detection of small-sized mutations, such as point mutations and mutational signatures. For example, one may
only use small-sized fragments in Variant Allele Frequency estimation as described in examples 6-9, thereby
increasing the signal-to-noise ratio.

Example 10: Use of the method for tissue biopsies

[0157] Five FFPE samples from Breast carcinoma and 13 tissue samples (fresh/frozen and FFPE) from lung
adenocarcinoma were subjected to the method and the mutational status was successfully detected. The data
are presented below.

Breast Carcinoma:

[0158]

TP53 c.569delC p.190fs*57 COSM100030 17.39

FFPE BCal

TP53 €.559+25G>A intronic COSM45841 22.22

FFPE CO5M28496 49.43
PIK3CA ¢.1633G>A E545K COSM763 62.79
FFPE BCa5
PTEN c.1-9C>G intronic COSM5915 26.19
TP53 C.415A>T p.K139* COSM44678 60.63

Lung adenocarcinoma:

[0159]

Fresh/frozen LCA2

Fresh/frozen
Fresh/frozen

Erech/frazen 1CA13 00126 Nnt rnversd
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c3oe8+lG>T | | T
' Fresh/froz .
L COSM521
Fresh/frozen LCA21 COSM763
FFPE B e “SMG?’-M:"'E: T
FFPE LCA40 COSM6225
CEEPE
FFPE

[0160] For the lung cancer data, results were compared with data obtained for the same tissue samples with an
independent method. For the genomic regions covered by both methods we observed 100% concordance.

SEQUENCE LISTING

[0161]
<110> NIPD Genetics

<120> TARGET-ENRICHED MULTIPLEXED PARALLEL ANALYSIS FOR ASSESSMENT OF TUMOR
BIOMARKERS

<130> B281-0008WO1
<160> 2550
<170> PatentIn version 3.5

<210>1

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1
tcttctegtt caagatgeceg 20

<210> 2

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2
aaattacatg caaggctacc ac 22

<210>3

<211> 21

<212> DNA

<213> Homo sapiens

<400> 3



acaggaagaa aggggagtta ¢ 21

<210> 4

<211> 20

<212> DNA

<213> Homo sapiens

<400> 4
ttcaggttgt gtgatgtgtc 20

<210>5

<211> 20

<212> DNA

<213> Homo sapiens

<400> 5
taagcagagg ttttgttgcc 20

<210>6

<211> 20

<212> DNA

<213> Homo sapiens

<400> 6
gtgaagtatt tgctgccacc 20

<210>7

<211> 20

<212> DNA

<213> Homo sapiens

<400>7
atggtcatct caacagcaca 20

<210>8

<211> 20

<212> DNA

<213> Homo sapiens

<400> 8
tccactgacg ttgagattcg 20

<210>9

<211> 20

<212> DNA

<213> Homo sapiens

<400> 9
cgaacctcct tgacctctta 20

<210> 10

<211> 22

<212> DNA

<213> Homo sapiens

<400> 10
gttatgttga taggggaagc tt 22
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<210> 11

<211> 20

<212> DNA

<213> Homo sapiens

<400> 11
aagccctcta ctccatetgt 20

<210> 12

<211> 20

<212> DNA

<213> Homo sapiens

<400> 12
tcagaactcg tcagtggaag 20

<210>13

<211>19

<212> DNA

<213> Homo sapiens

<400> 13
gaagggccag acagcttat 19

<210> 14

<211> 21

<212> DNA

<213> Homo sapiens

<400> 14
atttgctttg tttttgtccc t 21

<210> 15

<211> 21

<212> DNA

<213> Homo sapiens

<400> 15
gatcattgct ttgtttggac ¢ 21

<210> 16

<211> 21

<212> DNA

<213> Homo sapiens

<400> 16
aggagaggaa aaatcttgac ¢ 21

<210> 17

<211> 20

<212> DNA

<213> Homo sapiens

<400> 17
ctgcctgcag ccattatigt 20

<210>18
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<211> 22
<212> DNA
<213> Homo sapiens

<400> 18
ccttggggta tgtttgttat gt 22

<210>19

<211> 22

<212> DNA

<213> Homo sapiens

<400> 19
actttttctg tatcagtcac gg 22

<210> 20

<211> 20

<212> DNA

<213> Homo sapiens

<400> 20
ctgcttttgt gtgttcectt 20

<210> 21

<211> 20

<212> DNA

<213> Homo sapiens

<400> 21
ccagttcctg tttttctgec 20

<210> 22

<211> 21

<212> DNA

<213> Homo sapiens

<400> 22
gccttcactg atcctacttt ¢ 21

<210> 23

<211> 21

<212> DNA

<213> Homo sapiens

<400> 23
ggatatgggg taggtttttg t 21

<210> 24

<211> 20

<212> DNA

<213> Homo sapiens

<400> 24
actcatagaa ctggggcttt 20

<210> 25
<211> 20



<212> DNA
<213> Homo sapiens

<400> 25
ctttgtaggt cctccagaga 20

<210> 26

<211> 20

<212> DNA

<213> Homo sapiens

<400> 26
ccigttttca gtgggttgaa 20

<210> 27

<211> 20

<212> DNA

<213> Homo sapiens

<400> 27
ccacgttgta cctttccatg 20

<210> 28

<211> 21

<212> DNA

<213> Homo sapiens

<400> 28
gagattcaaa acagtggtgg c 21

<210> 29

<211>19

<212> DNA

<213> Homo sapiens

<400> 29
acaacactgt ccttgggtt 19

<210> 30

<211> 20

<212> DNA

<213> Homo sapiens

<400> 30
taaatgtcct gtgtgctcgg 20

<210> 31

<211> 20

<212> DNA

<213> Homo sapiens

<400> 31
gacaggacac atggagagag 20

<210> 32
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 32
aactgatggt gatttgcatg t 21

<210> 33

<211> 20

<212> DNA

<213> Homo sapiens

<400> 33
ggcttctgga aacatcttgec 20

<210> 34

<211> 21

<212> DNA

<213> Homo sapiens

<400> 34
caatagaagt agggggtgag g 21

<210> 35

<211> 20

<212> DNA

<213> Homo sapiens

<400> 35
agctgggatg ggttgtttat 20

<210> 36

<211> 20

<212> DNA

<213> Homo sapiens

<400> 36
gccagtigtc agaagaatcc 20

<210> 37

<211> 20

<212> DNA

<213> Homo sapiens

<400> 37
caactgcatt ccaaaacagc 20

<210> 38

<211> 21

<212> DNA

<213> Homo sapiens

<400> 38
gaagggaaac agtgagaaag a 21

<210> 39

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 39
tcaagcgcceg taagtatgta 20

<210> 40

<211> 20

<212> DNA

<213> Homo sapiens

<400> 40
taaccataac atccagggca 20

<210> 41

<211> 20

<212> DNA

<213> Homo sapiens

<400> 41
ttgtaagctg gcacactgaa 20

<210> 42

<211> 20

<212> DNA

<213> Homo sapiens

<400> 42
ttaagaaagt gcegtgttge 20

<210> 43

<211> 20

<212> DNA

<213> Homo sapiens

<400> 43
atgggtccat gaagagaagc 20

<210> 44

<211> 20

<212> DNA

<213> Homo sapiens

<400> 44
agttgtttcc agtactgeca 20

<210> 45

<211> 20

<212> DNA

<213> Homo sapiens

<400> 45
gtatgctttc aagtgacgcc 20

<210> 46

<211> 21

<212> DNA

<213> Homo sapiens

<400> 46

DK/EP 3649260 T3



gaagacaatg caatgaggtg t 21

<210> 47

<211> 20

<212> DNA

<213> Homo sapiens

<400> 47
agacccaatg agaacaggaa 20

<210> 48

<211> 20

<212> DNA

<213> Homo sapiens

<400> 48
tgatggagga agtgtgaagc 20

<210> 49

<211> 20

<212> DNA

<213> Homo sapiens

<400> 49
tggcttttct gtagtttggg 20

<210> 50

<211> 20

<212> DNA

<213> Homo sapiens

<400> 50
agcagcaaga gttgagaaga 20

<210> 51

<211> 21

<212> DNA

<213> Homo sapiens

<400> 51
ggctttgaaa aatcaccatg g 21

<210> 52

<211> 20

<212> DNA

<213> Homo sapiens

<400> 52
agaggtttcc atcgttgota 20

<210> 53

<211> 20

<212> DNA

<213> Homo sapiens

<400> 53
aacagcccca aacttcctac 20
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<210> 54

<211> 20

<212> DNA

<213> Homo sapiens

<400> 54
atcactgcca acaagccatt 20

<210> 55

<211> 20

<212> DNA

<213> Homo sapiens

<400> 55
tgagttgtgg gggataaagg 20

<210> 56

<211> 20

<212> DNA

<213> Homo sapiens

<400> 56
tctgggcact ttccttatga 20

<210> 57

<211> 20

<212> DNA

<213> Homo sapiens

<400> 57
gcagttttga ggggagaaga 20

<210> 58

<211>19

<212> DNA

<213> Homo sapiens

<400> 58
ttcatgatgc cacctectc 19

<210> 59

<211> 20

<212> DNA

<213> Homo sapiens

<400> 59
gcccaaatac cccttcagta 20

<210> 60

<211> 20

<212> DNA

<213> Homo sapiens

<400> 60
gcacctcaat cccgtacaat 20

<210> 61
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 61
gcgttttaag cagctgtgta 20

<210> 62

<211> 20

<212> DNA

<213> Homo sapiens

<400> 62
tctccagatc gaaacagcat 20

<210> 63

<211> 20

<212> DNA

<213> Homo sapiens

<400> 63
tcattcaaag ccaagatgcc 20

<210> 64

<211> 20

<212> DNA

<213> Homo sapiens

<400> 64
acacgctaca tagacactgg 20

<210> 65

<211> 20

<212> DNA

<213> Homo sapiens

<400> 65
caatcgaggt cacattcacc 20

<210> 66

<211> 21

<212> DNA

<213> Homo sapiens

<400> 66

tgacacgctg aagaaaatag ¢ 21

<210> 67

<211> 20

<212> DNA

<213> Homo sapiens

<400> 67
ggagggaatg gcagaagtaa 20

<210> 68
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 68
ggattttcag agcagaggtt g 21

<210> 69

<211> 20

<212> DNA

<213> Homo sapiens

<400> 69
aagagttgcc tgtacccttic 20

<210>70

<211>19

<212> DNA

<213> Homo sapiens

<400> 70
gtctctttac tgggagegt 19

<210> 71

<211> 20

<212> DNA

<213> Homo sapiens

<400> 71
acattgcccc tgacaacata 20

<210> 72

<211>19

<212> DNA

<213> Homo sapiens

<400> 72
tcattatctg aggagcecgg 19

<210>73

<211> 21

<212> DNA

<213> Homo sapiens

<400> 73
ggctccataa tcttctgcaa t 21

<210> 74

<211> 20

<212> DNA

<213> Homo sapiens

<400> 74
cgtacatctg atttgtgggt 20

<210>75
<211> 21
<212> DNA



<213> Homo sapiens

<400> 75
tgccactgat gatacaaaag ¢ 21

<210> 76

<211> 20

<212> DNA

<213> Homo sapiens

<400> 76
gaaacgtgtg gtgtcctcta 20

<210> 77

<211> 20

<212> DNA

<213> Homo sapiens

<400> 77
agtgtttggg gctctatcag 20

<210>78

<211> 20

<212> DNA

<213> Homo sapiens

<400> 78
ctttcecttt tgagtecotge 20

<210>79

<211> 20

<212> DNA

<213> Homo sapiens

<400> 79
tctegettac cttgetacat 20

<210> 80

<211> 20

<212> DNA

<213> Homo sapiens

<400> 80
aaagcgggaa ttggaacttt 20

<210> 81

<211> 20

<212> DNA

<213> Homo sapiens

<400> 81
ggggaacatt gggaagagat 20

<210> 82

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 82
tctaccagct acaaacccat 20

<210> 83

<211> 20

<212> DNA

<213> Homo sapiens

<400> 83
tcagccaata cccatagcag 20

<210> 84

<211> 20

<212> DNA

<213> Homo sapiens

<400> 84
aatcagagga agatgggtcg 20

<210> 85

<211> 20

<212> DNA

<213> Homo sapiens

<400> 85
gagaactcca ccctgtcttt 20

<210> 86

<211> 20

<212> DNA

<213> Homo sapiens

<400> 86
gggagtgtgt gaatgtgtct 20

<210> 87

<211> 21

<212> DNA

<213> Homo sapiens

<400> 87
aagctttaca tcatggcact g 21

<210> 88

<211> 20

<212> DNA

<213> Homo sapiens

<400> 88
aaaggtccat aggctcacat 20

<210> 89

<211> 20

<212> DNA

<213> Homo sapiens

<400> 89
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ttgaccaatg ccattaagcc 20

<210> 90

<211> 21

<212> DNA

<213> Homo sapiens

<400> 90
accagggaaa tgttagcttc t 21

<210> 91

<211> 21

<212> DNA

<213> Homo sapiens

<400> 91
tgctctgtta tggttggagt t 21

<210> 92

<211> 20

<212> DNA

<213> Homo sapiens

<400> 92
gaagcggcag taattcagga 20

<210> 93

<211> 20

<212> DNA

<213> Homo sapiens

<400> 93
aactgtgtcc taagcagtga 20

<210> 94

<211> 20

<212> DNA

<213> Homo sapiens

<400> 94
gtcacctcca gagctttcat 20

<210> 95

<211> 21

<212> DNA

<213> Homo sapiens

<400> 95
gaacaatgca acctgagaact 21

<210> 96

<211> 21

<212> DNA

<213> Homo sapiens

<400> 96
tgattgtcct ctaccatgca t 21
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<210> 97

<211> 21

<212> DNA

<213> Homo sapiens

<400> 97
aggcttgaaa caccaccittt a 21

<210> 98

<211> 20

<212> DNA

<213> Homo sapiens

<400> 98
ttgatttgtt gggtggtigg 20

<210> 99

<211> 20

<212> DNA

<213> Homo sapiens

<400> 99
tgccaatotg aggtttticc 20

<210>100

<211> 20

<212> DNA

<213> Homo sapiens

<400> 100
actctgcttt agggcttctg 20

<210> 101

<211> 20

<212> DNA

<213> Homo sapiens

<400> 101
gcagaaaagc tcccaaacaa 20

<210> 102

<211> 20

<212> DNA

<213> Homo sapiens

<400> 102
gaaaagaggt ggagagggag 20

<210> 103

<211> 20

<212> DNA

<213> Homo sapiens

<400> 103
aggacccttt tgctgatttc 20

<210> 104
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 104
ctggcccaag tgcatacata 20

<210> 105

<211> 20

<212> DNA

<213> Homo sapiens

<400> 105
aaccagagag acaccttgac 20

<210> 106

<211> 20

<212> DNA

<213> Homo sapiens

<400> 106
tcctecctat ctectgtgac 20

<210> 107

<211> 20

<212> DNA

<213> Homo sapiens

<400> 107
actctgccag aaaagcctac 20

<210> 108

<211> 20

<212> DNA

<213> Homo sapiens

<400> 108
cctttgtctt gaagcectect 20

<210> 109

<211> 20

<212> DNA

<213> Homo sapiens

<400> 109
ttgactgagc agagtagagc 20

<210> 110

<211> 22

<212> DNA

<213> Homo sapiens

<400> 110
tictacctac aagcaaagag ag 22

<210> 111
<211> 21



<212> DNA
<213> Homo sapiens

<400> 111
tcaccaacag aggatcaaact 21

<210> 112

<211> 20

<212> DNA

<213> Homo sapiens

<400> 112
ccgagggata acatacagct 20

<210> 113

<211> 20

<212> DNA

<213> Homo sapiens

<400> 113
cactagtcac agaagcaggt 20

<210> 114

<211> 20

<212> DNA

<213> Homo sapiens

<400> 114
gtagaaaccc cgagacaact 20

<210> 115

<211> 20

<212> DNA

<213> Homo sapiens

<400> 115
caatttgctg ttcagaggcet 20

<210> 116

<211> 20

<212> DNA

<213> Homo sapiens

<400> 116
tcatgatgtg gcttagtggg 20

<210> 117

<211> 20

<212> DNA

<213> Homo sapiens

<400> 117
tacacccaca tgcatacaca 20

<210> 118
<211>19
<212> DNA
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<213> Homo sapiens

<400> 118
gaagtgtgca tgggagagt 19

<210> 119

<211> 21

<212> DNA

<213> Homo sapiens

<400> 119
tttgggtggc tctatgttag g 21

<210>120

<211> 20

<212> DNA

<213> Homo sapiens

<400> 120
ctcottgact catttccegt 20

<210> 121

<211> 20

<212> DNA

<213> Homo sapiens

<400> 121
agagtaccac tgccaagaaa 20

<210> 122

<211> 20

<212> DNA

<213> Homo sapiens

<400> 122
ctgctagtct gtcaggagag 20

<210>123

<211> 20

<212> DNA

<213> Homo sapiens

<400> 123
gggcagcagt ataaacatcc 20

<210> 124

<211> 20

<212> DNA

<213> Homo sapiens

<400> 124
gacattccct tccattgage 20

<210> 125

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 125
ttcctggtaa atgtgcetggt 20

<210> 126

<211> 20

<212> DNA

<213> Homo sapiens

<400> 126
ggccagattt gcagtgattt 20

<210> 127

<211> 21

<212> DNA

<213> Homo sapiens

<400> 127

agaatcaaca acaatggcag g 21

<210> 128

<211> 21

<212> DNA

<213> Homo sapiens

<400> 128

ctctgaggaa agctigtagg a 21

<210>129

<211> 20

<212> DNA

<213> Homo sapiens

<400> 129
aggttttcgt tctgottcag 20

<210>130

<211>19

<212> DNA

<213> Homo sapiens

<400> 130
cgggtcagtg attctagct 19

<210> 131

<211> 20

<212> DNA

<213> Homo sapiens

<400> 131
gtcactatgg aatgggggtt 20

<210> 132

<211> 20

<212> DNA

<213> Homo sapiens

<400> 132

DK/EP 3649260 T3



DK/EP 3649260 T3

gcttcttcce cgcaatatga 20

<210> 133

<211> 20

<212> DNA

<213> Homo sapiens

<400> 133
cggttcagag tcaatgccta 20

<210> 134

<211> 21

<212> DNA

<213> Homo sapiens

<400> 134
tacccaacaa gccagagaaat 21

<210> 135

<211> 20

<212> DNA

<213> Homo sapiens

<400> 135
agagggaaag tgcaaggaat 20

<210> 136

<211> 20

<212> DNA

<213> Homo sapiens

<400> 136
gtttttcagce acactgtcec 20

<210> 137

<211> 20

<212> DNA

<213> Homo sapiens

<400> 137
accacattac tcacaaccct 20

<210> 138

<211> 20

<212> DNA

<213> Homo sapiens

<400> 138
aagccctttt catctccaca 20

<210> 139

<211> 20

<212> DNA

<213> Homo sapiens

<400> 139
ccagagctga gacaactact 20



<210> 140

<211> 20

<212> DNA

<213> Homo sapiens

<400> 140
gaagcaattc ctcacaccac 20

<210> 141

<211> 20

<212> DNA

<213> Homo sapiens

<400> 141
ttcagtcaga atgaggagcc 20

<210> 142

<211> 20

<212> DNA

<213> Homo sapiens

<400> 142
ctcctcetece ctetgatttt 20

<210> 143

<211> 21

<212> DNA

<213> Homo sapiens

<400> 143
ttttaaagcg acagtcacac g 21

<210> 144

<211> 20

<212> DNA

<213> Homo sapiens

<400> 144
tectetgcect totacccttt 20

<210> 145

<211> 20

<212> DNA

<213> Homo sapiens

<400> 145
tgttgtgcct titgttctgg 20

<210> 146

<211> 22

<212> DNA

<213> Homo sapiens

<400> 146

ttaggaggta aggctggaaa aa 22

<210> 147
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 147
ctgtcagcaa tttcaggtca g 21

<210> 148

<211> 20

<212> DNA

<213> Homo sapiens

<400> 148
agacaaaggc ttcacggaac 20

<210> 149

<211> 20

<212> DNA

<213> Homo sapiens

<400> 149
ttcctetgtg tettgaaggt 20

<210> 150

<211> 20

<212> DNA

<213> Homo sapiens

<400> 150
atcaatgcag gtgagtgtga 20

<210> 151

<211> 20

<212> DNA

<213> Homo sapiens

<400> 151
cactccacat aagcctcaga 20

<210> 152

<211> 20

<212> DNA

<213> Homo sapiens

<400> 152
aggatgtagt tgggtgagga 20

<210> 153

<211> 20

<212> DNA

<213> Homo sapiens

<400> 153
cagtcatcac ggggagatac 20

<210> 154
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 154
gacagatatt tgtgcagggt 20

<210> 155

<211> 20

<212> DNA

<213> Homo sapiens

<400> 155
tcctagcecct tacctttccot 20

<210> 156

<211> 20

<212> DNA

<213> Homo sapiens

<400> 156
agcctgaatg tcactgatca 20

<210> 157

<211>19

<212> DNA

<213> Homo sapiens

<400> 157
actcatcact tctggotge 19

<210> 158

<211> 20

<212> DNA

<213> Homo sapiens

<400> 158
tettgtgttt cctgecctat 20

<210> 159

<211> 20

<212> DNA

<213> Homo sapiens

<400> 159
ttgctgtgga tgagaatgga 20

<210> 160

<211> 20

<212> DNA

<213> Homo sapiens

<400> 160

tgagggcaga aagaaacaga 20

<210> 161
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 161
ggggtcacac atcacttttc 20

<210> 162

<211> 20

<212> DNA

<213> Homo sapiens

<400> 162
atagggtcac aatccactgc 20

<210> 163

<211> 20

<212> DNA

<213> Homo sapiens

<400> 163
atattgagcc ccgcatgtta 20

<210> 164

<211> 20

<212> DNA

<213> Homo sapiens

<400> 164
ggttgcagga gaaagaacat 20

<210> 165

<211> 20

<212> DNA

<213> Homo sapiens

<400> 165
tgccatgtaa ttgccaagat 20

<210> 166

<211>19

<212> DNA

<213> Homo sapiens

<400> 166
cctgttctec atcectotg 19

<210> 167

<211> 21

<212> DNA

<213> Homo sapiens

<400> 167
tcacaaacta cccaacacct a 21

<210> 168

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 168
cagaattagt tggggagctg t 21

<210> 169

<211> 20

<212> DNA

<213> Homo sapiens

<400> 169
gccatctect gaaatagtgce 20

<210>170

<211> 20

<212> DNA

<213> Homo sapiens

<400> 170
gcaagtgtic ccatctagaa 20

<210>171

<211> 20

<212> DNA

<213> Homo sapiens

<400> 171
attgataccc ctctccccag 20

<210>172

<211>19

<212> DNA

<213> Homo sapiens

<400> 172
aagtaagctg tctectgge 19

<210> 173

<211> 20

<212> DNA

<213> Homo sapiens

<400> 173
aggttggttg gcatgaagaa 20

<210> 174

<211> 20

<212> DNA

<213> Homo sapiens

<400> 174
agcagagttt caagacaagc 20

<210> 175

<211> 20

<212> DNA

<213> Homo sapiens

<400> 175



ttttacacag caggcctctt 20

<210> 176

<211> 21

<212> DNA

<213> Homo sapiens

<400> 176
gcaactccaa attatcaggg ¢ 21

<210> 177

<211> 20

<212> DNA

<213> Homo sapiens

<400> 177
cagcaccttc ccttagcaaa 20

<210> 178

<211> 20

<212> DNA

<213> Homo sapiens

<400> 178
cltgttgtct tgtagcectg 20

<210> 179

<211> 20

<212> DNA

<213> Homo sapiens

<400> 179
cacagataca gacgtccaca 20

<210> 180

<211> 21

<212> DNA

<213> Homo sapiens

<400> 180
agctcagcaa ttaaacagtc ¢ 21

<210> 181

<211> 20

<212> DNA

<213> Homo sapiens

<400> 181
tgttgagagt gccagagatg 20

<210> 182

<211> 20

<212> DNA

<213> Homo sapiens

<400> 182
cttccacctt ctgccaatga 20
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<210> 183

<211> 20

<212> DNA

<213> Homo sapiens

<400> 183
ttctgacatt tgcaagcacc 20

<210> 184

<211> 20

<212> DNA

<213> Homo sapiens

<400> 184
cigttgctag tttcttggge 20

<210> 185

<211>19

<212> DNA

<213> Homo sapiens

<400> 185
ttttccagtc ccagcacat 19

<210> 186

<211> 21

<212> DNA

<213> Homo sapiens

<400> 186
tctctetctt cctgaaacag ¢ 21

<210> 187

<211> 21

<212> DNA

<213> Homo sapiens

<400> 187
aacctctgot ttgtgtagtg a 21

<210> 188

<211> 20

<212> DNA

<213> Homo sapiens

<400> 188
gagagaatgc aaggttcagc 20

<210> 189

<211> 20

<212> DNA

<213> Homo sapiens

<400> 189
tacagcatca aagaggaagc 20

<210>190
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 190
gaggggatga ggggaaaaag 20

<210> 191

<211> 20

<212> DNA

<213> Homo sapiens

<400> 191
catgacctct gacggatctg 20

<210> 192

<211>19

<212> DNA

<213> Homo sapiens

<400> 192
aggcaatgag gtcaaggac 19

<210> 193

<211> 20

<212> DNA

<213> Homo sapiens

<400> 193
atgatggccc caacttcttc 20

<210> 194

<211> 20

<212> DNA

<213> Homo sapiens

<400> 194
ttctagacac tgagggagca 20

<210> 195

<211> 20

<212> DNA

<213> Homo sapiens

<400> 195
aacgctacac tttacgagct 20

<210> 196

<211> 20

<212> DNA

<213> Homo sapiens

<400> 196
tcaacactac ctgccaatca 20

<210>197
<211>19
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<212> DNA
<213> Homo sapiens

<400> 197
tgccgacaca aaagaatgce 19

<210> 198

<211>19

<212> DNA

<213> Homo sapiens

<400> 198
aaagtgttcc tccotgetg 19

<210> 199

<211> 20

<212> DNA

<213> Homo sapiens

<400> 199
aggagcaaaa tagtctggcet 20

<210> 200

<211> 21

<212> DNA

<213> Homo sapiens

<400> 200
accactcttg aatcattgca g 21

<210> 201

<211> 21

<212> DNA

<213> Homo sapiens

<400> 201
ccagccaatt ttctetttce ¢ 21

<210> 202

<211> 20

<212> DNA

<213> Homo sapiens

<400> 202
actgtcccta ctgcocaattt 20

<210> 203

<211> 21

<212> DNA

<213> Homo sapiens

<400> 203
atctggtttg aacttgccaa ¢ 21

<210> 204
<211> 20
<212> DNA



<213> Homo sapiens

<400> 204
cactctgaat agctctcccc 20

<210> 205

<211> 20

<212> DNA

<213> Homo sapiens

<400> 205
ttatccggga cagtttcagg 20

<210> 206

<211> 20

<212> DNA

<213> Homo sapiens

<400> 206
gaatctittg gocccacactg 20

<210> 207

<211> 20

<212> DNA

<213> Homo sapiens

<400> 207
gtcagacaca cttagctggt 20

<210> 208

<211> 20

<212> DNA

<213> Homo sapiens

<400> 208
acacatttca ccttcaccct 20

<210> 209

<211> 20

<212> DNA

<213> Homo sapiens

<400> 209
gcactaatcc aggggcttaa 20

<210> 210

<211> 20

<212> DNA

<213> Homo sapiens

<400> 210
ccccttacca ccacttctac 20

<210> 211

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 211
ttcagatccc ttaagcacgce 20

<210> 212

<211> 20

<212> DNA

<213> Homo sapiens

<400> 212
acctaaggcc tcaaattcca 20

<210> 213

<211> 20

<212> DNA

<213> Homo sapiens

<400> 213
cagaccacgg gcataagaaa 20

<210> 214

<211> 20

<212> DNA

<213> Homo sapiens

<400> 214
tggatgtgtg gatttggaga 20

<210> 215

<211>19

<212> DNA

<213> Homo sapiens

<400> 215
ctggctgtct tctgggaaa 19

<210> 216

<211> 21

<212> DNA

<213> Homo sapiens

<400> 216
caagcagaac tgagaagagt ¢ 21

<210> 217

<211> 20

<212> DNA

<213> Homo sapiens

<400> 217
agtggaacga ggattgtgtt 20

<210> 218

<211> 20

<212> DNA

<213> Homo sapiens

<400> 218
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ctcocatetg aaactgcetga 20

<210> 219

<211>19

<212> DNA

<213> Homo sapiens

<400> 219
acatcacaac caccctgac 19

<210> 220

<211> 20

<212> DNA

<213> Homo sapiens

<400> 220
gtgttgacct gatttgccaa 20

<210> 221

<211> 20

<212> DNA

<213> Homo sapiens

<400> 221
gaacaaagag gaacagagcc 20

<210> 222

<211> 20

<212> DNA

<213> Homo sapiens

<400> 222
ttcatgattc cagggtcctc 20

<210> 223

<211> 22

<212> DNA

<213> Homo sapiens

<400> 223
ggacggattt agtgtacatt gg 22

<210> 224

<211> 20

<212> DNA

<213> Homo sapiens

<400> 224
tttccttcca acaccacaga 20

<210> 225

<211> 20

<212> DNA

<213> Homo sapiens

<400> 225
tccttagggt tetgcgaaat 20
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<210> 226

<211> 20

<212> DNA

<213> Homo sapiens

<400> 226
ggaaactccc tgccttctac 20

<210> 227

<211> 20

<212> DNA

<213> Homo sapiens

<400> 227
tcttccaaac accaggtcta 20

<210> 228

<211>19

<212> DNA

<213> Homo sapiens

<400> 228
actcaatgga aggaagggc 19

<210> 229

<211> 20

<212> DNA

<213> Homo sapiens

<400> 229
aaggacttgt gotgtattgc 20

<210> 230

<211> 20

<212> DNA

<213> Homo sapiens

<400> 230
gacgggagcc agtattctac 20

<210> 231

<211> 20

<212> DNA

<213> Homo sapiens

<400> 231
gggattgaga gottggttct 20

<210> 232

<211> 20

<212> DNA

<213> Homo sapiens

<400> 232
ctccccacca agatgttcaa 20

<210> 233
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 233
gttttgggtc atgcagtgtt 20

<210> 234

<211> 20

<212> DNA

<213> Homo sapiens

<400> 234
gacaaaaaca cttgccagac 20

<210> 235

<211> 20

<212> DNA

<213> Homo sapiens

<400> 235
aaccatggct tigcaagtac 20

<210> 236

<211> 20

<212> DNA

<213> Homo sapiens

<400> 236
ggaaccctct gotattttge 20

<210> 237

<211> 20

<212> DNA

<213> Homo sapiens

<400> 237
tactccttgt gtgaacccct 20

<210> 238

<211> 20

<212> DNA

<213> Homo sapiens

<400> 238
acctttaccc cataccatcc 20

<210> 239

<211> 20

<212> DNA

<213> Homo sapiens

<400> 239
cattcctttg gttggtgtcc 20

<210> 240
<211> 20



<212> DNA
<213> Homo sapiens

<400> 240
ctaatgggcc tgttgttcct 20

<210> 241

<211> 20

<212> DNA

<213> Homo sapiens

<400> 241
caacctacct goccatagtt 20

<210> 242

<211> 20

<212> DNA

<213> Homo sapiens

<400> 242
cgtagcaaat tatggcgagg 20

<210> 243

<211> 20

<212> DNA

<213> Homo sapiens

<400> 243
ggtcagaagg gaaagggttc 20

<210> 244

<211> 20

<212> DNA

<213> Homo sapiens

<400> 244
ccagattaaa acgtggtgcc 20

<210> 245

<211> 20

<212> DNA

<213> Homo sapiens

<400> 245
cccacaacta taggtcgeat 20

<210> 246

<211> 21

<212> DNA

<213> Homo sapiens

<400> 246
agttgttcca tttgtaccag ¢ 21

<210> 247
<211>19
<212> DNA
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<213> Homo sapiens

<400> 247
ttggotgcac tttgagtca 19

<210> 248

<211> 20

<212> DNA

<213> Homo sapiens

<400> 248
cagatggccc attgtaacaa 20

<210> 249

<211>19

<212> DNA

<213> Homo sapiens

<400> 249
tattgaggtt cccgtgetg 19

<210> 250

<211> 20

<212> DNA

<213> Homo sapiens

<400> 250
agaatgtgaa gtggctccat 20

<210> 251

<211> 20

<212> DNA

<213> Homo sapiens

<400> 251
tttgggtttg tgtgtgtgtg 20

<210> 252

<211> 20

<212> DNA

<213> Homo sapiens

<400> 252
aggaatctct ctctgccaag 20

<210> 253

<211> 20

<212> DNA

<213> Homo sapiens

<400> 253
tcttcaaggc aggtcatagg 20

<210> 254

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 254
gaaacctaag acgttccact g 21

<210> 255

<211> 20

<212> DNA

<213> Homo sapiens

<400> 255
gagtgaaggg attggagcaa 20

<210> 256

<211> 20

<212> DNA

<213> Homo sapiens

<400> 256
atgtctcagg ctaggtgttc 20

<210> 257

<211> 20

<212> DNA

<213> Homo sapiens

<400> 257
acactcacaa agcccagtta 20

<210> 258

<211> 20

<212> DNA

<213> Homo sapiens

<400> 258
gtgcagactc atgttatggce 20

<210> 259

<211> 20

<212> DNA

<213> Homo sapiens

<400> 259
aggatctcaa agcaccacag 20

<210> 260

<211> 20

<212> DNA

<213> Homo sapiens

<400> 260
aacgggaaga gggaaacttt 20

<210> 261

<211> 20

<212> DNA

<213> Homo sapiens

<400> 261
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atgttcaaca gagtcaggct 20

<210> 262

<211> 20

<212> DNA

<213> Homo sapiens

<400> 262
cagtaacagt ccagggtctt 20

<210> 263

<211> 20

<212> DNA

<213> Homo sapiens

<400> 263
agtctgggag cctagaatca 20

<210> 264

<211> 22

<212> DNA

<213> Homo sapiens

<400> 264
cattgtagtt tcaggacacc aa 22

<210> 265

<211> 20

<212> DNA

<213> Homo sapiens

<400> 265
accacagaat gacttgcagc 20

<210> 266

<211> 20

<212> DNA

<213> Homo sapiens

<400> 266
tttcacgtgt aacaggagca 20

<210> 267

<211> 20

<212> DNA

<213> Homo sapiens

<400> 267
tgctacaggg aaaatggtct 20

<210> 268

<211> 20

<212> DNA

<213> Homo sapiens

<400> 268
tccactgctt agtttgectt 20
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<210> 269

<211> 20

<212> DNA

<213> Homo sapiens

<400> 269
acaggtgggg agaaaaggta 20

<210> 270

<211> 20

<212> DNA

<213> Homo sapiens

<400> 270
ctgccactac tacacagcta 20

<210> 271

<211> 20

<212> DNA

<213> Homo sapiens

<400> 271
atgggtctct ggaatgcatg 20

<210> 272

<211> 20

<212> DNA

<213> Homo sapiens

<400> 272
agttctccac agcacatcat 20

<210> 273

<211> 20

<212> DNA

<213> Homo sapiens

<400> 273
tctttcatct cagctctgca 20

<210> 274

<211> 20

<212> DNA

<213> Homo sapiens

<400> 274
ccgaacagta ttttgagggg 20

<210> 275

<211> 20

<212> DNA

<213> Homo sapiens

<400> 275
tttggctgtt tectgttice 20

<210> 276



<211> 20
<212> DNA
<213> Homo sapiens

<400> 276
acctaacttg cctigtcctt 20

<210> 277

<211> 20

<212> DNA

<213> Homo sapiens

<400> 277
acaggagaac aagcagcata 20

<210> 278

<211> 21

<212> DNA

<213> Homo sapiens

<400> 278
cagcctagta tatgggaacg t 21

<210> 279

<211> 23

<212> DNA

<213> Homo sapiens

<400> 279
acccatatgt agtatcgctc ttg 23

<210> 280

<211> 21

<212> DNA

<213> Homo sapiens

<400> 280
tatgggtttt tctgctccac t 21

<210> 281

<211> 20

<212> DNA

<213> Homo sapiens

<400> 281
aaatgtgagg gagagtcgtc 20

<210> 282

<211>19

<212> DNA

<213> Homo sapiens

<400> 282
gcaggaccct tcagcatta 19

<210> 283
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 283
gactggatga tgcaaaggtg 20

<210> 284

<211> 20

<212> DNA

<213> Homo sapiens

<400> 284
aacatttgca gggggatcaa 20

<210> 285

<211> 20

<212> DNA

<213> Homo sapiens

<400> 285
aaagatgcct cctigtgtct 20

<210> 286

<211> 20

<212> DNA

<213> Homo sapiens

<400> 286
aagttatctg cccagggaaa 20

<210> 287

<211> 20

<212> DNA

<213> Homo sapiens

<400> 287
tcotggctag tittgctgaa 20

<210> 288

<211> 20

<212> DNA

<213> Homo sapiens

<400> 288
cteottgcett gectttacac 20

<210> 289

<211> 20

<212> DNA

<213> Homo sapiens

<400> 289
agccttaatt ccccatgceat 20

<210> 290
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 290
titttetgtg gagtgtggcet 20

<210> 291

<211> 20

<212> DNA

<213> Homo sapiens

<400> 291
aaagagtcaa ccatgcactg 20

<210> 292

<211> 20

<212> DNA

<213> Homo sapiens

<400> 292
ggtgaagcag cctgaataaa 20

<210> 293

<211>19

<212> DNA

<213> Homo sapiens

<400> 293
tctttgtacc aagctgeca 19

<210> 294

<211> 20

<212> DNA

<213> Homo sapiens

<400> 294
gcttctactt tcecectccag 20

<210> 295

<211> 20

<212> DNA

<213> Homo sapiens

<400> 295
agaaaagcca acctcctctt 20

<210> 296

<211> 20

<212> DNA

<213> Homo sapiens

<400> 296
ccagggtact aaaaggggac 20

<210> 297

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 297
ttgtgggtca atgtcaacac 20

<210> 298

<211> 20

<212> DNA

<213> Homo sapiens

<400> 298
agaaaaggtg gaggaaggga 20

<210> 299

<211> 21

<212> DNA

<213> Homo sapiens

<400> 299
ggagttgttt acaggtggact 21

<210> 300

<211> 21

<212> DNA

<213> Homo sapiens

<400> 300
tagcttccaa ttcacaggtc a 21

<210> 301

<211> 20

<212> DNA

<213> Homo sapiens

<400> 301
ttaaatgcgc caagtcccta 20

<210> 302

<211> 20

<212> DNA

<213> Homo sapiens

<400> 302
atttcctggg tcaagotctt 20

<210> 303

<211> 20

<212> DNA

<213> Homo sapiens

<400> 303
cttggaccag gaatgctcta 20

<210> 304

<211> 20

<212> DNA

<213> Homo sapiens

<400> 304
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aggcagtcag atccacctat 20

<210> 305

<211> 20

<212> DNA

<213> Homo sapiens

<400> 305
aaaattgcct gotgtttgga 20

<210> 306

<211> 20

<212> DNA

<213> Homo sapiens

<400> 306
gcaccatcat gaaacctcct 20

<210> 307

<211> 20

<212> DNA

<213> Homo sapiens

<400> 307
ataggccagt ctcaggtaga 20

<210> 308

<211> 20

<212> DNA

<213> Homo sapiens

<400> 308
agattgcagc ctacccaaag 20

<210> 309

<211> 20

<212> DNA

<213> Homo sapiens

<400> 309
ttgactgaag tgttccaggt 20

<210> 310

<211> 20

<212> DNA

<213> Homo sapiens

<400> 310
gcttctttca accatccacc 20

<210> 311

<211> 20

<212> DNA

<213> Homo sapiens

<400> 311
gcagcactca actattccac 20
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<210> 312

<211> 20

<212> DNA

<213> Homo sapiens

<400> 312
caggagttat ggcaccagtg 20

<210> 313

<211> 20

<212> DNA

<213> Homo sapiens

<400> 313
gagagtgtgg aggcagaaaa 20

<210> 314

<211> 20

<212> DNA

<213> Homo sapiens

<400> 314
gcccaactta ttttccagcet 20

<210> 315

<211> 21

<212> DNA

<213> Homo sapiens

<400> 315
tcaagcccct tagattgaac a 21

<210> 316

<211> 20

<212> DNA

<213> Homo sapiens

<400> 316
gctgggcatg tagaactcaa 20

<210> 317

<211> 20

<212> DNA

<213> Homo sapiens

<400> 317
gggaaattgt caagggcttt 20

<210> 318

<211> 21

<212> DNA

<213> Homo sapiens

<400> 318
cttagttgct gttgtgctic t 21

<210> 319
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 319
agttgtagct gtatctgggt 20

<210> 320

<211> 20

<212> DNA

<213> Homo sapiens

<400> 320
agctgagtca tgtttaaggc 20

<210> 321

<211> 21

<212> DNA

<213> Homo sapiens

<400> 321
caattcagac tttgcccaaa ¢ 21

<210> 322

<211> 21

<212> DNA

<213> Homo sapiens

<400> 322
caatcattcc cacagticca a 21

<210> 323

<211> 20

<212> DNA

<213> Homo sapiens

<400> 323
ctgtgatggt ccattcaagg 20

<210> 324

<211> 20

<212> DNA

<213> Homo sapiens

<400> 324
tagctggaaa ttgcaaggag 20

<210> 325

<211>19

<212> DNA

<213> Homo sapiens

<400> 325
tectgttcacc tgagcecttt 19

<210> 326
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 326
taacttggac tgtgaaccca 20

<210> 327

<211> 20

<212> DNA

<213> Homo sapiens

<400> 327
cgcaacagga tgaaggaaat 20

<210> 328

<211> 20

<212> DNA

<213> Homo sapiens

<400> 328
gactcacact ctgaaagcct 20

<210> 329

<211> 21

<212> DNA

<213> Homo sapiens

<400> 329
aatttaggta gcactgaccc ¢ 21

<210> 330

<211> 20

<212> DNA

<213> Homo sapiens

<400> 330
ctggggaatt aggaagcaga 20

<210> 331

<211>19

<212> DNA

<213> Homo sapiens

<400> 331
atgacaaggc tggctcatc 19

<210> 332

<211> 20

<212> DNA

<213> Homo sapiens

<400> 332
ttagttttgg catgtggtgg 20

<210> 333
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 333
tggtgaggga gtgttctttt 20

<210> 334

<211> 20

<212> DNA

<213> Homo sapiens

<400> 334
tcattggggg agtcattcac 20

<210> 335

<211> 20

<212> DNA

<213> Homo sapiens

<400> 335
gaagtggtgt gatgagggtg 20

<210> 336

<211> 20

<212> DNA

<213> Homo sapiens

<400> 336
aagttaggcc ctgttaagca 20

<210> 337

<211> 20

<212> DNA

<213> Homo sapiens

<400> 337
tgttggtcgg agtcagaaat 20

<210> 338

<211> 20

<212> DNA

<213> Homo sapiens

<400> 338
gtaaaagagg ttgggatgcc 20

<210> 339

<211> 20

<212> DNA

<213> Homo sapiens

<400> 339
cgttggacat ggatcatacc 20

<210> 340

<211> 22

<212> DNA

<213> Homo sapiens
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<400> 340
tcacaacaag ggaaatagcc ta 22

<210> 341

<211> 20

<212> DNA

<213> Homo sapiens

<400> 341
tagtcaggta aacaacgcct 20

<210> 342

<211> 21

<212> DNA

<213> Homo sapiens

<400> 342
tetgtttett gtttggetga g 21

<210> 343

<211> 20

<212> DNA

<213> Homo sapiens

<400> 343
acataggtca cacaaagggt 20

<210> 344

<211> 20

<212> DNA

<213> Homo sapiens

<400> 344
gtgtgacact tttctgectt 20

<210> 345

<211> 21

<212> DNA

<213> Homo sapiens

<400> 345
ctggaaatag aaggcctttg ¢ 21

<210> 346

<211> 20

<212> DNA

<213> Homo sapiens

<400> 346
tecttggtctg ggaataagcec 20

<210> 347

<211> 20

<212> DNA

<213> Homo sapiens

<400> 347



tgcccctatg aacaacagaa 20

<210> 348

<211> 20

<212> DNA

<213> Homo sapiens

<400> 348
tgaacgtctt gcttacccac 20

<210> 349

<211>19

<212> DNA

<213> Homo sapiens

<400> 349
gaaggaaggc agaggtcaa 19

<210> 350

<211> 20

<212> DNA

<213> Homo sapiens

<400> 350
cttccacaaa gtcetgcaac 20

<210> 351

<211> 20

<212> DNA

<213> Homo sapiens

<400> 351
atgtgaacca ttgagaggca 20

<210> 352

<211> 20

<212> DNA

<213> Homo sapiens

<400> 352
aagagaaact accctggcaa 20

<210> 353

<211> 20

<212> DNA

<213> Homo sapiens

<400> 353
gcatgtagtt cagttcaggc 20

<210> 354

<211> 20

<212> DNA

<213> Homo sapiens

<400> 354
atgaaatgta atggggtgcg 20
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<210> 355

<211> 20

<212> DNA

<213> Homo sapiens

<400> 355
ttttggcagt gatgaccttg 20

<210> 356

<211> 20

<212> DNA

<213> Homo sapiens

<400> 356
ttettggctt ttctgaccct 20

<210> 357

<211> 21

<212> DNA

<213> Homo sapiens

<400> 357
ttgagaaaga ccccaacaga a 21

<210> 358

<211> 22

<212> DNA

<213> Homo sapiens

<400> 358
gaaaataaca cagtagggat gc 22

<210> 359

<211> 20

<212> DNA

<213> Homo sapiens

<400> 359
gaatggagag gcagttttca 20

<210> 360

<211> 20

<212> DNA

<213> Homo sapiens

<400> 360
cacccttttc ctgttttgca 20

<210> 361

<211> 21

<212> DNA

<213> Homo sapiens

<400> 361
agaagaaact tgcagtgttg g 21

<210> 362



<211> 21
<212> DNA
<213> Homo sapiens

<400> 362
tgcagcatta ttctttctgg g 21

<210> 363

<211> 21

<212> DNA

<213> Homo sapiens

<400> 363
acacacatat tagggaacag ¢ 21

<210> 364

<211> 20

<212> DNA

<213> Homo sapiens

<400> 364
gagtgtaggt gcttgggtat 20

<210> 365

<211> 20

<212> DNA

<213> Homo sapiens

<400> 365
ccttagaatc ctagcegectt 20

<210> 366

<211> 20

<212> DNA

<213> Homo sapiens

<400> 366
tcatgaggtt gccagtgttt 20

<210> 367

<211> 20

<212> DNA

<213> Homo sapiens

<400> 367
ccccatacat catcacatgc 20

<210> 368

<211> 20

<212> DNA

<213> Homo sapiens

<400> 368
gggtaatgct ttcttgggga 20

<210> 369
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 369
agttgagaag ggaaggcaag 20

<210> 370

<211> 21

<212> DNA

<213> Homo sapiens

<400> 370
ctcotggtgg cttatttttg a 21

<210> 371

<211> 22

<212> DNA

<213> Homo sapiens

<400> 371
tctggatttt ggctactcat ga 22

<210> 372

<211> 20

<212> DNA

<213> Homo sapiens

<400> 372
gtagtcctcec tttgeccttc 20

<210> 373

<211> 20

<212> DNA

<213> Homo sapiens

<400> 373
gacatgcaca gatcgaaacc 20

<210> 374

<211> 20

<212> DNA

<213> Homo sapiens

<400> 374
cgcatttgac aacagggatc 20

<210> 375

<211> 20

<212> DNA

<213> Homo sapiens

<400> 375
aagccacctg tictctctca 20

<210> 376
<211> 20
<212> DNA



<213> Homo sapiens

<400> 376
attccaacca ttccgacacc 20

<210> 377

<211> 20

<212> DNA

<213> Homo sapiens

<400> 377

aaagaaaatg gtgaacgtgc 20

<210> 378

<211> 20

<212> DNA

<213> Homo sapiens

<400> 378
tgatcagggc tttagaggtc 20

<210> 379

<211> 20

<212> DNA

<213> Homo sapiens

<400> 379
actccctatt gttctccect 20

<210> 380

<211> 20

<212> DNA

<213> Homo sapiens

<400> 380
ctcottgaca gatgtgaccc 20

<210> 381

<211> 20

<212> DNA

<213> Homo sapiens

<400> 381
ttttggagtc tgagccacaa 20

<210> 382

<211>19

<212> DNA

<213> Homo sapiens

<400> 382
ttgaagtccc gttgctgat 19

<210> 383

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 383
ttggggtcag ttctaacagt 20

<210> 384

<211> 20

<212> DNA

<213> Homo sapiens

<400> 384
ttttcaccac cicttccctec 20

<210> 385

<211> 20

<212> DNA

<213> Homo sapiens

<400> 385
acctgaccac aagctttaca 20

<210> 386

<211> 20

<212> DNA

<213> Homo sapiens

<400> 386
cacatattgg cgcacagtac 20

<210> 387

<211> 20

<212> DNA

<213> Homo sapiens

<400> 387
gccatgcacc gatgaaaaat 20

<210> 388

<211> 20

<212> DNA

<213> Homo sapiens

<400> 388
ttgtgaggag atttctgggce 20

<210> 389

<211> 20

<212> DNA

<213> Homo sapiens

<400> 389
cacactaaga gcactgggaa 20

<210> 390

<211> 20

<212> DNA

<213> Homo sapiens

<400> 390
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atgacctagc acatcttccc 20

<210> 391

<211> 20

<212> DNA

<213> Homo sapiens

<400> 391
acattttcce cattccatgc 20

<210> 392

<211> 20

<212> DNA

<213> Homo sapiens

<400> 392
gtctgtcaac cacacttigc 20

<210> 393

<211> 20

<212> DNA

<213> Homo sapiens

<400> 393
ctgtctctece tittgccaaa 20

<210> 394

<211> 20

<212> DNA

<213> Homo sapiens

<400> 394
agtaacctgc gactctcagt 20

<210> 395

<211> 20

<212> DNA

<213> Homo sapiens

<400> 395
tagcatttaa ggagtgggct 20

<210> 396

<211> 20

<212> DNA

<213> Homo sapiens

<400> 396
ggcctcctca gtgatttgaa 20

<210> 397

<211> 20

<212> DNA

<213> Homo sapiens

<400> 397
ctttctttge ctecectgta 20
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<210> 398

<211> 20

<212> DNA

<213> Homo sapiens

<400> 398
acttccattt gtgtcaacgg 20

<210> 399

<211> 20

<212> DNA

<213> Homo sapiens

<400> 399
tettgcettitg ggttagaggg 20

<210> 400

<211> 20

<212> DNA

<213> Homo sapiens

<400> 400
aaccacacct ccacaagaaa 20

<210> 401

<211> 20

<212> DNA

<213> Homo sapiens

<400> 401
caagatatga gggaggggaa 20

<210> 402

<211> 20

<212> DNA

<213> Homo sapiens

<400> 402
tctaacctgg gocctttctt 20

<210> 403

<211> 20

<212> DNA

<213> Homo sapiens

<400> 403
tgeccttcca gaactgtaaa 20

<210> 404

<211> 20

<212> DNA

<213> Homo sapiens

<400> 404
gccaggtcac ttaacaaagc 20

<210> 405
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<211>19
<212> DNA
<213> Homo sapiens

<400> 405
caataaggcg ccaagttcg 19

<210> 406

<211> 20

<212> DNA

<213> Homo sapiens

<400> 406
gtcatcaggg gagcaaatgt 20

<210> 407

<211> 21

<212> DNA

<213> Homo sapiens

<400> 407
aacatgcaat ccotggaatt ¢ 21

<210> 408

<211> 21

<212> DNA

<213> Homo sapiens

<400> 408
agttgtttca ggacaggatct 21

<210> 409

<211> 21

<212> DNA

<213> Homo sapiens

<400> 409
tcctectgec tttaataage t 21

<210> 410

<211> 21

<212> DNA

<213> Homo sapiens

<400> 410
ttacaaggca tctgacagga a 21

<210> 411

<211> 21

<212> DNA

<213> Homo sapiens

<400> 411
ttactggtag gtttgagcac a 21

<210> 412
<211> 22
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<212> DNA
<213> Homo sapiens

<400> 412
gagctacgtt ctttctcatc ac 22

<210> 413

<211> 21

<212> DNA

<213> Homo sapiens

<400> 413
caccaattaa agtgtgctgc a 21

<210> 414

<211> 21

<212> DNA

<213> Homo sapiens

<400> 414
tcocttccaa agtgecttat a 21

<210> 415

<211> 21

<212> DNA

<213> Homo sapiens

<400> 415
tggttggttt gggatacttg a 21

<210> 416

<211> 21

<212> DNA

<213> Homo sapiens

<400> 416
gaacccaaat cgatcatgca t 21

<210> 417

<211> 21

<212> DNA

<213> Homo sapiens

<400> 417
agagttaaac gtgcaatgtg g 21

<210> 418

<211> 22

<212> DNA

<213> Homo sapiens

<400> 418
gttcgttggt catagtigtt gt 22

<210> 419
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 419
agtttagcca aaggattcag ¢ 21

<210> 420

<211> 22

<212> DNA

<213> Homo sapiens

<400> 420
tcaaccattt agaaccacct tg 22

<210> 421

<211> 21

<212> DNA

<213> Homo sapiens

<400> 421
aatgtccact ttagcggaga g 21

<210> 422

<211> 22

<212> DNA

<213> Homo sapiens

<400> 422
ggagtatict gttcatgttg gg 22

<210> 423

<211> 22

<212> DNA

<213> Homo sapiens

<400> 423
tttctagaat tgaggaaggg ca 22

<210> 424

<211> 21

<212> DNA

<213> Homo sapiens

<400> 424
aggataagac gaggcatcaa t 21

<210> 425

<211> 22

<212> DNA

<213> Homo sapiens

<400> 425
ttctgtgttg acatgtacct ct 22

<210> 426

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 426
tccaacattt cteotetgtce ¢ 21

<210> 427

<211> 20

<212> DNA

<213> Homo sapiens

<400> 427
ataacgtgta ctcctcagcec 20

<210> 428

<211> 21

<212> DNA

<213> Homo sapiens

<400> 428
gcacttggag gatgtaaaga c 21

<210> 429

<211> 21

<212> DNA

<213> Homo sapiens

<400> 429
tgtatgcttt aggacccagt t 21

<210> 430

<211> 22

<212> DNA

<213> Homo sapiens

<400> 430
aactccacag gaatctttct ga 22

<210> 431

<211> 20

<212> DNA

<213> Homo sapiens

<400> 431
catttctcct gggaccgaat 20

<210> 432

<211> 21

<212> DNA

<213> Homo sapiens

<400> 432
ttctgaagct gacgaaattc ¢ 21

<210> 433

<211> 21

<212> DNA

<213> Homo sapiens

<400> 433
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gttgcttagt ccttgcttca ¢ 21

<210> 434

<211> 21

<212> DNA

<213> Homo sapiens

<400> 434
aggtcattgg tctgcagtta t 21

<210> 435

<211> 21

<212> DNA

<213> Homo sapiens

<400> 435
agcatttaga gaacagcagt c 21

<210> 436

<211> 21

<212> DNA

<213> Homo sapiens

<400> 436
gtgtaagaag tggttgggtt t 21

<210> 437

<211> 22

<212> DNA

<213> Homo sapiens

<400> 437
aaaggcagag cagtgtatit ag 22

<210> 438

<211> 22

<212> DNA

<213> Homo sapiens

<400> 438
agacaagaga acaatcaggt ga 22

<210> 439

<211> 21

<212> DNA

<213> Homo sapiens

<400> 439
caaagaagct ctaggacagg a 21

<210> 440

<211> 21

<212> DNA

<213> Homo sapiens

<400> 440
tggtggagga aatcaatgtt g 21
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<210> 441

<211> 20

<212> DNA

<213> Homo sapiens

<400> 441
cacaagggag gaaacgttct 20

<210> 442

<211> 21

<212> DNA

<213> Homo sapiens

<400> 442
tgagatttag tgccagctag a 21

<210> 443

<211> 21

<212> DNA

<213> Homo sapiens

<400> 443
aggattagtt tggctcctca g 21

<210> 444

<211> 21

<212> DNA

<213> Homo sapiens

<400> 444
cctgcactat ttcctcaaag ¢ 21

<210> 445

<211> 21

<212> DNA

<213> Homo sapiens

<400> 445
caatttcctt ctcactgagce ¢ 21

<210> 446

<211> 21

<212> DNA

<213> Homo sapiens

<400> 446
acgcttccca aatctatctg g 21

<210> 447

<211> 22

<212> DNA

<213> Homo sapiens

<400> 447
cltattigtg tgcccaatac ca 22

<210> 448
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 448
ttgcagcagg aacaccataa a 21

<210> 449

<211> 21

<212> DNA

<213> Homo sapiens

<400> 449
cigttcatgt tgctaccaca g 21

<210> 450

<211> 21

<212> DNA

<213> Homo sapiens

<400> 450
ctgccttaga ttcactttcg g 21

<210> 451

<211> 21

<212> DNA

<213> Homo sapiens

<400> 451
ccatctgtga ggtcttcttt g 21

<210> 452

<211> 21

<212> DNA

<213> Homo sapiens

<400> 452
tcottggttg tgtatttage ¢ 21

<210> 453

<211> 20

<212> DNA

<213> Homo sapiens

<400> 453
agactcaact cacattggcc 20

<210> 454

<211> 20

<212> DNA

<213> Homo sapiens

<400> 454
ggtctgactc tgtggtttgg 20

<210> 455
<211> 21



<212> DNA
<213> Homo sapiens

<400> 455
tttcatttca tcetgeccat g 21

<210> 456

<211> 21

<212> DNA

<213> Homo sapiens

<400> 456
ttctgttatt cgccatcagt ¢ 21

<210> 457

<211> 20

<212> DNA

<213> Homo sapiens

<400> 457
gaattgggaa cttgggaagc 20

<210> 458

<211> 21

<212> DNA

<213> Homo sapiens

<400> 458
gaactttgga gaggacagtg t 21

<210> 459

<211> 21

<212> DNA

<213> Homo sapiens

<400> 459
aactgtcatg tgtgtctgct a 21

<210> 460

<211> 21

<212> DNA

<213> Homo sapiens

<400> 460
tgattccttc cacctaccaa a 21

<210> 461

<211> 21

<212> DNA

<213> Homo sapiens

<400> 461
gccaaggtcc attatctcaa g 21

<210> 462
<211> 21
<212> DNA

DK/EP 3649260 T3



<213> Homo sapiens

<400> 462
gaacctgcat tgtcattctc t 21

<210> 463

<211> 22

<212> DNA

<213> Homo sapiens

<400> 463

aagaacatca acaaactcca gg 22

<210> 464

<211> 21

<212> DNA

<213> Homo sapiens

<400> 464
tcaattctct ttcacacgtg ¢ 21

<210> 465

<211> 21

<212> DNA

<213> Homo sapiens

<400> 465
aggtgctgga tcttgaattc a 21

<210> 466

<211> 21

<212> DNA

<213> Homo sapiens

<400> 466
tcoctctace cgaatctctt a 21

<210> 467

<211> 21

<212> DNA

<213> Homo sapiens

<400> 467
tgggtttaaa ggacactagc a 21

<210> 468

<211> 21

<212> DNA

<213> Homo sapiens

<400> 468
cgaaggtcac acagtttagt ¢ 21

<210> 469

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 469
atgtgccttg ttgattgatg g 21

<210> 470

<211> 21

<212> DNA

<213> Homo sapiens

<400> 470
agatggtatg tcacaaagca c 21

<210> 471

<211> 21

<212> DNA

<213> Homo sapiens

<400> 471
acactttgga gagcttcaga t 21

<210> 472

<211> 22

<212> DNA

<213> Homo sapiens

<400> 472
gtgcccagaa ttatttgtgt ct 22

<210> 473

<211> 21

<212> DNA

<213> Homo sapiens

<400> 473
gctotcttgt ggaaacgatt a 21

<210> 474

<211> 21

<212> DNA

<213> Homo sapiens

<400> 474
agtttgtttc tctggcectac t 21

<210> 475

<211> 21

<212> DNA

<213> Homo sapiens

<400> 475
accacctcaa agatttcatg g 21

<210> 476

<211> 22

<212> DNA

<213> Homo sapiens

<400> 476
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gtcttcatct atttcgtgag cc 22

<210> 477

<211> 21

<212> DNA

<213> Homo sapiens

<400> 477
tcatcccaga ttcagaatgce ¢ 21

<210> 478

<211> 21

<212> DNA

<213> Homo sapiens

<400> 478
cgttcaatga agtcccttgt ¢ 21

<210> 479

<211> 21

<212> DNA

<213> Homo sapiens

<400> 479
ttcacaagaa ctotgetgga t 21

<210> 480

<211> 21

<212> DNA

<213> Homo sapiens

<400> 480
gaagccttct agtgggacta a 21

<210> 481

<211> 21

<212> DNA

<213> Homo sapiens

<400> 481
gttagggtca tgggtcactt t 21

<210> 482

<211> 21

<212> DNA

<213> Homo sapiens

<400> 482
gcctitgtag agtggactic t 21

<210> 483

<211> 21

<212> DNA

<213> Homo sapiens

<400> 483
ggcttcttga tactgotttc ¢ 21
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<210> 484

<211> 21

<212> DNA

<213> Homo sapiens

<400> 484
aggtgtgcaa tactcaagga a 21

<210> 485

<211> 21

<212> DNA

<213> Homo sapiens

<400> 485
aaggtcttag gagtgaggac a 21

<210> 486

<211> 22

<212> DNA

<213> Homo sapiens

<400> 486
tcgtgctatt tcagtcagat ct 22

<210> 487

<211> 21

<212> DNA

<213> Homo sapiens

<400> 487
tgtccagocg taacatttca t 21

<210> 488

<211> 21

<212> DNA

<213> Homo sapiens

<400> 488
aatggacatc tttcaggtct g 21

<210> 489

<211> 21

<212> DNA

<213> Homo sapiens

<400> 489
tcaaattggg atcgcattag g 21

<210> 490

<211> 22

<212> DNA

<213> Homo sapiens

<400> 490
atgcctgggt ttattcatct tg 22

<210> 491
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 491
ggagaagttt gggtttgatc ¢ 21

<210> 492

<211> 21

<212> DNA

<213> Homo sapiens

<400> 492
tgataggagc catcagttct t 21

<210> 493

<211> 21

<212> DNA

<213> Homo sapiens

<400> 493
agcagatgtt gttagctttc ¢ 21

<210> 494

<211> 21

<212> DNA

<213> Homo sapiens

<400> 494
ttctetgtca cttccatgag g 21

<210> 495

<211> 22

<212> DNA

<213> Homo sapiens

<400> 495
ccagtaacitt attctgccag ag 22

<210> 496

<211> 21

<212> DNA

<213> Homo sapiens

<400> 496
tgagagacaa gctgcattac a 21

<210> 497

<211> 22

<212> DNA

<213> Homo sapiens

<400> 497
gcacagaaat tacagttcat gg 22

<210> 498
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 498
gctotcgtat ctgacagtga a 21

<210> 499

<211> 21

<212> DNA

<213> Homo sapiens

<400> 499
caggcatctt ggtttgtagt g 21

<210> 500

<211> 21

<212> DNA

<213> Homo sapiens

<400> 500
cgtgatgaac agtgatgact t 21

<210> 501

<211> 21

<212> DNA

<213> Homo sapiens

<400> 501
cgccatttgt tctectattc a 21

<210> 502

<211> 21

<212> DNA

<213> Homo sapiens

<400> 502
ttcgttagcet actgggtact ¢ 21

<210> 503

<211> 21

<212> DNA

<213> Homo sapiens

<400> 503
ccacccttta cacctatcca a 21

<210> 504

<211> 21

<212> DNA

<213> Homo sapiens

<400> 504

agagtgcaca aaggagaaga c 21

<210> 505
<211> 22
<212> DNA
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<213> Homo sapiens

<400> 505
tctactgtgt caaagcagat tg 22

<210> 506

<211> 21

<212> DNA

<213> Homo sapiens

<400> 506
ttcttcctag cottecotttc ¢ 21

<210> 507

<211> 21

<212> DNA

<213> Homo sapiens

<400> 507
tctetggotg tgcagtaaat t 21

<210> 508

<211> 21

<212> DNA

<213> Homo sapiens

<400> 508
aaactcccag ctttaatcoc t 21

<210> 509

<211> 21

<212> DNA

<213> Homo sapiens

<400> 509
aagaatgggt gagttgggtt ¢ 21

<210> 510

<211> 21

<212> DNA

<213> Homo sapiens

<400> 510
ggaaactgaa ttgccaagtc t 21

<210> 511

<211> 20

<212> DNA

<213> Homo sapiens

<400> 511
ctcccaactt ttatgcagcec 20

<210> 512

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 512
gctcagggaa tatctiggga a 21

<210> 513

<211> 21

<212> DNA

<213> Homo sapiens

<400> 513
acattcagca agtaggaagg a 21

<210> 514

<211> 20

<212> DNA

<213> Homo sapiens

<400> 514
cccagaagag cagtaacaac 20

<210> 515

<211> 20

<212> DNA

<213> Homo sapiens

<400> 515
gaaaaagggg gataggcatt 20

<210> 516

<211> 21

<212> DNA

<213> Homo sapiens

<400> 516
cccaacaact gcaataaaag g 21

<210> 517

<211> 20

<212> DNA

<213> Homo sapiens

<400> 517
accgaaattg cttgctctta 20

<210> 518

<211> 20

<212> DNA

<213> Homo sapiens

<400> 518
ccttagtgtg acaggacagg 20

<210> 519

<211> 20

<212> DNA

<213> Homo sapiens

<400> 519

DK/EP 3649260 T3



ccaagacaac taggccaatg 20

<210> 520

<211> 21

<212> DNA

<213> Homo sapiens

<400> 520

gaagagatga tgcaaaagag ¢ 21

<210> 521

<211> 20

<212> DNA

<213> Homo sapiens

<400> 521
tccaagcaag ggatctcttc 20

<210> 522

<211> 20

<212> DNA

<213> Homo sapiens

<400> 522
gaatggtcag ggaagggttt 20

<210> 523

<211> 20

<212> DNA

<213> Homo sapiens

<400> 523
agtcttcagc catcttcetg 20

<210> 524

<211> 21

<212> DNA

<213> Homo sapiens

<400> 524
gcatttccag gctttacaag t 21

<210> 525

<211> 20

<212> DNA

<213> Homo sapiens

<400> 525
ctctotctec ctggtcagat 20

<210> 526

<211> 20

<212> DNA

<213> Homo sapiens

<400> 526
cagcaattct caggctcaga 20
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<210> 527

<211> 21

<212> DNA

<213> Homo sapiens

<400> 527
tctgaaacaa agcctcctta g 21

<210> 528

<211> 21

<212> DNA

<213> Homo sapiens

<400> 528
aggataaggt ttcccatgct ¢ 21

<210> 529

<211> 21

<212> DNA

<213> Homo sapiens

<400> 529
atgtatctga aggagctctg ¢ 21

<210> 530

<211> 20

<212> DNA

<213> Homo sapiens

<400> 530
ggccttcatc acaaacaaca 20

<210> 531

<211> 20

<212> DNA

<213> Homo sapiens

<400> 531
tgtgtcccat ctacaaagcc 20

<210> 532

<211> 20

<212> DNA

<213> Homo sapiens

<400> 532
tccttgaact ctttccaagce 20

<210> 533

<211> 20

<212> DNA

<213> Homo sapiens

<400> 533
tgttttcctg tccaagtcca 20

<210> 534
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<211>19
<212> DNA
<213> Homo sapiens

<400> 534
cagcatccat cgotcgaaa 19

<210> 535

<211> 20

<212> DNA

<213> Homo sapiens

<400> 535
ggtattggtg ggggaaatga 20

<210> 536

<211> 24

<212> DNA

<213> Homo sapiens

<400> 536

gcactgctgt aaaagatcta tgag 24

<210> 537

<211>19

<212> DNA

<213> Homo sapiens

<400> 537
actcaaaggc acatttcgc 19

<210> 538

<211> 22

<212> DNA

<213> Homo sapiens

<400> 538
attctattcc gatcacagcec tt 22

<210> 539

<211> 20

<212> DNA

<213> Homo sapiens

<400> 539
ctacctgaca aatggagctt 20

<210> 540

<211> 21

<212> DNA

<213> Homo sapiens

<400> 540
gaaatggcca tgtgtactga g 21

<210> 541
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 541
gaagcctctc aagctacaag 20

<210> 542

<211> 22

<212> DNA

<213> Homo sapiens

<400> 542
gaatgagatt agggagcaaa gt 22

<210> 543

<211> 20

<212> DNA

<213> Homo sapiens

<400> 543
ggaagtaaga agagtgctgc 20

<210> 544

<211> 20

<212> DNA

<213> Homo sapiens

<400> 544
gctectgatt gaagaagtgt 20

<210> 545

<211>19

<212> DNA

<213> Homo sapiens

<400> 545
ctgctecttt gtctectgt 19

<210> 546

<211> 21

<212> DNA

<213> Homo sapiens

<400> 546
taaggtgaga gtgtgaggaa g 21

<210> 547

<211> 21

<212> DNA

<213> Homo sapiens

<400> 547
ccaggggaac atttactcag a 21

<210> 548
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 548
agggtacatg taaggcagct 20

<210> 549

<211> 20

<212> DNA

<213> Homo sapiens

<400> 549
ttctgtggca ttgtgtcttg 20

<210> 550

<211> 20

<212> DNA

<213> Homo sapiens

<400> 550
ccccaaattt accccactct 20

<210> 551

<211> 20

<212> DNA

<213> Homo sapiens

<400> 551
atccctagcea ctttcaggac 20

<210> 552

<211> 20

<212> DNA

<213> Homo sapiens

<400> 552
ttaccaatcc atccagectg 20

<210> 553

<211> 20

<212> DNA

<213> Homo sapiens

<400> 553
agaagctaaa caggttgccc 20

<210> 554

<211> 20

<212> DNA

<213> Homo sapiens

<400> 554
cataagagca cagccaagat 20

<210> 555

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 555
tgtcctgcca cttttacatc 20

<210> 556

<211> 21

<212> DNA

<213> Homo sapiens

<400> 556
gagctaagca gaacctaagg a 21

<210> 557

<211> 21

<212> DNA

<213> Homo sapiens

<400> 557
ttaagcaaca ggaacctacc ¢ 21

<210> 558

<211> 21

<212> DNA

<213> Homo sapiens

<400> 558
gccaagggta atcatagcaa ¢ 21

<210> 559

<211> 21

<212> DNA

<213> Homo sapiens

<400> 559
tcataatgaa acccttgcetg ¢ 21

<210> 560

<211> 21

<212> DNA

<213> Homo sapiens

<400> 560
aatcctagtg catgagactc ¢ 21

<210> 561

<211> 21

<212> DNA

<213> Homo sapiens

<400> 561
tactgccetgc atcattacca ¢ 21

<210> 562

<211> 21

<212> DNA

<213> Homo sapiens

<400> 562
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attaacaatg aggagccagg t 21

<210> 563

<211> 21

<212> DNA

<213> Homo sapiens

<400> 563
gagagatggt tgagaaatgc ¢ 21

<210> 564

<211> 21

<212> DNA

<213> Homo sapiens

<400> 564
actacaacca ccaattacag c 21

<210> 565

<211> 21

<212> DNA

<213> Homo sapiens

<400> 565
agtgacattt ccaagggctt t 21

<210> 566

<211> 21

<212> DNA

<213> Homo sapiens

<400> 566
ggagatggga agacgattag a 21

<210> 567

<211> 22

<212> DNA

<213> Homo sapiens

<400> 567
agtctttcag tcttacatgg gt 22

<210> 568

<211> 21

<212> DNA

<213> Homo sapiens

<400> 568
tagtttctgt gatcctggea g 21

<210> 569

<211> 20

<212> DNA

<213> Homo sapiens

<400> 569
tttctcccag ctgttcctag 20
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<210> 570

<211> 21

<212> DNA

<213> Homo sapiens

<400> 570
tacggaactt cgaatcaact ¢ 21

<210> 571

<211> 21

<212> DNA

<213> Homo sapiens

<400> 571
tcaagtcacc ctcattgtag g 21

<210> 572

<211> 21

<212> DNA

<213> Homo sapiens

<400> 572
tgtaacgtgg atgtgagatt g 21

<210> 573

<211> 21

<212> DNA

<213> Homo sapiens

<400> 573
ttgagctaag tctgcatcac t 21

<210> 574

<211> 21

<212> DNA

<213> Homo sapiens

<400> 574
ctagagaaag caacgcctaa g 21

<210> 575

<211> 21

<212> DNA

<213> Homo sapiens

<400> 575
agcacctticc atagcttctt t 21

<210> 576

<211> 21

<212> DNA

<213> Homo sapiens

<400> 576
gtgtcttctg atggccaaat g 21

<210> 577
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 577
aatcaggtga aaggtacctc ¢ 21

<210> 578

<211> 21

<212> DNA

<213> Homo sapiens

<400> 578
ccttcacaat tcagggaaca a 21

<210> 579

<211> 21

<212> DNA

<213> Homo sapiens

<400> 579
tggacccagt tctatgcaat t 21

<210> 580

<211> 21

<212> DNA

<213> Homo sapiens

<400> 580
aatgaccctt acaactccga a 21

<210> 581

<211> 21

<212> DNA

<213> Homo sapiens

<400> 581
tttgggaagt gattgtgaag g 21

<210> 582

<211> 21

<212> DNA

<213> Homo sapiens

<400> 582
tcagctgcat agacctigtt t 21

<210> 583

<211> 21

<212> DNA

<213> Homo sapiens

<400> 583
tcatttgttc tcattacggg ¢ 21

<210> 584
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 584
ttctacetgg gttotctigg 20

<210> 585

<211> 21

<212> DNA

<213> Homo sapiens

<400> 585
taacttcctg agcacacatc a 21

<210> 586

<211> 21

<212> DNA

<213> Homo sapiens

<400> 586
gggtaaattc aggaatgcac a 21

<210> 587

<211> 21

<212> DNA

<213> Homo sapiens

<400> 587
atttcttctg gtgagtitge g 21

<210> 588

<211> 21

<212> DNA

<213> Homo sapiens

<400> 588
cctctteetg acatgtigtt g 21

<210> 589

<211> 21

<212> DNA

<213> Homo sapiens

<400> 589
gttggtgcca gattgtaact t 21

<210> 590

<211> 21

<212> DNA

<213> Homo sapiens

<400> 590
gcotggctca ataatagtcct 21

<210> 591
<211> 21
<212> DNA



<213> Homo sapiens

<400> 591
atgttgcctt ctctacgttt g 21

<210> 592

<211> 20

<212> DNA

<213> Homo sapiens

<400> 592
gagtggagcg ctacctttat 20

<210> 593

<211> 20

<212> DNA

<213> Homo sapiens

<400> 593
agaatgggaa atgggaagga 20

<210> 594

<211> 20

<212> DNA

<213> Homo sapiens

<400> 594
cacaatacat gggctgcttt 20

<210> 595

<211> 21

<212> DNA

<213> Homo sapiens

<400> 595
ccactccaac totgctttta ¢ 21

<210> 596

<211> 21

<212> DNA

<213> Homo sapiens

<400> 596
gatgtggatt gtcttigttg ¢ 21

<210> 597

<211> 22

<212> DNA

<213> Homo sapiens

<400> 597
agcctttcat tgcacatttc ag 22

<210> 598

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 598
tcccaccaca agaccaattt 20

<210> 599

<211> 21

<212> DNA

<213> Homo sapiens

<400> 599
gaagataggt ggtggagttc a 21

<210>600

<211> 21

<212> DNA

<213> Homo sapiens

<400> 600
cigtttgaat gaagttggct g 21

<210> 601

<211> 21

<212> DNA

<213> Homo sapiens

<400> 601
tatacatggg tgggatttgt ¢ 21

<210>602

<211> 21

<212> DNA

<213> Homo sapiens

<400> 602
tttgtgatgg accatctaac ¢ 21

<210>603

<211> 20

<212> DNA

<213> Homo sapiens

<400> 603
gaagatctgg tgtcccacta 20

<210> 604

<211> 20

<212> DNA

<213> Homo sapiens

<400> 604
atctgaagat ctcegtggta 20

<210>605

<211> 21

<212> DNA

<213> Homo sapiens

<400> 605
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atgtatgaac catttcctgc t 21

<210> 606

<211> 22

<212> DNA

<213> Homo sapiens

<400> 606

agcacagaat tgaatgaagg aa 22

<210> 607

<211> 20

<212> DNA

<213> Homo sapiens

<400> 607
gcatgagtaa ggctgaagtg 20

<210>608

<211> 24

<212> DNA

<213> Homo sapiens

<400> 608
aaaggcttat attgcttttg aatc 24

<210>609

<211> 20

<212> DNA

<213> Homo sapiens

<400> 609
ttgctgtigt tgggatcaag 20

<210>610

<211> 20

<212> DNA

<213> Homo sapiens

<400> 610
gcttctgeat ccacctatct 20

<210> 611

<211> 20

<212> DNA

<213> Homo sapiens

<400> 611
aaaagctgcc taaaatgcca 20

<210>612

<211> 20

<212> DNA

<213> Homo sapiens

<400> 612
agtcagcaag ttagcagaaa 20
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<210>613

<211> 20

<212> DNA

<213> Homo sapiens

<400> 613
cccacattta tcecttgtce 20

<210>614

<211> 20

<212> DNA

<213> Homo sapiens

<400> 614
tgtctgattc catctttccc 20

<210>615

<211>19

<212> DNA

<213> Homo sapiens

<400> 615
cagccaccaa aacacaatg 19

<210>616

<211> 20

<212> DNA

<213> Homo sapiens

<400> 616
aaggcctgtt ttgtgtgtag 20

<210>617

<211> 21

<212> DNA

<213> Homo sapiens

<400> 617
acagctcaca gatctttaag ¢ 21

<210>618

<211> 23

<212> DNA

<213> Homo sapiens

<400>618
ggcattataa agagatagct cca 23

<210>619

<211> 20

<212> DNA

<213> Homo sapiens

<400> 619
tgtttttcct tgecctgtaa 20

<210>620
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 620
taaccagatg aatgagggca 20

<210> 621

<211> 20

<212> DNA

<213> Homo sapiens

<400> 621
caacaagcca aaaccacatc 20

<210>622

<211> 20

<212> DNA

<213> Homo sapiens

<400> 622
gttggttctt gaagacctga 20

<210>623

<211> 22

<212> DNA

<213> Homo sapiens

<400> 623
tgtggtaagt agtcictaaa ga 22

<210> 624

<211> 20

<212> DNA

<213> Homo sapiens

<400> 624
accaaatttc cagatcacgg 20

<210>625

<211> 20

<212> DNA

<213> Homo sapiens

<400> 625
aatgaatggt catggctcac 20

<210> 626

<211> 20

<212> DNA

<213> Homo sapiens

<400> 626
gccctgaagc acattaaagt 20

<210> 627
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 627
gcctccaggt ttatgacaac 20

<210>628

<211> 20

<212> DNA

<213> Homo sapiens

<400> 628
cagctctatt ccecttetga 20

<210>629

<211> 20

<212> DNA

<213> Homo sapiens

<400> 629
ccttggaagg gaaagttgat 20

<210>630

<211> 18

<212> DNA

<213> Homo sapiens

<400> 630
gtcccaccct getcttag 18

<210>631

<211> 20

<212> DNA

<213> Homo sapiens

<400> 631
cagagtaaga cagtgggaca 20

<210>632

<211> 20

<212> DNA

<213> Homo sapiens

<400> 632
aagtgtggtg cataaaggat 20

<210>633

<211> 20

<212> DNA

<213> Homo sapiens

<400> 633
ctgtaagaag gagggtttgg 20

<210>634
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 634
gaggttgatg agaggtaggg 20

<210>635

<211> 20

<212> DNA

<213> Homo sapiens

<400> 635
agccagggat attgttgaag 20

<210>636

<211> 20

<212> DNA

<213> Homo sapiens

<400> 636
caggtaagtg tgtgttccag 20

<210>637

<211> 20

<212> DNA

<213> Homo sapiens

<400> 637
ttgatttcca tgcagaaggg 20

<210>638

<211> 20

<212> DNA

<213> Homo sapiens

<400> 638
taatttggcc ttaggggttg 20

<210>639

<211> 21

<212> DNA

<213> Homo sapiens

<400> 639
tccataaaag gtgcttaaag ¢ 21

<210> 640

<211> 20

<212> DNA

<213> Homo sapiens

<400> 640
ttgtatcaca ccatcgtgga 20

<210> 641

<211> 20

<212> DNA

<213> Homo sapiens



<400> 641
actgctgaga acaatcatgc 20

<210> 642

<211> 20

<212> DNA

<213> Homo sapiens

<400> 642
ggtgtggaga attigtttgc 20

<210> 643

<211> 20

<212> DNA

<213> Homo sapiens

<400> 643
tgatattagg cggtggctta 20

<210> 644

<211> 20

<212> DNA

<213> Homo sapiens

<400> 644
tctcacctaa aatctggggce 20

<210> 645

<211> 22

<212> DNA

<213> Homo sapiens

<400> 645
aggactgtga cactttatct tt 22

<210> 646

<211> 21

<212> DNA

<213> Homo sapiens

<400> 646
atgcgaggta gaaaatgaga g 21

<210> 647

<211> 21

<212> DNA

<213> Homo sapiens

<400> 647
tgtggcttta aggtictgaa g 21

<210> 648

<211> 20

<212> DNA

<213> Homo sapiens

<400> 648
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tegttgctat tetgctitga 20

<210> 649

<211> 20

<212> DNA

<213> Homo sapiens

<400> 649
tcoctittgt ggtttctigg 20

<210>650

<211> 20

<212> DNA

<213> Homo sapiens

<400> 650
ttgccgceact cttcattaat 20

<210> 651

<211> 20

<212> DNA

<213> Homo sapiens

<400> 651
actggottct cctcattagt 20

<210> 652

<211> 20

<212> DNA

<213> Homo sapiens

<400> 652
actgatttgc catgtagagc 20

<210>653

<211> 20

<212> DNA

<213> Homo sapiens

<400> 653
gaatgtcata ttgcctgcca 20

<210> 654

<211> 20

<212> DNA

<213> Homo sapiens

<400> 654
tcactcgctt agaatgtige 20

<210>655

<211> 21

<212> DNA

<213> Homo sapiens

<400> 655
accattaact tcctgcaaac t 21
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<210> 656

<211> 20

<212> DNA

<213> Homo sapiens

<400> 656
taaagcccca taccaggatt 20

<210> 657

<211> 20

<212> DNA

<213> Homo sapiens

<400> 657
ccaaaaatca cccatatgcg 20

<210>658

<211> 20

<212> DNA

<213> Homo sapiens

<400> 658
ataacccagg tgcttcaaag 20

<210>659

<211>19

<212> DNA

<213> Homo sapiens

<400> 659
tccacagcag aagtaacga 19

<210> 660

<211> 21

<212> DNA

<213> Homo sapiens

<400> 660

aggaaagcta tgaagaaagg g 21

<210> 661

<211> 20

<212> DNA

<213> Homo sapiens

<400> 661
agctccagag tgtcagtatt 20

<210> 662

<211> 22

<212> DNA

<213> Homo sapiens

<400> 662
ttgatttcca gcactgaact tt 22

<210> 663
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 663
tgtttgattt ttcaggctga 20

<210> 664

<211> 20

<212> DNA

<213> Homo sapiens

<400> 664
ctggtcattc ctgagtgtct 20

<210> 665

<211> 24

<212> DNA

<213> Homo sapiens

<400> 665
tcotgtttta cacttttcta actt 24

<210> 666

<211> 20

<212> DNA

<213> Homo sapiens

<400> 666
acctcaacct gttttagcac 20

<210> 667

<211> 20

<212> DNA

<213> Homo sapiens

<400> 667
cagtgtgtgt catgccaaat 20

<210> 668

<211> 21

<212> DNA

<213> Homo sapiens

<400> 668
ggtctatgtt aatcttgggce ¢ 21

<210> 669

<211> 21

<212> DNA

<213> Homo sapiens

<400> 669
agccagtctg tatctaaagg t 21

<210>670
<211> 20

DK/EP 3649260 T3



<212> DNA
<213> Homo sapiens

<400> 670
actcttgggg tttcttcagt 20

<210>671

<211> 21

<212> DNA

<213> Homo sapiens

<400> 671
cgaaccaaaa gcaaaatcct t 21

<210>672

<211> 20

<212> DNA

<213> Homo sapiens

<400> 672
aatctatgga ggtcactggg 20

<210>673

<211> 20

<212> DNA

<213> Homo sapiens

<400> 673
aggtccttgt agtttgcttg 20

<210>674

<211> 20

<212> DNA

<213> Homo sapiens

<400> 674
gtgagagcca atagagtgtg 20

<210>675

<211> 20

<212> DNA

<213> Homo sapiens

<400> 675
gcatggtgtg tgaaagtgat 20

<210>676

<211> 20

<212> DNA

<213> Homo sapiens

<400> 676
atgctgcttt tgactgatgt 20

<210> 677
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 677
cgaagctgta ttcctgtctc 20

<210>678

<211>19

<212> DNA

<213> Homo sapiens

<400> 678
atggactaac tggagagcg 19

<210>679

<211> 20

<212> DNA

<213> Homo sapiens

<400> 679
atgtccotgcc agtaaacaca 20

<210>680

<211> 20

<212> DNA

<213> Homo sapiens

<400> 680
tgccactaaa cacctaagga 20

<210> 681

<211> 20

<212> DNA

<213> Homo sapiens

<400> 681
ttggaaattt tggggtcagg 20

<210>682

<211> 20

<212> DNA

<213> Homo sapiens

<400> 682
ttctgacctc ccttactgag 20

<210>683

<211>19

<212> DNA

<213> Homo sapiens

<400> 683
tatgtgcttg cgatgtgtt 19

<210> 684

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 684
gaaccttagg gccagtctat 20

<210>685

<211> 21

<212> DNA

<213> Homo sapiens

<400> 685
agaacctgat gtgttttcct ¢ 21

<210> 686

<211> 20

<212> DNA

<213> Homo sapiens

<400> 686
atgtgagaga agcaaaaccc 20

<210> 687

<211> 20

<212> DNA

<213> Homo sapiens

<400> 687
gtagttgtct tgagggcttt 20

<210> 688

<211> 20

<212> DNA

<213> Homo sapiens

<400> 688
cctggtcaac aacatatggg 20

<210>689

<211> 21

<212> DNA

<213> Homo sapiens

<400> 689
agaatattgc atttggccag a 21

<210>690

<211> 21

<212> DNA

<213> Homo sapiens

<400> 690
aaagctatgc aaatagtggc a 21

<210> 691

<211> 20

<212> DNA

<213> Homo sapiens

<400> 691
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agttcccaac agaggctaat 20

<210>692

<211> 20

<212> DNA

<213> Homo sapiens

<400> 692
agttataggt gaggaagggc 20

<210>693

<211> 20

<212> DNA

<213> Homo sapiens

<400> 693
cactgcaaaa gaaggaggtt 20

<210> 694

<211> 21

<212> DNA

<213> Homo sapiens

<400> 694
tctcaacatc gotgatctag t 21

<210>695

<211> 20

<212> DNA

<213> Homo sapiens

<400> 695
aggtagctgg aaaaggagaa 20

<210>696

<211> 21

<212> DNA

<213> Homo sapiens

<400> 696
tgaaattgcc cagaattgag t 21

<210>697

<211> 20

<212> DNA

<213> Homo sapiens

<400> 697
attttcotgg acttctgaca 20

<210>698

<211> 21

<212> DNA

<213> Homo sapiens

<400> 698
tgttattcct cttcctgtec a 21
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<210>699

<211> 20

<212> DNA

<213> Homo sapiens

<400> 699
taaccacaca actacagctt 20

<210> 700

<211> 20

<212> DNA

<213> Homo sapiens

<400> 700
attcaaaatg gggacgagag 20

<210> 701

<211>19

<212> DNA

<213> Homo sapiens

<400> 701
tcccagtttg ctactectgg 19

<210> 702

<211> 24

<212> DNA

<213> Homo sapiens

<400> 702
tctcattatg tgaagattgc tttc 24

<210> 703

<211> 23

<212> DNA

<213> Homo sapiens

<400> 703
ttaagattaa gcagtcttct tgg 23

<210> 704

<211> 20

<212> DNA

<213> Homo sapiens

<400> 704
caacagatct gattctgccc 20

<210> 705

<211> 20

<212> DNA

<213> Homo sapiens

<400> 705
catgtgtttc aaagttggct 20

<210> 706
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 706
actatagcat tagggtgagg g 21

<210> 707

<211> 20

<212> DNA

<213> Homo sapiens

<400> 707
gagatttgga catgctttca 20

<210> 708

<211>19

<212> DNA

<213> Homo sapiens

<400> 708
cccaccacca gttgtcatc 19

<210> 709

<211> 21

<212> DNA

<213> Homo sapiens

<400> 709
gccactcact tcctagataa t 21

<210>710

<211> 20

<212> DNA

<213> Homo sapiens

<400> 710
acagtatctc agggccttat 20

<210> 711

<211> 21

<212> DNA

<213> Homo sapiens

<400> 711
tcagtagttc ctcagatgct a 21

<210>712

<211> 20

<212> DNA

<213> Homo sapiens

<400> 712
aatgcatgaa agtccaggaa 20

<210>713
<211> 21



<212> DNA
<213> Homo sapiens

<400> 713
acatgcacitc ttgtcttatg c 21

<210>714

<211> 22

<212> DNA

<213> Homo sapiens

<400> 714
cacatatact ggctttctgg tc 22

<210>715

<211>19

<212> DNA

<213> Homo sapiens

<400> 715
gcacatgtca ttagcaggg 19

<210>716

<211> 20

<212> DNA

<213> Homo sapiens

<400> 716
acatgctcaa ttatggagcc 20

<210> 717

<211> 20

<212> DNA

<213> Homo sapiens

<400> 717
acaaagacag gaatagggct 20

<210>718

<211> 24

<212> DNA

<213> Homo sapiens

<400> 718
caatctgctg acttgctict titc 24

<210>719

<211> 21

<212> DNA

<213> Homo sapiens

<400> 719
ctttggctca gaatcticca a 21

<210>720
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 720
tgtatgagga ccagcagtaa a 21

<210> 721

<211> 20

<212> DNA

<213> Homo sapiens

<400> 721
tettttcocc ttgtgecatag 20

<210> 722

<211> 20

<212> DNA

<213> Homo sapiens

<400> 722
gcttagtgtg tgtgatcegt 20

<210> 723

<211> 20

<212> DNA

<213> Homo sapiens

<400> 723
actcaccttt cccaagaaga 20

<210> 724

<211> 20

<212> DNA

<213> Homo sapiens

<400> 724
tggtagtggg aagaggttga 20

<210> 725

<211> 20

<212> DNA

<213> Homo sapiens

<400> 725
gcatggagaa caaaagctga 20

<210> 726

<211> 20

<212> DNA

<213> Homo sapiens

<400> 726
tgtgagcaag aaactgaagg 20

<210> 727

<211> 20

<212> DNA

<213> Homo sapiens



<400> 727
agtatcactt gtccagctca 20

<210> 728

<211> 20

<212> DNA

<213> Homo sapiens

<400> 728
cacaggacta ggtaggcttt 20

<210> 729

<211> 21

<212> DNA

<213> Homo sapiens

<400> 729
gtgttaacag ctttccctic a 21

<210>730

<211> 23

<212> DNA

<213> Homo sapiens

<400> 730

tcatgtacag aaagaattag cct 23

<210> 731

<211> 20

<212> DNA

<213> Homo sapiens

<400> 731
agaggccaag tgaccaaata 20

<210> 732

<211> 21

<212> DNA

<213> Homo sapiens

<400> 732
aagccagtaa ttcatcttcc ¢ 21

<210> 733

<211> 21

<212> DNA

<213> Homo sapiens

<400> 733
ccatgacata acacatcacc a 21

<210> 734

<211> 20

<212> DNA

<213> Homo sapiens

<400> 734
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atagatttcc tcctgggcetg 20

<210>735

<211> 20

<212> DNA

<213> Homo sapiens

<400> 735
ccacctctgt acccactatc 20

<210> 736

<211> 20

<212> DNA

<213> Homo sapiens

<400> 736
ttccetggaa gatagcecaat 20

<210> 737

<211> 20

<212> DNA

<213> Homo sapiens

<400> 737
tggacacgta aaagaaggtg 20

<210> 738

<211> 20

<212> DNA

<213> Homo sapiens

<400> 738
ctgagaacct tgtccaactg 20

<210> 739

<211> 20

<212> DNA

<213> Homo sapiens

<400> 739
tttegctagt ctttgcactt 20

<210> 740

<211> 20

<212> DNA

<213> Homo sapiens

<400> 740
gcggcaataa tigtcacaaa 20

<210> 741

<211> 20

<212> DNA

<213> Homo sapiens

<400> 741
cagaaatgtg tcaggctaca 20
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<210> 742

<211> 20

<212> DNA

<213> Homo sapiens

<400> 742
aactcttcat tttgacgggg 20

<210> 743

<211> 20

<212> DNA

<213> Homo sapiens

<400> 743
tgggttgtge tgtigtitag 20

<210> 744

<211>19

<212> DNA

<213> Homo sapiens

<400> 744
gctcagctcc tttcatctg 19

<210> 745

<211> 20

<212> DNA

<213> Homo sapiens

<400> 745
aggacattca gcctatttge 20

<210> 746

<211> 20

<212> DNA

<213> Homo sapiens

<400> 746
acacagtatc aaggtcaaca 20

<210> 747

<211> 20

<212> DNA

<213> Homo sapiens

<400> 747
gcagaaccac agtctatgag 20

<210> 748

<211> 21

<212> DNA

<213> Homo sapiens

<400> 748
aatgctccaa gttattccag a 21

<210> 749
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 749
aagagagaag cgacaaaacc 20

<210> 750

<211> 20

<212> DNA

<213> Homo sapiens

<400> 750
aatgagaagg aattgggtgc 20

<210> 751

<211> 20

<212> DNA

<213> Homo sapiens

<400> 751
aatgaagtgt tagggccatc 20

<210> 752

<211> 21

<212> DNA

<213> Homo sapiens

<400> 752
gctcatcaca gtttaaggag t 21

<210> 753

<211> 20

<212> DNA

<213> Homo sapiens

<400> 753
atgtggaagc aagagaaagg 20

<210> 754

<211> 20

<212> DNA

<213> Homo sapiens

<400> 754
tgaaaggtga agtggctttt 20

<210> 755

<211> 20

<212> DNA

<213> Homo sapiens

<400> 755
gtaagtaagg ggtcctagct 20

<210> 756
<211> 20



<212> DNA
<213> Homo sapiens

<400> 756
tgtgacttcc atgaaactgg 20

<210> 757

<211> 20

<212> DNA

<213> Homo sapiens

<400> 757
gctgacaaac taaccttcca 20

<210> 758

<211> 20

<212> DNA

<213> Homo sapiens

<400> 758
aaaacctccc aaaacagact 20

<210> 759

<211> 20

<212> DNA

<213> Homo sapiens

<400> 759
agtttagtgg ccacgtgaaa 20

<210> 760

<211> 20

<212> DNA

<213> Homo sapiens

<400> 760
ggcagaagtt tcaattccct 20

<210> 761

<211> 20

<212> DNA

<213> Homo sapiens

<400> 761
aaagcctctg titgcacttt 20

<210> 762

<211> 20

<212> DNA

<213> Homo sapiens

<400> 762
tcagtcagct tcttgagtca 20

<210> 763
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 763
tgtttcattt gggtcatgga 20

<210> 764

<211> 21

<212> DNA

<213> Homo sapiens

<400> 764
tacagcacta ggatcactct g 21

<210> 765

<211> 20

<212> DNA

<213> Homo sapiens

<400> 765
atgcatgttt cttgcaaagg 20

<210> 766

<211> 20

<212> DNA

<213> Homo sapiens

<400> 766
gtaggattca gggcatttca 20

<210> 767

<211>19

<212> DNA

<213> Homo sapiens

<400> 767
aactggaact gagcgtgag 19

<210> 768

<211> 20

<212> DNA

<213> Homo sapiens

<400> 768
tgtatgcagt tacctccaga 20

<210> 769

<211> 20

<212> DNA

<213> Homo sapiens

<400> 769
ggatgtatac cagacccctt 20

<210> 770

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 770
cgaaagatgt tagcacctca 20

<210> 771

<211> 20

<212> DNA

<213> Homo sapiens

<400> 771
aattggcttt gcagtgttic 20

<210> 772

<211> 20

<212> DNA

<213> Homo sapiens

<400> 772
gcttgcetggt aggaggtata 20

<210> 773

<211> 20

<212> DNA

<213> Homo sapiens

<400> 773

ctggaaacgg aaggaagttg 20

<210>774

<211> 20

<212> DNA

<213> Homo sapiens

<400> 774
ctgtgttcag taagtggcetg 20

<210> 775

<211> 20

<212> DNA

<213> Homo sapiens

<400> 775
gacagtgaag tgtgatcgtt 20

<210> 776

<211> 20

<212> DNA

<213> Homo sapiens

<400> 776
tggtgatgct gtittggaaa 20

<210> 777

<211> 22

<212> DNA

<213> Homo sapiens

<400> 777
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tictttcagg cagaagaaat ga 22

<210>778

<211> 24

<212> DNA

<213> Homo sapiens

<400> 778
aagttccatt actgtatiga aaat 24

<210> 779

<211> 20

<212> DNA

<213> Homo sapiens

<400> 779
ggacgtacgt gcttatttca 20

<210>780

<211> 21

<212> DNA

<213> Homo sapiens

<400> 780
cagcctgata ttcccatiga g 21

<210> 781

<211> 20

<212> DNA

<213> Homo sapiens

<400> 781
tcatgaggct gagtgagtat 20

<210> 782

<211> 20

<212> DNA

<213> Homo sapiens

<400> 782
aaagctctcc tatctccagt 20

<210> 783

<211> 21

<212> DNA

<213> Homo sapiens

<400> 783
acaaagagtc tggactatcc t 21

<210> 784

<211> 21

<212> DNA

<213> Homo sapiens

<400> 784
tgcctaaaaa tacccaaagcet 21



<210> 785

<211> 20

<212> DNA

<213> Homo sapiens

<400> 785
ccaagacact cactccaaag 20

<210> 786

<211> 20

<212> DNA

<213> Homo sapiens

<400> 786
ccaggaaaag gagcagtttt 20

<210> 787

<211> 20

<212> DNA

<213> Homo sapiens

<400> 787
gttcaactct tictgcgaac 20

<210> 788

<211> 20

<212> DNA

<213> Homo sapiens

<400> 788
ccacttcttc tgtttccaac 20

<210> 789

<211>19

<212> DNA

<213> Homo sapiens

<400> 789
gggaagggca tgctaatca 19

<210>790

<211> 20

<212> DNA

<213> Homo sapiens

<400> 790
tgttcaatca cctctccatc 20

<210> 791

<211> 20

<212> DNA

<213> Homo sapiens

<400> 791
agaggagagg ctaagctttg 20

<210>792
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 792
acaagagagg aagctgtcag 20

<210> 793

<211> 20

<212> DNA

<213> Homo sapiens

<400> 793
agcccctttc tecttattct 20

<210> 794

<211> 20

<212> DNA

<213> Homo sapiens

<400> 794
agggaagcag gattttaacg 20

<210> 795

<211> 20

<212> DNA

<213> Homo sapiens

<400> 795
aagtttcaca atacccaggt 20

<210> 796

<211> 20

<212> DNA

<213> Homo sapiens

<400> 796
tcgcagaatg gacaagtact 20

<210> 797

<211> 20

<212> DNA

<213> Homo sapiens

<400> 797
ggctcccaga ttttgatcat 20

<210> 798

<211> 20

<212> DNA

<213> Homo sapiens

<400> 798
cctagaactg caaaacacct 20

<210>799
<211> 21



<212> DNA
<213> Homo sapiens

<400> 799
ttccattatt ttctcaccgg ¢ 21

<210> 800

<211> 20

<212> DNA

<213> Homo sapiens

<400> 800
cagtccaaca aagaggtcac 20

<210> 801

<211> 20

<212> DNA

<213> Homo sapiens

<400> 801
ttgtgtgtgt tgaagcctag 20

<210> 802

<211> 20

<212> DNA

<213> Homo sapiens

<400> 802

agtgggggta ggaagaaaaa 20

<210> 803

<211> 20

<212> DNA

<213> Homo sapiens

<400> 803
gttccaacaa tgtaaggcac 20

<210> 804

<211> 20

<212> DNA

<213> Homo sapiens

<400> 804
ggaaccctct atggtcaaag 20

<210> 805

<211> 20

<212> DNA

<213> Homo sapiens

<400> 805
attgctgtgt agttccttga 20

<210> 806
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 806
tttottgcca ceattctgac 20

<210> 807

<211> 20

<212> DNA

<213> Homo sapiens

<400> 807
cacacgttct aaccaagtgc 20

<210> 808

<211> 21

<212> DNA

<213> Homo sapiens

<400> 808
tagccacatc ttaacagacc t 21

<210> 809

<211> 20

<212> DNA

<213> Homo sapiens

<400> 809
attcctgagg gtgacatgaa 20

<210> 810

<211> 20

<212> DNA

<213> Homo sapiens

<400> 810
cctgccccat caacttaaaa 20

<210> 811

<211> 18

<212> DNA

<213> Homo sapiens

<400> 811
ctgggtgcag aggatctc 18

<210> 812

<211> 22

<212> DNA

<213> Homo sapiens

<400> 812
ttgagttgaa ctttgcttta ga 22

<210> 813

<211> 20

<212> DNA

<213> Homo sapiens

DK/EP 3649260 T3



<400> 813
gaactaggag acactgggtt 20

<210> 814

<211> 21

<212> DNA

<213> Homo sapiens

<400> 814
caagaatagc taactggtgc t 21

<210> 815

<211> 21

<212> DNA

<213> Homo sapiens

<400> 815
agttacacac tgaatcatgg g 21

<210> 816

<211> 20

<212> DNA

<213> Homo sapiens

<400> 816
cccatgtggc ttcactaata 20

<210> 817

<211> 20

<212> DNA

<213> Homo sapiens

<400> 817
gattgtggtc acgtggagag 20

<210> 818

<211> 20

<212> DNA

<213> Homo sapiens

<400> 818
cagatccagg tattcggaga 20

<210> 819

<211> 20

<212> DNA

<213> Homo sapiens

<400> 819
acaacaacaa ccattaccca 20

<210> 820

<211> 20

<212> DNA

<213> Homo sapiens

<400> 820
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tggccatagt actgctigta 20

<210> 821

<211> 20

<212> DNA

<213> Homo sapiens

<400> 821
tgtctcactg ttgggaacitt 20

<210> 822

<211> 20

<212> DNA

<213> Homo sapiens

<400> 822
tttgtotgta tcctatgecc 20

<210> 823

<211> 20

<212> DNA

<213> Homo sapiens

<400> 823
gctgacaaaa ttggatccca 20

<210> 824

<211> 20

<212> DNA

<213> Homo sapiens

<400> 824
aaaatcctcc tgagtcctct 20

<210> 825

<211> 20

<212> DNA

<213> Homo sapiens

<400> 825
ttcactgggc tcttcagcota 20

<210> 826

<211> 20

<212> DNA

<213> Homo sapiens

<400> 826
aaagggcagg agttaggtaa 20

<210> 827

<211> 20

<212> DNA

<213> Homo sapiens

<400> 827
aggcataaga aaccaggttg 20
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<210> 828

<211> 20

<212> DNA

<213> Homo sapiens

<400> 828
gtagttcggt ccaatgtcag 20

<210> 829

<211> 20

<212> DNA

<213> Homo sapiens

<400> 829
gatggtcaca attgcaggtt 20

<210> 830

<211> 20

<212> DNA

<213> Homo sapiens

<400> 830
gccaaagatc tcaattgeca 20

<210> 831

<211> 20

<212> DNA

<213> Homo sapiens

<400> 831
gaccaagact gtctctectt 20

<210> 832

<211> 22

<212> DNA

<213> Homo sapiens

<400> 832
taatggtcaa atcccictca aa 22

<210> 833

<211> 20

<212> DNA

<213> Homo sapiens

<400> 833
catgtaggct gaagactcct 20

<210> 834

<211> 20

<212> DNA

<213> Homo sapiens

<400> 834
tttctctoca aactggttge 20

<210> 835
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 835
tacaggcaag aaatagtgtc t 21

<210> 836

<211> 20

<212> DNA

<213> Homo sapiens

<400> 836
ttcagcaaga atggggattc 20

<210> 837

<211> 20

<212> DNA

<213> Homo sapiens

<400> 837
caaagagaga gccatcacag 20

<210> 838

<211> 21

<212> DNA

<213> Homo sapiens

<400> 838
tgagaacact gctatttctg ¢ 21

<210> 839

<211> 18

<212> DNA

<213> Homo sapiens

<400> 839
gcatggtcag gacattgg 18

<210> 840

<211> 20

<212> DNA

<213> Homo sapiens

<400> 840
gattgaatca ggagggaagc 20

<210> 841

<211> 23

<212> DNA

<213> Homo sapiens

<400> 841
agcttaaatg atgaagtgct ttc 23

<210> 842
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 842
ttctcctacg tatcttggcea 20

<210> 843

<211> 20

<212> DNA

<213> Homo sapiens

<400> 843
acctgggaca taaccttgat 20

<210> 844

<211> 20

<212> DNA

<213> Homo sapiens

<400> 844
ccattttcct actgogtgtc 20

<210> 845

<211> 20

<212> DNA

<213> Homo sapiens

<400> 845
gaacatacca aacccactgg 20

<210> 846

<211> 20

<212> DNA

<213> Homo sapiens

<400> 846
acccaatgat gtacagttcc 20

<210> 847

<211> 22

<212> DNA

<213> Homo sapiens

<400> 847
acctattcga cttgaaactc ag 22

<210> 848

<211> 20

<212> DNA

<213> Homo sapiens

<400> 848
atttctgcac aactgttcca 20

<210> 849
<211> 20
<212> DNA

DK/EP 3649260 T3



<213> Homo sapiens

<400> 849
gctgtaatgt gactaaccct 20

<210> 850

<211> 20

<212> DNA

<213> Homo sapiens

<400> 850
tttccecgagg ttcacagata 20

<210> 851

<211> 20

<212> DNA

<213> Homo sapiens

<400> 851
gaacttgtgt gacccaaaac 20

<210> 852

<211> 20

<212> DNA

<213> Homo sapiens

<400> 852
cattgcactg tgatgtcatg 20

<210> 853

<211> 20

<212> DNA

<213> Homo sapiens

<400> 853
gcactggaaa ttgacatcac 20

<210> 854

<211> 20

<212> DNA

<213> Homo sapiens

<400> 854
gggagaggct gaaagaagaa 20

<210> 855

<211> 20

<212> DNA

<213> Homo sapiens

<400> 855
tgtatcactt cctcatgcca 20

<210> 856

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 856
ccaagagttt cctgtttcca 20

<210> 857

<211> 22

<212> DNA

<213> Homo sapiens

<400> 857
atgacacata catccattta ca 22

<210> 858

<211> 20

<212> DNA

<213> Homo sapiens

<400> 858
ctcaaactgc ccagtgattt 20

<210> 859

<211> 20

<212> DNA

<213> Homo sapiens

<400> 859
tcotagcettg ccaaagaaat 20

<210> 860

<211> 20

<212> DNA

<213> Homo sapiens

<400> 860
cctectetee aggceatttta 20

<210> 861

<211> 20

<212> DNA

<213> Homo sapiens

<400> 861
aacagagtag cacagagagt 20

<210> 862

<211> 20

<212> DNA

<213> Homo sapiens

<400> 862
ttcagagaga cagacagcat 20

<210> 863

<211> 20

<212> DNA

<213> Homo sapiens

<400> 863
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agaggaaaat cacaagcagt 20

<210> 864

<211> 20

<212> DNA

<213> Homo sapiens

<400> 864
tttgaaaacc caacagacct 20

<210> 865

<211> 20

<212> DNA

<213> Homo sapiens

<400> 865
aatccacaca ccaacagagg 20

<210> 866

<211> 21

<212> DNA

<213> Homo sapiens

<400> 866
tgttcacatc tgttggtttg c 21

<210> 867

<211> 21

<212> DNA

<213> Homo sapiens

<400> 867
gttactcggt gggtgatatt t 21

<210> 868

<211> 21

<212> DNA

<213> Homo sapiens

<400> 868
aagaaacacc agcatcagtt ¢ 21

<210> 869

<211> 21

<212> DNA

<213> Homo sapiens

<400> 869
aggtttagag gtgagtgaac a 21

<210> 870

<211> 22

<212> DNA

<213> Homo sapiens

<400> 870
agaaacttca ctgtcttcca ct 22
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<210> 871

<211> 21

<212> DNA

<213> Homo sapiens

<400> 871
tgtgatggac attggtacct g 21

<210> 872

<211> 21

<212> DNA

<213> Homo sapiens

<400> 872
atatcatctg cctgtcccaa ¢ 21

<210> 873

<211> 21

<212> DNA

<213> Homo sapiens

<400> 873
gagtgctctg tgtttgtttc a 21

<210> 874

<211> 22

<212> DNA

<213> Homo sapiens

<400> 874
tcagtggtga gctcttgaat at 22

<210> 875

<211> 21

<212> DNA

<213> Homo sapiens

<400> 875
actctctctt cacacatgca a 21

<210> 876

<211> 21

<212> DNA

<213> Homo sapiens

<400> 876
gtgttgaagt cagtaaagcc t 21

<210> 877

<211> 21

<212> DNA

<213> Homo sapiens

<400> 877
tgcotitcaca tggcactaga t 21

<210> 878
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 878
ggagagagaa atcccaactg a 21

<210> 879

<211> 21

<212> DNA

<213> Homo sapiens

<400> 879
gggagatgtc aacactaggt ¢ 21

<210> 880

<211> 20

<212> DNA

<213> Homo sapiens

<400> 880
atatgacatg gtggctctcc 20

<210> 881

<211> 21

<212> DNA

<213> Homo sapiens

<400> 881
aacatagagc catgggaggt a 21

<210> 882

<211> 21

<212> DNA

<213> Homo sapiens

<400> 882
gatagccttc aaatcatgect 21

<210> 883

<211> 21

<212> DNA

<213> Homo sapiens

<400> 883
gaaagcgggt gaacaacaat a 21

<210> 884

<211> 21

<212> DNA

<213> Homo sapiens

<400> 884
gatagagagc acaaagagcat 21

<210> 885
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 885
aacaagagga ataggagcca g 21

<210> 886

<211> 21

<212> DNA

<213> Homo sapiens

<400> 886
tgggtgctga tagtaacaaa g 21

<210> 887

<211> 21

<212> DNA

<213> Homo sapiens

<400> 887
actattgaac tgttggcttc g 21

<210> 888

<211> 21

<212> DNA

<213> Homo sapiens

<400> 888
tccactaaag agcaaccaaa ¢ 21

<210> 889

<211> 21

<212> DNA

<213> Homo sapiens

<400> 889
tgaagtggtc agtaacaatg g 21

<210> 890

<211> 21

<212> DNA

<213> Homo sapiens

<400> 890
atttcagagc tcctttgtcc t 21

<210> 891

<211> 21

<212> DNA

<213> Homo sapiens

<400> 891
ggcaaagaaa tctggtgttc a 21

<210> 892
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 892
ttgctggttg ataggcattt g 21

<210> 893

<211> 21

<212> DNA

<213> Homo sapiens

<400> 893
attcccgcaa ttgtgagatt ¢ 21

<210> 894

<211> 22

<212> DNA

<213> Homo sapiens

<400> 894
aaagaggtac agaactcaga cc 22

<210> 895

<211> 21

<212> DNA

<213> Homo sapiens

<400> 895
gtcttcatga acgttgccaa t 21

<210> 896

<211> 21

<212> DNA

<213> Homo sapiens

<400> 896
cttctcaggg ctctttgtgt a 21

<210> 897

<211> 21

<212> DNA

<213> Homo sapiens

<400> 897
gcaacagaaa ccaagattcc t 21

<210> 898

<211> 22

<212> DNA

<213> Homo sapiens

<400> 898
tcatigtcta cctcaaagag ca 22

<210> 899

<211> 21

<212> DNA

<213> Homo sapiens



<400> 899
ctctgaagga acaaaggatg g 21

<210> 900

<211> 21

<212> DNA

<213> Homo sapiens

<400> 900
cattagaatg cggtggtttc a 21

<210> 901

<211> 21

<212> DNA

<213> Homo sapiens

<400> 901
gatgtctggg ctgaggttta a 21

<210> 902

<211> 21

<212> DNA

<213> Homo sapiens

<400> 902
ttcctettga agatgcactg g 21

<210> 903

<211> 21

<212> DNA

<213> Homo sapiens

<400> 903
ccagcatgtg aggaattgaa c 21

<210> 904

<211> 21

<212> DNA

<213> Homo sapiens

<400> 904
cccacttagt catccacaca t 21

<210> 905

<211> 21

<212> DNA

<213> Homo sapiens

<400> 905
gtttcacaca ccagaagaga g 21

<210> 906

<211> 21

<212> DNA

<213> Homo sapiens

<400> 906
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ccatacacct gotctgacat t 21

<210> 907

<211> 21

<212> DNA

<213> Homo sapiens

<400> 907
atcagtaaca gtcccattgct 21

<210> 908

<211> 21

<212> DNA

<213> Homo sapiens

<400> 908
catgaggcat ttgatccatg g 21

<210> 909

<211> 21

<212> DNA

<213> Homo sapiens

<400> 909
accotgtttc actgaacaact 21

<210> 910

<211> 21

<212> DNA

<213> Homo sapiens

<400> 910
ccctgtaatg agagcegttat t 21

<210> 911

<211> 22

<212> DNA

<213> Homo sapiens

<400> 911
gagagaatgg gttaaatctg cc 22

<210> 912

<211> 21

<212> DNA

<213> Homo sapiens

<400> 912
ctgcctgact tagecttaaa t 21

<210> 913

<211> 21

<212> DNA

<213> Homo sapiens

<400> 913
aaccagaatg ttactagccc a 21
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<210> 914

<211> 21

<212> DNA

<213> Homo sapiens

<400> 914
caatcctgtg tgtttagtgg a 21

<210> 915

<211> 20

<212> DNA

<213> Homo sapiens

<400> 915
tgtgggaagc attgactctt 20

<210> 916

<211> 21

<212> DNA

<213> Homo sapiens

<400> 916
tcotgtgaga aatggagcett t 21

<210> 917

<211> 22

<212> DNA

<213> Homo sapiens

<400> 917
gttgccaagc ttaaatacct gt 22

<210>918

<211> 21

<212> DNA

<213> Homo sapiens

<400> 918
ccacaacaac ataaacactg ¢ 21

<210> 919

<211> 21

<212> DNA

<213> Homo sapiens

<400> 919
tcttccaggce atattcattg ¢ 21

<210> 920

<211> 21

<212> DNA

<213> Homo sapiens

<400> 920
atccattctc tctacttggg a 21

<210> 921
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<211> 22
<212> DNA
<213> Homo sapiens

<400> 921
ggctagaggg tgattataag ct 22

<210> 922

<211> 21

<212> DNA

<213> Homo sapiens

<400> 922
tactcatccce gatttcttce ¢ 21

<210> 923

<211> 21

<212> DNA

<213> Homo sapiens

<400> 923
ttctetttct cttotgggea g 21

<210> 924

<211> 21

<212> DNA

<213> Homo sapiens

<400> 924
ttgtgagact caaggccatt t 21

<210> 925

<211> 21

<212> DNA

<213> Homo sapiens

<400> 925
ttggtagaga gaggccattt g 21

<210> 926

<211> 21

<212> DNA

<213> Homo sapiens

<400> 926
ggaggaagct cttgaagaca t 21

<210> 927

<211> 21

<212> DNA

<213> Homo sapiens

<400> 927
agcatctice gtttaactcc a 21

<210>928
<211> 20



<212> DNA
<213> Homo sapiens

<400> 928
ctgcctgeca agtatgtict 20

<210> 929

<211> 21

<212> DNA

<213> Homo sapiens

<400> 929
ctactccttg tgtcattgge t 21

<210> 930

<211> 21

<212> DNA

<213> Homo sapiens

<400> 930
tgattctgag acacgtgctt a 21

<210> 931

<211> 21

<212> DNA

<213> Homo sapiens

<400> 931
cttgaggacc tttcatgctt g 21

<210> 932

<211> 21

<212> DNA

<213> Homo sapiens

<400> 932
ttgtgattic aggtaggagg g 21

<210> 933

<211> 21

<212> DNA

<213> Homo sapiens

<400> 933
ttccctcaga gacagtatce t 21

<210> 934

<211> 20

<212> DNA

<213> Homo sapiens

<400> 934
aaaggaggtc tggctttgaa 20

<210> 935
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 935
gcataaacct ggactgtgaa a 21

<210> 936

<211> 20

<212> DNA

<213> Homo sapiens

<400> 936
cactcagcga tictcctcac 20

<210> 937

<211> 21

<212> DNA

<213> Homo sapiens

<400> 937
aaagccagac acagactagt t 21

<210> 938

<211> 20

<212> DNA

<213> Homo sapiens

<400> 938
attcctggga ccacaagcat 20

<210> 939

<211> 20

<212> DNA

<213> Homo sapiens

<400> 939
tattgcctca tgtggtigtg 20

<210> 940

<211> 22

<212> DNA

<213> Homo sapiens

<400> 940
gtgttgactt gaaaggaatc ac 22

<210> 941

<211> 21

<212> DNA

<213> Homo sapiens

<400> 941
caggttagga atgacagtgg g 21

<210> 942

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 942
ttaggttacc cagggacgtt a 21

<210> 943

<211> 21

<212> DNA

<213> Homo sapiens

<400> 943
cggtttgctt tectgaacaac a 21

<210> 944

<211> 21

<212> DNA

<213> Homo sapiens

<400> 944
catttgggac cctttgaaac t 21

<210> 945

<211> 21

<212> DNA

<213> Homo sapiens

<400> 945
ggttatctct gggcaaagtt ¢ 21

<210> 946

<211> 21

<212> DNA

<213> Homo sapiens

<400> 946
tagagagcag agaacaaacc ¢ 21

<210> 947

<211> 21

<212> DNA

<213> Homo sapiens

<400> 947
ataagggcat ttggagggaa a 21

<210> 948

<211> 21

<212> DNA

<213> Homo sapiens

<400> 948
aatgcacact tagacaccac a 21

<210> 949

<211> 21

<212> DNA

<213> Homo sapiens

<400> 949
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ggattgctac ccaggagata a 21

<210> 950

<211> 21

<212> DNA

<213> Homo sapiens

<400> 950
agaggttctg tgtatgagtg t 21

<210> 951

<211> 21

<212> DNA

<213> Homo sapiens

<400> 951
tagagaattg tacgctggac a 21

<210> 952

<211> 21

<212> DNA

<213> Homo sapiens

<400> 952
tctggagaaa tgcacaagag a 21

<210> 953

<211> 21

<212> DNA

<213> Homo sapiens

<400> 953
tgggttagaa catggtgctt a 21

<210> 954

<211> 21

<212> DNA

<213> Homo sapiens

<400> 954
atcgcatcac acccttacta t 21

<210> 955

<211> 21

<212> DNA

<213> Homo sapiens

<400> 955
ggaaatttag cttgacatgg c 21

<210> 956

<211> 22

<212> DNA

<213> Homo sapiens

<400> 956
tttgtaaatc cacagtgcct ac 22
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<210> 957

<211> 21

<212> DNA

<213> Homo sapiens

<400> 957
ggtactggag agcatagaag a 21

<210> 958

<211> 21

<212> DNA

<213> Homo sapiens

<400> 958
aaacaagcta tcttcaggca g 21

<210> 959

<211> 21

<212> DNA

<213> Homo sapiens

<400> 959
cgaacaatca gagactcgact 21

<210> 960

<211> 21

<212> DNA

<213> Homo sapiens

<400> 960
ctggttgaca atctgcaagt t 21

<210> 961

<211> 21

<212> DNA

<213> Homo sapiens

<400> 961
accatccaag tcgtcttcat a 21

<210> 962

<211> 21

<212> DNA

<213> Homo sapiens

<400> 962
atagctacgc ataccctgta g 21

<210> 963

<211> 21

<212> DNA

<213> Homo sapiens

<400> 963
agcagaagaa acagtaaggc a 21

<210> 964
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 964
acccagggac ctatttgttc 20

<210> 965

<211> 21

<212> DNA

<213> Homo sapiens

<400> 965
caagggctca ggtcttcatt a 21

<210> 966

<211> 21

<212> DNA

<213> Homo sapiens

<400> 966
tcactgtgac ttggagacta a 21

<210> 967

<211> 21

<212> DNA

<213> Homo sapiens

<400> 967
tgctctgott cactgtgatt a 21

<210> 968

<211> 22

<212> DNA

<213> Homo sapiens

<400> 968
gatgaatgac taatagccca cg 22

<210> 969

<211> 21

<212> DNA

<213> Homo sapiens

<400> 969
ccatgtttag tttggtgctg t 21

<210> 970

<211> 20

<212> DNA

<213> Homo sapiens

<400> 970
agccaagtga ggtgctaaat 20

<210> 971
<211> 21



<212> DNA
<213> Homo sapiens

<400> 971
tcagggagaa atgatgtcac ¢ 21

<210> 972

<211> 21

<212> DNA

<213> Homo sapiens

<400> 972
cagtagctgg caagaatcat ¢ 21

<210> 973

<211> 21

<212> DNA

<213> Homo sapiens

<400> 973
caacactgct agaattccca a 21

<210> 974

<211> 21

<212> DNA

<213> Homo sapiens

<400> 974
cctgagaagc acctgatigt a 21

<210> 975

<211> 20

<212> DNA

<213> Homo sapiens

<400> 975
tgttgtcaga aatcccagga 20

<210> 976

<211> 21

<212> DNA

<213> Homo sapiens

<400> 976
aactggagcc atataacgat g 21

<210> 977

<211> 21

<212> DNA

<213> Homo sapiens

<400> 977
gaaatggtgc cctattgttg a 21

<210>978
<211> 22
<212> DNA
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<213> Homo sapiens

<400> 978
tcttacatgc agtcatactc ct 22

<210> 979

<211> 22

<212> DNA

<213> Homo sapiens

<400> 979
gtcectcagt aacaccatct ta 22

<210> 980

<211> 21

<212> DNA

<213> Homo sapiens

<400> 980
gaagcaagag gatcaggcaat 21

<210> 981

<211> 21

<212> DNA

<213> Homo sapiens

<400> 981
agtgtttcag aggcttgaaa g 21

<210> 982

<211> 21

<212> DNA

<213> Homo sapiens

<400> 982
atccggcatc ctttaaactc t 21

<210> 983

<211> 21

<212> DNA

<213> Homo sapiens

<400> 983
aggctaggaa gaaatgggaa a 21

<210> 984

<211> 21

<212> DNA

<213> Homo sapiens

<400> 984
acacatatgc tctgtctctc a 21

<210> 985

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 985
agttagttat cacctcgtcc ¢ 21

<210> 986

<211> 22

<212> DNA

<213> Homo sapiens

<400> 986
tgtgtatttc cctotagttg ca 22

<210> 987

<211> 21

<212> DNA

<213> Homo sapiens

<400> 987
agcctctttc tacatcgtic g 21

<210> 988

<211> 21

<212> DNA

<213> Homo sapiens

<400> 988
ttacctgtgc agaagagtga ¢ 21

<210> 989

<211> 21

<212> DNA

<213> Homo sapiens

<400> 989
tcttgtgttc tagegtgttt g 21

<210> 990

<211> 21

<212> DNA

<213> Homo sapiens

<400> 990
tgtggttagt cagaaatgtg g 21

<210> 991

<211> 21

<212> DNA

<213> Homo sapiens

<400> 991
gggtcctgat gagtctttgt ¢ 21

<210> 992

<211> 21

<212> DNA

<213> Homo sapiens

<400> 992
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tggtgccttt gtttattcag ¢ 21

<210> 993

<211> 21

<212> DNA

<213> Homo sapiens

<400> 993
tgttatgtgc cagggtttaa ¢ 21

<210> 994

<211> 21

<212> DNA

<213> Homo sapiens

<400> 994
attggticca gatacagtcg a 21

<210> 995

<211> 21

<212> DNA

<213> Homo sapiens

<400> 995
ggaaggaagt acagcatgga t 21

<210> 996

<211> 21

<212> DNA

<213> Homo sapiens

<400> 996
ccttattgaa gotgaccatg ¢ 21

<210> 997

<211> 21

<212> DNA

<213> Homo sapiens

<400> 997
cagtgggaaa tgtgcttaca t 21

<210> 998

<211> 21

<212> DNA

<213> Homo sapiens

<400> 998
aaagggccta tattcaccag a 21

<210> 999

<211> 22

<212> DNA

<213> Homo sapiens

<400> 999
agagccattt aagactctct gt 22



<210> 1000

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1000
taccttgttc tctgcctcaa t 21

<210> 1001

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1001
tttagaagga tgtggacagg g 21

<210> 1002

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1002
agcaggacat ggacttcaaa 20

<210> 1003

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1003
gcggctcttg tttctgaaat ¢ 21

<210> 1004

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1004
acaggtagga gttcagagac a 21

<210> 1005

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1005
tttectattc tgctctictg ct 22

<210> 1006

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1006
aaatgctgct cagggttaga g 21

<210> 1007
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 1007
caactttact ctgcacagct ¢ 21

<210> 1008

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1008
cagtgccact acaaagaaat ca 22

<210> 1009

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1009
agaagcagag gttggatatg g 21

<210> 1010

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1010
ccacaatccc atagtcacca t 21

<210>10M1

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1011
gctggtictt gttgctgata a 21

<210> 1012

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1012
tcoctcacga cttatgtttg a 21

<210> 1013

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1013
ctaccttctc cagtgcacta t 21

<210> 1014
<211> 21

DK/EP 3649260 T3



<212> DNA
<213> Homo sapiens

<400> 1014
ggacctctct ttgaaatgga ¢ 21

<210> 1015

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1015
tgggattgtgt ttctctgact t 21

<210> 1016

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1016
tacaagcctc ctttaaccct t 21

<210> 1017

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1017
aaagggtttg atacagttgg g 21

<210> 1018

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1018
aggtattgga gagcaagaaa ga 22

<210> 1019

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1019
gcaaactgga gctaaagtca t 21

<210> 1020

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1020
ttggttgcta gctctcaaat g 21

<210> 1021
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 1021
ttcaatgccc ttacttctcc t 21

<210> 1022

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1022
gcttgaggceg catatgattg 20

<210> 1023

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1023
catatggtgc ttgttctggg 20

<210> 1024

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1024
caaactcacc acccttcatt ¢ 21

<210> 1025

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1025
ccttagcect gcaaataaca ¢ 21

<210> 1026

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1026
tcacagatac ggacaagctc 20

<210> 1027

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1027
gccacaggta tcaatcactt ¢ 21

<210> 1028

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 1028
gcttctgtgg cactaatcaa g 21

<210> 1029

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1029
gccttattga cttactggac tg 22

<210> 1030

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1030
gtcagggatt agaggcagaa c 21

<210> 1031

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1031
caatcacttg gtcagatagt gt 22

<210> 1032

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1032
agtggagagg ttgagtatag tg 22

<210> 1033

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1033
tgagaaggga ggaagaatgt g 21

<210> 1034

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1034
aaggtcaaac tctccaticca 21

<210> 1035

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1035
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ggagatgtct ttgcectgat t 21

<210> 1036

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1036
ggtcctegtt tgtccttaag a 21

<210> 1037

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1037
agtattgcott tgagggctct a 21

<210> 1038

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1038
agctatcatg taagtcactc cc 22

<210> 1039

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1039
aggaaattca gtacctcagc t 21

<210> 1040

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1040
caaccttctc attgttgaag ct 22

<210> 1041

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1041
ggtgactttg ctttcccaag 20

<210> 1042

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1042
gctgacaaac ggagggagag 20
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<210> 1043

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1043
tgttcticat caggcacaat g 21

<210> 1044

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1044
accatttgtg tgatccagaa c 21

<210> 1045

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1045
cttgtcttga gtgcggtaca 20

<210> 1046

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1046
gcctctcagt ttectettat ag 22

<210> 1047

<211> 24

<212> DNA

<213> Homo sapiens

<400> 1047

cctagatcag tgcagagaat ttag 24

<210> 1048

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1048
ctttagtttg gaggcctcat tc 22

<210> 1049

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1049
ctgacatcga tggaattctg g 21

<210> 1050
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 1050
acactgcacg aatggaagat ¢ 21

<210> 1051

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1051
ataaacttgg tgctcagtgg t 21

<210> 1052

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1052
acaagcatta cagaattcgg ¢ 21

<210> 1053

<211> 24

<212> DNA

<213> Homo sapiens

<400> 1053
actgacagat tctcacctat atca 24

<210> 1054

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1054
ggatcaaagc cactctagact 21

<210> 1055

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1055
ttgagatggc atcaagttca ag 22

<210> 1056

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1056
actggattca tgcgttatca ag 22

<210> 1057
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 1057
tattcttgtg tggaccctgt g 21

<210> 1058

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1058
tgatattgca tgaaagtccc tg 22

<210> 1059

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1059
tcacacatga ggagtagaca 20

<210> 1060

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1060
cacagcagga gacatgagaa 20

<210> 1061

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1061
tttcctectg gottgatcac 20

<210> 1062

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1062
caaaggagag aagtgaccca 20

<210> 1063

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1063
ctacgagtga aacagagtgc 20

<210> 1064
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1064
agactaaaag cctccaagcc 20

<210> 1065

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1065
tagaatatgt cacccagccc 20

<210> 1066

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1066
acagaatcat cccatagcca 20

<210> 1067

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1067
cgccattctg tgcttaattt g 21

<210> 1068

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1068
gtgaagcaag agaaagcaag a

<210> 1069

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1069
tgattcggct gecaggttatt 20

<210> 1070

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1070
ctggcttcaa atgcatctga 20

<210> 1071

<211> 20

<212> DNA

<213> Homo sapiens

21
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<400> 1071
actgggaaat tggaattcgc 20

<210> 1072

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1072
ggtaaaactg cctggaaact 20

<210> 1073

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1073
agaccacggg ctctatctat 20

<210> 1074

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1074
catcttgctt attggcttac ga 22

<210> 1075

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1075
gaggtagagg cagtgtcttg 20

<210> 1076

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1076
tagtccttga actccctggt 20

<210> 1077

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1077
ccagcttagc gtctgttttt 20

<210> 1078

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1078
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gaccacaact atcaagagca c 21

<210> 1079

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1079
ccaaagaaag gttgaagccc 20

<210> 1080

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1080
aataatgtgc actgtgatgg ¢ 21

<210> 1081

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1081
tttaagggtc tgatggtigc 20

<210> 1082

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1082
gaaaatgccc atcgtctcaa 20

<210> 1083

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1083
attccttgtc tttccocctc 20

<210> 1084

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1084
tcatttctct agcccaaaga tg 22

<210> 1085

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1085
ttggtttgtt gacttcagcc 20
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<210> 1086

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1086
gctcagtgac agttgggatt 20

<210> 1087

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1087
gtcttgtcte tettcttcea ct 22

<210> 1088

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1088
tttagagcag gtggaaacga 20

<210> 1089

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1089
cttgggtttt tatcggttge t 21

<210> 1090

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1090
gttgcctgga ttgctctaaa 20

<210> 1091

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1091
aaatcacgac gtaggaaacc 20

<210> 1092

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1092
tcaccttgga gcaggtcata 20

<210> 1093
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1093
cgaagaaggt ctgggagatg 20

<210> 1094

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1094
caccattgtt tcatcaggac t 21

<210> 1095

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1095
ttgcatcatc agctcacata ¢ 21

<210> 1096

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1096
agacctggaa aatgatgggt 20

<210> 1097

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1097
cctggaagtg tgtaacaagc 20

<210> 1098

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1098
ctccctagca aaaacttctc a 21

<210> 1099

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1099
tgccttattc actgtgcaac 20

<210> 1100
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1100
tgatggccta gtgagtticc 20

<210> 1101

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1101
tgcaatgtaa caaaagcgtg 20

<210> 1102

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1102
gccacatttg ctttcacaca 20

<210> 1103
<211>19

<212> DNA

<213> Homo sapiens

<400> 1103
acgtcattgg gttcatggc 19

<210> 1104

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1104
attttacccce cttaggcacc 20

<210> 1105

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1105
tcttctacac agccecttcag 20

<210> 1106

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1106
attgggatcg tcagcatcaa 20

<210> 1107
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1107
tgattgtctt gtccactggt 20

<210> 1108

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1108
acatcacact tcatgccctt 20

<210> 1109

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1109
atgaaggcat taggagggag 20

<210> 1110

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1110
aaagtggaga agtggcagat 20

<210> 1111

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1111
ccttaggatt ctgagaggtg ag 22

<210> 1112

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1112
agggcttctg attgatttgc 20

<210> 1113

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1113
cagggtagtc gggatttctc 20

<210> 1114

<211> 20

<212> DNA

<213> Homo sapiens



DK/EP 3649260 T3

<400> 1114
cccggtaatg atctacagca 20

<210> 1115
<211>19

<212> DNA

<213> Homo sapiens

<400> 1115
aacggcactt ggttcacta 19

<210> 1116

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1116
actctgaact cctectectg 20

<210> 1117

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1117
tttgctcaca cacaagacac 20

<210> 1118

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1118
acgactgcat ccttttcatg 20

<210> 1119

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1119
ccatcatagc ctacaaatac cc 22

<210> 1120

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1120
agagagttga aaatatcccc ca 22

<210> 1121

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1121



actttcttga acaccccagt 20

<210> 1122

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1122
tgectgtgtc ctacttttcc 20

<210> 1123

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1123
tgactgccca agaatgtaca 20

<210> 1124

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1124
ccgaacacgc tgtatgtatt 20

<210> 1125

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1125
ggaagggaat tgaagcacag 20

<210> 1126

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1126
tcatcctatc caccaacctg 20

<210> 1127

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1127
aatgaactgg ccctgactta 20

<210> 1128

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1128
taagatacca taccgcagct 20
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<210> 1129

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1129
tcagcgttca tggtaccaat a 21

<210> 1130

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1130
gtttcccaac caacaaacaa g 21

<210> 1131

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1131
tctatcggga tggagagtga 20

<210> 1132

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1132
gttcagacag gtggactagg 20

<210> 1133

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1133
aagcaacctg ggaaatigtg 20

<210> 1134

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1134
gggttaaggt tgotgggtta 20

<210> 1135

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1135
gtgaaatgtg gttgtagtgc a 21

<210> 1136
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1136
gtgactgcct tgcttcattt 20

<210> 1137

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1137
cagttctgga gcocttctact 20

<210> 1138

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1138
ttagggcagg atgtacagaa 20

<210> 1139

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1139
gctggtgacc ttcattcaag 20

<210> 1140
<211>19

<212> DNA

<213> Homo sapiens

<400> 1140
taaaaccatg ttcggggca 19

<210> 1141

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1141
ctacctgtcc gtttceotta ¢ 21

<210> 1142

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1142
gacaaagatg actggaggtg a 21

<210> 1143
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 1143
gggtggatgg tgagatatgt g 21

<210> 1144

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1144
cttcaaacct gatccatgtg ¢ 21

<210> 1145

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1145
gcagaaacag catgaatctc ¢ 21

<210> 1146

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1146
tgacttcaaa catcccatcc a 21

<210> 1147

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1147
gtgggatgag ttctagagga a 21

<210> 1148

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1148
agtcacacac atacacacag t 21

<210> 1149

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1149
acgacttcec tgtgtaactt a 21

<210> 1150
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 1150
ccttctcttg totctagtge ¢ 21

<210> 1151

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1151
ctggaaatac acacacacct g 21

<210> 1152

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1152
atttgtaaac cacccacttc g 21

<210> 1153

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1153
tcactgtgct gacaaatcct a 21

<210> 1154

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1154
cccatcatca tcecttcaga ¢ 21

<210> 1155

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1155
tcatcacttt atcctcccag t 21

<210> 1156

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1156
atgggcacag gtaaagagtt t 21

<210> 1157

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 1157
tttgtaagct gagtgtgagg t 21

<210> 1158

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1158
ttactgtttg aatgccagct ¢ 21

<210> 1159

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1159
tcectictee catcacaatt ¢ 21

<210> 1160

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1160
gaagactgca tgtgtgtect a 21

<210> 1161

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1161
ttctcactct caactgaacc a 21

<210> 1162

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1162
tcagggagct tctaattaag ga 22

<210> 1163

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1163
aagatgatcc caggcttaag g 21

<210> 1164

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1164
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gttgaggttt gotgatcttg g 21

<210> 1165

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1165
caaagataga ttcgcacacc a 21

<210> 1166

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1166
gagcotggaca aattaaatgg c 21

<210> 1167

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1167
ccagtgcatt tggtttgaca 20

<210> 1168

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1168
tatgtgaatc ctetgtgtgg ¢ 21

<210> 1169

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1169
agcttctcte tecattetget t 21

<210> 1170

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1170
gactccegat ttcatttget g 21

<210> 1171

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1171
tcccaatcegt tgtgaaacat ac 22
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<210> 1172

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1172
tctttacagg aagttgggac ¢ 21

<210> 1173

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1173
taagttcaga tcagggagca g 21

<210> 1174

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1174
gttgaaagtc ttacagaacg ct 22

<210> 1175

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1175
caacataggc acattgtcct ¢ 21

<210> 1176

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1176
gtcaggcctc ataactctct t 21

<210> 1177

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1177
gttgtgtggc tttccttatc a 21

<210> 1178

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1178
cctgcagctc tgtgtaaatt t 21

<210> 1179
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 1179
ctttggccag ttctttctct ¢ 21

<210> 1180

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1180
gtggcccagc attatttgtt 20

<210> 1181

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1181
tecttggtgtg acttgctaac a 21

<210> 1182

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1182
tttetggetg agataagacc ¢ 21

<210> 1183

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1183
acaattccgt ggtatacagc t 21

<210> 1184

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1184
tgattgtgcc ctaaccaaact 21

<210> 1185

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1185
tgtcgtatcc tgotgtttag a 21

<210> 1186
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 1186
tcaggagtaa agtcaggacct 21

<210> 1187

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1187
tgagctgatt tactgtgaca ¢ 21

<210> 1188

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1188
tagcaccttg acttcaggat t 21

<210> 1189

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1189
tgaggttgga aagggtcaat t 21

<210> 1190

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1190
cagctttcct tectettete t 21

<210> 1191

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1191
acagtgagag gaaagaacag c 21

<210> 1192

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1192
ggaaataaat tgtgagctgg ¢ 21

<210> 1193
<211> 21
<212> DNA



<213> Homo sapiens

<400> 1193
agacagccct tcaatccata ¢ 21

<210> 1194

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1194
cctacatccce ttectectit ¢ 21

<210> 1195

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1195
tcacccatct tccaattage t 21

<210> 1196

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1196
tttctaagca caaactgaca cc 22

<210> 1197

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1197
gatgtttgca ctggagggat a 21

<210> 1198

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1198
gaagactaaa tgttggccga a 21

<210> 1199

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1199
gtagagagag ggaggatcac a 21

<210> 1200

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 1200
cttgccatga agtttgacca g 21

<210> 1201

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1201
aggatgagca tttgtaacct g 21

<210> 1202

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1202
tgtcgctttc aaattaccca ¢ 21

<210> 1203

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1203
catacaagtg ctctgttagg ¢ 21

<210> 1204

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1204

aggacttgga accagaaaga c 21

<210> 1205

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1205
aaagagggct gatatcgtct g 21

<210> 1206

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1206
ctcactgcaa actatggaac ¢ 21

<210> 1207

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1207
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tattctgccc atcttcttce t 21

<210> 1208

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1208
ggagacagcc caaacataga 20

<210> 1209

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1209
agcaatggtg aagttctgga t 21

<210> 1210

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1210
ctggtcagtg agagaaggga a 21

<210> 1211

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1211
tttctccact ggcatgaact 20

<210> 1212

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1212
catgatcaca attccaagcc a 21

<210> 1213

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1213
acccagtcaa gttacagtct t 21

<210> 1214

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1214
tgtaaagcat atcaagggaa cg 22
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<210> 1215

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1215
tgcagagata tgttccegta t 21

<210> 1216

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1216
agaagacagt acaaggaagg c 21

<210> 1217

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1217
tgtttgccat tigttctect ¢ 21

<210> 1218

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1218
ttgaaggcaa gagaagtttg g 21

<210> 1219

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1219
gccaaggaaa tgtagggaaa g 21

<210> 1220

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1220
aaccttcaca cctagagaca g 21

<210> 1221

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1221
gcataacagg gaaagtcacct 21

<210> 1222
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 1222
aggatgttag tggtttgggt a 21

<210> 1223

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1223
tctgacactg accttcaact 20

<210> 1224

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1224
gaaacattgc tttccctcca 20

<210> 1225

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1225
ttccacacat ctcttctceg 20

<210> 1226

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1226
gggagccttg aaaacctgaa 20

<210> 1227
<211>19

<212> DNA

<213> Homo sapiens

<400> 1227
attggtagcg ttgtcagca 19

<210> 1228

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1228
ttcctgeate ttgtagacce 20

<210> 1229
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1229
gggctaatgt tttgcttcca 20

<210> 1230

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1230
tgttgattag agcttccecec 20

<210> 1231
<211>19

<212> DNA

<213> Homo sapiens

<400> 1231
agaggttttc ttcceegtg 19

<210> 1232

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1232
tagtgccctc tattgtgect 20

<210> 1233

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1233
actgctggac titgaaatgc 20

<210> 1234

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1234
caaacagtga gatgtggotg 20

<210> 1235

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1235
ttgcttcetg aaaactggtt ¢ 21

<210> 1236
<211> 20
<212> DNA

DK/EP 3649260 T3



<213> Homo sapiens

<400> 1236
attccaatca cgtctctgea 20

<210> 1237

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1237
acaatctcac agcctggaaa 20

<210> 1238

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1238
tcagatgggt gaggttcttg 20

<210> 1239

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1239
ctgctccttc cotccaatta 20

<210> 1240

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1240
aaatgccagt cctgtaaagg 20

<210> 1241

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1241
tgtcccattg cttaggaagt 20

<210> 1242

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1242
tgtgtgatcc agagacccta 20

<210> 1243

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 1243
accaatgtag acttagcggg 20

<210> 1244

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1244
actctcatat tgccecactt 20

<210> 1245

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1245
ccagggattg atgtactggt 20

<210> 1246

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1246
aattctggtc tatctggegt 20

<210> 1247

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1247
gccagccctt ttcacatatt 20

<210> 1248

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1248
aactacacca tcccctgttt 20

<210> 1249

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1249
ccatttcaaa catgotggtc 20

<210> 1250

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1250



agattataag aaggcaggga ac 22

<210> 1251

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1251
gtagagggct taaaacatgt cc 22

<210> 1252

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1252
acaagaacac agtcgttaag ¢ 21

<210> 1253

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1253
tctetecttc acteectica 20

<210> 1254

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1254
tgtccaccco tetttgattg 20

<210> 1255

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1255
tttagcttct cetgectttg 20

<210> 1256

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1256
agaagcaatt caccaggtca 20

<210> 1257

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1257
tggagtcaga agtgtgtgtt 20
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<210> 1258

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1258
tctggtgtca aagcettaggg 20

<210> 1259

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1259
tgecgatgat gtgtgttttg 20

<210> 1260

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1260
tgtcccttce taatcccaaa 20

<210> 1261

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1261
aggatgttta agttgcagca 20

<210> 1262

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1262
tatgcagttt taccccctce 20

<210> 1263

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1263
ttctgtgtgg totectcettg 20

<210> 1264

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1264
atggagggac aagtgagaca 20

<210> 1265
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1265
ggggaacatg gagctgtaaa 20

<210> 1266

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1266
ggacccccta ccacatttac 20

<210> 1267

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1267

agatggagaa atgtgcagag a 21

<210> 1268
<211>19

<212> DNA

<213> Homo sapiens

<400> 1268
atgactgcat ccaagagca 19

<210> 1269

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1269
cagaatttcc aggcagttgt 20

<210> 1270

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1270
gaatccagaa gctcagtect t 21

<210> 1271

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1271
agccctggaa tcttgacatt 20

<210> 1272
<211>19
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<212> DNA
<213> Homo sapiens

<400> 1272
gtgcattata cggatggcc 19

<210> 1273

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1273
ggtagagggt cctgtgattc 20

<210> 1274

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1274
gtaactgcta gccactgagt 20

<210> 1275

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1275
gcctttttgg gaatcctagt 20

<210> 1276

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1276
aagggtggaa gcacattgac 20

<210> 1277

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1277
atagaggaac aagctgcaca 20

<210> 1278

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1278
ctegtecectt geacatctta 20

<210> 1279
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1279
aggtggggaa gaacaaaaca 20

<210> 1280

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1280
gagagtaggt gcagggaaac 20

<210> 1281

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1281
atccegcatt cttaaccaca 20

<210> 1282

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1282
gactaagcaa aagcatctcc ¢ 21

<210> 1283

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1283
ttcttacagg ctcagggtat 20

<210> 1284

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1284
cccatagctt aacccctaca a 21

<210> 1285

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1285
tcttcatctt actgtctage ac 22

<210> 1286

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 1286
tcatacccta tcectgtgat ¢ 21

<210> 1287

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1287
tettgccectt gattigtttc ¢ 21

<210> 1288

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1288
gccttttatc catatgccac ¢ 21

<210> 1289

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1289
gccctcaact ttgcttttca 20

<210> 1290

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1290
aaaaacctgc actgtgttcg 20

<210> 1291

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1291
tttttacagc aatcttcact gc 22

<210> 1292

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1292

taagccggaa tgatttgtaa gg 22

<210> 1293

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1293
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taccctttgg cttaacagct 20

<210> 1294

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1294
agttgtcatg ttgggctcat 20

<210> 1295

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1295
tgtcctaagt tacctgtctg ac 22

<210> 1296

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1296
gcoctggaaa gtactgtaac a 21

<210> 1297

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1297
tgttacagcc aggctttcat 20

<210> 1298

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1298
caacgaacac agggtttaca 20

<210> 1299

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1299
ccaggacitct ctcttttctt ¢ 21

<210> 1300

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1300
gacacataag accactttag gc 22
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<210> 1301

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1301
gatatgttct ggaggactgc t 21

<210> 1302

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1302
tgattctcac aggotcecttg 20

<210> 1303

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1303
tgatggaagt ttctaggtca gt 22

<210> 1304

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1304
aacactcttg ctcectatgt 20

<210> 1305

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1305
tttctctece agcettgatet t 21

<210> 1306

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1306
ctgtgcagag acgaactaag 20

<210> 1307
<211>19

<212> DNA

<213> Homo sapiens

<400> 1307
ctctcggagc aaagacctt 19

<210> 1308
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1308
acctcataag tacgcccatc 20

<210> 1309

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1309
tgatcttcot ttgotectgt 20

<210> 1310

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1310
atgacgacga tgttggagag 20

<210> 1311

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1311
tccttcagcea agcectctttt 20

<210> 1312

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1312
tgagggtgat aacctgtgag 20

<210> 1313

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1313
ggcttgaagt ttgtctgtga 20

<210> 1314

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1314
ggattttcac attgctcagc 20

<210> 1315
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 1315
tagcatgaga gtgaactgag g 21

<210> 1316

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1316
cagccacata gcccatatct 20

<210> 1317

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1317
tgcoccatgag totacttgtg 20

<210> 1318

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1318
aagtggactg agggacaatt 20

<210> 1319

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1319
tcagactgag cattaaatca cc 22

<210> 1320

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1320
taggtctgga agaatgccag 20

<210> 1321

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1321
agtatcttgg gcttgtgaca 20

<210> 1322
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1322
gctccacttc cagtctttct 20

<210> 1323

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1323
ttggaatagt gagcctccct 20

<210> 1324

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1324
tctggggcotce tttgtctttg 20

<210> 1325

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1325
atttttcctc coctgtaget 20

<210> 1326

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1326
ctgggcacac tgtattacca 20

<210> 1327

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1327
caccacgttt ctaatgcaga 20

<210> 1328

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1328
gagttgaaaa aggtccacgc 20

<210> 1329

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 1329
cagaggaaag acacagtgct 20

<210> 1330

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1330
tcttggtttt gaggctgtca 20

<210> 1331

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1331
atcagcctaa tictccccac 20

<210> 1332

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1332
atcccccate atccatactc 20

<210> 1333

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1333
catagctagg cctgtgagtg 20

<210> 1334
<211>19

<212> DNA

<213> Homo sapiens

<400> 1334
tcagcttgct ccttetotg 19

<210> 1335

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1335
ctaggtcctc agcagtgttt 20

<210> 1336

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1336



tcccagagtt aacaatacce ¢ 21

<210> 1337

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1337
ccatttgcac tgcegatttc 20

<210> 1338

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1338
actagtccca aaagcctaca ¢ 21

<210> 1339

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1339
aacagcagcg tcagaataac 20

<210> 1340

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1340
aggtctttac gggaaggaaa 20

<210> 1341

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1341
tgagggagaa gtttggtagg 20

<210> 1342

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1342
ccctgtctaa agagcocatgt 20

<210> 1343

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1343
gtttggagtt tcgatgcctt 20
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<210> 1344

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1344
atgttttggt cctgggagaa 20

<210> 1345

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1345
ggaagtggtt agggcagatt 20

<210> 1346

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1346
agcccagtaa agataagagg ¢ 21

<210> 1347

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1347
ccctteectt tcatccaaga 20

<210> 1348

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1348
ctgaaaccitt ctecttagec 20

<210> 1349

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1349
attatccaac ctgacctgca 20

<210> 1350
<211>19

<212> DNA

<213> Homo sapiens

<400> 1350
aggtgcaaag ctgttcatg 19

<210> 1351



<211> 20
<212> DNA
<213> Homo sapiens

<400> 1351
aatgccaaga ttgtccttca 20

<210> 1352
<211>19

<212> DNA

<213> Homo sapiens

<400> 1352
tgcgaaacct cagtgatca 19

<210> 1353

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1353
cacttccttc agcacacttt 20

<210> 1354

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1354
ccggctctct atgaaagtga 20

<210> 1355

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1355
acttgtctgt ctgcctgttt 20

<210> 1356
<211>19

<212> DNA

<213> Homo sapiens

<400> 1356
ctgatgcgct gaaaaccaa 19

<210> 1357

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1357
ttccatgtgt tettcctece 20

<210> 1358
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1358
agcagtaggg ttaacaggag 20

<210> 1359
<211>19

<212> DNA

<213> Homo sapiens

<400> 1359
gcagcaatgt ttcggtgta 19

<210> 1360

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1360
tactaatggc tgggggtaac 20

<210> 1361

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1361
ctgatgaggc taaaggacca 20

<210> 1362

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1362
cagagttctc catcccagac 20

<210> 1363

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1363
ctgagttcct ccttttgect 20

<210> 1364

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1364
gcaaaaggtg gtgttagctg 20

<210> 1365
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1365
atccacatcc catgcctaag 20

<210> 1366

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1366
tctattectt tggcacctce 20

<210> 1367

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1367
aggaaaggag aggctttgtcc 20

<210> 1368

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1368
cctttcagct tccaagtect 20

<210> 1369

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1369
gctotcttee tcccactaaa a 21

<210> 1370

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1370
actgcctgtg ttttcttcct 20

<210> 1371

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1371
aaagcaattt cttccccagc 20

<210> 1372

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 1372
tgtctgttgce cattecttct 20

<210> 1373

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1373
tgactgtgac ttgtgcttic 20

<210> 1374

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1374
gaattacatt tccetgggeg 20

<210> 1375

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1375
tgaaaccgtc ttcctigtct 20

<210> 1376

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1376
tttaaagcag agcaggacct 20

<210> 1377

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1377
tttatgacac acagagcagc 20

<210> 1378

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1378
atgtgtttga ccctttcect 20

<210> 1379

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1379
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atcctgaagt tgttccacat ¢ 21

<210> 1380

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1380
gaccctgctt tgttactagg a 21

<210> 1381

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1381
tggacatgga catttcaacg 20

<210> 1382

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1382
aaaaatgctt ccacttgcct 20

<210> 1383

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1383
gcacctccaa caacattcaa 20

<210> 1384

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1384
ttggaaatgg ggctggag 18

<210> 1385

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1385
actggtctat tgggggaaaa t 21

<210> 1386

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1386
agtgttagga aagcagagtg 20
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<210> 1387

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1387
tggacagggt ttcacaagat 20

<210> 1388

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1388
ctccteteca totttccagg 20

<210> 1389

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1389
ataggctgac ttccacatct ¢ 21

<210> 1390

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1390
tgtgggggtc aattctaacg 20

<210> 1391

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1391
ccaacgggta gtggtagatt 20

<210> 1392

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1392
cttaccccac ttcttcctga 20

<210> 1393
<211>19

<212> DNA

<213> Homo sapiens

<400> 1393
cctgtcacaa ctgcectttg 19

<210> 1394
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1394
tttgccattt tgtgatgcca 20

<210> 1395

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1395
ggagtttcag gttggcagaa 20

<210> 1396

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1396
acagottgct tcaaactaca 20

<210> 1397

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1397
ttgaaggggc aaaatacagc 20

<210> 1398

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1398
gccccaaatt gtaacaaagce 20

<210> 1399

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1399
tgacgaagac tccaacacaa 20

<210> 1400

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1400
aagtcaggga aatgaagctg 20

<210> 1401
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1401
gtaacacagt gctccttctc 20

<210> 1402

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1402
ggccccaatt agctgatttc 20

<210> 1403

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1403

ctgagcaggg aaaaatccag 20

<210> 1404

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1404
acaaaggatt caggtgcagt 20

<210> 1405

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1405
acaggttttg ctcttcagga 20

<210> 1406

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1406
ggcaagtttg totggttcat t 21

<210> 1407

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1407
ccatctgcat ctgtctcctt 20

<210> 1408
<211>19
<212> DNA
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<213> Homo sapiens

<400> 1408
gctectotec ttctoectt 19

<210> 1409

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1409
tgtataaggg caatcgtggt 20

<210> 1410

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1410

aaggaaccag gtcagacaag 20

<210> 1411

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1411

gttagaaggc aaacatcatg ¢ 21

<210> 1412

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1412
tgcagtcata ggaaaaggct 20

<210> 1413
<211>19

<212> DNA

<213> Homo sapiens

<400> 1413
gcagtcagaa tggtttggc 19

<210> 1414

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1414
agacattggt ttggttggtt ¢ 21

<210> 1415

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 1415
acacaaatga aagcccgtac 20

<210> 1416

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1416
ggtctgcetgt ttctetttge 20

<210> 1417

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1417
agagccttac caagctgaag 20

<210> 1418

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1418
gggatggtta cttagtgggg 20

<210> 1419

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1419
ttacactcgc cttccaaaca 20

<210> 1420

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1420
gagagaggag gagttggaag 20

<210> 1421

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1421
atccacgaca tccaaaatca 20

<210> 1422

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1422
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ttgtgcaaga agaaacctgc 20

<210> 1423

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1423
ggccttgcat aaaccacatt 20

<210> 1424

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1424
tttgtaattg gtcctegect 20

<210> 1425

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1425
caagtatttc atggcgcetcc 20

<210> 1426

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1426
gtcaacagta tcagcticca a 21

<210> 1427

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1427
tgggcttctt tttcattceg 20

<210> 1428

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1428
tcaacaagct ctctgttcac 20

<210> 1429

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1429
gtgcaaacag tgacctcaat 20
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<210> 1430

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1430
gctgggcetge tttaatttct 20

<210> 1431

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1431
ggaattgtgg ggtcaaatgg 20

<210> 1432

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1432
ctagtgcttc tacctccaga ¢ 21

<210> 1433

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1433
aaccacacac taacagggaa 20

<210> 1434

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1434
tctagtttge cotctttcce 20

<210> 1435

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1435
cgaattgctt ccttgctctg 20

<210> 1436

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1436

tctatcacag caggaaatca ct 22

<210> 1437
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1437
tettegtgtt tetctageec 20

<210> 1438

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1438
ttgaagagct aaagggggag 20

<210> 1439

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1439
tgtcaccgta ctacctaagc 20

<210> 1440
<211>19

<212> DNA

<213> Homo sapiens

<400> 1440
agtacgctcc tttgcagag 19

<210> 1441

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1441
ttacggggac acaaaatggt 20

<210> 1442
<211>19

<212> DNA

<213> Homo sapiens

<400> 1442
ctgtgotitg cccttgaag 19

<210> 1443

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1443
aagtcaaccc atatgccact 20

<210> 1444
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1444
acattcaggc tgtcacacat 20

<210> 1445

<211> 23

<212> DNA

<213> Homo sapiens

<400> 1445
tcatgtcact agttttataa ggc 23

<210> 1446

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1446
agtagtgagg ctccaaagtg 20

<210> 1447

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1447
tgggaggagt ttgctgttta 20

<210> 1448

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1448
ttctaagcct gtgactgaca 20

<210> 1449

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1449
tgaacctgac tttcctiggg 20

<210> 1450

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1450
gccattctat catctcggga 20

<210> 1451
<211>19
<212> DNA
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<213> Homo sapiens

<400> 1451
agtctctccc tgaaaccca 19

<210> 1452

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1452
aagagttggc ttggagttga 20

<210> 1453

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1453
cccacaatta tgaaaggaggt 21

<210> 1454

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1454
ttgaccagga caaatgagga 20

<210> 1455

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1455
cactttgttg gtctgggtca 20

<210> 1456

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1456
gggactctag gtggggttaa 20

<210> 1457

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1457
gtttatgcct tgggattgec 20

<210> 1458

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 1458
gtgtggtaag gatgctagga 20

<210> 1459

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1459
gaaagtgact cctccctgac 20

<210> 1460

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1460
ccaggttctg ttctotgtca 20

<210> 1461

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1461
gtgagacatg gttgctgttc 20

<210> 1462

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1462
ctttctectg ctccacctat 20

<210> 1463

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1463
ctatgtgtgt tccaacccga 20

<210> 1464

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1464
gggaccttct aaccatgtgt 20

<210> 1465

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1465



cgggattttg aaaaggcaga 20

<210> 1466

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1466
gtgttgtctc tcagctcectc 20

<210> 1467

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1467
gttctotggt taaggcecectt 20

<210> 1468

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1468
cctettcacc tataagcecc 20

<210> 1469

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1469
taggggacag taagccagat 20

<210> 1470

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1470
acgatggacc tctgttgaac 20

<210> 1471

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1471
attcccatcc atccatcact ¢ 21

<210> 1472

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1472
tegtttttgg atggtggttg 20
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<210> 1473

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1473
gaagttcctc cagtagactc a 21

<210> 1474

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1474
ttgtttgagt ctgggaggaa 20

<210> 1475

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1475
aatactgtga gactgccacc 20

<210> 1476

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1476
cagtcacgga aagtaccctc 20

<210> 1477

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1477
accatgtttc cctctgtcac 20

<210> 1478

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1478
ttaccaaggg acaggatgga 20

<210> 1479

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1479
ccctagaggt caaggtatgg 20

<210> 1480
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1480
ataggccctg tgtgttagtt 20

<210> 1481

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1481
agaaagtccc ctecatttct 20

<210> 1482

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1482
gccaatgcca aagtcagtta 20

<210> 1483

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1483
gaggacgagt tgaacaaagc 20

<210> 1484

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1484
atactggtct caaggtagca c 21

<210> 1485

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1485
accaagtgaa gcotgagttaa tg 22

<210> 1486

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1486
cccagataca ctectgottc 20

<210> 1487
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1487
caaacatgag agggggagaa 20

<210> 1488

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1488
aaacacagca atgaggaagg 20

<210> 1489

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1489
gatactcccce tgtgttgett 20

<210> 1490

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1490
gctcttacta ggatggcagg 20

<210> 1491

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1491
gtttccagca gcaatcctit 20

<210> 1492
<211>19

<212> DNA

<213> Homo sapiens

<400> 1492
ctgtgcagaa gggttagct 19

<210> 1493

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1493
aaacccctgc tacccaaaat 20

<210> 1494
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1494
aatgcccaga tgctgtttic 20

<210> 1495

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1495
gagtggttigt tctctccaga t 21

<210> 1496

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1496
cagtctagaa gctcacccag 20

<210> 1497

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1497
tctectotac cectacactg 20

<210> 1498

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1498
ggtgtaaatg tggcctctce 20

<210> 1499

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1499
acaaagctac aaactctggc 20

<210> 1500

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1500
tttcactggg agactgatgc 20

<210> 1501

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 1501
cigttctgtt cctgaggcta 20

<210> 1502

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1502
tgtgtatcca ttgectcatc t 21

<210> 1503

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1503
gaagagggtg tgtgtaggac 20

<210> 1504

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1504
tggttgctct tectagtice 20

<210> 1505

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1505
caatgtggag gaagcitcttg 20

<210> 1506

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1506
ttgcacaccc aatatgctac 20

<210> 1507

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1507
tccaaggttt ctetagcgac 20

<210> 1508

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1508
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tcgctattct cottgecata 20

<210> 1509

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1509
aacagcctct ttccttagea 20

<210> 1510

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1510
tttttggctc agtgggatgt 20

<210> 1511

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1511
cigttcattc ttcttcaggg ¢ 21

<210> 1512

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1512
ttcccgagec cataaactac 20

<210> 1513

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1513
tgctcagatt tcagcttect 20

<210> 1514

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1514
gtcagcgatg tggatgtcta 20

<210> 1515

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1515
aactgactcc atgacctgtg 20
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<210> 1516

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1516
gaagctgcta cttggtgaac 20

<210> 1517

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1517
ttttectect gttetgttge 20

<210> 1518

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1518
ttctcaaatg caaccactcc 20

<210> 1519

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1519
ctggcccttic aatttcatge 20

<210> 1520

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1520
ccagcagtac cgatatcaga g 21

<210> 1521

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1521
cagaaggcag gagatggatt 20

<210> 1522

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1522
aagcaaccat tttcctgagc 20

<210> 1523
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1523
tcacccttca tctacccact 20

<210> 1524

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1524
aagctggtga cctictacag 20

<210> 1525

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1525
aaaattctgg ttggggagga 20

<210> 1526

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1526
ccatacctca tctgctetgt 20

<210> 1527

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1527
ggctgtcect gaactacttt 20

<210> 1528

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1528
cttggcttaa actctgctce 20

<210> 1529

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1529
gacttgaaca caccctcaga 20

<210> 1530
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1530
aggagaagag accattgcag 20

<210> 1531

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1531
ttagctaagt ctgtgcggag 20

<210> 1532
<211>19

<212> DNA

<213> Homo sapiens

<400> 1532
gaagcaacac tgtacacgc 19

<210> 1533

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1533
tctgataaag gctggctcat 20

<210> 1534

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1534
taaaacagtg ccgctacttc 20

<210> 1535

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1535
agtgctatga gtcttggtcc 20

<210> 1536

<400> 1536
000

<210> 1537

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1537



gcagagaaat gggttaaggg 20

<210> 1538

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1538
ggtagaggtg ggttatctgt 20

<210> 1539
<211>19

<212> DNA

<213> Homo sapiens

<400> 1539
ctgtaaatct ccgggggtg 19

<210> 1540

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1540
ggcgagaatg gagagagaaa 20

<210> 1541

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1541
tcccaagcca ggattctttt 20

<210> 1542

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1542
gaacaagtac aaccgtgcag 20

<210> 1543

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1543
acaaatgccc catatcaacc 20

<210> 1544

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1544
ggaaagaggc ctggagtaat 20
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<210> 1545

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1545
tttccactgg atgtcgtcat 20

<210> 1546

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1546
aggacaaagt ttcagcctct 20

<210> 1547

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1547
actcaggaca cgacttcata ¢ 21

<210> 1548

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1548
acatctttgg ctcactggtt 20

<210> 1549

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1549
tcacagtggg cttcattcag 20

<210> 1550

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1550
agctggaatc tatgtaggat gg 22

<210> 1551

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1551
ctgcggaagg atctagtctt 20

<210> 1552
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<211> 22
<212> DNA
<213> Homo sapiens

<400> 1552
tgagaagtat tcagcatttc cc 22

<210> 1553
<211>19

<212> DNA

<213> Homo sapiens

<400> 1553
cactcacgga cttttaggc 19

<210> 1554

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1554
aaaaaaaaaa aaaaaaaa 18

<210> 1555

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1555
tcacacgcca ggttattaca 20

<210> 1556

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1556
aagtgggttt gcagtttgga 20

<210> 1557

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1557
atgtacgtgt gtgtccatgt 20

<210> 1558

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1558
aggcgggttg gtcaataata 20

<210> 1559
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1559
ccacaaatcc catcaacaca 20

<210> 1560

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1560
tttcacagta acatcggcac 20

<210> 1561

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1561
ctgacagcct gcatttgatt 20

<210> 1562

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1562
tttcctggag taaagegatc t 21

<210> 1563

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1563
cccacaatca cccatctcta 20

<210> 1564

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1564
tatctcactc cacagcticc 20

<210> 1565

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1565
acaggtagtt tggtggtgtc 20

<210> 1566
<211> 20
<212> DNA



<213> Homo sapiens

<400> 1566
gctgttgaat gccagaactt 20

<210> 1567

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1567
atagggtcgg ttttggtctg 20

<210> 1568

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1568
catcatccct gtcattccca 20

<210> 1569

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1569
gtgggctaag aaaacacctc 20

<210> 1570

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1570
attgtggttt gtggcatgtg 20

<210> 1571

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1571
ccagattcag cctgtattcc 20

<210> 1572

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1572
gcccatggaa gtaaacagtc 20

<210> 1573

<211> 22

<212> DNA

<213> Homo sapiens
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<400> 1573
aggtttgaca taatagtgct gc 22

<210> 1574

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1574
aatcctttcc ccactcactg 20

<210> 1575

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1575
cacaaagcag ttccatgtcc 20

<210> 1576

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1576
ggacaatttc tcacttgcca 20

<210> 1577

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1577
aaggggtgtt gttagatgct 20

<210> 1578

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1578
gcatcacaca cagcagatac 20

<210> 1579

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1579
aaaatgtccg tcccagatga 20

<210> 1580

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1580



gggggaaaat gtgttgtgtt 20

<210> 1581

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1581
aactgttagc ttctccaccc 20

<210> 1582

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1582
cgagtgtagg ttccggttta 20

<210> 1583

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1583
agaatgccca tttcaggagt 20

<210> 1584

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1584
atatgtggtt tgaggtcagc t 21

<210> 1585
<211>19

<212> DNA

<213> Homo sapiens

<400> 1585
ggctttggtc acatggaga 19

<210> 1586

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1586
tgaggcaaga ttcagtgact 20

<210> 1587

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1587
acttcatctt gacagcagct 20
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<210> 1588

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1588
cacttcctca tgatgttitg ga 22

<210> 1589

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1589
ggccagccca cttatttttg 20

<210> 1590

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1590
ctcagggtgg agtticaaac 20

<210> 1591

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1591
gatctttctt ccectectee 20

<210> 1592

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1592
tgtacatcca ccactigttt g 21

<210> 1593

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1593
agcggtagta agaaggcaaa 20

<210> 1594

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1594
agacaggtga ccattttccc 20

<210> 1595

DK/EP 3649260 T3



<211> 20
<212> DNA
<213> Homo sapiens

<400> 1595
tgtggaacitt ttgagccaga 20

<210> 1596

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1596
cataacgaaa tagggccttc ¢ 21

<210> 1597

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1597
atttctgcect cttctottce ¢ 21

<210> 1598

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1598
tcatcaagtc acctctccac 20

<210> 1599

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1599
tggaaaacta gacagcagcc 20

<210> 1600

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1600
ggaaagggga aaaggtgaca 20

<210> 1601

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1601
ctgtcctcetg tcccacataa 20

<210> 1602
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1602
tttetgagtc cattccccat 20

<210> 1603

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1603
ggccatcotg atatcttcca 20

<210> 1604

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1604
cagagagatg cagaggttca 20

<210> 1605

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1605
tgtgtgtgag ctagctgaat 20

<210> 1606

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1606
ggtttcccat cotaccacat 20

<210> 1607

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1607
ggtgcotittg ttgccttact 20

<210> 1608

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1608
actagaaagc agggtacagt 20

<210> 1609
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1609
gctttttcca acttotgcetg 20

<210> 1610

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1610
caacagacaa gtcacctcct 20

<210> 1611

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1611
ggttcttcet ggacttcaaa 20

<210> 1612

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1612
gaaagcagta gtttcaggtg t 21

<210> 1613

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1613
tgaaagacitc tgttgccatg 20

<210> 1614

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1614
cactacacgc tcagaacaaa 20

<210> 1615

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1615
aaggcaagca ataatgaggc 20

<210> 1616

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 1616
ggacagtctg tgaaaattgc t 21

<210> 1617

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1617
acaaacaacc cttaatgccc 20

<210> 1618

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1618
tgaaacagtg aatccgcaat 20

<210> 1619

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1619

aagggaaatg tggatgcagt a 21

<210> 1620
<211>19

<212> DNA

<213> Homo sapiens

<400> 1620
ttgaagggaa gcggaaagt 19

<210> 1621

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1621
atttccagct aatgatgctc ¢ 21

<210> 1622

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1622
gctcacttac gcattaacca 20

<210> 1623

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1623
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acaggcaaaa ttcagttgga 20

<210> 1624

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1624
aggctgaatc acgtcaaaac 20

<210> 1625
<211>19

<212> DNA

<213> Homo sapiens

<400> 1625
cctegttcac atttgacge 19

<210> 1626

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1626
tgtctgggtt caactgtttg 20

<210> 1627

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1627
attttgcatg cctgttgaga 20

<210> 1628

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1628
gctctcotca aaacccaagt 20

<210> 1629

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1629
cttaatgagg gggcacaaag 20

<210> 1630

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1630
ttttcgtcca gtettccace 20
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<210> 1631

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1631
tacaggaccg tcagtgagag 20

<210> 1632

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1632
ttagctactg acgcttcacc 20

<210> 1633

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1633
gcacagacaa catgctagtt 20

<210> 1634

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1634
ttagtctgtt cactggcaca 20

<210> 1635
<211>19

<212> DNA

<213> Homo sapiens

<400> 1635
cttatcagca gggcacagt 19

<210> 1636

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1636
ttgcatcaaa caaagccaca 20

<210> 1637

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1637
gagagacaag tcaccccttc 20

<210> 1638
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1638
agtcaactac aaatggggga 20

<210> 1639

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1639
gtgccaaaat caacgaaagc 20

<210> 1640

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1640

aaggagggag tacaaagtga g 21

<210> 1641

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1641
atcacatttt cagcacgagg 20

<210> 1642

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1642
cagggaggga tgatttggaa 20

<210> 1643

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1643
agaactgaga ggggagcata 20

<210> 1644

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1644
cagtcaccaa caaaggcttt 20

<210> 1645
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1645
tceccatctc cctaactcat 20

<210> 1646

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1646
tttttetget gcatccaagg 20

<210> 1647

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1647
actgtacgcc atgaaaaaca 20

<210> 1648

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1648
ggcaaatcaa gtgagctgac 20

<210> 1649

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1649
cgtgggtgga gaatttcaca 20

<210> 1650

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1650
acttaggtca gttgcttggt 20

<210> 1651

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1651
gacttcatca gcacgtactt 20

<210> 1652
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1652
tgcaggcaaa attagcatgg 20

<210> 1653

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1653
gacttatctg ctttcacccc 20

<210> 1654

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1654
ccccatgaac ctaagaccat 20

<210> 1655

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1655
tctggacatg tctttgegta 20

<210> 1656

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1656
ctccaggaca tctcagcaat 20

<210> 1657

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1657
cctotegtgt gggaaatgta 20

<210> 1658

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1658
tatctctggce taccteotgt 20

<210> 1659
<211>19

<212> DNA

<213> Homo sapiens



<400> 1659
ccccatccct gtaccaaag 19

<210> 1660

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1660
ctgcagagat attccatggc 20

<210> 1661

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1661
aaagctgggt tottaggctt 20

<210> 1662

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1662
gctgttttag gggcacattt 20

<210> 1663

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1663
aagaggcaat gtggaggtta 20

<210> 1664

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1664
gcccaaacaa totgectttt a 21

<210> 1665

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1665
tggcttcaaa taactgggct 20

<210> 1666

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1666
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agagcacaca gaacagaact 20

<210> 1667

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1667
ctggtggatt tctcgtcaga 20

<210> 1668

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1668
taggtgtttg tgtgaggctt 20

<210> 1669

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1669
gcctcactgce tectatottt 20

<210> 1670
<211>19

<212> DNA

<213> Homo sapiens

<400> 1670
ctctagcagc tgttcotcc 19

<210> 1671

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1671
cgtcgtatct ctggctttgt 20

<210> 1672

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1672
gtccccaacc tecatctttca 20

<210> 1673

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1673
tcttcaaaga tggotgcaaa 20
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<210> 1674

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1674
agtataacca gatagccgtg ¢ 21

<210> 1675

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1675
tgtcctcagg gcaataaagt 20

<210> 1676

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1676
tttgotgctt gaagtggaac 20

<210> 1677

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1677
gctgcaatga cctgatttct 20

<210> 1678

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1678
tcectctcete ctccaaatga 20

<210> 1679

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1679
tgccacagta ggtataggtt g 21

<210> 1680

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1680
ccctcgecct aaagaaacta 20

<210> 1681



<211> 20
<212> DNA
<213> Homo sapiens

<400> 1681
cccctgaatc cotacctcat 20

<210> 1682

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1682
tgttgtacaa gtgagccatt ¢ 21

<210> 1683

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1683
accaagcaat caactcactct 21

<210> 1684

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1684
gcccaatttg tctagccaat a 21

<210> 1685

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1685
ctactgatcc caaagaaggc a 21

<210> 1686

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1686
gtgaaaggtt ctatctgcca a 21

<210> 1687

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1687
ggcataccga gcatacatag a 21

<210> 1688
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 1688
cacctgtttc accaaatcac t 21

<210> 1689

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1689
tctcatgcote tgacagacaa g 21

<210> 1690

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1690
ttgtcctgtt tetettgtga ¢ 21

<210> 1691

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1691
cacaggactg catgcctatt a 21

<210> 1692

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1692
gactctctca gcatcgagtt t 21

<210> 1693

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1693
ctgatggaag ggcattatcc a 21

<210> 1694

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1694
ttctggticc ataaatccat gc 22

<210> 1695
<211> 22
<212> DNA
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<213> Homo sapiens

<400> 1695
gggattattg ttggctactg ag 22

<210> 1696

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1696
aattggtgac ctagggatca g 21

<210> 1697

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1697
gggtttggta agggagaatg a 21

<210> 1698

<211> 23

<212> DNA

<213> Homo sapiens

<400> 1698
aagacatccc agttatgcat tgt 23

<210> 1699

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1699
agatgggagg gagattagac a 21

<210> 1700

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1700
gagtagcaac aacacatgga g 21

<210> 1701

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1701
ttctecttca ttagccacac a 21

<210> 1702

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 1702
agtctgcact gtactcttct g 21

<210> 1703

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1703
acaaatggtt catgatggtgg 21

<210> 1704

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1704
ggtactcacg tttcagttticc 21

<210> 1705

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1705
gttcattict acagtccagg ¢ 21

<210> 1706

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1706
ctctcactgt getgcttaaa g 21

<210> 1707

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1707
caaagaattc cacagagatg gg 22

<210> 1708

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1708
tgagctacag acaagatigc a 21

<210> 1709

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1709
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tcacatggga tcgacatatg ¢ 21

<210>1710

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1710
ccacacaatt tcctggctat g 21

<210>1711

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1711
tettgettct ggagagttct t 21

<210> 1712

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1712
aggttatgca gacttcagga a 21

<210>1713

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1713
aagccaattc tgcctctcta g 21

<210> 1714

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1714
tcecttcectt attctggcaa ¢ 21

<210> 1715

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1715
gcttcaaaca ctctaaaggg ¢ 21

<210> 1716

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1716
tgccattaat gagaagtgcet g 21
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<210> 1717

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1717
tggcaatcct gttaaacaac tc 22

<210>1718

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1718
cccgaacatt gataacagaa ga 22

<210>1719

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1719
gcaactcagg aaagactaca tc 22

<210>1720

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1720
ttaagaaagt acccatcctc cc 22

<210> 1721

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1721
gtcatgcctt acaacttagc a 21

<210> 1722

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1722
aatctttgcc aaggtatgag ¢ 21

<210> 1723

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1723
gccacttata cctccagaca t 21

<210> 1724
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1724
ccacaatcct gaatgccatg 20

<210> 1725

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1725
ctgcaaggta caacacaagt ¢ 21

<210> 1726

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1726
atctctgtge cagcaagtat t 21

<210> 1727

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1727
attgggaaac tgtcactgat g 21

<210> 1728

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1728
gccctaatag agaagcaaag ¢ 21

<210> 1729

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1729
gggagccaat cagatagaag t 21

<210>1730

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1730
gggaagttgg gcotatttaat gc 22

<210>1731
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 1731
aactgtgtag agcgaccaaa t 21

<210> 1732

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1732
cagtaaggcc atggtctaga t 21

<210> 1733

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1733
ctcagaacat ttgcacctic t 21

<210> 1734

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1734
acctgataca atggagcatg t 21

<210> 1735

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1735
gggacctaaa ctcctttgga a 21

<210> 1736

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1736
tctgcagtgg tgttatctag t 21

<210> 1737

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1737
cacttaagtt tccacgccag 20

<210> 1738
<211> 21
<212> DNA



<213> Homo sapiens

<400> 1738
gtaatggcga gaggttaaag ¢ 21

<210> 1739

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1739
tttaggtatc gaagttgggt ca 22

<210> 1740

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1740
gataagtitg gaagctgcat ca 22

<210> 1741

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1741
aagctctgcec attgacttta ¢ 21

<210> 1742

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1742
ccctacagaa ccgaggaatc 20

<210> 1743

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1743
tcaatctttg catacacagc ¢ 21

<210> 1744

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1744
gtaggtttac atggacagat gc 22

<210> 1745

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 1745
tcttetgttt agtgetgtgg t 21

<210> 1746

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1746
caagttcatt tcttcectge a 21

<210> 1747

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1747
tgcaggaata catggtagac a 21

<210> 1748

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1748
cataggcctt catgtctctc a 21

<210> 1749

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1749
tatgagggtg cactaacagat 21

<210> 1750

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1750
ggtgcotacta ctggtgtatg t 21

<210> 1751

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1751
gccatgcaat atcaaatccc a 21

<210> 1752

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1752



gaaaccaaag actagtgcag ¢ 21

<210> 1753

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1753
atgactaaca ctctgccaag t 21

<210> 1754

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1754
aacaaatgca tcccagacag a 21

<210> 1755

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1755
gcagagagga gtatgtggta t 21

<210> 1756

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1756
atgggtcatt ctacgaagca a 21

<210> 1757

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1757
tggtgtgtgt ggtgataatt ag 22

<210> 1758

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1758
agtgaccctc tgaataacct g 21

<210> 1759

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1759
tcagcaagta aacctgagac ¢ 21
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<210> 1760

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1760
gtaccttcac ccotccagatc 20

<210> 1761

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1761
tcatcaaatt gcccactcect a 21

<210> 1762

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1762
catcagactg tcttgocttt ¢ 21

<210> 1763

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1763
cattcttgct gacatttcce a 21

<210> 1764

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1764
gaagatcagg gtattgctga aa 22

<210> 1765

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1765
tttgtaggtc attcagcctc ¢ 21

<210> 1766

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1766
tggctaggat tcacttagga aa 22

<210> 1767

DK/EP 3649260 T3



DK/EP 3649260 T3

<211> 21
<212> DNA
<213> Homo sapiens

<400> 1767
gcaaacaggg tgaattatgc t 21

<210> 1768

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1768
agaagtctgg gaaacgaaga g 21

<210> 1769

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1769
cagatgctcc attactaggt g 21

<210> 1770

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1770
cacatggaga aaggtgaatc a 21

<210> 1771

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1771
tcccatccaa tactgocttic 20

<210> 1772

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1772
tctggctcaa aggatcacat g 21

<210> 1773

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1773
aagatcccat tgaccctgaa t 21

<210> 1774
<211> 21



<212> DNA
<213> Homo sapiens

<400> 1774
ccacaggctc tctagaacta a 21

<210> 1775

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1775
ttgagagggt ttacaaggtc ¢ 21

<210> 1776

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1776
cttctcctac tetgeattct ca 22

<210> 1777

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1777
gacattagtg gattcaggcc a 21

<210> 1778

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1778
gctgaagtgg aggcaattaa ¢ 21

<210> 1779

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1779
tataactgtt gagtctgccc a 21

<210> 1780

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1780
actgagctta cattcatgca ¢ 21

<210> 1781
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 1781
gccactttct ctgcaaagaa t 21

<210> 1782

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1782
acttcctacg gactcaaatc t 21

<210> 1783

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1783
ggctctcatt acaattggct g 21

<210> 1784

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1784
attgctttca gtggtggatt g 21

<210> 1785

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1785
ggaatgaaac agaggagtcc ¢ 21

<210> 1786

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1786
aagatgctag aaacccacaa g 21

<210> 1787

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1787
aatgggtggg ttacagagag 20

<210> 1788

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 1788
gcatttggac atgaacaagc 20

<210> 1789

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1789
cattggtggg tggatagctg 20

<210>1790

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1790

accaggagga gaaaagcaaa 20

<210> 1791

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1791
cggaaaacaa accctgaagt 20

<210> 1792

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1792
acctgcatat tgagccatac 20

<210> 1793

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1793
tgttctttca cttttagccc ¢ 21

<210> 1794

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1794
tttctagaac cctcagcaact 21

<210> 1795

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1795
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cccccaacag tttttagtgg t 21

<210> 1796

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1796
aaggcaaaac actccctttt 20

<210> 1797

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1797
cagtgattgc ctctagaaaa gg 22

<210> 1798

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1798
ctaagcagat tgaagcagct 20

<210> 1799

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1799
tgtccccagg cttaagaatc 20

<210> 1800

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1800
agccagaata agcaactgtc 20

<210> 1801

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1801
tttctectat cccagettge 20

<210> 1802

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1802
agtacagagg ataacaagggt 21
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<210> 1803

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1803
ctcccatcag taccctctct 20

<210> 1804

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1804
ggaatgccta aaccatactg t 21

<210> 1805

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1805
agtggtattt caatgctcta cc 22

<210> 1806
<211>19

<212> DNA

<213> Homo sapiens

<400> 1806
gcagtacatc gtcctggaa 19

<210> 1807

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1807
cctgagcgag aagaaatttg t 21

<210> 1808

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1808

ggaactgaac aagaagtgga g 21

<210> 1809

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1809
acctactctt attccgcact 20

<210> 1810
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1810
tgacagcctc tctcttcaat 20

<210> 1811

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1811
aaaaaaaaaa aaaaaaaa 18

<210> 1812

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1812
gctgtttttc tgtgtgcettc 20

<210> 1813

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1813
atgtatttcc tttagcgecc 20

<210> 1814

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1814
aattttgcaa gacttccggt 20

<210> 1815

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1815
tcccagtigt gaacattige 20

<210> 1816

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1816
atgggttttt gcacagatga ¢ 21

<210> 1817
<211>19
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<212> DNA
<213> Homo sapiens

<400> 1817
gggagtcaga aggaggtca 19

<210> 1818

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1818
cctctttttg catgaacctg a 21

<210> 1819

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1819
ccttaccctt tccactcaga 20

<210> 1820

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1820
gactggtata atcttgccgt g 21

<210> 1821

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1821
tgtctgcatc ttgatctctg g 21

<210> 1822
<211>19

<212> DNA

<213> Homo sapiens

<400> 1822
ggttccacag catttgagc 19

<210> 1823

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1823
aggagccctt aactatggtg 20

<210> 1824
<211> 20
<212> DNA



<213> Homo sapiens

<400> 1824
tggcottgggt attgcagata 20

<210> 1825

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1825
ggggacagta gaagatgagt 20

<210> 1826

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1826
agttgtttct ggacggactt 20

<210> 1827

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1827
agaatttccc tgtccatacc a 21

<210> 1828

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1828
agtgagtgaa cttgccatca 20

<210> 1829

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1829
ggcttttctc tgcactgatt 20

<210> 1830

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1830
gcaaaggaaa caggctaact a 21

<210> 1831

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 1831
atggcagctg aatcgatatc t 21

<210> 1832

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1832
taggtgatgg gcaaattctc a 21

<210> 1833

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1833
gaaatgcctt cccacttaca at 22

<210> 1834

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1834
attggcaaat gtacctgaag ¢ 21

<210> 1835

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1835
caatgattgc tcttgtgcca a 21

<210> 1836

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1836
agctgtcctc ctetccatat a 21

<210> 1837

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1837
ggcgttcaag ttactcgatt g 21

<210> 1838

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1838
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tagtgactag ctttggagag t 21

<210> 1839

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1839
agccaatgat cccttatgac tt 22

<210> 1840

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1840
aactaaactg gtaggcaatc g 21

<210> 1841

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1841

caatcagacc acaggaagga a 21

<210> 1842

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1842
gatgtgttta ttgcctgtgg t 21

<210> 1843

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1843
gctectttca tagtttcagg g 21

<210> 1844

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1844
acacactgca gttctcacta ta 22

<210> 1845

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1845
tgaatcaagt gacatgacag ¢ 21
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<210> 1846

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1846
ttcttacagt cctcagcact t 21

<210> 1847

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1847
ccactaggct gcactaatgt a 21

<210> 1848

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1848
cactagcttc tgtaactgtg tg 22

<210> 1849

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1849
gtctcacact gcetcatttcc a 21

<210> 1850

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1850
cactagggtt catcagctgt t 21

<210> 1851

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1851
caaccaacat tagagtgacc ¢ 21

<210> 1852

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1852

gctggttgag agagagagag a 21

<210> 1853
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 1853
acaccagccg aatacagatt t 21

<210> 1854

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1854
tgcttcatac ctttctgett ¢ 21

<210> 1855

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1855
atttcccatg cctttcaact ¢ 21

<210> 1856

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1856
tctctcagta ggegtcttta a 21

<210> 1857

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1857
tgactgctac gctagacttg 20

<210> 1858

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1858
ggatagagga aacccaggtg 20

<210> 1859

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1859
ggctctttca aagtatccag g 21

<210> 1860
<211> 22



<212> DNA
<213> Homo sapiens

<400> 1860
agactttctt tgttgccttc ag 22

<210> 1861

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1861
gcctcaacaa ttcagtccac 20

<210> 1862

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1862
cataagttgc tggaagagaa ca 22

<210> 1863

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1863
tcgactgctt taagtgaagg a 21

<210> 1864

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1864
accagtgatt agtgtttctc ct 22

<210> 1865

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1865
caagacacac acaaacacac a 21

<210> 1866

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1866
ggtaagagtt gccctaatgt ¢ 21

<210> 1867
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1867
gcttggcttic tcacaaatgt 20

<210> 1868

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1868
gtttgccagt agaaatggga 20

<210> 1869

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1869
gtaaagtgtt cagaggacgg 20

<210> 1870

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1870
actagggaga agaattggca g 21

<210> 1871

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1871
ccagttcatt ccagcttcca 20

<210> 1872

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1872
gatcgccaac cigttttata ag 22

<210> 1873

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1873
gctgtcaaag tggagataac ¢ 21

<210> 1874

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 1874
aacgcttcca tccacctaat t 21

<210> 1875

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1875
acctgcctgt cttaccatta a 21

<210> 1876

<211> 23

<212> DNA

<213> Homo sapiens

<400> 1876
gatactttcc tttctccaga tct 23

<210> 1877

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1877
ggccgceagtt titgatttag 20

<210> 1878
<211>19

<212> DNA

<213> Homo sapiens

<400> 1878
tgggaaggac ggttigtta 19

<210> 1879

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1879
tgaatcatgc tgtggagaac 20

<210> 1880

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1880
atagaagagg tacccagcaa 20

<210> 1881

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1881
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ccctgactat gctaagttge 20

<210> 1882

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1882
tgcaagcaaa atgaaaccag 20

<210> 1883

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1883
aaaaaaaaaa aaaaaaaa 18

<210> 1884
<211>19

<212> DNA

<213> Homo sapiens

<400> 1884
cagctgctcc ttctttage 19

<210> 1885

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1885
tatactgcca aaggtgacct 20

<210> 1886

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1886
gaagcataat gagaacctcc a 21

<210> 1887

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1887
aacccaactt gcagacaatc 20

<210> 1888

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1888
atctgtttgc tgtgtcagaa 20
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<210> 1889

<211> 23

<212> DNA

<213> Homo sapiens

<400> 1889
tccagatata ttcaaaaggg aga 23

<210> 1890

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1890
aggtttttat caaagcccca 20

<210> 1891

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1891
gggacttgat gttctaagca a 21

<210> 1892

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1892
cctacatgat acgcacagtc 20

<210> 1893

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1893
aaaaaaaaaa aaaaaaaa 18

<210> 1894

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1894
gtttttctct acccagcaca 20

<210> 1895

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1895
ctctaatitg ccaccctctt t 21

<210> 1896



<211> 20
<212> DNA
<213> Homo sapiens

<400> 1896
gaacgctaaa gcttttccca 20

<210> 1897

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1897
tetttctect geccaagtaga 20

<210> 1898

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1898
ataacactgt ccttctgggce 20

<210> 1899

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1899
gagcctactc tctgatacga 20

<210> 1900

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1900
ccagttgttc acttctctga t 21

<210> 1901

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1901
gccttaaaac caaactgtgt 20

<210> 1902

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1902
ctggacttca atcacccaag 20

<210> 1903
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1903
tgaacaaatt gctgtgctga 20

<210> 1904

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1904
ccccctaaat gaaagtggtc 20

<210> 1905

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1905
aaaaaaaaaa aaaaaaaa 18

<210> 1906

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1906
tgagtgcttg gaattttgca 20

<210> 1907

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1907
ggttggctac ttcatggtac 20

<210> 1908

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1908
tcactgcatt cctagaacct 20

<210> 1909

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1909
ataactcagg caaaatgggg 20

<210>1910
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1910
ccttotgete tcactttacg 20

<210> 1911

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1911
ggatactagc agaggtggag 20

<210> 1912

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1912
tgtacacaat atgccaggaa ¢ 21

<210> 1913

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1913
gcacttgagt tatgggactt 20

<210> 1914

<211> 23

<212> DNA

<213> Homo sapiens

<400> 1914
tgtgatatgt agtgtgtatc agt 23

<210> 1915

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1915
gaatgtgttc aaaggagggt 20

<210> 1916

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1916
gatgaagggg attacgggaa 20

<210> 1917

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 1917
tttaggaagc agcacaagaa 20

<210> 1918

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1918
gagggtgctg gggttatc 18

<210> 1919

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1919
cccgaaagca cttacctttt 20

<210> 1920

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1920
ttcatgagct gcaatgtgtt 20

<210> 1921

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1921
tgctatgaaa agagggacca 20

<210> 1922

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1922
gtcotggatc tacacgtgaa 20

<210> 1923

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1923
gtaaatctgt gtgccagcaa 20

<210> 1924

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1924

DK/EP 3649260 T3



taaaagaggc gtgtggaaaa 20

<210> 1925

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1925
ccagtagcitt gtgatgtgta 20

<210> 1926

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1926
tacaggcctc tgaaagatga 20

<210> 1927

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1927
agagcatgct agacgtcttt 20

<210> 1928

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1928
ctgggotgta attaaggctc 20

<210> 1929

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1929
aacacctgca cactttgaaa 20

<210> 1930

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1930
aatgaacttt gtgggctgaa 20

<210> 1931

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1931
ccacactctc actggttcta 20
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<210> 1932

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1932
cacagtggat acctcaggaa 20

<210> 1933

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1933
ccaacacagg aggaactttt 20

<210> 1934

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1934

gagaaaagcc aacaaaaatg tg 22

<210> 1935

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1935
tgtcattact agaagcacct tt 22

<210> 1936

<211> 23

<212> DNA

<213> Homo sapiens

<400> 1936
tggtgtgagt tcaggagggt tta 23

<210> 1937

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1937
accatttctg acagaacaga 20

<210> 1938

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1938
tgatgcttaa acacatgcct 20

<210> 1939
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1939
aagggatatg cagctigttc 20

<210> 1940

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1940
aaaaaaaaaa aaaaaaaa 18

<210> 1941

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1941
gttgtcattc aaatgtcacc ac 22

<210> 1942
<211>19

<212> DNA

<213> Homo sapiens

<400> 1942
ctcagattcc agagcecctc 19

<210> 1943

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1943
acattgctag cagcttttgt 20

<210> 1944

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1944
acttgccaag aacagtatct g 21

<210> 1945

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1945
ttcctictic caggtgaaca 20

<210> 1946
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1946
tgtttctect tcatctggtc 20

<210> 1947

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1947
tgtcaccttg cagatacagg 20

<210> 1948

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1948
attgttcaca gggtcaagtc 20

<210> 1949

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1949
atgagccagg agaatcatca 20

<210> 1950

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1950

catcattica aaggggctca 20

<210> 1951

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1951
tcttctctaa cacceactce 20

<210> 1952

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1952
acccttacca aagtagcatc 20

<210> 1953
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1953
atcacgacgc ctigtttatt 20

<210> 1954

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1954
actttcctge caacaatctc 20

<210> 1955

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1955
ttgatagttg catctgggga 20

<210> 1956

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1956
tttgttaact aacgtgatic ca 22

<210> 1957

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1957
cccactctce atgtgttctt 20

<210> 1958

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1958
tcotgctica actcaatacg 20

<210> 1959

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1959
acccctcatt ttcgtatgtc 20

<210> 1960

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 1960
acagttatgg aggaattgcg 20

<210> 1961

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1961
tcaaacctct tttatctgtc cc 22

<210> 1962

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1962
atttcacgta acactctggt 20

<210> 1963

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1963
ctctggcaaa actttctgga t 21

<210> 1964
<211>19

<212> DNA

<213> Homo sapiens

<400> 1964
gcttctcatg ctcacactg 19

<210> 1965

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1965
aatatgactt gccctttiga a 21

<210> 1966
<211>19

<212> DNA

<213> Homo sapiens

<400> 1966
tcacagccag ttacacaga 19

<210> 1967

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1967



ctacagtgca gaagagtccc 20

<210> 1968

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1968
ttggtttcat gtggctttga 20

<210> 1969

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1969
tectictcee caactttctt 20

<210> 1970

<211> 21

<212> DNA

<213> Homo sapiens

<400> 1970
ctttagattc cagggctctt g 21

<210> 1971

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1971
tgaaagcgtg aaaatcagct 20

<210> 1972

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1972
actcgatccc taggtaatgt 20

<210> 1973

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1973
acaagtgggt agggatgttc 20

<210> 1974

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1974
gcacaagttt tcagggaatg 20
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<210> 1975

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1975
gtggaaagtc tcgtcagaat 20

<210> 1976

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1976
tccacctctg agcataacat 20

<210> 1977

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1977
aaaaaaaaaa aaaaaaaa 18

<210> 1978

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1978
aaaaaaaaaa aaaaaaaa 18

<210> 1979

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1979
ccatcccact tctccagata 20

<210> 1980

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1980
ccaccttcct gottaaagaa 20

<210> 1981

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1981
ctccttactt gcactgagtt 20

<210> 1982
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 1982
gggaaaactt acgggaactt 20

<210> 1983

<211> 22

<212> DNA

<213> Homo sapiens

<400> 1983
tagaaatgtt tagggtgcat ga 22

<210> 1984

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1984
tacccctctt ttccatctge 20

<210> 1985

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1985
gcattttgac aggaaagtgg 20

<210> 1986

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1986
tagggccaca gtttctcaat 20

<210> 1987

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1987
gaatgagaaa tctggcagga 20

<210> 1988

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1988
tcagatgcct gatgaccata 20

<210> 1989
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 1989
aatatgcagt gggtaggagc 20

<210> 1990

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1990
gacaacagct gacttccatt 20

<210> 1991

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1991
cactctctgg aacaaacaca 20

<210> 1992

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1992
gttttgaggc ggtttcatga 20

<210> 1993

<211> 18

<212> DNA

<213> Homo sapiens

<400> 1993
aaaaaaaaaa aaaaaaaa 18

<210> 1994

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1994
gaacacctca aagttgctca 20

<210> 1995

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1995
aagaagcaag gacaaggatg 20

<210> 1996
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 1996
gaaacaacca ccacaacaaa 20

<210> 1997

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1997
ccaccatgtt tacaccgttt 20

<210> 1998

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1998
tttacccatg aattgctgea 20

<210> 1999

<211> 20

<212> DNA

<213> Homo sapiens

<400> 1999
agtttgcatt tgttcaggga 20

<210> 2000

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2000
ttcggatgge titgattgtc 20

<210> 2001

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2001
cattgtaaat taaacggcct ¢ 21

<210> 2002

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2002
ctaatgcaag ctgcttctct 20

<210> 2003

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 2003
tgtctagtgg taatctgggg 20

<210> 2004

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2004
tctggacagt ggagttgaaa 20

<210> 2005

<211> 18

<212> DNA

<213> Homo sapiens

<400> 2005
aaaaaaaaaa aaaaaaaa 18

<210> 2006

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2006
aggagagaca taactggtct 20

<210> 2007

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2007
attgcaatgt ctgtggatgt 20

<210> 2008
<211>19

<212> DNA

<213> Homo sapiens

<400> 2008
aagaagttga ggtagcacg 19

<210> 2009

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2009
agtgtccttt ccteccagttc 20

<210> 2010

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2010



ttgaacctga aaggaacigt g 21

<210> 2011

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2011
gctcaatcac ctgttcectt 20

<210> 2012

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2012
cattgaagct cactctaagg g 21

<210> 2013

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2013
ctaaagtttg ggttaggggt 20

<210> 2014

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2014
tgccttacat tttotgtggg 20

<210> 2015

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2015
gccataagat ttccccactc 20

<210> 2016

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2016

acaaagcaag aggatgaaac a 21

<210> 2017

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2017
caaagcacca tcaacactta 20
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<210> 2018

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2018
cactgcaact cctagaatga 20

<210> 2019

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2019
tgtggggaaa ttgctgttta 20

<210> 2020

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2020
gtatgggcag ctgtaacttg 20

<210> 2021

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2021
tcacaagcca ctgaaaatgt 20

<210> 2022

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2022
tgtatgttaa gctagccaac a 21

<210> 2023

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2023
tgtgttattg aactttgcca 20

<210> 2024

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2024
ttcatcecta cctcatcace 20

<210> 2025
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 2025
agatcacttt tggctgtaac ¢ 21

<210> 2026

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2026
caagtgacaa tctcagccaa 20

<210> 2027

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2027
gcattttcag atggttccct 20

<210> 2028

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2028
atggagagtt tgagtggagt 20

<210> 2029

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2029
ctgccactgg gtttatagaa aa 22

<210> 2030

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2030
acacctttac tcotgtggat 20

<210> 2031

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2031
gatgtagggc cttatccaca 20

<210> 2032
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 2032
agcttggtga tcttcaaaca 20

<210> 2033

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2033
tgaaatggtg ggtaatgctc 20

<210> 2034

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2034
catgcaagtt cacgaggtta 20

<210> 2035

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2035

agtctgagga agaagcaact 20

<210> 2036

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2036
gagtccaatc ttttcccaca 20

<210> 2037

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2037
tccactgcegt tcttatectt 20

<210> 2038

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2038

ggacagaaca gctacaaagg 20

<210> 2039
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 2039
ctggcttgtg aattagaggg 20

<210> 2040
<211>19

<212> DNA

<213> Homo sapiens

<400> 2040
gtaagatggt gggcaggat 19

<210> 2041

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2041
agaagggctc aaaacacatc 20

<210> 2042

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2042
tcatgtaggc tttctgattt t 21

<210> 2043

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2043
tgtagctctt gacctagcaa 20

<210> 2044

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2044
taagttcacg gtgaagtcaa c 21

<210> 2045

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2045
gtggcticaa ctaactggac 20

<210> 2046

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 2046
acccgtaagt gtttgagtga 20

<210> 2047

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2047
tgtagaagta gggtttgegt 20

<210> 2048

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2048
caggggacat ttgaagatgg 20

<210> 2049

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2049
gaaattgtgc agtgaaagca 20

<210> 2050

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2050
atgtaagaag tgcgttgctt a 21

<210> 2051

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2051
agatctggaa tctgagactc ¢ 21

<210> 2052

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2052
tataggataa ggtcaagcag gt 22

<210> 2053

<211> 18

<212> DNA

<213> Homo sapiens

<400> 2053
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aaaaaaaaaa aaaaaaaa 18

<210> 2054

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2054
tcagtgaatg aggaatcatg ¢ 21

<210> 2055

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2055
ttctcaggag taccacaagc 20

<210> 2056

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2056
ggatgaaaca cagaaccatg 20

<210> 2057

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2057
cagatccctt tcattttgca 20

<210> 2058

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2058
ggaaaagtgc tcaattaggc 20

<210> 2059

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2059
ctggcagtta tagtcaccaa 20

<210> 2060

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2060
aggaagtcct tatgatgcca 20
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<210> 2061

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2061
gctggtgaag ttggagtttt 20

<210> 2062

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2062
gctgggttta agccacatat 20

<210> 2063

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2063
tgtagcctaa atagcagcct 20

<210> 2064

<211> 23

<212> DNA

<213> Homo sapiens

<400> 2064

aggaattgct tttattttaa cca 23

<210> 2065

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2065
gctgctttca ggtttttgtg 20

<210> 2066

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2066

atggtgcaga aaagagcaat 20

<210> 2067

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2067
gtgtggtgcc attttctttc 20

<210> 2068
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 2068
gaacaatact ttctcccegg 20

<210> 2069

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2069
gaaatggcca tgctaggaat 20

<210> 2070

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2070
acttccagta acatggatgc 20

<210> 2071

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2071
gaaacaccca gacttgtagc 20

<210> 2072

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2072
ttaaatcttt gtgtgcgtgt 20

<210> 2073

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2073
cctccaggaa ctitgttcag 20

<210> 2074

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2074
aaaaacctic acaaacccca 20

<210> 2075
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 2075
gagtggatat tgtctcgotg 20

<210> 2076

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2076
actagcccac taatgttgcet 20

<210> 2077

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2077

cgattatcag aacagatgag gt 22

<210> 2078

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2078
attgcacagc tgaaaatcct 20

<210> 2079

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2079
ggcacactga ccgtatttat 20

<210> 2080

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2080
tggtagtggg tcaggaattt 20

<210> 2081

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2081
tctcttgaaa agaaaggcegg 20

<210> 2082
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 2082
tgaattacac agcaaagccc 20

<210> 2083

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2083
ctgccaatgg gatcgaattt 20

<210> 2084

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2084
gagtgacgct gttcattctt 20

<210> 2085

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2085
gatagtaacc gggtgtagca 20

<210> 2086

<211> 18

<212> DNA

<213> Homo sapiens

<400> 2086
aaaaaaaaaa aaaaaaaa 18

<210> 2087

<211> 23

<212> DNA

<213> Homo sapiens

<400> 2087
tctaataagg gattgatgga gtt 23

<210> 2088

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2088
gggagatttc ctgctigtag 20

<210> 2089

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 2089
aatccatgca gcttctctet 20

<210> 2090

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2090
tgcattgtct ctggtttgaa 20

<210> 2091

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2091
tcotgaatgce atccttaacc 20

<210> 2092

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2092
tgggaaaggt gagaaggatt 20

<210> 2093

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2093
ttcgggaccc atacctaaaa 20

<210> 2094

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2094
tcttttctgg acccacatga 20

<210> 2095

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2095
gacctctaca tctgtatctt cc 22

<210> 2096

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2096
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ccctteattt tetgtcccat 20

<210> 2097

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2097
tcagcctiga gtattagcect a 21

<210> 2098

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2098
aagtttgcca tgaaggtcat 20

<210> 2099

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2099
gacttctggt tgtttcctca 20

<210> 2100

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2100
atgtgtctat tgccectacct 20

<210> 2101
<211>19

<212> DNA

<213> Homo sapiens

<400> 2101
tgecgggaagt tcacatgaa 19

<210> 2102
<211>19

<212> DNA

<213> Homo sapiens

<400> 2102
gtgaacttca ggctgcotta 19

<210> 2103

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2103
tggtttcgtc cecgtaaatag 20
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<210> 2104

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2104
aattcctttc aatgcetggcet 20

<210> 2105

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2105
agaaagacac atatgccatg g 21

<210> 2106

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2106
ttgttggtgt cagtictgaa 20

<210> 2107

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2107
tgtaggaaca gattagggca 20

<210> 2108

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2108
ctccaagctg atatgccatc 20

<210> 2109

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2109
ccacccctca tttcttectt 20

<210> 2110

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2110
gggtocttcg ttttctgttt 20

<210> 2111
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 2111
taggaaacag gctaaaaggg a 21

<210> 2112

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2112
tactgtgtag aaggcagtgt 20

<210> 2113

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2113
gctaaggaca aagaaccact 20

<210> 2114

<211> 18

<212> DNA

<213> Homo sapiens

<400> 2114
aaaaaaaaaa aaaaaaaa 18

<210> 2115

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2115
tggctaagac caggatigtt 20

<210> 2116

<211> 18

<212> DNA

<213> Homo sapiens

<400> 2116
aaaaaaaaaa aaaaaaaa 18

<210> 2117

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2117
tgataggcag atcattcccc 20

<210> 2118
<211> 20



<212> DNA
<213> Homo sapiens

<400> 2118
gcaaatggca aagggaaaac 20

<210> 2119
<211>19

<212> DNA

<213> Homo sapiens

<400> 2119
cacggctagt gctcatttt 19

<210> 2120

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2120
ccgtaatacc caagtcatct g 21

<210> 2121

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2121
agcaaactaa aacagcaact tc 22

<210> 2122
<211>19

<212> DNA

<213> Homo sapiens

<400> 2122
agcctgctat cttcactgg 19

<210> 2123

<211> 23

<212> DNA

<213> Homo sapiens

<400> 2123
accacatata tagagacttt gaa 23

<210> 2124
<211>19

<212> DNA

<213> Homo sapiens

<400> 2124
ctccagactc tgcaaggat 19

<210> 2125
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 2125
tttoctgttg ctettgatca 20

<210> 2126

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2126
ccacaaagat gaaggccaag 20

<210> 2127

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2127
ccatacctta gttctcaggg t 21

<210> 2128

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2128
gtaagagaga gctgggacaa 20

<210> 2129

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2129
tgtgaccatc ctatccacaa 20

<210> 2130

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2130
agaaccagtt gtacgagttc 20

<210> 2131

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2131
agtcttctcce cttecttgtc 20

<210> 2132

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 2132
gcocttttct ctotttgace 20

<210> 2133

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2133
tcttgttcca agtattcctg g 21

<210> 2134

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2134
accactttag cccatctctt 20

<210> 2135

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2135
gtggtggatt attgagctgg 20

<210> 2136

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2136
tgcttaatgg gatcattgac ¢ 21

<210> 2137

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2137
cccacatagt gcaaaagaca 20

<210> 2138

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2138
gtatgtgtga agtagccgag 20

<210> 2139

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2139
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tggtcctaac tcagaccttt 20

<210> 2140

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2140
aacatgaagg gaaggtigtg 20

<210> 2141

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2141
tatacttcaa ctigcaggca g 21

<210> 2142

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2142
gccaaagaca atgagagagt ¢ 21

<210> 2143

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2143
atttagcagc catgaccagt a 21

<210> 2144

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2144
tgggccaatt cotaatccat t 21

<210> 2145

<211> 23

<212> DNA

<213> Homo sapiens

<400> 2145
cgatctcatg aataagtctg acc 23

<210> 2146

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2146
tggaaagcag actaacagtg a 21



<210> 2147

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2147
gggaccctat gtagagattg t 21

<210> 2148

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2148
ggagcccaag gatgtattag a 21

<210> 2149

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2149
ctaatagctg gttctgcaca ¢ 21

<210> 2150

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2150
gatgaaatga atgctgactc tc 22

<210> 2151

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2151
aaactgaagc ttcgagaacc ¢ 21

<210> 2152

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2152
tgccgacaac tactttaggt a 21

<210> 2153

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2153
tgtatccaat cacctgtcag a 21

<210> 2154
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 2154
cagcacctta agcagaaatc a 21

<210> 2155

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2155
aagcccttca tecatttctc t 21

<210> 2156

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2156
atcttggtgc catcttaagg t 21

<210> 2157

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2157
agcaaaccaa tcgcaaacta g 21

<210> 2158

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2158
aatcatcatc ttcatcagct cg 22

<210> 2159

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2159
cctttcgect tgcttatatg g 21

<210> 2160

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2160
actactcaac agcctaccaa a 21

<210> 2161
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 2161
tggagctggg aactttaatg t 21

<210> 2162

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2162
gaagagagag agaatgegtgt 21

<210> 2163

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2163
gacatggata ttctggtgcc a 21

<210> 2164

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2164
ctgttgcaag atgacccaaa t 21

<210> 2165

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2165
agatacacac acgttcacaa ac 22

<210> 2166

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2166
gatggcaatg cttgataacg a 21

<210> 2167

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2167
ttccatgaag ttcctcaaga ct 22

<210> 2168
<211> 21
<212> DNA

DK/EP 3649260 T3



<213> Homo sapiens

<400> 2168
ccacccacat accctgaaat t 21

<210> 2169

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2169
gtaacacacg gatgctgaag 20

<210> 2170

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2170
tggacacgag gctatttgta g 21

<210> 2171

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2171
ggcttaagaa ggagagtggt t 21

<210> 2172

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2172
tagtttcctt tggccttctc ¢ 21

<210> 2173

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2173
ctagggttcc cagttcacaa a 21

<210> 2174

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2174
gaaacaacat tgagggcatt g 21

<210> 2175

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 2175
gagctctitg aagtagaagc a 21

<210> 2176

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2176
ccattccaac aaagcttccg 20

<210> 2177

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2177
ctacttgccc tattgtgtcg a 21

<210> 2178

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2178
ccagggtgtt tgaaggtaga a 21

<210> 2179

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2179
ctggaggtaa gaaggaatgc a 21

<210> 2180

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2180
atgtgggact ctttgctctc 20

<210> 2181

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2181
atgaatacag ctttgcatgg c 21

<210> 2182

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2182
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gttaaagcat tcacagccct ¢ 21

<210> 2183

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2183
ctgggacttg tctatcctcc t 21

<210> 2184

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2184
atgtctgtcc aagtgaacag t 21

<210> 2185

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2185
aaagtatcca gacccagaac ¢ 21

<210> 2186

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2186
ataggccagc actccaaata a 21

<210> 2187

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2187
caaatcaagt cccatggtag g 21

<210> 2188

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2188
ctttcegtct ttataggcag ¢ 21

<210> 2189

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2189
agaaatcgtg ttcacagoect a 21
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<210> 2190

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2190
ccgtaaatga agtggctiga a 21

<210> 2191

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2191
cctttcttge aaccttgaga t 21

<210> 2192

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2192
ctctagatgc tcaacctcag g 21

<210> 2193

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2193
aataacagtc caccagaacc a 21

<210> 2194

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2194
tccaaggacc tgcaaatgtt a 21

<210> 2195

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2195
aggttacatc attcacccac a 21

<210> 2196

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2196
atgaagacaa tgacatctgc g 21

<210> 2197
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 2197
cacttgtcat ggtttaggga ¢ 21

<210> 2198

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2198
acctccacct tattgcttca a 21

<210> 2199

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2199
gaattgcaaa ggatgggtag g 21

<210> 2200

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2200
ctgcattgtg agtccatgta a 21

<210> 2201

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2201
tectatcttc atecctetic ¢ 21

<210> 2202

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2202
ttccatttag cctececatcet g 21

<210> 2203

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2203
tagctttatg ggcctigtic t 21

<210> 2204
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 2204
ccacclctca aacccagatt t 21

<210> 2205

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2205
gtcagcgtat ttgggattga at 22

<210> 2206

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2206
aaatctgcca cccatttctt ¢ 21

<210> 2207

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2207
tattctgagt tctacccagg t 21

<210> 2208

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2208
tacatgagac ccagaaacag a 21

<210> 2209

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2209
cttcttggca gactatcagg a 21

<210> 2210

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2210
aagctgctaa atctgtaggg a 21

<210> 2211
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 2211
ctgaccagac ctgttgacta a 21

<210> 2212

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2212
tgatatgttc agtttgccta cc 22

<210> 2213

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2213
agcttgagtt tcttgctggg 20

<210> 2214

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2214
ttcccgcaaa gtagaagota t 21

<210> 2215

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2215
aaacgcatac aaacaggaga c¢ 21

<210> 2216

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2216
cttctaaacc catcacctgc t 21

<210> 2217

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2217
cacccaaact cacaggtaca a 21

<210> 2218

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 2218
tgaattctga gatcgagagc ¢ 21

<210> 2219

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2219
agattaactg ttgcctcact g 21

<210> 2220

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2220
caagacagtg cattccatgg 20

<210> 2221

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2221
ccaaggaaag agttgagaag g 21

<210> 2222

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2222
tgagtgcagt cgataaggaa g 21

<210> 2223

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2223
aacaccgaga aagagagaga g 21

<210> 2224

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2224
tgtactgctt tegtcttatg ¢ 21

<210> 2225

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2225
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catattcgca ctgtatagcc g 21

<210> 2226

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2226
ctgatggatt ctotggtgtg a 21

<210> 2227

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2227
tcaaggagaa gagagagggt a 21

<210> 2228

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2228
tctcccaaag cagacaaaga ¢ 21

<210> 2229

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2229
agtcagttgt tacgtgcaaa g 21

<210> 2230

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2230
aaaggtttgt tcatcctcee t 21

<210> 2231

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2231
acagagcacg caatatagga a 21

<210> 2232

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2232
ctgcattcac ccatgtactt t 21
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<210> 2233

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2233
tccagccata ccatgtctat ¢ 21

<210> 2234

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2234
ctcactaggg aagaacagca g 21

<210> 2235

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2235
tgotgggtct gagtgttata aa 22

<210> 2236

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2236
gttgtgtgaa tggtgctgtt a 21

<210> 2237

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2237
ggcccagaag actcttgtaa t 21

<210> 2238

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2238
cgacctacat cagctaatgg t 21

<210> 2239

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2239
aagggaagaa taacaatggt gc 22

<210> 2240
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 2240
atgggagtat gggagtagga a 21

<210> 2241

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2241
ttggtggctt gcagagattt 20

<210> 2242

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2242
tcacacgatc atcatactca ca 22

<210> 2243

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2243
ggtagcagat gactagacga t 21

<210> 2244

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2244
acgcctctgt catttcctaa ¢ 21

<210> 2245

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2245
cagttgactc aatggtgcaa t 21

<210> 2246

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2246
ataggttaca gattgccacg t 21

<210> 2247
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 2247
gatgotgcta tcaaaggaac a 21

<210> 2248

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2248

aagacaaaga gatggaaggc a 21

<210> 2249

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2249
aataccctct tcecttectc a 21

<210> 2250

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2250
ccaccgtcaa tatttatcag ct 22

<210> 2251

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2251
gcctcagtce aaatcttaga t 21

<210> 2252

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2252
ccttaggatt ctcaaagagt gt 22

<210> 2253

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2253
gcagtacaga ticttgaaca gt 22

<210> 2254
<211> 22
<212> DNA
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<213> Homo sapiens

<400> 2254
agaggattag atgtcttgct gt 22

<210> 2255

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2255
tactgcaggc aattcaggta a 21

<210> 2256

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2256
gaagaggtcc agtaagtgag g 21

<210> 2257

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2257
ttgtgagtcc tigtctectt g 21

<210> 2258

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2258
gacgactaag acattgcatc a 21

<210> 2259

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2259
agaagtctct ctcegttgtt t 21

<210> 2260

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2260
cttatgtgca tcaactgtgc t 21

<210> 2261

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 2261
agtgtctctc agaatcagga c 21

<210> 2262

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2262
tttatttcce tacgcaaagc ¢ 21

<210> 2263

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2263
agcctttgat gactgagttg a 21

<210> 2264

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2264
ttggtttcta ttctgeactg ¢ 21

<210> 2265

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2265
ttagagcttg ctagtatcgg g 21

<210> 2266

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2266
gaaatcccaa actgcctgaa a 21

<210> 2267

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2267
atccttcttg tgaaccttcc t 21

<210> 2268

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2268
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accagatgca tgtgattaaa gg 22

<210> 2269

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2269
gtgtactcta ggctactgtc a 21

<210> 2270

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2270
gtcagcagca agtaaaggtt ¢ 21

<210> 2271

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2271
catctagtca agggttccac a 21

<210> 2272

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2272
caagtcatgc tccaaacigt t 21

<210> 2273

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2273
aggacttagg acaacagaga a 21

<210> 2274

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2274
tgcccaacac catctctaat a 21

<210> 2275

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2275
gccttcatca ctcagaactt ¢ 21
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<210> 2276

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2276
agggtatcta ttctccggac a 21

<210> 2277

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2277
atttgcccaa gtaagttcca ¢ 21

<210> 2278

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2278
tggaagtaca tgggatgcat t 21

<210> 2279

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2279
cttgaagagt tccaatgcca a 21

<210> 2280

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2280
cgctgcetgtt taaatcgatc a 21

<210> 2281

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2281
gctotgcttt gectcaaattc t 21

<210> 2282

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2282
tgagctccag aattagatgt gt 22

<210> 2283
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<211> 22
<212> DNA
<213> Homo sapiens

<400> 2283
aacacctcct ttctcactac ag 22

<210> 2284

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2284
acaaacttca ttcaccgcag 20

<210> 2285

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2285
aactacgcca cccaactaaa 20

<210> 2286

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2286
gcttcagtgt aaccatgact ¢ 21

<210> 2287

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2287
tgcacaatta agctacttct cc 22

<210> 2288

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2288
caacaccaaa cttgcctgaa t 21

<210> 2289

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2289
tccacaattt ctacagcaac ¢ 21

<210> 2290
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 2290
gtgtcatttg attggtgctc t 21

<210> 2291

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2291
gggtgtttca gtaggttagg at 22

<210> 2292

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2292
tgggattcta atgtctggtg ¢ 21

<210> 2293

<211> 18

<212> DNA

<213> Homo sapiens

<400> 2293
agaggtggtt ggttggtt 18

<210> 2294

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2294
gggcatccetg tctgaaatat g 21

<210> 2295

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2295
aagaagcgca gatacagtac a 21

<210> 2296

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2296
cacagcaagt ttgaacctagt 21

<210> 2297
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 2297
agtgcaaatg atgacctgtt g 21

<210> 2298

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2298
gaactgttgc atgagaggta c 21

<210> 2299

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2299
ctttgtectt ctetgtigtgt 21

<210> 2300

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2300
tttctictag agtccagagg tg 22

<210> 2301

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2301
attctcttct ctcttccagc ¢ 21

<210> 2302

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2302
tatggctttg ctacctigtca 21

<210> 2303

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2303
ctatttctct ggcetcettgac ¢ 21

<210> 2304

<211> 21

<212> DNA

<213> Homo sapiens



<400> 2304
ttcttaaacc tectgtgtgge t 21

<210> 2305

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2305
tggacaaaca agaactgggt a 21

<210> 2306

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2306
ccatgatcac tgaaaccaac a 21

<210> 2307

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2307
ccatatgccc tgctctttaa g 21

<210> 2308

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2308
gggtggacaa agcaattcaa a 21

<210> 2309

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2309
cagcattcaa ttcatccttg tg 22

<210> 2310

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2310
aagtagaagc aagccctgaat 21

<210> 2311

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2311
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gtgtggtagg gatgagaatt at 22

<210> 2312

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2312
tcaggtaagc ttcecteccac 20

<210> 2313

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2313
actggttgta gaaaggacct ¢ 21

<210> 2314

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2314
agtaagaggc cagaagtcag a 21

<210> 2315

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2315
gcagtgcagg cctatatata g 21

<210> 2316

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2316
aaatctctga gtcggcecata a 21

<210> 2317

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2317
aggcatggca aacttacttg 20

<210> 2318

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2318
catttcactt tcgaggatgg t 21
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<210> 2319

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2319
gtcagactaa agtgaggacc a 21

<210> 2320

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2320
ccagccctac ctaaagtgaa t 21

<210> 2321

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2321
ccctttcaca agactcttct ¢ 21

<210> 2322

<211> 18

<212> DNA

<213> Homo sapiens

<400> 2322
aaaaaaaaaa aaaaaaaa 18

<210> 2323

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2323
ccaaatgtag aacaggatca gc 22

<210> 2324

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2324
tagcagtagg tgtggctttic 20

<210> 2325

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2325
ttggattctc ttggttgtga g 21

<210> 2326
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<211> 22
<212> DNA
<213> Homo sapiens

<400> 2326
caacgctttg gtatagtttg tg 22

<210> 2327

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2327
ccaggtgcca tcgttaaaga a 21

<210> 2328

<211> 18

<212> DNA

<213> Homo sapiens

<400> 2328
aaaaaaaaaa aaaaaaaa 18

<210> 2329

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2329
ggataagtca actaccatgg tt 22

<210> 2330

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2330
aatggaatta ctcagctgtg g 21

<210> 2331

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2331
ggcagaaact gatagagact g 21

<210> 2332

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2332
accatgttct gagtacctct t 21

<210> 2333
<211> 23
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<212> DNA
<213> Homo sapiens

<400> 2333
agtcctgaat caatgtctaa cac 23

<210> 2334

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2334
tggtccctgt getttgatat 20

<210> 2335

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2335
tggcttttct ttccteggta 20

<210> 2336

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2336
ccaaggctgc tttaattcca 20

<210> 2337

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2337
caaactatcg ctgaggacct 20

<210> 2338

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2338
gtctgctgec attgagttat 20

<210> 2339

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2339
gctcaccctc tcttctetet 20

<210> 2340
<211> 20
<212> DNA



<213> Homo sapiens

<400> 2340
acctgtttct cccagttaca 20

<210> 2341

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2341

gcccatgaaa gagaaaccag 20

<210> 2342

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2342
ctccatcagt gcagaagtcc 20

<210> 2343

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2343
acagtcagca gccctaaaat 20

<210> 2344

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2344
gcctcecttca cataatgcag 20

<210> 2345

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2345
ttgtcaacag agagtcagct 20

<210> 2346

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2346
ctgaaatggt ctgggagtct 20

<210> 2347

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 2347
tcaaagacag agtgagtgga 20

<210> 2348

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2348
tttgggggtt acacttcata g 21

<210> 2349

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2349

agccagcaga ataataccag g 21

<210> 2350

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2350
acctcatctt ttgtcagcct 20

<210> 2351

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2351
acagttccat aggcaggttt 20

<210> 2352

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2352
gcagttccag atccaatatg ¢ 21

<210> 2353

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2353
tttgggaaag atgggagagc 20

<210> 2354

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2354
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ttgcaggtaa ggtacagaag a 21

<210> 2355
<211>19

<212> DNA

<213> Homo sapiens

<400> 2355
cttcagctge atcttgage 19

<210> 2356

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2356
ggcacttcaa aaacaaaccc 20

<210> 2357

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2357
agggttttat ggtctcctgg 20

<210> 2358

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2358
tcaacacgga gaactgaaaa ¢ 21

<210> 2359

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2359
tccgtgtaaa tgaacaaagc ac 22

<210> 2360

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2360
ttcagggaat ggtttgcatt 20

<210> 2361

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2361
gagatgccat tcccaaaagg 20
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<210> 2362

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2362
ccctaccata gtgccagatg 20

<210> 2363

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2363
cagctttcag tgacagagga 20

<210> 2364

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2364
ccaaaggcag atgagtgttt 20

<210> 2365

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2365
gcotgggata gaaatgggaa 20

<210> 2366

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2366
ggaaaggaaa ggaagctgtg 20

<210> 2367

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2367
tcagagaggt cttgctgaag 20

<210> 2368

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2368
tctctetgtt gettgtttce t 21

<210> 2369
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 2369
cgcatgtggt agatcatcag 20

<210> 2370

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2370
tataacaccc tcacctccca 20

<210> 2371

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2371
cacccaaatc acctigctat g 21

<210> 2372

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2372
caactaccgt ggattcegtt 20

<210> 2373

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2373
tctatcatga gtcgcticca 20

<210> 2374

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2374
tttotgtcac tttctggget 20

<210> 2375

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2375
cgtgtgtttc tagtgcattg t 21

<210> 2376
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 2376
gggctcagag ggaatatcag 20

<210> 2377

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2377
ccgacgaatg gatgaaagac 20

<210> 2378

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2378
acccaaattc catgcctact 20

<210> 2379

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2379
tgtacagcag tctccagaaa 20

<210> 2380

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2380
gccctcttac cctttctcat 20

<210> 2381

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2381
cattcaaaga tccagaccag g 21

<210> 2382
<211>19

<212> DNA

<213> Homo sapiens

<400> 2382
atctgtgatt gctgcectc 19

<210> 2383
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 2383
ctagaaactc ccaggacaga 20

<210> 2384

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2384
catgtgtgga aaggattggt 20

<210> 2385

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2385
tatgaatgaa ccgtggctca 20

<210> 2386

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2386
aagttgagtc gtttgtccca 20

<210> 2387

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2387
tagtgtttca ggagcgtgtt 20

<210> 2388

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2388
ccaggacaag cagacatttt 20

<210> 2389

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2389
gctgotggtg atttttgaag a 21

<210> 2390

<211> 20

<212> DNA

<213> Homo sapiens



<400> 2390
ctctgggcaa acaagaaacc 20

<210> 2391

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2391
gtgtgtgttt gtggaagtgt 20

<210> 2392

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2392
aaagcccaat ctetotggtt a 21

<210> 2393

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2393
taggcgggcot tattgtgttt 20

<210> 2394

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2394
tcaatgtaaa ctgcccggag 20

<210> 2395

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2395
atgggagtcg aatggtgtaa a 21

<210> 2396

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2396
taacatttga gggcatggga 20

<210> 2397

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2397
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cagaataccc tcactgtgcet 20

<210> 2398

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2398
ggagataaca gcagaggtcc 20

<210> 2399

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2399
tgtgggtgat atctgtgtct 20

<210> 2400

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2400
gccatcetgt aactgaatgce 20

<210> 2401

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2401
gtattttcce tttgeecgeag 20

<210> 2402

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2402
attacagcaa agaacgtggc 20

<210> 2403

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2403
tctgtgtgtt ttgcattggt 20

<210> 2404

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2404
gtgacagttt tccaaggcat 20



<210> 2405

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2405
gcattacttt ttcgcacact 20

<210> 2406

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2406
ggggattgtt ttaagcaggc 20

<210> 2407

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2407
ccattgttct caccaactct 20

<210> 2408
<211>19

<212> DNA

<213> Homo sapiens

<400> 2408
cctgaaacac aagcagcag 19

<210> 2409

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2409
agctgcectat ttgattggtg 20

<210> 2410

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2410
cagtacagtc agccttectt 20

<210> 2411

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2411
tgcattcaaa ctaccccaag 20

<210> 2412
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 2412
ccgaaaagag gcaagcaatt 20

<210> 2413

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2413
gtcacctcaa cctaactcca 20

<210> 2414

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2414
gcaacagtct acccgtctag 20

<210> 2415

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2415
atcaatgctc tgacctcetg 20

<210> 2416

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2416
atacatcagg cctccagaat t 21

<210> 2417

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2417
cacatcttta gagctcaggt ga 22

<210> 2418

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2418
ccatcacttc acaatccaca ¢ 21

<210> 2419
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 2419
aatcctgcag tcatcttcec 20

<210> 2420

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2420
caagtctggt ttgtgagaag ¢ 21

<210> 2421

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2421
gggagcttct gtagtctttg a 21

<210> 2422

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2422
taaggagagc aggacttaca g 21

<210> 2423

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2423
ccaacggttc atttgtcgta t 21

<210> 2424

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2424
ccttgctcetg ttaatgggtt t 21

<210> 2425

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2425
aacaatgctt aacgggaatc ¢ 21

<210> 2426
<211> 21
<212> DNA
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<213> Homo sapiens

<400> 2426
gcagagtica tagaagggtc a 21

<210> 2427

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2427
aaaccgagac gaccacctaa t 21

<210> 2428

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2428
gagtgatgat gagccatgat g 21

<210> 2429

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2429
ggatattgga gatagcaggc a 21

<210> 2430

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2430
gtttggcact gcaactagat a 21

<210> 2431

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2431
tgaaataagg gaagccacac a 21

<210> 2432

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2432
tccttagtgt gccaattage ¢ 21

<210> 2433

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 2433
ttaatgtgga gagacaggcc 20

<210> 2434

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2434
caatgcatct tactcaccct t 21

<210> 2435

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2435
agtatggaag tgggaattgg a 21

<210> 2436

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2436
ttgcttccac agaaacitctt ¢ 21

<210> 2437

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2437
aaccgaccta ttccaaagtc t 21

<210> 2438

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2438
tgtgaagcga atacagctca a 21

<210> 2439

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2439
gttctaacta caccaggctct 21

<210> 2440

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2440
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gtatgagtgt aggtgtggag g 21

<210> 2441

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2441
aatctggatc tagcgaagga c 21

<210> 2442

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2442
taatgagaag gcaggatgag g 21

<210> 2443

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2443
aagacaactc tctaggcctc a 21

<210> 2444

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2444
gtttatggtt gtccctggag a 21

<210> 2445

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2445
tccacctict gatcacacaat 21

<210> 2446

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2446
aagatcaggt accaaggcatt 21

<210> 2447

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2447
atgatgtgaa gtccatggtg a 21
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<210> 2448

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2448
tccaaattga cttccatgag c 21

<210> 2449

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2449
gtggtttcag gaatttggag g 21

<210> 2450

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2450
tatttgctgc ticattctic cc 22

<210> 2451

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2451
aagtcattac gtcccacact g 21

<210> 2452

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2452

aaagtcatca gaagggtagc a 21

<210> 2453

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2453
aatgatgccg aacagtgagt a 21

<210> 2454

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2454

aatgtaagac agggacagag a 21

<210> 2455
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<211> 21
<212> DNA
<213> Homo sapiens

<400> 2455
tgaattccac agtccagtca a 21

<210> 2456

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2456
aatgccttca aagacagtga ¢ 21

<210> 2457

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2457
cacacctgca attgagatga a 21

<210> 2458

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2458
gtcatgatga tgcaacagct a 21

<210> 2459

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2459
tttcacggta agaggagcaa a 21

<210> 2460

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2460
ttctctctag gcaggtgaact 21

<210> 2461

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2461
accctitgaa agaaccagga a 21

<210> 2462
<211> 21
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<212> DNA
<213> Homo sapiens

<400> 2462
aatgagccac tgttctctag g 21

<210> 2463

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2463
atttgcacat tagggcctca a 21

<210> 2464

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2464
gaacttccct gettecttct 20

<210> 2465

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2465
aaatacttgg ctgtgaccat g 21

<210> 2466

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2466
aagacccttg agaacttcca a 21

<210> 2467

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2467
atgtgtaaag acgtcctgga a 21

<210> 2468

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2468
tctatgtgga gggatttgac a 21

<210> 2469
<211> 22
<212> DNA
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<213> Homo sapiens

<400> 2469
ttcctgaagt ttatggtgca ac 22

<210> 2470

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2470
aaggttgaat gaggatcaag c 21

<210> 2471

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2471
gagggaagaa cacaacacat g 21

<210> 2472

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2472
cagactagcc tacaatcctc ¢ 21

<210> 2473

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2473
cattcaggtt cttaagggct g 21

<210> 2474

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2474
gaaaggcaga cgatgaaaga g 21

<210> 2475

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2475
atctccatca gcacaggaat t 21

<210> 2476

<211> 21

<212> DNA

<213> Homo sapiens
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<400> 2476
gcagtgtgac atctgtgaat g 21

<210> 2477

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2477
agactttcct gttcctettc a 21

<210> 2478

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2478
tttacaatga actagccagg ¢ 21

<210> 2479

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2479
taacatctgc ctgaaagctt ¢ 21

<210> 2480

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2480
ctcgtgtgtg caatttggaa t 21

<210> 2481

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2481
ggagagatgg agaagacctt t 21

<210> 2482

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2482
aatgtattac tgtgctcoeg t 21

<210> 2483

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2483
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accacctgcc actgtataaa t 21

<210> 2484

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2484
aattcttctt ctggtgcaag g 21

<210> 2485

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2485
ttgccctitg aactgttgat ¢ 21

<210> 2486

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2486
aagcacacta aggcctgata a 21

<210> 2487

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2487
tcagtatcca ttcagcatcc a 21

<210> 2488

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2488
taaccgaagc ccatactctg 20

<210> 2489

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2489
tccttactce agataccega t 21

<210> 2490

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2490
tetggcttot ticttggaga g 21
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<210> 2491

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2491
gcaacattca tttcatcctg ¢ 21

<210> 2492

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2492
catcacgaca tccatttcca ¢ 21

<210> 2493

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2493
gtggttatta tcggtgggtg a 21

<210> 2494

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2494
ctgccattcc tigtttccaa 20

<210> 2495

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2495
atttggactt gaagcagcct 20

<210> 2496

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2496
ctgtattctt tgtccaccac ¢ 21

<210> 2497

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2497
gacaggacac cttggattga t 21

<210> 2498
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<211> 20
<212> DNA
<213> Homo sapiens

<400> 2498
gagtaattcc cccgatgcag 20

<210> 2499

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2499
tgagaatcat tgagccaaac ¢ 21

<210> 2500

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2500
aattgtgagc gttagagtgc 20

<210> 2501

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2501
ccagtgggtc ttaacattga g 21

<210> 2502

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2502
aaaaggctag tagagggtgc 20

<210> 2503

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2503
tcgctgaaga actgagacac 20

<210> 2504

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2504
gggaagtgat tggagagagg 20

<210> 2505
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 2505
ccgottggta tagagtgctg 20

<210> 2506

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2506
ttgaggttgt caggaaagct 20

<210> 2507

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2507
tcttgggaaa gggtcattct 20

<210> 2508
<211>19

<212> DNA

<213> Homo sapiens

<400> 2508
tctcttccat gocactccac 19

<210> 2509
<211>19

<212> DNA

<213> Homo sapiens

<400> 2509
gatctgaccc tetgctcac 19

<210> 2510

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2510
cctgaaagat gcatggttgg 20

<210> 2511

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2511
gccacagaac aaccagattc 20

<210> 2512
<211> 20
<212> DNA
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<213> Homo sapiens

<400> 2512
tggggttaag agctcaagag 20

<210> 2513

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2513
agtgtggatg acttctgcaa 20

<210> 2514

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2514
gccccattat cctecotttgt 20

<210> 2515

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2515
caaatcagac ccactaagca ¢ 21

<210> 2516

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2516
tgttttggac tgcttcactc 20

<210> 2517

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2517
attatcatgc tcactcctec a 21

<210> 2518
<211>19

<212> DNA

<213> Homo sapiens

<400> 2518
gacatagcac gggagagta 19

<210> 2519

<211> 20

<212> DNA

<213> Homo sapiens
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<400> 2519
gctagtggcg ttttaggaaa 20

<210> 2520
<211>19

<212> DNA

<213> Homo sapiens

<400> 2520
tcgcttggaa gtcatagec 19

<210> 2521

<211> 23

<212> DNA

<213> Homo sapiens

<400> 2521

cagagctgct ttgaagataa tcc 23

<210> 2522

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2522
gaagcctgat agatgtgcct 20

<210> 2523

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2523
tacctctgcece tccaattgtc 20

<210> 2524

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2524
cccatgtaga caaagtgctt 20

<210> 2525

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2525
ggcaggtttg tcttacagtt 20

<210> 2526

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2526
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tgtgagattg cattcccctt 20

<210> 2527

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2527
cgggtcagag aaagatcagg 20

<210> 2528

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2528
aaacatttgt aaccactccc tg 22

<210> 2529

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2529
cctgtaatat gggactcctg g 21

<210> 2530

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2530
ccaaaccaca cacacaaact 20

<210> 2531

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2531
aggagaagga catttcacag g 21

<210> 2532

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2532
aggccgataa gacaaggtic 20

<210> 2533
<211>19

<212> DNA

<213> Homo sapiens

<400> 2533
gtttcccata gagcecctgg 19
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<210> 2534

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2534
ctccactcte tccaaccaac 20

<210> 2535

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2535
aaactgtgaa aggacgagga 20

<210> 2536

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2536
tcecttgctt ttgtaccagg 20

<210> 2537

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2537
catgtgtgta ctgtgcctca 20

<210> 2538

<211> 21

<212> DNA

<213> Homo sapiens

<400> 2538
tctttcactg tcactatggg g 21

<210> 2539

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2539
aaatgcagct tcccaacatc 20

<210> 2540

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2540
gagactttct ggaggacgaa 20

<210> 2541
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<211> 22
<212> DNA
<213> Homo sapiens

<400> 2541
gaaacgtaat ttagtgactg gc 22

<210> 2542

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2542
atgtgtctat tgctacctgt ga 22

<210> 2543

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2543
ctccttcatt ttgctggtgg 20

<210> 2544

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2544
ggtgatcatt tgtctgcaca 20

<210> 2545

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2545
tgaagggatg aaggcagaag 20

<210> 2546

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2546
attgtgttgt ccttcegttt 20

<210> 2547

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2547
ctgaagcatc actggcattg 20

<210> 2548
<211> 20
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<212> DNA
<213> Homo sapiens

<400> 2548
aagcttgtag tctgggtagc 20

<210> 2549

<211> 22

<212> DNA

<213> Homo sapiens

<400> 2549
tceoctctgta ctatgtagea tg 22

<210> 2550

<211> 20

<212> DNA

<213> Homo sapiens

<400> 2550
ttcatttcoc titgttgecc 20

DK/EP 3649260 T3

REFERENCES CITED IN THE DESCRIPTION

Cited references

This list of references cited by the applicant is for the reader's convenience only. It does not form part of the
European patent document. Even though great care has been taken in compiling the references, errors or

omissions cannot be excluded and the EPO disclaims all liability in this regard.

Patent documents cited in the description

o LIGTEE3CG17E 00043

o LIGB008C183 [0004]

o LIEB1954158 [0004]

o UGR2800C70R 0004}

o USRB825048 [0G04]

o USZD1410201007A [08843

o UIS20120270739A [00047

o WOIDIG185388A (00047 (0024}

o LIGZ0160340733A FG0043 (00243

Non-patent literature cited in the description



DK/EP 3649260 T3

CHIU, R. W. et al.Proc. Natl. Acad. Sci. USA, 2008, vol. 105, 20458-20463 [33{H33
PALOMAKI, G.E. et al.Genet. Med., 2011, vol. 13, 913-920 {383}

EHRICH, M. et al.Am. J. Obstet. Gynecol., 2011, vol. 204, 205e1-11 {833}

CHEN, E.Z. et al.PL0S Cne, 2011, vol. 6, e21791- Q{31

SEHNERT, A.J. et al.Clin. Chem., 2011, vol. 57, 1042-1049 G383}

PALOMAKI, G.E. et al.Genet. Med., 2012, vol. 14, 296-305 [$#83}

BIANCHI, D.W. et al.Obstet. Gynecol., 2012, vol. 119, 890-901 ({833}

ZIMMERMAN, B et al.Prenat. Diag, 2012, vol. 32, 1233-1241 [¢8833

NICOLAIDES, K.H. et al.Prenat. Diagn, 2013, vol. 33, 575-579 {$8a3}

SPARKS, A.B. et al.Prenat. Diagn., 2012, vol. 32, 3-9 [$8§3}

KOUMBARIS, G. et al.Clinical chemistry, 2016, vol. 62, 6848-
855 (00047 (88241 [80B13 (G221 (D081 [008T] InQTE] [oaegy

MEYER, MKIRCHNER, MCold Spring Harb. Protoc., 2010, vol. 2010, 6 {3824}

LIAO, G.J. et al.PL0S Cne, 2012, vol. 7, €e38154- {8824}

MARICIC, T. et al.PL0S One, 2010, vol. 5, e14004- {3243}

TEWHEY, R. et al.Genome Biol., 2009, vol. 10, R116- (3324}

TSANGARAS, K. et al.PL0S One, 2014, vol. 9, e109101- [§§24}

EICHLER. E.E.Trends Genet., 2001, vol. 17, 661-669 (#3341}

TODD, J et al.Nature Reviews Genet., 2012, vol. 13, 36-46 {38351

JIANG et al.Proceedings of the National Academy of Sciences, 2015, vol. 112, 11E1317-
E1325 {60688 0085 [64843 [0156]

CHAN, K.C.Clin. Chem., 2004, vol. 50, 88-92 {358}

FORBES, S.A. et al.Curr. Protocol Hum. Genetic, 2016, vol. 91, 10.11.1-10.11.37 (8872}
FORBES, S.A. et al.Nucl. Acids Res, 2017, vol. 45, D777-D783 {3872}

PRIOR et al.Cancer Res., 2012, vol. 72, 2457-2467 {872}

SHAR, N.A. et al.Mol. Canc., 2016, vol. 15, 76- |73}

MARTIN, M. et al.EMB.netJournal, 2011, vol. 17.1, {8381}

LI, H.DURBIN, R.Biocinformatics, 2009, vol. 25, 1754-1760 {8131}

TARASOV, ARTEM et al.Sambamba: fast processing of NGS alignment formats.Bioinformatics, 2015, vol.
31.12, 2032-2034 {31813

LI, H. et al.Bioinformatics, 2009, vol. 25, 2078-2079 [#183}




10

15

20

25

30

DK/EP 3649260 T3

Patentkrav
1. Fremgangsmade til pavisning af en eller flere tumorbiomarkerer i en DNA-
prove fra et individ, der har eller er misteenkt for at have en tumor, hvilken frem-
gangsmade omfatter:
(a) at forberede et sekventeringsbibliotek fra DNA-proven;
(b) at hybridisere sekventeringsbiblioteket til en pulje af dobbeltstrengede
target-indfangningssekvenser (TACS), der binder til en eller flere tumor-
biomarkgrsekvenser af interesse, hvor :
(i} hver medlemssekvens i pulien af TACS er mellem 150-260 basepar i
lzengden, hvor hver medlemssekvens har en 5'-ende og en 3'-ende;
(i) hvor fortrinsvis og valgfrit hver medlemssekvens binder til tumorbio-
markarsekvensen af interesse mindst 50 basepar veek, pa bade 5'-enden
og 3'-enden, fra regioner der rummer kopinummervariationer (CNV'er),
segmentale duplikationer eller repetitive DNA-elementer; og
(iif)y GC-indholdet i pulien af TACS er mellem 19 % og 80 %, som be-
stemt ved at beregne GC-indholdet for hvert medlem i puljen af TACS;
(iv) puljen af TACS omfatter et antal TACS-familier, der hver er rettet
mod en forskellig tumorbiomarkgrsekvens af interesse, hvor hver TACS-
familie omfatter et antal medlemssekvenser, hvor hver medlemssekvens
binder til den samme tumorbiomarkarsekvens af interesse, men har for-
skellig start- og/eller stoppositioner i forhold til et referencekoordinatsy-
stem for tumorbiomarkarsekvensen af interesse, eventuelt hvor start-
og/eller stoppositionerne for medlemssekvenserne inden for en TACS-
familie i forhold til et referencekoordinatsystem for tumorbiomarkeren er
forskudt med 5 til 10 basepar;
(c) at isolere medlemmer af sekventeringsbiblioteket der binder til puljen
af TACS for at opna et beriget bibliotek;
(d) at amplificere og sekventere det berigede bibliotek;
(e) at aligne det berigede bibliotek ind efter et referencegenom for derved
at opna laesedybdeinformation og alleliske taellinger; og
(f) at udfare statistisk analyse pa de berigede bibliotekssekvenser, even-
tuelt kun ved brug af fragmenter af et specifikt starrelsesomrade, for der-
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ved at pavise tumorbiomarkgren eller tumorbiomarkarerne i DNA-
praven,
hvor sekventeringen af det berigede bibliotek tilvejebringer en lezesedybde
for de genomiske sekvenser af interesse og laesedybder for referencelo-
ci, og den statistiske analyse omfatter anvendelse af en algoritme, der
sekventielt tester lzesedybden af loci fra de genomiske sekvenser af inte-
resse mod laesedybden af referenceloci, hvilken algoritme omfatter trin
til:
(a) at fjerne utilstreekkeligt sekventerede loci,
(b) at afhjeelpe bias af GC-indhold, og
(c) at bestemme genetisk status;

og/eller
hvor sekventeringen af det berigede bibliotek tilvejebringer antallet og
starrelsen af sekventerede fragmenter for TACS-specifikke koordinater,
0og den statistiske analyse omfatter anvendelse af en algoritme, der se-
kventielt tester fragmentstarrelsesforholdet for den genomiske sekvens
af interesse mod fragmentstarrelsesforholdet af referenceloci, hvilken al-
goritme omfatter trin af :
(a) at fjerne outliers i fragmentstorrelse,
(b) at beregne fragmentstarrelsesforholdet, og
(c) at bestemme genetisk status.

2. Fremgangsmaden ifalge krav 1, hvor bias af GC-indhold afhjeelpes ved at
gruppere loci med matchende GC-indhold.

3. Fremgangsmade ifglge krav 1 til 2, hvor puljen af TACS omfatter mindst 5
forskellige TACS-familier, eventuelt hvor hver TACS-familie omfatter mindst 3

medlemssekvenser.

4. Fremgangsmade ifglge et hvilket som helst af kravene 1 til 3, hvor medlem-
mer af sekventeringsbiblioteket der binder til puljen af TACS, er delvist kom-

plementeere til TACS’ene.
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5. Fremgangsmade ifalge et hvilket som helst af kravene 1 til 4, hvor puljen af
TACS er fikseret til en fast beerer, eventuelt hvor TACS’ene er biotinyleret og er

bundet til streptavidin-belagte magnetiske perler.

6. Fremgangsmade ifglge et hvilket som helst af kravene 1 til 5, hvor DNA-
praven omfatter cellefrit tumor-DNA (cfiDNA).

7. Fremgangsmade ifglge et hvilket som helst af kravene 1 til 6, hvor DNA-
prgven er udvalgt fra en gruppe, der bestar af: en plasmaprgve, en urinprgve,
en sputumprgve, en cerebrospinalveeskepraove, en ascitespragve og en pleural

effusionsprgve fra et individ med eller misteenkt for at have en tumor.

8. Fremgangsmade ifglge et hvilket som helst af kravene 1 til 7, hvor DNA-
praven er fra en veevsprgve fra et individ, der har eller er mistaenkt for at have

en tumor .

9. Fremgangsmade ifalge et hvilket som helst af kravene 1 til 8, hvor den stati-
stiske analyse omfatter en segmenteringsalgoritme .

10. Fremgangsmade ifalge et hvilket som helst af kravene 1 til 9, hvor den stati-
stiske analyse omfatter et scorebaseret klassifikationssystem .

11. Fremgangsmade ifglge et hvilket som helst af kravene 1 til 10, hvor puljen
af TACS binder til et antal tumorbiomarkarsekvenser af interesse, der er udvalgt
fra en gruppe som omfatter: AKT1, ALK, APC, AR, ARAF, ATM, BAP1, BARD1,
BMPR1A, BRAF, BRCA1, BRCA2, BRIP1, CDH1, CDK4, CDKN2A (pl4ARF),
CDKN2A (p16INK4a), CHEK2, CTNNB1, DDB2, DDR2, DICER1, EGFR,
EPCAM, ERBB2, ERBB3, ERBB4, ERCC1, ERCC2, ERCCS3, ERCC4, ERCCS5,
ESR1, FANCA, FANCB, FANCC, FANCD2, FANCE, FANCF, FANCG, FANCI,
FANCL, FANCM, FBXW7, FGFR1, FGFR2, FLT3, FOXA1, FOXL2, GATAS,
GNA11, GNAQ, GNAS, GREM1, HOXB13, IDH1, IDH2, JAK2, KEAP1, KIT,
KRAS, MAP2K1, MAP3K1, MEN1, MET, MLH1, MPL, MRE11A, MSH2, MSHS6,
MTOR, MUTYH, MYC, MYCN, NBN, NPM1, NRAS, NTRK1, PALB2, PDGFRA,
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PIK3CA, PIK3CB, PMS2, POLD1, POLE, POLH, PTEN, RAD50, RAD51C,
RAD51D, RAF1, RB1, RET, ROS1, RUNX1, SDHA, SDHAF2, SDHB, SDHC,
SDHD, SLX4, SMAD4, SMARCA4, SPOP, STAT, STK11, TMPRSS2, TP53,
VHL, XPA, XPC, EGFR_6240, KRAS_521, EGFR_6225, NRAS_ 578,
NRAS_580, PIK3CA_763, EGFR_13553, EGFR_18430, BRAF_476, KIT_1314,
NRAS_584, EGFR_12378 og kombinationer deraf.

12. Fremgangsmade ifglge et hvilket som helst af kravene 1 til 11 der yderligere
omfatter at stille en diagnose for individet baseret pa pavisning af mindst én tu-

morbiomarkgrsekvens.

13. Fremgangsmade ifalge et hvilket som helst af kravene 1 til 12 der yderligere
omfatter at udveelge et terapeutisk behandlingsregime for individet baseret pa

pavisning af mindst én tumorbiomarkarsekvens.

14. Fremgangsmade ifalge et hvilket som helst af kravene 1 til 13 der yderligere
omfatter overvagning af behandlingseffektiviteten af et terapeutisk behandlings-
regime for individet baseret pa pavisning af mindst én tumorbiomarkarsekvens.



DK/EP 3649260 T3

DRAWINGS

Fig. 1

Target-Capture-
Sequence {TACS)
Design and
Construction

S Target Capture by Quantification of
Sequencing Library e .
Preparation Hybridization using | | captured sequences
TACS by NGS

FIGURE 1 Analysis Pipeline




DK/EP 3649260 T3

FIG 2

ZETE
0E ‘62
8z Lz
9z°sz
¥z'se
Ze'1e
0Z ‘61
8T°LT
9T ‘5T
PIET
ZriL
016

8L

SQN a1 DAs

I QLD VIL.LOL VYD DVOVLL LLL
93 LLSD LOL VI ILI VYV YVY
V3 LLL LYY LLLDJVY 3LD 33D

20V 309 LVLIVID LVL LLLJ2D
J0L LLY LLL V3L L32 391 131
LY LY.L LV .LID VL VIL
JVIDVL).LOL IVL LOLVIL LOL
YYD V.LJ 333 VYL LI VLY 22D
LY L2395V .129 DYD VLL JLL
200 LOL VXD VVY VIDVVLIVD
VI VII VVL.LIL LV DIDDLY
IV VVIIDY DL 9V LIV IVD
VI VVY VOV VIV VIO DOH.L DOV
V.L.L3LVIV 391.1932 3.ID LD
VIVID.LI3VYIVVIDYIVLY

IV BLL VOV 2DV VDD LD DYy

Jourrid 9819491

(08 30 | 88ed) T HANDOIA

DOV HLLILY VVV VDD VOV DOV
J3VOOL LLY LLL 39L 1VJ LV
L33 0309 LLL LLY LLL OOL LLY
LV.LL 39V V3 VIIDOD YYD
DY VID LOV ILI LD VVIVIL
LD LIL V) LIV LIL IIIDVY
L .LY3 ¥VD DDD VIV DLLOLY LLD
V.L.LJL 33V 3LLIILIDV VI
D0 LLVOVI.LLD VD LDV 2L
VIVID VIV VO.L LV ILD DLV
3D V32 HLIDLL LY.L OYV 51D
I DLLBLL LLD VI VII VVL
JL 919 LVD I9L OLL 53V DLL
JV.L LDV I3 OVY VOV VIO VIV
JVI3I VLI DOVYID LVIVLLYVY

5339L VIV V3L L9I LIL LDL

J3wiid p.remio)

£Z0TT90Z
¥0800902
12066502
LOYLLSOT
40949502
94¥¥rS0z
£46SES0Z
YEZYESDZ
¥598CEES
8LL0T6LTT
£8Z00956
95LSTvYe
ZEZTLLEYE
86ZTL0E6
98ELLTTE

10005076

doys

64401902

95500902

2LLB8650C

6STLLS0T

659€L9502

LZTv¥e0e

82LSES0Z

S86EESOZ

SO¥BZEES

625016217

Y£000956

LOSST¥Y6

£L69ZET6

6¥01L0E6

6ETLLTEG

Z8L6¥0T6

je)s

£l
£1a12
gy
EABLE
£TaY2
g1
£1a13
€TI0
ARLE
€140
£
ARUE
gl
€140
£14y2
€140

AWOSOW 0.1



DK/EP 3649260 T3

#969
2919
0968
854S
95 ‘S8
¥S €8
518
05 ‘6%
8Ly
9% ‘S¥
¥ e
Ty
0% ‘6
8e L
9g ‘Sg
¥E €8

SON @1 D3S

L132VOV VVD DYD HOL LD
DY VLD V¥D DYI VOV IILOLD
LLD L¥9 LLDDVD 3L LD LLL
19 LVL 323 19D LLY LIV VY
LOV3 199 VLD LLL 5V¥HIL VoL
DI .LJ3.1395VDVILIILVOL
L29 LOVIHDY HOL OLLOLY LVD
D59V LLL VI DVO VY.L VIV Iv9D
JLL D.LL LID LDL LI VDD VIO
VD V.LL LDD DYD VIV YOI VV2
LY DLL L29 HYD.09V OVL 1oL
VOV VLD LDV 1OV VVD HL) 20D
DVOLILOLID VLL DYV 12D IOL
LY 2L 999 LL9 LYD 1oL LoV
LDV VYL LI DLL LIJ DVL

SOVVIOLLLY DLV VOD 20D VYL

Jaurid 9519493

(08 30 7 98ed) 7 FTANOH

LOL VI LLL VHLDDL V9L, OvY
HY HVH'¥HD LVD VOV 9OV IvD
DD DLIDLO LOL 2DLDLY VY.L
L L99DLLIILOLI VIV VIV
295 199 LYV IVY VVI LIV -HVD
9L V22 LLL 0V LOL IHD V2D
¥V 5LL 599 1OV DLL LID LD3
V9YDY 2DLIIL OOV LOL LLD
LL L9599 LDV VOV LVI LoV
I5L LLL 199 V19999 LY.L VOD
DLL LIV LD LVD 1V DLLII9
30 9L LLL LLY LD LIS Y32
LL 229.LLY LOLHLL LLD OLD
553V I VAL V19 LO1 LLL LDV
LOLY LLY LLL DLV 199 99L 12D

LY LLV LLY 3D°VD9 LI3 91D

JowLid premio)

8966EZTZ
999.£ZT¢
25982Z1¢
ZTHLILTL
¥E9EOZTE
828Z811Z
ZZOVLITZ
B9LZLILE
66TTLITT
LYTVITIZ
£69/2112
PYYSEIOT
LSBZE90Z
01£5290¢
H9¥Z902

58512902

dois

6TLHEZTZ
BIFLELTZ
E0¥8ZeTe
ELTLIZTZ
S8EE0ZTT
08528172
PLLELTTZ
SISELITE
05604112
866€911Z
SO¥LZITE
9615£902
609Z£907
1952902
76847907
9EETZ902

s

£TIQ0
ERLE)
£TI
LTI
£TIY2
ST
£TIY0
£Tg2
£TIP
£
£y
STy
£T400
£TIYO
£T490
£1I90

SWICSOUIOIYD



DK/EP 3649260 T3

96.'56
¥6 ‘€6
7616
06 68
88 L8
9858
¥8c8
z8'18
08 6L
8L LL
915z,
YL €L
ZLTL
0269
89 ‘29

99 ‘59

SON a1 DAS

L3 33L229VIHL HY.L YVD BLL
13 LLL 3ID¥33LLD VIO 139
VO¥IL OLL IDDDLL ALY LDV

V229 LYV DYV DOL DLD BVL

JJVI LVVVLLVID VILIVI VOL

LL V¥D V9D VD LIV 991 OVV
D1 OHLLIVL ILD VDL VI3 OBL
LJLYL VDD DDV LV ¥33 VD
DOY DL VVD IOV IVI LVD HVL
29 VILIIL LVD YILLLL VOO
¥0.LOLILY LLLOVY HLL D99
9V HLH LIIVVLVIL H9HVIL
LL LLD .LDD DYV DDV JLLOOL
YYD HLL DLV 9OV 9V DLV
L9 L33 1239 LLL 3L L3L V9L

JLVID DI VIDVVLVIL IV

Jaurrid 2533431

(08 Jo ¢ 9ded) THANDIL

29 V¥ 101 HVY 5OV HOL VIHL
¥V DOV OVY DY) LYY 320 Vo
LOL DOV HLY VIO LYV D¥YD YVD
3399V HLD YYD LLL DDL VLD
V3291 JVLOVI ILL 101 1oV
J9 YYDVOY VOL VID LOD 5LV
99 11D 193 391 BYY VOV VILL
YY OLI VIV 399 19 VYL OLL
YOI 999 VD LVD YV.L VID VYL
V.LOLY 1OV VLD D09 DOY VI
VOY YYD VO 5YD YVV 559 V¥H
ID VIV VYV JDL LVI-OLD YYD
D3 LYY HVY HVD 1L 19V DID
IV LLLOLL 599 Lv9 991 09V
59V 519 D99 HVL HVV DV.L VVD

39 LLJ.LVI ¥VY DL OLLODD

Jawmrrd paemao)

9SZTEITZ
¥EELOITE
6CLECYIT
TO9LTFIE
26666¢€TE
16596ET2
698T9IETT
SL495€12
T¥61SETe
Z016VELT
98EQEETE
19¢1ZE1e
LECTL6C1T
05894712
¢L918Z1Z

18¥5¥Z1¢

dojs

L00TEITE
54040912
186¢c¥1c
ZSELTYTL
FPLOGETT
EVEI6ETT
TZIT9ETZ
LZS9SETT
TO9TSETC
¥588FETE
BETOEETE
¢1012E1e
68696212
1099421C
XA AR AR A
zeesvele

els

£T4Y0
£TaYD
£74Y2
1>
£T4Y2
ALK
£1Y2
£T4Y2
ETAD
£
£T.100
£TY0
£T4D
£y
£T4Y0
EARLE

WOSOWOIYD



DK/EP 3649260 T3

8z1°ZZL
971521
AR A
AARI R A
0ZT 611
81T 41T
9TIT“STT
FILEIT
(4 SR A RS
OTT ‘60T
801201
901507
0T ‘207
ZOL“TOT
001’66
86 L6

SON a1 DAS

IV VLV VOV 2LD D9V 39V VY
DVI VLI DIV YVV 033 1OV LoV
O LLY DD DLI VIS LLL ¥ID
302 DV.L VYD VY.L 1OV HVI DL
LLIDLOYDI BV LI 192 VLD
5 LILDLLIDL DL 1D YIL
B15VY 151 30D HV.L IOV LVD
DL OVL ¥2D LVD LVD 30D DLV
IV O23 LI LIV YLD D9V DLV
Y0.L9.L 099 ¥OL LLLODL LIL
L2915 ¥V IV9 YVY DOHY 9YD
39 3¥) D19 DYV YVV DLL HVH
Y9 V29 LYY LDL LIS DVD IYD
Y2 IVL LY.L DL VIV 399 DL
LIHVL 9L 323000 LLL LIV

DL LLYLOL LLD LY 999 LIL

RE AL ETS ERE

(08 Jo ¢ 28ed) THANDH

99.LIV IVD VLV JVL D90 VOV
23 DLY VYV DDDVVV JLLVIL
LV DOV JVV VDI LVD ¥JJ LIL
V1913139 VID VYL LLLDYD
L¥ VOV 132 D3LVV) 123 VID
V.LOVD LLI DD VLIV VYD 20D
2.133.L33 VOO DLV BLV JLL
V3 VVI VDI DOV DLLLLD VOO
VO .LVL L2J LLL JV3 999 L2L
DD VYV LVD D9 9L .LLOVOL
LL VI3 DVV IVY 3D LIV ILY
IV LD3J.LLI VVY DD J0V IvY
VL I9L L33 LVD DLL.LDD VOV
HHLVIIVIL VYV VVI.LLL DD
Y3 VYD V3L LIV IVY IOV IOV

99 9LL 1OV IOL JLL LLI DL

Jawmnd premaoy

6ZVELOBL
0ELE008Z
08¥846L2
609696.2
966¥49.2
69691792
98090%.L2
8ZISLTLE
£6£59.TT
TETZ692T
47560922
YL¥96£2T
26904222
Y91061.2Z
S0ZrELCE

L06V1E1ZZ

dojs

081£4082
18¥£008Z
16281642
09£6964C
LYLVi9LT
0ZL9%94E
LEBSOYLT
6LESLLLE
YP1IS94CE
288169¢¢
8L2609¢C
92¢96ECC
EVV0LZLE
51668172
9560ELZZ
gs9¥Liee

Hegs

LAy

£TaYD

ETIPR

£

£TIYR.

£TaY2

1442

£T4U0

ETYD

ETIY2

Ty

T

ETAYD

LAy

ETAY2

ETIYO

AMOSOWIO 1YY



DK/EP 3649260 T3

091 ‘651
85T LST
951551
YSTEST
ZSTIST
05T 6¥%1
avT LYl
9%T ‘S¥1
PRLEVT
ZHTTHT
0%T6ET
8ET 4L
9E1‘SET
YETEET
ZET‘TET
0£1 621

SON a1 DAS

LLISL 22D LDLDLY LOL 1OV
¥O.LOV ¥¥3 LVL DL LD9D3)
LL LDV D¥2 VD LLD JLL OVD
¥ 3LV DD VIL DIV ¥¥D D9L
Y2 LLY 1D LIV OVV 329 IvV
9 LV3 LLD LD VYV IOL 5oV
¥ID.LD O¥D LI VVI ILV LLY
329V.L 12D LDL LDI YVY OLD
VO YV3 QLY DLL LDJ DLL D20
399 YOV Y.LV 9YY VI9.¥DD D9Y
LL ¥9Y 395 DY 199 1oV ¥99
V¥ DV DOL 0L 991 LLL DLV
LLDD9.LYD JLL LOY 95 L L1D
LD LVD DOV DYV Y.L LHL 3D
99 VL9 HLL IOV VOV IIIVOL

YV ¥3I VVD D00 VLE LOL DOV

Jaurrid 2533431

(08 Jo ¢ 9ded) ¢ HUNDIA

LL I3V v99 L1V Y55 HID VvV
LV OVLOBLLID VLL 399 LOL
99133 19V 9LL LLD 0L LLD
DY LV LIL DDHHOL LLY LOY
VLILI DD 199 IOL IV VVD
DOV VYV DVLVDLVIL IV DL
I9HOL HLL LVD IOL VIV 19D
LVY D91 DLL LV VLY DL 399
D902 DVDOVDLIL VLL ¥OL
¥.L VOV YOV D10 002 BLL VIV
1.909V99 51D VLL 131 319
3L 132 VL HLD DOL 1OV HYY
HLLYHY HYD H¥D YIL LLL VIO
V¥ LDY VOV D99 Ly D99 vH9
D9V LVV YV VVI LID VI VIL

D VOL.LVI VIL DOV DOL YYD

Jawmrrd paemao)

SE6L5067
¥ELF006Z
¥290968¢
L¥T6S682
66911687
£¥8E298C
02422982
26241982
€¥58098¢
15826582
0¥86¥%582
Zr196£8¢
£2192£8¢E
0TZE0ESE
SE0ETZ8E

8508408¢

dojs

98925067
586€006Z
5480968¢
8688568¢
0S¥1¥68¢
¥65€€982
14¥2298¢
E¥04198¢
£628098¢
20926582
1656¥58Z
£6856£8Z
VLBSCEBT
19620E8¢
98421287
60844082

els

£142
£1442
£T440
103
£T4Y2
£
A RLE]
£T4Y2
£
ERLH)
£
ARLE
£TAYD
£y
£T42
£1142

WOSOWOIYD



DK/EP 3649260 T3

Z61I61
061681
891281
991 ‘581
81 °¢81
Z81 181
08T ‘64T
8L1LLT
9LTSLT
PLTELT
TLTTLY
04T ‘691
891491
991597
91 ‘291
Z91 ‘191

SON a1 DAS

39V IIL LOL LIV YID VYV
L3 3L1 211 L1Y 1YL 30D .LOV
VYV VLI V2D 21D JLLILD LDD
LI JLIVVDI OLL 39V 3LL 13D
20 .LOL LL3 DV VI3 YVV DOV
23 LIDVIDDLL.LIDLLY LIL
DY V13 ID1VIIILV IVI DLV
9130V LLI LO3.LODVVY VIO
LY DDL LLL IDL DL LDV DL
OV O¥3 DDL VD) LOL LDV DVD
V3DV IOVV VLD DIV DLV DLD
JV VL3 39D DLIDILVVLIVL
Y LOLDDI LLLOLY YD VIO
9V HHY IVV LI DIV 1OV 39V
J33LI JLLILLOID LVIJLL

Y VIO ¥VY VDL IDI DLV OLD

REAGETS CYE R

(08 Jo 9 28ed) T HANDIH

LV BLV 20V L3L 301 DAL YIL
LOV'¥OY DL DYV 3OL VYO VvD
LV DLL L39 VDV DL DOV DLD
YD LOV 30V VLD ILD LOL DYV
V9 OV LLV VI V29 DD VvD
LLY¥99 LLY DLV LLY LOL I9L
LOL 139 VLLHLY VVD DOV 20V
37 OVV.LLV D29 LYV DOV HLL
LV OVD LDD OVL VI LD VYY
9L V39 DLV DLV DV.L LID OV
12 151 51V ¥DHLDHLD 1OY 5D
LL L3LDLD 30V 3)4 DVV OvH
90199 HLY DYV DIV DY LVV
9Y DDV LVD DDV LYV DD ¥OL
LV DD3'YVV DV.L 99V D0V 131

LV DV YVD DL LVI VYYD DID

Jaunrxd piemaq)

8TZ116¥5
Z85ELLYS
L8¥89L¥S
£E80¥SL¥S
EZVOPLYS
8504Z9%5
PSP8E6ES
BL9L68BES
LZ1798¢ES
¥96259ES
E688F5ES
ELVL6YVES
Z5590EE8
£59982£S
50620€2S

LYEE6ZZE

dojys

6960T6%S
EEEELLYS
8€289.L¥S
YEBELLFS
TLTOPLYS
9089Z9%S
£0ZBEGES
62YL68ES
€L8198ES
ST4Z59€S
Y¥o8¥SES
YeeLovEs
E0E9DEES
vOv98ZES
959Z0EZS
Z60E6ZZ8

yejs

£TaYd

£T4Y0

ETIY2

£TaYd

AL

£T4Y2

£TIYd

£T4Y0

BAZLE

ETIYD

£TIY0

ETIYD

ETAYD

£1442

£

£y

2WOSOO.IGD



DK/EP 3649260 T3

vZz'te
2ez e
0Zz612
] AR
91Z'sTZ
$12°E1Z
Z1Z°112
012 ‘602
802202
90Z “502
$0Z2€02
z0zZ ‘102
00Z“66T
861°L61
961 ‘561
yeL'g6l

SON a1 DaS

LYV DYV OV3 LiLHH) VOV HIL
HLOVI VII VYV IOV LIS LoV
LYY VVD 999 DLL VLD-LDD LIV
YD 5L D99 HLY YV HLL
YV JLLVOVVIVVIDZLID VYIS
LD DL LDV D0L LDD LYY VYV
92 ¥V LLL VOV D31 YOV HAL
¥99 V13 VLLOLL 129 13D VD
DLV I¥D DLLOLL OVY DL DLV
LDD2L LLD DDV OLL LOL OLY
79 Y29 VOV DY) VOV DLV LLL
LD J¥9.9V] S¥D VI3 VYV LLL
1D.I9L L33 LLD 19D DYV VOL
53998 130 JLL LvD VLL vv9
DL LL3IDLS LLD VIL LD VIL

LY LLYILLVIDHLLYLI IHL

Jaurnid 9519431

(08 30 £ 93ed) T HUNDIA.

LI DVI VLY VYV LVD DOV 92D
LOV VYD LYD DY VOV VID VIL
DVOVDVVVIDVVIVLD VL ILL
35 VOV.LOVOVI HVD- LIV DLL
L3ILD35V vO.L LOL JLL LID
VLI DVV VVIVID DLD LIV
IVHLY LD I3L VLD 321 DL
JV BLL 3DV VI VOV DV DVVY
VL VIV LY OLI VVD 20D DL
JL.LLY 913 DLL.LL]Y DDV-DDY
DV DOHD VIV BHL DIV HVV VvD
YV IVV V20 DU3 DYV VYD VID
95.1I3LL 399 HV.LLLIDLD LIV
3D LLL L3 9YDLIL VYD 0L
9D.LLY DL DDL L3L LLY SLL

VLL L20 VDI VIV VYD LLI 9OV

JomLd premsoy

£6090%2.L
£06TZ81L
9P6ZISTL
Z80Z0T0L
90866449
£9TTZLLY
$0656%T9
EIPLLITY
86194609
96640409
69289909
15598009
16558465
18660055
005926¥S

965L416%S

doys

PY850ves

5912814

L69TTETL

E8410104

LSS66LLI

¥PI60Z4.L9

56996¥T9

FITLLTTI

6%65L609

LYLLOLOY

07089909

£0€98009

ZPESBL6S

CEL6D0SS

1S2926%S

LYELLGPS

yeps

£1ay3
£T4Y0
£T412
£TIY>
£TIY2
£T4Y2
£T4Y2
£TIY2
€12
€12
£T2
gy
£TIY>
£144d
TR
gLy

2WOSOWO.IGD



DK/EP 3649260 T3

952552
Y52 ‘€52
252 ‘T82
052 '6%2
¥z Lve
9VE ‘S¥E
¥h7 ‘€2
ZHe T2
0%z ‘6€T
8£2°LET
9€Z“SET
ET ‘€L
ZEZ1£2
0£Z ‘622
8zz°Lze
9ze.'5T2

SON a1 DAS

HY 301 YVV YYD 99V DOV HLD
DL LLY DL BYL.LYV 30D 099
JL DLL )L D9LOVD YOV VLD
91 39V ¥OL ¥V D99 VOL HYV
VY VD ¥VI.010 VOV VDI VOL
JOVVV DVV IDL LYV VI3 132D
29 VIV LYV YVI D99 HVV HLL
VOVLD V¥V ILLDIOL LID VOV
VV OV DOL LOD VIL LLD vOD
Y2.D9LV¥OL DLL LIV 209 LLL
9 LLL D239 1DV VOV LD 12D
¥9.L00 LLD LLD VI3 30V LLD
L1 ¥9V 19D LoV LDHD DIV V22
93 VY.L DLL VYD .LHY 995 LOL
JL3 IL¥IVID LLI VOL 399 VIV

99 VOO LLL DLV 3L DL DLD

Jauarid 2533431

(08 Jo 8 93ed) T HUNOIH

Y99 VLI LLDOVV VID VOL ILD
99V 399 LVV JVV 3VV DLV VOV
LL LYY LDV 3L LLV V) 30D
LY BLI DL LYV VLD OLD JLL
J9VOLLV2ILL DD LLY DVD
D3 1VDVVV LV.LDVD 2vD 233
DV VD BVI IDL 31D VIDDLD
VY YOV V2D DL VI3 VID VIV
L3 303 LLL VOL VD LLY D1LD
DOV LLD LVL DLODOL DD . LLL
LV ¥99 DLV IDL DL ¥v¥D
YIVIV.LVI DLV D¥D DOV OY.L
99 5ILD VLLI9D LOL VDL VIL
L3 DIVIYI LIDLID LLLVYYD
L3IVVIVIV DI IOV VVIVILD

LY DVIDVV OVIVIL IVLIVD

Jawmrrd paemao)

8¥8¥ 1856
SLE99.56
Z68ETLY6
S80¥5¥Y6
18¥EI0V6
12914626
8ZE£80£Z6
€919¢2126
9T05L8T6
8SE06ZT6
LZ9¥5606
889££088
ETEBTIBL
ZYL19TRL
9CLEBTVL

V04480V L

dojs

665V1856
97199456
EVIETLYG
9E8E5HY6
ZEZE9OP6
ZLETLOT6
6080526
1652126
L9LYL8TE
60106216
8LEVS606
6EVEENES
#9081284
£6809Z¥L
LIVZOI¥L
SSYL80VL

yejs

ERL
gLayd
€142
€145
£TIY2
£1442
£TI40
£TIYD
L)
EARUES
£y
ETHYD
£T4Y2
€1agd
£1ay2
£10gd

WOSOWOIYD



DK/EP 3649260 T3

837182
98¢ ‘582
$82°¢82
782182
082 ‘6.2
84T °LLT
942°5LZ
pLZELT
BLTTLT
042692
89Z°L92
992992
$92°€92
792192
092652
85z°L5¢2

SON a1 DaS

VI VVY DL LOJDILIVIVILL
55991 9VL LIV LIS HLY 999
DY V9L DOV VIIVLL 22D VIV
39 LLL OLD LLL D1 8L DD
IV ID3 IID VWY DLV VYD VIV
DLLOOL LDY LLLOOL LYD VOV
J95L LI DLV VDY 215 V2D
L1399V VYV DOV L¥D 1OV DL
JDL VIL VIV VVI D0V VOV LLD
DY'YIV-HVD LHDHVID VVIOVY
LD DLD ILV Y99 HIV VLY 191
L LIDDL3 LI DLD LID LDD
LL DL OLO LOLVID .LIL V)
LLV JLL 991 2LY-LLL YV 299
VOOV LLD LI LLL 199 VIV

L9 ¥39 19D VIL.LYD DVY VIV

Jourrad 9519431

(08 Jo 6 o8ed) T MANDIA

LL L32 IVLILL I LI IDL
DIV IV3 LDV IVD IOV VVL LLL
LL LLY9LO L3J 2)L JLD DLD
233V 9VD LYV OVD LOV DLL
IV IV IVI LID LLY VIO VYD
LD VIO VYO VOV DLD DVO VDD
¥Y3'¥2D.10L VIL LLL 222 HvV
L33IV VIV IL3 V.LL VIV IOV
20ILD LIV OVI IV LLL LLD
LV VDD VVD DL VVV 39D VOV
LVV YOV DY DDV VIV ¥ID DOVL
V.1 22D.LVV 31D VOV JLL 99D
VI.LVLYVI D03 D3L LIL 12D
LL 999 93L YVIHLY LIV DL
L 39Y L3L.LVD LOV LD DD

5V JLL O9L 2LL 9L LLL DOV

JomLId premiog

Z0PSSZeL
09¢Er e
0184¢Z2¢¢
¥¥0912Z2
9LEYSITZ
15862912
69461912
Z8¥81912
915kOTIE
598¥6E1Z
8L9T6ETZ
€0E000ETT
B56986C1T
BILTESZIT
STZ8TSZIT

LEB9S6TLL

dojs

ESTSSZZL
TT0E¥ZeL
192L2Zec
S6LSTZZT
L21%5991¢
€096291¢
1Z286191¢
EEZBIITZ
89¢¥0¥1C
919¥6E1E
62¥16ETE
¥S0000€TT
604986211
6TSTESCIT
996415711
889956111

e)s

£T1Y9

£T440

ETI4D

£1492

T4

£14Y0

€143

£14Y2

£1ay2

£14492

€714

£1Y2

£7442

£1ayd

1442

€114

2W0SOWO.IYD



DK/EP 3649260 T3

0Z£61€
1E°L1E
9T£"STE
YIEELE
ZIETIE
0T£ 608
80€ "L0E
90£ ‘SOE
$0E'€0¢
Z0E ‘TOE
00£ 662
862 ‘26T
962 ‘562
Y62 £6T
262162
062682

SON a1 DAS

DL 2L O4LL D3L L2 LLY ¥DD
33 JLLL3L 33D VLL LOV.LDL
VYV 29D YOV VLI VIV IVO.DVV
JVD V32 LIDVLI.LLIILI VLD
59 LYV V31 D9DDLD LIV ¥O9
L) LLLVVLLLY 313 D93 10D
LV V3L 3DV DL3 VIV VV2 DLD
IV JLL DL LAL IOV VIV VIL
D2 JLL VIL LLL LDL L3D DOL
YV JLL 3DV JLV LOV OVV DLD
33.L29399 LV3 LLL V.LD ¥V
L33D0.L30 193 LLV VLI LLL
LL VIV IV VVLVID LLIDDD
J9 L33 ¥VV IVV OVY J9LOLL
V2.LYV ¥VVDOLV JVD OV DLV

DV VOO LLD ¥OD VIO VOV OVH

REAGETS CYE R

(08 J0 01 sded) THANOIA

VI VIV VVI VYV HVI HOIVIL
VO 3L¥Y VIV IOLV I3LDLIDLL
L¥.L3D 331 3DL LLD LOL LIL
391D HYL ILL IVI.LYD LIV
V2 LYD LIV 215 LYV 51) 29V
L3 OLL 12D VLL DD DVL D01
L9 9H9Y 991 BLL LVL VOV IYD
IV .LYD V99 D9) VIL VIL DY)
¥9 DYD.LOD DLLOVL HLY DOV
VO VI.L 209 VYL VOV DDL VD
¥9 LOL OV 109 V3D LYY DLV
L9 9OYY HLL ILD.IDL DL ILL
IV V99 DYD LLI DY VV) VOV

9¥3 195 VIL.LLY YOO VILDLY

VVVVY VI3.L30 3VV LO3 VIDVLL

99 1L LOL LLL 339 19L IDL

Jaunrxd piemaq)

92569009
9LLYE9ES
2.4618Z6%
ZE9ISYLOT
1569490%
SE6SOTIE
8¥T5509€
1SE8CFFE
L3S8E9¢E
98Z5021¢€
¥9P1901E
LYV LL60E
BEFI9YOE
6E6LBELL
0SEE8TLE

9E96E9ZL

dojys

L2269009
LZSYE9ES
£2.1826¥
£8E5VLOY
Z0L9LIOY
9895019¢
668¥S09€
Z018ZHPE
80£5297E
LEOSOZTE
SEZTI01E
861LL60€E
68199508
06948ELZ
TOLERLLE
LBEBEITE

yejs

Ay
£y
ETI2
3elic)
£TaY2
£TIY2
£T4YD
£TIY2
£T1Y2
£T1Y2
ETIY
ETIYD
ETIYD
ARl
E14Y2
g1y

2WOSOO.IGD



DK/EP 3649260 T3

ZSEISE
0SE'6%E
8be “LyE
9YECHE
HE EE
Zhe THE
0%E ‘6EE
8EELEE
9ge ‘See
YEE ‘CEE
Zee1Ee
0ge ‘6TE
8Z€°LZE
92¢£ ‘SZE
S LA TA
A4 A

SON a1 DAS

V320 VYV DLD J0L3LD LOY
¥999) 101 VIL VLD LIV 309
DD OLL 3L LLD V3L 33V VIL
VIVIL IVDLIL 309 VY.L ILL
VI LLD 123 LLLDVIIVDDIL

9L VY V12 LIDDVD.LOV LDV

299 VVLVLL LID VLD VOL 2LV DL

LY VI VIL DL DOV DLL VIOV
LIVII DLV LVD IOV VIL DVY
DVYD LL3 309 LLLIDOLOL)
L9 OLY ¥VV OV3 VO 99D VLL
9VIOV IOL LLY DL DIV LAY
JDVVL DIV IOV 193 DV IDL
YV 95H HHV YV.L IOV HVY HLL

3330V LIL JLL.LOLIJL L2L

L OVD LVV VDI VID VIV 3LV LOL

Jauarid 2533431

(08 30 [ =8ed) ZHANDIA

D99 9YD LVL.LVV VI LIV VD
LL3L3 293 VID VIV OVL LLL
33 VYD VIV VIL.LLD VIV DOV
YV OVVHLY D99 LLD 9LL DIV

399L 331 21D 13D YV OVY
9V 203 213 L2D DDV YD LIV
VYV O¥.L DLV 230 LLD 1DV V2D
09 LIV LYV VOL 2L OLY 309

L3LJOVOIDOLLOVLIVVIVD
VLD IVI ¥VD IOV LDV VVI VoL

H.IIL 33D LY ILI LID.LID
LV OVV 30D LLV VLD LVD DIl

LV DVV DVV VOV DDV DDL.1DD
VLL3LYIDIID D9V-ILL VLY
JID.LIV IDLVVI VILIID VIV

JL.LLL OVD LVIVIV 31D DHD

Jawmred paemio)

SYET6LOE
Z0ELOLGE
$691896€
66479968
955L6S6E
T1STHS6E
98¥98¥6E
LOL6IY6E
9FISFY6E
ELLEVEGE
916T8Z6E
£8LEETOE
8096L¥TL
Z58¥9029
SE9TSITY

2255909

dojs

6601646E
£S0L0L6E
SPP1896€E
0552996€
LOELGSEE
Z9ZT¥56E
LEZIBYEE
85769¥6E
L68¥ivoet
YZSEVELE
£9918Z6¢€
YESEETOE
6SE6LYTL
£09¥9029
98ETSTT9
546¥5909

yejs

€112
ET4Y0
€192
£1142
ETI40
€102
E£TI90
ETIY2
£7142
£TY0
€T
ETAYP
£1440
ET143
1492
Ly

WOSOWOIYD



DK/EP 3649260 T3

8L €88
Z8%'18E
08618
8LE°LLE
945 'SLE
PLESLE
ZLE ‘TLE
0LE'69%
89€"L9%
99¢ ‘59¢
9£°€9€
z9g ‘19¢
09€ ‘65¢
85€"L5¢
95€ "S5E
88 ‘€5E

SON a1 DAS

L1 33399V ¥V.LLYIL 30D LLYD
3L J3L 39V DL LOL OLL 9L
VI VIO DVV YV LLL LVD 330
L3 LOL VI3 VYL ILL 3DV 999
V3230 VV3 JL1L 51D L5L V1D
LV 133 V32 129 12D LOL LLD
3L .LDLODL.LDY LVYI VIV DID
¥3.L3L 213 LLD L3L LD3 VID
JVDLI 201 DIL IVD LBV ¥V
VO OVLIDLYOD VVL DOLOLD
I3 HLLVID DLLIIY LVL LLD
VYV LLDDDDLDD VIO LIV I3D
Y3199 912 199 1LY LLLDOVD
V9 OVI.LVY VOV IOV IDVILL
L33 VO3 VVV ILY LLV VIV 333

V9 LLY VIO LLD DYL LYV IVY

REAGETS CYE R

(08 J0 71 sded) THANDIA

JVHD WV LD VOHL VV3 DOV
DL LY 953 ¥OL LD IV IVD
DY YVV VDD DOV DLV DD HVH
29 VYV DVI VYV DLV 39V IVL
29 VIL 199 VVD DLV VOV OV
¥OL OVLOLY LLL DL JLD VY
D8V 3VV VAL 20L 131915101
L VIV 39V 333 15V D01 LLL
29991 LJL LLD VLD DLLOLD
39 YIOYVD OLL LVD VOLILL
VO LVV 209101 13D V22 LLD
HL VIV I¥D DOLHVD ¥IL LOL
DL OYD VYV LLV VDD VIL DOV
VI V32,190 VY DV.L VOV DY)
9L 20D 9VL OLLILD LI LLD

V¥ V2D ViLL 303.LLJ 3V) DVD

Jaunrxd piemaq)

555¥890%
8818990%
1E£81990%
L6Z¥790F
E6LTESDY
0880650%
6452990F
0FSESYOF
00030%0%
E99TLTO¥
E9T6ET0¥
SLTTLOO¥
9Z58E00%
L2SET00¥
9%9.886¢

£ES0EBB6E

dojys

90EY890%
6EB6L990F
2851990¥%
FAZ\ g 214
YY6EEIOY
1€90650%
0EEZIS0T
T62E8T0Y
TSL50%0¥%
TIVLLION
YI68ELIOY
9261L00F
LLZBEGOY
84ZEZ00Y
L6€4886E
¥082886E

Mejs

£

ELIYD

ETIP

gAY

£TaY2

£T442

£T4Y2

ET4YD

£TYd

ETIY

ETaY0

ETIYD

£T4YD

£ g3

ELAY2

PaALtE]

SWOSOO.IGD



DK/EP 3649260 T3

91 ‘S1%
VIV ETY
ASARE4
01% ‘60%
80% "L0%
90% ‘S0%
0% ‘€0%
Z0% ‘T0%
00% ‘66€
86E L6E
96E€“S6E
¥6E ‘€6
Z6E ‘T6E
06£"68¢
88€°8E
98€ ‘c8E

SON a1 DAS

JIVVV IVV DLLIVI VDIV
V1 L9V 31D VVV 339 LYV 33D
LY LLL VI3 L3D JOL 9VY VOV
LLOVL LOLOLY LD 399 VLV
92.LVL DOV VIL IOV IV 33D
V2OLY DOV OVD DDV VIO VLL
JVIID 131303 LLLOLV 3OV
21232 VLI VVV DI3 VOL DVO
22 V32 DLIVIVILD.LOV LVVY
V¥ DOV 9DD.LIL 9VD LLLDLL
¥IL IV VIO VII 13D LID VYD
91093 199 LYY OLL LLLIJL
JL3VIL V2D .IVI LY 333 LLY
DV VOL.LOL 343 OVD DLV DoV
IV DV3 DDV VLI VIV D3 DVL

23039 VV.L VILD.DVI LLD 12D

RE AL ETS CRE

(08 30 €1 93ed) T HANDIA

L3933V J3.LL 20V DLL.LVI VOV
19913 VL LIVIVI VIV DLD
DL DVI ¥33 099 LLL LIL VYD
99 VAL LLY VIV D39 301 ViLL
32 D21 3L)HVL VYD LIL IVD
DYV 029 LLD VYD LLL DAL DIV
LL L¥V 309 13V 133019 10V
293 LLL D13 LLL L¥V 209 V23
9VD SLL VOL VVY LLD LIV 20V
1D D51 DL VIV V¥V DOV DOV
9 139,099 00D DLL 9L ¥vY
JOLV VOV VYY DVD VOD.00L
VD .LVV 529 LID VLD VIOV VDL
LD HYY JVL.LLD VIV LI DVY
V) HYD DOV ILI VIV VL ILL

DL LIL LIV VID ID9 DLVILY

Jawmnd premaoy

90ZZ1Ivy
781718y
LEEELLTY
59868527
8ZZ0SETY
L8S08ZZ¥
1908Z8T¥
EGTFEITH
5958291%
£60685T%
EESTBSTY
ZOLELSTY
BITLLITY
992591 1¥
0ESL9L0¥

S618YL0%

dojs

LS6LLZYY
EE6LLBLY
BBOELLZY
919685Z¥%
6L66YELY
BEE0BZZY
Z18LZ81%
FrOEEQTY
9T€8E9TY
788881
P8ZIBSTY
EVSELSTY
6989L1TY
LTOS9L LY
182£9.L0%
9¥6LVL0Y

Hegs

LIy

ETAYD

ETaR

LI

£T4Y2

ETaU2

£1aYd

£Tad

T2

ETaYD

1403

£

ETAYD

A lic)

ETIY2

ETIYP

AMOSOWO 1YY



DK/EP 3649260 T3

8% “Ly¥
9y ‘S¥Y
SR
Ty TRy
0% “6E¥
88T LEF
9¢% ‘SEF
#EF ‘CEF
CEVIEY
0E% ‘6Z¥
8Z% LT¥
9% 'ST¥
ey eV
ey Te
027 ‘61%
] CAPAR S

SON a1 DAS

IDDLY LIV VVI VLI HVY VOV
33 LDL 229 91D LYV VIH 199
HLOVYD Y.LDDID YLD LD LOL
9Y 323:VIL DOV VIV LOL HVD
LYY V33 LIL DLLDLL HIL HYD
2L LLLDLI DLV DYD 20D IvV
LY VVV 200 V1D DL DD YVV
L9V LL9 DOV VDY DL HLD
LL.L3D LYV 29V D9V 301 LLD
59 V39 HLV DOV LIV LLD 139
LLDDL 151 HLI 39D LIV LvD
DO VYD DY LYV DOV DVIVYY
YV DYD 595 DYDVHL YOV YVD
ILLD9LD3 LIV OVL YOV D32
9.IVV LIS VIL 39V VOL BVV D0V

JVIOVLODVVILIOLDDLY VIV

REAGETS CYE R

(08 30 p1 oded) T HANDIA

VO VIV IOV IVV DOL L33 LLL
99LL VIV IOL SVL LLY 993 VHD
O.L D01 39D VID .LLY 3LV DLL
J3HVS VIV VII VIV VYOI VYD
YV 329.LLL VOL 30V OLL DLY
JVILIIVIIVYI VILVIV
¥D 12913V VVD LDLVII JLD
L1 319 LLY D99V DIV VIO LoV
JLO VIV VIV DLI ¥VI ¥OI ¥V
YV V¥D3DILILLILD L3I OLD
V9 V0D LLL V99 181 DLV D91
VV VIV V.LY 299 DOV 3DV 3vD
YO ILLYVY DLD 299 VVL IOV
I IVIDYY LLI IDL VIV ILL
IV L3L LDV I3V 30V LL3 33D

VYV .LLO D9 BYIOLV YLO VIO

Jaunrxd piemaq)

06898ZLF
860792L¥
£8065ZL¥
98LSSTLY
¥¥80Z1LY
ZTEL90LF
SELVTSH
¥8¥STISE
66T1F05Y
TI¥656v¥
SET8ESYY
269t6Tv¥
1¥Z68EVY
59.465EFY
e89LY¥ VY

56¥6EZVY

dojs

1¥998ZL¥
6¥819ZLY
$£885ZLY
LEGYSTLY
S650ZTLY
£904904L%
98ELYTSH
SETSTISH
0S6EVOSH
2916564
988LESYE
EVVEBTTY
Z6688EFY
91S6SETY
EEVLVETY
IYZ6ETIY

yejs

£

ETay

ETIYD

£Lay2

ETIY2

£T4Y2

AU

£TAYD

ETIY2

ETYD

ARLIE

ETIYD

ETIYD

ETaYd

ET4Y2

BYRLE]

2WOSOO.IGD



DK/EP 3649260 T3

08% ‘61%
LY LLY
9Ly ‘SLY
YLV LY
ZLYTLY
0L% 69%
89% “L9%
99% ‘S9%
9% ‘€9%
Z9% ‘T9%
09% ‘65%
8591 'L8%
95% ‘S5¥%
¥S¥ ‘£SY
Z5¥ "15¥%
0S¥ ‘6%¥

SON a1 DAS

DL 9L OV LY LI VIL VY
VL 3L3.LV3 DLD.LVI 00V IL)
LI JLL 3DV JLL LY VOL DDL
IV LIV VY.L VIO D9V DI DLL
J339V¥D LLYLL] LL¥ 4L 31D
LD LYD D9LDVD LD3 DLL LLL
V3OVL LD LLL 31D D9V DvV
V1 V33 OLLI2LILL VLI DIL
J¥ DI VLI LOLLLD DVV OIL
JV.LID LV.L YV D2V IVD SLL
HL.LIL.3DV VOB VIO LOL VY3
J3LL3 VLI JLL JLD9LLDOL
JV 90V L3L 319 L9D OVD VV¥D
L3L V3L 239 LLY 33L VIO LD.L
V1393 VILI3L.LIL JLL DLD

09 .LYD LIV HYD DHL DVD LLL

REAGETS CYE R

(08 30 61 9ded) THANDIA

LYILLOLL DL 099 HLV VLD
50 19L 931199 LLL 901 1¥D
93.L¥D DVL VDD 20V LLL D3V
12203 VVD LOLOLL DL VL
29 LLL IV1 J9L 313 33V Vo9
IV LDV V39 LLL 299 LV) JvY
IV BYD IO 1OV IVY VYV OVD
LLOLYYID LYD LD DLLLLY
¥V DLL D.LY SYV'D0V 330 LD
L2 LL9 DLL D5V HY9 LLV D9H
IV LOL LY.L DY3 DDY 995 I¥D
29 LLV IOL J9L DLL IV DYV
3999 ¥V9 DVY DOL V¥ LoV
VL ILH HVI DVI VYV IIL LIL
IV LD LID DL JDL IVY VI9

LV'VV3 DDLOLLYII VLEIIL

Jaunrxd piemaq)

06¥SZ8LY
89691815
LSYEBLTS
54409605
L1ELBE0S
9460£56%
6TES0S6F
50008v6¥
15¥6TT6¥
8857188%
¥9.9088%
EETCIL8Y
51¥8698%
£0E2958%
LYLECILY

LYEVLELY

dojys

T¥2SZ81S
6TL9181S
80ZEBLTS
92509605
960£48E0S
LZL0ES6Y
04050567
95464V 61
Z0Zo116¥Y
6EETTBBY
5159088%
Y8TZ9L8Y
9918698%
85029498%
86VECILY
c60VLELY

yejs

gAY
ETAY
ETIY2
£TaY3
£TaYD
ETIY2
£T4YD
£TIY2
£TaY2
ETIYD
ETaY
ELIYD
ETIYD
£y
EL4Y2
£y

2WOSOUO.IGD



DK/EP 3649260 T3

ZIS 118
015605
808 "20S
905505
%05 ‘€08
Z0S T0S
00566¥
86% "L6¥
96¥ ‘S6¥
6Y ‘C6¥
z6¥ ‘T6%
06% ‘68%
88 L8%
98% ‘S8¥
8% ‘€8%
787 18%

SON a1 DAS

Y HD) BLH.IILHVY LIDVLL
9¥ 391.L¥J D¥9 YOV YOV DoV
¥D VL 030 ¥V DVY DLL DVD
02409 LOL OV YLLIDY LLD
L1 LV 1OV V9L 323 191 299
19 L3I D91 DLV DLI IVL V2D
V9 5yH 555 LIDDHLI LIV V¥V
DY IVL JLL DDV 519 HL3 HYY
LIVI2 OVL DLV DLL 00D ¥DL
D9 YDL J0L LLL VID YV OV Y
LL V95 L¥9¥YH9 VIO VY 9D
Y9 VIL Y.LV D30 VLOVID VID
D9.L¥2 .LLL YVJ LL3 339 91D
22 L2V DIV ¥I5LVY VIL OLL
39 L1939 1OL.L3L 331 334 LLL

DV VDL HDL.LIV LID LDD VVD

Jauarid 2533431

(08 Jo 91 98ed) THIANDIA

JLLDL DDV 1299VD LOL BLVY
YV 39V 99L LVD BV YOL DYD
LI ¥II.LLD DVIVVL DIV ¥¥O
99 VLV LD HVI DIV VOL LOL
OV V33913 LOL LD LVV DDV
DL ALY LOL DLY LLL 99D .LLL
1V 20L 399 19V YOL HLV VOV
9129 L9 I3L LDDVIL LVL

V¥V IVV LOLLVI DD DLY OV)
VOLDVIL LLD V3D LID DLL

IOV IIV LOL.LLV D3.L.LDL LOV
LV 300 139 Y.LV L3V VIV 33D
33 9LD OIS OVY VYL LYD VDD
JL 199 9YV VI OVV 9VI.LD)
99 V3D DIL VLL VYV 2V 19D

LL OVL Y32 30L 3DV LI VYD

Jawmred paemio)

TLZPTI0E
£0Z5T00E
¥29E000€
18656662
20185662
6886£66Z
PZLvE66T
Yero6L662
cceNsset
68EEIS6T
88EQTE6T
120¥EC6C
EVZELT6T
0911162
£826¥22S

20¥52028

dojs

ZZO¥ITOE
$S65100€
SLEE000E
ZELS666Z
£5825667
0796£66¢
SLYVE66T
SLT6T66T
£L00856F
0FTE956Z
6ETOTEGT
TLLEETOT
¥6626162
FLOLTE6Z
$056v22S
£5152025

els

£T442

g1

Y ELE

€145

£1492

£T4Yd

U ES

£T4Y2

T2

£

£T410

ARLE

ET442

£14Y0

ET4Y92

EARLE

3WOSOWOIGD



DK/EP 3649260 T3

TYSEVS
ZYS‘1I%S
0%S ‘6gs
8E5°LES
9€5 ‘SES
PeSeLs
ZES-TES
0E5 ‘625
8257LzS
9Z5 ‘528
Z57eZs
2es 18
025615
8IS LTS
9IS "S1S
YIS LTS

SON a1 DAS

IVLVIL LIV DIV IV DVI LIV
L3 L1329V .LLE OVV VIV DIV
LY 31D DL .LYD DLD ¥0O LLL
LV VIO VDD L2 DIV IOVY VI
2D VVILVIVIDDID.LVV VOV
DY DOLIIIVVIVLIVVI VVd
LI LLD LIV D3V 20D ¥VIIIL
V¥ ¥DV DVD V0D LVY D¥D 200

9199399 D)L LY VV.L OLD

L9 131 V.LL 999 .L9D VOV 19D
D9 9VY LIS DOLYVY OVD VID
VI 3L9 319 DD LVI VVV Va0
23 199 LLD L9V DLV 10D 1OV
3.LL3V-LDD 30D LIV VY VYL
LV L3330 33D VYV LD 13L

JDIVIVLILI VIV VID YV

RE AL ETS CRE

(08 30 L1 28ed) THANDIA

LV LV D¥OHYIVII LIL LDV
DL VID LYV DL IL] 123 DLV
VL 3OV IVIVLIVLIVID DLD

Y.L 90V ¥VV BYD D09 193 VOV
LL 339 LLL OVL 139 1OV DIL

L3 L2D.LVV VVD 2DV OVL DIL
V2 DOVDOVIVVIILD DVI LLL

D ¥ID LLD VIL VYD VIV DOV

V VI3 VIOV OOV ILL LYY I9.L LYD

V2 LVV DV1. 03D VD9 BLD LDV
LL3LD DOV IILOVI VYL OVD
L3 99¥ DL VDY IVV D.LL 9LV
LL.LIV ¥¥D 3DV DVVY DD DVV
9Y VI IVI JYY VIL LV DOV
29 DLV LLD LY¥D.LIV DV DI

VL LDV 333 DYV VOV ILI VIV

Jawmnd premaoy

LETL6TZE
9¥TOSZZE
¥ro¥zLTE
187 AR
FEGTHITE
60ESLSTE
9890EFTE
£45L721€
§8T0607¢
608TTOTE
6009060€
L968LLOE
96TZESOE
L9LTZVOE
Z0SL8T0E

EVI9F¥10E

dojs

8889622€
L686YVZLE
LOLETLTE
LOTBTLLE
S89T¥91E
090545TE
LEFOEPTE
YeELZZIE
9£6680T¢E
09STI0TE
09£5060E
8TLBLLOE
LP6TESQE
81SLZT0E
£524810¢€
7685¥1L0E

Hegs

£Lay0

£TaYD

ETIPR

£

£TIYD.

£y

1442

£TIY2

T2

ETIYD

T2

T

T4

£Tay3

142

ETIYO

AMOSOWO 1YY



DK/EP 3649260 T3

948518
LG ELS
ZLSTLS
045695
896 295
995 ‘595
%95 ‘€98
299195
095655
895 L85
955 ‘555
55 E8S
2SS 1SS
055 “6%5
8YS "L¥S
9%5 ‘SFE

SON a1 DAS

VL JLJ I¥) D3V 3LV VIV 20D
LIL V3D HVY VIS vBD 103 LLL
L1 VDL LLY 23L 339 VOV ILD
J¥ D99 ILY DVY LIV OVDLLL
YIVIVYILVIDILV VWO VIO
VI YV.LVV) LDD LLI 933 DIV
IDLVI LD 191 HLD DVI DLV
VD OLL LIV D01 LLD DOLOVY

YIVLLVLL D9V 233 DVIVIL

3995V LLL.LOV 993 VIL IV

3301 LLV DOV ILL VLI VYO VDL

LLJLD VLI LVD DYV 99D DLI

9 0LY 9OV LIL VLI .LYY 9DL 39V

9V ILLVIL LIDDIL HVIVIL

LLDJL DVI LODDLL LIL VIV

RE AL ETS CRE

(08 30 81 28ed) THANDIA

IV OVL LLD I9L.0ID L1 DL
VY 513 DLL LLO VLD HOL I0L
YV V39 DVD 009D LIL VLL DYV
L3 IHLHLL 30LD2) LYD VY
VV JLV 999 99DV 391 LLY OVV
5159V VYV DLY DLV HOL VD
¥ LLY D9¥ D11 333 ¥99 V39
3L 93L 9YD VIO DY) LOLVYV

LV 201 9L DLL LLL DY LY.L

DL.LIL 39D .IVL DYLILV LVI DOV

192 V¥D D91 VLY 1OV 13D HVD
YLVIZVIDVYIVYVIVID VIV
LL3DLIOLLIID LIDVVL 23V
33 LLL9LY 3LLALOL 359 LLL
DD:DIV JLL LLY LDV IVV 230

VI OL3 LD VILOLY JLL LOL

Jawmnd premaoy

S19099¢€
8LBYEILE
699S5ESEE
2524828
1487Z582€
1956Z82¢€
LTL09LZE
¥56T592€
9ETLOSTE
06Z¥852€
E1Z6452€E
L5€595¢2¢
TTS8¥ECE
ZIVIZECE
YFI9LELE

ZLOTLEZE

dojs

99€099E£E
6ZLYEIEE
0ZVSESEE
£00Z48¢2¢
2297582¢€
Z1E6282E
89%09.7€
S0L159Z€
L88I65TE
170¥852E
796845Z¢€
801595¢2€
2928¥ECE
E91TZECE
96E91ECE
ET8LIELE

Hegs

LAy

£TAYD

ETIR

£

ETAYD.

£T4Y2

£1a42

£T4Y0

£y

ETAY2

£T4Y0

T

ETI

£ Layd

142

JRLE)

AMOSOWIO 1Y



DK/EP 3649260 T3

809209
909 509
#0909
Z09 ‘109
009 ‘665
865265
965565
65 €65
765 ‘T6S
065685
8852485
985 ‘58%
85 ‘€85
785185
085 6.8
8LSLLS

SON a1 DAS

¥9 LYD VD D40 D0L LY ¥VV
OV LV9 V3D VOV IOV VILVID
LI DLV HYL IDHL DL D99 HYY
YO-O9L LIV D03 LLL YYD VDD
22 L9L VI3 LLD VIO VYV DVD
9L J¥D LDV 20D DLL LID LYV
2512519 VIV VIV IVH LLL OOV
0L DVIVVV LDV VI LYDIDDD
93 LLY LOL 2DDVILLVD VIO
5L OHLY D99 ISL LIS 5ID L1V
31 DIV DYV VD VY.L 395919
VID0L L¥D LOL 300 LYD LYD
DL JLDDLL LID 9DL DD VIV
LLOVY YD DOL YYD LLD L9
3L HIH9LD OLL LDV 199 VIV

J3.LLIDVIVID LIV ILD LVL

Jaurrid 2533431

(08 30 61 282d) THANDIA

LY LD V30 .1V VAL HVI HOY
VL OLIBLV VIS VI3 VIH.LLD
LLJL3OVVY DL DOL 0L LLY
Y.L 33015V ¥I3-93D L¥V V.LL
¥JL 99V IV3 LLV V3D L1JOVL
LV 991 D9V OVL.LLD 11D VDD
¥ DHY VI V9 19D V¥V VOV
IV ¥V ILD LVYVDLD HILHLL
IV D99 HVY YY1 DVL 999 VID
LLD3LIDLD DVV DID VVV VOV
5Y 901929 DLL.LOY LJL 139
¥ 309 LDD VYD IVL DLL LIL
YV VLV YOL D29 ¥ID ¥VD 199
9L O¥D HLV I3V VILOHVD VvV
LD 99L HLH V99.IOL JLL LLL

LV -09L VIO D)L LYV LLD 39V

Jawmrrd paemao)

£20/8£9¢
6£808£9E
2SE8¥E9¢E
STLEPEYE
YI¥EEZIE
TZ06ESSE
¥80EESSE
ELT50S5€
CEOTBEVE
620Z0EVE
£9998Z¥%¢
LOT9Z6EE
89¥EOEEE
6CZLL8LEE
CZI0T9LEE

8C5ZYLEE

dojs

VLL98EIE
06508E9€E
E008¥ESE
99TEVETE
S9TECZIE
CLLBESSE
SE8ZELSE
¥Z6¥055¢E
£8L08EYE
08LTOEPE
81798Z%E
858976EE
61ZE08BEE
08F/8LEE
£9L09LEE
60EZFLEE

els

£1ayd
g1y
£
£TYD
£TIY2
£
£T4Y2
£TY2
£T0y0
£T1Y0
ARUR
£T0
AL
£y
£T4Y2
£

WOSOWOIYD



DK/EP 3649260 T3

049 ‘6£9
8£9 L9
9€96£9
£ €LY
Z€9'TE9
0897629
829279
929°529
29 €29
229129
0297619
819219
919 ‘519
YI9€T9
Z19 ‘119
019609

SON a1 DAS

¥ ¥ID VY LLL LIV ¥D9 1L
J33LL.LLY 3V L3 IVI VIV
VV ¥ODDVV DYV LOV LD JDV
OLL LOL LY D0V DL YOV LOL
33 L33 133301 .LJL LLD LYD
IVYYILLLDVIILI DOV ILD

91 LLL L¥1.LDV 3235V) 395

¥ DO.L.LLLOLY DLY 213 LI IVI

LD DVIIVI VILLIL VIL LIV
LIVOLOVD LLY DYV 20D VIL
¥V OVI DLV OVD.LD3 LLL 399
LIS VIL OOV OLL LODL3L VLY
L9 VO3 VOL.LLY D30 DLV VIOV
Y1.LLY 930 LIS HV.L DL VD
33 3VI3LI LLD DVL LDL IVV

LLDLY LLD [HL VYV VO 59D

RE AL ETS CYE

(08 30 (7 28ed) ZINOIL

29 DYV LLL DLV 20D VHL IV
L9 DHL 3LV LOL IOV LOL IOV
LIL 109 L9L 9L J9L LOY LLD
LL L3999V VILHLL YVY HDD
YV DLD ¥VD VIO 1V 599 LD
VOV VOL LV V.LL D20 99V VOL
12HVD D11 L1V LLD ¥V 205
YV Y¥YD'VID HYD LD LDV HVH
DLOVI DV DOLVLLOVD DVI
DV DOL LY.L VY JLI V39 YD
93'¥23 LVD VY DLL.LIL 109
LD OV DLLHLD YYD LIV OLL
OV ¥¥D 30V LI HYIILL VOV
V9 VIH OV LIL HVD 399 ViV
L3 DLIDVV VIL VIL VI VD

VO DLL.LDL DL IID LLY VYV

Jawmnd premaoy

TELE0Z6E
0929606¢
1926006€
Z0468.8¢€
S¥608EBE
£2779¢8¢E
EPITZEBE
ELPEBIBE
FC6S65LE
8¥8£999¢
LELLLSOE
5858959¢
ZVETSYIE
TATAS g1
2808<¥9¢E

95601#9€

dojs

Z88Z0Z6E
1109606¢
2156006¢€
SSY68L8E
96908t8¢
YL6T9EBE
¥680ZE8€E
YEZEBLBE
TL9568LE
665£999¢E
2889.59¢€
9£€8999¢
€601579¢€
8105¥¥9¢
EEBLEYIE
LOLOTIYIE

Hegs

£TIUD
£TaY2
ET42
£
ETI
£TIY
ETN
£T42
EFD
ETIP
£TI
T2
£T4Y
PAREE
ETa
3ALE)

AMOSOWIO 1Y



DK/EP 3649260 T3

ZL9°TL9
049699
899299
9997599
99699
299199
099 ‘659
859459
95976959
59659
Z59 159
059 ‘6%9
8%9 “L¥9
9%9 ‘5%9
%9 ‘€¥9
29 “I9

SON a1 DAS

VY V3L LIV 99L DL L3 199
LIJLI VI LAV VIVIVI VYD
DL YIL JLLOVY DL LLL 139
L3 VIVEDDOVIIVY VOV LIV
LIVLL 329 LIDLLL L39 1393
LV-OVD OVL DDLVID DLL.LID
LV V3.1 D9V LODVIL D13 101
VI3 LLDY DVO YOO .LYD VOV DVD
Y2 JLLILY LVD.LJJ LVD 20D
LV 323 3LLYID 1OV 5L LLL
VYV LV ¥23 319 131 331 DL
VI VIL DOV ¥VV 239 IVV ¥ID
3 VI DVIVOV LDV VYV DOL
JV'I3L3LI IV] LOV VOL VIL
303.L13.LOL L31.33D.LI L. LLY

0L L3IDDDD VLY VYD DVV LYD

Jauarid 2533431

(08 30 17 38ed) THANOIA

VO OVV .LLD 130 DODVLL OYV
9L 9599 VOL VILOLD 91D Vv
OV JLLVIL DVD 93D DLL VOL
L LLD LLD LDV 909 VIL DL
93193 LOLVYID OLL LLDVLL
D LV 13D DLD 99V VIV DLV

VI VIDVVD OVLLVV D03 DLD

D33 I¥D LIV IOV LOD VILL LVV

L3 DOV VYD LIL DVI VOL DVD
LY VVD-OVV DLV-DDY VYV 390
V330V VILHLI¥ID LI VY.L
L LL3 IOV OLIIVI LLD LIL
9Y DOV VIO LLY V¥D DLIOVL
99 YV LLY JDLOTLVILIOLI
VVI JLLOVIVIIJLL VILVVD

JVV V30 IHL LLI VOV JLLVVD

Jawmrrd paemao)

919E$958
L¥EV8SS8
LB85E8SS8
££9195v8
S09TESHS
GL0TESTS
Z8IETHYR
$OP80EYS
OVEELGES
YPYZL6ES
8EZZIVES
61T657ES
LEEILSTB
[SEZZ908
1Z8500%%

606¥00% 7

dojs

L9EEYIGE
86018558
BEEERLSS
Y8ET9SHE
9SETESPS
9780E5¥8
EEBZTRYS
SST80EYS
160EL6E8
S6TZL6ES
686197E8
0.L885¥E8
8809.518
20122908
ZLS500%Y
099%00%%

yejs

XIga
XD
X112
Xays
XIy0
XIy2
X1Ud
Xdy2
Xayo
Xayo
palin]
X4yD
XIyd
XA
heLp)
S ALk

WOSOWOIYD



DK/EP 3649260 T3

0L €04
Z0L'T0L
002 ‘669
869 “L69
969569
69 ‘€69
269769
069 689
889489
989 ‘589
89 €89
289189
089 6.9
849°LL9
9£9°5L9
L9 €LY

SON a1 DAS

VO VL IDL 00D LVD HLL LLY
D113 LIV YOL L3 DL LOL
JDOVILL LVD VIL LDD LDD
IV VVV ILD DVD LYV DL DIV
Y3 OLLDVI LLV VYV 3D VIV
V0 DVV.LLY D92 V.LL 3VD LD
JOL DL VDL VVL DDV DOL.LLY
LOVV VDD 3BV VID DYV HLL
VLD VIO LVD DLD LYV VYOI DYV
LV VI3 2ILVVD.LOV OVY VDL
33 30L VWL L33 VY VYV VOV
L3 LLV VYV 9L3.LOLOVIVID
I OVD LYV LVY DDV VID OVY
VY VIV ¥9Y 313 93V DV.L IVD
DL VIZFILL ALY LIV IVV VIL

LOL-DYV DLL LDV LYV I3V VVD

REAGETS CYE R

(08 30 gz 9ded) T HANDIA

VYV 205 12D DVL OVY VOV OYV
Y359V DVI.LLY- I3V VDL ILY
DY ¥ID LI LDV VYO VDI LLD
V V3L D9V HYI 2DV VID VYD
JV IIDVLL 3DL LIL B3IV VoL
V¥ OVI VVD VVD LY.L 220 20L
J2HVY LYV BH9.L3L 991 LIL
J9L.LLI DI YVO VLY YYD DLD
Ll 290 DL LLL OV VOL DLD
L3 DIV VVD VIV DLD DVL VOV
9¥D LDY HLLLOL L2L L1 LIL
L3 3D VYD VVV LD VIL DV
V.22 DVLVYY DD VYO VWO VOL
JIIVLYILY HILVIVIHIL LI
J0-9LV DDY LLD DY VYV VLD

LV VYD V3L OV DIL DOLIDL

Jaunrxd piemaq)

1L6%LY96

99991096

¥600.56
65%28¢56
16ZT09%6
LZBLISTE
8SELTSTE
060927.8
£28L0658
£9%68658
86688658
4T0599.58
656STLS8
19728958
¥105%958

9607¥958

dojys

2ZLYLY96
LTEIT096
£6900456
01228256
Z¥0T09%6
8LSLIST6
60TLIST6
1852248
YLILO6SE
71268658
61288658
89/¥9.58
0TLSTLS8
21228958
S9L¥¥958
LYBEYISE

yejs

Xayd

b atip]

X4y2

Xy

X2

Xay2

XIyd

patiel

palipl

X4y

XA

Xdyd

p'alip]

Xy

Xy

Xyo

2WOSOO.IGD



DK/EP 3649260 T3

962 'SEL
YELEEL
ZELTEL
082624
8zLLEL
9L ‘STL
ZLiSTL
zeL L
0ZL6TL
8TLLTL
9TL'STL
YILETL
ZILTTL
0TL‘60L
80L°L0L
90£ ‘S0L

SON a1 DAS

VI V39 VDI B9V HVH 1OV VOV
YV 99.L.LLV H1V959 vH9 VD
959V V9 VIL LLL VOV DY
V9 LOV YYD VIS V9D HVD HYY
39 VVY DIV ¥YIL VYVV V2D D19
V9 DHDOHLY VYD VLI VVD 1OV
21123300V 21D VYV VOV OVD
¥D VD2 DYV VOV VV3 LVD OLL
LHVI VIO HHV 2DV DLV LLD
¥ V29910 VOL LOL D19 VLL
LL OYLDOL VIV YOV OVI VIO
20 VIL LIY DV LDV LI ¥LL
HV-HYD 1OV DL DOV SOV IVL
30¥32 LL3 1OV IDLHILLLL
9V VYD V9 593.9VH LvV LLD

LY VYD DIVVYV D13 L3 LID

REAGETS CYE R

(08 J0 £ Sded) THANDIA

V9999 11D LLLIDLVVL 999
39.LVDVIL VIL VIV LVD 22D
LL.LOLIV3 I0L LOD VIOL ¥IL
LL 30D 39V LID LYV -DVL LD
LV L3DDLL 391 39V LOL DV
D0V DYV DD V.LL VLV VI VIV
D92 131 LLD LIV LIV D9V DOL
DL LIDL VD DLL IVV VIV VOV
VI-BLLLLD 13D LLL LD3 3V3

VO .LLL LDV D39 VDV DDL YYD

3 DLV 99D VLD VIV IVVY LYV VVD

YVI VIV VIO IOV DVVY VIV DLL
L2330V B.LD LLL L3O DLL JLL
94.LI3VIL VILDYD D9L LLL
33 LI IDD LVY LOL VYV ILV

J99Y¥D LLD VIL LDV LHLVID

Jaunrxd piemaq)

YL6IEVOZT
Y6E09.L6TL
60L00¥311
9L8Y6¥LTL
9ESTZTLIT
9T69%L911
Z6L19¥9TT
FEIBITCIL
009986201
L96TEEBE
9P6v1ERE
9TLLZ8e
0ETLZZBE
¥E098996
£0STZ596

6ETSLYI6

dojs

SZLYEVOZL
SET09L61T
09%00¥81TT
LZIV6RLLT
£8ZIZLLIT
L999%L9TT
EPSTOFITT
S88LITZIT
T5€98620T
8TLTEES6
L69vTES
LYYLETL6
18892286
S8258996
85222596
06152196

Mejs

X4ys

palip]

X2

XAy

Xay2

Xy

XIyd

X442

patie]

X4Yyd

X4y

XAy

palie]

b alip]

Xy

palie)

2WOSOO.IGD



DK/EP 3649260 T3

892492
994592
9L ‘€9L
Z9L19L
092652
882 LSL
96/ ‘6SY
5L ESL
TSLTSL
0SL‘6%L
8L L¥L
9%L'S¥L
YRLEHL
YL TVL
0FL ‘68L
8ELLEL

SON a1 DAS

YVYV IOV LOL J0D LVD 32D
19,133 LI VLI BOLILD LVL
V1 3LY ¥VDDILOLD D13 13D
LY VO3 VOLILY DVD OVD LD
Y1909 LLL LD LV V3D 1LDL
LY 32V IVY LD VVI IVD 32D
3330V 3LL LOD 131 VLL DVD
39 LYIDVL LVY VVI DOV 351
LLJVL 9DV DOV DLV ILL OV
L9 DLL 33L L9V JLD OVL LoV
V3 VOLLLY VOV D91 999 193
J¥DLIDYD IOV VIL VYV 393
VIVYY VYD LV3I 303 VID LIV
99 V¥ ILY 3D.L 39L JLL LLL
LV 3.LI ¥YVL 333.LIL V3D 3L

LLLODDVV VIV VIO VIL OV

REAGETS CYE R

(08 30 pz oded) THANDIA

3L 323 LLD L33 VID VIL LLL
LI VIVVLI LLYVILDDD DLL
L VO.LOJL L3 3L OVV ILL
YV IV] 39V DLD LOV 9L LLL
2D IVDLOL VOV OVI LLD DLD
L3 332.L0L LOL.LYL 222 LDV
QL DOV OVLI LLIDID VIL VL
J38.L2D) VYD LDD LYY YYD VVV
JIVIVIID LLV IOV VIILLV
¥3.L3L 21D LLD.LID VI IVVY
JL V3D OVI YYD VOL LLY D93
J3YYY DIL VDY VD DLV OV

JL.LIDIDL LLD LD JLD VID

VOLY LD YLD 9L LLL V93 LIL

VIL LLL LY.L L33 L3 DL3:3LD

DV VI DYV ODD VVD VOL LDV

Jaunrxd piemaq)

Z6SIOZIST
ETTS698ZT
L8¥SLe8eT
8E6YL78TT
919%.Z8ZT
LO0bL6LET
1£80055ZT
05£0055ZT
YEISSHSTT
9TZS6EFZT
BLZEBGETT
S00¥0ZECT
L82£992Z1
E5ESKTTLT
995¥581ZT

9S8LEYF0ZT

dojs

EPELOZTEL
¥98¥698¢1
8EZSLZBLT
6897481
L9EVLZBLT
8SLEL6LET
285005521
T0T005SZT
S8ESSYSCT
LI6T6ERLT
0E0686ECT
95L802ECT
gE£0£98¢221
YOLSS8IZL
LIEVS8TLL
LOELEVOTT

yejs

Xaya

palip]

X2

XAy

Xay2

Xy

Xy

Xayd

XAy2

X4y

Xays

XAy

palie]

pélipl

XAy

patiel

SWOSOUO.IGD



DK/EP 3649260 T3

008 ‘664
861 ‘161
962 ‘S6L
6L ‘6L
Z6L'T6L
064 68
882 °18L
98¢ ‘8.
8L €L
Z8L 182
08L6LL
8LL'LLL
9LL'SLL
VLLELL
TLLTLL
04L'69L

SON a1 DAS

LOVVVY LYV 3393 9Y) LD LOL
J9L Y3 IVLVIVIIVVLY LDV
VYV V2D LD DLY DVV VOL.LOL
VO LLL 3LV DL IVY 320 LY
L9 LLL 399101 3LV L33 19D
JDLD ILLDLIDVI OVL ILD
L1 L3L VLD 212-H13 VL 32D
LLJ393VILOLY LLLJLS DVL
VO VILOIL OLL LVD DLD 31D
LI VVD VIOV VOV DVI VIO VOV
L3999 LIV VLY V¥J LL3 DIL
VL LLIDOLILY VOV YV J2D
V1193 V99 LOL VYV DDV VY
LL LY VIS 999 VAL LLID.LID
LL 393 VLL JLL 933 LID YVV

J99LY D01 LVL VOV OVD DLD

REAGETS CYE R

(08 30 6z oded) T HANDIA

VV VOV VOV.33L 30V 3VIIVY
959 HVH VLL D9 LLL IOL LIL
9D3IVV DLDLDL LLV DDL LDV
VL 9L3 030133 DLL L& LLD
V¥ 3LL L¥D.LOV 31D 31D 099
LD 329.LOV DIV VLL LYD DVL
LD VILIL)VID DL] DVV IOV
YV V33 OLL LLYJLI.LIL D12
D LLLIVI VIO VYI.LOLILYD
3D .LVD JLL ¥3D 301 .LLL VOV
30 3LLILY 3VD OVL DIV BLY
VV 993 L3V JDY HVV LIV IV
39 99LILL.LVD YOO VOLOLL
LY VYV VAL VYD D¥I BLY 3D
DV LIV IVI DD DLL VLY VD

VIVLL.LID VYD VII VOL IOV

Jaunrxd piemaq)

ZL1815¢Y1
L6L80VIVL
£6E80FIVT
LLEOOYIVL
£95L586ET
£8Z.5986ET
69TV 168ET
299ET68ET
Z6LTYH9ET
08Z1855ET
LB66LZSET
420.88EET
97€£9B3EET
ESGLVPBEET
082095E€L

LETTITZETL

dojys

EZ6LTSEY
8vS80T 1Y T

PrI80VTHT

29000+ 1%L

BTELSB6ET

VEOLSBOEL
0Z6ET68ET
ETEET68ET
EFSTF6IET
TEOTBSSET
8EL6LZSET
8LL988EET
LLO9BBEET
YOELYBEET
LESQ9SEET
888091¢¢EL

Mejs

Xaya

palip]

X2

XAy

Xay2

Xaya

Xy

Xay2

X2

Xy

Xayo

XAy

alie]

pélinl

ey

patiel

2WOSOO.IGD



DK/EP 3649260 T3

zeg‘ren
0£876Z8
8e8°Le8
9z8°528
$28 ‘cz8
zeg ‘T8
028618
818°L18
918 ‘618
¥18°€18
z18°118
018 ‘608
808 ‘208
908 ‘508
08 ‘€08
z08°108

SON a1 DAS

V.LL V.13 301 VID. 1OV HIV IV)
I¥I.LOLL3L DLL L3LI3L DLL
OVV O¥D VOV OLI LOD .LVD LDL
LOV-ILY YV3.IVD LLLOLD VD
VOV LVO Y.LV 33V DID VLV 39D
VYV IOL DLV LJL L99 VYV 9.LD
¥3D-OVY OVV VII ILY DLI VLD
VIV VIIDVLILD LLLVYVIIDD
LAL IVILIV YILVV]I DOVY DOV
JLL VD3IV LOV VIV LBL LOL
LV 313 O¥.L 332.LYV 313 332
VL IVV VOV VVL 20D 33L 00D
OLLOYY LY.L DDV LDV VD DOL
V3 LVY VI3 133 13L 313 331
L3 LLL VDL 30V DLV VIS LID

3V VDD.LOV VIL.LID LDD LLL

REAGETS CYE R

(08 3o 9z sded) 7 MANOIA

LVI 9LV JLV DIL ¥YV DD vVh
YOL.LIV.LVI.IDL.LLD DLL O9L
VLY .LL) DDL DYV VII LLIIIL
¥29.L33.LIL IVV VLL VVD DVD
JVILVILIOLL LOL L33 VLI DVD
V2V 09V DLLLOD VIO 5L VLL
VV2.OVIVOL ILV DD VYVIVLL
LI YVLVVL LL) DDL 33LIDL
LILVID VOV 9DV DLL LOL LDV
JLLVVD DL IDL VVD DLY IVV
LD LVY VID VO3 90V DLY 3LY
D OLLDVV 33D IDD VVLVVD
J9VYV OVY LLD VI.L 99V 32D
VV VLD L3V VOV DIL.LID 331
LLOLL L322 399 D.LY IVV LIL

YV D99 5vD DOV IOLY LVD VYO

Jaunrxd piemaq)

9ELEPEE
161488901
0¥68¥9%0T
6Z6LYIFOT
SE0Z6ZF0T
6Z9162F0T
PPSETROT
$S8FELHOT
869V Z1H0T
0Z¥Z0TH0T
0EI6LTST
0902788.L¥T
ST01B8LYT
9ZL698LYT
ZZEIILLYT

EEO99FEY]

dojys

L8YERES
Z¥698890T
1698%9%07T
089L%9%0T
9BLT6THOT
08ET6ZHOT
S6TSETHOT
S09%€ZHOT
i 44 (AR
TLTZOT#0T
T60964TGT
TISI88LYT
99.L088L¥1
LEG6IBLY T
ELO9GLLYT
PBEIVER T

yejs

D alip)

Xy

XAy2

Xy

Xayo

Xy

XY

Xayo

b alipl

paiiel

X

X4y2

Xays

péLipl

XAy

paticl

SWOSOO.IGD



DK/EP 3649260 T3

98 €98
z98 ‘198
0987658
858°458
958558
58258
758198
058 ‘678
8%8 L¥8
9%8 ‘S¥B
58 'c¥8
TH8.T¥8
0%8‘6£8
8E8°LEB
9£8 ‘S8
€8 ‘CEB

SON a1 DAS

(08 J0 Lz sded) THANDIA

HHYLVOVIHVIVIDLIVVIV YYD  DIL.IVV VDD VO DYV VIL JLL
OVVV.LL 331 39L 313 V3L.ILD LV V92 Jv9D9L 0L ILLLVD
39D V3D IOV OV.L DLL LVD LLD ¥V 5LDLLLOLY VO3 VOV DDL VYV
DDL.LLD VIL LLDIVDY LIV LD LLY Y23 3V OVLLLD DLV LOL
99L9ILVILVIL LID LYV VOV JVDVVV LSL VID V3D 11D VOD
913 LID IOV LOLIVI DLD LDV D0DYD.LID LOV IDL DWW VIV
VIV OV DDV LIV JLLIJL 1L 333151 313 131 LLV ¥V 201
IVDOLVIOVIVVIVVOOVLOVD  LJILIIOVLOLY VD LL3.LDLILL
VIOV DVL LVD V3D DY) DHL YOV LVY 3LV 299 V3D VOV VLV DOV
I8LLVIDLY LIS VI) DLV DVD VYV ¥ DDD HVV DOV BLLVVD VLD LLL
VOLVVI VIO OVY.IDO LLL DYDY D IHLIOLVIL IDLILL VIO VID
OVILVD DOV LID VDL DIL LvY Y9 V99 29V LLL IVD DLD LYV
9VIOLIVLI9D LI LLY.LLY D99 D LL)JVIIVY DVL LLY DOV VL
JDHLVIILVYV LVIILLIOLILL DYV ILLVID ¥VV DI VLL IOV
VI2 LVLLVI D3O VYD ILV-ILD  LOLLILLOVLVILIOL L93 LLD

LLL-3VD LY 39V 3LD LIL DVD DL ILY VOO.L3D VYV LLD VOV

RELALETRCTE Jaunrxd piemaq)

81599.6
LOVS196
ZL95096
8866256
Z66ZSTL
2285969
SL¥5969
£245689
5200585
£ZBIEBS
9EVF18S
L¥26085
CSZLTLS
1€0889S
6116009

09Ze10%

dojys

62£99.6
8515196
£2£5096
BELBLSE
EYLZSTL
£L95969
9225969
¥LYS689
94L6¥85
LS9EBS
L81¥188
8668085
EQOLTLS
ZBLLBYS
0488005
LI0ELO¥

yejs

patiel

palip]

paiic]

XAy

Xay2

Xaya

XJ4yd

Xayo

patie]

X4Yd

Xayo

XAy

Xay3

pélint

Xayo

paticl

2WOSOO.IGD



DK/EP 3649260 T3

968 ‘568
68 ‘€68
2681768
068 ‘688
808 ‘288
998 ‘588
88 ‘c88
Z88°188
098 ‘6.8
848°LLB
9/8°S.8
L8 CL8
ZL8°TLB
048698
898 ‘298
998 ‘598

SON a1 DAS

LVD VHY DDL DIV IVL LDV 309
J9V D1V L99 VYD IOL LLD LYY
¥3D VLLOVY DVL LDD DLV 019
3 0L DL V30 DVLHVY VHV VILL
3 LY V1) VOV ¥YVH DV LIV V2D
¥ DYV DVD VY.L ¥DL LVD VYD 30D
340V VOV YY.L I9L 0L YYD H5L
51D D19 YYDVILYYLLVI D9L
J99 OVY VL LDV VY VL 10D
OVV 399 LDL LY.L .LID LLD DD
IVL DL 122 9LI-LLY ¥22 OVY
VVD HVD LLD VIV DL VLL 99V
LLD.LLY VOV H9L DLLIDL LIL
IV LD HLIILL IVV IVI VI
I9L VLVIVI DLV 999 LVI V3L

VO LLV DYV DVI VIV LID VOL

REAGETS CYE R

(08 30 8z 2ded) 7 HUNDLL

VYV LV VD YVH DY) HVI HLL
¥ 30V I¥V 302 D19 IHLLLV LLD
9L JLY LOL VY 202 LLDDOY
29°¥OLIVI.LOL LI LLL VYD
D9V YYD LD3.LLL VLD V3D 12D
DVD 102,129 BLL LOV LLY 9oV
YOV 139 V2D HIH V.LL LYD VDL
LD LL9 VY V99 V33 BYY DVD
DLLOLY VIL VVV DOV D91 DL
YD VIV DOV LIL IOV VIV VVD
V D19 OV LVV DVV DVD YWD VOV
HV.LL LVL 519 VID VIV DD VYY
LLL D99 LLD 51D VYD VY.L DL
3019 VIO VIV YOV OV LIV 09V
LVL .15V DBLJLYDLL VIL DIV

VI LLD DLLOIL VL LYY LLD

Jaunrxd piemaq)

£2660.01
ET669901
ETESTI0T
T54LE90T
TELOBSOT
6¥00850T
89624501
¥6886£0T
60S¥BEOT
0195.4€0T
LTOSSE0T
1941001
0EBZ000T

LEV0586

LYyS6¥86

129€6L6

dojys

74960401
¥9969901
¥905¥901
20542901
2808507
00864501
6TLZL50T
S¥986£0T
092¥BEQT
TOESLEQT
Z9/¥SEQT
21810201
18520001
£810586
86726186
ZLEEGLE

yejs

XAy

Xy

X4y2

Al

Xayo

Xay2

XY

Xayo

b alipl

pauel

Xy

X4y2

Xays

& Lip)

Xy

patel

2WOSOO.IGD



DK/EP 3649260 T3

876 £Z6
926 'SZ6
26ST6
226126
026 ‘616
816416
916516
YI6°ET6
TT6 ‘116
016 ‘606
806 L06
906 ‘S06
06 ‘€06
Z06 ‘106
006 ‘668
868 ‘L68

SON a1 DAS

V319 991 LDV VI LVL DOV LLL
IDY YVLLID VIV IIIILV VLD
DV 329 0VD DLL LOV VLLOVD
LOV-LDL VLLOLDDID ¥IH LIL
YV OLL L33 LIV VY.L IOV O9D
LOL VI3 VDD LVV OVLVILIDY
L3L 133 V3D LLLVIVYDV OLD
LYIVL).L9D.LVI 3DD VYL OVD
LYV V3D VI DVD VLD LDL OVY
JDLV VLL.LYLDI9 DLLOVY DDD
LOY VOV LYD V3L ¥¥I 3DV DD
DY VVIIVY VD VLV VLD 20D
9LV 9LI VOL DL VVY DD LLY
LLV L9V VI3 V3D 9LD LILILY
JLIVVI YOV VIV .LIDVVIILO

DL VIIOLY VILIILVVOVID

RE AL ETS CYE

(08 30 67 o8ed) 7 MINOIA

29L90Y D¥D LLL 310 LIV VOL
5 9YD ILD ¥VV DYV DLY IVV DYY
LIL OLL ¥OLOLL ¥29 L2D Y¥D
DYV 20D LVL.LVD D19 DYV 309
VYV 30V LJJ V2D L1J D1L VL
YLD BLD LOLOHLY VD L9LIVY
IHLO¥2 ¥HHVHV HHL LLI VVD
D9 YVH-OIL LIV VD SLLVYD
319 VOL VI3 90L LVL L9L ILL
DLY 320 5L DLV OLL LVD LLL
95 LLL 991 9L LIV LI 1D
50 DL LVD VOL DYV DLI VOV
D39 VLL LYL DL LLD HLL I3L
HLLLIL LIL OOV HLI LILVID
593 LLL DV3.LLVOVL 13D 91D

DV¥D ¥I0 VLI HLL DLV DLLDLD

Jawmnd premaoy

LEOBEGET
£08%06ZT
0¥0e¥ecT
60ZS24ET
99280921
Torssver
¥9065TZT
EZLITOZT
9608T6TT
TEVLBILT
29148911
SY¥9891T
£0918911
19165911
ZIT0VITL

9EEOLLOT

dojs

88L4E6ZT

885¥06CT

TOLTV8CT

096¥ZLZT

£10809¢T

€STE8YLZT

ST88SIZT

YLFITOLT

LVBLIGTT

Z8T4891T

£1698911

96198911

85€1891T

1685911

£986ELTT

£800TLOL

Hegs

XAy
Kayo
X4y
Xayo
X2
Xy
XAUD
XA
b 2Li0)
Xy
palic]
XA
palie]
Xy
Xy
b alip]

AMOSOWIO 1Y



DK/EP 3649260 T3

096 656
856°L56
956 ‘656
$56€56
ZS6 ‘156
056'6¥6
8%6 ‘L¥6
9%6 'S¥6
¥76°€V6
Zh6 ‘T76
0%6 ‘656
8€6 “LE6
9E6 ‘SE6
TE6'EE6
ZE6 'TE6
0£6 626

SON a1 DAS

LYLDOLOLY IOV DOV HVH VID
VOV IV VII JLV DL VYV OVY
LOV VI DL LIV JVY LIV DLV
JD9Y JILBVLIVI VYWY DIV VVD
V33 3LV VVI LVLVYI DLV D39
LOL VLD 199 LV LIV 12D LD
LVDVIVVILIVID LDD DV .LVL
VOL 3LD LOLYIL L2399V LVD
YOV OVLDDLVIV.LYV 2DV DL
V2D .L3D JLLJLL LV LLD ¥V
L9 L9L 9L 9V L .LIDLIL.LOL
DDAV OVIVID LVIVLL 193 VLD
JOD VIVOVLVID LLL LY VL
JLYVIIVIIIVVIVIVL I
JVL LLD VOL LVII3LIL3 DYV

¥ ILV IDL IOV VIO LLLOVY LVD

Jauriad 2533431

(08 J0 0g 28ed) THANDI

YV1.0V9H 9L HYLOLL 309 VYD
LV9 5L5 HLI IOV VOV ¥V DL
DL9 LLD D31 DYV HLY VIL LDD
999 IVV HY) LLV H¥I D01 VIL
3 39V DL JLL LVL DLV JLL JLD
59L V2L LLV DVY VL DDV IOV
LOV 130 951910 LLL HLL 15V
VLLV9) V¥V 991 OLL LD 1DD
L 319 L9L LIV LLV YOV 330 91D
LV VDL LD VOV 951 LLI VOV
DYIOVY VIOV D19 LYL DL VOV
99LVOL LV LLS LLD D91 9LV
JL9 VLL 19V DV VDL DIV ¥9D
YIO-VLI VIV D9V VYL IIDD9L
V.LL 310 LVV 537 JVL.I1IDIL

VIL.L1VV DLLJLV 9L I9L OOV

Jawmnxd premaio)

9Z6/0£8T
81619891
04609897
6505¥85T
Z0THFSST
BTLEVSST
¥885255T
90T529ET
TBLTSEET
TLIOVEET
9S¥BEEET
TI8E6ZET
2Z5L66ZT
S41966CT
SISZ66Z1

6VEBEGZL

dojs

LL9LOEST

6¢41989T

12409891
0T8¥¥8ST
E58EFSST
69VEVSST
S€95Z5ST
LSBFZIET
ZESTSEET
ZZVOVEET
LOZBEEET
C9SE6ZET
ELZL66CT
9Z6S66LT
992266CT
0018E6CT

Jejs

palip]

XIyo

Xayo

Xy

X2

XAy

Xa2

XIyo

Xago

X492

Xy

X2

X2

Xy

paup]

pALip]

AMIOSOWO.IYD



DK/EP 3649260 T3

266 ‘166
066 ‘686
886 286
986586
+86 '£86
786 186
086 ‘6.6
8L6°LL6
9L6°SL6
L6 'CL6
ZL61L6
046696,
896.296
996 696
#96 ‘€96
296196

SON a1 DAS

JL.LI3DLI VLY VII.LV] DIL
VILYVD.LID YVY OVDDLY 3vD
9LD'DVLIVL.LYD J.LD DLV DVD
SV VYD IVY VDD DLY LIV VIV
L29 LVL LYY 31D D9V DYV vID

VVVIDVL L3V ILL VDI VIO DL
DL 33D VIL IND.IDI VIO LLL
VVVO.L1I2 LLY 139 D9VI LVO VVD
V32 JLLLIVIVILODL LOL LV
JLL.L3DDLL LD LIV IVD LV
VL3 DL VI3 I0L.LVV YIL VIL

JLVIVIOLIIIVILLIDIVLY
0V DVI LI VYV IOV VIO VL
DL IVV LYV 91D 13D 3v9 L9V

OVLLVVLV3LODLILY LOL DL

VVIOVY DOV .LIL LYD LDD DLV

Jounrxd 9819491

(08 30 [£ 98ed) THANDIA

VIV LLV JO.L 29V VIV DVD¥HL
9 VOV 309 LIL IVL-LOV VIO VID
DDVDLY DL LOV DLD LIL JLL
2L LLDHVL DL .LOL VOV DOV
LL3LLD V2L VI3 OVI OVL VIL
DL VILLLD DILLLDVVIVID
9.LL3 IVD LLY LLL 999 123 31V
909V LLV 330 LVD DOL.LVV VIL
B5LI.LYD VIL LL) LVI VOI.LVV
LV LLL VOV'VID 209 V32,101
L 3LV OYJ LOVILL LY.L 3D.L DIL
YOV IOV DLV VOD YLL ILD DYV
VY3 OVV 21D VLV VIO 1OL DOV
DL LLIDLI VIVIOLL JLLI9D
LIL.LIVODLIVI VLD LLL 33D

LLLIVI LD 9LV 2LD DOV LLD

Jawmnid premaoy

6¥8£698Z
51006987
6¥SE0TST
£8410%S2
96ZZZSYL
VLLTESYE
S5Z6T0EZ
¥48810€2
26920222
T1EL881Z
912091
T5¥LE5TE
LSELZI0Z
£5792002
EE99LEBT

LE60098T

doys

0096982
99/6898¢
00£E0¥SZ
PESTOPSZ
LY0ZZSPE
SZSTEZSYE
9006T0€Z
§298T0EZ
£¥hz0zee
29048812
£966Z91Z
Z0ZLESTE
80142902
$0092002
¥BEILEGL
78900981

Hegs

Xdyo

XJyo

X2

Xaya

X4yo

XAy

XIY2

Xy

X4

XU

X

Xdyo

b ALlp]

Xayo

X2

- AliE)

AWOSOWIO I



DK/EP 3649260 T3

Y201 ‘€201
Zz01 120t
0201 ‘6101
8101 °4T0T
9101 'STOT
PIOT ‘€101
Z10T ‘TT0T
0101 600T
8001.200T
9001 °S00T
#00T ‘€001
200T ‘T00T
0007 ‘666
866 L66

966 ‘566

66 ‘€66

SON a1 DAS

9V DYD YIV LLD IDL 999 .LVY
9VY IV 3DV YVI VLD DLV 9vY
303 19V 9DV DVYI VVV DLV VDD
DLL VDD 199 LIV JLL LYY LIV
9.L3-33L 1LYV IVL LYJ3.LIL 339
LOL VYV DLD VI DVL DL LIV
LVV-OVY V29 LOL DLL L2V 22D
JVI DLV DLLYIV LLD DVD LoV
V32 0L JLD VOLLOL DVY LV.L
VY LIV VOD DVD LD VVD IDD
VY3299V ILL VI LIV LLV IVD
¥V OLJ.LLY D9L LI VLD 3L LLD
3L DOVYIV LLLDDD VOV DLL
VV¥L OVV OV.LOLD LD HVIVID
LVV-9LI D3V OLLVID JLV IVV

LY IVI LYD BVY vILIDD.LIL

REAGETS CYE R

(08 J0 zg sded) THANDIA

YV 99L LOLYLV VIO 9VD 13D
33 I¥I ILV LLL LIV VI 31D
LOL9YVY 00D LLV VOL VY V3D
JLL 999 LLD VOL D9 LYY OVY
L33 JLV VLL 123D V23 31D VvV
LLV VYLDV QLD LDDDLI IDL
321 ILD DLLDID VIO DLL DLL
2.LLV DYD 3VYV VOL OL3 1OV 1oL
JVD VYD VOD VYV IVI DL VOV
V¥ DLV .LID VOV LLLJDD VI3
JLI VIO HOLIVL IOV LIDILL
VOLLYL32L DLLOLL LYD J9D
LLY VDL VOLIVI VYD LVD.LDD
DLI VLY LLL 9L LOL YID IV
VVO L3V IVI.LOL VLD DLI 13D

DOLY JLLOYD V.LL VYV O¥YIVID

Jaunrxd piemaq)

LLT8ETEY
8LILETEY
T¥LLOBEY
LTS0095%
0¥Z009EY
EOLTLGSE
TEFTLOGE
¥22056Z€
061199Z€
EbPLYB0E
¥LzLBY6T
£6097887
79052882
4LE8088Z
08£02.8¢2

SLZL148C

dojys

8CZ6LELED
b6ZVLETEY
26VL08EY
292009eY
T66665EY
PPeTL6SE
Z8ITL6SE
SL66¥67¢E
T¥6099¢2¢
T61L¥80E
52048%62
T¥85288¢
£18¥Z88¢
82180882
1102482
9Z0L1482

yejs

Xaya

palip]

palic]

Xay2

X4y

Xaya

Xy

Xay2

Xayo

palie)

Xays

XAy

Xays

Xayd

iy

patic]

2WOSOO.IGD



DK/EP 3649260 T3

980T ‘SS0T
$S0T€S0T
75011507
05071 ‘6¥0T
8701 £%0T
9%0T ‘S¥OT
$POT V0T
ZHOT “THOT
0701 ‘6E0T
8E0T “LEOT
9E0T ‘SEOT
$EO0T ‘EE0T
ZEOT “TEOT
0£0T“6Z0T
82012201
9z01 "5Z01

SON a1 DAS

L3 L3L 233 VIDVILVID JLD
LOD HVV VYV LV DVI VIV LOY
JD.LL3 IV 3OLVLDIL) LLL
3L DID VYD DYV LYV HVD DOV
JLYVYI VY.L LID 9V 233 1oL

13 DVIOVV DLL VIV IOV VLD

D OVV VVD VLD LOD DLL VAL OYD

LLLLD DL YD VVYVID DVY
L9 1DY LLL LLD VOV V20 D30
LIV ¥29 VDL 20D V¥D VLI LLL
33239V LLL LDV DLLLIL 19L
IV LVD D9V HLL VLV DDL 0OV
I8 YV9 L3 DVY VOV ¥YVY 592
YV VIO VYV VOV 99Y DIV 30V
91 39V LVD 519 991 99L LV

3D ¥VIVVD LYIVID LLL V3D

Jauriad 2533431

(08 Jo ¢g 28ed) THANDIL

513 81¥ 333 LLL DIV VLY D0V
DVL 13D L2 DVY VOV ¥vD 1IL
VO'VIL 399 VILDLL YV DY)
LV HV3.199 19D JLD LIL 3L
L5V YOV L1L D99 VID LLL VIO
HLIIL L3L VDD HYDLLD LoV
LL 159 DYV 59D V3L OOLYVH
DL .LIL LY 99D VY3 OVY 9L
DOV DVV VYD DLV DLV DY yvD
D.L V¥ D99 VLD VV3 VYOV V3D
99 VIV D9V O¥D LOLOVL-LID
¥.L LOL D9L LIDLLY VVD D0V
DOV YYY LYY DL IVY.DYY 30D
LL V39 DVL V9 D99 VYV VY9
IV VIV VLD VIO VOV VIV 33D

YD VYD DVL DYV DOV ILL VIV

Jawmnxd premaio)

6EP8LLIL
9€965.L9L
STLITL9L
PLLLYI9L
0%880€9L
TE€6¥ET9L
81892294
B6TZEI9L
cShF619L
99226194
069TFLVL
8105¥EVL
E166ZEVL
TLLC8LVL
SLITLEVL

LL669TYL

doys

06TBLLIL
LBEBSLIL
9LYITLIL
SZOLY9IL
T6SBOEIL
Z89¥ETIL
6959ZZ9L
6¥61229L
£0Z¥6I9L
LTOZ6TIL
THFIVLEL
6ILYVEYL
$996ZE¥L
220Z82Z%L
9Z60LZ¥L
8ZLE9TYL

Jejs

palip]

Xay2

XAy

Xy

Xap

Xayo

Xa2

XIYd

X0

Xayo

. AUE]

XIyo

X2

Xdyo

XY

X0

AWOSOWOIYD



DK/EP 3649260 T3

8801 "£80T
9801 ‘G801
$801 €80T
Z801 1801
080T ‘6Z0T
8401 °LLOT
94071 'SLOT
PLOTEL0T
ZLOT'TLOT
040T 6901
890172901
99071 'S90T
$907T ‘€907
29011901
09071 ‘6501
8S0T “LS0T

SON a1 DAS

VI VILIOVIILL.LIJ IVL LD
V9L D0V VOL V3D LLLLLY 13D
¥ JLD DVHIVV DVD LDV DD
VDLV VOV D91 LLL LYY HLY
J3.LLLYIV YL 5LL OV D01
L9932 LID VIV VID LLL LVY
30 292 DVLLLID DLL LY.L DLV

31,139 .L9L DL LLL LLD LJD

LV V3L L3L JLD L3D)-DVI VDL
LIVID 0L LY.L.LILIVL D3V
VI OLOVVIVVIVVYILOV VIO
LOL.LLV VYD Y¥D VD3 DVD LD
V V99,133 193 LYI VLD VID
JIVLILIILY VIL LLV LDD LDV

LOLIVL VI3 YVV 13D DLV VDD

Jauarid 2533431

(08 30 v 28ed) TANNOIA

19.LOV-VOV VOL LV LID LJD
39 139 LYY OVY OVV LIV VDI
L DYV ¥DIVID DOVL.LYD VOL VYD
DV VIV LD VVILIL XD VYV
DVD LIV IDL DLV 333 DIV ¥VD
LL OV 9L VWV OVD.LOD VLD
L.I22OVIVILVIIILLVI)LLV
JDJL LLY DVD DOV VVI.LOV
DVD.LVL QLY DVV YVL DLIDLO VID
¥9 LYY ¥2D 999 19D LLV ILDD
¥V VVD JLD DILVIDLVI BVD
¥ L9 ¥VI:ILD LIJ LLL LYL
JDVVD OLL.LILIVY DLLOOL
3D BYV VIV .LIL VI3 JLD LOL
VIVVIVVV IV3.IVI LLIDID

IDLILI DVI DYV OLI LVLOLY

Jawmred paemio)

0¥50628L
¥6¥8078L
0ST6L78L
0894187
SZEILIBL
61SVEILL
£6589TLL
LLSO¥OLL
£95T569.L
9%¥T0S69L
0£46£69L
L606E6IL
069LE69L
LZ6ET69L
02292897

9606L.L9L

dojs

16206284
5¥Z8078%
T068LI84
S559418L
9£09L18L
04ZVEILL
YPEO9TLL
8ZEOF0LL
YIETS69L
L686¥69L
T8Y6E69L
8+88€69.
THbLEGIL
8LIETEIL
LL65L89L
LYSBLLIL

yejs

Xaga
Xdyo
X192
Xays
p U]
X142
Xy
Xa42
Xy
XAy
X1yo
Xdyo
Xayo
Xayo
Xy
Xago

WOSOWOIG



DK/EP 3649260 T3

0Z1T ‘6TLT
STITLTITT
9TTT STTT
PILTETTT
ZITTIITT
OTTT‘60TT
80TT 'L0TT
90TT ‘SOTT
YOLTE0TT
Z0TT‘10TT
00TT ‘6601
8601 “L60T
9601 ‘S60T
60T '€60T
Z601 1601
0601 ‘6801

SON a1 DAS

¥V I0LDLL LI DLL VOL YY)
39V ¥OL DOV LOL VvV 309 L1y
LVVIVLLOVIIOL DI DLV VVD
YO.L OLLVVY DDODLY DLY OYL
LJL VLV DILYVD LID VIO DLV
VL3 VY.L 39D YOV VYD DYV ¥ID
LL V9L O¥D HLD.LIL LLL 399
V2 LVD 9L LIV VOLOVD LIV
V2D VLY 92.LDLD DIL LLV VOV
LL YD)V D01 DLL LOL 1oV
L9 VHL YOV YOV 1Y DvD 599
V.L VOV D91 LY.L 999 LLD 991
5L HHL VLD VYL LDD DOV DOV
J9V9 LLL VIO VIV 331499
991 3LY Lv9 LLD 1V2 L) 191

919339 LLD LVV LY.L DOLIVD

REAGETS CY R

(08 Jo g€ sded) ZHANOIA

2IL VI YHL VIO IOV 1LID LVV
JOLIIL.LID DVY VILVVLVIL
JVY DOV LVD LYV.LDI DVV 22D
JIDVIIIVY DIV IVV DOV VL
V3D VVL IOV VOV IOV VLI OVD
L VIV LLL.LDY: 23D L322 Lo.L
LV DYV 329 VOV DOV DYV IV
30 3DL.LDD VOV VY.L IDV VOV
DL I2DVID LYD JLY VI3 VL
JV DOV DLL LIV IDV LI3 DLV
L3.1DV 323 JVL.LLY VV) 323
9L LIL DL LLY 39D LOL JLL
L3 DV DOV VLD LVI VILD DOV
Y9V LI VLL.LYIVYVI I VIO
GVY DIV DLY LIV IVI.LII VYL

LOL3 3LD LOL LLD DL OLD

Jaunrxd piemao)

HL5RYEOTT
9LT89E0TT
¥6699E0TT
6LTYB9L0T
$82Z89L0T
¥269668L
SE6TESBL
8849258L
0018E¥8L
TZ91EV8L
OPZIEREL
SLSLZVY8L
0V0ZIH8L
S8450¥8/
LEVEOVBL

200Z0%8.

dojs

0EEBOLOTT

LZ6LIEOTT

SPL99€0TT

0£6E£8940T

9E0Z89L0T

£499663L

989TESSL

6£59258L

TS8LEYBL

CTLETEYBL

T660E782

9¢ELEV8L

T6L1TH8L

9E550¥8L

8¥ZEQY8L

€SL10%8L

yejs

Dalip)

XAy

XJy2

patiel

XAy

Xy

X4y

Xayo

b alipl

paiiel

Xy

X4y2

Xayo

b & LR

X4y

XA

SWOSOUO.IGD



DK/EP 3649260 T3

ZSTTISTT
0STT '6%TT
SPTTLYTT
9IT'SHIT
PPITEHTT
P THIT
O%TT '‘6ETT
8ETT LETT
9ETT ‘SETT
YETTEETT
ZETTIETT
0EET 6211
8211 4Z1T
9ZIT SZIT
$ZIT'€2IT
ZZILIZIL

SON a1 DAS

003 VOLOVH VLL VIV VI VW)
LLD 13D VILYIL.L99 BVL IV
V33 .LLLY¥OLJI3LOVIVIL LD
9 LOLDLD VYL DL LLYOVL OVD
V.13 LVY LDV IDLIDD VLI VID
LI VDD YIL DOLDOVI VLL DLL
J9Y DV LVD YIL DVV DLV VOL
¥ LY.LOVD LI L9V IDL VI VIV
D90 VOL LLY VLY DLLLDD.LDD
1953 121 22D LLV LLLDLD LVD
YVY3 OVY DIV OYD VDI VOL VYD
DOL VVD DDV LID LDV VVL IVY
L LIV 9LV .LLI JIL VOLVVI 30V
LYY HVI HLL III VLI VIL HYL
9LL V9D LIV .LLY VY] LLD 39D

VLV L¥D.3.L0.L33 L33 LOL D5V

REAGETS CY R

(08 3o 9¢ sded) 7 MINOIA

DLV ¥VDI99 L¥D 1L LIL HLY
LLLJLL D9Y 1¥3 DLL 33V 29Y
DYV LID D0V VIO ¥VY DY VLD
LIV OLV O5L 21D VYL IOV BILL
HLL VOV HLD LVD HLD IVV 1OL
59¥ L1, LYJ LI DVD LY ¥OL
DL VVD LYV 9L LIV V995 DV
9V 122 119 LI9 V2D JLI LLL
OVI99L DI.L VAL OLY LLL OVL
L1999 L¥D V.LL L9 ¥O.L.LLD LO¥
VOV LLY 50V DYV 999 L¥9 v99
LLL D99 9VY 0L LLV 0VD 19V
DYV DV.L LYV D3V DIV YOV LOV
209 LYY VOV DLL 991 YOV IV
LS9 VIIIVI DVD LVV IVV.LLV

JVI VL LV3.LVI DL3 00L OY.L

Jaurxd piemao)

0T¥BTE9ET
EVOFFO9ET
DEZZETSET
SLOT9LSET
FI0TLSSET
€ILBESSSET
E0LL6STZT
E6ETL60TT
868056011
8YEILSOTL
686545011
£698E50TT
60EBESOTT
0¥08ESOTL
EEEIIFOTT

9SSEVFOLL

dojs

T9T8TE9ET
PoEYFO9ET
186T€8SET
9Z809LSET
ST80LSSET
E9PBSESET
PEPL6STZT
PETIL60TT
6¥9056011
660945011
OFLSLSOLT
YrY8ESOLL
0908€50T1
T6LLESOTT
¥8099¥011
LOEEVTOLL

E)S

Dalip)

Xy

XJy2

patiel

p.C0E

X2y

XY

Xayo

b alipl

paiiel

X1

XaU2

Xays

patipl

YAy

X

SWOSOWO.IGD



DK/EP 3649260 T3

P81 681T
Z8ITI8TT
08TT6LIT
8LITLLTT
9LTTSLIT
PLITELTT
ZLITTLIT
OLTIT 69T
89112971
9911 ‘S9TT
$9LT'E91T
2911 T911L
0911 ‘6511
8SITSIT
9STL‘S51T
$STLESTL

SON a1 DAS

LD LYV VOVOL) LLD D9L.LDD
3100 LVV 129 291 1OV HvY LHD
YOV O¥D VYV JVD VIV IVD ¥VD
L I3L JLL LOL HYL-LVY-LOV D0V
VDI VVD LOV V.LL 13D LOV DIL
¥OYY DVD V¥D DLI DLL DVY LYD

IV IOLHVD LIV VIV VOL D3O
5 VL .LDJ BLLOLLLIL LLD VOV
DOV D01 VLD VVY 3LLLIL D99
51 DOV 3D YV DIV HY.L V9D

DL LIV HYLIDI VLD DI ¥OL
¥VL.LLD LOD 95V 19V DL LOL
DL VYD.LLL D09 LYD D31 LLY
DLL 9L JLL LD VLY DLL 9L
LLLVOVIVL VYD IIDVIIVIV

VOV OVD VYOV HVD vHL LD LID

Jauriad 2533431

(08 J0 Lg 28ed) THANDIA

LY LLL 33V 139 39V 551 HvH
DLLLDD VLI LIL LD DLL 9LV
L2219V LYY L¥Y DL D9L DD
LLY VYL HLL VOV 20D LYY LLD
DLLOLL DLV DV¥D 133 LLD 12D
539 LLLOVD 19D L)L LOL LIV
YOV 351 VVD HVD LIV VV.I DD
¥OL YOV DYDHVD LI LLI VYL
99 LL2.L2L L99'DLD DVLDLL
399 92V LLY DLD LLD LLIL V)L
LLLOLL DY HYL V9 10D VIL
59V VDL OLL VOL OVV HDD LLL
YV9 3D.L YV DV.L LDD JVD LYV
LLY'VI9 LVL DLLOVI D0V 991
YYD YYD.99V DLL VVD VIL L33

JDL IOV LOT VYV DLD OV LYY

1ud piemasoy

0S0EP60ST
L6¥6080ST
Z9.8080ST
9£059L6¥T
9ZTIPSLYT
095S669%T
9ZLY669PT
9962265%T
E0966L5V1.
929656%¥1
209856¥¥T
980606¥¥ 1
L1868V
EZETBEGEL
67 L08EGEL

6090Z£9E1

dojs

T08Z#605T
82608057
£75808057T
LBLYILEYT
LLO60YSLET
TTE5669%T
LLVR669FT
LTLZT6SYT
¥SEGOLSPT
LLEBS6TYT
£GEQS6FHT
LE8806YYT
£Z6468YFF1
YL018E6ET
00S08E6€ET
098028981

Jejs

X3

XIYd

XY

Xy

X2

Xayo

X2

Xayo

Xy

X1y

XIya

X0

X2

Xy

paup]

X0

AMIOSOWO.IYD



DK/EP 3649260 T3

91Z1 ‘S1Z1
2N A
ARA R REAS
0LZ160ZT
802172021
90215021
$0Z1 ‘€021
Z0Z1°T0ZT
002176611
86TTL6TT
9611 ‘G6TT
61T 8611
Z6IT ‘T61T
06LL‘68TL
8811 '£811
9811 ‘S8TT

SON a1 DAS

9V D0V Y¥D LYY V¥I OVY D01
29.LLD VYL 3DL VLD VOL DD
YV 3OV 300 VLD OVD YWH VLV
3V ¥OY D91 DL39LV 31V ¥IL
¥ LL9LLL 99D VID ¥V) DIL
HY LLL VOL LLL 19V 330059
L3 LVD V3D LOLLLY DLL LIV 1VD
VYL LV¥DOVL LIL HLD DL IV
LIV V.LD DV2.0LV D)L 129 OVY
DIV Y.LV HYD DL YVV 31D 1ID
D VVL YLL LLD LID YYD 39D LvD
V2 DLL D9V DIL.LYD LID VI
HYD HHL LYY DYV HYHHHY LIV
99 IV DV VIL LOL VYV VIO

YO DOL VVY HVL DOV JOL.LLD

Jaurrid 2533431

(08 30 8¢ 3Bed) THANOM

¥ 3LV VIL.LLL 39L LV VLL 399 VY

HLHYYHLD DOV VI9 VL VIH
V'VD9 VVD LYV DLL YVO YOV 30V
L9 139 LLL YOO VYD LY.L HLY
V1991533 LIL VOV YL ILY
VLDV 201919 DL LV9 VVD
J0V V.1 LYD OV DIV 519 LLL
31D LLL VD9 HLY HHLVIV IVL
HLI YL LIV VOLVVI.LLLDLD
VOL L9V DOL DOL OOV L¥D VVD
LL VY 20V 9V OV3 VD 0L
9 YL LLY J¥J DLL VIL LLD 09V
991 I9L LLJ I9L LVD 515 LVD
IV LLL 39LILI VYD 01D V3D
LLLID 139 H9L VIV LYY VD

YODVYVOLYH LYY VOO DLV VOV

Jawmrrd paemio)

E€90E0ELT
CECTOELL
ZE6EBTLT
8S6T9LLT
EEOSETLT
SZ8830LT
1969%0LT
TAATAAI VAN
$Z6101+0T
8rr6E0r0T
£0¥8Z0F0L
095£5508
SE0STS08
Z6¥ 16708
I¥¥¥LE08

SLOELL6L

dojs

Y1820ELT
£86L0ELT
£89€8TLT
60419141
F8LYETLT
94588041
8TL9%04LT
84812041
SL9T0TP0T
66T6E0T0T
YS1820%0T
TIgESS08
984¥1508
EVZI6¥08
6L¥LEQB
92Z82Z1L64

els

T2
Ty
TZI42
ALK
TZ1Y2
TZIY2
TZ1Yd
TZIYd
XG0
XIy0
h ALER]
X4y
XIyo
X140
XAy
X192

WOSOWOIGD



DK/EP 3649260 T3

821 LeL
9T SHET
AR A
HELTHIT
(174 A
ager ‘Leer
9EZT'SEZT
$EZTEELT
TECLTETT
0£Z1 ‘6221
82212221
9z21°sZZL
$2Z1 82Tt
ZEETTZZL
0ZZ1 ‘6121
srer’sLizt

SON a1 DAS

YO I¥LVYHLILD LIV DD HVD
29931 3LLI3LDLI YOV VIV
YIVIOVVIIDLIOL JLL LIL

Y3 0L LLL IOV VVL I YV

LLLJL3 I3V 3D LLLVYLILY

YIVID VIO IVLILD LLL LLD

JLBY3VID DVLVILYIV.LID

YV OVV.LOL LOL VOL.LOV DD

¥2 30D DYV VOL V.LL.LLL DDV

VO VDD DYV VYD LLV LY.L VIV 301

YV OVI LOLOLIILL LOL LY

JL¥VI YOV ODL LIV V2D DVY

VI3 LOJVVIVOLVVLIYIIVVD

13 DVD L33 VVV 339 LIV LVL

J9OVLLLI LLI 3L DLODVD

RE AL ETS CRE

(08 30 6¢ 28ed) 7 MANODIA

959-3¥3 LV VDI LLL VYV 30V

VIOVV VLD LOLOVLIOYVIIDLOL

¥D.133¥3V VOL LOL 19D LLD

JL YOV OOV YVY 20D VVI VYD

V3 D90 ¥YIL VYD .LYVD VI3 VVL

VV.L9L 320 BLLIJL LLL IDL

Y3 3L39VL VOV DYV VIV LLY D9D

IOV VLLLILVIVIVD LID VIV
OV L3L DL LLL LDL 32D DYV
9 LYV IVI VYV VDI V3D 9VD
2D 3LLLOLVID LLY DL IOL
03 L3L L3D D1V LLL VIV 223
VYV VOV 0OV LLD VVD DVI LIV
V3 J9LVYVV VL3 J0L IV VvV
LY LVLIDVIILVID.LIL 13D

OV VILVID DLLDLL HLI OLL

Jawmnd premaoy

18058622
9I6¥9622
1950922

895964522

¥198L16T

76748061
Z81969LT
¥LST6SLT
TH06FSLT
6169051
ZI6LIELT
88YZ9LLT
§5GTSELT
66Z8YELL
LLVIVELT

8689EEL]

dojs

ZE8¥86ZZ

£99%96¢C

21e509¢¢

6TEGLSTT

59€8L161

£¥04806T

£€65694T

SEETHSLT

COLBYSLT

04990541

ETLLIELT

6ECTIELT

60ELEELT

05S08VELT

87Z9vELT

6799EELT

Hegs

Tz

TZaYd

TZauR

pralic

TZayR

Teay2

Tz

TZay2

Teap

AL

TZip

Teu

prAls

Ty

Tz

[£ALE)

AMOSOWIO 1Y



DK/EP 3649260 T3

08216421
821 LL2t
942178421
YLILELZY
ZLTTTLET
04216921
89212921
99219921
$92T€92T
79211921
09216521
8SET LS2ZT
9521 'SSZ1
YSETESZL
[ATA N T AN
0521 ‘6¥Z1

SON a1 DAS

L399V HIY VYD LLD LOL VYD

JIVILVLD I3L BV.LILV LV LDL

LLIVIIDL VLL OVD LLO VDD
JVY DOV 30D .LV.L YVI VIV .LIL
OV DIL DOV IVI DVLDVLVID
JIVLL LIV ILI LID LIL 12D
90 DOLVYVV YID DVD LIVYILV
LI OVVY-DVLOJL.LVI DLD VOL
IV .LDD LV LLD VLI IOL LOD

V2 DLL.LLV V3D LLJ 91D VoL

JLDILIVVVILYVV .LIDI3ID
¥9.139 191 391 LYV ¥IV VI.L
DYV33 I¥I LVY ILL VO OLD
LI3-LB3LIVV Y33 VVVVLLI0D

LVD LIL JLL OV LLD LLD VID

Jauriad 2533431

(08 30 0p 93ed) T HUNOIA

VHOLD JLV DDV IV LVLDLL
39V VVL L9 199 VVV VLV I0L
9L LYD DOV LLI 399 LLL YY.L
999V HYD DLV D31 LLV HLL
DV 20.L 151 D119V VLD HV)
9Y ¥OLLOL LY.L V99 OVI D0V
19 BYL 5OV HVH LV LIHHYD
93 LLLDY9I VIO VYD VVLILD
LV DOV VV1 V3D LOD LOL OVV
V2 YD 519 VOV HVV 1OV IVD
DVL LIL I9L DD V22 219
LV BLLOVY V99 VY 591 10D
¥9 L34 10D DOL.LYL 21D 9YD
DV VOV DLV LLL 99V IDLIID
LOVYY LLY DV3 9VY 513 D39

DV 3L DOLVIL DOLVVI LYV

Jawmnxd premaio)

696£956E
LYSTYS6E
89 66¥6E
LY9evr6E
6B8S0CE6E
9155876¢
TISELTBE
VLLTSLBE
88L6558¢
S9SEB6LE
S10096.€
9€86E6LE
LEE6BLIE
L196919€
S¥89L09€

S€£95862C

dojs

02LE956E
86Z1¥56E
61266¥6E
[AS YA 35
0FE0EELE
L9Z298Z6E
Z92EL16E
SZS1548¢E
6£56558€
9IEEBBLE
99.L656LE
LBSOELLE
8806BL9E
89€6919€
9659409¢
98E586¢CC

jeps

£Zayo

Tzayd

Tem

1Z193

TZIU2

Tz

TZay2

TZay2

T2y

TZay2

FALE

Teayo

T2

Lgayd

12442

FAvE

AWOSOWOIYD



DK/EP 3649260 T3

ZIETTIET
OTET 60T

80ET LOET

90£1"SOET:

POETE0ET
Z0ET ‘TOLT
00£T ‘6621
8621 ‘L6ZT
9671 ‘G62T
$6Z1€621
z6zrr62l
06216821
88z1 48Z1T
98Z1 ‘G8ZT
¥8Z1 ‘€821
z8z118z1

SON a1 DAS

VL JLL 994 IVI-LIL OV VOO
VYV D43 393 LOLLLI VVD LVV
YY'VOL LLO VIV IIL DOV OVY
JLADG VYL LYY LOL D99 OLD
LL.LJL3IV IVL IDL VI3 VOV
V2 LYDVVY DLI.LID DIV IVL
V191D 1¥31HL 13D VIDVID
V¥V ¥VVDOLO LD DIV OVV ¥V
¥V 2DV 330 LOLDL) LVV VLI
YYOLI VI VLI LV¥O DLO DD
V3 VD DOV DYV V¥D LVL IDL
LLIOL3.LVV 2L 30V DLV DLL
LLALLD DV.L LIV DDV.¥VD 32D
JLY LLD DYDY LID LHD IVDH
VV DYV 3V3 DV3IOVV DOV.LLL

YV 999 DV.L LVD DDD VVI.LVD

Jaurrid 2533431

(08 30 [ =8ed) THANDIA

LL V9 Y3 VLV-ID3 D9V VYL
LOVYVIDLIDLLIVV L1V D0V
09.LLY IVV BY.L 13D DL VOL
YO I9LIDY LLY LYDLOL VYD
39 VOV 19L V3D BLL LvD LDV
LD VLL VL 0L JLL 399 1OV
LV VL VDL 1JL 3V3 923 OLL
99 LIJ LLLOHLOLL 11D DL
V9.LLL D9LOLL VLI DLL 9IL
DYV DLD L9 DYV LLL D59 1L

DVD VHL VYV VOV LHD VH) DLV

LALLD LVLLLD VIV DLD L2V D0V

39939 LIL VYV VLI DYD .LOL
VLLIDOLY D9 HVL LVL VIL
33 LLLOLL LVY D¥D 31D 12D

29.LVI.LVY IVY QYD LD LIV

Jawmrrd paemao)

1E€L0812E
LZRVLIZE
EVZ991ZE
S8e8YIZE
8S05ETZE
8L455099%
8TZELS9Y
¥0549599%
VIL¥959%
S0TL559%
BEETPSIY
€0LLESYY
Z109E59%
Z6ZFESIY
TELOESIY

7Z15856€

dojs

Z886L1CE
ELIVLTCE
Y66591ZE
9ELBVIZE
608VETZE
62£5099%
6962.L59%
5524959%
S9v¥959Y
9589559%
6802%59%
YSRLESIY
E9LSES9Y
EVOVESIY
LLEOESIY
£487856¢E

els

Tz
TZayo
1242
rAUR
TZaYy2
TZIYya
TZ1Yd
T
T2y
122
JXZUE)
X ACE
12>
T3
1242
Tz

WOSOWOIYD



DK/EP 3649260 T3

PPELEREL
ZHELIHET
OFET ‘6EET
8EETLEET
9EET 'SEET
PEET EELT
ZEETTEET
0EET '6ZET
8ZET LTZET
9ZET'SZET
PEETEZET
ZEZET ‘TZET
0ZET ‘BTET
BLELATEL
9LET STEL
VIETETET

SON a1 DAS

(08 30 gy oded) T HANDIA

99 VIV .LVIVID.LLI DVD LOL HHHLIVIL DIV HIL VLD LYV
JL HHL DLV OLLIDL ILL 9L LLD 3LV VVV DOV VYVY 32V VD
¥I V¥ LD V3] LLO LLD DLL LYOVIL.LIL LLD 99D LLJ LDV
DLY LVLOVIVVD VYIIDL LIV LYY VYV LIL VLD LWL 9V 30V
LY LLL LIS VID VLD JLL VOV 333991 LILVVL LOL VLD 139
JLIIDDVIVI DLL VIV ILD LV VYV3 DL ¥DLOLY LOLDVD
2VIDVILHIVVYVILLY DLD LID DV DOV LLL 191 29V V3L I3V
L LL3 VYL JLL LL3 VOV LLL 191321
JL.LOLLIDVIS LVLYID DVV L. LOLDVO LID.LLV 313 DLD
L3 DOL VIV IVV VLL 3DL VOL ¥D.139 9V LLL LLV 9LL LDL
YD VIV VOV VD LIL LLV D0V L LLJ ¥VD LDV 39V DOL.LLY HLL
VLILLY 99V 9OV ILLIVOLOLIDL  LLVLIDVILOLD VIV IOLIDY
LLLIOVIOVVOVLIVLLYD LDL 99D VYV OVY DLV LD VYV DIV
9 LO9L VYV VVI VVI 39V YYv OvD V90V VIO VYD VIO VIV IIL
LLLLOVYD DYI 3VIVIVVID SVVYI.LLI DLD VI DOV VLY

VYV DOV D10 DVLVID LDV IVD 90 DLV LV DIV DLV YV¥ VIO

RELALETRCTE Jaunrxd piemaq)

LEE96ZSE
YPOZITSE
ZZPLETSE
9ZIESISE
9048ETSE
£996605€
6LTS605E
¥55£605E
¥580L05¢€
9Z#0905E
0ES¥EOSE
6¥86152E
g588022€
EVZZ0ZZE
ZTLYBIZE

EE9IBIZE

dojys

Z809625€

S6L1915E

ELTLETSE

LLBESLSE

LSTBETSE

8I¥660S5E

0E6¥60SE

SOEELOSE

£090405¢

LLTO90SE

T8S¥E0SE

00961EZE

60980ZZ¢E

7661028

£9%¥8L¢E

Y8ELBLLE

yejs

PRALE

TZay

Tz

[Fatel

AL

TZay2

TZ4y>

TZay2

TZaY2

T2

Tey

Teayd

TZY2

TZay

TZaya

[FALE

2WOSOO.IGD



DK/EP 3649260 T3

9LET ‘SLET
PLET'ELET
TLETTLET
OLET‘69ET
89T £9€T
99gT1'S9ET
$9ET7€9€ET
Z9ET T9ET
0927 ‘6SET
8SETLSET
9SET'SSET
$SET ‘gSET
ZSETISET
0SET6FET
8%EL LPET
9%EL SYEL

SON a1 DAS

LVIDL) LLLIVV YYD HHL DD
L3-3L3 LIV IVV LODVOL LLY
D 3L OLYLYL LLL JLI VY VIL
DI HLLYVI OVD DLV LLI VIV
31 9LV L5)LLL L¥3 L33 23V
DIVLVYILOVY ILL DOLIJL

LLJ3LLDLY LV 313 LIV 33D

¥ 3)L LVD LD VYL OVY.LLD LLL

VO DI3D.LIL ¥ID.LLD VLV DLL
3L LY ¥OV VDD DL3 JLL L3V
Ll VLL.LDL.LID DOV DIV DLV
JLYII VLD VYV IIV LLO DOV
23 L0V 333 VOV VLD .LIL.LOL
Y2 L2399 VYV JLL LY LYD
VI.LVILVV DV3 DVD DIVILV

91 DVY DLD DDV OVO LLD LLV

RE AL ETS CYE

(08 J0 ¢ 28ed) THINDIA

55 HLY IV VYD ¥VI 10D 13D
LL LI DOV OLL LY LLY VIO
33 OVV ¥VI DVV DYD VL DLV
31D DAL LLID LOLVOL DIV VoV
LV I3L9VD 299 HVL LI3 VvD
L IOL BLY 539 LLD DLY LVL
HV HLI VLLIDI.LID VOLOLL
99 YILH99 DLL.LLV Y¥O-ILL
V9 OVV LD VOV VW1 DVD D91
¥D VIV YV DY) D91 DJL DLV
5 J9Y DY9 HLI VY.L I¥D 5LV
DL DLD LDJ LLV 19L 3DV v9D
1D LY 13V BLLLLI DL DLY
LV 919 VYV 915 LOLHOL VID
5LHLOVIV LVV 33D VIV 915

OL LYY LLLDY.LOLL 331 99V

Jawmnd premaoy

98212062
SEEZT06Z
Se96T68L
4% 26882
¥0916882
£5918987
02£91982
B5Z46582
92998982
89054582
Y1ZEOQLSE
261 1¥S5E
ET¥86¥5E
02ZYL¥SE
LLZELYSE

08505+5€

dojs

L00TZ06Z
90TZI06C
9¥¥eT68C
£T22688C
S5€T688C
80¥1E98C
12191982
60046582
LL€9853¢
618¥458¢
S96Z0L5€
£¥60vSse
Y9186%5E
TL6ELYSE
ZZOELYSE
TEE0SPSE

Hegs

TZay2

Tzays

Tz

Tz

Tz

Teay2

Tz

TZay2

Tz

T2y

TZayp

Tewp

Tz

Tgaud

RALE)

[FALE]

AMOSOWO 1YY



DK/EP 3649260 T3

80%1 ‘LO¥T
90%1“S0%T
P01 CO¥T
ZO¥T TO%T
00%1 ‘66ET
8681 ‘L6ET
96£1 'S6ET
$6ETE6ET
T6ELTHET
06ET ‘6BET
89ET LBET
99T 'SBEL
$8ET ‘EBET
Z8ETTBET
08E1 6LEL
8LEL LLEL

SON a1 DAS

VL VIV DL OLLIV] 3L V3D

LY DVV LYD DVD LOL DOV O3L
LYYV LD 31D LDV VVD DLD
SLYVD OOV ILL LD VYO VDD
31 191 V93 HYVL 99D IDV VIV
L9 .LYV LDD VLD 3L VDD LDV
LI DVD LYV YVD.LID DVV VO.L
SLL L) 99D VI3 .LLY OVL LLD
LLJ3LL LIV V33 3JL3LL 301

VI LLL 393 L)L VL LLD DLL
32 LD VOV VIV IDLOHVI VLD
VIVIVIV LLDVIIDVIVIL

VVY LLL.LJJ DOL LIV ILY LV

9 LIV IVD LOYLYD.LOL LD

Jauarid 2533431

(08 JO pb 98ed) THANDIA

32 09LILLVILILY OV) VYD

993 LLY.LL3:.LIV 3OV V.LL VIOV V.LL

JLLLDD LLV DYV DLD LV.L LVD LOL

5 9LI LIV 139 LLLOVI DIL
9V HYD3 VD DOD LVV VVI LLY
LL 3OV JVL DVY DVD VOO VYL
¥00.191 201 L3L:JJL LVL 191
YIVOLJLLOVO DL JLL LLY
LOVOLL YV V0D DOL LVV VDL
YV DYD OVV ¥VD DLI DVL DY
L9V L3L ¥I.L 393 LVI ¥V .LOL
LL 99Y D3V VOV VVV 0L OVD
39 DDV V9D VOL HOV LVL 1OV
LV VL3 DDV IVIVVD J0L LDV
Y33 91D VLV VYD DLV LIDVVY

VOV 039 DLL LVI DLL VIV VOV

Jawmrrd paemao)

668LL¥0E
20262%0L
¥085TH0€
SSTPIFOE
6.¥B9E0E
¥058686¢
08¥¥8862
1161¥862
5984786
292862
LLZ0Z86T
00zZ51862
STZ¥186Z
YIvei86Z
82496167

£98ESL6C

dojs

0992.%0€
£568Z¥0E
SSSSTROE
906ET¥0E
0EZBIEOE
55286862
T€2¥886Z
2991¥86¢
91942867
26652862
82007862
1567 186¢
996£186¢
591Z186¢C
64796L6C
8T9E5462

els

12140
Tz
12140
TZ102
TZH2
AL
TZaY2
12492
T
TZg0
Tz
Tayd
T2y
iy
122
JFALH

WOSOWOIYD



DK/EP 3649260 T3

ObF1 ‘6571
8EFTLEVL
9EFT ‘SEVT
PEVLEEVL
ZEVT 'TEFT
OERT '6Z%T
8ZHT LZ%T
9ZF17SZHT
VeV ETHT
ZeFT1Z%T
0Z#1 ‘61%1
8TFTLTHT
9TH1 ‘STHT
PIPLETHL
ZIFTTIFL
OT#1'60%1

SON a1 DAS

DL VIO VYD VID VYO OVV OVY

YD 199 LIS VYV 310 VI VVD

VO8IV LLL 992 D9V OLL LLD
Y3 VIV VV¥I YYD D10 LILDVD
LL V2D LLY VIL DOV IVV OVD
JOVHRVILID DL OVD DLV LVVY
V1VI3VILYILIIDIVIVIL
Y9 DVI-09.L DLV VVI VOL VYD
LY V)L 3LL LoV IV) IDD OVL
99 L9V VVD OYI VOL LLL V3D

I3 LIL VI LLL L3L 3D IV

Y OLV D9L D99 VLL.LOL YVV IV

LiL VY D93 IVL LDV ¥VV 999
LLOVY LIV IDL LIV LLI 31D

VY OVY VLL DDLOJL LI3VID

REAGETS CYE R

(08 J0 5y sded) THANDIA

YVV L9V 39V 20V 90V OV 1YL

VYV ILL 2LV VOV D.L3 991 LL)

¥V JLL LLD .LLD 9.LL OVD LDD LOL VV]

LIDHH VLY VHD VIV HYY VIV
23 DVD DLV LLY VOL 32L VIV

D DIV IOV LLY DLD.LVI VDD

JI59131 L1 DILIVI VIV IV

J3LVYLLJLY LL3 LIV OOL YOV
YV DOV JDIL-OVY VIL VIO .LYV
VL3 DLV DY) L3D.LLD VIO VIL
LY LLI 399 9YD LIL VIO VIV
LYY LYDQ VLI JLL IV2 LIV 233
J.L¥D L3L LDV 30V 32V 22D
V) LLL39.L VIV HOLLLY DYD
9P VIL DI VLLVID VIV LDV

LIOYHL.LOV VYD LLL 91D LYD

Jaunrxd piemaq)

G09SBOLE
696ZE0TE
S59ZTOTE
52068608
¥.48980€
T596%80€
a¥r0T80E
TT4Z8L0E
E9¥0ZLOE
0¥90890€
8580990¢
LT68290E
5690090€
4860850
LBEQSSOE

01¥8250E

dojys

9LES801E

0ZLZEDTE

907210TE

94/8860%
$2498980€
20v6¥80¢8
6610T80E
Co¥EZ8L0¢E
YIZ0ZLOE
16£0890¢€
6090990€
8998290¢€
9%¥0090¢E
8€40850¢
ZE10550¢8
1918Z50¢€

Mejs

TZay2

TZay

Tedya

At

prAE

T4y

TZ4y>

T2y

Tz

Ty

Tzayo

Teay

TZ1Y2

Ty

T2

[XALE

SWOSOO.IGD



DK/EP 3649260 T3

ZLHLTLWL
0L%1'69%1
89%1.°29%1
99%1 "S9%1
POTTE9%T
Z9%T ‘T9%1
09%1 6S%T
8SFT LSHT
9S¥T'SSHT
$SET €T
ZSPTISHT
0S#1 ‘6%#1
8YHT LYHT
9Py L SFYT
YEYT EVFT
YL TVHL

SON a1 DAS

L1 300 .LLY L33 VOL Vv LD9
9LY LIV VI VVV DLD IVV DLL
JL LIV DDL 301 LLD 31D L9V
52V HVLHHVY DLL HVV HVY
12 LYDDLD LIL DLV VID LLV

L3192 1oV VLV DVD VIV DIV

¥V VDL LOV DOL OV VI L3L
59 591 DLV VLY DL VLD 151

L3 LDLLD9 LD9 VYD DLV VLD

9L2 999 DYV V.LLVVY LOL.LYD
JLOLL YOL LLD 991 ¥99 ILL

V959V DLL DLL LVD H.LL 1OV

YIDLIDLL YVH LY DIV LLL

LL 193 3VD VLLLIL'VII VID

V¥ VOV YOV DIV 20V VIV VVD

REAGETS CYE R

(08 30 9y oded) THANDIA

LY YOO HVL VIV VIO LID DLL
JLVLI3VIIIVLOLILIIVID
9L 299 3LD 21D DLLLVD VIV
VIDVIL VIV OVV LVD VOLVID
3XI LLDYLVI.LLY VIO VID OVY

VL VYY DDV DLD VYD 3D VIV

LD DOV LLV VOV VVI VIV LDL V31

VOL ID3 3LL LDO VOV VLL DLD
LL LYDDYL D9V LDV DOV DY)
¥D.LJ9V0) L9 LDV DLV 19V
D9 YYD LIV VYD V¥ DVD LOL
Y9 LDD VYV VDY VOV DL VI
¥9 LLD DY VVH HOLIHVL 951
V9 VYD VYD IDL.LLD OV LDV
L9 0L VOL LY LOLOYVL LD

OV LVIDLD LLI 300 LLL LIL-

Jaunrxd piemaq)

224520852

95¥S6.L52

AR TARAS

28002128

£50/881¢€
8EV988TE
S¥Z69.1E
Z69LELTE
581604TE
96ST69TE
6£0TL91E
TLOFSITE
SL0EZ9IE
Z2ZZ9091E
9L6095TE

¥00S6v1E

dojs

£4220852

LOZSBLSZ

£925212¢

£EB6LLLZE

8089881¢E

6879881¢E

96689LTE

EVPEELTE

9€680LTE
LVETBITE
0£B0LITE
278E891E
9Z81Z91¢E
£465091¢
£99095TE
SSLV6YIE

yejs

Tz
Tz
AL
Ty
TZ4Y2
Tz
TZaYd
Tz
[FALE]
TZ1Y2
TP
Teays
TZ1Y2
Teay
AL
[AlG

SWOSOUO.IGD



DK/EP 3649260 T3

$0ST ‘8051
Z0ST “t0ST
00ST ‘66%T
86%1"L6%L
96¥%1 ‘S6%T
$6¥T E6¥T
Z6¥T T6%L
06¥168%1
8871 L8FT
98%1 ‘SBHT
$8Y1€8%1
2871 ‘I8%1
08%1 ‘6L¥T
BLYLLL¥T
9LV ‘SLFL
YLYTELPT

SON a1 DAS

L3 D0L:199 LVD VIL LLL VI5
¥V 309 V3L 3LV VOV D19 YV)
J0Y VLD LY HLL LLD ¥OL YOV
33 VL VILIOV LIDILY DLL
V2 9L LLD VV9 LLV.LL3 19L
VOV V2D OV DOY VLL DLV LOL
19 LYV VYD 1OV 20D VYD VL
9L LIV VLD LID¥ID HDLVLY
VL LLD L9 LIV YV9 599 1oL
YD LVY DY.L DDLDVV DDL DY)
¥L.LIV DVY JLY DDV DOV YY)
VIV YV .LVD DVD VYD OVV VOV
DL V2300 LLL VOV VLY DJD
99919 LOL LLL VIV LLY DOL
19999 VLLD9D LLL HVV VLD

999 VY.L LI VIL DDY¥ VDL LVD

REAGETS CYE R

(08 30 Ly oded) THANDIA

LOV 99V VLL IOV IVI.LVI LD
JLVIXDOY VLLOLDVVI LYV
DD .L3D DLL YV DOVV DYD LYY
JIVVV VOV DI VYD VOV OVY

V3V 301 LV.L LDV Y22 LDJ LVV
IV OLY LIL DYD VIDIVVDI VDD
V3 VV2.LOD VYD IVL OV VIV
I9.LLLYVLD 3DV DLL VOV IOV

DLALVIL LLIILI DVI LID
DV LLL 3LL DL3 DLD LLY-DOL
99993 VHL LLLVIL LIL VY
VI VL3 DOV ILD LOL VVY 3V)
VV VOV 21D LLY VLV V29929
LLIVIYLL.LOLOV.L 393 LLL
9L YV 3DL ILLIIVVIV DLD

9L DIV VOV VYV LD VOV DIL

Jaunrxd piemaq)

6£986¢EL7
EBESY0LZ
25605692
616E££697
£405099¢
5£00659Z
TT6TLS9Z
6¥951592
810L6¥92
1S0E0%9Z
00216£9¢2
82506£9¢
E20SLE9Z
689£L£92
61099¢9¢

Z0LSSE9Z

dojs

06886842
YELSPOLT
£0£0569Z
0£98£69Z
$28Y099Z
9868592
29914597
00¥51S9Z
69L9679Z
Z0BZOV9Z
1S606£92
6L206£92
YLLYLEIT
O¥¥ELEDE

02£59E9C

ZESYSEEIT

Mejs

QRALE

TZayd

TZayR

Al

TZag2

TZay

[FAE

TZayR

[rALE

TZIY2

Tz

Tedy

T2y

Lz

T2

[XALE

AWEOSOWITD



DK/EP 3649260 T3

9EST ‘GEST
PESTEEST
ZESTTEST
0£ST'6Z5T
825172281
9ZST 'SZST
$ZST€2ST
ZESTTZST
0ZST ‘6TST
8IST‘LIST
9TST ‘STST
PIST'E1ST
ZISTTIST
0TST'605T
80STL0ST
90571 ‘S0ST

SON a1 DAS

YV 3OV 1I0 VOL.LIL 3DV LDL
LLL LV3 LOL.LL3 93V LILVIL
JL YOV OVV ¥VD.LOD DV VIV
LY99VIIDOL IDL VIV VLY
DI DYIVLL VVD LOL L3DDLD
55 ¥YVY JV.L DOV IVV DVD VDD
LL 3L V.LL JLL 99 L3V DIL
YIVIDILLLL] LVV 331 0V
LI VYD OVV OVY DOV LD LDV
V.L.IDD VD) VOL LIV VDD LV
3L DL YVY.L 399199 LVY VIL
YIVVV JLL DLV D19 DLL D3V
Y3 VI LY.L .LDJDOD VLD LYY

LY99LBLI LI VLL LIDVIV

VVVVIVL VLL L3I DL V3D OLD

L9 V9 LDV DLL LYV OVD DLV

RE AL ETS CRE

(08 J0 8P 28ed) THANDIA

VO V3D L3I VILOVI DLV LOL
5VILDIDVIHL IVVDIL IVY
V3 LLL¥DD-0DY DLL VDD VLD
39 VVV I9L LIL LLD LYD DLV
DL LIV LV 99V .LOV JIV IVL
VD 9LV 2LO99L LLV JLL.LOL
VO 15V 911 DLL DDV 219 VOL
LL L3V 39L LID,LILIIDVYY
LI 2L LYV JLL LDV VIV 21D
VV VDL D3V D0D DLD VILL LOV
L3 VOV IVV VYD D3L IV VVY
VI ILL IV VLI VYV IVD LDD
99 LIV VVD LVI DLLIVD LOL
L3 HV.L 0L HDIIVVY 1OV VID
L LLI DOL IVV DLD DYV VIL

DY VYV IVIVYIOVY DOL DLV

Jawmnd premaoy

4118182
9857918¢
11422182
9Z¥LL0BE
L¥LIC6LT
6¥Zr68L2Z
8Z6€9.LLT
T¥6E€9L2
6LEECILT
2500%SLZ
I#P0Z5L2
84920542
55298%.LT
LEVS8YLT
BELSIVLL

56S1HFLL

dojs

2608182
LEETITBL
29¥2ei8e
LLTLLOBT
86%9Z6LE
000¥68L2
6L9€9LLC
€69E79LT
0ETEZILC
€086ESLE
26102542
62¥e0sic
90098% 4T
€8158¥.LC
06¥59%LC
9YELVPLE

Hegs

Tzayd

Tzays

Tz

prAlE

TZay2

TZay?

Tz

TZayo

Tz

Ty

1z

Teap

Tz

Tz

Tzap

[XALR

AMOSOWIO 1YY



DK/EP 3649260 T3

8951 "29ST
99515951
$95T €957
Z9S1 1951
0951 ‘6551
8SST “L8ST
95T ‘SSST
$5S1€SST
ZSSTTSST
05571 ‘6%¥ST
8%ST L¥ST
95T ‘SHST
PFST EHST
CPSTIST
OFST '6EST
8EST ‘LEST

SON a1 DAS

VY DOVOLY YLV L1Y V9 51D
99 HVL LYV D12 519 ¥VV V9D
V2OLL LLY JL1 13D 3LY YD
5L ¥I3 VYO VOV DYV VOL vI9
29 ¥¥I V22 YID V99 VIL 3LL

JDLYILYVD OVI LYV ILD VIL

LOOVIOVVYILIIVVLY OOV IVL VILVVV3VVIVI3DVILLLILL

JJLIVIVOL ILY VDD LIL VOV
VLL 9L 1LD) LD VVD VVL DLY
VI OVY VOL DY HLY LIV VVD
99 LYD VVD LLL VIV IO VD
L9 39L.LLD D9V IOV VOV 1OL
V9 LOY HLLLOL HYY L9 I0V
J¥ DIOLIVV LIV VIL.LID DLD

VY ILO VYD LD IVI LLI VY.L

Jauarid 2533431

(08 30 61 3Bed) TAUNOI

LYY VYV 300 VIV VYV VLD DOL
L33 LVI OV D10 1OV HVV VIV
LO¥ID L3L VLD DL LD VVY
LV 1OV DLDVIL 399 ¥OL VIL
V9 LLY J03.LLY LY LI VD

VO LLLVLL 321 D2V 122 V1D

L LYV VVD.LLV 1DL OV LVD D11 OvY

VYV V9D LLL IOL 3DL VIL DL
1L D3L V3L 91D VVD LDV OVD
91399 L9V VIO VIL 19LBID
9L .LOY VID VVD O3V YVO DLD
VL YLD OV HVL HOLIOL 1D
JL.LLY LIV J9L LLI DDL LYV
V3 LIDVIDVLL ALY HVY VIO

LL330 YD VID VLV LOLVOD

Jawmred paemio)

069Z00%
SZYPESBT
88960982
LIEL6Y8E
ZEEVLYBL
SL¥05¥8Z
SEFEEYSL
0655T¥8¢
£9055€8¢
EEQLEEBT
STTZ1E8E
90196282
00956782
69056782
86916787

£009428¢

dojs

LPre v 0P
9LIYERSBT
6£¥60582
Z9016v82
£80¥.L¥8Z
9ZZ0S¥BE
98TEEYBT
5 23300 & 4214
¥I8¥sE8e
¥8LvEEDL
998T1EBT
£585628¢
15€56282
0281628¢
6¥¥16Z82
LETATAATA

els

TZ2
Ty
12442
ALK
TZay2
TZY2
1Z1Yd
TZAYo
Ty
1243
JRZUE)
TZaY2
12>
(FALR)
1242
prALE

WOSOWOIGD



DK/EP 3649260 T3

0091 ‘6651
865172651
968T ‘S6ST
$6STE65T
Z6STT6ST
06ST 68ST
8851 £8ST
98515851
851°€8ST
Z85T ‘85T
085T ‘6L5T
8LST LLST
9LST ‘SLST
PLSTELST
ZLSTTLST
0LST 69T

SON a1 DAS

94393 LILDLL VIV DL HvH
Y2200 VYV IV LLD DVV VvV
HY DLLOLL LOV V9D ¥ID LDD
19 093 9LY 1L LLY LYV VLL
39 VLD LL3 VOV 30D VIV VVD
29 .LVD DLV IVV IOV 2OL.LOV
IV ¥99 V1D HIV 309 DIV vvD
99325319 LLL OVL VY VvV
SL.LLD LLL LVD 2DLHDL DLD
LV Y29 VOV VYV OVD DLO LY

B1OLL LLL OOV ILL LI LD

V3 JVV .LLL LVL LLL D9L LVVY DOV

1339V -39V IVV Vi3 D9V IOL
LV LVI VID IVV LLL 999 .LID
LL LLF VI LLYVVD 193103

VO DOLVIL VLLIDLOVY DOV

RE AL ETS CYE

(08 30 06 o3ed) T HANDIA

IV ILYOVI VYV IVV DL IVD
392 30V ILD LLL IVL LV JLL
L3 DVIVVV V0D LIV VIV LDD
LY DLV DLLLLY V3301399
L3 VLD VYV] VO3 LVV OYID3L
LD OVD.DDV LYY DVD LLL DYV
9D VYL LLLVIDVIDVVD DIV
LD L1V LLJ DLJ\LLL 323 33V
OV ILD.LODVVI BVD VIV VIV
9L LLY DYV 13D DYD VID VIV
3L¥3DLIL 30V JLV VIL LOL
YV OLV VLD DLV 30D-9YV DD
IV ¥30 LLLOLD LLY LL3 VDD
IV VI3 DLI LLL JLI VVD LED
LL LLYVIDVIDIVVVVIIVID

OV VWO 31O VILOYI VIV VID

Jawmnd premaoy

ATLZ861Y
0LSEE6LY
1516061F
0LZ6ESTY
S88T9L1%
BEE6ZLTY
TTLE0LTY
6900£9T¥
ZeSLO9TH
2.608Z1%
9Z80£90%
L0¥T090F%
2498LS0%
0¥S1ESOY
SZZ01S0¥%

L8SLZHOY

dojs

8981861%
TZEEE6TY
Z206806T¥F
LZ06E8TY
9E9T9LTY
6806ZLTY
ZIVEOLTY
0286291
€LTLO9TH
£2L08BZTY
LLSOEIOY
85TT090%
ETEBLSOY
16Z1ESOP
94660507
8EELZYOY

Hegs

Tz
jrAlic!
Tz
TZag
TZau2
Tz
FAle
Tz
FALE
Tz
TZ3y
Tz
Tz
Al
AL
[FAUG

AMOSOWIO 1YY



DK/EP 3649260 T3

ZEIT ‘TE9T
0£9T“629T
9z912Z9T
9Z91 ‘5291
$291°€291
2e91 1291
0291 ‘6191
8197 ‘LI91
9191 ‘ST9T
$I9T €191
ZI9T ‘1191
0T9T ‘6091
8091 2091
9091 509T
$091 ‘€091
Z09TT09L

SON a1 DAS

JINVVL.LID IV DIV VIL 3L
VY OLL 12D L3LJLY L1V 301
L2 LL DLL DDV DDL ¥II LVV

OY LOL 129D IDJ LLL YOV 993

LLLOVI BLV DLL VODOVV IVV L3I VIVL LLODLL LIV VDL L9V ILL

¥J OVLHLD DHDIVY IHV LVD
LLILLVILL9LI93YOL DOVI
LL LYV 9L VDI DLV VIO DLI
233DV VYV DVD VOV LLV VI.L
95 099 V¥V OVV YYD LLI.LDOL
LL LVV DIV ILDDIL OVL HOL
LY LLL VLD 33V DL VIV 099

L3 LY VYV 3LIOVI VDY L1V

LOJVIOLVIVIVVIVILVLL VI

LI DLL LY VLI V3D 09V LDV

Jaurrid 2533431

(08 Jo 1¢ 98ed) THANDIA

YL VVLIVILLD ODL BLY 303
2D3.1¥I LYV D.LI VOV VL LoV
LD LD LIVVID OVLVVO VYD

LL 299 .00V DV V3D VID VVD

LI LVD OVI VID LOD DLD
VYV ¥V.L L3V VDL YD) 33D L33
YV DLV OV9 199 DVD .LID LIV

LOJ VOV IVV LLD LYD VID IVL
B L3V VID VY.L JLL DOV OVD
JVOLD LLV 30V 229 LLD LLL
VI.LLI JLL DVIL 91D LD LLY
DV V¥VD 19D LVL I.LD 3DV V9D
IV 399 VYL IOLY VIV VIO LLD

YV YVVY OVV DOV 1D D02 1OV

9V LD OVV DLLBLD LOL DLL

Jourd piemsoy

F095££9T
¥9SEEEIT
1482€€9T
86¥0EE9T
L6LEZETT
6¥STC99Y
0T690%EY
LL6ZEOEY
796TL8TY
6851582%
L402092%
8086552%
89¥15¢ZYy
6E¥080ZY
1680£0ZY
T6E6Z0CY

dojs

GGESEEIT
STEEEEIT
ZTZ9ZEEIT
6%20E£9T
8¥SETEIT
00£1Z59%
19990% €%
8EZLZEOER
ETLTLBTY
0¥E158F
8Z8109Z%
6556552
6121520k
061080Z¥
Z¥90E0TY
Z¥L6Z0TY

Hejs

PrALE
TZiyo
12440
pLACE
TZ4Y2
TZI0
173
17y
Tgago
TZIY0
Tep
Tgayd
TZY0
Tgayo
TZ4Y2
prALE

2WOSOWOIYD



DK/EP 3649260 T3

$991 €991

Z991.1991T

0991 “659T
8591 ‘L8591
9597 ‘S59T
$S9T ‘€597
ZS9T1S9T
0591 6%9T
gv9T “L¥IT
991 ‘SHIT
79T ‘€591
ZHI1THIL
0%91 ‘6€9T
8E9LLEIT
9£91 'SE9T
$E91‘€E91

SON a1 DAS

YIHDDVLL VOV OVV HOY 1OL
YY OL) LLD ¥I.LILO DLLILL
DDLVIDOLY LVDVOVIVV VOV
LI D9LIOL YYD LLL 30L LVY
OY .LVVYID 333193 LLLO3L
VLI 9LD 99V DLLOVY B.LD
YVHL VOV JLL HVV 59D IDL
LI DVLIDIDLL VL] LOL DLV
V2.L2D LLLDLL DDL JLL OVD
LY DL DVV DLV 30D LLL 5YV
V.LD 39V LLY L9V DLLIID VIL
LV 303 LOL JLL LLV DLL D32
3 JLLILY LOL 3LY OVL 21D OV
V9 LY3I VI3 0VI DL L1L LIL
YV VV.L D3V .LVD I3V 33D DLL

Ll VOO YYD VOL 99V YYD DD

Jauriad 2533431

(08 30 76 28ed) ZHUNOI

VVYVILILID) LYV VILODLVYVL

LLO3LI1) I5LOVD VI OVD
YD DL LYV DLYLVD YVY 20D
LLHYY 351 LYY DD LOD LyD
DY 315 LVV 2L 9593 L1 VID
9L L99 V2D VVY DYV LYD DDV
¥V LOD.VLL DVD HYD HOH vy
VL9V ILLIL)I D95 LoV ILL
L 12D LOV DLI QLI DLY VVY
¥2 D01 V99 LLY YVV VD LD
20 99L VL3 LY L9LJLS LLL
LL VY 995 LL9 1OV 3LD 1oL
YLOLL J0L DVLOVL YII DL
YOOV LLV DDV VIV VIV VOV
VOVDD DLL VIS OV DLV VD

DVOHVH LD OVD LD LOL LVD

Jawmnxd premaio)

PPLTLO9T
£098909T
89EE909T
£990£091
74870097
9265851
66985857
[AA 44100
18¥918ST
ST9TELST
9¢Z9ZL8T
909¥TLST
DO0SETLST
66885£9T
5586%E91

019%FE9T

dojs

S6YTL09T

85£8909T

6171€2097

FIF0E09T

S292009T

ST06S8ST

05¥858ST

£96E¥8ST

ZEeIT8ET

99ETELST

LL6SZLEL

LSEVEILST

TSZETLST

09985E9T

9096%E9T

19E¥PEIT

jeps

TZayo

TZay2

TZayR

AR

T2

T2y

TZ14>

TZ4y2

Te2

Tz

12142

Ty

TZaya

TZayD

TZay2

FAE

AMIOSOWO.IYD



DK/EP 3649260 T3

9691 ‘G691
$69T €691
26911691
06916891
8891 £89T
98971 ‘S89T
$891 ‘€897
7891 ‘T891
0897 ‘6491
8491 LL9T
9491 G£9T
$L91°€L9T
ZLIT ‘TLOT
0L9T 6991
899172991
99971 ‘5991

SON a1 DAS

WY HLL LIV DVD VLY LY.L VIV DOV
991D VIL.LOL VLD LD DOV
J.LLD YVIDOVI VYV VLI VYV 20V
91D LVD LBY VI DV.LVVLDID
L LLL Y.L JIOL DVL 393 V3
IV VVY DO VYV IOD LYV VID

32201 1VD.LVDVID DV VOL

LL-DLLYID VIO VIV VLD DDL

LIV YYD VVY IVD IVY LD
19 19V 399 VVI VLD LBL OVL
VOD DYV VYYLIDD YOV VVD DVL
LLALIL DL LIS DLL 331939
LLJ3L L3I LLV 3L 302V])

OLVIDOLY LVD.LID VVO OLD

Jauriad 2533431

(08 30 £6 28eq) T AUNOI

VI ILLOLIVVI VIS LOL LIV
OVIOLIVY V3L LDV DL IVL D2V
30 LLDVIV LOL VOL YYD 22V
991V 300 VYV DV LVO YV
3L 3I93DLOVLI3L LLL VDD
LY QL1 20V VLY DVD DOL IV
¥JD9L LOL VI 3VL DOLIJLL
JLLLIBLD YYD LVI LVV VL1 39V
IDVVI DIV DDV ALV VOL.LVD
9DL L¥D VIO VILDILVID
IDLILLLVL I9LIVIVYD¥OL
9V IVI LYD DOV VI VIV VVD
L LYD D99 LYV OVY 3DV ILL
LIL 319 VIV VVI VVI AV DVL
939 LI99LI VVV IDL D1] LLL

WL 2D VIV VOL IDD VLDLYD

Jawmnxd premaio)

¥82L0291
086£079T
98586191
85096191
9876191
S50T619T
86668191
01199191
99409191
1¥8T¥1I9T
8TZO¥19T
VII¥E191
LEGOETTT
VEECTIIT
LZESEIOT

TEST8091

dojs

§E0L029T
TELEOEIT
LEEBOIIT
60856191
81926197
90806191
9%L6819T
19859191
LTSO2I9T
Z6STVI9T
6966ET9T
S98EE19T
8890ET9T
58027191
8051191
28218091

je)s

TZ1u2
TZIY2
Teaye
TZay2
TZ4y2
TZay2
TZIyd
TZay2
Al
TZayd
Tz
Tgay2
TZay2
Ty
|F2ACE)
Lz

AMOSOWOIYD



DK/EP 3649260 T3

8241 °L2LL
9zL1S2LL
YZLICTLT
(AAARFFAR
0ZL1'61LT
8TLTLTLT
9TLT ‘STLT
PLLTETLT
ZTLTTITLT
OTLT'60LT
80LT “L0OLT
90LT “SOLT
$0LTE0LT
COLTTOLT
0041 ‘6691
8691 L691

SON a1 DAS

LL LY VOV ILD VYL 301 DOL
BV 933 DVI VY 519 LIL V19
V3 VOV VYV DILOVL VIV IDD
J3Y HLL VIL YIS HLY VLL 39.L
59 L9 VIL LVL L¥D 519 519
LLDLD L¥D 329 °VLL LDV 20V
991 301 LVL HVV 301 191 1oL
22VHL LLDLDL JLL LLD 30D
9LOLL DL LI DLD LLD LOV
31 1OV DOV IOL LIV D0V VIV
¥V OVI.DLY LD LYD 0V IOL
YV OVD DHL IOV DYI VOV VIO
199 DY) 1DL IOV LLD IVL VDD
Y Y2299V YIL VIV YYD VI3
VI.LVD LLD LD .LLS 139 LLL

L VOO VYVI LI LIV HVI LD

REAGETS CYE R

(08 30 p§ oded) T HANDIA

LD DVDVIV VD DVY VVI LLL
I9VIDVVIVILVYY VI VOV
LV DOV D¥D VOV DVD VOV OLL
LD VOY DVD VOO VIO VOV IVV
VL LLL V29 9V2 213 133 103
LV VV2 VYV 009 LLD HYLIDL
LL L¥9 19Y 233 HID VvV I1D
¥ OVLLLY DDL VOV LVD YOV DIV

¥ JLLLOL DL LLO VOV V22
Y2291 V2L D01 LDV DLV 1oL
YV OVY DYV YO 39D ¥IY 599
OV DLY YD LLY YV DLI VDD
OLVIL LV D19 LIV 9L LYD
IV YVV 330 ¥OL DL LL) vvD
Y.L VIV DV LLO-9VDD0D-LLL

LIV VYLI VOLOLY VID LID

Jaunrxd piemaq)

Z9YILETL
16066291
9€69629T
92196291
£8%06291
Y119429T
£E86E£L29T
EELSIZ9T
EBLLYZIT

T90E¥Z9T

88ETPZIT

54298291
YEOTEZIT
95102291
61STTZ9T

06560291

dojys

£1Z91E91
Z¥886291
L8996Z91
LLBS6ZIL
YEC06Z9T
§9854Z9T
TELELZIT
78¥59Z91
Yre9¥IoT
c18Z¥ZIT
6ETI¥Z91
92098291
$8L0EZIT
LO66TZIT
02211291
17E60291

Mejs

prae
Tz
AL
Tzays
TZ1y2
TZy2
TZ4Yd
XL
[FALE
TZ1Y
Tzay
Teay
£ALE]
Ty
AL
[XALE

SWOSOO.IGD



DK/EP 3649260 T3

094T ‘6SLT

8SLI LSLT

9S417'SSLT
PSLTESLT
ZSLTISLT
0SLT'6%LT
8L LYLT
LT ‘SHLT
VRLTEVLT
LT TRLT
OFLT'6ELT
8ELTLELT
9E4T ‘SELT
VELTEELT
ZELLTELL
0gLL ‘6TLL

SON a1 DAS

LOLOLL 1Y) LV 311 D33 Dvy
YOL VVV 3VJ.3VV LLD O¥3 D¥D
YOV ILD LID VIL VYO JLY LOL
VI3 DVLLLI VLD VVI VIR IDL
23 YVI V3D LLIOVY DLD VWY
JLIOLOVD LID LYY DLV VVD LVD
JVIVID.LILIDD LIDVILV VLD
VOV LLY L1 VDI YV 23D VDD
LOL LVD VDV .LOL YLD 30V 29D

YOLOVD VV.L OVD VID VYVV IDL

I3 VIOLILY VY.L VYD .LYD LDL V3D

LLV 33L VY.L DL LVV 200301
V.IDV3ID VOUL V3D OVD DYL LIV
219 YOV IV LVY IVIVVY 339D
JVIDDV IOL LIV VIL LIV LVL

DL HLL DIV yID VY DLV OVY

Jaurrid 2533431

(08 30 ¢ 38ed) TAANOI

303 LDLDDD IDH LYI VIL VLY
JLDDVLIOVIVVI.LILYIVOID
¥ILIVV 23D .LVVY VOV DVD ¥DD
LV9 YLD Y39 DLV IVD LLL O9L
LIJ VY VLD VILOVY BLLOLD
VVI DLV DVOVOL L2LJLD LIV
LVLIVVIL LIL 39V HID LD VIL
V3L .LLD LLL 31D LOL IDLIVD
YV 200 LOL DDV LILVIL VLY
DLIIV.L DDL LVI ¥DI LVD LDL
LOVYDLLILD 19V JLLIVY VOV
VIOV VOLDYI.LID VIV LLL DIV
JLLOVI .LYD DY VD YWV OVY
LLL VLY 913 991 990 LIV LLD
J9L LLD JLLOLY LY VIL LIL

D9 VOV OVV IOV IVD VIO LYV

Jawmred paemio)

£T9E600L
88T6800L
L5¥99669
08¥10999
8€L96599
96¥58599
S59%%£99
90Z¥¥£99
6T¥¥L0S9
8L6ELOS9
¥£999059
22896619
L819L6V9
VLT9%9%9
08S¥EIY9

9800291

dojs

PIEE600L
6£688004
80299669
LEZT0999
68%96599
L¥258599
90%¥¥E99
LS6EFETT
04TVLOS9
62LELOS9
52¥99059
£45966%9
8E65L6%9
S26579¥9
LEEVEIFI
9EB6LEITL

els

8TIyd

8140

8Ty

8T4Y>

B2

BTIY2

8TIYd

BTy

BT

BTy

8Ty

gLy

BTIY2

8TaYo

gLy

PEACE

WOSOWOIGD



DK/EP 3649260 T3

Z6L1THLT

06417681

88412841
98L1'58L1
$8LT'E8LT
Z8LT18LT
08LT "6LLT
8LLVLLLT
9LLT'SLLT
FLLTSLLT
ZLLTTLLY
0LLT69LT
8941 °L9LT
99LT ‘S9LT
¥ILTE9LT
Z9L119LL

SON a1 DAS

L19 DIDVIV HOV VOV VLL 399
DY HLL VL 399 VDD VIV DIL
3V ¥9L 191 VI3 IV VIV V1D
LIV VV¥9133 DVL YOV 003V
LIVD VY3100 119 VYD IV OLL
Y22 VW1 VOLLID LYY DD LYD
2 VVV V2 LLD DV3 VOV OV.L VOV
LYV V2D DVD LV9 V¥ DLL DL
Y20 519 9L LLY LV9 DLY DVD
LIL 329 LVV DYI VIV OVI VVD
LYLVVL LLD Y¥D DL DV HOL
¥VV DDV 13D HVD VYD LoV L3V
BOL VIV LLD DLL 2D OLL L))
5313 DYD.LYD L1I IV IVD AvV
YL JVY YIDILV V3D VYV DOV

199 VYL LIL VI3 DLD DLL-LV

Jounrxd 9819491

(08 30 9¢ s8ed) THUNDIA

VIO LOLLLY LD DY 30D LLD
LV¥V 309 LLIIVV LY JLL LD
J:IYD VOLOVV DVI VLD DVI VYV
JLL VOV DLY LLY V33323 LIV
DLL LV] D9V 1VI LLD 313 DLL
VIL.LOL DL ILY VWI VYV DD
L33 191 LLD 21D DVI VIL LLY
DILVVI VYL OV LDD LDV VDL
VY VI VYD DVI VYV LIV DOL
D01 13D DLL DL VYD LLV LDV
SYY VIV VIO VLY D13 91D DL
OV DV DIV LYV DOV DVV DYV
LV2 DYD VVY DV OVD VIV LV
Y.LV VIV YOV VDL 993 DOV VYD
L3231V LV ¥vV3 .LLD 3DV .LVD

VLD OVD DOLVIIDYO VLIV IVY

Jawmnd premaoy

LSELSBEL
00068LEL
9LZSLLEL
69989.LEL
Y00S9LEL
S6LZSLEL
VELYOLEL
£ESS09€L
¥958¥SEL
O¥PIPSEL
912£8904
S2Z5L90L
981T020L
LLEDOZOL
LI16610L

¥818010L

dojs

80TTSREL
LSZBBLEL
LZOSLLEL
0Z¥R9LEL
SSLVILEL
9YSESLEL
S8TFOLEL
882Z509EL
STEBYSEL
T61THSEL
£96Z890L
9L6¥L90L
£0600Z04
82100204

89886104

5E6L0L0L

Hegs

gy

EIALR

8Ty

gLy

814Yy2

8Tay2

8TIYd

gTIYD

gTYd

8Ty

grIy

BTy

gTay?

8Tayd

gLay2

EALE)

AWOSOWIO I



DK/EP 3649260 T3

$Z81‘5Z81
ZZ8T ‘128L
0Z81°6181
8181 2181
918175181
$181 €787
Z18T 18T
01816081
80812087
9087 ‘S08T
#0871 ‘€081
2081 ‘T08T
0081 66LT
86LTL6LT
96LLSHLT
¥6L1'E6LL

SON a1 DAS

99V 19D LVI DILIVY ILY V¥D
YV.L VVY J0LIV) HYI D99 VLY
DDV VOV DID ¥DY D)L V1D YVV
L9V J¥V DID VYD DD LIL DLV
132130 LYL 3LD L1DVID H1D
3LD D33 VOV ILLVIDVVY LLD
995-L¥D HLL LID VIV LYV DIV
D1DLYDLLLILOVI DL ILY
V2D LVV DOV VOV YLD DVD HLD
YYD V19 DYV HLL LOLHHD ¥ID
VD) LOLOLLVLI IO LID VLD
D2 JLL DV ¥VI VVI ILLYID
Y2DYV9I VIO ¥¥D LLL JLDDYD
HLLYID HHY HLL VIV VIV VYD
VVV JVD.LIOVIDDLLDIDVID

JIL ALL D9 DAL LID LLL OVL

REAGETS CYE R

(08 30 16 oded) THANDIA

LVV VLL 309 VLL 3V9.LID 5L
3D9LILV VVL 19D 51V VOV VD
LLV LLD D9V 9V¥D LVV L9L D32
LIV YOV VIL OVD LLL 91 20V
9L VID IVI.LLL V3D HYD 1VD
LD LLV D23 1OV OVV 1OV DLV
LIV J¥D.10L D91 00V VL YID
DVI VOV VOV DDV DVD VIL LLD
L¥D YOV DOL VAL VL LIV IID
JVV SLL VY3 OVDH LOL ¥I9 VD
DL IVD DLV YV HLLILI DLL
VY.L LY O¥D LI DD 21D 19
YOL.LL9 DL 9I0 LVY HVL LYD
HHL VIO VYV IVY D9V YHLILY
¥ J9VOVY VIL D0V LIL OLL VL

LI2°LLY DVV DOV VVD VOV VIO

Jaunrxd piemaq)

L448268¥
SEE99Y8Y
EZVLB6EL
86L586EL
0ZEYLOEL
0£59996EL
LT¥F96EL
LL8LV6EL
19vEV6EL
£9Z8E6EL
YTIZE6EL
L6VYB8EL
¥50088EL
CSEILBEL
LL9TLBEL

Z96¥58EL

dojs

87582681
98099% 8%
VLTL86EL
6vS586EL
TLOVLGEL
TZEI96EL
89T¥96EL
829L¥6EL
ZTCEVOEL
YTOBEGEL
89BTE6EL
8VZY8BEL
50B648EL
E0T9.L8EL
CIYLLBEL
ELLYEBEL

yejs

g1y
gLy
gLy
gLy
8Ty
8Ty
8T4Yd
STy
3 ALE)
8Ty
8Ty
gLy
gy
grayd
gLy
gL

SWOSOUO.IGD



DK/EP 3649260 T3

9581 ‘SS8T
$S8T €581
75811581
0581 '6¥8T
8v81“L¥8T
9%81 ‘S¥aT
$¥O17c%81
Z#8T ‘TH8T
0¥87 ‘6£8T
8E81 28T
9E8T ‘SEQT
$E81'CE8T
ZEBT ‘TEBL
0£8T“6Z8T
828172281
9z81 5281

SON a1 DAS

LILLDL LD DDD LY.L LLD DVL
DL3LYII2LIIB VLIL LVD JLL
J0LLIL JDD LYDLLD LV.L D01
YVLOLY DOLOYD IOLLVI DLD
DDV L9D DLV DOV VVI DLL VYYD
YVO LLIDLL V.LL 0¥ 0L 02V
V959V LLL SOLVILOLL IVD
92D LOL VIV DLY VIV DYV HLY
VIV 220VOL LVD LV VLL DOV
V.LL DLV ¥V DLD 3V OVV. 00L
¥23 ¥V V3D V2I.LOV OVY LVY
99V LI VYV ILI DLV OHVL DLD
LVD VO.L.LI3 ¥VD DLLILL-LDD
VYV LLI 99LIVY LY VY.L 30D
VL339V IVD LLD.LID LVV VOV

JOV DOD VLY LLL 31D DIL-LLD

Jaurrid 2533431

(08 Jo 8C 38ed) THINDIA

LI LIS LVLOVYY 03D 133 91D
V32 1OV VLL 153 DLL 3LV 3DV
LYI VOV VOL.LIL DOV VIO VDD
OLL LVD 299 VIV DVD VIODLL
LLLV3J DDV VILIVOVSLIOLL
9V 99D IDL LOL DLL LOLDLL
333 LLD LLL¥DI D)L VILOVL

L DYV VIV .LLY 51D 90V HV.LID)
VoD DLLIVL LD LOL-LVI-ILV
9L LVI LLVY L¥D DDV JJL LOL
JOLIVIVVYV LYI VVIVYIVID

L9LIIVL VYV LLIOVV 239 LLY
LLL 39V 901 VYV OVD LOL D34

LLJLIVOL LVIIVV 99D .I9L
V99 LYYV LLLOLY L31 331 vV

Y3300V LOV LLY LVY DYO IVV

1aurpd premioy

9T9EFZ0S
8TEEYCOS
8EOETZOS
2596£705
80L05T6%
<8L0ST6Y
9286%16%
65287167
¥r6L106¥
¥£99006%
594%006%
£5509687
TET0968Y
S01ES68Y
ELL1IS68Y

LZE6TO8Y

dojs

L9SEFZOS
690E¥20S
68L2V20S
£0¥6£Z0S
65¥0ST6Y
£866F16¥
LZ96¥T6Y
0108¥16%
S69L106¥
SZ¥9006¥
9TS¥006%
$0£0968¥
78865687
9581568%
yZS1568Y
8406268%

yejs

gTIYd
BTy
gTay2
8T
BTy
8Ty
BTIY>
BTy
8Ty
BTIYd
8T
8Ty
BTG
8TIY>
LIy
BLIYD

3WOSOWOIGD



DK/EP 3649260 T3

8981 ‘2881
99815881
$881 €881
Z881 1881
0881 ‘6481
8481 °LL8T
9481 ‘SL8T
PLBTELET
TLBT TLET
04876981
89812981
99815981
$981 €987
2981 ‘1981
09816581
8591 ‘LS8T

SON a1 DAS

HLIVIL D09 LEDLOVYLL VOV
209 VIVHIL VIV OHLD LLV VOL
VYD VLD BVI VDL DVY VO2 DVD
199130 VOLVIDIVV VLI .LLD
J¥VD Y3 VIV VVI VLV IDDVVY
LVL 33V VOV LDV VVI D03 DLL
99513 HLLILL LIV OLL DOV
J3IVL 399 LLLOV3 LLDLVL ¥OL
VYL JVDLLD 12D VOV IV DLD
V9D OVL DL LVV VLD DLI VY
V93 ¥OL VLI VOY 399 LLD-LLD
VOV IVV YOV 33D VOV OLV DVL
L9599 VID IVL ILLOVD.LIL LVL
3LLJLL LYD 33Y 209 L3LYYY
LY¥V3 LLV-9D9 LLL VL3 30V 31D

LLL VOV 332VYV JLI.LIIVID

Jaurrid 2533431

(08 30 66 382d) T HUNDIA

LIV VVD.LLL DI V99 DLLLYD
VOV YOV VOLILL 13D L1L 99D
YLL 9DV 999 YD) DV.L IO VLL
B9 19V VD LYV H9Y LIS HVDI
3 VL YYD BVY VIL 13V SLLOLD
HLIOLL 9L LY D10 9L LY.L
LY D9V V3V 50V 599 130 LLV
LL3 VLD VOV DVI VOV D9 VYV
IV OLD D10 LLY D9 VILOVD
YVV DLD LOV DOL DDV VYL V2D
V¥ HLL LDY 5L LH9 VOO YvY
L0 LY.L 9VI VOV OVD LID DLL
D99 VDD V19 OVI LLLVOL DLL
BLL D9L VOL LLD VD HY LLD
VLL I9L 99V V9 VOL OLLVIL

LD DLLVILOLY LLI DL VLD

Jawmred paemio)

T6¥S29s
0Z¥¥P29s
9826%195
S168%19S
£6¥¥9095
8E102505
8ZEFTSOS
T¥L6%70S
9806%¥05
8E0SZP0S
1L9¥%Z70S
EESECHOS
9668E££05
08Z60£05
94680805

8L¥L¥T0S

dojs

TYESYZ9S
LLIYHZ95
LEO6FTIS
9998%L9S
YZE9095
68861508
640¥150S
Z6¥6+¥0S
LEOBYHOS
68L¥ZH0S
ZZVVER0S
¥8ZETHOS
LYLBEEQS
LE060EOS
LTLBOEQS
6ZZLYZOS

yejs

gy
gy
BT
gTaYd
8T
BTy
CYAUE
T2
gy
BT
gD
CRRUE)
BTy
3R]
BTy
ERUE]

WOSOWOIGD



DK/EP 3649260 T3

0Z61 ‘616T
8T6T LT6T
9161 ‘ST6T
$I6TET6T
ZI6T"TT6T
01616067
8061 "L06T
9061 "S06T
¥06T €067
Z06T ‘T06T
0061 ‘6681
8681 “L68T
9681 ‘S681
681 ‘€681
Z681 1681
0681 ‘6881

SON a1 DAS

Y YVLV.LL 515 ¥HLILD 591001
YD 9V VYO YYD DOV 1OV ILD
31V LOL BLV 30V LV IV IIL
LLL JVLOLV 330 VIL LY D1
VVD OVL VLV VO DV HVI VIV
L3DDL) DLV DLLOLL LD VvV
HYV V29 19D VLL DLLOVDI 1oV
JIVD VWY IVI VID ¥YVV D00 LIL
VLD DOV OVD VOV VOV DIV VL
¥OL9LYHL) LOL LYD OLVILD
933 HV.L VL9 LOV 29D LLV L¥D
391 VLL DLY DLL LDD LDV 19L
HYD YOV DYD VYV DV DOV.IVV
HYY D9V YLV DL HVIDLY voL
D9V VOV DLLOVI VVV 99V V3D

99 LVIILL V3LV VD VYD

Jauriad 2533431

(08 J0 00 28ed) THANOIAL

LLD YD 513 LYV OvD LIDDHLD
L13¥ D3LIVD VIV ILV VIV VIO
DVI DOV ILL DLV LDD VYD VVY
YOV VOV LVD DY) V39 LoV L9
JVLII 3L OYIVII LYY VLD LLL
29D LVI ¥OLLIDVLL LYY VDD
LV.LOVL L33 OVIVILVIDILV
VLLJJLODLVIVYIV.LLD DL
VOV OVV DV DLV VVD VDD LDL
YOV IDL D90 VL3 LLY YOV OVL
LDL 9V9 LYL-OLY LOL 19D VOV
VVLVIV 3OV III VLI ILLVID
VOV IOV OV VLL OVDI VIO LYV
VYV 390 YOI LLL VI3 DIV VLV
200 ¥VV DVV DVDVID VOV IOVL

JLLOVV VID DOL LD LY.L LD

Jawmnxd premaio)

PT0SZ¥6S
VEEFIFOS
6E50108S
09€6€08S
LL58E0BS
4408€08S
S¥S6T.LIS
BOSSE99S
0BEEEYIS
9€LT0998
£5¥¥ES9S
TELEES9S
BEVZELTS
09282595
B6ZLCS9S

Z1EL¥T95

dojs

S9/LvZ¥6S

S80¥Z¥6S

0620%08S

TIT6£08S

82EBE0BS

8¢8.£085

9626195

6525€995

FETEED9S

L8Y10995

802¥£59S

2882E59S

0612E595

11082599

6¥0L259S

E904¥29S

je)s

8Ty
gTay2
gTaY>
) alip)
T2
BTy
gD
BTIYR
g
8Ty
8Ty
EYRLE
8Ty
gLy
gray2
gTYd

AMIOSOWO.IYD



DK/EP 3649260 T3

ZS6TTS6T
0561 6%6T
aveT Ly6l
961 SH6T
$he1 6T
Zh61 ‘THeT
0%61'686T
8E6T 'LE6T
9g61 ‘SE6T
$E61 6T
ZEBT TE6L
0£61 ‘6261
8Z61 ‘LT6T
9Z6T‘SZ6T
$Z61 €261
Zz6l IZ6l

SON a1 DAS

L¥D V.LL DLV VV3 DLDVIL 23D
L 29V ILV.LLLVIVVIL 323 VI3
YIL 30L.L3J DLL JLD DOV LVVY
V23D OYY DDL VIV IVY VOV OVV
YOY V3D VVV DLV LD L3D 1VD
L9 VIIBLL VOV IVL LOD VIV
1YV 391 HOL VYV LDV HLL DYD
OVV 12D LLL V3L DL L33 90V
LYD DVD VLD VOL VDV DDV.LDD
¥ V] .LOV.LVD LVD.LVD OVD VOL
LL LY VOV I5.L 139 919 HLL
VV3 OVLIHVD IIL VLOVID DIV
IDLD DLV VOV VLY VOV VIO DYV
199 LYY LD3VIL VIV .LIDIVID
LYV LOLL3L VI VVDVIDIID

VLLDLIDID HIV VDL OLY LLD

REAGETS CYE R

(08 30 9 sded) THANDIA

DLY 93V VLV LVD DOV D01 IVVY
YVD VD D0L YVV 3Y¥D LOLLJL
YLI9 LLYV D1 DVD-OVV DVI LDD
YV DIL LYV HVL DDLIVIVVD
JLY 21V ¥OV V3D 313 BYL HVD
20V LD LVI LYV VOV DD YOL
LV VV.LODL D9V DL VvI DDV
LOLIJ91L99L LLD VLL LBL V3D
DIVD DDDVIV VLD VOLYVD LVD
VLLYOL D13 V2L L2D LJL IDL
YV.L J¥D Y99 .LLD VAL DLI VOL
V.LLVIL L3L 99V D13 DD VVD
JL.LOL.LLV LD V3D DV D0V
V39 JVV. 1OV IVY VIV VOV I3V
9VLALD IOV .LVI DIV LID VIV

VLV JLL LD JLO VVI DLV DOV

Jaunrxd piemaq)

8ZZLSL6S
899¢TL6S
21896965
9E€96965
£9656965
LE9TEY6S
8207£965
6EETEI6S
20852965
5ZZST965
70495565
£6ZEVS6S
69180565
§/%00565
£9666V65

ELSTPT6S

dojs

64695465
61¥ZTL6S
£9596965
£8096965
8T.56965
88ETEI6S
6LLTEISS
0601£965

£5552969

9L6¥1965

£5¥95565

YYOEYS6S

02640565

92200565

81.66V6S

VCELFTES

yejs

atayd
g1y
g4y
8TIY>
8Ty
8Ty
8TIYd
gT4y2
EYelie)
8TYd
EYRIE]
8TaYd
8Ly
JRLE
8Ty
gLy

SWOSOUO.IGD



DK/EP 3649260 T3

861 ‘€861

7861 ‘1861

0861 ‘6461
861 LL6L
9261 'SL6T
PLOT EL6T
ZL6T ‘TL6T
04616961
89617L96T
9961 ‘5961
$961 ‘€961
2961 ‘1961
0967 ‘6561
8561 2561
95615561
Y561 €561

SON a1 DAS

LI LLD OVY DI LLD LLD 3LV

VVV'OLD 9L DVV VI3 DLV VVD

D59 JLV LYY LD LID HYIV.LL

J9LOVI 51D LLV LIL LLD HLL

VOL LoV DL VIL VIL LLD IOV

D09 VVY 39D VLD OOL LIV LLL

J¥9 HYD LYY HVI LOL 31D 1DV

LD9.LOL DVY DLV 391 DLV L1

LLLDLL 933 LOL DL) LoV VOV

VDL V)9 LLY DVD VY.L DV3 DVD

9LL 3L IL9LLI JLI YOLHLL

99V DL VY.L VD JLH DY vyD
VY.L 99V DLL VYD 9OV I9L DV.L
LOLIOLL LD LYY VLL VIO vOY
LOVI VYD LLD LLV DY) VIOVID

LOLY VOV VVI LOL LV OVL LD

Jauriad 2533431

(08 30 TV s9ed) THANDIA

D9V OLL VLL.LOL LLDY D9L 991
JLY LLL 31D VOL VIL IDL 33D
IDLILY YVI VOLOV.L LDD LIL
9LL 191909 VLD LEY LOL LOL
JVYD 1OV IVV DVD DLD LIIVLL
901 L93 LYD VLD LLL 21D D9V
¥ 09519V IDL 2032 LLL VLY I9L
333193 L33 VOLYLL OV LIV
VoL LD LOLILI DLV LYI VIV
V¥V 999 LYV VDV VDD VLD DOV
LOL J¥V V.LL L33 LVD 993 LV
OVV VIL LID.DYD VIL LLD LDV
LYY 393 V2L VID VIV VIO VYD
V LLXLVI VI VV.LOVI LD LD
LIJLIVLVILIVIDLY VL LIL

VOL.LOL LY.L 330 21D DIV VYD

1ud piemasoy

82ZS8E09
Z¥8¥8E09
Z098LE£09
£v60¥209
0E9TT009
0601009
£169666S
250%L466S
15801665
6BEQT66S
58560665
E0E60665
09955865
SZ1¥186S
¥290865

8EOTLLES

dojs

646¥8E09
£65Y8E09
£5E8LEQ9
¥690%209
T8ETT009
1¥50T009
82496665
€08EL66S
20907665
0¥10T66S
9€€60665
5060665
TT¥S5865
9L8ET86S
£6650865
68404465

ejs

LYo
8TYD
T2
gL
BLIYD
BT
a2
8TIY2
B0
) RLE)
EARLE)
gL
BTAYD
gLy
gTag2
LRI

Jurosomo.Igdy



DK/EP 3649260 T3

9107 ‘STOZ
$102 €702
2102 ‘1702
010Z 6002
8002 ‘2002
900% 5002
$00Z ‘€002
2007 ‘1002
000z ‘666T
8661 ‘£66T
9661 ‘S66T
$661 2661
7661 ‘T66T
066T ‘6861
886172861
9861 'S861

SON a1 DAS

S VIV LIV LI LLL D31 33V IVY
LBLI LVIVLL VY3 VI 1D VIL
LOL LVY VOLJDL LLDDLD LYY
VL V93 LYY VLL LOL 391 29D
VVI IDLVY3ILLOVIVVI LLD
LLY DDL V39 DLV DV.L DYV DL
JVIILL OVY IOV VIO DOL LLV
VIV-H93 DL LLY L3L VLD DIV
DLL OVY OVD LIV DLV DLLIDD
VLV YLD .LOL V2D VOV VI3 0L
YYD VOV OVY IVD DYL LIV DDV
LID L3V VYVIIL) DLV DLIVVD
YIV-20L.LID DYV ILD VLD LVD
JLL DIV VY.L IVY IDV 39V ILD
VIL AL VLI DIV LIL IVLDLD

Y DYV VLL VOL DLY IDL VOV IIV

REAGETS CYE R

(08 30 £9 sded) ZMINOIL

¥ JLY V9 ¥YVV DV.L VD D01 HYD
3139VI VI IDLIVL LID VYD
DYD VLL DDI ¥OL DDL DDLYVY
LO9LOLL LY DL LLY 123 LLL
VOV HVD YL 1OV DOV 199 VOV
OLV ¥V¥D LJL LLD LLY 1295509
YV VOL.LOV DDL VIV DOV J0V
599°¥IV HOL 9LV HOV VOV LLL
LYV L0291 JLD LLT LLD DVL
LOLD LOLIVO VYL LLY D09 YOV
YOV DIV DLL VIV LD 999 ¥V
LVDVLL J9L DLV VYV D0LDYD
29L V33 VOLOIV VOL LY.L L33
IV9 HLY 39V IVL DYV 95V ¥99
V90 .15V DVL VIV J0L 199 L1V

VY LLLDIB VIO DLD LVL LDL

Jaunrxd piemaq)

£81Z1909
9595%509
Te6¥¥S09
62977509
LETBESOY
LTIY¥1509
9000.%09
96€£49%09
90045%09
0Z4Z5%09
96Z6¥¥09
0I8¥EY09
Z0E0Z¥09
8%y 1709
EEETOV09

£6468809

dojs

YEBLTI09
LO¥S¥509
CrLY¥E09
08EFFS09
888LESQ9
89T¥I509
LEL69%09
LY¥T1LIF09
LSL95%09
TLvesv09
L706¥¥09
T9S¥EYQ9
£5002309
66121709
¥8010%09
Y¥S68E09

yejs

aTayd
gTIYd
g4y
8TIY>
8Ty
8Ty
8TIYd
gT4y2
8TIYd
8TYd
EARIE)
8TIYd
gTaYd
a1aYd
g4y
Al

2WOSOO.IGD



DK/EP 3649260 T3

8%0Z ‘L¥0Z
902 ‘SH0L
¥¥0Z ‘€02
ZH0Z T¥0Z
0%0Z ‘6£02
9£0Z ‘LE02Z
9£0Z 'SE0Z
$£02 '€£02
TEOZ “T£02
0£0Z'6202
82072202
9z0Z ‘5202
$207 ‘€202
zede 'Tzoe
02026102
81024107

SON a1 DAS

IDLOLL ALY LIL 13D IDL.LLD
JVL DIV IVILYIDLLOLI VVD
DLL LD OVD LVD LYY VO3 LoV
LIV LI VVD.LLLOVV D9V I¥D
YOV LOV DVL VIV IDI DYV OVY
DLV LYY VOL 31D LD .LVD DD
LL95LLHOHL IHD L9 VOV
JOLSYL LD LYV LIL LVD DDL
L YOD VLL DDV LDV JLL L3 99D
LOL DL 9DLLVD LLL V3L DLD
DOV V29 VIV .LOL LLV Y2V 3L
LVVDLI J0.L.LIV VVI DVIVVD
3 2L LLI VI3 DYV .LLYV VIV 3DL
LI VILYIIVVLILI VILLID
YV VLI VVI IOV IDD VL IVV

DY 393 O¥3 LLV JLLIVV VIV

Jauarid 9533431

(08 J0 $9 98ed) TAANDIA

JLLYIL LIIDVIIVILIVYYD
959 9LI LLY L1D DLY DLV LVI
9L LYY .LVL VI3 20D VOL L)Y
LJ2 LIL LIV LLD 339 LYV JLL.
3LV YVJ LOL 39V .LOD LLO DLL
LY LDV YVL IOV HOLIVV VI
V OVV VOV VO9 VOV DL LVL DOV
993 LLD VOV LVD LLL D39 VYV
LLD 22V V.LL-L3D L33 DYV IV.L
LLJ ¥9L 31D LLL OIS L1 DDL
VY I.LY V¥D .LLL DL3 13D V9D
LVLIVIDLD YID LIL LI VLI
VO.L.LLY LV.L.LIV DIV DLD 0L
VYL ¥IL 3L LOL LIL-L39 13D
LV3 IVI LIV LVD DDLVVIVID

DIL VLY DL LY VIV DDV VIV

Jourrd paemia)

Z2€859609
82119609
£2485609
FLVES609
06405609
T5¥6£609
ST68£609
¥E€8¥1809
LB6ETR09
E6LLLLOY
6¥50%909
6800%909
860T£909
£890£909
06841909

0EELTI09

dojs

£8559609

64809609
¥L¥85609
SZZES609
1#505609
20Z26£609
9998£609
585¥1809
BELETBO9
¥¥69.LL09
00€£0¥909
0¥86£909
6%80€909
8EY0£909
¥9L1909
18041909

yejs

LR
BT
BTy
BT
8T
g1aYo
8TIY>
8TaYD
gTIgd
gAY
8D
8LaYD
BT
BTG
BT
gL

WOSOWOIGD



DK/EP 3649260 T3

080Z ‘6402
8L02°£L0Z
9L0Z 'SL0Z
$LOZ '€L0Z
ZL0Z 'TL02
0402 ‘6902
8902 “£902
9907 5902
¥902 €90¢
79021902
0907 ‘6502
8502 °L502
950Z.‘5502
$50Z ‘€502
ZS0Z ‘TS0Z
0502 ‘6¥02

SON a1 DAS

HYL VLY LVL 309 HYIDLIVOD
VIV LD VY3 ¥3D.0DY OVV.LOY
L) DVDDVY YIV.LDLLDD LDV
JY IIL DI LLI YVY LOD VIL
LVYLLYVOVDLVIDHVLDHILILD
LYV 9LJ 329 VYD OVV DVL OVY
H IHL L33 LV LLV YIL LVD HVD
VVY J.LL VYD DVV VOV DOL 999
OVV LLL L3 312 02D LYLVID
YOVVID VYV ILD VOLVYILVDID
Y.LD DL IVY DYV I¥Y VOV DO
L3D:91L9 L9L DL VY VILL DLL
20V OLLILI DILILD LLL VLD
V3L 9LL DIV L33 LLL 39D LVL
209 VI)LLYLIL JLLJLI LIV

5199 VOV DL HVH VLD LLD LLL

RE AL ETS CY Y]

(08 30 69 98ed) 7 MANOIA

LIV VIL IOL LVvD LOL 12D VYD
L33 VILIIV IOV ILL VYV 3DV
JJ3L IV IOV V.ILD LVD LVL DOV
YLD 13309V HLL.LID LIV 1OV
¥V VLL 321 9LL 133 1LIJ.193
LLV 512 229 LLL 31D 1VD V9D
V32 LIV I3L DL ¥YVV D1D DYV
DLY LYV OVY 5OV III VYD VOL
3.LOV LVLDVD LLDDYI VID LDV
LDLD VLV OV LDD.LLD VIL ¥V
OVY O¥2 99V HVL LV DOV ILD
3 .LIVODL OVL LIV OLL VLL 309
DVV ILY VLI VIO DLD.LIL 13D
JLLIVILVY DLV 19D VIV 333
JL DDV VIV IID VLV BYI VIL

JVI VY.L VVV DDLIID HVL.LID

1uad paemaoy

8ZEIELTY
LLTEELTI
86691219
6¥I¥ILT9
TOLETZTY
T¥LL6119
84804119
0STEITTI
804¥STT9
¥4S00719
LTL060T9
81688019
9%Z95019
£2978609
88054609

00£04609

dojs

6L09EZTY

8262ELT9

6¥L9T219

006E1ZT9

ZSPETZT9

Z6¥LO1T9

6Z90LIT9

10629119

6SVVEIT9

SZ€001T9

Z9%0601.9

69988019

L66550T9

8LE¥8609

6£8¥2609

15004609

Hes

gTayd

8Ty

aray2

graud

gTau2

gTay>

8TIY>

gTauo

g

gLy

gLy

E)RLE

gAY

S0

SLAYD

gAY

AMOSOWIOIGY



DK/EP 3649260 T3

ZITZ 1112
0TIZ 6012
801z ‘2012
90TZ ‘5012
012 ‘€012
20TZ ‘012
0012 ‘6602
8602 ‘L602
96029602
602 ‘€602
2607 ‘T60Z
0602 ‘6802
8802 '£80¢
9807 ‘5802
802 €802
790z ‘1802

SON a1 DAS

D1 VOV DHYL VDL IVY VOV DDHD
DL HLI DY LIV LIVYID LVY

L.LJD LVD DVL DVV JLD VYL VID

VYD VVY LL3 3LV 339 193 VID
DISLLID VLIV 199 LLL 392 VYD
9V3 151 193 LLD LIL LV DLL

3L .LLYSDILDLY IVLOVI DYL

(08 30 99 sded) ZMINOIL

DYVILIVL.LDD DLV DLL VID 1OV
D ¥VD LLD VVD LVI DOL VOV DLL
LIV DVL ILI VI IVVVIL VDD
DVILVLY LD VILILLYIVIVD LDV
IDDILLVYVOIVIV LIV JDV VIV
199 L9V DLI HLO DLL OVY VLY
JLV DYV DDL VVI DVI BLO VIV

DOLILLYVIIOLY BILVIVIOL)

J-DYD LVIDVIVVD VLD LVVVID  J.LLVOL) 39D VIDLLLDVL LLY

L3 LLD LIV DVV OV] LLL 333
LVV DLOVVV LID VLI 3D VID
Y23 YD) VOLOVV VLI VOV DLD
493 L¥9 9V DLL LIV JLL LVD
9L L0V LLY VWV 330 LV DIV

VV.L VDD 9919V HLD LOLVVV

REAGETS EY R

LOVL LLY ¥OV DY DL V3L VOV 1D
HVLY.LLD 123 LLLOYI LILDID
VI.VLIDF) LOV DLL DLD LLD
JVY VD JLV DD LOL .LLV 33V
91V YOV I99°V¥IL VYIL LIL IOL
IV IOVIIIVIDIVVY IVILID

9V VII 3LL 139 LLL OVD 19D

Jaurxd piemaq)

0ZLLEVFY
TI81Z#9
9TSLIVFI
S58ZT%%9
THEOTH¥9
LT986E+9
YLB6LEVI
ZERTZLEY
ZEBTTLED
848589€9
ZL604E19
8ET69ETY
68968219
ZBLY9Z1Y
LZL6ST19

9ZYESZ1I

dojs

1489249

29ST1ZF¥9

LOTLT¥Y9
909¢T¥¥9
Z2600T¥¥9
89€86ETS
S296LE%9
EBTTZLET
€8STTLED
629589¢£9
€990LET9
68839£19
0¥¥682Z19
EE5¥9Z19
8L¥65219
LLZESZLY

Mejs

grayd

$T4ud

8TIY>

8TaYd

8TaYd

8Tayd

8TIYd

8TIY>

1 altE]

8Ty

grayd

EIRLE)

gy

81>

g1ay2

gLy

SWOSOO.IGD



DK/EP 3649260 T3

PPIZ Ch1IZ
HIT T
0%TZ ‘6512
8ETZLETT
9eTZ SETL
PETZEETT
ZETZTETL
0ET1Z ‘6212
82174272
9Z1Z ‘5212
A KA AR
221z '1e1e
02126112
8LIZLTTE
9L1Z stz
28 AR N

SON a1 DAS

YO 0.LD VOL OYD VOV DYV VI
L3 LO¥:D93 LOL DIL VYV 3LD
L2 DV LDV DVD VIV VIL DLL
DY IOL VYL VIV DLL DL 329
LV VVV L33 30V DOV JLD VIV
20 LOV- VOV 3IL IVI LYD DLD
DY DOV VVD ¥OY VVD LVD 32D
V3VLLOVY3IIILILLLIDL D3V
L3 LOL DLL DLD LD IVD LID

LY LLD VO.L.LVD 091 391 JLD
L2 J¥D OVD LD ILY LIV ¥VI
VIILLVVL LL3 D13 DIV VIO
VL 990 LIJ LLLOLL LL) DDL

LY.LVY LLL 39L 9L 301 99L

LLI LD VIO VIL ILLDLY DIV

REAGETS CY R

(08 30 L9 sded) 7 MANOIA

L3 VYY D51 339 LIV VVY 1DD
33 JLL Y¥D D11 YVV D22 LIV
VD LIL VIO LYY VIL LI DLD
LLVLL Y9V 094999 JLL VDL
VOV VID VWY IVDYYIDVVOLD
DLLIVV LLIDLD LIL LVD IDD
VIOV IVD DDL VOL VWO VOV
339V D20 VILHLY LYY IVL
22 DYV 2L 22D VVV V1) VOV
33 LDV DVIVVV OLD VDI VLD
V) 33V DLD YVD VOV DOV VVD
IV ILV DLL 333 130 1D LLL
VV DVD.LVD VOV DDV DOV DVD

VIVIY LIV 99V ILV VI VIL

DVIVVL ILD LYV ILVVILIILIV' D.LI3JLIVVV DLV IIL.LVL VDL

OLD.L03 VD DLD LOL LAL LY.L

Jaunrxd piemao)

£E6F09T5Z
LL08STSE
8008¥15¢
L1L60¥TSE
9050%152
90£82Z15¢2
¥915Z152
16208052
I¥CESOST
E89LE0SZ
¥65EE05Z
Z08£0057
L66¥96¥Z
£¥8796¥¢
9L6E65¥9

9ESIERFI

dojs

Y¥Z0915E
8¢8LSTST
6SLL¥TST
TTLOFISE
LS2O¥IST
LS08ETST
ST6¥Z1S2
2¥00805¢2
26625052
VEVLEQSZ
STEEEQST
£55£005¢
8YL¥96¥C
Y65296%¢
LZLEBSTI
L8ZIEYYY

yejs

8Ty

g14ud

8T4Y>

g

gT4u2

8Tayd

8TIYd

gLayd

Cyelics

81442

gLy

EIRLE)

gy

8TaYd

STAYD

AL

AOSOWOITD



DK/EP 3649260 T3

9L1Z'SL1E
S 7 KA AT
TLIZTLTE
04126912
89122912
9912 9912
$912 ‘€912
Z91Z 1912
091276572
85122572
95125512
¥SIe £STe
ZSTZ 1572
0STZ ‘6% 12
8Y12.'L¥1C
91 'SY1E

SON a1 DAS

V9 OVH VIV D19 VOL LLI OV
5L VOV D09 19V.LVI VL IDD
95 VYV V20 DLL VI BLY DVD
LL VOO LLL DL VYD 99V DLL
2'V29 VVV VY DLVVVL 519 301
OVY YV LDY VOV DDD VIV YIL
09 122 L1 991 VLL LLD D9V
20 VY VOV ¥V¥Y VI.L LoV D99
DOVO LLI LV DLI DVI LLD
VDY VOV DY.L DOV VLD HVD DLL
39 VOY D95.L¥D Y¥V D99 LLL
J9L VLV Y22 LVD VDD LID-VID
LLIHD V9 DYLVID LID VIV
L399V 319 LLL LJL VI.L 3V
99V 9V LYY LVV OYIOVI DY

OV.L VDL LDV OVL .LDD DYD LLL

REAGETS CY R

(08 J0 89 sded) THANDIA

VHOVY V99 199 V39 VOV LLL
LOVIDLL JLL D13 IDLOLIL 31D
LL¥99 5LLDVIVHLOHYI LD
33 9V2 LLD VOL IOL LLY LL
0 LVD VYV 003 DVL 3013 LLL VIL
2L 992024 LLD IOL.LDD LIV
¥V 213190 LVD 209 LYV vvH
39 .LLD DLV DLD .LHY HVY LLL
299 LYD.LOLOVI LD LYY LVV
39 D9V VDL LOD VVV DYV VDD
J¥IOVH VYD LV.L OVV I¥I VD
LL LLL 9L L9 DVL L)Y ¥22
LDDLD 3L DVY DLL DL OHVL
HL LILHLHVIY HYH ¥1D Hyd
V9V LLY 9L LV.L.LID ILD LV)

LV LOL VLD L33 DDI VOI VOV

Jaunrxd piemao)

52459252
2605525¢
6¥99%252
LL6SYZST
¥8L1EZSE
99882252
YAAFAXATA
621¥1252
Y¥960252
SETZ0ZST
08486152
¥OLEBISE
688SLTSZ
RAATAL YA
SEZELTST

£0999152Z

dojs

92¥5925Z
EVBYSZST
00£9%252
7995¥252
SESTEZSE
L198225T
88891252
088ETZ52Z
56£6025¢7
98BT0ZSZ
1€586152
5582815¢
0¥9SLTSZ
ZL6YLIST
986ZLIST
$5E99152

yejs

g1y
gLayd
8Ty
gLy
8Ty
gy
8TaYd
8Ty
8T
8Ty
8Ty
gLy
gTayo
AL
gT4Y2
EIRLE)

SWOSOUO.IGD



DK/EP 3649260 T3

80zZ‘L0Z2
9022 ‘5022
$0zz €02z
70221022
0022 ‘6612
8612 ‘L6T2
9612 'S6TZ
$612 €612
T6FZT6TT
0612 ‘'68TZ
8912 2872
981Z ‘5812
$81Z ‘€812
7812 ‘18T
0812 ‘6LT2
CTAATAAR

SON a1 DAS

YV VOV 331 219 VIO VIV IDL
L3VLIDIL ¥ID LLV VVD DDV
JV DVY VOL VDD LYY DIV D20
9V DLV LYV D3D VOV ILI DDHY
L9L LV L9 VLD LLLOLY 19D
L3998 LIL LLDVIL L3 LLL
V3:ILL 390 IOV DIV DLV LIL
L1933 LLY D51 D3I VLI VVD
DLV DD LLI OVD LYY VII IVD
V3L 3DV JLD DDV IVY LVL
9V 3LV ILV DY.L-ODL DLV 29D
L33 LLL DLL O3.L LOL JLD LIL
HYVVOL IDL LOL IOV OVDVIL
DLALIOYVIOY YVD SvY ¥HI
YV 09D LVV VIV.LVI DDL D39

L1 IDLOYVH LVD VDD DYV V3D

Jauriad 2533431

(08 J0 60 28ed) THANOI

DI VIDHVL.LID DI VLL LLY
3 99LYILLID DLLVIL OOV
VD ¥V JLL LDD LLL YDV 30D
DL HID YVV VOV VLD LYY IDL
22 LLL 5YS 19V 132991 VoL
IV VD9 LOLOVD LIV LLD 291
VL DLL JVV ¥VV DOV 133 31D
35 VYIVVL D1D LHV v99 L3D
LD DDL VIL VVV VO LDD VOV
JV.L Y2V DLD HYD LVD LYIOLL
LIV 99V DLV DLL.LOL LV OVD
91 VOV 999 LIL DOV VOV VDD
Y.L VDL 95V D9Y-H9L 13D VIL
3D VYY DIV LI VII VILYYV
VV'VL] 139 LLV 991329 LLD

LI9D.LLD O3L VLL LLL 999112

Jawmnxd premaio)

2654655
¥L9L¥SSE
LIPEYSST
£L6TELST
LSEGTSSE
91071882
156¥8EST
T0SS¥ESE
EESEEEST
C1ZEEEST
¥Y650EEST
81956757
1622625¢
990¥875¢
6S26LIST

1848L2ST

dojs

£¥ELS55C

SZ¥LYSSE

891evase

FTLIESST

801615852

L9LOTS5C

Z0L¥BEST

CSESPEST

YBZEEEST

E96ZEEST

SYEOEESE

6Z¥S625¢

2¥02625¢

LT18E8TST

01064252

ZE58LESE

jeps

8Ty
gTayd
gTaY2
T2
BTH2
BT
IRLE
BT
8T
8Ty
RLE]
YRLE)
gAY
8Ty
grayo
gTaYd

AMIOSOWO.IYD



DK/EP 3649260 T3

0%22 6522
8tez LE2e
9£2Z 'SEZT
¥EeE ‘teTe
Z€72TETL
0£22 ‘6222
8222 2722
922z 'S722
¥Zre teee
7eze ‘122t
0zzz ‘612
8rze ‘4122
91ZZ ‘5122
yrezreree
Z1ezz Tree
orgz 6022

SON a1 DAS

YYY IDLHDL YYD LD VHI HLY
9Y 592 395 1OV VVL OV VIL
LI I9L9LLVLL D99 530DV
YLLDOLILI LIL VYD 32D VYV
15 IOV V99 151 LI 191 DL
3 VYV DYV DYV VDD BOLDLD
VOV VOL LLL LVD 159 LD 12D
LLLLY D¥D Y29 VVI ¥D9 V3D
LL DLDI9V 99¥ DLL LOL HYL
Y2 204 HLL 19D 15V HLL HVY
¥2.199 D15 23V VOL YYD LY.L
15 D1L VIS VYV HOL DL LVD
VD VOV DOV D30 LOV-YVD V1D
2130 99L J9L IV9 LOL LY
99V 33V DY) JLV DVY VIL LVD

LV OLD LLLJIIIVLL 31LI 339

Jauriad 2533431

(08 J0 O£ 28ed) THANDIL

¥ 333 0L VLIV VVY DLLOYD vOV
D3IV LVY YOV 12D DVLVILVID
91 ¥3OL LLLOJL VII.LIV DIV
IV IVO VYOI VIV IVD LI9 LLL
9L 331 J3L 331 DYV SLI LoV
¥ L0V JLLDDL LDV 392 DVV
VO.9V3 VLD LVD.LVV 19D 30D
JL3LL.LYD DDD 1DV 19D DY)
ID.LLL VIL LVD LOL LD DOV
DVILODV-IVD LIL LVDDVL.L3D
LV-HYD DHL HYY H¥D 91D VVY
OV.DDDVIDVLLVIDOVVILY
LL 33D DLV DLLOYIVILVIV
L9 9L3VIY LOLIJLILL VO.L
VYV JLV 33V LD 3LV D9D.LLV

9V DLL 32D DVIVIV LIL LIL

1ud piemsoy

LSVELISE
06604952
90£4995¢
£9899952
¥LZ59952
0Z95¥952
888E¥9SZ
6Z¥1E95Z
¥SEHCIST
LYLLT9SZ
S€ZTTIST
91220952
TS106852
CEESBSST
9EEEBLST

CELPISST

dojs

80252952
T¥L0L95E
£50£9952
$199995Z
$2059952
TLESPIST
6£9E¥952
08T1£952
50T6295¢
86VL1952
98611957
99610952
20668552
£805855¢
£LB0EBSSE
£8¥¥955¢2

Jejs

FYRUE
gray2
gTaY2
8TIYD
BTLY2
gy
RRLE
BT
8T
8Ty
8T
EIRLE)
gAY
gLIy>
gray2
gTay>

AWOSOWOIYD



DK/EP 3649260 T3

ZLTTTLZE
04227692¢
8922 ‘2972
992¢ ‘5922
$922'€922
29221922
0922 '6522
852z ‘LS22
95%¢ "'9522
52z ‘esee
752z 152
0Szz ‘6%22
8vZz Lvee
9¥Ze ‘Shee
YPLE Evee
THeT Ivee

SON a1 DAS

DY V33 00V LIV VVD LLV DB,
LL:I0L.LD3IDVI 1OV IVL DVD
D193L.LVO LLL VLD DL 30V
HYID VI VVIVIV VYD LD
LY LIV VI VIOLILLOLLVID
29 OV3OVY LLL LOL LVD 993
LIVIV 39D LLL LLD VLL V3D
LY 393 VV) DLL LL9 VOV OLD
LD DLL V2O LLL L3L DLD LIL
J9 DIY OYV IVY VID VOV.LLV
9Y 393 35.L.LLY IDL.LLL VLD
J3.LVY DLO VY.L 313 2LV 20D
L3 LDLDLY LV.L VILDID LD
30 199VIOV IOV IVV.LYD VID
LI DL LIV ILI 0V LYV OVD

V9 OOL VIO DOV ILL LYD VV.L

REAGETS CY R

(08 3o 1£ 5ded) ZMINOIA

LL.IYD LLY DLL DD LIV 51D
¥3D 1OV .IOL LD IOL YV HLD
VL I99HLD HLL DOV YLL HDD
HL HLL VYV 99D 10D VYD DYV
59 VLI V99 199 VIV HYD LLD
VD LOV-OVD DLV D99 DLV LIL
HVYV IVV VOV VDI YVI DIL LLD
VLV YD) VL9 HLIV DLLOIDVIL
L2 DVD 92D VLV DDV LVI VYL
V.L.LDY LD 309 HLD VVI LYY
9L 30V V22 V3D LY.L DDLVIL
HV DVI HVY DLL VVD DHY vHD
LLVID LVL DL DOV V¥ HID
¥ YLD LYV OVV D30 HL) ¥OL
90 LLL.LIV 12D I9L 919 D91

L3V20 30V OVY D.LL JLL LoV

Jaunrxd piemaq)

85268792
5558292
98199292
58579292
LEQLETIZ
069%129¢
¥SEBYLSZ
Y0ESZLSZ
00CECLST
6VEITLET
LEVLOLST
L68E0LSZ
68L00452
55106952
82E78957

9218952

dojs

90068292
98258292
LE6S9ZIC
9EET9Z9¢C
8849E79¢
TP 1292
SOT8¥LST
S5052452
15622452
00191452
881LOLST
8V9E0LST
0¥50045¢
90668952
62028952
8101895¢

yejs

9Ty

F: o}

gT4y2

a1y

IR

grayd

8TIYd

8T4Yd

) RLE)

81442

gLy

CIRLE)

grayo

Layd

§TAYD

gLy

SWOSOO.IGD



DK/EP 3649260 T3

Y0EZ"E0EL
20521052
00£Z ‘6622
8622 ‘L6ZT
9622 'S6ZT
Y6ZZ 622
Z6ZZ ‘1622
06ZZ ‘6822
88zz ‘L8zT

982Z ‘822

$822 ‘€82C

z8ze ‘1822
0822 ‘6122
8LzE LLTe
9.422.'SL2¢
yLZEELTR

SON a1 DAS

LYV .LDD VO V9D VIV 52D VWV
YIL 99D VYD VLV DLLOVD V29
20L YYD D92 YVL L9 LYY DVV
LLL D99 LVV LLY LDLIDL 13D
I¥L 931 911 LV] 119 DY ¥I2
HVDVLLDVD HYD HVI VI VY.L
¥OL LL) 19V 191 LI 35V 599
J9Y YOV LY LLL DL ILD VYD
30 DLL LV 3LD Y29 .LID LV
OV V23 LVY DVD.LLD VOL VDD
¥ 919 DY) LIY VIV LLL DLV OVD
LLV ¥9Y DL 229 DYD LYD Y.LV
DL D31 20V 91D 109 LYY JLY
HY-LIL 93 IVLILD VIV VID
VI.ILI VV.L D0V VL 20V 31D

LLVYD3VV D0DVIVYVVIDD

REAGETS EY R

(08 30 gL o8ed) THANDIA

3L 13V D23 VII VVV LOL LLY
51D VI VIV VI VIV VYO DLD
309 .L9¥ L3L 3L LLD LJL LD
VLL IVY-LDL DL0 D04 LIV DIV
L3V V) VIOV LVI VIV DVD LBV
V¥V VLD LID YOL VI3 21D
¥23.1V2 DL VOV ¥V2 11D VDL
JLILY VILVIDVIVVVIVID
JDLBLYIILVOL DOV YVI.LLD
919 LV.L VI3V D.LD DLV 991 DD
YOL DIV HOLIVI LVD ¥VV OVD
JVL LID DLL LBJDLD LD VLD
¥V 2989002 LLY LVD VYV VYV
9V VI.L LVD LLD 3¥YD LD LID
YV IVIVLI LVDHVIDODVLL

L3 VLI LLD 3DV DDL ILL DY

Jaunrxd piemaq)

19v¥6LLY
L8LLLLY
0848ELLY
Y69LLLLY
88€80LLY
BEGEOLLY
9TS069.L%
LITO69L¥
08ETLELY
SBTLIELY
LZSOETLY
YSITOTLY
B86E9TE9Z
EQEZTE9Z
1260592

¥5980£92

dojs

TIeVBLLY
SEVLLLLY
TES8ELLY
SPRLLLLY
6ET80LLY
689E0LLY
L920694b
8986894F
TETTLELY
9E699ELY
8LZ0ELLY
$06001Lp
6F19TE9Z
PEOZLEDZ
29680£9Z
S0¥80E9Z

Mejs

gy
gLayd
gLy
grayd
STy
gy
aTayd
Ty
8Ty
)AL
8Ty
gLy
gy
gy
gLy
gL

2WOSOIHO.IGD



DK/EP 3649260 T3

9£€Z GEET
VEET FEER
zeET 18T
0E£Z '6ZEL
8Z€£Z 1282
9ZEZ 'STEL
$267 ‘€262
ZeEeTZE
0ZEL ‘6TELT
8IEZLTET
9TEZ'STET
YIEE ETET
ZIEZ TTET
0LET60ET
80£Z ‘L0EC
90£Z 'S0EZ

SON a1 DAS

V3L 309 9YLILI LIV VIV HVY
B9V DIV-HIV I9D VVI VL VVL
DVDOVY D9 VLD LyD HLD LvY
DY DL DD DVLHLI VIL VLD
L3L 333VID VIV LOVYLILLD
YV.L2D YOV LYV00D YV9 191
LILOVY V20 LIV 12D VDD OVY
JLL LI VYY DYD VOD LLD DLL
¥OD.LLV VOO HLD VY3 DLV LoV
LL3 D0V 01D V.LL DLV DDL YYD
3299V YD VOV DOL OLY V.LL
299 VLLYVI 9L DY VLL DOL
VOV DV DOV VO OVY LYV VO
YLV HVL VY 391 IVIDOL LID
VD9 9VI OV.L YOV 9L LVL V99

LY DLV D)9 VIL VOLVOL DYD

Jaurrid 2533431

(08 0 g4 28ed) TAUNDIA

399 1L HLI LI LVV HLY IV
V3 V3L LLD OLLIVI BLDV]ID
299 LYV V.LL V¥V JVD DLIDVD
YIIVIVIID LLY OVL VOV VYD
99L LIL VDL IIL LLD IVD LLD
DIV V.LL D3 VID ILY DLV DvV
¥ OOV VLL VYL DLL O3V 99D V3L
VIO VVI-LOVVIL LI VIL ILL
YLD 1D LOL DLV IDL VI VYD
JLLYVIVIL VI JLI LL3 DL
JL39YI IOL VYD LLL H1I V.ILL
LIDVOLOLIVIL IDVVLID LLL
LLLOVD VYV .LDD VIV D00 DLV
LDV 333 L33 LV.L LLD YILVIL
IVIVIL.LIIJLYV JLY 31V 33D

V.10 OLY VVI VDL JOL DLIVIL

Jourd piemisog

Y¥889%¥ZY
£80E9YLY
9L919%CY
6¥90S¥ Ly
1S66¥¥2Y
Z828T¥CY
LA A 744
¢LT0SETY
TSSYIETY
88IFTEZY
S6EELEZY
68¥F0CLY
6ELT686E
SEZ5L86E
116208L¥
6¥966.LLTY

dojs

S6989veY
VEBZ9VLY
LEVI9VEY
00%05¥ZP
TAVAS 4 24 4
£€081VLY
SOTLOVZY
EZe6ELY
COEVIELY
6EGETETY
IVIETELY
0¥er0zey
06¥1686E
9861 .L86E
£99208LY
00¥66LL¥

yejs

gLy
BLIYd
8T4Y2
gLIg>
8TIYD
8142
8TIYd
8TaYd
8T
BTIY?
8TIYd
BTaY2
BTIUD
BLIYD
I ECR)
81Iy>

WOSOWOIGD



DK/EP 3649260 T3

897 1952
99£7 'S9EC
$9£z ‘€9¢2
2982 1982
09£Z ‘65€2
8SEZ “LS€L
9S€Z "GSET
$SET €582
7S€T15€T
05€Z ‘6¥ET
8YET "LYET
9%EL ‘SHET
PPET EVET
TPET T¥EL
0%EZ.'6EEC
8EEZLEEL

SON a1 DAS

VvV 3DV DOV HVY 199 OVD LLL
VI3 9V VYD DLVOLY DLV 31D
YV .LYD VIL LYV 301 DOV OVD
JVD.LOV VD VWY DLL 3D LVVY
VVI.1OV 2L OVI VII LLY VDL
VOV DVI VID OVI VIV VLD LYV
VIO VOLOVI VYD DDD LVD IVY
VI ¥.LD D9V VIV DLV LI VVY
SL3VIV 3ID LOIVLLVIL DYV
3 30L L3L.LVDY.LLD 31D DLL LVL
D9V 9L LLY VOO VIL LD HID
DOV ILY J0L LIV ILLYYV DOL
¥OLO9LVII LOVVOLOLY DLV
LLEY 99 VY3 JVLO9V DLY OVY
LYV VDI VOL VOLILL 33V IDL

YOV-ODL 323 LIL LYY LYL LLD

RE AL ETS EY e

(08 30 v1. °8ed) T HANDIA

LIV VWD DVV LO3 39L 9L VOL
LID VIV LVLHOL D30 LIV VIV
D32 VOV VLY HVD LDDDLD LLL
VOV VLD OLL3VD 194 991 LOL
LLOLLLVL LY38V) 339 51D
21D LDI LLD LLD VI D9L 11D
LLL VYV IOL 912 13D V3D 120
VILVLLIOLLLI DL LD LID
LLD 101 2VV V2 LD3 DDV 21D
31D 018 LIV DVDH5Y LVIVVD
L9 YV VIV LLD LIV ¥V LLD
HYD.5v5 DOV ILV HVI LLD VYL
DIV 999 L19 VYD HYD VLI LOL
DV.LV IVV ¥OL BLLOIL V¥ IOL
HLIOLL LY LLLYDD JIL VD

LLD LD LLV LD LI DL DDV

Jawmnd premaoy

Z099v8EF
0565F8EY
968ZF8EY
LSPZPREY
ZITZ¥BEY
0ZLOZ8EY
80696.LEF
ZTLLYLTY
09TLYLTY
60LIPLTY
Z865¥LTY
BOETFLTY
9E9SHITF
EVLFFITY
(Aoh 4 2 Thd

L8169%2¥

dojs

ESE9VBEY
T0LS¥8EY
LY9LVBEY
FAVAA 2:1% 4
ET61¥8EY
TL¥0Z8EY
65996LEY
ELYLYLLY
T169¥LTy
09¥9¥ LT
EELEVLLY
650T¥L2Y
LBESYITY
verrYoLy
e00¥ V9T
8E6899 Y

Hegs

gAYy

STAYD

8T

gTIg

8T

8TIyd

gTayd

graud

grayd

aTay>

Y RIE)

)AL

gTayd

gy

g14Y2

RLE)

2WOSOWO 2



DK/EP 3649260 T3

00%Z ‘6652
86£2 “L6ET
96£Z ‘S6ET
$6ET '€6EL
Z6E2'T6E2
06£Z ‘68E2
88€Z “LBET
98¢£7 'SBEZ
¥8EC ‘€8EL
Z8£Z 185
08EZBLET
8LEZ “LLET
9LEZ ‘SLET
viez sLee
ZLETTLER
0LEZ 695

SON a1 DAS

LLV VO9¥IV 0DV ILVIIL 3LV
YD YVV OLY 90VOVIDIV YVD
HL)HHDYYLLDL IYDYIL LVD
J3L DL VYD YLD IDV.LOV HVD
DLY DVI VVI VIV VOV V59 HYH
DOV YILVID YIL V¥D LLO DYV
JY¥VI HIHHLV LLL DYV HLDOLL
VIV DLL LYD 9OV HOLILY LIL
YVOOLD LD OVD VYV LOL DLV
V¥D JLL VY 9Y9 LLD DDV HVY
DLV 30V 9L9 LD SLLOVL VY
L2.LLD DLLDOL 303 LLD VYD
¥¥) 130999 ¥.LL VDY I0L.LLY
99Y LOLILLOLIVIIIVY LVY
VYV DVIIVVIVY VOL LLD DDV

LIV VIL D9V 399 VLI LOL JLL

Jauarid 9533431

(08 Jo ¢ 98ed) THANDIA

BV OV LLL HVY DLV 339 LLD
¥V LV D9V DD VOV HYD V1D
YV 20D DLLOLY YYLIVO VYD
VLV 999 V99 LIV DL LLY LYD
JIVIVOLIVV VIV IOV YLD LLL
LIDYLLVYIILL ILY 22D VIL
JLL.L32 13D LLI DL VIV .LID

JVL Y22 LYV DLLI3DDYI VIV

D3OI VIL DLLVVY LYV VDD
JOV OVY VYV VDD VBV DL VOV
LILILLOL) JLL 3L LLD YD

LLV VOL 999 VVV DL L3O YIL
LLV- 9DV OLL VD LLI VI DVL

JVIVOL DL VLLLYVI LI VIOL
L33 VO3 ¥DOL DV V.LO VID VDL

VOV LLL DLI DL DLV L] LOL

Jourd piemsoj

60066157
0Z186T5¥
048L615%
¥LLOTISY
¥10858%%
SL8PLTVY
TOLELTVY
S¥S89ThY
0¥0891¥¥
EIVLITVY
8¥S¥60FY
¢LEIBOVY
£64616EY
LYEBL6EY
89/8T6EY

T06416EY

dojs

09/8615F

148L615F

129L615%

SZS0TTSY

S9LL58%F

9eSVLIVY

CISELTHP

96Z89T¥F

L6LLOTYY

VIZLoTFY

66Z¥60F¥

EZT1980%¥

P¥S616ET

866816LY

61S816EY

ZS9LI6EY

yejs

8190

8TaY2

BTy

gTayd

BTIY2

BTIY2

8TIyd

8TYd

8Ty

BTIYD

81142

gLy

AU

gLayd

LIy

8LI4d

WOSOWOIYD



DK/EP 3649260 T3

ZEVZ TEFT
0E¥Z ‘62¥2
8z¥z LT¥2
9Z¥E ‘ST¥L
YZYE '€V
ZEVE ‘TTHL
0Z%Z 61%Z
8I¥Z ‘L1¥C
91¥Z ‘STH#C

YIVZ ETHL

TP TI%E

01#2 '60%2
80%2.L0%Z
90%Z G0%e
$0T2 €0¥e
z0ve ‘Love

SON a1 DAS

JBL 0L VIL LLY JLL VOV V3D
9V V3D.LLO LLL DLL 399 LOL
LVD D30 Y.LV 3¥D D3 ViLL DL
DL LI VLY 303 HVV DDI VYL
Y32 1VDDVI.LLV DDL VLI VIL
VY.L VDL J099VV LIV IVIOVY
LY DLLOLI VYD LLLDJD DLL
30V VOO 103 121 LIL L3L LYV
LYV VLV .LDL 2VD DO DIV 20V
L33 30L 391LDLI VLL VLD LYV
LLL 33V HVV BYD DLV HYI vHI
LYV 394 LLV V3D LOL DL 21D
JLL IOV VVD.L3D DLI LVI-VVL
399 V33 HVLIOVY HLY VIV LLL
VL .L3L 3L LOL-JIIL.LLD VIV

DLV VOL DL) LVI VO.LDLI ¥VID

REAGETS EY R

(08 J0 9z 5ded) TAUNDIA

399 VVH HYV DV.L HVD VOV VOV
LVL 92D L1 DLV IVD VOV DL
DIVY D99 VVI V1 V0D WV LoL
LLD 19V OVL LOV VL 9V 20V
VI3 OVV JIL LVV. VD LVD 1V)
LD ¥V LYD D01 J¥) 210 LLL
YYD HIV VOV HYD 1OV A1 1D
LY9HLD LLD VVD.1HD LYV DOV
¥9 VLY DVV YD) DOV DVH VDD
132 LLD LLD L¥D 339 LOL IVL
IOV VOO LY.L OVY VD9 LIV 31D
HLY L9I LY.L VDL 39D DYD VVY
JVH VYV HYD DVV DL LIV OOV
99 VLL DL LID LIV VIV .LVD
IVD 0V LLV VV3 LLL 29D 1oL

DL VY LOL LLY D9V DLV 99V

Jaurxd piemao)

GOZEBYY
9%0Z8Y9¥
YOLYLYIY
LL9ELYIY
TE9¥I79¥
ZEPYI8SH
LEBLOESY
8Z979£5%
T5L8SESY
¥66L5E5¥
OTLLSESY
Z099EESH
SPI9EESH
6198E75¥
ZLLSETSY

SELSEZSY

dojs

910E8YIY
L6LLIBYIY
SYSYivovy
8ZVELYIY
Z8EYITIT
£8T1985%
885L6ESY
6LELOESY
Z0585ESy
SYLLSESY
TOVLSESY
EGEIEESY
96BSEESY
0Z€8EZST
ECSSELSY
988¥EZSY

Mejs

1Yo
STIP
gLy
graygs
gT4Y
8Ty
aTaYyd
8TY2
82
)AL
8Ty
LYo
gy
gy
gTaYy2
grayo

AWEOSOWITD



DK/EP 3649260 T3

Y9YZ £9%
29%2 '19%2
09%2.‘65%2
8S¥e L5%e
9S¥Z ‘GS¥Z
$SYE £S¥2
ZS¥Z TS%T
05%2 ‘6¥%e
8¥ve Ly
9z ‘SHHT
PPV Ehe
TEYE ‘THRe
0%¥Z ‘6EVT
BEVZ ‘LEVE
9EVZ'SEWL
YEVZ ‘EEVE

SON a1 DAS

13 LLV-2L9 99V YV HOL.LIL
LIOVY VO VOLHLL K9V ILL
91 09LIVD YLV 19D LLD 93D
99 VOV OV DLL VOL VYV 99
IV IVIVIL VY IVV BLI DIL
22122 DVIVIDVID IDY VWV
9V3 LIV IVV L1D 19D H1D VIO
30 1OV HVL 123 DVD LIL- LYV
DV VYVIIDV DLLVILVVIVIL
DV IDLVYDI 303 DLLVYL OV
LyD.LLV 991133 VOV BV VD
33V 20V IOLOLL LIL LY.L 91D
13 39V 29V ¥O.L.LOV OBL LLV
YV I3L LLYD LLD JLL VI3 JLD
VOLI393.LDD 3LV LLY LL3DLD

IVIILL LYD 3LV VD IVD LYD

REAGETS EY R

(08 30 1.2 98ed) THANDIA

LY IOLOLL VLI LID DL IVL
91933030 LLD LLL 192 VY
20200 LLD OV VLLVOL LOL
V3 3LL IDL LLL DLV VLI 99D
223 VI VIDLLY LVI-DLI JLL
V 29V OLD LLD-3DV LDD.LLV
VV DL YV VVD 1L 09V DD
93 3L2.LL3 L3L YOV IV JLL
YLD I0L.LLI DLLYIVVVD
L3 VVD.LLJ VD .LOV OV LOL
V19 D91 LID 91D VILL DLV DOV
L3D YOL BYV YD IV VYL VDD
DVIVIV IVL D0V DVI LLD DVV
HVV VD HVL OLY YV DYV 32D
DOLLLIVVI VOV YIDDVV DLL

DL LD LLY.LLLVIDDLL LOL

Jaurxd piemao)

0ES69%
££909%
9LLLSY
689v5F
YZ¥I6E
¥EL8E
9490%¢
9LEBEE
Tv9867
146982
LS0LT0LY
¢EEET0LY
LZSE869¥
S11Z099%
9600099%

£926859F

dojs

18269%
¥BEO9%
L2SLS¥
OFPPEY
SLTT6E
SETL8E
LZHO¥E
LZT8EE
£6E867
724987

Z089T0LY

EO0TELOLY

BLZEBGIY

9981099

LYB6659F

7106859%

IE)S

142
STy
8Ty
graya
8Ty
8Ty
8T4Yd
8Ty
gTp
8Ty
8TAYd
gLy
] ALE)
aay
gLaYy2
:IALE)

AWOSOWSID



DK/EP 3649260 T3

96%Z ‘S6¥Z
Y612 ‘€6¥e
z6¥Z ‘T6%2
06¥Z ‘68%2
a8¥z ‘£8%2
98%2 ‘S8%¢
$8%z ‘€8T
z8%e ‘18%e
08%Z ‘6L¥C

8LYZ ‘LLVE

9LYZ‘SLVT

YL¥Z'EL¥T
TLRT TLVT
0L%2 ‘69%2
89%2.°29%2
9992 'S9%e

SON a1 DAS

ILOLLYVYI DL IDL DD IV

L3391 DLV DVLVIL D23 YV

) LVV .LYIVVD LLL DDL DDV DVD

009V LvD 1OV V9D .LLD BIL

V¥ V9 VIL LLS D99 19V 139
V1OYDHVS DD VID YLV OVD
V03130 1OV LI DLV IL1V LIV
DLIVI LL3 91 VHY LLL 1HL
VI DVVY LDV 03D VIV ILY ¥VD
I95 LLL DDA 2DLVLL V20 339

¥¥ IDL DLL IV LY 515 1OV
OV DYV DL HYD VY.L LHD DL
DL LYD VI3 YYD VYD YOV 209
99 LLY DLV J9L VIV ¥V 13D
3VILIIL 3L IDV LI IVD

2VOD LDV 39LVID LLD LDL

Jaurrid 2533431

(08 Jo 8. 98ed) THANOIA

LL IO 033 DLY 30V VL DVY
L1 VLV3VD.LLL.IDJ 39V 32D
L3220 LOL VLY LDD LOL LYV
LY BLIVID LVD LLV 99D VD2
LL V3333 BLL VLV 213 LDV
D990 VLL VO VLD LYY IOV
Y.L 223 VOV OVYD DLV H1D IDL
LOVYIDVLLID LLY 33D LOL
DDVVV LDLIILIVD DOL VYV
VL LVV 30.L.323.LLD JL) BLD
9L LILL9Y ¥OL 99D L¥D ¥IL
VV VDD L3J 9VI VIL DLV VIV
YIOLILIL DOV ILY VOO LLY
JLLBBLIVY VV3 L3 LII SLL
9L 399 .L9L VOV 9L VIV VVD

2D LVV VO.L LLO ¥DD 13D LIV

Jawmred paemio)

0EZPELYZ
16562192
6E8TTL9Z
8¥L90%92
67LT6E9Z
L9LL9E92
9£959£9Z
9965¥€92
PTIBEE9Z
CESTZET
ZE96E6
09E106
6Z5819
299519
109865

$96Z.L5

dojs

186£€49Z
The6TLIT
065TT49¢
66¥90¥9¢
00526E9¢
81SL9E9C
LBESIEIT
LTLSFEIL
§98LEE9C
E8ZT1ZEIZ
£E8E6EDL
FLIT06
087819
EIVST9
ZSEB6S
9LLZLE

els

8Laqd
8T
BTG
gragd
8T
g1aud
8TIYd
8TaYD
IRl
gL
8TaYd
gLy
BT
8140
BT
AL

WOSOWOIYD



DK/EP 3649260 T3

8ZGZ LTSE
9752 “5TST
yzserczse
AATANEATA
0252 ‘6152
8152 LTS
915Z ‘5152
$152 €152
TISZ 1152
0TSZ ‘6052
80522052
9052 'S05¢
$05Z ‘2052
2052 ‘105
0052.'66%2
8672 'L6%E

SON a1 DAS

JLYOVVID JLL DOV IDL VvV
992 DLY LOV 21D LOVILL LOL
YJ.L323L3 LIV LOL-9LD LVD
HYVII VLD LLL LI LLY DDL
V3 OV IVD DVY VDL DLI VVV
JVVID VYD ILD LOL V3 DLD
95DLI 309 VOV LV¥I JDL LI
J1L9DVYI VOV VLY B33 DOV
DIV IVI LLL YOV 2DV YOV DDV
LD ¥VV D¥D VDV DVD DVV VDD

99L 03L Y3 DBL VLY VLI L3D

D LIIDLI VIIVVL DLL LVIVVV

D9 VIL VIV VYD VIV ILD 990
LL 300 JLL VIS LLV 9V L9L
LLDVI VLL L3 LLL 29V 333

LL-DDLOVY VIV OVL DLV 33D

Jaurrid 2533431

(08 J0 6L 98ed) THUNOIA

VI VIV ILIVVIVID DVODLY
9L L3L 3L JLD 31D LOLILL
J3.L32320V.LL LLD ¥ID LY.L
V3 OVD SLL-OVY LLL DLY D3V
YV Y232 3LV VL] DLL 333 1oL
SLLLLDLD LOL ¥IL YOI J0L
DD IVL LIDVVV LD 1DD LOL
LLDLYLOL DVY 9VD LIV HDL
VO LIDVIIVILLYV IOV VOV
9L .LLY DDL DL JLL 3DV LLL
9L LVD LLLDL3I332VI3 1oL
V3 LLD 3DL.IVI LLD 313 LIL

IV VLLHILOVI VIV VOV.VIV

319 LVIVVY VLL 399 VI VL9

JVVIIIVIIDVVIVVLVLL VIV

JLDOL IDL VIV VVD LLLVID

Jawmred paemio)

18ZZ8¥9¢E
¥6E6L¥9E
¢S95L¥IE
Z8ZELYIE
856E9%9€
TSSTTESE
96PF0ESE
06EZ6TSE
P06E8C5E
1918%15¢€
965940SE
6LY¥rele
2Z8L5L492
9ELTSL9L
VESDSL9Z

S856ELIE

dojs

BE0Z8¥IE
SPI6LYIE
E0VSLYIE
£EOELYIE
60LEIFIE
ZOETTESE
LYZVOESE
T#126Z5E
59928Z5€
ZT6LYTSE
LYEILOSE
0£Z¥VTLT
£4525292
L8YESL9T
58905492
9EE6ELIT

yejs

8T4yd>

8142

8Tauyd

g1ayd

g2

8T4y2

8TIYd

gTayd

8Ty

8T

grayd

ALY

BT

810

gTagd

81143

WOSOWOIGD



DK/EP 3649260 T3

05S26¥ST
8%SZ LyST
952 ‘S5
Y¥SEEVST
THSE TVST
0%SZ LS
8€57‘LESe
9£SZ ‘SEST
$ESEEEST
ZESZ1ES2
0£SZ ‘6252

SON a1 DAS

J339L L9 LL3 22L LLY DLL

5 LYDDVL DLV LIV LOL ILII0L
JOVIDODLIIDVLD LLD DYV
DL LV JDLOVILVD OVY DLD
WLl LDD OLL 33L DLLDLD LLY
OV vOV D20 YYD LVD DOV ¥OL
VI.VID.LOL DLL LVI.LVD 123
99 199 L2D.LLL LYD LLY 31D

¥ 919.L33 VLI HLL VLD 1L HLY

JDJL VI LDV LLL ¥V.LIDV VVD

VY DOV IOV OILILL LOVOVD

Jaurrid 9533431

(08 Jo 08 98ed) TAANDIA

LY VL3 3LV v99 HLL LLL DD
LD VHI IV 3DV LI LIV VLD
3L LY9.LIL 231 998 VIV 199
3099 LYD DOV LVL LVI OLD
LL VIV OLL DLY V99 13D DOY
LLY D19 ¥IL DOV ¥OY DDL VYD
LD LID VI OVIILL LVY HVD
v D9Y HVV D)L ¥DD LIV HLY
VOV OV DLD LVV YOV 99L YoV
IV LLL YDV 30V 133 333 V9D

VVVLO.L3D VID LYD VVIDDD

Jowmrrd paemio)

080E%C

LBLT¥Z

LLTIBIOT
§986999¢
66£8559¢€
SSZ¥SS9€E
E£6FIESIE
¥BE6BYIE
9.8.L8¥9E
01098%¥9E

80Z¥8+9E

dojs

158242
8ESTHE
8Z6L10T
6196959¢
0508559¢
900¥559€
¥Ye1E59¢
SET68YIE
LZ9L8YIE
1958¥9E
656E8V9E

Hejs

81442

8TIyd

i RCES

gTaY>

BTAYD

8192

IRUE]

BT

8TAY?

gTagd

EIRLE

2WOSOWOIYD



DK/EP 3649260 T3

Fig. 3
sequence of interest sequence of interest
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Fig 4B

Average fold-increase: 54.7%
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Fig 5
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Fig. 5 Cont.
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Fig. 6
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Fig. 6 cant
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Fig 9
Fragment based scores for chromosome 21
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Fig 10

chromosome start stop fgene

chrl 115256347 115256588|NRAS

chrl 115256398] 115256647 |NRAS

chrl 115256410, 115256649 |NRAS

chrl 115256442] 115256691/NRAS

chrl 115256467 115256726 NRAS

chrl 115256470, 115256715|NRAS

chri 115258538 115258778|NRAS

chr1 115258570] 115258813|NRAS

chrl 115258607 115258846|NRAS

chrl 115258659, 115258301|NRAS

chr3 178916725 178916970 PI3KCA
chr3 178916766, 178917010[PI3KCA
chr3 178916782 178917028 /PI3KCA
chr3 178916822 178917068 |PI3KCA
chr3 178917417, 178917566 PI3KCA
chr3 178917417, 178917618 |PI3KCA
chr3 178917420, 178917590 PI3KCA
chr3 178917420, 178917604 PI3KCA
chr3 178921331 178921578|PI3KCA
chr3 178921339 178921585/PI3KCA
chr3 178921347, 178921596 PI3KCA
chr3 178921364] 178921608 |PI3KCA
chr3 178927888| 178928114|PI3KCA
chr3 178927898] 178928114PI3KCA
chr3 178927974] 178928182 |PI3KCA
chr3 178935873] 178936102 PI3KCA
chr3 178935930 178936133 |PI3KCA
chr3 178935944) 178936197 PIK3CA
chr3 178935995 178936197 |PI3KCA
chr3 178936030, 178936279|PI3KCA
chr3 178951914, 178952158 |PI3KCA
chr3 178951915 178952140/PI3KCA
chr3 178951921] 178952140 PI3KCA
chr3 178951921] 178952159 PI3KCA
chr3 178951948] 178952109|PIK3CA
chr3 178952004, 178952152 /PIK3CA
chr3 178952010, 178952109|PIK3CA
chr3 178952109 178952152|PIK3CA
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Fig. 10 cont
chromosome start stop lgene
chr7 55241468 85241710EGFR
chr7 55241542 55241789EGFR
chr7 55241576 55241746|EGFR
chr? 55242269 55242500EGFR
chr7 55242272 55242520 EGFR
chr7 55242280 55242532 EGFR
chr7 55242318 55242558 EGFR
chr7 55242332 55242584 EGFR
chr7 55242505 5524227 1EGFR
chr7 55248852 55249080 EGFR
chr? 55248896 55249120/EGFR
chr? 55248933 55249182/EGFR
chr7 55248937 55249187/EGFR
chr7 55248961 55249208 EGFR
chr7 58258335 55259571 EGFR
chr7 55259337 55259586/EGFR
chr7 55259356 55259602 EGFR
chr7 55259368 55258570[EGFR
chr7 55259391 55258640EGFR
chri2 25378488 2537868BIKRAS
chri2 25378503 25378751 KRAS
chri2 25378546 25378778KRAS
chri2 25378554 25378783 IKRAS
chri2 25380153 25380359KRAS
chri2 25380166 25380337IKRAS
chrl2 25380167 25380326KRAS
chri2 25380167 25380359KRAS
chriz 25398080 253983291KRAS
chri2 25388145 25398394 KRAS
chrl2 25398153 25398397 KRAS
chri2 25398159 25398408 KRAS
chri2 25398186 25398433 KRAS
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