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mAU VWD1 A, Warelength=214mm(IMPURITY +20171031_IMPURITY_MRBD 2017-10-31 11-18-34.D)
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300] i
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1009 sfs
KL
5 10 15 20 25 min
Peak RT Area %Area
Peak 1 | 9549 | 221374 | 2.63
“Peak 2| 11176 '|8195.504| 97.37

® MERS-RBD-Fc (RP-HPLC)

VWD1 A, Warelength=214mm(IMPURITY \ 20171031_IMPURITY_MRBD-FC 2017-10-31 13-10-18.D)

mAU-_ 2
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600-

400- g

200 g & .

o{—«tr A Vi
5 10 15 20 25 min

Peak RT Area %Area
Peak 1 | 10570 | 88029 | 5.46
‘Peak 2| 11.093 | 15244.9 | 9454
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