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Objective of the present invention is to provide novel anti-Nav1.7 monoclonal antibodies. The present
invention discloses anti-Nav1.7 monoclonal antibodies or their antibody fragments, having specific CDRs
or specific heavy / light chain variable regions. The monoclonal antibodies and the like can be used for

treating or preventing pain, pruritus and so on.
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Objective of the present invention is to provide novel anti-Navl.7
monoclonal antibodies. The present invention discloses anti-Navl.7
monoclonal antibodies or their antibody fragments, having specific CDRs
or specific heavy / light chain variable regions. The monoclonal
antibodies and the like can be used for treating or preventing pain, pruritus
and so on.
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AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

15)ELfE Tl Fr 51 2 S g ] S (&

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

BE A5 S9 L I E B P F Tl 1~ 2{f B 2 Bk 2 dhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

BE Al m5tes LB P 5 o a1~ 2{f Bz 2Bk 2 dhok ~ B
$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1

B P8R8 L M ZLBE i FI il 3 1~ 2l g B e 2wk ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

16)ELfE T 2L Fr 51 2 S g ] S (&

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
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AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A m5te6 L BB P 5 o a1~ 2{f Bz 2Bk 2 dhok ~ B
3 A R/ BOARN 2 B BB R YA CDR3 » DUR ALRE T it FE 1) 7 56 o] S8 1

B P8R8 L M ZLBE i FI il 3 1~ 2l g B e 2wk ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

17) L5 T Al fp 51 2 g i) S

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A m5te6 L BB P 5 o a1~ 2{f Bz 2Bk 2 dhok ~ B
3 A R/ BOARN 2 B BB R YA CDR3 » DUR ALRE T it FE 1) 7 56 o] S8 1

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

18)ELTE T Hl 71  EE gf i] S i
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BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A m5te6 L BB P 5 o a1~ 2{f Bz 2Bk 2 dhok ~ B

$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1

BE PS5 T3 BB A Tl 1~ 2{f B 2Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

19) L5 T #l 51  EE gf i] S

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE Al m5tes LB P 5 o a1~ 2{f Bz 2Bk 2 dhok ~ B

$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz
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BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

20)ELfE AR A 2 B AT S I

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A m5te6 L BB P 5 o a1~ 2{f Bz 2Bk 2 dhok ~ B
3 A R/ BOARN 2 B BB R YA CDR3 » DUR ALRE T it FE 1) 7 56 o] S8 1

B P8R8 L M ZLBE i FI il 3 1~ 2l g B e 2wk ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

21)ELfE MR A 2 B AT S 1

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

BE A5 S9 L I E B P F Tl 1~ 2{f B 2 Bk 2 dhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

B& YR IT6 L FLBE P Al i T g 1~ 2l g B e 2 dh ok ~ B - I
AR /BRI B EREE - HIIHYCDR3 > LUK AL FE T it 371 27 66 gl o] 8 [

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
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1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

22)ELFE NP Y] 2 B T

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE Al m5tes LB P 5 o a1~ 2{f Bz 2Bk 2 dhok ~ B
$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1

B P8R8 L M ZLBE i FI il 3 1~ 2l g B e 2wk ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

23)ELFE NP Y] 2 B T S

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz
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BE Al m5teT BB P51~ 2{f iz 2 fg 2 dhok ~ B
3 A R/ BOARN 2 B BB R YA CDR3 » DUR ALRE T it FE 1) 7 56 o] S8 1

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

24)EIfE ML Y 2 B AT S 1

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

BE Al m5te0 L i BB P 5 ol 1~ 2 Bz 2 Bk 2 dhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

BE Al m5teT BB P51~ 2{f iz 2 fg 2 dhok ~ B

$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

25)ELfE MUY 2 B AT S 1

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B

S
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1l AR BRI 2 R Bl Fe FI R CDRI

BE A5 S9 L I E B P F Tl 1~ 2{f B 2 Bk 2 dhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

B& YR IT6 L FLBE P Al i T g 1~ 2l g B e 2 dh ok ~ B - I
AR BORIN Y BB BE FEFIHYCDR3 » DL K AL 3E Tl Fp %1 > B4 ] B4 &

B P8R8 L M ZLBE i FI il 3 1~ 2l g B e 2wk ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

26)ELFE AP 2 B T S

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE Al m5tes LB P 5 o a1~ 2{f Bz 2Bk 2 dhok ~ B
$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1

BE PS5 T3 BB A Tl 1~ 2{f B 2Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
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1l AR/ B N 2 e B Fr 51 CDR3

27)ELFE N AR Y] 2 B T

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

BE A5 S9 L I E B P F Tl 1~ 2{f B 2 Bk 2 dhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

B& YR IT6 L FLBE P Al i T g 1~ 2l g B e 2 dh ok ~ B - I
AR BORIN Y BB BE FEFIHYCDR3 » DL K AL 3E Tl Fp %1 > B4 ] B4 &

BE PS5 T3 BB A Tl 1~ 2{f B 2Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

28)ELFE AP 51 2 B T S

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE Al m5teT BB P51~ 2{f iz 2 fg 2 dhok ~ B
$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1

B P8R8 L M ZLBE i FI il 3 1~ 2l g B e 2wk ~ B - I
AR SBGRINZ B 7 B P 51 CDR1
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B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

29)ELFE NP 2 B T S

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

BE A5 S9 L I E B P F Tl 1~ 2{f B 2 Bk 2 dhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

B& YR IT6 L FLBE P Al i T g 1~ 2l g B e 2 dh ok ~ B - I
AR BORIN Y BB BE FEFIHYCDR3 » DL K AL 3E Tl Fp %1 > B4 ] B4 &

B P8R8 L M ZLBE i FI il 3 1~ 2l g B e 2wk ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

30)ELFE NP1 2 B HT S

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE Al m5tes LB P 5 o a1~ 2{f Bz 2Bk 2 dhok ~ B
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3 A R/ BOARN 2 B BB R YA CDR3 » DUR ALRE T it FE 1) 7 56 o] S8 1

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

3D ELE MUY 2 B AT S

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

BE Al m5te0 L i BB P 5 ol 1~ 2 Bz 2 Bk 2 dhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

BE Al m5teT BB P51~ 2{f iz 2 fg 2 dhok ~ B

3 A R/ BOARN 2 B BB R YA CDR3 » DUR ALRE T it FE 1) 7 56 o] S8 1

B P8R8 L M ZLBE i FI il 3 1~ 2l g B e 2wk ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

32)ELfE MUY 2 B AT S

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI
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B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE Al m5teT BB P51~ 2{f iz 2 fg 2 dhok ~ B
$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1

BE PS5 T3 BB A Tl 1~ 2{f B 2Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

33)VELAE NP 2 B

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

BE Al m5te0 L i BB P 5 ol 1~ 2 Bz 2 Bk 2 dhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

BE Al m5teT BB P51~ 2{f iz 2 fg 2 dhok ~ B
$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3
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34)ELFE ML 2 B AT S

BE A5t S8 LI BB P 5 o ul A 1~ 2 Bz L Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE sl m5te8 LI BB P 5 o ul A 1~ 2 Bz 2 Bk 2 dhok ~ B
3 A R/ BOARN 2 B BB R YA CDR3 » DUR ALRE T it FE 1) 7 56 o] S8 1

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

35)ELfE MUY 2 B AT S I

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A m5te9 L BB P 5 ol 1~ 2{f Bz 2 Bk 2 dhok ~ B
3 A R/ BOARN 2 B BB R YA CDR3 » DUR ALRE T it FE 1) 7 56 o] S8 1

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
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AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

36)ELFE NP 2 B T S

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

BERFdlmstel BB F A 1~ 2{f iz 2 fg 2 fhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

B& YR IT6 L FLBE P Al i T g 1~ 2l g B e 2 dh ok ~ B - I
AR BORIN Y BB BE FEFIHYCDR3 » DL K AL 3E Tl Fp %1 > B4 ] B4 &

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

3TYVELFE NP 2 B T S

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

B VRIS L B FLBE I il g L~ 2l g B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A m5te9 L BB P 5 ol 1~ 2{f Bz 2 Bk 2 dhok ~ B
$ AR/ BORI 2 B BB IR FIAYCDR3 - DLUK ELE T 4l Fe 5 2 i g ] S8 1
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BE PS5 T3 BB A Tl 1~ 2{f B 2Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

38)ELFE NP1 2 B T S

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

BE Al m5te2 L BB 5 ol A 1~ 2{f Bz 2 jg 2 thok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K

B& YR IT6 L FLBE P Al i T g 1~ 2l g B e 2 dh ok ~ B - I
AR BORIN Y BB BE FEFIHYCDR3 » DL K AL 3E Tl Fp %1 > B4 ] B4 &

BE PS5 T3 BB A Tl 1~ 2{f B 2Bk 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

39)ELFE AP 51 2 B T S

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

BE sl m5te3 LI BB P 5 ol 1~ 2{f Bz 2Bk 2 dhok ~ B
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1l AR BRI 2 e B Fr 7RI CDR2 ~ K

B& YR IT6 L FLBE P Al i T g 1~ 2l g B e 2 dh ok ~ B - I
AR /BRI B EREE - HIIHYCDR3 > LUK AL FE T it 371 27 66 gl o] 8 [

BE Aot 72 BB PP A 1~ 2{f B 2B 2 dhok ~ B
1l AR BRI 2 R Bl Fe FI R CDRI

B PV IT9 L B FLBE I T g L~ 2l i B e 2 dhok ~ B - I
AR SBGRINZ B 7 BE R HIHYCDR2 ~ Kz

BE A5t 10 2B P50 A 1~ 2{f B 2 fg 2 dhok ~ B
1l AR/ B N 2 e B Fr 51 CDR3

40)ELFE T AP 51 2 B g ] S

BE YR 9T4 L ERBE 5 Tl g L~ 2 g Bl 2 dhok ~ B - I
AR SBGRINZ B 7 B P 51 CDR1

BERFdlmstel BB F A 1~ 2{f iz 2 fg 2 fhok ~ B
1l AR BRI 2 e B Fr 7RI CDR2 ~ K
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F B B SEEME IR Nav 1.7 2081 > It > S A0 2 BRI ECHE
e R R BaE ey T RER SR - THEZMRIGE TV Nav 1. 7H
TR ZIEHE A ZB% -
GEEEGH D

[0025] [E 1 {4 /R ISHI1 2 B8 #8 0] 88 (& (7 51 4 517 3) R s g ] 5 [
(FFFI 45k 7) 2 Kabatdf st < 58 - HFR1~HFR47FIFE EHFHREE1~4 -
CDR-H1~CDR-H353 KlIfE E# 4 A E &1 ~3 - LFR1 ~LFR4 77 1l {5 ¢
#HEE 1 ~4 - CDR-L1~CDR-L357 HIfS 8 G A EE1~3 -

[ 2 % & AR EPTAE hISH11 2 58 9 v] % & (IGHV7-4-1 Q43R -
G44S ~ ROAP(FPHI&RTE25)) f BEHE ] 82 (& (IGKV7-3 Y36F ~ VI8M(JF ¥4

5728)) Z Kabatdg ik < &5 - HFR1~HFR457 545 EH##E 2R ##EE 1 ~4 - CDR-

5 42 HEEYIEREE)

C251632PA docx
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H1~ CDR-H3743 Hl#5 B ## 5 ff A E &1 ~3 « LFR1~LFR4 57 Hll 56 g 20 1
& 1~4 > CDR-L1~CDR-L373 Hf5 8 A EE1~3 -

813 {5 A AR A 377 S 17 A T 4 0 oy G BRI AR Bl > B A o
[ & 7=

[0026] BRFFRIGRER 2B LASL - AR IFE B 2 MisE s A
HEERAZE%E -

ARG > AR AR EE T AR 2 B BUE L o BT A (%
7 {L£2 H B (Immunochemistry in Practice) ) , £ 7< 5 & M BHE2 H AR AL
(Blackwell Scientific Publiations) 20 &> /5%

S AIAIAAEE R AR ERERETTE - Gy 8 (T BEE
25 = Ffif(Molecular Cloning, A Laboratory Manual)) Z5VURR, 5 5%
56 % AR kE(Cold Spring Harbor Laboratory Press)(2012) ~ ( FLRE B E
¥ i B B 5 % (& B 5 % )(Current Protocols Essential Laboratory
Techniques, Current Protocols)) (2012) 20L&k /E%

[0027] ANavl.7f4 6 & HERSCNIAGRT ~ AR ~E0E
(UniProtKB/Swiss-Prot : Q15858) o

[0028] “AEFBH Btk ECHMBR G EARSRHEEFIH
CDR - SCE B0 & @ /IS ] B @~ AR 2 R B - &b
iR RV MER RERES s FZEE B - 1gG ~ IgE -
IgM ~ IgDE(IgA)SCE T8 - fla - W HEFE/NE - KB~ &8~ &
5 - B R BBEE - EMEE - WFERABE ERYIEEE - fF &g it
AR B W R NRACE RIS S R LRI RS e A B -

[0029] “AZEBAH - A8 " ERUBZRRE, - BElEASH

5 43 HEETIEREE)
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Brkpiae . — &y - HEZEARGURE R - BINav 1. TR E M4 G 1 B
M EINav1.7 2 5 B o

[0030] Ef8ME - 7518 © Bl ANavl. 7% £ 145G < Fab(HiJR 45
& F E%) ~ Fab' ~ F(ab'), - EE§# (B (single chain Fv » DL FEd BscFv) ~
B 8 72 52 ME LB (disulfide stabilized Fv » DL FEC BdsFv) ~ “EYIVER
F% (LA T R2 Ry Diabody) ~ B2 CDRZKE ( (RN EEMEBEF Z ERXER
(Expert Opinion on Therapeutic Patents)) , 6%, 598, F441~456H,
19964F) o

[0031] Fabf{&iiH#E 2 NA: 49— F BB (HLERER - 77+ 845
#e BANFEEEEME iR R B - HGR R 1gG 2 888 1& (50 f (iR H#E 52
ok < 2{1F EE R 8 (S-S ) &1 2 PRER 7o FI R TN EE B g 7 AR T IS - AN 38T
1 {55 i 2 Fab B & 1 3 A 25 07 2 B aR RS 1 17 KN B g 2 B 1 & 45 -
X JREIEEHAN T B Fab - A A R E R S ARE AR H
BPEPIAS < FabdYDNA - Bz A8 8 A 2 AL T RE -

[0032] Fab'{4fF(ab"), §##[E . S-SHE VBTN &R 2 7 F & LIS
H BARGEEEE iR B o K3 IH T 2 Fab 0] # 1 $ A A
Z HRPUAS < F(ab") T2 A iR R E MRS - X - IRl
TS Fab' @ ARG IR ERS TP AR TS A S0 2 B AR BT AR 2 Fab'
HYDNA » KZ B G G A £ RIGRE - BB AR T R -

[0033] F(ab')2{%2{EFab'l& s # &0 r &S5 & iR ~ o FE&105
ZERAFE&GEE R K - B lgG o sl lE ~ 2{8S-SiE 2 T &
M S & BIMES - AP ZF (b)), o1 #E i A S -~ Btk
MEETEEOMEMMERS - X > /AT 7 =U8EF(ab), © 4

5 44 HEETIEREIE)
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HE B R IR B AE T 1l A SR AN S8 HH 2 BEPR A L F(ab"):HYDNA > 5z #lAe
BAZKRGRE - BBV ETRA -

[0034] scFv{xfHE M H ZIRE T (LUT 50 B P — R VHEL— R
VLE R Z VH-P-VLE(VL-P-VHZ ik » BEAPEEE 2R & -
AR EA ZscFvTE Z VH R VLA B & A S 2 BEiriiae < & 77 Rl
A o ASEIFP (A ZseFvalFE Ml T W8S ¢ (RIS A3 00 2 BEER DT
#2 < VHE VLEJcDNA - fE@#scFvR IS - EAZKBIRE - BEEEEE)
VIdHAE T TR -

[0035] dsFv{&{E VH K VLo & 1l B B i 578 5 0 B A % -1 g e iR
FRE L ZIREMS-STEE s - BEIR R -1t RE B 5 2k 2 i B T B 1]
%l ReiterF AN g7 2 J775( (& B E L% (Protein Engineering) ) , 7,
697(1994)) » B Hie L ILAS ST B 4E - AT EH ZdsFviTa
ZVHERVL A B Ry ARS8 00 Z BRRiAS < B0 o B ] o ARSI (i ff 2 dsFvH]
FErhan T P UBE ¢ (E R RIS A S 2 AR iA8 < VH X VLHEYcDNA - fi
AZBBEH ZRBEAG T EISFVRIREIE > Rz RIFIEREA 2GR

» B RE Bl T AT R -

[0036] Diabody {47 &5 & 45 M AH FI 2A [F ZscFv Pl W)
MiERF IR R Ziieh Rt E—-REREA EREREEEE - =
A EPUR B A W iR RYESURG S/E T © fl40 > BLASEIH 2 AR
FrEZ Mg 2 [EDiabody A FE AN T 5 A RS © (£ AmIEA I Z Bk
fife < VHE VLEJcDNA » fEZE RS H 73 ~ 101 52 & Z L f2 5 Z scFv
HYDNA > FYdiAE A RIR S T i AL DNA > K2 RIFEHRE A 2 KIGT
» e BRSP4l A o R 3 Diabody -

s

5 45 HEETIEREIE)
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[0037] H®1&CDRZK{AEEVHECVLZCDR.Z 2 /0 1 DA_E & 3
MR - WEECDR ] ER&E G RE M BH < UEHEF4EE - ABHPE
AZBEECDRZKATFEMA T H8E - (EHmS AR ZERGRE L
VHE VLHJcDNA - i#E{FHECDR Z DNA - Fe B Y4 AT A 2= 35 e T fd A
#ZDNA > KZEBEAZERGRE - BNV T ETRRE - 30
& CDR ZKJR A #8 i Fmoc A (35 2 H S\ A& AR R) ~ tBocA(BBE =T &k
HER)FLEoERE -

[0038] AU BRI EMIIIR ZITEY » ZIR ZITEY %
M EER T ABER IR A - (B BRG] ANav 1.7 2 g Bk e 715
HIIRERIL A GG ERIE ~ B EETER - B TRE T T2
gER - EHE -~ NEARIH L ERPEAE ZRRESFE TR -

[0039] ASUF BERRPIASECE Tifg A Br LR EAE N B Navl . TR 22
ME G o LT aceNav . TR B E SR 11 2 BB BR L — 61 -

[0040] Navl.7 245 Z M4 & 0] # A E W[ 2GR EES
& USEEEME 2 2 KE i Bl e 51 8z e flo Bk o Rl .2 U577k > BL
K ERHIS s 2 B FELISAE ~ REEH FHIEE -

e A= 0 5 F ELISA VR 2 Nav1.7 2 & & 5 = 1 1) U 1 2 $01 1) SR B
S0%HFHY PG < A RUREE F+ BICS0 « ICSOE #HER IR ZE &)
MRV IR L — » (ERARIH ZBRPie ZICS0H - B{ER2 nMECRZ2
nM - F{EEL nMBE(REZEL oM > EFEE0.6 nMERKZ0.6 nM -

BENRAERE FILR 2 Navl.7 2 & &5 M E & B8 i E &
(KD) - fi40 » KDH/NAIRIREGG G HE o (F R AR Z BERPIAR T
A5 Fr 2 KD o B R&Y2 nMECREE2 nM > & 51 nMECREE] M e

EE
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filan - FHNavl.75HF2 nMECRZE2 nM 2 48 E&7ENE 2 i EFEICS50 &
JEKD B2 nMB; SR 32 nM - Nav 1.7 B HEH B «

AT FFRMAEENavl] 2 HEE iR AN g ALY iE K 2
Navl.757 F 2 FAaY HAth Fi R R M X EM: - EE WL - 2 i ks e
hNavl. 7 —#ED F 2 EE PR G 2 ZEFFEMUPLRE - 5¢%hNavl.7 2
W e A ] T 3 (A0 45 A B C Z ELREA MR R 45 i BB C Z E3ARANR) &6 & 2 B
BRI GRERINav].7 T FREEES , ZHiE -

[0041] A BEEIREHEHTITER B ZHEAE R Navl.7 -
PAT Rk Nav 1. 74§ g 71 2 R E 2 B & — ]

[0042] #8787 45 Nav1l.7 > DNA 2 pcDNA3. 1 (Invitrogen
o\ E) RS )i L 2 FreeStyle 2934 (Thermo Fisher Scientific/) & #l#E) »
Mg ENav 1. 7f8E LA - ERZAME - SR TRz 5% BT
EiREF S 0 BRI OTER(EPIAE 2 Nav TH BEYEHIH - MEA B L-BEkEE >
W R HEAIA3S mmIBEM A » FEHEBRIFEINE10%FBS 2 DMEM(SIGMA
N E#LE)F 2 Navl. 758 E RITAMAI(4x10* cells/dish) - FEFERH > 3
MARAMNEZ > S > —mPL0.1 HziE e E-70mV ~ 10EF) 2
P K —mETHERE  NUREEA KEEE (> 27 # m ) #1778
Z"‘E o

[0043]) AZFHH ~ BEARGLES 7] (5 3 AER B E Hr 50 & < CDREGE ##f 1]
SR /RS T BB 0 FE T OARNSHIR L E R T ARIE -

[0044] AZEIHZ EkiiiR/ N aiE NREERDUE - AREPEn
ANEWNZREFRMEGURERM) B - WL fEmNEFEENER NETHRT
ZBEAR - freg T RERERMEERSS ) 0 BERION B LESCERNR 2

5 47 HEETIERBIE)
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RPN > TR T AR H L BB A o[ # AR L RRES - AR
2 e JR M 2 K BT RS T 4 A 2= i TRORTARR 2O 17 FR0R0 - fE B TH A=
fir 76 B0 #2 = > 5 40 O] 5 A Epibase(Lonza) ~ iTope/TCED(Antitope)
EpiMatrix(EpiVax)% o

NFALE R G N LN 2 ALY - P/ EFiae < Gk
EE(CDR)BIE £ APiiE B EE(FRFTSE - Bt - NRIEERIUE 2
FRACEAY A o Al 208 Kabat E A S N 2 SRR BE I H 2 FR © {F Rz 1%
JoHF 2 FR » BEIBECDRIPE RIF 2 HURE GBI E « AN LA E
B2 NI 2 CORIPE H < HiRE G ey i =0 - HiR T2 &
FRZ e Bl 1T B (Sato, K. FE A, (FEMEMFFT(Cancer Res.)) 19934, 5
53851 H) - FiE#R Z FRZ BBl 2 bR G B HFRIEK 20~ 15% ~ #%
{ER0~5% -

[0045] & AHFHLNFLEEEFTENAEBEZEER -
ERBREZANBZINER - (FHEHE > FTFIZECy > HIOA{EHCYD -
Cy2 ~ Cy3 ~ Cy4 » ERESHE » W[fEHCx >~ Ch» > BT EBPIREHE
FZRBEM - INTH AGR I EEETE - AR ER 2 ATig]
Fs1gG ~ 1gM ~ IgA ~ 1gE ~ IeDEAEEE R 2 APiiE - WAZEHF - Bk
R EALgG > EMERE HIgGlE1gG4 - EFEIgGL LB > MER/NE
s 1AL E & B R LU B D e < B AR BE 22 58 - R < B AR 22 5
P ¥ £ 0 Kabat 47 57 2 B B B 78 2 N297 ~ 1234 ~ 1235 ~ D265 /5
P329 > T%I[#E : N297G/A ~ L234A - L235A ~ D265A & P329G S5 28 8 -
IeGIEEZER 2 EIe B EHEEE 2 HG -

[0046] AP NFCEMRIBRERS AR 122 AR

5 48 HEEHIEREIE)
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PP 2 s R E & R P A 4RaR 11 2 R Fo <~ SR EE - o FFol
4 5% 11 2 CoR Wi /771 20 A7 11 Ml B B ~ B8 COR I /7 1 20 17 7 o {18 e
e 58 Ak (T W e - e e B ) 399 T

[0047) ANRAGEERRIUAS v FEH — Mk =~ Bk 7 A B E(Flm 2 B8 Tk
Eha 4 ~ WO95/140415% 25 ~ WO96/025765% A2 55) - EERME » &
e #EMPCRE » ARG ERAEET 2 AN EMEZ BEEZ TR > &
PR 15 LU 45 /N B BT RS CDRER A H BB FRZ 7 sk 51 2 AT # @ AYDNA 77|
(2HEWO98/133885% AN IR) - KiFTIERT < DNABLARTE A J1AG A € & 2 DNA
MBS EREEB T - T KERETETEE ZDNAE S 2
SRR ER ZDNAY REEH B - BUSAREARER R - #it
RS L DR DK 7 2% B 422 ) 1 50 40 3 5 -/ BB T 2 R BT R 2 T B S
EREHBP - HR > WA HZRBFEESERE THEEY - EHRERR
ﬁ% o

Fd?}k

[0048] fER Lit#Pae 215 LA > Blana] 528 @ COSHHAE -
CHO{I iU B IAIAE ~ R4 - BESE - B rlEEFEA
ZITERETIER > BMREE > RNEPRAREA RGN EEARH B
PR o (ERZIBE TN ZEEE > IIRERTHRH ZEX4E > B85
FBEMH SRR - IR COSHIME 2B - o] (£ i F Z Y RPMI-
164055 & £k B¢ Dalbeco il B 15 B i (fh 75 B B 2L (DMEM) FE IS B B R
A REAMIE (FBS)FME KT E - MEZBPER ZBERERELAS
GEMIEN ZEBE G THBREE ZRERIH > SE/BEHE 32~
42C ~ RBHENITC TEE - X SFEEARE1I~10%(v/v) Z S AL

5 49 HEEHIEREIE)
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[0049]) #&rfy bt )7 AP 38 ~ SHRE N BCAR A AN R 7 2 L& AN 3
H Bt o rT M AZESE 2V E SN E S 2 & 18
NRIZ Sy BEERIEE - Tl ~ @b - (ERez 7% BBRiE - flmmTEk
AT A AECERE 2 R - 88 - 7 TEEimEGHERIE) -
BT @A - BT ACHBNTE - BAENTE - SRR ENTEHPLO) %
SEEITE ~ BITE - REFHEZEHEGSE - Bl E EGHLE
ER - SRS A ERbUR -

[0050) AFHERABRHLEERETEMAMAEZ ZiE
(PEG) ~ W MHME - HEREF&HE T T HRTEEH - B B8 ETERA
SRR AR T

[0051] S > AEEHA 2 Bk AR 1 BT i N R iy 56 C oK iy it & A
% 3 ( ( B PR % E B 22 (Clinical Cancer Research)) , 2004, 10, 1274-
1281) - EFHTEESREFERMES2ED -

[0052] &FA A% BRI SRHGIE R B2 BEEH &Y (A3
ZBEEAGYDTTRAKSOSFEEO TR B FEEET - (FRIFLOE
T PIAITEERRE R F AR AR NS - ALAANES - BERERNES ~ 2 TE
W~ BEANET - RASE -

[0053]) A0 BB & V) PG H R /B TR Nav LL.7H B 7=
W IFHE AN LB EE -

FedNav L7AEBEENR - BIFIER @ KO ~ B - R M SRE ~ IO
% o

BF THW - AT © St ~ B MR - MM - RE
MR - BAGHR - BRAGHR - R - PR EURIEMRRE - = XS -

% 50 HEEHSRE)
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BRI R ~ 2SR - MR BRI -~ EEERE - AN IR
BE ~ RFE © BUIE ~ MR - SRR - R R R - ERRIR M
fRBE - AE MR - B - BEEECHENARR ~ BT R BRI TR - %
HMERE - TioRER - BEEMAERE - FR - 2R B - BIKER

R TiEE, » s SMEE - BMERE - SR KELE
&~ JRH S i M e RS

CRREERME SROE o AT RE RN - RAEIR  RE - BE - REDR
Bz - BE EAUEIR Z 4 & e

Fed T mR o WIS SR B M B8 T

[0054] AFALREEECY ZAMEKTEE —RXE1 kegfgFH0.01
mg 100 mg 7 HEE BEE - HAEFEFUEES~5000 mg ~ BERK10~
500 mg 2T E - HEAARHZHERPIUBERHIRER KRB EEEY
WARRZFRTE - X fRTHAIREESE ZFik - ERMEEERE -
AU 2 REEH o VIIRIR IR TR - N [ER2H B % EET ZEAREUR
o {8 R IERESRAS KRNy < B - BT HIER oK - BEBE ERET ZAE
Bl - BRES - BELGE - BLGUBUER « BBy - KB T
R - HEGGER - SERER - BMES - 2HH -  WlE - BL0E
Nt~ AMEBEEBMHSA) ~ HEERE - (WELHER - 7L - BT HEREE

NI 2 FEVEVER S o BTER IR R - 5 EAY)E B E B

o e EE > B ARERZS

[0055) ASkHR Z BEPREUAG B HiRe /7 B/ o] B At 75 8l 73 B B

HA A sy < BERISH G > PAOFAEIZ 24T o (F RHAL A Ry

5 51 HEEHIEREIE)
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BN TTSEE  AEHSH - COX-24IAIA - 5 H RRF Al - NMDA & fl - 48
KRB Z B AON) - P2OX B ER A - VRIS - PYIE S5 - $U0
WIEECINEEST ~ SR A - O ES) - = B8 2 U B 88 (R o 8 4
) o FEACE AR 4B A S B (S #IL-6 + IL-6R ~ IL-18 ¢
IL-18R 2 #5081 %) + Nav .84 %1% - Nav 1.9 &# - NGF &) -
Nav L7 IR S 58] « BoMt 2 31 5 Nav .7 2 55 LIRS - 21 Navl.7
 SERIEEHUB - SiRNA ~ R£5 T - 69 FREB - S H/S L
CIE

KR B R S ) EY B L A AT Rk 5y 2 F FE A BT LA 5 B
— 4515 o B R B 5 2 9 B T e T o o AT I L B 5 B
(A B0 2 B HEE S B A A B ) 2 BB (TR T 2 T8 - N
B 4 B B (T T I - LR R B YT R R AL T o L
IR T TR T AR BEASY) o (R T R - I8
SR T HALEER - RITT ARSI C SEE LY & H 2T ETHEER
EENEE

[0056) 73 5 0 5 40 G S 8 5 2 B 470 Bl 280900 T 52 8 R/ o
TR LR - RIS Y MR B AR R
T 458 B G I - 4R P A S50 7 R BRI WG 48 T S 9 R A FF I T
MEBEEEEE - X ARFAFEAAE)—FARERRTR  REHR
ﬁ% o

AQN

N
mr

o

[0057]) Bt < Bamis A 2 AR PUAG & S 0] 2 (& Bl
g2 > AR RIPRE - By B2 EBUE L S % B2 (DN A) BUZ M % B2
RNAYEZHR ZEEY) - I EERALINZ@E - REH 2 FEHR

5 52 HEEHIEREIE)
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AR MERTIRE ARSI o X0 NIRRT ER B A I 2
BRI EAEFREZDUE - Bl > ol {E RIS A S 2 Bir e 2 B
B B — 80 (F Ry iR gt - REMRRESC ~ A REE RT(BFIA0PCR)F R
S HRRL IR BB R RS R T AR~ BRI ELA R I 2 ik iie A
FEMEZHIAEHIDNA » K8 0H 2 B H B/ B R IEFEDNA -

[0058]) %k =2 7 iy (Sambrook, J et al., { 47 + #E JE (Molecular
Cloning)) R2hR, 9.47-9.58, SR ABE = MR, 1989) B3EE AR 21K
il o 1E R REAC IR > BIA0 AT FI SRR A FE R 1 © Fral (BB AR FE IR PR (R R XC
% 2B E T HM42°C ~ 0.1xSSC ~ 0.1%SDS >~ & 4 » # £ B 50°C -
0.1xSSC ~ 0.1%SDS Z A - E B 5 Z R > BT 51 28 = B i FE
o FTeE S A E R R G14065°C ~ 5xSSC K 0.1%SDS Z & - a4 F
fFRfE > JREES > MAERAESEAESREFETE B %R - BF
R BRXEBELEER > AJUFERENRBREFEREER > K&
HIEEEFEZEEZRMERME ZBBE -

[0059] & i1 % = e 2 30 il 2l Bk IR e 0 5 il M 15 2 T A 1 I8 T 4 155
HYER A SR 2 BRI RS DI RE A 5 Z RS B B F IR N I AR PP B B
AEEETRM: - AU 2 iR fiaR /N E iR BLA SR 2 BEpR UAR hRE [F &
HEz s < AR Y B AEE FURME 58 o Fresios BURM: - 5o
BB EBEREDTSRLLEZR M - ERSSPLL EZFE 1 - &
EER95% LU B Z [F —1E - 2 K ERE M 2 W i 125 08 SCBR (Wilbur, W. T B
Lipman, D. J. { 3= BB 2% B} 2 % [ 1 (Proc. Natl. Acad. Sci. USA))
(1983)80, 726-730) FF RCak. L BUARIH -

[0060] AZMF EPRPIASECHE Iifg A FR A Navl TR B E & o

?ﬁﬂit
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it BRI AR Wit At 2 Navl.7 o fEBEWiEA » B4 © R ~ i
B MOE - PR - BEES - AR - BRE - MEEE - WL AR AR Bk
g 2 EHAENavL. T EE - ZEHE ARSI BRIEBEHE
HES R B N A SRR R - AR E - #ER - B
FREK - AEMEBR  BEZE - REKLR S EREEYE 2
Navl.78EH ~ EHHHAES -

[0061] AU~ EEtkEARECE AR BEEA TllE—FE= 2
BRRE -

a)[*Nav1.7 2 453 C 2 E3 A SR CoR i & 38k B A 058 < 45 &0F 1 -

b) S 1 1) B A 5 2 BERL

O NFALR A 2 e R 55 -

d) AR AL BRI~ B850 2 R GRS & o

)t B E N H A gE B FJhNavl.1 ~ hNavl.2 ~ hNav1l.3 ~ hNavl.4 »
hNav1.5 ~ hNav1.6 - hNav1.8 &EhNav1.9.” E3[f 4B C A i & > 5 fir &1
L YK < B VAR 5 o
[ it 1]

[0062] DA » ZUEEASENT 2 B O K sl afi R A 3800 - (B
FHHIE AR ERZE -

[0063] EHEfIl : Navl.7HiAE < B

% E M & 7 A Navl.7(UniProtKB/Swiss-Prot : Q15858) 7 4% & &,
C ~ E3 A 4 B8 C oK Ui & 35k Y ik (1424-QPKYEYSL(F 71l 4R 5% 1)-1431
hCE3CHOE B #ilR -

E R hCE3CHK Z N Ui 7 A Cys R £ Z IR(CQPKYEYSL(F# 41 4R 5%
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2) ; Cys-hCE3C)(TORAY M AR~ = i) - E HBIE T % R bz (b
ERR M A E S (E T % _FRui B ({LKLH » Thermo Scientific /) 5] %
)45 & 0 1B R R o A aZIK-KLHAE & 88 BLIE X 58 & e Bl — i ek
A/Y Jms SlclEME/NER » Hg - BINBH KA Z 2R — 20k > LRk
5% o

& —RBEIRE% > AR - #5 M PEGAERR g 40AE 51/ 85 78
R4 (p3x6363-Ag8. » IR IR S » FIHE S =TS - fE
URE R E 2 IR A TR o (FAMEB ' LR > BITHERE
JFIK < ELISA » #5 L E ANav.745 & 6088 - BERRME - NHU/EIgGht
fe BB BRI &R E FE R - MELISARIERGEEREE2X
& ARIMEVREL ZRERK(Cys-hCE3C) BIEH R AV R EH
(Streptavidin)-HRP(PIERCE /A 5] #3&) » 744°C TR JE—H - FIELISAFH
BIREENRE 2R 0 INIITMB-E'E ([ (Substrate Chromogen)(Thermo
Fisher Scientific/A 58 iE) - FFEEE - AIFE20.5 NiRBe (E R ER IE
AEAS0 nm N 2T o W ELISA T BURE R4S & a5t L Rl 5 /8 1T
BETEACI L RS

[0064] EHif2 : HissFFy] L iEE

AT EIL CBEEM BN - HRENR L e/ EERDUE
ISHI S n] e f i o] S &~ R BR B e 51 (R 1) o

[0065] [F 1]

mADb T 2 [ 5l 5] | 0] & | R 5l
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K g Eg
] 5 5 ] 5 5
ZEFE . ZEEE . B)/(A
ol ol | TR Frsmee | ®A)
IGHV1-2 19 0.04
IGHV1-2(R94P) 20 0.22
IGHV1-3(R94P) 21 0.21
IGKV7-3 14 IGHV 1-18(R94P) 22 0.24
IGHV 1-46(R94P) 23 0.18
IGHV7-4-1(R94P) |24 0.26
IGHV1-2 19 0.03
IGHV1-2(R94P) 20 0.14
IGHV1-3(R94P) 21 0.12
IGKV1-39 15 IGHV 1-18(R94P) 22 0.13
IGHV 1-46(R94P) 23 0.09
IGHV7-4-1(R94P) |24 0.16
IGHV1-2 19 0.05
IGHV1-2(R94P) 20 0.15
IGHV1-3(R94P) 21 0.12
IGKV3-11 16 IGHV1-18(R94P) 22 0.15
IGHV 1-46(R94P) 23 0.12
IGHV7-4-1(R94P) |24 0.18
IGHV1-2 19 0.04
IGHV1-2(R94P) 20 0.12
IGHV1-3(R94P) 21 0.12
IGKV3-20 17 IGHV1-18(R94P) 22 0.13
IGHV 1-46(R94P) 23 0.09
IGHV7-4-1(R94P) |24 0.15
IGHV1-2 19 0.03
IGHV1-2(R94P) 20 0.18
IGHV1-3(R94P) 21 0.15
IGKV4-1 18 IGHV 1-18(R94P) 22 0.13
IGHV 1-46(R94P) 23 0.13
IGHV7-4-1(R94P) |24 0.21
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BESHCDR | 2 2288 | 5| \ N 51 | 1IC50(nM
Ab : SECDR | 27 22863y ’
m #5fir e | B4 REHEH e |)
h15H11-21 |E27D -~ M33L 55 | D3IE -~ N5SL 42 1080
h15H11-22 | WT 28 | D3I1E - N100D 41 080
h15H11-23 | E27D -~ M33L 55 | D31E - T100aS 43 1083
h15H11-24 | E27D -~ M33L 55 | D31E - N58Q - T100aS 44 1085
h15H11-25 | WT 28 | D31E - N5SL 42 o086
A25V ~ E27D -~
hiSHI1-26 |\ oo 56 | N100D 45 1088
A25V ~ E27D -~
hisHI1-27 | oo 56 | N5SL 46 091
h15H11-28 | WT 28 | D31E - T100aS 43 o091
h15H11-29 | WT 28 | N5SL 46 | 0.91
h15H11-30 | E27D ~ M33L 55 | N100D 45 1092
h15H11-31 | WT 28 | D31E - N58Q - T100aS 44 1093
A25V ~ E27D -~
_ D31E - Tl .
hISHIT-32 oo 56 3 00aS 43 1095
h15H11-33 | E27D -~ M33L 55 | N58Q - T100aS 47 10.98
h15H11-34 | E27D - M33L 55 [D31E ~ YOTF ~ NI00Q ~ 1,0 499
T100aS
h15H11-35 | E27D ~ M33L 55 | T100aQ 49 |1.00
h15H11-36 | E27D ~ M33L 55 | S59L 50 |1.02
A25V ~ E27D -~
hISHII-37 o0 56 | T100aQ 49 |1.04
A25V ~ E27D -~
hISHII-38 |20 56 | N58K 51 |1.04
h15H11-39 |E27D -~ M33L 55 | ss59v 52 |1.05
A25V ~ E27D -~
hISHI1-40 |20 56 | S59L 50 |1.06
h15H11-41 |E27D -~ M33L 55 | Y97F - T100aS 53 |1.07
hi15H11-42 | WT 28 | N100K 54 |0.83
h15H11-43 | I30F 57 |wWT 25  |0.83
h15H11-
W WT 28 |wr 25 |1.44
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[0085] [#F=11]

mAb g i
CDRI1 CDR2 CDR3 CDRI1 CDR2 CDR3
h15H11-1 58 59 64 72 9 10
h15H11-2 4 59 64 72 9 10
h15H11-3 58 59 64 8 9 10
h15H11-4 4 59 64 8 9 10
h15H11-5 58 59 65 72 9 10
h15H11-6 4 5 64 72 9 10
h15H11-7 58 59 66 72 9 10
h15H11-8 4 59 66 8 9 10
h15H11-9 4 59 66 72 9 10
h15H11-10 |58 59 66 8 9 10
h15H11-11 |4 59 65 72 9 10
h15H11-12 | 58 59 65 8 9 10
h15H11-13 |58 5 66 72 9 10
h15H11-14 |4 5 64 8 9 10
h15H11-15 |4 59 65 8 9 10
h15H11-16 |58 5 66 8 9 10
h15H11-17 |4 5 66 72 9 10
h15H11-18 |4 5 66 73 9 10
h15H11-19 |58 5 65 72 9 10
h15H11-20 |4 5 66 8 9 10
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mAb g i
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h15H11-21 |58 59 6 72 9 10
h15H11-22 |58 5 65 8 9 10
h15H11-23 |58 5 67 72 9 10
h15H11-24 |58 60 67 72 9 10
h15H11-25 |58 59 6 8 9 10
h15H11-26 |4 5 65 73 9 10
h15H11-27 |4 59 6 73 9 10
h15H11-28 | 58 5 67 8 9 10
h15H11-29 |4 59 6 8 9 10
h15H11-30 |4 5 65 72 9 10
h15H11-31 |58 60 67 8 9 10
h15H11-32 | 58 5 67 73 9 10
h15H11-33 |4 60 67 72 9 10
h15H11-34 |58 5 68 72 9 10
h15H11-35 |4 5 69 72 9 10
h15H11-36 |4 61 6 72 9 10
h15H11-37 |4 5 69 73 9 10
h15H11-38 |4 62 6 73 9 10
h15H11-39 |4 63 6 72 9 10
h15H11-40 |4 61 6 73 9 10
h15H11-41 |4 5 70 72 9 10
h15H11-42 |4 5 71 8 9 10
h15H11-43 |4 5 6 74 9 10
h15H11-

WT 4 5 6 8 9 10
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing nonEnglishFreeTextLanguageCode="zh" dtdVersion="VI_3"
fileName="C2b1632SEQA. xm1" softwareName="WIPO Sequence" softwareVersion="2.2.0"
productionDate="2023-02-07">
<{ApplicantFileReference>P2021-00040W001</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>JP</IPOfficeCode>
<ApplicationNumberText>2021-178982</ApplicationNumberText>
<FilingDate>2021-11-01</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh"> B 7 ¥4 ¥} & #! & % & &\ 3) (SHIONOGI & CO.,
LTD. )</ApplicantName>
<ApplicantNameLatin>SHIONOGI &amp; CO., LTD.</ApplicantNameLatin>
<InventionTitle languageCode="zh">#7%ENavl. 7TE kI 5 </InventionTitle>
<SequenceTotalQuantity>103</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hCE3C peptide</INSDQualifier_value>
<NonEnglishQualifier value>hCE3CAk</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QPKYEYSL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N terminal Cys-added-hCE3C
peptide</INSDQualifier_value>
<NonEnglishQualifier value>NK# % A Cys# & 2 hCE3CAk
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQPKYEYSL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Heavy chain of 15HI11</INSDQualifier_value>
<{NonEnglishQualifier value>1bH11x % 42</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLOQQSGPELLKPGASVKISCKASGYTFTDYNMHWVKQSHGRSLEWIGRINPKNGV INSNE
KFKDKATLTVDKSLSTAYMDLRSLTSEDSAVYFCAPSYYGGNTDAYWGHGTLVTVSA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDRl of 1bH11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH=CDRI</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DYNMH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDRZ2 of 1bH11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH2CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RINPKNGVINSNEKFKD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR3 of 1bH11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH2CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYYGGNTDAY</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain of 15HI11</INSDQualifier_value>
<{NonEnglishQualifier value>1bH11x #242</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPVSLAVSLGQRAT I YCRASESVDNYG I SFMNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFSLNIHPMEEDDTAMYFCQQSKEFPWTFGGGTKLEIKRA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR1 of 1bHI11 VK</INSDQualifier value>
<NonEnglishQualifier value>15H11 VK2 CDRI</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASESVDNYGISFMN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>

<INSDSeq_division>PAT</INSDSeq division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>l.. 7</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="ql7">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDRZ2 of 1bH11 VK</INSDQualifier value>

<NonEnglishQualifier value>15H11 VK2 CDR2</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l.. 7</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="qgl8">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AASSQGS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR3 of 1bH11 VK</INSDQualifier value>
<NonEnglishQualifier value>15H11 VK2 CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQSKEFPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>327</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 327</INSDFeature_location>

111141378 FEH5E A0202 #1058 - H1015(FIE) 1123049848-0



1867354

<INSDFeature_quals>
<INSDQualifier id="q21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>hlgG4Pro</INSDQualifier_value>
<{NonEnglishQualifier_value> AJ&1itlg G4Pro</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 327</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKT I SKAKGQ
PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNV
FSCSVMHEALHNHYTQKSLSLSLGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>105</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

111141378 FEH5E A0202 #1158 - £1015(FIE) 1123049848-0



1867354

<INSDFeature_location>1. . 105</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>hIgK</INSDQualifier_ value>
<{NonEnglishQualifier_value> AiR1itIgKk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 105</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDS
TYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Navl.7 CE3C peptide</INSDQualifier value>
<NonEnglishQualifier value>Navl.7 CE3CAk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CSVNVDKQPKYEYSL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
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<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASESVDNYG I SFMNWYQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLTINPVEANDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT I TCRASESVDNYG I SFMNWYQQKPGKAPKLLIYAASSQGSGV
PSRFSGSGSGTDFTLTISSLQPEDFATYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPATLSLSPGERATLSCRASESVDNYGISFMNWYQQKPGQAPRLLIYAASSQGSGI
PARFSGSGSGTDFTLTISSLEPEDFAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPATLSLSPGERATLSCRASESVDNYGISFMNWYQQKPGQAPRLLIYAASSQGSGI
PARFSGSGSGTDFTLTISRLEPEDFAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@35%">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASESVDNYG I SFMNWYQQKPGQPPKLLIYAASSQGSGV
PDRFSGSGSGTDFTLTISSLQAEDVAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMHWVRQAPGQGLEWMGR INPKNGV INSNE
KFKDRVTMTRDTSISTAYMELSRLRSDDTAVYYCARSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMHWVRQAPGQGLEWMGR INPKNGV INSNE
KFKDRVTMTRDTSISTAYMELSRLRSDDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMHWVRQAPGQRLEWMGR INPKNGV INSNE
KFKDRVTITRDTSASTAYMELSSLRSEDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMHWVRQAPGQGLEWMGR INPKNGV INSNE
KFKDRVIMTTDTSTSTAYMELRSLRSDDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMHWVRQAPGQGLEWMGR INPKNGV INSNE
KFKDRVTMTRDTSTSTVYMELSSLRSEDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGQGLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRVTMTRDTSISTAYMELSRLRSDDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASESVDNYG I SFMNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEANDTAMYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
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<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="@bb5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASESVDNYG I SFMNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEANDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASESVDNYG I SFMNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLTINPVEANDTAMYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg60">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASESVDNYG I SFMNWFQQKPGQPPKLLTYAASSQGSGV

PARFSGSGSGTDFSLNINPVEANDTANYYCQQSKEFPWTFGGGTKVE IKRT</ INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<{SequenceData sequencelDNumber="31">

<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASESVDNYG I SFMNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLTINPVEANDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="qg63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTEYNMHWVRQAPGRSLEWMGR INPKNGV ILSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGDDDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg65">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV ILSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGDDDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qb67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTEYNMHWVRQAPGRSLEWMGR INPKNGV ILSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGDTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGDDDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTEYNMHWVRQAPGRSLEWMGR INPKNGV ILSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNDDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV ILSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNDDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

111141378 FEH5E A0202 #3658 - H1015(FIR) 1123049848-0



1867354

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV ILSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGDTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTEYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNDDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNDDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTEYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGDTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTEYNMHWVRQAPGRSLEWMGR INPKNGV ILSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q85">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTEYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNSDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTEYNMHWVRQAPGRSLEWMGR INPKNGV IQSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNSDAYWGQGTLVTVSS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGDTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV ILSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
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<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q9%4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV IQSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNSDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q95">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTEYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYFGGQSDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q97">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGVINSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNQDAYWGQGTLVTVSS</ INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="50">

<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql00">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV INLNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="ql01">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql02">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV IKSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql03">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql04">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV INYNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGNTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql06">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYFGGNSDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql07">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Heavy chain</INSDQualifier_value>
<{NonEnglishQualifier value>®&4#</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql08">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYNMHWVRQAPGRSLEWMGR INPKNGV INSNE
KFKDRFVFSLDTSVSTAYLQISSLKAEDTAVYYCAPSYYGGKTDAYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql09">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEANDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qlll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRVSDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEANDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASESVDNYGF SFMNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEANDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qllb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR1 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="qll6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EYNMH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR2 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RINPKNGVILSNEKFKD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll19">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR2 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RINPKNGVIQSNEKFKD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR2 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>RINPKNGVINLNEKFKD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR2 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RINPKNGVIKSNEKFKD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql2b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR2 of 15H11 V</INSDQualifier value>
<NonEnglishQualifier value>15H11 V= % £:CDR2</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RINPKNGVINYNEKFKD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR3 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYYGGDDDAY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR3 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYYGGDTDAY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="ql31">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR3 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYYGGNDDAY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql33">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>mutant CDR3 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYYGGNSDAY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR3 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR3</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYFGGQSDAY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR3 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYYGGNQDAY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR3 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYFGGNSDAY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql41">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR3 of 15H11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH= % 4*CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="ql42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYYGGKTDAY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR1 of 15H11 VK</INSDQualifier value>
<NonEnglishQualifier value>15H11 VK % 4*CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASDSVDNYGISFLN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR1 of 15H11 VK</INSDQualifier value>
<NonEnglishQualifier value>15H11 VK % 4*CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RVSDSVDNYGISFLN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mutant CDR1 of 15H11 VK</INSDQualifier value>
<NonEnglishQualifier value>15H11 VK % 4*CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>RASESVDNYGFSFMN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDRl of 1bH11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH=CDRI</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql50">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be D or E.</INSDQualifier value>
<NonEnglishQualifier value>X¥ &ZD&E - </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="ql51">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XYNMH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="76">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql52">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDRZ2 of 1bH11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH2CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql53">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be N, L, Q or K.</INSDQualifier value>
<NonEnglishQualifier value>X® &N~ L ~ Q#K - </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

111141378 FEH5E A0202 B728 - H1015(FIE) 1123049848-0



1867354

<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql54">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be S, L or Y.</INSDQualifier value>
<NonEnglishQualifier value>X¥ &S -~ L&Y - </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql5h">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RINPKNGVIXXNEKFKD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="77">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="ql56">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR3 of 1bH11 VH</INSDQualifier value>
<NonEnglishQualifier value>15H11 VH2CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>3</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql57">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be Y or F.</INSDQualifier value>
<NonEnglishQualifier value>X¥ &Y&F - </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql58">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be N, D, Q or K.</INSDQualifier value>
<NonEnglishQualifier value>X¥T &N~ D ~ QzK - </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql59">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be T, D, S or Q.</INSDQualifier value>
<NonEnglishQualifier value>XT &T ~ D ~ S&Q - </NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYXGGXXDAY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="78">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql61">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR1 of 1bHI11 VK</INSDQualifier value>
<NonEnglishQualifier value>15H11 VK2 CDRI</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>SITE</INSDFeature_key>

<INSDFeature_location>2</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="ql62">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be A or V.</INSDQualifier value>
<NonEnglishQualifier value>X¥ &A=&V - </NonEnglishQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature_key>SITE</INSDFeature_key>

<INSDFeature_location>4</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="ql63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be E or D.</INSDQualifier value>
<NonEnglishQualifier value>X¥ &AE&D - </NonEnglishQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature_key>SITE</INSDFeature_key>

<INSDFeature_location>11</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="ql64">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be I or F.</INSDQualifier value>
<NonEnglishQualifier value>X¥ &I &F - </NonEnglishQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature_key>SITE</INSDFeature_key>

<INSDFeature_location>14</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="ql6b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X can be M or L.</INSDQualifier value>
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<NonEnglishQualifier value>X¥ &ZMaL - </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql66">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RXSXSVDNYGXSFXN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="79">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEAEDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="80">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="ql69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEAADTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="81">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql71">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEAQDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="82">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEAFDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="83">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="ql76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEALDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="84">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql78">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEAVDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="85">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEAIDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="86">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEADDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="87">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

111141378 FEH5E A0202 #8558 - 1015 (FIIE) 1123049848-0



1867354

</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEARDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="88">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql8h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEAGDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="89">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSPGQRAT I TCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLT INPMEANPTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>

111141378 FEH5E A0202 #8758 - 1015 (FIIE) 1123049848-0



1867354

<{SequenceData sequencelDNumber="90">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASESVDNYG I SFMNWFQQKPGQPPKLLIYAASSQGSGV
PDRFSGSGSGTDFTLT I SSMQAEDVAMYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="91">
<INSDSeq>
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<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASESVDNYG I SFMNWFQQKPGQPPKLLIYAASSQGSGV
PDRFSGSGSGTDFTLT INPMQAEDVAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="92">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q280">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q282">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DI VMTQSPDSLAVSLGERAT INCRASESVDNYG I SFMNWFQQKPGQPPKLLTYAASSQGSGV

PDRFSGSGSGTDFTLTISSMQAEDVAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="93">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q283">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q284">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DI VMTQSPDSLAVSLGERAT INCRASDSVDNYG I SFLNWFQQKPGQPPKLLTYAASSQGSGV

PDRFSGSGSGTDFTLTISSMQAEDVAMYYCQQSKEFPWTFGGGTKVE IKRT</ INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<{SequenceData sequencelDNumber="94">

<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q285">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q286">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PDRFSGSGSGTDFTLT INPMQAEDVAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="95">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q287">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q288">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PDRFSGSGSGTDFTLTISSMQAEDVAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="96">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q289">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q290">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PDRFSGSGSGTDFTLT INPMEAEDTANYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="97">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q291">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q292">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PDRFSGSGSGTDFTLTISSMEAEDVAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="98">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q293">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q294">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PDRFSGSGSGTDFTLTISSMQAEDTAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="99">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q295">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q296">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLTISSMQAEDVAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="100">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q297">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q298">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLTISSMQAEDVAMYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="101">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q299">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q300">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSLGERAT INCRASDSVDNYGISFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLTISSMQAEDVAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="102">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q301">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Light chain</INSDQualifier value>
<{NonEnglishQualifier value>$g4#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q302">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVLTQSPASLAVSLGQRAT INCRASDSVDNYG I SFLNWFQQKPGQPPKLLIYAASSQGSGV
PARFSGSGSGTDFTLTISSMQAEDVAVYYCQQSKEFPWTFGGGTKVEIKRT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="103">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q303">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q304">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hCE3C peptide</INSDQualifier_value>
<NonEnglishQualifier value>hCE3CAk</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SVNVDKQPKYEYSL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>
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