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L — Pl AP 25 & S0 pk , FURFIEAE T, ATl S PR &5 & S B AR PO 45 & Xk, il
JRESE G X A

(1) TuREEREE [ EBE N 2 G AMAEDRELX (CDR) J741, N 2 Coi an M HEA ;

CDR1H%# (HC) SEQ ID NO:357FSSSWMN

CDR2 HC SEQ ID NO:358RIYPGDGDTNYNEKFKG

CDR3 HC SEQ ID NO:359EATTVVAPYYFDY &

(1) TREEREE R BEN 2 G AMAEDRELX (CDR) J741, N 2 Coi an M HEA ;

CDR1%4%% (LC)SEQ ID NO:351RASENIYRNLA

CDR2 LC SEQ ID NO:352AATNLAD

CDR3 LC SEQ ID NO:353QHFWGTPLT

Frads 53 A 45 6 SR R B DA S = B AU M 2 Ak (MHC) PR AE 1 5 &5 S HLA -
A2/MAGE-A9,,, oo, » FEHFTIR SR S5 G SR H T R UAR IR G U S 44 (CAR) AIT4HII A2
A (TCR) ZH RS fiE 4

2. QAR R BTk RS AN S 5 S, FURFIEAE T, Tl S AR 255 S nl A 52
(N8

3. QAR R 1 2 24— AT ik P57 A 45 5 SR, FLRFIEAE T+, BT o FvE 25 5 S0k
BLERTY HB5y o TR S

4 QUSRI SR LR R RS AN 25 5 Sk, FURFIEAE T, Fridhufdoe AR dutak.

5. QAR ER LTk (RS AR 5 5 SR, FURFIEAE T, Bl ool BBk ok OBURs sk
Pk KR HUTA.

6. — M B HTR , HEFMEA T, Irik 2 E TR O IR A1, T iR 7 41 4 b
QAR EER L 2 54— T TR (o A 25 5 SR

T — ek A, HURFIEAE T, ik 3k A e 3 A R R 6 Fir ik IR A% IR , Bk
ZAGHTR PR E b B 2 I E o ds a2k

8. — ity , FARFAEAE T, B 40 B 45 QORI R 6 AT iR (19 20 4% R ol A R K 7
AR Rk 2 .

9. —Fh A5, HFFIEAE T, AR 25 WAl 5 045 « AR 2K 1 28 54— DTk i)
SRS G SR QAR R 7R iR ) 2k AR Bl A R EER 8Pk ) 4«

10 AR R 12 54T — T TR 1R 5% PR 25 5 SR ORI 25K 7 B 1) 2k A ORI 22
KPR A S AR B2 SR 9T IR I 29 A A e il e T TR iR E I 29 i i, o
R idraie gt T~ Hh B n s 05 IDeies « SR S A des Pir L sl RO A

11 AR R L %8 B FRAT— T TR A A il A e 40 A A2 R ) b 1
&, A e e AW SR 1 TR g 5 prd i e, b Pk e i i
EVIRAFAE BT B 12 S W7 AR 7~ HH P iR ez 4 -
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BEBXTCRITFE BRI S R ERIR

[0001]  ACHIE R HIE S CN201680040163 . X (PCTHIE 5 HPCT/IL2016/050600) « Hi H
2016476 H8H A B & 0R “BAT m o AIVERIHE R A5 S M S TCRETU AR S5 S 3l S RN 544 S
H & M EHig.

[0002]  FOR&UH M T SR

[0003] AL HHAE H— B0 S Fl v A T2 S MR 45 5 A, Firad Sy R 45 5 S B4
A SRR R AR SR — R TCRP AR S5 A3 M & -

[0004] g G 25 I AL 1 22 2 i 25/ CD8 4l ff B3 TAR M IR B, £ R IRl iRk 224
CD8 2R 5 PE TAMBE I AL DAY KX EE il . hy T REMIS L, AR So BT T4 i 32 4k (TCR) 5
388 B i i iR g A SR 1 T A U A I Ak (MHC) 43 F- B R IR0 — 45 a8 B K Bt
i 24 0 M E AL B S e R AT AR H 2N RSB U B A & 7
FIrR 4 24 55— 28MHC /1~ _F PRI, 2 R e HEMHC - IR S 0 T 2 s iRy T
7R AR HAR . — XA 7 1K 2N TCRO T MHCIIK &2 & i Pl ek (1 O S
SEVERARRIATAT S AP AR s FAT N 2 IR ool 25 R AT — S TR e ME I 2 s o A
VERIAVER RS T FT IR AU, o 2N TCREUIR , T & — i 28 B e By 7 259,
R iR o 15 Y 7 29D Re e ) 25 IRd A S e a4t , I B S e IR 255 o
TENZANRITRRTIIN, ZETCRETAR T A AR AE N Z A& G4k 1 22 Wil , LA
FAERMFEE—JMUCHUR IR 2 M E AR T .

REAAE

[0005] AR AL IR — L S0 — 51, 3R 0 T — RIS FIPESS & 5Lk, Find S ANt
S AR — U AS DX, Fir i i 4 5 DX 040 221N 2 Conin IS Y ELAMAE R E [X
(CDR) 741 :

CDR1 HH(HC) SEQID NO: 309 SYGVH

CDR2 HC SEQ ID NO: 310 VIWAGGTTNYNSALMS
[0006] CDR3 HC SEQ ID NO: 311 DGHFHFDF

CDR1 ##E(LC)  SEQID NO: 303 RASDITYSNLA

CDR2 LC SEQ ID NO: 304 AATNLAA
[0007] CDR3 LC SEQ ID NO: 305 QHFWGSSIS

[0008] s s FIVELL & SRARABIE LA — A 26 - TR SR A VER & 1k (MHC) BROE 7 4G &
HLA-A2/TyrDy g 4ooo

[0009] AL I —LE S BN — N7 T, SRk T —FiCRAIVE L & Sk, B SR Anie:
G SR AR — B GG A DO, TR Bl 4 DO 16 20N 2 Coi HE A1 I ELAMAE DRUE IX
(CDR) J-471:
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CDR1 HE#(HC) SEQIDNO: 293 TSGMGVS

CDR2 HC SEQ ID NO: 294 HIY WDDDKRYNPSLKS
(0010] CDR3 HC SEQ ID NO: 295 KDYGSSFYAMHY

CDRI #%#(LC)  SEQID NO: 287 KASQDIHNYIA

CDR2 LC SEQ ID NO: 288 YTSTLQP

CDR3 LC SEQ ID NO: 289 LQYDNLWT

00111 7k S5 RIME S A 92 PRAE IS —MHCHRAZ 17 s 4 A HLA- A2/ TyeD, e, e
[0012] i ff Ak I g — e ST Ma I — A 7T B T — Rl R 45 4 924k Bk 3 e
L A SR A —HUTLE DO R B4 2 DO A5 2 NI OO HE B BN X

(CDR) F7 41
CDR1 HC SEQ ID NO: 325 SYDMS
CDR2 HC SEQ ID NO: 326 YMSSGGGTYYPDTVKG
CDR3 HC SEQ ID NO: 327 HDEITNFDY
00131 cpri L SEQ ID NO: 319 RASQSISNSLH
CDR2 LC SEQ ID NO: 320 YASQSIS
CDR3 LC SEQ ID NO: 321 QQSYSWPLT

[0014] P o AIVE S F SEARRERE LA —MHCBIRE 5 A R HLA-A2/WTL gy
[0015]  ARIEA AR — L5l — 5, $2 0 1 —Fos fIVESE & 5k AR AEAE T,
FITIR SRR 25 15 SR A I — U A 5 DX, Tk 705t 4 5 DOt A0 75 25Nt 22 CoHE A7) £

MR ZE X (CDR) 7471 -

CDRI HC SEQ ID NO: 341 GYWIE

CDR2 HC SEQ ID NO: 342 EILPGSGGTNYNEKFKG
[0016] CDR3 HC SEQ ID NO: 343 DSNSFTY

CDR1 LC SEQ ID NO: 335 SVSSSVDYIH

CDR2 LC SEQ ID NO: 336 STSILAS

CDR3 LC SEQ ID NO: 337 QQRSSYT

[0017] Bk SRS £ S ARSI —MHOR A (77 45 A HLA A2 MAGE -Ad ..
(00181 HSHRA 19— SHE NI — AT T , 0k T — R MR 5 A 92k, ik s
G A ST — GO A I TR U6 A X (A 2 NS OB 1 A R X

(CDR) 41l «
CDRI HC SEQ ID NO: 357 FSSSWMN
CDR2 HC SEQ ID NO: 358 RIYPGDGDTNYNEKFKG
CDR3 HC SEQ ID NO: 359 EATTVVAPYYEDY
[0019] epr1 LC SEQ ID NO: 351 RASENTYRNLA
CDR2 LC SEQ ID NO: 352 AATNLAD
CDR3 LC SEQ ID NO: 353 QHFWGTPLT

[0020]  Ffradt oy AL 45 SERRERE VA —MHCRR T 5 S5 R HLA-A2/MAGE -A9, ., 50

[0021]  ARIEAL W — LI B — I3, S2f 7 —Fiop RIVESS & 900, Fird o fit:
ERE SRR — DU AR G DX, Pk 0 £ 5 DO A 75 25N 22 o A7 (1 B AMA D E X
(CDR) F7-41:
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CDR1 HC SEQ ID NO: 373 DYNMD
CDR2 HC SEQ ID NO: 374 DINPNYDTTTYNQKFKG
CDR3 HC SEQ ID NO: 375 RNYGNYVGFDF
00221 pr1 Le SEQ ID NO: 367 KASQRVNNDVA
CDR2 LC SEQ ID NO: 368 YASNRYT
CDR3 LC SEQ ID NO: 369 QQDYSSPFT

[0023]  Jrik s A 45 & SRS L —MHCPR E 197 UEE S HLA-A2/PAP, ) oo

[0024]  FRHEAK B —LL S50, AT iR AN 45 5 so ke B Tl —Puik . — & hi %
1A (CAR) F1—TENfI 2 A& (TCR) 2H I FFEH -

[0025]  ARHEA K B — LSt , ik S A 25 & S pdoe— Pk

[0026]  ARHEAK B —LL STt , Frak S A 25 5 S AoE—TCR.

[0027]  ARHEAK B —LL STt , BTk S A 25 5 S E—CAR.

[0028]  FRPEA L A —LE ST, Frak sy MR 5 & SR o2 — R S

[0029]  FRIEAL A —LE S0, Bk s AR 455 Sk — AR bod.

[0030]  FRFEA L A —LE S0, Bk s Mk 45 & SR B — 1R 75

[0031]  FRHEA LI —LC S0, Fradk x5 5 SR G 4E — ARSI 43

[0032]  ARHEA A A — LS B , Frak b oy — ek huiR, — SR iRk — 2 K
EREATZN

[0033]  ARHEA A A — LS E B — N JT I $2 T — Mo BN 2 AR, BTk 2441
FRAUFE—IZIR 5, FVASRAS TR S A 25 5 Sk

[0034]  ARHEAA BHIY — 2L 5B — N JT 1, $2 T — PPk dliA , Birik 2 A% R 7] 45
PERIE R 2 — M E T s A

[0035]  ARAA A A — LS B — N J7 1, $2 B 7 —Fhanfit, FriR g e is pr ik 2 4%
HIR, sk HriR Fek 2.

[0036]  ARHA A BHIY— LS E B — N JT 1 $2 T — M2y &9, ik 25 40 5
BB BT SR A 5 5 S Bk A, sl iR 4.

[0037]  ARHEA A A — LS BIR — N J5 1, $2 B T — M-S 4n it gy ik, Frik Ty
ARG AL R R SRR N SRR PR S ik g g, b pr ik s &5
YIHIAFAE BT R T 52 5 i) — 7K AR s Tt e 4

[0038]  ARAA A WA —LE ST A1 — N5 T, SRt 7 — A Js S A RS T e fE ) — 2
PRI TR 15 3, FURFEAE T, ik 5 B0

[0039]  (a) FREEHTIA TS TR 3 PR Hh 2N g A7 AL 5

[0040]  (b) Ml 2 2 MEEi i, FIT ATk R B ; M

[0041] (o) 45 PHTIR = R—Pulsr ik,

[0042]  ARAAC L A — L ST A1 — AN T T, SRt 7 — M Js S A RS T B fE ) — 32
PRSI TR E R T3 7, BTl g I i A2 e i R R ST &5 1, TR 32 4k
(—4 S TR ST ik, Fr TR e B S WA e sl irk oz & S —KF DA TR
R FTIRSAE -

[0043]  ARHEAK B — LTt , iR 4R 2 — B A it o
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[0044]  ARIEAL W — LI B — I3, S2 7 — R EAERY T 1, B s A 6
i ST A TR B — R8T 7 A SR O FIr R SR AR E5 5 500 ik B PR TR 4R ,
MRS T EE -

[0045]  ARIEAA I — L5 — 5, $2 0 1 — R A e 10 i AE R 25 R
F, Bt B R FR R RS RIVESE 5 50 TR B AR iR 4

[0046]  ARAEAC K I — L85 1, Tk S AP S5 & SR T Ty e DIV, PirdJeesie e H 1 i
Pt IR T B4 R AT 2 O R A

(00471 ARYAL B — 25 ], v adk S PR 45 & SR T ORI R 2R 1 (WT D
N, BT dmeie 126 1 1 E A Ik R A M e 5 22 R TR R R QUMD S PR EEL A e e 1 1t
(ALL) <SR A/ Fr BEE F I (AML) Ry 86 A & 7 2R 5iE (MDS) TRI 2R S IR B B
&8, BN £kl B Wses Dss ~ FRDRBREE  FLIDRss S Jilisee (0 an R/ Namifa i) A8 € 308 S P PO
B N A P AR SR o

[0048]  ARAEAC K W) — L85 1, Tk S RIPE 45 5 S T B SR AR O B i 4 (MAGE -
A4) I, v s R0 11 7 60 208 < O BRI S TN P9 I /PR LR (PTANATLL) S AP Sk 200
(00491  ARAEAC K W) — LB S 1, Tk S RN 45 5 S T B8 S A O B9 (MAGE -
A9) I, Firidtse e e H T i s B DR  FLRRVER KT mpetes i 4L e O 2L

[00501  ARIEAC K W) — L5 B, Pt SR RN PE S5 &5 54 TR S PR VEBR VLSRRI (PAP)
I, T s e B T F i S Be FIr 2 i O R 2 -

(00511 [3:AR 55 Dnst B, 75 WUACSCRIT 68 FH O FT A BB RN/ B2 RE# AT 5L WA
IR BB G i AT ERAROARIR] A2 8« SRR MR St T VA I DAl 5
(R AR B ST Py (AT AR RN o S e e 1, A& W ) St 81 A2 5 5 R/
BT AE IR o AP IAITE DL T R LAACL R 5 A0t e SCUA ] e A, st s
ERS U2 T, 5 ELABIR FHARR A o

B3 &35 B

[0052]  F bR A K B — S S G i 24010 7 XS5 MR A | i g
AR FAR I 225200, B 2 s s i 4n 15 28061, VAU A & B S e 110 E D « 5
T, S5 Fr s S B S s S ARSI B RN RRETS E 1 S A & B A S8 151 o

[0053]  fEFffE

[0054] &1 . 0] Z2NHLA - A2/ T S BRI S W 2R TCRP TR FR 11 25 55 2 FIPE I o » ik
ZAlY )T gGIE B/ Nk A 2R TG ARz ] 7F Frh 2 10 55 551 iz (SPR) HOAE 0
Fr b o 5 AT 1 3555 19 2/ scHLA- A2 & W RSN B 47 & P R 1 A alif
[ EE 20 B REHLA - A2/ TR S PRI i S

[0055] &2 2 PN EURR AR T 21 A TCRP AR I SR AL A E S ME I o P i T e BR T PR UK
FEAIZ ML 123456 THISHYHUR NN R , AT iR 2N 24 TR (Ala) AR R #: &
1%, FE DL —IR 10 210 BE R I 2 £/ T24 s i S B Amff (APC) HhAE37°C 2
/NI o A P A RO B S AE— R I 1030/ Z TR 2R TCRBU IR NI &5, DA SN i
A o P R Y 25 S s, I EL S B AR (WT) 1 SRS 2A BRI ST 11 s 225 5t

6
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FEBEAT LR RN A L@l BRI 7 5 PR I ARDG SE M Ak W T RERR IR 25 51 T 43 LE
[0056]  [&]3: 2/ NTCRETAADL LAIDT 5 N5 ik SRR K O 224N T2 APCRA M 25/ X FR 4L
HLA- A2BR & FERK B 45 15 o 2N T2 DN — IR BRI 10 2510 BE R MR 5 PO TS el B g P Jo
PA KA AT s O RE R AE 3T C Hh L 2/N o 5 5 al el it sl e B R R SR 3 (e e 2L 26
(PE) Aic i — i/ NG LgGRIT o B a B 4iik (MAD) BBT . 2437 FOR I IIHLA - A21 %5, DASK
B o (MFT) For.

[0057]  [&]4: 2/ NTCREUAAD L LAIDT 5 145 15 S FR AR K LA S 254 % A HLA - A2 e i
R ZANT2 APCIS: 5 o 2N T2 DN — IR BRI 10 2210 BE R 5 PO TS el B g P Jo
PAB A ATk R R AE 3T “C H L2/ N o 65 1 i s AT R A H — R PEFRICHIH TN
Fi LgGAIT WA . MAb BB . 24 HI2R W IIHLA - A21 3%k , DL B0 (MFT) Fo o

[0058] &5 : R TCRATTIARD 115 I T SR K LA K 25~ o FR A HLA - A2PR e R IR 1) 224
T2 APCHIES £y« ZANT2ARNB NN —HR B 10 25 107 BE AR Mk J3E PO s S BRI I I DA R 224
TR /s R FES T °C L 2/N o 255 i i s A B R FI ) — R PERRIC T/ NR TGl
W MAb BB7. 24 HISR MEMIHLA - A2/ 3% 2k , PLF A e (MFT) FooRe

[0059] K16 : 25 TCRYTIARDT 15 N Tk S it A JTK A S 20 A% A HLA - A2 2 IR 251 T2
APCIRIZE &5 o N T24H I I —IR (910 510 P EE SRR P IO SA BRI LK DA K 2N Fibs
ANIIMEREAE3T C H 12/ N o 55 25 218 1 I s R T — RPERRIC T/ N T g G Wil o
MAb BBT7. 24 IR BEIHLA - A2(1 3%k , V3528 6o B (MFT) 227

[0060]  [K|7 : ZETCRATTIAMC 1 5 I T SR IEE A IR A K 22~ o PR HLA - A2PR e R JIR ) 224
T2 APCHIES £« ZANT2RB NN —HR BRI 10 25107 BE AR Mk J3E PO s S BRI Ik I DA R 224
TR s HERRFE 3T °C L 2/N o 255 i i s A i B R FI H — R PERRIC BT/ NR TGl
I MAb BB7. 24 HISR WEMHLA - A2/ 3% 2k , DL e (MFT) FooRe

[0061] &8 JSTCRETIAMCT 5 3R HLA - A2 RN SRR THH 1 2 6 2R AN R 45 65 o i I 4
H B AT H = PEARICAIPTA T gG i I 254~ B (0 2R 4N 15 2E TCRPTIAMC L 45 45 - MAD
BB7 . 24 TR Ma IHLA- A21F) 581K , DA 20258 6o (MFD) oo

[0062]  [&]9: 2 TCRETFAMCT S5HLA - A2+ DL K i S il S B B BHPE I 2 i i 45 45 o 1
LA AR AR FH — R PEFRIC DTS TG 5 5 HLA - A2 DL N 1 e e it 52 BH Ik ke
12 IR AN 5 2 TCRPTAMCL I 45 & o MAb BB7 . 24 DR ME IMHLA - A2F) ek , AT 3551t
SR (MFT) 367,

[0063] 10: Z4~2TCRETARDL LFID7 SSHLA- A2+ DA M i S FR T 2 BH IR B B ME ) 244
F&h G o i i s BRI F R PEARIC AT/ N TG i il FR A HLA - A2 DA I il S i =2
BEPAE Bl BHIE 19 22 IRE 41 55 2R TCRPTAMC LU 45 5 o MAD BB . 24 FHR MR MIHLA - A2/ ik
PS5 R (MFT) .

[0064]  [E11: 2 JSTCRYTIADLIAIDT SHHLA- A2+ DL M ik S BRI 5 YR 2 N A 25 5 o
R AR B AR R F 2 PERRIC AP/ N T gG il IR HLA - A2 DA R i S I =2 B P 2
AR A 5 JSTCRETAMC LI 4575 s MAD BBT . 24 IR I IIHLA - A2 581K , DAV 402 16 o Ji
(MFT) F7e

[0065]  [&]12: 22N 2ETCRELAAD L LFIDTFIMCT S HLA - A2+ DA K it e ik 52 R sl B 1 1 224
A2 AT EE S G ol i 3 AN B B — G PEARIC AT/ N TG I Ml #R A HLA - A2

7
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DA T e i it 522 BEPE sl B P 1) 22 FRg 4 it 15 28 TCRPTAD 1 1. D7D MMC LI &5 5 o

[0066] 13: ZRTCRYTIADL 1 SHLA - A2+/ il SAFR T 2 BHPE I 24 1B H AR 45 & . 2
ANEH RGN R A 2ok anbsor il i i i e B ORF = 2 PEFRIC i P/ N T G il
D IRHLA - A2 M S R S BRI 1 24 IRg 4 55 2R TCRPTIAD L L 2575 JMAD BB7. 29
FSR M IHLA - A2F 551K

[0067] 14: RTCRYTIADL 1 FHHLA-A26 /I S BRI 2 JHYE I 2 1B AR &S & . 2
ANEH R AR AN R A ks anbsor il i i i e HORF = 2 PEFRIC i P/ N T G il
MFRHLA - A2DL K i S BRI S BRI 224 IR 4 i 15 2 TCREUAD L1 25 5 o

[0068]  [&]15: JSTCRETIARDT FHHLA- A2+/ i S BRI 2 JHVE M 24 I AR AN &5 & . 24
1B AR RO AL 2Lk ankbros , il i A e B R F) FH — 2 PEFRIC Pt/ N T oG i
FEIRHLA- A2DL K s 2 ity 2 VR 2 IR AN 15 2 TCRETAD T &5 65

[0069] 16:BB7. 2 5 AN EH AR 455 2 15 IR AR AN i it 4 2 5k IR s
71, 1 AR HOR R FMAD. BB7 . 2 K — 2 PEFRICHIBT/ NG TG IHE I 2241 It ARt i)
PV IRIRIIHLA- A2 0k

[0070]  [E]17: 2 JSTCRTIAMCL, D11 K D75 24N 1EHANE I A2 40 (PBMCs) 455«
1 1 PCRY% 7E PBMC s [FJHLA - A2[F] st ek 2 A R « )] — R PEFRIC IO BT/ N TG R 24
KTCRYUTAII S & -

[0071] 18: ZSTCRYTIAD L LIF L BRI 2 45 o il it F FHPEFRIC BT/ N T oG i LA - A2+
PO S B DL BV 22/ 2 5 25 TORBUARD L 1 A48 5 o +/ - 3l i PCRFFT IR (TR 52 R
PR AR (mRNA) (135K 5555 . MAb BB . 28 JT1 SR Wa HLA - A2 761K

[0072]  [&]19: 2R TCRETIARDTHE BEPERD R 45 o 10 I FHPEFRICIIHT/INR T oG IIHLA - A2+ i
S REPEPL M BAPE 240 5 ZETCREUAD TN 45 5 o +/ - Feom il 1o PCRINFF 1 1 2 B imRNA
IBER Fek JMAD BB . 2 HIOR A UHLA - A2/ 551K

[0073]  [&]20: 2N 2ETCRPTIAMCL , D11 K D75 A Tt S i ek JOA DA S AL T S IR 1) 22
ANHLA- A2BR B K2 ANT2 APCES & o 22N T2 N — IR BEIR 10 BEZR Uk B 11T 2 e
P IE IR DA M A BT b I EIRAE 3T “C R 127N o 25 5 2l i i AR R R ] — 2 PERRIC
(TN TG I«

[0074]  [E]21: STCRETIADLL 5 I 2 AL TR SR BRI K 1T 22 HLA - A2FR E K 1 22
ANT2 APCEE 15 o N T2 — TR BT 10" BE IR Mk B (1 IR S BRI E I DA M 2 AN T
HIRERRAE3T C 1 2/N o 25 A il i s AT R T FH — 2 PEFRIC O BT/ NER T GRIT Bl
MAb BB7. 2145 A TR E K TR NSRRIl

[0075]  [&]22: S TCRETIADLL 5 24 AT AL TR SR BRI K 1T 22 HLA - A2FR E K 1 22
ANT2 APCEE LT o 25 D T2AHMOBE DN — IR BRI 10 ° BE SR Ik JBE (1 TR S R Tl P UK DA N 2 A b
HIRERRAE3T C 1 2/N o 25 A il i s AT R R F — 2 PEFRIC O BT/ INER T GRIT By
MAb BBT7. 2145 A TR K TR NSRRIl

[0076]  [K]23: JSTCRETADLL 5 I 2 AL TR SR B K 1T 2 HLA - A2PR 8 K 1 22
ANT2 APCEE LT o 25 D T2AHMIBE DN — IR BRI 10 ° BE SR Ik JBE 1 TR S R g P UK DA N 2 A b
HIRERRAE3T C 1 2/N o 25 A il i s AT R F) FH — 2 PEFRIC O BT/ NG TeGRIT Bl
MAb BB7. 2145 A TR K TR DN S8R Il

8
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[0077]  [&]24 : ZETCRETIARD 115 A AL T SRR ) 22 HLA - A2PR 18 IERK I 21~ T2 APC
254y o T2 NN — R B 10° BE SR IR B MK SR I P ST DL K 26/ b IO FTR e
3T CHIL2/NI o g5 il i AN B R R = PEFRCHIHT/INR TgGHT A Il - MAb BB7.2
(&5 G IR IR IR I &

[0078]  [X]25: JSTCRETIARDT 55 AT ARAA T T S BRI 1 251N HLA - A2FR E E K 21~ T2 APC
254y o T2 NN — R 110 ° BE SR IR B MK SR I P I DL K 26/ b IO FTk e
3T CHIL2/NI o g5 il i AN B R R = PEFRCHIHT/INR TgGHT A Il - MAb BB7.2
(&5 G IR IR ISR I &

[0079]  [£]26: ZETCRETIARDT 55 AT ARA T T S BRI 1) 21N HLA - A2FR E E K £~ T2 APC
S5y o N T2ANOBE NN — R 110 ° BE SR IR B MK SR I P T DL K 26/ b O FTk e
3T CHIL2/NI o g5 gl i A B R R = PEFRCHIHT/INR TgGHT A Il . MAb BB7.2
(&5 G IR IR ISR I &

[0080]  [K]27: JSTCRETIARDT 55 AT ARAA T T S BRI 1 21N HLA - A2FR E E K £~ T2 APC
25y o T2 NN — R 10 ° BE SR IR B MK SR I P ST DL K 26/ b IO FDk e
3T CHIL2/NI o g5 gl i AN B R R = PEFRCHIHT/INR TgGHT A Il - MAb BB7.2
(&5 G IR IR ISR I & .

[0081]  [X]28: S TCRETIARDT 5 PN SR o BT ) AT AR AT T S BRI 11 22 HLA - A2
FRE IR 2 ANT2 APCEE & o AN T2ANMI AN — TR BRI 10 BE J1 ik JB2 1 s SRR T DA M
ZAHhRRIIEIRAE3T CHIL2/N, BT & SR KL S 2 BT s IR A AR D 711
AR BRE N2 ALaSEZE IR R BT 26 1) « 55 A 1l 3 A B B R 2 PEFR
WP N TGP IR MAD BB7 . 210 45 S W PR IE K ISR I &

[0082]  [&]29: #E[F] 2 ANHLA-A2/WT 1 S IS TCRETIABATBO ) 2 [ 45 A o IPENE - £
AL T GBI D N A 211 T g Gl a5 e 7 Fr ik 78 11 55 25 1 LR (SPR) IAAE &0
AT R IR R 2 seHLA - A2 5 S RSN T & P = LRI 2 2R 1Y)
2] FUEEHLA-A2/WT1E 5.

[0083]  [&[30: 2N KETCRPUABATHIESKL S5 HIAAWT1 HLA-A2BR EJERKII 2 ANT2 APCHY &5
o AT A N —IR B 10 ZE 10 ° BEAR U B O IK SR IR K DA K 22 AN o i ik
JRAE3T C 12/ o 85 G il I AN B R F HPEFRIE BT/ N Tg6 (HT-BAT) wi A 26
IgG (FTESKL) Frifail . MAb BB7 . 24 HISK WA MHLA - A2F) 361K , AV 34 eai B (MFT) %75
[0084]  [X]31: ZAZRTCRETIABATHIESKL S WT LKA K 2514 T2 HLA - A2PR 78 K
ZANT2 APCIRIEZE £ « 2 N T241 B N —IR B 10~ BEZRIR W LIEITK DA K AN o
INEIKAEST CHIL2/N o 85 Gt il I AN B H] ] R PEFRIC T N TG (T 1-B4T)
i AT g6 (HTESKD) Pt il MAD BB7. 24 TR W lIHLA - A2[¥) ik , LAF- 34558 6 (MFT)
FoRo

[0085]  [X]32: ZANTCRYTIABATHIESKL S5 AT 2 /N AELT-WT 1 PR IR YO HLA - A2BRE R R 1
A2 APCIEE Ty o AN T2ANIOB NN — IR BT 10 2210 ° BEIRIR B HOWT URE Tk DA & 2 AN
FRos I ERRAE3T CHA 12/ N o 255 &l i i AN RO R FH = 2 PERRIC T/ N TeG (T
B47) ek A2 TgG (FTESKL) Firifal MAb BB7 . 2/ &5 S R EEIK A DN 8GR i

[0086]  [X]33: S TCRETIABAT S5 MIAWT LR IIK 5k 25>k FATHLA - A2BRE IR T2 APCs 14,
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B o ZANT2HIIB IIN—TR (10 BEJRIR I HOWT LIERK DA R A Frbio R RE R A3 7 C i1 2
AN o g5 gl I AN B R R ) — PEFRIC ST/ N TeGRT i il MAb BB7. 255 1
CRIEK O IR g

[0087]  [K]34: 25 TCRPUABAT 5 A AL FWT LREIR A HLA - A2FR e FEIIK IR 22 /N T2 - APCI) &%
B o N T2 NN —IR 10 ZE 10 BE/R U IOWT LIERK DA M 2 b s B 237
CHIL2/NI o g5 el i i N4 e AR R F — 2 PEFRIC Pt/ N TeG (FT-B47) 2 A 25186
(FHFESKL) AT il MAb BB7 . 21045 & B AR EK I TN BCR I &

[0088]  [X]35: ZAZRTCRYTIABATHIESK L 5 F ik sk Ak WT LJHLA - A2 2 BHAE I 2440 i
&S a5 el i AR B AR R = R PEFRMCI T/ INR TeG (] T-BAT) B A2 TgG (T
ESK1) Fir il MAb BB7 . 2% FHI 3K Wa MIIHLA - A201) 7515

[0089]  [&36: S TCRPTIRBATI e REIE (19 5L 45 o ik R HPEFRIC I 4T/NR T g G IIHLA - A2+
B S B DL SR 22/ 20 5 28 TORBTARBAT I 45 5 o +/ - Fo i1t PCRIIAFIWT T mRNA
IBER Fek JMAD BB . 2 HIOR A UHLA - A2/ 551K

[0090]  [&]37 a1t R AN T2 R TCRETIKR I AR S I E o BTk WT 1 PR IR 5 471
FIZANE L3345 TRISH A NN SR , ATk 22NN 24A0R (Ala) 288 IRt 5 1, - HL
EZADUH E BN (APC) FH o 1l 3 AN B B RIS 2 TCRETARESK L [ 45, LA K Il 1
PG B AT e (O 45 i B, L S R AT (WT) F R RWT LRI g P s 45 5 i i ok
FTEREE AF S ALaHUR O A7 B O R AR SEMa e PR AW R O iR 255 10 B 4 bk « 5ok
H Dao%: A\ (Rl PR 2E)5: 1761a33 (2013) .

[0091]  [X]38.: 2N JSTCRYTIADL L DTHIAEM) Z A IMC L 15 I i e BRI JUK A B AR T Tk
FURTT 2N HLA - AR E K 2N T2 APCIUES &, S1T5S23 0 PN 2 R At 19 22 A2
PERETK « 2 T2 NN — IR BRI 10 BEJR IR B PR S R I I JTK DA K 22N FITbroms O T
FE3T CHIL2/N e 2 A — IR EE RO 1060/ THII 2 2E T A2 44 (TCRL) Hrofk i (o
JE EAE R PEFRICIN a2 5% A3/ P/ N LG, I Hal i I s R s 7, LA )2
YRR (MFT) oK.

[0092]  [&]39: 2/ JSTCRYTHADL 1 D7HIMCL 15 DA Tt el BTt JER JOK LA S AL T e BRI 1) 22
ANHLA- A2FR EHERK 2 N2 APCI 454, KIAA0355.S7.S17 % S23 P 4l 3L hki 248
APERERR « 22/ T240 B DN —IR BRI 10 BE R IR P 1O S BRI L ST DA R 22/ B (1
FRAE3T CHI12/N o 2 A — IR PE R 10 /22 THII 22N TCRLpU AR e (4 f5 4 5 ) —
RPEFRICIIER AR /PN TG, H Hal i i A B AR T, ASE 2GR (MFT) 2
7No

[0093]  [&J40AZC: ZANZETCRPTADLL (K40A) , D7 (40B) FIAEM Z (L IIMCT (K]400) 5
HLA- A2+, i SA RSO 2 BHME R B O AN A 45 15 o a1 gPCRAT Gk HLA - A211 224 JIRE A1l
TE S AR AT I U B mRN AT 205 o 2 R 4TI — IR BE R 109 v / 2 IR 24>
TCRLEUA S ta Jm 5 R T R PEFRICIN G &2 A 2/ D/ N TG, Hal i i N EoR 53
BT, DA (MFT) FoR e

[0094]  [&]41: A —4iCD- 34 K — DL PSR 4 (BS) TCRLXS T-HLA- A2+ /[ %,
P+ (SHE) DARHLA-A2+/ &SR - (A1) 122N bk 0 28 K, BT TCRLAR N Tyr D11
BS TCRL.KEfTyr D11 BS TCRLA R (7 ZRFHLA - A2+/ T 2A PRI+ 221~ DA HLA - A2+ /T
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FRT - R0 MR IR 4Ry 7o E i, 24 S5 ATk Tyr D11 BS TCRLUA S M ZA MR
M BRI Z A AIEC (naive )PBMCEA10: 1E: THOLE 2 (10 LN : bRfELL 26) 55 7%
24/ NI, T UG I S8 (LDH) Bl il & gm it w1k

[0095] (42 Tyr DILAFTHLA-A2+/F&2AFRMNE - ) 24 1B 5 RARAIIE A 2R K, KBS D11
SRR FRA I PR £ ZRHLA - A2+ /s S FR B+ 1) 221 4l DA ACHLA - A2+ /s S FR T - TR 24
1B ARG AR 7R, 240 5Tk Tyr D11 BS TCRLEA KM ZAMEREA A
YA ATEEPBMCLAL0: 1E : THIELR (10 1N bREEI L) B 55247/

[0096]  [&43: i Tyr D7 BS TCRLAS T-HLA-A2+/Fi% S R+ DL S HLA- A2+/ & S TR - 11 22
IIHRAI SR K BDT BS M (0 Z0RHLA - A2+ /i SRR+ 19 224l A M HLA - A2+/ T SR
M- 20 B R AR5 e — i, 204 STk Tyr D7 BSPA KM MIEREA A
I ATEEPBMCLAL0: 1E : THIELR (10 1N bREEIELER) B 5247/

[0097]  [&]44: D7 BSXJ-HLA-A2+/ P& Sl - 112 1B AR i 8 K, D7 BSH1E
RS B2 1) P8 8 2RI HLA - A2+/ B S Rl + 11 22 AT DA S HLA - A2+ /T S BRI - 1 2 1
ARG g R —iE, 2 4 S5 AT iR Tyr D11 BS TCRLUA M MR A H 73 B 2
2 AIECPBMCLAL0: 1E: THEL 2 (10 LN : FREEAIEL 50 B55724/ N

[0098]  [&]45k5 7~ 1 D7 BSYEFHINOD/SCID/INGL S . C. 50 1A SR fa 25008 (19 Aag FEE I 1 4k Y
3o

[0099]  [£|46 . Z A ETCRYTIA Y 22V ESK L MIBATR6 5 IAG WT 1 JPEITE DA M 224 FL 2 HLA - A2
BREERK 2 ANT2 APCIYSS £ o 22N T2ARB I IIN—TR FE I 10 BERIR W T 1IPE K DA B 22
AHTAR R IR AE3T C H L2/ NI o 24— IR FE I L0/ Z I 2 S TCRLET AR AL
JE EAE R 2 PEFRICIN R 25 5% A2 / P/ N LG, I Hal i I sCAR AR s 7, LA )22
YRR (MFT) R

[0100]  [&]47 . AN ETCRE LA AE ) Z AV ESKLFIBATBG 55 A WT LK DA SAR A TWT 1R 24
HLA-A2FREMERKIZ T2 APCIIES 0 S2..S6 M STIH 2N P & IR N SR AR PR IR . S11
N—AFNIIK (heteroclitic peptide) « Z/NT2AHMIHEININ—IREENIL10 °EEJRIR EERIWT 1
KA S ZA-Fbsos R IR AE 3T C FR L2/ NI o 224 A i — IR FE TR 10T / =2 I 2> TCRL
PUPRESKLANBATB6 Y (2 5 4275 F) H —RPEARMIC I BE R - A 2=/ BT/ N LG, - HLa s e 5 gm
N ARG, AV ¥t B MFT) 87 .

[0101]  [&]|48 ;1 15 SPRIFISE AN - B 17 22 NHLA- A2/WT 1 S W11 25 TCRETUARESK L F11B4 7B6[1
KNG AMENE A SN A I FREEHLA - A2/ WT 12 552 FHR AT IR 2k 1)
Z>scHLA- A2 WA SN BT 3T & B =8, BT HLA- A2/ WT L A2 54 5 PR S A 3R
(NeutrAvidin) [AJ42HE] & A SPRAIZ ROE L 4lifL IESKIAIBATBE  TCRLIYZ AUl 45
3 (Fab) TE N ZA~ 53440

[0102]  [&]49. 1 PN SRR A A R e SR R M o T A 22 M2 B 142234578711
9L P SR BRI 22 AN SR FOWT L IR A i DA — R R 10 BE Mk B BN ZE 22 AN T2y
Pl 2N (APC) H1-37°C N 12/NI o 20 gl — IR LT 104 v / 2 T+ 2R TCRA T4
BATBOGL 4, , H HLAH s it s R AR AT « B A La U2 FE I s AR s i LA 2545 B A
TURERKI E 43 Ee ik

[0103]  [&]50: A2 TCREUABATFIESK 1 S HLA- A2+ DL S WT1 mRNA S BE M sk BRI 1 22441
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Nl 255 o 11 gPCRY Ze ik HLA- A2 2 YR A g EA TWT 1 mRNASR K (1 o 221 JRE 41
Ffo s 10435050 /22 T 22N TCRLEUARESK 1 FIBATB6 AL (4 5 16 Al FH — R PER RIS R Al 2=,
DLV 32 (MFT) 327K o 7R 2 mmRNAFR 2k B LA KOS S M IE 3 (LA HCD3) 1 2
PR AN R K, AASCRTA .

[0104]  [&]51A 5 L AB47B6 BSSESKL BSATHLA-A2+/WT1+FHLA-A2+/WT1- 12/ IE
JER AN K 4 BATB6 BSHIESKL BSSHLA-A2+/WT 1+EKHLA-A2+/WT1- [ 1E 3 A 4m o
Bt i, 2140 5 FTiRB47B6 BSuKESK1 BSLA K S5 M AR I 214
IEAEPBMCPAL0: 1E: I LG R BE 7524/ INI o i ot FLIR I 208 (LDH) Bt e 4 2512k
[0105]  [&]51B: i3 b 4B47B6 BSSESK1 BSATHLA-A2+/WT1+FHLA-A2+/WT1- 1% M
PRI K . FBATB6 BSHIESK1 BSSHLA-A2+/WT1+BKHLA-A2+/WT1 - [ Z A IR 4 B 7 e
—i2, 24 5 ATikB47B6 BSEKESK1 BSLA MM 5 ZAMIEREAN A 23 B I ARTE (L PBMC LA
10: 1E: I b5 7724/ NI (BF3- 42 - FOrp prk Boay (7763 (CD3) 1 H AR e IX B (scF)
Sk Fabl iR 25k il 42 DX g 1E E X (VLCL) @)

[0106] P52 25 TCRETFRCLO6BI 5 MIATMAGE - Adyy .o (HAHFR IMAGE - AAJERR) ERK DA K 2
ANHEHLA- A2 E RERK S5 B - 2N T2 AR IN—TR B 10 BE R IR FRMAGE - A4DA K %2
NFTFRR IR 3T CH1 2/ « Z AN A 101 5e /2T H I 2 A TCRLTAC106BI AL {4
FE R —RPERMCIHTINR TG, I Fal ki A AR AT, A CaE R (MFT) 2
7No

[0107]  [&]53: 25TCRITAC106B9 5 HIAMAGE - A4 Tk DA M 25/ AL T-MAGE - A4ffJHLA - A2
SEPERRIISE B o AN T2 IO ° BE /R IR B FOIMAGE - A4 DL K 2 AN FITh TR R RE IR AE 37 °C
127N o« 20— IR BRI 105 re / 22 FHI 2N TCRLETARC LO6BI R 2 fi 425 1) T 4% PE
Fric B N TeG, I Ham i i AR #

[0108]  [&|54 . i1 SPRIFI 3% FIIME - #1722 NHLA - A2 /MAGE - A4 & &M 25 TCR144C 106BI[1
FRIMEE AN E « I T AR ) R AU AUHLA - A2/MAGE - A4S 5 W58 R KT R 2k
121> scHLA- A2 PR INECHT T & B =26, Il iRHLA - A2/MAGE - A4 58 5 5 S T 3%
] 42zHh  E 7E SPRAAG JELE A 1 4L ICL06B9 TCRL Fabff NFTiR 34T

[0109]  [X]55 . 1 P SRR A A R e SR 7 R M o T A 22 M2 B 142434578711
9 LA N SR IR Al i 224 5 AR FIMAGE - A4 K 15 1, 224 T RERO A 8 A2 — R A )
B IR IR AN KK M 5L HIMAGE - A4 JHE JTK PA— TR 3 (910" BE 2Rk B I ZE 22 AN T2 4l it
SN (APC) Hi1-37°C N 12/NI o« Z A — IR B 107 v/ 2 I 2R TCRATAC106B9
Qett, H Ham el i A B8R4, 240 N 24> 5848 LSBT A R IR FROMEP T Lt
B B ALa AR L R BT AR SEmi DA S, & 8 AR AR PR IIR I 1 A Bl 2k

[0110]  [&[56: FSTCRPTIARCI06BISHLA - A2+ DL SMAGE - A4 i 52 BRI Bk BH A RO 214 e 1
G54 o 11 gPCRAAIAAE 241 I HMAGE - A4 T mRNAT 521K « 2/ IR 41 1 07l v/ 2 FH)
CLO6BOYL ta Jr 5 H) ] R PEFRICI BT NS AR, PSP 302 16 B (MFT) #871 o 7R 2 smRNA
R IR DA S AR ST 20 (LA HICD3) I 2 AU A5 K, AnASCRR
[0111] K57 FHC106B9 BSX| T-HLA-A2+/MAGE - A4+DL S HLA-A2+/MAGE - Ad - [l A4 itk
HIZ8 K, C106B9 BSGHLA-A2+/MAGE - A4+ Z A4 DA SO BT FIHLA - A2+/MAGE - A4 - 11
AN FAE T, 2N S5 TR C106B9 BSPL K M AMEREAN A 4> B I 2R
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{EPBMCLA10: 1E: TIOLE B F:24/ N

[0112]  [&]58: FHC106B9 BSHIT-HLA-A2+/MAGE-A4- )%/ 1E 8 ARk i 3 K, F
C106B9 BSSHLA-A2+/MAGE-A4- 24 I AU E 7R —il2 , 214l S5 Frd C106B9
BSUA MM ZAMEERE M 23 B 22 A AIE (EPBMCLAL0 : 1E : TR PL R BT 724/ N o

[0113]  [&]59:MAGE-A4 BS C106B9 BSYETFHINOD/SCID/INGR KIS . C. B tt ZIE I IR TE ik
[ A T3

[0114]  [&]60: 25 TCReTLAAF 184CT 5 HIAMAGE - A9, p, ., EIK (LR AMAGE - AORERK) DA K %
ANHEHLA- AR E RERK OS5 B - 2N T2 4RI N 10 BE R IR B IRMAGE - A9PA K ZZANFTbRoIk
HIRERRAE3T CHIL2/N o 2 — 3R FE RO 1093 /22 T 2N TCRLTIARF 184CT Fe 0 fi5
FE R —RPERMCHIHTINR TG, I Fal ik im AN AR AT, DAY (MFT) 2
7No

[0115]  [K61: 25 TCREI{AF184CT 5 A5 MAGE - A Ik LA K 25 N AHABL F-MAGE - Af¥JHLA - A2
SEREIRIO S B - S8 — DA UM 0 SR FOAR AV BE UK o 22N T22m g N 10 BE ZR kB
MAGE-A9DL M ZAN AR s IR A6 37 “C i 12/ NN o 22/ o — R B (R L0 o /=2 T 2 A
TCRLPTIAF184CT He g e FI I — K PEFRCI BTN TG, I Ham s i AN A H AR 4t , LA
PR MFT) KR

[0116] K162 : 13 PN 2R SR s e o TR E 2 MV 523445167 81
9 5L TR U O FTIAR 22 /N 58 AMAGE - AO B IR 75 1 o TR 224 ATa 2848 DA KR SR B IR A
— R0 ° BRI WINZ 2 T2 U S B4R (APC) Hh 1-37°C R 12/ MK . 2441
W 105 / Z T H I IS TCRTIARBATBO e ¢, - HLal i 7 AU AR AR 25 #r o B Alali)
RN B IR 52 LA g5 5 B AR R IR o0 Ph ek

[0117]  [K]63: 25 TCRYTIAF184CT 55 2 NHLA- A2+ E H RN 45 1« 21 3 JtAR A
ok 107507/ 2 T 2N TCRLE TR F184CT B 8 B e & — R PEFRCII BTN BT, L2
THEHRE MFT) R

[0118]  [&]64: ZSTCRHTIARDI0A3 G HIATPAP, |, oo JEIK (BHEAR PAPIERK) DA M Z A~ He
HLA-AZBRAE EK 25 7 o 22N T2 BN —H B 1107 BEZR Mk B FIIPAP LA K 2 ANFIThoIs i)
FERRAE3T CHIL2/NI o« 224 5 1073 /22 T 22N TCRLAT AR C106BO AL (4 f5 42 45 I FH —
RPEFMCIIPTINGR LG, H Hal i 4B R, DLV 35t (MFD) Fos .

[0119]  [X]65: ZSTCRETIAD10A3 5 I PAPIE K A M 22 AHAL T-PAPHIHLA - A2FR 18 K 1 45
B o ZANT2ARMI N — K I 10 BE R IR B IIPAPLA K 22Tk s K AE3 7 C 12/
N Z N #E L0 ve /2 T+ 2 A TCRLTAD 10A3 YL 4 i 45235 F) ] — 2 PEFRIC I BT/ R
IgG, Ff Ham i i A BRI AT, LAV 580 (MFT) 327

[0120] 166 : 1 15 PN 2R SR R i oA s Mk o T e 2 M B 123446, 7.87119
FUE R SR IR 1 22/ 5838 AP APRE R £ B DA — TR P10 BE 2Rk B DN 2 22/ T2 i
Pl 2 IANNE (APC) H T-37°C N 12/ o 2l — IR JE I L0F v /2 THI 2 TCRETTAA
D10A3ZLf , Z AU NN 242848 DA K B A= T JPE R FOMF T{EL A LU e, A La BRI 62 i 7
FIT A S M DA Sh S B A R R 1 A0 EE 3Rk

[0121]  [K]67 : JSTCRETIRD10A3 5 ZANHLA- A2+ IE 5 AR RN S5 & 21 1B 3 AN
We1067e /= TH1 2N TCRLETIARD10A3 H 4 g e FI) T — R PEFRCIO BT N Bk, PA-202%
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FEHRE MFT) 7R

[0122]  [K]68: DIIPUARIN Z AR Z %1% (SEQ 1D NO:280-295) .
[0123]  [&]69: DTHUAII Z 2SR ZMZIR (SEQ 1D NO:296-311) .
[0124] K70 BATB6HLIARII SNSRI MR (SEQ ID NO:312-327) .
[0125]  [&]71:C106BOHUIARINZ N AR Z MZIR (SEQ ID NO:328-343) .
[0126]  [K|72.F184CTHUANI LA S FIZMZ% (SEQ 1D NO:344-359) .
[0127]  [&]73.:D10ASHUIARII SN SILRFNZ MR (SEQ ID NO:360-375)

=Ry Ss8 ]

[0128] AL IHAEH— B0 s il v A e T2 S RN 45 6 50, Bk S RNk 25 5 S B i
B R AR R R R — 2R TCRPUIAR £ A3 M H &

(01291 FETEARARRE AR I 2 D — S22 11, B 24 BRAR A& B — @ B T AL
TELL T F AR 4n75 sl BT 284511 2 A St 1] o A% BH BB 8 DA At ST RE BB DA 25 Bl 10k St
s

[0130]  JET4NfifusZ f& (TCR) (TCRL) H7R T 51X 2R 2 (2 1 — 2 TCRAE S o AN R T54
MHCHE BT & S HRCE AR 24N TCR, 21N TCRLIVHF I B AT iR 2N TCRLIK AT A
PEIE Ut B A S A  TCRLBETE & — 3 Bnaia T 280 TR 24 g dnig N5 e
(R PR ATT o LEAN, BT 2 M HifAoe 2 A I E R 7SR, s 7 A — 2R -MHC
(IR 2535 DA B TCR - JEE JEA - MHCTR 22 ANRE LA E T IR o

[0131] AL NI Sl — 2% IR TRde A S ge HHR 1T 2B TCRL, fTik 25/~ 47
S TCRLAS Ty rD-HLA-A2 (D7 }%D11) ,WT1-HLA-A2 (B47) ,MAGE-A4-HLA-A2 (C106B9) ,MAGE-
A9-HLA-A2 (F184C7) LA S PAP (D10A3) o FILH sEJCHT BRI R AR, Btk 2 M huik i frak
ZACORP] AR NAEATAT S AR S5 & St A A — 388 s 1 (5140, CARFITCR) .
[0132]  [AIbb, ARSEAC A I — 28 ST (B — N5 T, SR it T — Mo AR 55 504k, Firik o
FVESS G SR — DU 456 X8, Frd Bl 45 & DX B 2/ N 2 ComHEA 19 B R MR
EIX (CDR) T4

CDR1 HE#(HC) SEQID NO: 309 SYGVH

CDR2 HC SEQ ID NO: 310 VIWAGGTTNYNSALMS
[0133] CDR3 HC SEQ ID NO: 311 DGHFHFDFE

CDR1 ##(LC) SEQID NO: 303 RASDITYSNLA

CDR2 LC SEQ ID NO: 304 AATNLAA

CDR3 LC SEQ ID NO: 305 QHFWGSSIS

(01341 Prad SERIME S & SRRRAE DL — A28 1 B U VER & vk (MHO) BRRGE 75 &5 &
HLA-A2/TyrD,; -0

[0135]  ARIEAL W —Le S I —AJ5 T, 52t 7 —Fiop AIVE S & 500k, Fird S fn:
2 ARG — BRSSO DX, FIriR i 45 S DX B4 2Nty ZE Ot HEA 1) B A M TR E [X
(CDR) J7- 41 :
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CDR1 HE#(HC) SEQID NO: 293 TSGMGVS

CDR2 HC SEQ ID NO: 294 HIYWDDDKRYNPSLKS
013 CDR3 HC SEQ ID NO: 295 KDYGSSFYAMHY

CDR1 ##(LC)  SEQID NO: 287 KASQDIHNYIA

CDR2 LC SEQ ID NO: 288 YTSTLQP

CDR3 LC SEQ ID NO: 289 LQYDNLWT

[0187] Bk SRS £ S A IS — MO (77 R A A HLA A2/ Ty e,y e
(01381 HLHRA I 9— e SR — AT T , 0k T —Fhe MR 5 A 92k, ik s
G O ST — GO A I TR U6 £ I A 25 NS OB 1 M R X

(CDR) 41+
CDRI HC SEQ ID NO: 325 SYDMS
CDR2 HC SEQIDNO:326  YMSSGGGTYYPDTVKG
CDR3 HC SEQ ID NO: 327 HDEITNFDY
1391 cpr1 1C SEQ ID NO: 319 RASQSISNSLH
CDR2 LC SEQ IDNO:320  YASQSIS
CDR3 LC SEQ ID NO: 321 QQSYSWPLT

[0140]  Jrak s A 45 & SRS DL —MHCPEE 197 SUEE T HLA-A2/WTT e 10,0

(01411 ARIEAA AN —EE ST I — 5 1, SR i 7 — Pl PR 455 50k, HURHIEE T,
Frid S MR &5 & SR B AE — P 855 DX, Fril P &5 A DXk B 4% 2N 22 CoHE S I 1 L
#MAEPEX (CDR) 471«

CDR1 HC SEQ ID NO: 341 GYWIE

CDR2 HC SEQ ID NO: 342 EILPGSGGTNYNEKFKG
[0142] CDR3 HC SEQ ID NO: 343 DSNSFTY

CDR1 LC SEQ ID NO: 335 SVSSSVDYIH

CDR2 LC SEQ ID NO: 336 STSILAS

CDR3 LC SEQ ID NO: 337 QQRSSYT

[0143] P o AL 45 SERRERE VA —MHCRR T T S5 A HLA-A2/MAGE -Ad g 4o
[0144]  ARIEAL W — LI B — D J5 I, S20 7 —Fiop RIVESS & 900, Fird o fit:
ER SRR — DU AR G DR, a0 £ 15 DO A 75 25Nt 22 o A7) (1 B AMA D E X

(CDR) J5° 41 -
CDR1 HC SEQ ID NO: 357 FSSSWMN
CDR2 HC SEQ ID NO: 358 RIYPGDGDTNYNEKFKG
CDR3 HC SEQ ID NO: 359 EATTVVAPYYFDY
[0145] CDR1 LC SEQ ID NO: 351 RASENIYRNLA
CDR2 LC SEQ ID NO: 352 AATNLAD
CDR3 LC SEQ ID NO: 353 QHFWGTPLT

(01461 FF ik SRS £ 92 ARSI —MHOPRAE (77 R A5 A HLA-A2/MAGE A9, .
(01471 A R I — e SR — AT T , 0k T —Fhse MR 45 A 92k, Bk s
G O ST — GO A I TR U6 A T A 2 NS OB 1 M R X
(CDR) FF 5l
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CDR1 HC SEQ ID NO: 373 DYNMD
CDR2 HC SEQ ID NO: 374 DINPNYDTTTYNQKFKG
CDR3 HC SEQ ID NO: 375 RNYGNYVGFDF

01481 cpr1 LC SEQ ID NO: 367 KASQRVNNDVA
CDR2 LC SEQ ID NO: 368 YASNRYT
CDR3 LC SEQ ID NO: 369 QQDYSSPFT

[0149] P o AIVE S & SEARRERE LA —MHCBIR E 5 A R HLA-A2/PAP g oo

(01501 AT IR — “TARI S AEDTOR™ B “TCRL” J2 45 5 —HLARRE FERR U B2 5
—MHCE, G 1) —HTk - TCRL 5 FITiR TCRLARE () 45 15 H AT —MHCPRLE (%5 Sk o A DRITR
FRERK T, AT TCRLETAA S RTIAMACES &, AR AE I AMHCH) — kD Bk oA A S5l
RHEREL 5

[0181]  ASCHF IR “2i 15 (binding) " 8L “&h 15 (binds) " EAETUA- TR g, 5
HIE ST, IR RAHOCAYTCRLA S Ot 1, i e 55 B PRI R0 A (SPR) U, AEK I T
20ZMEE IR FOTEIRIIN o

[0152] Pl Po)i 455 3k 5 ATk HUR 45 S 3 R A Rk S RIS (8 TR i i ek O ik
VI SORIE , I BTk A D)5t 45 5380 ik 221> CORE A PIT IR LA P ik mT
VI AT AL 5 T2 AIVE AL, Firid Gl (8 TR Dt i T e I 2, 0, Sk
— AR — FREMICHE IR S 510 -

[0183]  pACSCr st I, AR K" Se ABAIr HUb 25 5380 5 Ik 5t 45 S s RO R A7
Z IR A i i 48

[o154] N Ui, Firid S RIVE S, & S A AT S AT il 22/ CORME - AR 1M, AT o
FAT AT VA AU R 245 FERSGE: , BUARSR AR R

[0155]  ZASCHIr IR “SRAIVESE & 9™ Je 45— S5 5 R0, PIri &5 553 DAL T — A4
DR B — SR AR & 2 — e B, o BBV — SRRt 2 /0 10 BRI A, i it
AU LRI 22 AN ATIE , 605 RIS B 1R LIREOR (SPR)

[0156] AR —HARI S 5 58, Fr ik SR Ay 500ZNEE )Rk - 0. SENEEIRIR B, 100ZH 5%
IR - TZNEEIRIR L, BOZNEE IR T - LENEE IR IRE , 202 BEZR TR T - 1A BEZ TR, 10ZNEE /R
R - BRI RIR I

(01571 Fra RN o3 PTLAIE H HI TCR, CAR-TUA KA AR AT AL T 2

[0158]  AR¥E— AR ST 5, Frik e A 45 & SO — ok R S e i g &
SAAALL , BTk 2 PUAR RIS ST R4, ARSI 5 FOFITI S AN R AR R A
0, AR St 5 ARSI IR ) 26 Bl B SARARDC i B AE P 3G — P i Tk 4 i
TRITIES L.

(01591 AKBAFR AR IR “DUiR” (5 2 52 By 1 M irid e oy T 2 M Ihig B,
BInFab.F (ab’) 2.Fv.scFv.dsFvEl 2RI, BIAIVIRIVL, Firik 2 SORE Fr B Ag g LA
—MHCER I S — DU — R 25 5 o AE D — N A BRI, i R “Suik” H £
TAUEATRAINESS 15 924, Bk SR VRS 15 9 AR DA —MHCPR E R S R 5 — R IAE — 4
AT R T8 P, AR B A — 28 S T id ) 22> COR P DA AE 221
N3, BINTZRE AR B 22 CAR, A R SCH—20 4R -
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[0160]  FT- St A A B —Le Sl 24 A DT A B & — o BRER g (R
PR F25E”) 1— B ANRE XI5, (CDR) «—F e bRk 1 F gk (ASCHh O™ T8 11— Bk
TE X — 2B AR DX — FE i P AR X — Rk . — E R —Fd B, LA ATR 2k
Fr BRI F R R R BE , 01— FvIX . —FBEFY (scFv) «— AU BT AR € IFv (dsFv)
—Fab,—Fab’ f1—F (ab’ ) 2.

[0161] QAR 1T, RS “H AR E X3 5l “COR” W ARl T DA B A Pk 24
FEANRREE 2 I I AT iR T AR DI N & BRI ATk 2 NP 25 5 X — il , 2P e~
TR VH (CDR HIZkHI;CDR H2mkH2; LA K CDR H3ukH3) FHAL4E —/NCDR; DA M —ANEREAN Tk
VL (CDR LIZkLI;CDR L28kL2;and CDR L3ukL3) . FriR Z-CORIF AN 21 et 4h
AL T S50 T & IDTHID1L - TCRL . S AN S e AU FEWT1 BA7B6MAGE-A4 C106B9.
MAGE-A9 F184C7.PAP D10A3 (41/&68-73f715) o

[0162] R EHUARH I ATR S BRI B A4 Bl — P A2 DX s ok — CDRIV Aok S 473 7] DA
FEARSII R LRI 5 R ME , O B A& 20 i Kaba t 55 A€ XA ey ik (B0
il anKabat 5 A, 1992, (R BAHSHI & A0, SE5RR , A FLBEREIR 55 , SEEIE K AT
B, AL ERHIUE X)) | Bk S5 M BRI I 1 o7 B anCho thias AP E X (& WA AiChothia s A,
(1 9k)342:877-883,1989) , i FAF il 1) 43— FOADMBTA AL A BRAE A2 Accelrys®, 5
DMartin®E A, 1989, (2 HE[E K B2 B BT )86 : 92685 LA S 4 BRI I ki J7 24k o4 g
www.bioinf-org.uk/abs) fFKabatMIChothia > [A]FF 5, 4nidefE S E XK a] S
Feib kG5 (Z WMacCallum®5 ) |, (3 F-AEW522 50 262: 732-745,1996) |, FTik “fy 4l e
X7 (Z W, liMakabeZE N, (L F24d 0283 : 11561164, 2008) DL A IMGT [LeFRanc MP
FEN (2003) T o Re Bk A AT 4R 2 A1) 204 AT AR X3RN T g 2 Il 28V X 1) IMGT
RS, O B FIEL B R B )27 :55-77]1

[0163] QAR T, BTak “Z /> ATAR X3 F1“Z2ANCDR” A] DLFS FH ARSI L HI AR AT 5
AT IR A S e X 2 A AT AR X FI1251~CDR

[0164] AR AR SLHER], Tk Z4-COREAR FiKabat 5 ([F]_F) [RRIIAE o

[0165]  Z/NIhReMEPUIAR T BEUFE R AT A O RN B LA |- 38N AT AR DI, 1 7E S
wr:

[0166] (1) Fv, #77E SO TR F2%E (VL) [Tk n] A2 DX 3 DA K Bk S (VH) (1 T AR X
FIT 2 S — 38 8 TR BB, DLk 5

[0167]  (2) *REEA S IX FrBFv (“scFv”) , —FE A TR BEE 1, 0 S Ak BB ik v]
AR DI AT IR T ATt ] AR DI, iR 6 A TR R B oy 1l — B id M 2 G -1
H— BRI RS TR R

[0168]  (3) At F E IRy (“dsFv”) , —FE R TRERIPUR, (S iR BRI FT ik il A [X
RO B BE T IA PR IX, Frih 36 A TAR RO PikiE S — 3 N TR R R s e o

[0169]  (4) Fab, —Hifhy 11— FEAE—HURD M HUR 8555557 ; Frf bk
Gy R BTl AT iR AR TN [ B AL PR EEAHUAR DL H ATl S 82 1 BT iR R AT By ik H
BERIRTRFd F BERIRTS , BTk EERERI AT IR Rd Fr B p i A A D3 M Pl s FE S TR Rd B
(FICHLIX Sk B 4 Al 5

[0170]  (5)Fab’ , —Hiiksy 11— BB & —Huior ISR R 85 &880, Frik ik sy
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1 B B ] 18 ok AR A ER B A PO SRS RN (BEPUIR Sy T3R5 Fab’

B s

[0171]  (6)F (ab’) 2, —Hifkor 10— BB —PURD T 1— SN DU 8555557, FTikF
(ab’ ) 2 7] 1L Pir AR i 2 BN B DAk RS (B, H A AU B R R — 2 I 24>
Fab' B —" 5440 ;LA

[0172]  (7) 2/ BIdH TR R AR AR FN TP A 2 8 S AR (R AN VHER VL IX S5 41
i

[0173] A== A2 a AR T BEPURIN 245 TR VL M BTk 24 2 e A B v LA 1Y
AN BAE ARSI A 2 RN (B 01402 i Har lowAllLane , (Pifk . — 3208 = F- W1, ¥ 57
RIS A2, 1988, FEIEL S| NTE NS KD .

[0174] A= 2 A2 wa AT T FEDURIN T 1k DL M T IR 242 ol MR v oA ) B
FEARSTIE PR BRI (S D05 WHar lowAlLane , (P . — 9286 2 T , ¥ SR 9056 =
22,1988, (L SIS EHRD S

[0175] AR A BH— L ST 91 (1 2 A Do BT LAs ol Fr ik fo AR i) & E /K i sl 2 i ak
ERIF s 2l AL 2 aniie (Bl G FROP SR an iR ok L e E p Rk R4 1Y
DNAZR AT o B ik SR il 25 « 2 Hoid i Be Tl 2045 007 i R A Bl AR I
B BT 2 AN A DU IRTT B0, 2 PuiioR BTl & H T 2N PuR e bl
K= AR —BS FrBEFRONF (ab’ ) o Btk B BE AT DAGE ] — Rtk i At — 25 sl iy
W B, LUK AT et T T Fi 2 A AU 1 SR T A= 1 2 ik S 1 — PR A4 R P ok = A
Z/~3.5S[1Fab’ By B D, i T A B — B VD= AE S FE AN Fab i BORIFC By
B AR 27 A AN FHGoldenberg , J2[E L F] 54,036, 9457114, 331,647, DA M flrik
2N LREENZA 51, Brik 24 L R BAGE LS T7 TR SR &0
Porter,R.R. [{4:Ab44EN73:119-126 (1959) 1. e UIBIHUARII Z A5, Blan 2/~ Bkt
S VUE A B e - EEE R B 2 B0 03] sl el T LU 24~
AR B AR, R FR 24N Fr Beah & iR e B AR AT A R R F e
[0176]  ZANFv 5 B AR 2 N VHAIVLEE 1 — IS AR IS vl D2 AR, 0 Inbarss A
BTk [CEEE R BB )69 2659-62 (19720) THIFTIR 5 HE | FiT ik 24 ] Ar%k i 15
53 - TR — B B B il i 2 ) S A AT o e, BTk 24 Fv Fr Be
T — K B T B 2 VHAIVLEE . Tk 24 g b I 85 5 8 (sFy) St Ay dt—
SERFE N B 25 25/ DNAFF 31 2y R — A2 FRVEFZ O Tk 22N VHAIVLIX 35K i) 7% o Frik 45
TR RBAR NAT— R B, iR Fek dl AR B 5 % 5 TN — 1 4ni il g wd, B
WA EAE LIS B — AR EE , FTiR s Z IR E B — R iR A Vi
A= sFvs A T3 LA AE AN [Whi t Low FIF i Lpula, € /5:)2:97-105 (1991) ;Bird%
N CB)242:423-426 (1988) 5 PackSE A, (ZEW)/ B0 11:1271-77 (1993) 5 DA K S F]
54,746,778, FriR LR 14 A5 I T O AASCH

[0177]  —$ufk 5 BN 55— FE AU — R, BTk IR g it — F— A JeE X3 (CDR) |, 2
ANCORMERK C 2/ e/ NE BN T ) W e A 4 i S 4 BR F) —He AR BTk CDR Y 25> B 1A
AT o TR 22/ 3L RUE Y, 491 g st ) R adh 28 A il oSS, 2 A= A 4R I RNA
TR T AR X IR £ - 2 WA Larr i ck FIFRy [€ 7 7£),2:106-10 (1991) 1.
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[0178]  ZAHEAZS (Bl : (20 Bk 2 NIRILIE S 2 ek A 2 A Eeak
B R T IR 22 B BREE A BEI 2 BB (B 4F v \Fab Fab’ \F (ab’ ) 43 32 28k Hop filit
S5 MRG0 IR 2 NI IE 8B T NP R IR T 3R AR i BREE
I3 24 NI PUIAR & 2/ N R Bk EE ) (2R, Hp pirak 24 A 25 e Bk
T A N ITE BT IR 32 AR 10— H bR X s (CDR) 19 24Nk L B30y M2 AR ¥ Fh
(ARSI BIa/INGR K BRE R - 1—CDRID 2N R AL, FriddE At 245k 2 A By
R I R AR & o A 20451 N, B A S BRER N 2 FVEZR R B 5 4
AR R 2R AR TR S . 2 NI iRiE 7] DL EAE 2 A AE R S AR TR FTIAR 5T
CORHERAT AN IR ok 2 MEZL T A1), FITak SZ AR STk FR AN AE S NI CDR Bk L7 71 v
RIFREL e iR AR HUAR T RRIEEAS | S firh i 20—, Jf H A
FERAS, 2 AR DX, FFR AT sl R R E BT I CDRIX S B -3 A R T Re BR & I AT
2/ NCDRIX 3, DA M FIT A B S A 1 A PR30 B T —3E AR ez BR e A R 411
FITiR ZANFRIX 3 BTk AT TR B A A G4 — o e Bk I IEE X (Fe) 2 /D—#B47,
SR, — ARG BBk A I — R ERE AT X (Fo) &/ D—9 (JonesZE A, (HAR),
321:522-525(1986) ;Riechmann®: A, ([H5K),332:323-329 (1988) ; DL K Presta, {5y E My
A E BT , 2:593-596 (1992) ]

[01791 T N2 D AEARSUAN 245 A ARSI 2 E A « 85, — At
A MAEA I — RIS I — D 2N TR IR TR 2 N R R
WHAR A ZASINFREE, iR 24 5] NFRELE 8 M — 5 NI AT AR D S - AL ]
AR I dzWinter K 2RISR TR 757k [Jones S A, (FHARY,321:522-525 (1986) ;
Riechmann® A, (A4k),332:323-329 (1988) ;Verhoeyens, (F2),239:1534-1652
(1988) 1, 3t FHME 15 2518 25N CDREE 2 ANCDRJF AR B — A ZHT AR T ik A S 4 o
I XA BT 2 M A Dk CGEE LR 54,816,567) , FFREEA /N 52881 A
AR DI K H T — IR A BT iR AT R 7 AR« SEBR L, 2 AR SR
e 2N NIk, Horp—SECDRERIEATA] GEHh—LEFRIRSLE Bk 1 T2/ E A 2k
HRZ AN AU S I 2 FREE AT IR

[0180] /N A\ ZEHUA R AT LA A L R £ RO AR 2, AU 6 25N A R e e
[HoogenboomAIWinter, {4 E¥Z4:E),227:381 (1991) ;MarksZE A, (4 444 L),
222:581(1991) ], Cole®: AHMBoerner™ AHIFTiA 2N EORW AT T2 A8 e f ik
AT IR 28 [Cole S N, CFRyE D TARMIRIEIRIT) , Alan R.Liss, 587711 (1985) FlBoerner
TN (pezei) , 147(1) :86-95(1991) 1. [FIFEHE , 2 A RPUiR ] DLk 6 A R e fie Bk
SRR R 5 TN 25/ SE DR B R 61 8%, 1A, BTk 24 PR IR I S e BR . 1 B DR EL R 0
o TE TR 2N AEBRR I, LR A\ S HUiR iy , Frid A\ RBuiRA e B 5 T
FRAEH ST AE R ETE B ATAR BUAR, 0 & B R EHE, 1S TR ZE ik Uy i A E
BIanZEE % )45 ,545,807; 5,545,806 5,569, 825;5,625,126;5,633,425;5,661,016H7,
PAMAEVL B INZA B R :MarksS5E A, CEVD/ B2 E) : 779-783 (1992) ;Lonberg
TN PK)368:856-859 (1994) sMorrison, { F1#&)368 812-13(1994) ;FishwildE A, (H
SRAEMIHI AR 14,845-51 (1996) ;Neuberger, { [ 2k A= HrFi R ) 14826 (1996) ; LM : Lonberg
FHuszar, ([EFRFEEEN13,65-93 (1995)
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[0181] Y —3fafld , Frk Pk @ — 2 Kpuik , AL I — PR 24 EHE BTk
AR DUE A K (A0 — PR ] DL & E D —A, DA AR S A S B8 BE Al &8 /D —
A SEEEN R ED) ] DLEE — PR 4558y (—Fab,F (ab’ ) 79 %2, Fvili— FEEAR 53
X BB (“scFv”) AR B Sl Frad Bk s tE e X 2 2 3 T 4nTg61. IgG2,
1gG3.1gG4 TgM TgAl.1gA2 I gDMITgE . fE—2E5 i rh , Fradt S e Bk & o Rl AP i
IgG1.1gG2.1gG3M1TgG4, B HAkHl, TgG1 (BlUn A 2EiyTgG) Bk1gG4 (il an, AJsimITg64) - Fr
WA RSB R T I U 8 T 25 5 1 A I T BN [ D RE -

[0182]  ARSCIRIRTE T 2 PRI Z A B S L B o — FRoBURE S P PR T b4 (BsMAD,
BsAb) J&—FP A T, it A T 25 1 F RS IE] B e ORI i BRI ALk, PRI S5 P RRAS
I AR 5 AR R — R e IO ST 151, FITiR BsMAD S 1A A [ s 45 5 28— A #5 : 4ife
(i an, 4 FH— 2B T-CD3IRI B2 AA) LA S — BRG] Qs e S5 10— JHvRa 4. (£ B Serhdh—20
i .

[0183] QA HT(E FRORETE A B2 4K (CAR) 7 ) FE— TR sk & pl oy, T b TR 4 Bk
G O PR DU BT O B AR e R S5 G 2 — TN 2 RIS A I 4R i PN XCI
DAL =6 B i S R A e R e — iR S 8 1

[0184]  QASCRT il TR AL E “TARI S AR 5k “TCR S& FR F AL TN S AR TP PR LA K AR AT
.

[0185]  QrACSCRT A AR “MHC (HLA) B e IR S FRTE e R A —MHC 43~ g —
JEERK o FIT R JEE UK T DAt P 506 == R P a0 B v sl v S UL AT SR i —
FIAMHC (SHLA) IO AR RSNk RPN EA T A AT F—MHC /3 -SRI — PR K .

[0186]  FR{E—EAKIITHER], ATRMHCEIR & M E 2k HFWT LA K ik s fid: 45 5 5k
FHBATB6 ik 2 1~CDR .

[0187]  ARAE— EAKF S HE A, AT MHCBE & R R 2R 1T Ty r DRA S TR 55 Al 45 15 504
EFEDTERD1 LI Tk 21~CDR

[0188] AR {E—EAAISTHER], ATRMHCER & M E 2k HFWT LA K ik s fid: 45 5 5k
FHC106BIf1 iR 2/1~CDR.

[o189] ARy — LA S, TR MHCER E HEIIE SR T MAGE - AQUA M T sk S AT 45 5 55
PR FEF184CTIHTIR 21~CDR.

[0190] AR JE—E AR STHERF], ATRMHCEIR 2 M2 2k H T PAPLA K FITidk S Fi: 5 5 Sk ()
FHD10A3[H Tk 21~CDR .

[0191]  Firk AR B 2SR AN £5 5 SR 221 CORF A 7 K168 - 731

[0192] LS {frak L 2 s i AN (OAREE I FIrk 45 & S AV AT AT g s Sk, th o5
FEEI 2RI A, a0, 222090 % FOTET IR , 95 9% 1 R ek e 22 52 /D99 9% [l «
[0193] At AREAL I —J5 T8 B2t T — 3 BN SALHIR , TR 24 IR 5 — IR
FE A Gt A SRR R S AR 45 6 Sk

[0194] AL IHIRFR (T — SRRk, A 4E Al B E e B 2 — i E I PR s 4 2 4%
T

[0195] R WA — B8 ST B 1) Fir b A R A A3 k. CASCAB RO — R 3UA”) B8 2N
A, BTk 24BN ST Bk 8k & e 2N A B 2 EAZ A, sttt
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P (B0 2 AR AR T SRR o b Ah, 22/ R p e B At AT DA AU 5 — SR Al
NIRRT, e s MBI 2 E - A K — 2 IR IRIAS 5 A E i, Bk 224 ks
S A 5 —5 LTR, —tRNASS G s, — P35 5, — P eE —HEDNAG Bk, DA M
—3 LTREK3 LTRI—254 »

[0196] 7 HH— 26 S 5 I iR AZ R AL 3 A LR M A0 25— 15 5 7 2T T A— 4 = 41l
Sy I RIS AR S5 G Sk, P FrR BoiR s T Ak a4 rh o e, 1Ak H
RIS = ol — R L s = 1 .

[0197] Pk FORZ S o1 A b A0 5 R 2R R 7 71, TR TATAZE DA M 2 EiliF A )
- IR TATA S, 2 TR iR St 4 7 s I 925 - 30NIREE XS, # A NS 5485 IRNASR &
T UERNA S B« TR FL B 13 5 sh - A E 5% E sh R TR TR %

[0198]  {faseith , AL BH— 2L SR AT b A R AL S (R B 0 R ik J3 2l F- A BT A i Pl
WREE 4RI R RIE U I « 2 AR TR S AN/ Bk L SRR e M B B IO 2 B
A JBENA- L, B R SR 8 A [Pinkert 22 A, (1987) (GLIAANA JEN1:268-277] .
AR Bh - [CalameSE A, (1988) (i 7k )43 235-275] s ¥ 2/ N TS 44
2R E R E) - H IWinoto%E A, (1989) BRI 731 A=W~ 4141)8: 729- 733 ] FIZ A iz
BREE 1 5 [Banerji%s A (1983) ¢40I3)33729-740] , /N T S M 21, Bl Ak s 2
22 )35 1- [ByrneSE A , (1989) (FEHEIE R R FBeli 111986 :5473-5477] , 2R -1 15 50
- [EdlunchZ A, (1985) (F}#9230:912-916] 5k Z N FUE e B Zh 1, BT iR =953,
T E ) CEE LR 54,973, 316 DL MR S AT 5264, 166) o

[0199] A5 4F FT LA AN SRR IR IR sl S 05U 2 RIS 5 251, 00065 . 24 %
e G VAR B 25 o oL VA= £ 9 B NS A5 Al )2 e R R S 3 o B A h TS E= e R B Ao i B SR 4R
AT 121006 RV ELAE SR g @ i PR o 3140, BTk SVA0 5 L IR 158 -3
T2 AT o 18 T AL I — 2 50l e o 1/ )2 2 A 5 e ST A H 298
Jies , Nk B E A a5 (OMV) AT F 25 Fhasf s ol 2 , 491 4n B 1 s 5, Bl k< Y
A A AHIVIO AT A KA B2« S 0, (/M5 TR SRIR ) B SR R T, 1R,
291983, AT Ao A FEAZRIENE L S I NE S5 SCHR

[0200]  ZERTib Sk AR T EErhr, BTk S sl sk Mo -5 ik S U SRkt 4
RECAR IR AL, aiAE Rl 8 21 H R AR B Fh B AT 3 SRl G A« R, ARG 2
RN AEAEIH B DORERITE O I, TR 21— 24 (02 v LAV

[0201] SR IREFIR Fr 5138 AT LABE N Tk Fe ik 2 A, AP = TCRL mRNAL SR AT IR S
R BRI A2 TR ARG 0 2 SR R R (L « 245 A GUERUII R A T
TR 20 SRR IR W) NI LA S — i FE LR SR FE AR 6 M AZ R , AAUAAA, 7T 1 li#1911-30
AR o 16 T A K W — LS B 28 1 A 2 IR 15 5 48 R IR SVAO R Tk
ZNLIEMEZNZRHRES

[0202] [ T LRI ATk 22 AR B — B8 St a1 1 ik Sk A8 i ] A2
H BRI LAR I 22 O BAZ R I FIT iR 280 /KA sl AR i E 485775 i it 5 4 DNAFY 22/ 411D
IR B0, U 2 Zhii 520 2 P DNAF SIS IE Al s 25 5 PR ZE 24 S i i An i
FEIU PR IR BTN A A A 1) o B e ik Jo Ak L 57 /S SE R sl B e = 4R AT
WIE PSR Z NG M R -, BB 215 4 BTk 2219 5 2 110 SR AT e s PRI A2 161
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[0203]  fr iR AR P DL Al sl AN B 4E— A G H - AR — AR G Sl 24, WAE AR
1Y R AT B A B AR FR B T 2 o A SR TR B A A — SAZ E I, A
RBP4 AR, FraiR E 20 DNASE 15 21 R g o gt o R B R 1 v, rp oy
WEER A& Il I3 245 ST iR M Rk T

[0204] 424 T ZN4Hf, ATl 4uf IR AR I 2 ZAZHTR/ 2Pk Bk
[0205]  Jifrak A4l i o Bkt -2 AN AR P s 2k (B0, 2040, ek
FUZANNN, B0, 2/1~CHO, HEK - 293411 fit0) , 154451 40K iR TCRLIFI TR £ > CORFZAE N AT iy
W2 — TS AR B CARIY , o mT DL HA — R M el N s M 1 221 4 A2 4t i
(an, 2 TN ENK AR o 40 N SCdE—2E ik .

[0206] PR AIVESS & SR AT S R MR T e Rid & T 22 WAniasy N .
[0207]  [AIE , ARSEAS L I — T3, St A AT — B I HLARR & IR B 1
— 4NN — 5 1 BTk 5 TE B AE B B 41 5 A A B (1 A0 Bl T 4B YO HL AL 5 JEE
JRBOB P AR e B PR S AT R 25 5 S (B2, Ho40) B iR B Ml A e vF e 25y
TEBIZA G N aEAT , Hrh Frk e B S sk iirk o fie 5 S /K1 — RIS s Tk
IR INAT I B A AR HLAPRLE PERR B o

[0208] Az Pl FHIO RS “pidl] (detecting) ” J&48 “Mill (detecting) ” . “JKA
(perceiving) ". “Pa% (uncovering) " “¥5 % (exposing) " “FEZ AV (visualizing) "uk “H¥
N (identifying) "—4HMIRIBHE o T A RS BAIAS I 7 AR A8 TP iR T A S oy (FE A
W FTHERET) | FrR B UAR A — 20 Tk 55 i rTAS IS 3 5 5 AF i

[0209]  HRIEA KL BRI AR 2 Bor AT U2 A B —4ulie P EZ A 4uli . 49140, Firik 24>
AT LSk FEAT AR A, il ananiiubt , w04% (Blanie s LU A 4ulfare A, Bildn
ZRINEHEAA , QU RE D) D sl DIBRAS A, 4IRS o 5 H WG 23 1 25 A A& 2
LI o

[0210] R abA sk v] T2 e BT a2, il DA _E AT RHLARE K &2 S 10 350
W LA IE R AN R A ZA 53 7 R A E

(02111 AR FHIARIE “2WT (diagnosing) ” S F — P A T—47 28, E—HR I
—E AR (GEREINED |, Wil e , TR AR s 1 — &5 M/ sk B I 2 AR .

[0212] X AT LU AR A T — B TR 2 1) — RN R (140, A28 D,
FITR 25 P RRAL T FraR g 1) XU o 38, A, ik 5 ik mT - B a7 i D3
[0213]  FraRTCRLA] A EAEGIAN, 456 5 — R B o o B AR Ek 53 4, FiriR TCRL (5l —
A E SRR TCRL) R VAR BB, 90 qradad i 1 —Fh — .

[0214] ki $ ik n] AAE SN (BIAE—4 bR , 2 IR gufa ) R sl ik Nk T

[0215] 40 |-k , AL BT A 24055002 N IR LUE R — e & &% (9lan, A% B
TR Z2 A BTN S AT ARAMHC 2 S R il BRI 2 TR — 2 51, il i A ik 24 i iR 3¢
JRIND s BTk 255 (BN, 2GR E , 20 IR, 20N 0)E , 2SOV IN TR LK
RACHTIR 2 S5 T R ARSI E RN BLE AR, AR AT T 240

[0216] AL BRI 2SR 25 5 S (A, oA Hp ol i i e fiE 7R 77
[0217] AT RS “Seshie” & XN FH 220 5 o A R i oS PRt RS 52 4 1) A= Pl
FIIITIA o 2 A PT DA Je Sttt sl ol PR I e AR, 38 e B ik B Ry H B 5
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(e

[0218]  Frad e M LASe — I RGEE VRS , — S U S RS PR IR » & A iE R 24>
P10 S BN BRI LR Wi 2 Ui O B 08 1~ U bR e SRRV e 4 i B e R
JE TR < ot AR CE TR ASPEBR L At I 13 95 (CLL) P ML < e 558 o M il AR B ) —
S BRI T TR T I 2 B AERR B R BI T-S2 A LA E gL .

(02191 Z/NATLARR IR T A RasiE (U oA U A I IR , B2 AR B s i, AR 2
i AL AR AES o P i e A T LA G 37 2 el B [ 25 e (O n 2/ v ogg , 304, 3 I R
TREE SRR Bl T 045 25 b SRR o A R B RT3k 2 A6 7 IR JiE 2RI (0 B {H AR T, e
IiE  JISRE K R DA R — 28 T sk L 9 R AVEREGVE R , DLSGEBVERE , BTAn R i
TEMIR A SR B AR R R e AN 2o MU LRHIVES /e o

[0220] 5 el BRI P B P 2 el o LV (BRI PO AE RO P15~ 2
A, E3 @ A (a0 S PR 4R B e « S RS A rE B e « Sk P T
A I A B 2R P L9 S ATk Zm I 3 s 1 B SR A A 13 U Az Al
I FREL A IALP) AR s« e VEREZRIE ORrZmi) F I I VR 2m i F U S
IR R AR FI) A ELLARAONT e PRI o Ay B AR T iR TR (I 1 vt
ML) 2 AN F R  BL/REINRHE B BREE A IUAE  EE e I B A R B 2R S B
2AR I A T ARy B A S R AL

[0221] NSRSl e AN S A I 2 NMIRR DS 2 AL 2 2 S g v
P2 RGN AR 2SR SR e £ 0 FE R B AT T 2 A R ik AL (] 2 Fif
IR 2 PIVERRE RN 2 MR LR » 22 SRR 22 M1, 1 n 2 P 22 AR R 22 vl , (02 21
21 AR RE VR AI TR < IR AR  BCRY PRURR AR TS AR TR SR AN PASRS , JC IR e, <0
JILPSSRE , AREILAIRE , Sl i, PR L R VR IR , T , L, Tt , O B, i & e, FE4m
ftes, BERAR NS, SRR, B, TR, FIRIDRBEAE e S R FL e B R B
Joties s FUSR IR FL SRR BB AR S U e, B A R IRV Wi S B N b SR K
ORI B AU SEALIMRE S AURS I AR < JBS et R 208 A R A b 22 R e g
(BRI s (BTAni—+ s AR S PRI BUR) | ISR AR (e b 2 IR IR s k4
NwgR) B AN , A piie R G0 (CNS) U IR A= AR B RERATIERS , #h et i« oty
TR, IR AN AR I BRI, W b 28988 , D RIR ST A T b 2 B4 g, e
B, LD 2R R R RS TR

[0222]  ARYEACK I — 2L S B, T B — S -

[0223]  ARYEACA I — L850, AR B — Lo S e i) 5 EE i) s O 20 a5 R A
— PR

[0224]  IRSCHT A IR R TR “UMRE RN , 52 Fi5— R A8, Firads A= 40500 b mT e o e
VRARI— D, Firidk g S 280 i) — D A B R A H i — D, st — 390, 25
SRV PRSI A Tl A B R R R R I o — “BU R R0 Al AT DL i A& FH I BTk 25
Wy SR — R A LR RE T IR AR

[0225] ARG HARIY ST 5 , 1 ik S AN S5 5 SRR T By (TyeD) I, P ik Je
TEA G 1 PR 6 SR RN o B AR P AL O I adh R 4L

[0226]  ARR— BRI S5 5, SPTR SRANPESS & SEORE I FWT LN, Bl gssshie 216 H -
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[0227]
[0228]

[0229]
[0230]

[0231]

[0232]

[0233]
[0234]

[0235]
[0236]
[0237]

ALY o

[0238]

%1
SR

% RV B (W)

SRR 20 1 1 (ALL)

SRR AR ME A P (AML)

E R A R S5 E (MDS)

1] 57 964

By S

H Wi , Wk e B RO IR s
FLIR

Filiges Cand /N e i)

RRCE

BRI

B N B

TP FARI S0y 56, Y Rk S APE 455 SO T TMAGER , Fridfisfie e 2k
E)

MAGE-A4

ESE

T 408 A o /ak 9 (4, ATLL)
Al

S AL

b Wt &
TEE .

3

MAGE-A9
(=EliekE

FUIE

JFUE M T A e o
FRIE—EARI S 7T 58, MY Prak s APE 45 5 S AGE H T PAPHY , B Jes i A2 iy 471 s

Firik IR 200 2R 2l MR T Aok
I TE AR P i 5 8 52 5 WA AR BRI BT A P B 7 RO Rk I A

AT AR 224 ARSI 3 1) 2 0 2 AN T 2 AN U TR =, £

MG b, 2RO 2O, 2R, 2 5 IR 23R A
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FRic o BTk AT RS 23 P] DASE— 5 5 6 10— 4Rk, BT iR 4 a o] 18 i AT iR 2k S5 ik 45 56t
DA AT BB — AR5 1) — BN A LR A T A SRR o AE— v, BT 85 501
Tt 240 2 1l —AE N bRl SR TR ) — B o A — N, T b3S e — 2t
kR =L N .
[02391  ZANWIAG IR S i e )10 2 Ak FL 1 & ST = F340 (PET) DA R L3R A 15
(VRT) ARSI AT 224N RIS IS5, BT ATk PTAS NS 2 0 AR AR A R o
[0240] Y Fjr ik ATAG IS 23 52— 22 K, Firak s bic (B 55 Bk ] A 05508 43 A e 1) B ik
PriR) AliEs A EA T Bk A, skt i, Al skl an, i H 2N RERK S sl Bk
DARE SCHINUF R — Bk A S SRR TR EE R AT i B8 N o (o EE A DNAB R (L 4 ik
TCRLIFIFITIR 2 A2 FR A s Si ik 5 T ik PTAS U 43) PT 5 AR & BT A4S 15 1 25 IR PTAS: DU
SIBIF S 2 NIICLNK, 2B IR, 2N 2R bR
[0241] AR, AL I FTIR 2 PRI — RIS IS A3 ) — b 2 e vl DA AT 53
(b, Bk AR, G — gk 4 mTR IR /3o — 2 IR | sl — R R4
PRI, N —af - IR kL e A 2y, Bl an— A WU SR T iR 2R
R AT DL 7R BTk 22/ ERK O RTIR FR 3L (C) mliad Bk (N) A I OB A R4 , il i 8
T 2RI SE A BB , S B sk ERIRAEE , PSRk sk AU 5 A4 E oK
N ORI DA Gy s RN I 28 ik 22 A A i R A, 58 2RI IR & i T5 R0/ s 21 ik
R . S £ F53,940,475.4, 289, TATHI4, 376, L1OFRPEAHIER B 10 22Nk iy
PICFRCHIR .
(02421 FFHBIRPA AR ER /3 (s B T A B SR «
[0243]  SPDP{HHK:
[0244] W] PLl I GTUSRHEAR N D12 RIATAT SPDPARI 5 74 o 45140 , £E— A7 Bl S it 451
HR BT T BT aR ) Cumber 558 AT 5 11— 1810 (19854F., (B /570 112:207-224) ,
[0245]  —RERK, Blan— T HHRIEET R y, (L. 7= /2T 5— f10£%51ISPDP (£ 4
BiZ HHB 02 B /R ) A, T UL 20 R BE IR B IR BEER B, 0. 1OJEE 7R U i 1) S Se AL )
(NaCl) pH 7.2 55— 52565 19SPDPIEFS , HF HAF—AN RN BCE AN, 250 37N o SR
FHPBSSS Ik ) S 3Z5 47T o
[0246] Tk JPE KB AE T, A5 502 BE /IR FE DT TAE %= N LN o i G- 25554 (i
5% HIRESh /EAEAAR) ZERSIR — 2080 (KH,PO,) pH 6.5 I FR~F-1ily, R i gl It (R K 5 Pk
SPDP - HiARPA—BEJREE L : LOPUpR AR S5, 704 C e 7 A le— T - B (T
P
[0247]  J& " REAI:
[0248]  —JPERK (Bildn, —PIHHREIAT T ) 5 — BRI ] DL AR R 2
FIFBE FH % R 22 7 R S8 o B, 76— A s B St 49 v, 458 A T R 1
G.T.Hermanson (1996 “HrAAS AR AMEEC, fEAMRIER, AR IREE , SE RO ) 1 i 18
ERISYRrR
(02491 R PrARIFTIARERK (1. 1250/ 2T 5—d i 106550, 05 % 7k &0 1B/
W TSR £h M2 0 . 15 BE /R UK BE I S AL £ (pH6 . 8) I IARTR &, I 5o 1 45 R IR S N 2/ N
0. 0 1m0 PT LARE N CABH I 2241 48 (7 8 o N S, i PAPBS (10 % v/ B A4
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[0250] ik I Al

[0251]  — P K5 —Pu RO AT i AR BOR A LRI 24T 7248 FH— K41
Tl NV ek SR o S 0 e, BT R BR 0 e e 4 - — PR BRI (A7 AE 2 N A 1
WA BN ST A , ik R (PRI AT AR R ) — R 5 — k) — = 2
R — it (R EEIE ) | sk — Bk — 2 R M (S BB IR sk—
PR —#E (R mREREIITERD

[0252]  [FIFEHD, Bk BB AT 4 — DUk — RS S Frd B — 33 L 3k
HEZ WP 2 AR B S 0, T, T March, (A AU « SN ROHTER AN,
¥4 ,pp.349-50&372-74 (3d ed.) ,1985 i1 Ut , FFEARFR A, Ak JPE Al FH—Fp—l — 0
e, B anan IR AR O, B — S — ST PR B I o S L,
B.Neises%: AR ZAMBERCT 1L (1978, (R L), [EIFR 9 R, 17:522;5 A Hassner s
A (1978, (PU T {A&E ) 4475) ;E.P.Boden® A (1986, CHHILFWIFIY50:2394) FlI
L.J.Mathias (1979, (A pY561) o fIrk Jo 2 & S PI7K- AT DL Ok H — AR BT & 10—
PREARE AT P, Forp e 2 S sl B R 2 2R G0 R IR o ik, ATk 42
SIS AZAAF PR, et SRR RO RS, T, 3 S EARDCES B 24 EEfR , BT adoxs
HRARE S T DK B BT AH R R S — R 4141, At fe 2 il sk DR 28 i 2 I
[0253]  ARPE— ARSI, Frid HiE FHFACS STEL .

[0254] 1 TR, AR BARIAT R 2 A2 FbE 45 A a2k, i, Hoik to il FF 2N a9,
HA AU RE—IR7 R

[0255]  Ffrikiayy sy il DR FriR HUk i — 4 nis oy, N, £ —BAPURIIs ol ~, Bk
FeX GG B st E4n i A S o 4ni & 1E HI (ADCC) « ADCCIE—FhAn A~ S T B AL
i, Forham i ik G5 A G — RN A0 Zh b 2R —hriE AN, BT bR 4T ) 20 A -
FRIHPUR WL M EPURLS G o X0E 2 MU E N IR AR e [N 1—35 3 1 24
B — , AT DL 2R AR A0 25 RS 1 T« 22 M ADCC 224 E SR 33455 (NK) 4/,
LB, 2 TR R AN RN 2 M IR MR AN it T DAA-SADCC . (3 41, 22N g T
Fr 4 Al A TgEA 5 IIADCC IR K L A1 ieE H ) — 6 25 A= H o Fl - T-ADCCAR St T-— e i 1
U , ADCCAZ T i 1 7 P S8 S [1—553

[0256] AR HER AN, ATk Pr ik AT LUE—BURE ik ATk 16 7 500 2 — T4
AW, BIA— M HCD3HTREk —ANiCD16a, BeAHY, AR AT 78R4 AT LA — M ik A
MO BPD-1) .

[0257]  FARH sk ZONE , Frsk o fk Pl DAGE #2521 — S IR 7 3040 (an bk A 7y
1) TG T T DAE B an— A R oy — R s — AR R — 2
[0258]  FridHuiA A DU — IR sk AE R AR TE

[0259]  ZAERIENIIE A AT DU I 5 Frk STk 19 21 CORIY — 43 F- Bl 8 el 7%
WE ek —kr (5280 6T AR Z 2N D .

[0260]  Fridk 2 /MR B4R 2N e g, 2 T40e, 2B, 2 241,
AR BSR40 (CIK) , ARG (NKT) |, ARG 4 (NK) (FIA, TR Fb
A, SR o
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[0261]  AR¥E—FAKIISHEBI, Frid ik (e 5bs Ak PiikrICOR) JE B — i S Huli sz 4k
(CAR) (40 FJFk) 5— A\ T T4RM 244 o R, X BRI — 45 10— 2R B N T
2L —2a .

[0262]  AR¥EA K W) —2L S hEB], Frid4ni e —T4n/e, — F AR A4, £ — At 4nfi
RISV E I — 4R, R0 T4 b A T— 3 E R —4nite, B —30
YIRIAAGDIRe R — ST i ek 2 —ImHZhae o — i gnt.

[0263]  ARFEAL I —LC St B, iR 4 2 —T400 , skaBT4R/MIE v STAR.

[0264]  ARPEAL I —LLSThERI, R4 i — F IR A5 (NK) 4.

[0265]  ARPEA L IHRI—LESThEH], ATk F AR AG A TAREE FaE

[0266]  ARPEAL I —LLShERI, A TN E —4nf St TANAE G TAIAE) .

[0267]  ARFEA L BRI —LE Shw ], A a5 TN GRS TR FHTIAT7 2ANEIEUR -

[0268]  AR¥EA K WO —LLShEH] , Frih 40254 T40 1A T7 F— a5 R sl
—

[0269]  ARPEAL B —LL St
[0270]  ARPEAL B —LL St
[0271]  ARPEAL AR —LE 5], TR TNt FECDA TA1.

[0272]  ARPEAL AR —LE SR, AR T4nAE (I FECDS T4,

[0273]  ARPEAL AR —LESThEH, TR fol 45 5 iE— i e X B (scFv) 43

[0274] A& HHRI TR CARSY PO AT iR 4 o X 35, (Bl “dii s S IX ) 0 Sk i
FEAMME PO RTIR 2/ 1 N IRE R 2 /D —45 , PP IR CARE 24 N FTid S e 4mifitarh
[0275] ik ARAE SN P hae” e fe—difny—Fs e Thak . — T4 Thie , ilan, vl
DU 4 A A s 14 ke 75 B T 1 A S BTk 22 A DR 110 40 o DRI, i R “4ifia
55 X3 B2 — AR RSy, H ATk s o ¥ A T RE DD RE 5 S L4 5 1 S ATk 4
MRk AT —% FHZhAE R 5 W] DA AR B i A5 5 DX, (BAE VT 215 00 T AT 2
i FH Tk HE A o A8 TR A PR A5 DX — R 3 R B b, L ST e R 315
ST IhRR R 5, IR B T T AR I s2 B (s o DR BT il AR TR 41 P 45
5 DA RS R DAL SR TR 5 5 FIE N A S 3 AT O 35097

[0276]  HT A K B FTIACAR Y —F- R I 2N P A5 5 DXk 1 220110 2 ATk T4 i
AR (TCR) T PAITIR 240 U741 DA S A FE RS2 Ad AE BT S 2 ke & T, Binik ) 52 44
R BLE RS HS, LRFTR 2 A AT AT A= Wk AL S 4k, DA AR Sh AR O Ak
SIS 41 .

[0277] & RUXaE T IR TCRAT ™ AR 2 M S A R LA ST TS AR T4, I Hik 3 —
ARSI S - R, TANI RS (AT DL AR AR U S5 R 5 RN
ASeiE i TR TCRS | & OB TR AR 10 =BG 575 (A BS540 157
PAR B DL —Hi i e R TR — A R s 5 5 A Ra s 57
A) BT

[0278]  ZAWIRANNTE S5 5 LA — R0 2k A — 35 =S Bk TCRE A9 ==
FIEAL - A—RIBOT EET 2N LB E S FA TS 2 M S5 T, ik 2
M5 A C AN A e AR S S TG (L 3L 5 (ITAMs)

T ARTANN A FE—TregdlliY) -
TR TN A FECD3 T4

= = = =
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[02791  TTAMPIZ AN B &5 R BT AR IR 24 E4 U5 5 7 40 2 R se AT 4=
HTCR zeta.FcR gamma.CD3 gamma.CD3 delta.CD3 epsilon.CD5.CD22.CD79a.CD79b i
CD66AIITTAM B BRI , Ak B PR CARFR P 2R 55 545 - 3B AT 2E [1CD3 zeta
—4u B 5 540

[0280] /e ST BIHT, Frik CARIFIATM BT X 3 AT DA 8 1F il B G Frili CD3 - ze tafs 5
DA B uk 5 455 TRl AR B CARII Y 5t MM R () il X .
40, AT CARII AT R 40 S5 DX 3 AT DA FE—CD3  zetafie sy M— L= 5 X . ik 2t
B 5 DX HR AT CARIY —3 73 B 4E — L35y 1 1 pr R 4n i PN XCdk o — N L 350+
SEBR T — U ARk 2 IR EL A — I ) — A 3O B AT Rs T BT 2 AR R A A4 LA
SNR— AR 2R Bk 240 1N 2l f1 5 CD27.CD28 . 4- 1BB (CD137) L 0X40,
CD30.CD40.PD-1.1COS JHRE 4ufitu ShEe A EHT)5i - 1 (LFA-1) .CD2.CD7.LIGHT .NKG2CB7-H3DJ,
S 5 CD83FE M E5 E 1 — B AR S o R, B AR A A 2 22 DA 4 - 1BBYE N Firak il g5 541
1, He R E A BHTE N .

[0281]  FRHFEA LI — L 55651, Frab 4 PN X 16— L R3S 5 X —ze tadk il
43 o TR HE R 5 DX IGE FE T IR CAR Sy - (1 —313 43 0 FE— Loy - IR Bk 4 PN X Ik
AR TR ER 2 DU SR 2 AR E 4R B I — A U N TR 1 2 P
SARIIBCAAR LN 24l L 1 5 1

[0282] AR A “SLfiBcA” , S a e — Pt 2 B4 (B0, —aAPC (A THUH 2
AR AT SERARIN, B SE] B —3 -, ik oy 1R e M 85 S e T4 E I — IR
HRE 1, Wt —15 5,58 T BN, —TCR/CD3E AW 5 I BERK i) —MHC oy -1 £
GHREIATR EE S 200, AT TR, B A EAR T, B8 TE 5 o —JL)
AT LA FE{EASFR T, CD7 . B7-1 (CD80) B7-2(CD86) ,PD-L1.PD-L2.4- 1BBL.0X40L. 15
SRR A (1COS-L) 4RAEADRGFT 43—~ (ICAM-1) \CD 30L.CD40.CD70.CD83HLA-G
MICAMICB.HVEM JWRE & Zbeta 2 {K . 3/TR6 ILT3 ILT4 HVEM. 25 & Tol 1 RC AR S AR 1 — 18k
A HUAR DA M AR ES G BT -H3W — Al A . — Pl B At B4, JEHE , SR — T4
B — SO R RS A — B, B HANFR 1-CD27 .CD28 4 - 1BB. 0X40.CD30.
CD40.PD-1.ICOS JHRE 4ifits ThEe A F<Hi)i - 1 (LFA-1) .CD2.CD7 ) NKG2C . B7-H3DL K 55CD83
R PR GG — oA

[0283]  — “FLAi oy 7 & FEAE TN LI Fr ks [ 45 G Bl A, Bk [R5 S il ik S
— AR LS S, NI A ST TR g — s 325, B BB T, 3951 21
LR S EAR T — 55— 2RMHC/y -, BTLA S —Tol Tt AR Sz 44k .

[0284]  ASCAfl I — “HAEE S 25— (F 5856 T — 55, BIUITCR/CD3E £z,
SETHNSTE/ 2k 2B I _E TR B N R

[0285]  RiE “WIET & 47— F L SN, 1 — Ry (Flan, —TCR/CD3E &) 455 3
IR IECARRT 5 A, Bk 2 2 SN el N5 — 15 S H S5, I EARR T, W oy
WTCRCD3E EWINIAE S5 He T o WP T LA T — 2800 IR I 2k, I AN TGR - B NI
RERY A IVAE R 2dae:il)Of= RetEny i S et N

[0286]  —“WIo 7, WIASCHr i RS, 3 AE— T4l 1 — R g5 &5 158
WAL 2 B — I e s S
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[0287]  — Wl , WASCRIT i AR , Frn— oA Y A — P S B4 (451
1, aAPC, — 94N . —BANESE) _EI AT RE SRR ES & TAETANE B 1 — R PR 45 S T A
RSN — “RRg 1) 1B FrR T4 N T — RN, SRR T, B, 51k
— RN, BB S o 22 R B EA ST 2 A, R, I B — ik
KIS — 85— JMHC A -« —HTCD3 P — BBl A Pre d28Ju A —B il fl Hicd2diiik.
[0288]  S&T-Plrad 4ie 5T X 35k , AX A& B — 28 S Fir ik CAR 43 - 1] DL vk il A 4% ok
CD2871/8k4- BB 5 DX A Bk 5 45 TE i T T AR IHICARII B 5t M e ird
[ (ZAN) 4 o DX e o 78 A A B — B8 S Bl CAR 43 F- I RS H 2 A T o 75— A St 1)
BT CARI R iR i B0k ] AR i 1o it — 2P B 45 CD3 - ze tal T a5 5 DX 3k 454, Frad
CARITIIS TR I8 ] LA A S {HAPR T-CD3 - ze ta, 4- 1BB J CD28I1H 2 AME S ftith & A4
[0289] AR AR B —LE S5, Firak 40w ;N DOk B 4 22 /D — P, gl dn, = /DA, D
=N EDPUAS  E= D RAS N, =D AN T HCD3E (CD247.CD32z) CD28.41BB. 1COS.
0X40ANICD13T AT 4 B FIRE L PR I Tk 2120 1K
[0290]  ARHA L AR —LE S5 j6 451, AT i 4R A DX 30 (0 3G iR CD3C - 4% [CD24 755, ARy
“CD3-zeta” F1”CD3z” ;GenbankZ 5 5NP 000725, LFINP 93170. 1], FTiRCD24 7412k H
ZAPIRPETCRIV AT IR £ AR5
[0291]  ARAEAK B — 2L S5 151, Firak 40 P DX 38 G0 4 & R R ke 1 32 AR AE T IR CAR
(R PIT if B EE SB A BRI N 245 5 ZE IR TR E (58 —AXCAR) 9B & (H AR T-CD28
(5l &NGenbank &5 5-NP_001230006. 1.NP_ 001230007 1.NP_006130.1],4- 1BB [ R LR A
T ZRAR SR, B 519 (TNFRSF 9) , tR ol “CD137” , 4l ifiGenbank &5 5NP_001552.2]1, DA
K ICOS [ S AT AL RS, 9] dnGenbank & 55NP_036224. 1] - Z MR BT 77 401
ATt 58 —ARCARBE U T 2 N T4 AR IR s e
[0292] AR P A& BH I — L S5t 451, Frad 40 it A X3k (0 376 22 /15 5 X35, 4nCD3z-CD28-
41BBECD3z-CD28-0X40, ATE—L 35080 ] - Tk RIE” 0X407 J& FR IR RS IR - Sz (A
S, i 514 (TNFRSF4) |, il @liGenbank Z 55 NP 003318. 1 (A4 “S5 =487 CAR)
[0293] AR AL B —LL 50 B 45, iR 4ifi o X 38 f0 45 CD28 - D3z, CD3z, CD28-CD137 -
CD3z o TR ARG CD137” SZ FEIMRR A TEIA - 32 R K% , 1k 19 (TNFRSF9) |, 491 411Genbank %
SFENP 001552.2.
[0294] R IEA L W) — LS5, 24 FITR CARSY -8 o T T E SR 5 4, T pirak
{55 X3 ] DL CD28H1/ 5 CD3C -
[0295] il Bs B A] DAE M —RIREM —E B ISR IRARAT - CE TR RIS KR I
T, B DX T DU SRR AR 45 A sk s s 1 AL B RRE i 1 2 s TR DX 3k m]
T4 (A= DFERTR (A BRI TANMZ /KK friRal pha betarkzetak . CD28
CD3 epsilon.CD45.CD4.CD5.CD8.CD9.CD16.CD22.CD33.CD37.CD64.CD80.CD86.CD134
CD137.CD154 &AM, Fra 5 [ DX 3a T LUE G B, ZE XA O B BT ik 5 B DX 3 U F
B KER I U S TR NG 2R o« PC e b , 70— B S T DX B — iy ) R R — 2R P 2R
SRR AN AR = IR . P e b, — R I B - s 2 MGE B, (s MR 2 F 10 2 SRR K
J& 2 [ AT DA S DI RN iR CAR A T s 4R A 5 DXl [ e i e o — R - 22
SAROBIPASRE T —FrliE SR 1
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[0296] R FEA Kk AR —Le 5, Ak B —LE S0 HE B CAR 3 - FR B & T BT ik B IR X
SR R IR HARSE T FIr ik CARF T ik 22/ DX 3 Hh 1 e — 35 10— S T DX 3k o AR F Ak BH g —
B S 41, BT s TR DX 3ok R DA 1 Sl SRR B ORI ik ek A8 1 , DAk e BTk 22 AN XI5
FT AR AN R O SR T AR 1 O Rl 2 A TR, Plise/ IME S B S22 S H e
[ANEZEEER (SR

[0297]  FRIE—LCSTHEH], ZECARS> (TR A S NX Ik Rk s R X ek 2 1], sl fE ik 4
o BLX 35 5 AT CAR 2y~ P ik B R DX a2 [], AT A0 35— R DX 3 o AnA SR (s Y, ARG ]
BRI — MR I 58 - sk 2K, BTk 55 - ok 20 IS o 5 JE Xl e 2 28] ik 22 Ji e v
(149 Pl S 40 i 7 X 3 ke P s 4 5 X 3 o — [ B DX T 45 20 18 300 A AL R, fe e 10
100MEAEE IR , DA MR A6 1 25 25 5024 SR

[0298]  ARHA A HH— 2L STEFII) — N JT 10, AL IHER B T —FiE A J 20— AR hiadY
SEREMI T, CORR 4 T TR T ARPI R S AIVE 455 924K , WITTAEFTIA ARG T BT e fE it o
[0299]  TREEBE TPk 5 AR 55 SR — R , A ST e S — 25t Bk il 25
TRIT — BB 40, e o

[0300]  Fr iR TCRLIIFIT ik it et 2 F SR T~ T i TCRLAE I BE FR R B « 21 2 51 1 14
TCRL S iR TCRL 5 Z A BRIV S B A 1 3

[0301]  ORIE YA 453, PS5 s fH e — B OB , Z5ELEIE) IR A/ 2 58—
PR T IR I, R ek [n] A o ARSI AR SIREERAR , AT LA & R0 i Aok B —
TR R IR K J , AR AR, 28 A0 EE AN AT T F T UG — R BRI , 22 fidak Bl e .

[0302] ARl RGE “SZAk 3 BIE 2 A FLE) , st Hre i A Al Jos BR A A fr]
GE NP\

[0303] A& HH—B0 S (A T il 2 A HUAAS B i AR 26 25 28— ek, alifr S EdE i 2
P AR s Z FIBUE AR G 10— 2 A S

[0304]  ASCHTE IR — “ZM Al 507 & AR AE LR (1) —Fhiek 22 MR TE ey 5
PR AR A b Al 1 2 Pl AR 2 BUE A il 25 . — 29l S i pirik H 2
R — 1 S E— RN 25

[0305]  ASCHIIATE “TEPER Y 248 T 0 Dt ik A2 3 S I pIrak B o

[0306] {1 [ SCHR, AGE AR TR SZ IR AT RN “ 5 b AT RS I AT W T,
T — AR — RSN — AR B A TR, - HAS WIS TR &9
TR AR E R ZAE R . — I U ST A AN TR T .

[0307]  ASCHIAIE “WIE A & H5— 15 HEW BT I 22— 2 AL & v DAt — P A 0E
PER 3 BI45 25 BE A 22 M0, ASBR T, EFEIRIRES , RIRES , 25 MR Aie iy i 2628,
DR ZAT A, IR M A S 2 PR O

[0308] Tl AN A 25 4 25 I BOR AT Al I 2 Rh 220 22 e H R A =, T
i, A TRENN , BT R A AR R RS 28 SRS | NAEBE .

[0309]  ZANGIE L 253 2 AT LA, B AN Ao iE 1 s B R U R 2 5L gk B i dihes
25, S, BT AIBE PN LA NS, BB O S N DI, B, i NA Bl A D =
PENTFLIF TR B Ik A IR AL < B N el PR

[0310] L HL5 vk T 25t b 4 v Al 22 R 4t (ONS) A : 2t ARG (131
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4R B E SR EI E PNRTE) 5 FIrads slGR ) o0 RN (B, — ik Al o 28 F Ol 26, BT ik
Rl G EA O sk, Fridasim PEOS — N B R o - B % AU, ASS &
1 S AREZ U B R (BBB) Y —at7) iU R H A —BBBAFT ik N Vs f g i 5 %
AN B RR A SR AR e T D 3 2R R IR (140, AR IR 2 AN K ) 5 2 IR BTt iR
WIREARAA) 5 LA M i ok RS 25 O AN T 7 I B A bbb ) SE 28 (HRE— H e B iR v N Tk
Sk el —EME PR AN BRI FTR BEH) 2R 11, Ak 2 s s —H# LA
AR, Bl 5 — R AVESMNEL T ARSI i ik [ A U, HAEFT N I AR e [
(O RRAR It s — RTINS 2R AR E I S — ik &0 T TR 24
FEORIBE, T {593 (05— P REAE CNSONEAL I BUASE i, A KAE F ik i 1S O BBB A e 4+
(22 AN DN R B s O i T RE RS , 1A A ik 5 {2 R — R S AT Rk T i
[o3t1] Bt PTLALU AR i AR4 S s TRk 041 &0, AN, 1l R ik 259
AEWHE TS B — BE N — .

[0312]  Frf il “H L 25— AR — R0 B T A T— DU REE 2N D RE - 211
TS NPT I R | B R 24 A 2L AR AL i R SEAR A 2 I
VWA AHA O SR A H R VB I PR 1 H 2

[0313] A28 S tilit 24 29 2 5 W T A i AR s KA 5 ik il 5, lan , 1
W E TR & IR PR A FLAE BB R R T2 e

[0314] DAL, AR AR ) — 28 527 U B FH I 22 20 AL 5 W m] LAV R R 2
— P 2 AR b TR S R AR BC R, ik e b 2 2 MBUE AR Z A~ B 71, ik 24
WRIE AR Z A B AR i AR TS VE e A T 207 Rl e RO, 18 M OBy e Ty
VPRI PR 45 21 o

(03151 WFFES, Firdk 29 S W ATk 22TV e T LARC A6 A 22 /KA TR, Pt
FEAEFEAR A FO SR, AnHank’ sTATRC, MO G IA TRl AL R R 2 it X T RG24, £
FIT R L5 A FHIE S TR BR G2 3 1 DE FR 2 INB 3 11 ik 2 M @ A AU 2
LA o

[0316] S5 FUIRES 25, Frak 25 2L 5 W ml DA K P ik 25 NI PR 5 W S5 AR U 2 Y
A A I BURES A S HCH o FITid 2 BT AT 25W2H 5 W ] ARG )
FC 7R AU BT JEC AR TR BRI S BRSBTS , T — R A T IR
FITF VBRI 224 253 A 790 P A5 — [ (AR IR ) &, T e B i i 2 TR 574, Ak
B AN E I RS, DT s 2 MRAAZ L - 2D B @ A,
A5e , BURMITARN 2 FiRie , Co gL TR T e i mlo L bl s 22 2= R0, oKTEhs
FOKTER R BHERY IR B e AR AP AL 3R RN AL FRIL 2T Al 31 L 2T 4 2084, i/
Bl 2 AT F TR IS, NS AR M5 (PVP) o RS, W LA\ 2 R asfide 11
BIAEEIRAI 28 AR M B Rl ViR Bl Ik Ve 1) 5 S 1 e e R N

[0317] 2RO R A ZAEENIRE OOt FI, 2 PR DL i, Firik
25 MR AR TR T AR 26 5 A Bl PP IR T A (tale) 28 SIS I R I8 RIS 5%
Ol R BRI M S B A LR B MR 5 - 2 FRGRLEl 2 FREIURL ]
VIBOMNZ IR 24 s AR =2, IR ECRAE 2 NS P S A A F) 4

pas
= o
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[0318] W] HF FUIRAT A 54, 605 B ARl Al ) 2 N U DL K P B SR — 348
SR, A H e L R P A B R 2 B R 5 o P i 25 N U T A5 A Pk
VR TR T IR ST AN FURE RS AT AnTetss e 7 andi AR Bl AR B A &, ml gk
MORGE o A N IRAE T, ik 22 N Rl o0 P LA R e P A — & TR R, anisis
TR B 2 AR O % IS, WTUIINARE 7Y FH T T IRES 2510 i A 5 R
A WG TR BI LS 2557

(03191 WfF- e 25, AR 5 W il AR B ML SO LRI 24 ol sk 2 A Sl e
o

[0320] iy i S FSMR N AR A K W — 28 5 BRI (8 FH R P ik 25T 1k o6 46k R
H T — IR AR AR S5 RO 2, B 5@ O A — Sl I TP = S
fe s —APUIR O e el A S s R sk A IR RS IR O N, A rl it
PR AT DA B Tk — T SR ROR i — 1R TR « H T — 0 Pl m i e A 91
R, BT ARG B A T A S5 R — B TR S0 VA B — B OB R BL T L ke
ek

[0321] ATk (1 25 2L 5 W vl IC e T 18 I 8Ns 25, A a5 kv S Bl e £
FE o TR 2B P AL A R R B, A 2 s 2 A R A, 51T
VeI, — IR JE 711« Firid 224 A5 P ] DA I PR RO PR ik b RS P T TR B P LR
HHATAEE Z2ANBCHI, 1 s 570 e AR/ B o3 O -

(03221 HIF s B A 25 2 2L W K PRI AR Tk i VAR 221K
VAR AN, PRSI 22 AN PR o0 AR SRR 26 i R i PR B LUK O LR AT E S
PR 25 M I8 ISR MR MRV B 2 R A G 37 2 By Wi B an 2 b, 22815 ORI R
R BIAR IR LI , 20 P H I = ek 22 AP Tk o 7K VR SR = ] A 3 DT ik 2
KEEER 22 BT, B0 PR L2448 200, L BRI i 00wl e, ik it il 5
A I RCUE T BT NI 22 N5 By O P v e B P st A e Vi 22 v B 7k
AT IR &5 o

[0323] X, P ik it M Ae oo B I PT LGS AT 2, F T i— S d@ o aud, 4dn,
ToHE  TC PR 7K R R TA T o

[0324] R W —SL St i Ik 20 28 5 th vT LA BC TR ke 2 LI AL S 0 dn 22 i
ESIETEZ DG EiE 75 I e 2 S/l ok =gl B 9 1L ( =T o a8

[0325]  J& AR W] —2e 5l s R 2 N A MBS 2 o, Rk %
N RO LA— e R0 21 T H RS e B B R, — IRy AR R TR A
A PER Y (TCRLETR) LA RO TS , 22 sl SGE — IR AEREAR (B4R, eie) BT
BB TR BRI o

[0326] iRy A3 SR I E A2 5 A AE ARSI BOR A B RE I, g B ARG AT
HORTR EN A o

[0327]  WFF AR 5 ik P ik AT SR Bk v 7 A A8 ot m] LA s L 22
SN TR A o B, WY LAAE 24 s A s ) — ) B AR A — TR
TR PE IR RE o T 5 T T SRl e A S A HIF i

[0328] AP 2 ANE PR3 I E RIS DT i AR ARSI AE 2 MRS R el 2
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TSI S Z A FRIE 2510 BRI TE o« MPITIR 22 (RSN s 7 A K sl 7
FITSRAF BT £ s o] I i - A7 — e B 55 v LUR P Bk i Arak
FIRL DL K il I i 45 253 2 AR 1 » AT B DI EC 75, 45 2o e A0 59 & i) DA fir ik
AR AR P R AR DR B . (B 14N, Fing 158 N, 1975, /& “Zonir 25 PR FLpl”
W B2, ST .

[0329] 7t (1) 50 AT R] P P LA B = DA B sk i 14 1 43 FR O TCRL (IR TCRLAH
) [P R A5 S sl Al Bk A 0388y (e NV S804 BE , MEC) o TR it 71 rh R ok
MECKF 2 AR, HE P DA AR SN ES i FR it o o STEMECHIT 75 140 711 b B T AR R RFIE AN 25
IR AR o« 2T AT T I0E 224 I R S

[0330]  ARHAFA ST TR RE W TR = B AN R M, 25 25 T LAE — FRaR Bk — 2 K 1Y
9525, FEENEOR 2 BRI TR], kB R R B G T o IR .

[0331] Y8R 9745 T 10— S MM ECE R IR Frk gl 77 IO 4, Birad g o 1 ik ™
ERERE, Bl gs 2575 5, FrikAb 5 R A= 1 ATk T 55

[0332] QIR FREL, AL B2 S 2 A4 At T AR AR AT — Rk — o il se
S, BIan—FDAHLHER A GZWiIEkIG T 1Y) |, TR B4 ] & —Fhak 2 Fh 2 A T e
S B iR G R v DL AN G s < SR sl BRI , 91 a0— 10 B A0 2 s ik B ek o Pl e
RETEAE TS N2 TR Ard f sl il as AT LA S i S s —E &
BT, PR A fi A FH— BRI E TR 25 5 1 il , o FH ek R B JE 20, Brik s g
TS T ik 24 B o3 sl N B B s BEAT U (R Pir s T s e o 4311, ik i s s i, ml DA
ST H SR A 25 B R AL 1 T T 2 T5 29 sk 24 A 5 29 AR I N
Wi 2 G W FE LR AT DA RS B A e A 1 2ot A (R A R B — R0, B s e A —
YRR, I HAs I T8I — ik o, an b pdt— 22 s gndig .

[0333]  RTLATSUNIZI A A F i i) — 2 R 5 an I TR] KT & RV 2 ARG TCRL ; Frih K
ETCRLsYE B E AT (U dE AT A U RIS AT B

[0334]  GUASCATfE HIARTE “4)7 $5£10% .

[0335]  AR4E “fHE (comprises)” . “fufE (comprising)” . “fU4k (includes)” . “f475;
(including)”\ “FA (having)” MIHIAEAR 45 “CAsHEAR T

[0336]  RiE“HH-- 2K (consisting of)” & HUE “Guh AR T,

(0337]  ARGE“FHANFH...... HiY (essentially consisting of)” 2384 & W, Lk
SR AT U FR RN B 53 PR K/ BB AR AR M BONI B oy P R R/ RS 5T AN
AP BRI S 5 TR S I BEARHE ROHTRFIE o

[0338]  ZRSCHr (I ER B A7 =AY M D" R GBI BRIE L MO
HATRLAE o B0, ROE “— & 9" ok b — M &7 i B2 MM &, is RS
Y.

[03391  FRHEAA G, AR B R 25 Fh I e 51 AT LA — ANE R B A7 AE o S B, DA
— e AR B R 5 8 S 797, AN R R s A A BT Rl R PR il o PRI, 57
MR TR E 28 HAR AT TR A BRI 7B LA K8 PN 1 B — 23U - 51 4,
R A LRSI O BRI VB, BIan N1 213, 1214, 1215, 224, A
2306, \3265%, DL T EGERIN I B —207, H1a01 2345 56, L ANEFTE B i 7 12 1] o
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[0340] MAEASC PR BUETE L, R B SRR IE I N AT 5 TS T (0 Zal g
LA OINY TSI LR (=i ae i S YN I = by (e il 1 TREN 5= S & R (= P (S oAl = VB 1= 44
FNTE R AE AR ] F A, R AR S — SR R R, ORI 0 B
[0341] AT HROARTET 751 (method) JRH0E H T 58— FrE L5510 77 3\ (manner)
FB (means) , HK (technique) FIFEFF (procedures) , fUFHHARR T, 7520, FB HoR
ARy, F2 ORI, o2 MR R, TR BORER TR S i b, 2588, 46, A&
RN PN S DI

[0342] QAR KRB 10 7 7 Ads 2k, FAR 3, 8 sl P e (g A , B |
HCERIE I R B DR AE R B A P55 AE (I R Bk OO FEE R A HH

[0343] M ELZANRFENTIIVEN , FriR S5 8 g IR il tu i 2R F SRR 22511
FANT A R ZA 740, Bk 7 A0 836 2 A IE T AVEAL, R T BIanZAE e e,
DA VO 2 B B, BRSBTS NPT 5 RS 1 At e B S350, Bk 2421k
IFTRBERAE N T Ao 2 — MG HR /N — 02— MR, 5o, B,
ENT a2 MEHERY A/ NT A s 22— MEHRY, i/ N —T0 22—
HERH, i /N BT 2 — MEHIRR, o3 AN T — 1 2 — MR

[0344]  A]DLRRfE , AR B SEERENE , 08 75 R IR , b A i S el s S,
WA DU AE—FE— S MR LU S 3Rt AR S, AR BT B ARHIE , o8 1 18I, /E— R — 5K
JEI_E N SR, AT DA SR ek DT &1 14 A sk LAE & T A AT e
WIS TSR B o AE B AP EHEBII I N SCHR AR BB 53 FRAEA R 3 AR A2 L S e 151
(1 B, BRARZ I I AT X ST O A ELE .

[0345] NI SCHEGIFRAAR 1A K B & A B A5 1, I F B AR RS 55 Hh B2
KA, A6 MR SEREBI Z IR T 505 S FF .

[0346] LMl

[0347]  IAESELL N 200, TR 2401115 _FaR i 2k PL—AERR S PR 75 50—
R T AL B —2E Sl o

[0348] 3 i , ATl A ARTE R - A W R R R iR 5286 2= 05 T ks o0 -, B
L AEYI DA M FE ZHDNASOR Tk 2 AN BORAE Sk R s R - 2 L, Bl , /01wl
SEIG 2= A Sambrook & A, (1989) 5“0 FA-¥p2- Uni WUE B 4 —2 =, Ausubel ,R.M.
ed. (1994) ;AusubelZE A, “I0 AW Y ni 1 E P, JohnWileyandSons,Baltimore,
Maryland (1989) ;Perbal, “/Fvif3 35" , JohnWiley&Sons,NewYork (1988) ;Watson
2N, “EEZHDNA” , EFERV B, 4149; Birren® A (eds) “BHAA5HT: ST =F M &R,
L2, R SR IS = kAL, 2114 (1998) 5 7EEE £ H54,666,828;4,683,202; 4,801,
531;5,192,659 5,272, 05T AR 77k 5 “4iffa bWy U =T, —2% —,Cellis,
J.E.,ed. (1994) ; H{FReshney,Wiley-Liss[h “Bh¥guffuRs s - FAR AT , 42 (1994)
ThirdEdition; “SoEsF I T 5 —% = ,Coligan] .E.,ed. (1994) ;Stites®E A
(eds) , “ELRh G s AR IR o s 7" (55 )\ ) ,Appleton&Lange,Norwalk,CT (1994) ;
Mishell#IShiigi (eds) , “Hiffd sofie # N 2 N J74” ,W.H.Freeman and Co.,41%)
(1980) ; BLA Mz 0 I A L R ARSIk b A T 2 0k 2 00, il 6 £ F)53,
791,932;3,839,153;3,850,752;3,850,578;3,853,987;3,867,517;3,879,262;3,901,
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654;3,935,074;3,984,533;3,996,345;4,034,074;4,098,876;4,879,219;5,011,771415,
281,521 ;" HAZ B A I Gait, M. J. ed. (1984) ; “#ZfRZ%4 "Hames ,B.D. , flHiggins
S.J.,eds. (1985) ; "HE 5 F1ENE"Hames,B.D. ,and Higgins S.J.,eds. (1984) ;" Zh¥4i i
F57% " Freshney,R. 1., ed. (1986) ;[ E ML 40 AR " TRLHficAt:, (1986) 3773 pol ) —5K
JHHFG “Perbal ,B. , (1984) and"ily "y J5 " 45 1-317, P AR AL ; "PCREBIL: J5 I AN HIHR
FA7 AR AL, ST ET, INAIAE e (1990) sMarshak®: A, 725 [ TTali b A % 8 TR -
S == AR T CSHLH it (1996) 5 T Btk 24 STHREBLA 5 I 7 XIFNASC R AR
SCRRFR IR BE T H B — S8 S0k A AR 24 SR I TR 240 B A R s
JECR N TR n s (e fe X AT e S A 15 B LA 5 L IR s RIS .
(03491 Z AV FHEIM RS 75

[0350] A=W LI BUBEMHCIE TR &2 A i il 25

[0351]  Z/ANBABEMHC (scMHC) *-ERK & A1 R AE P LB -D- B AR LR (IPTG) 10 S
MK B 2 IR R FE R IN T T AT 2 A o 1 BN, —s eMHC, (075 Tk B, -k
BRER I VA SR HLA - A2 R R T3k 2 4 SNX Sl o) — S e - e bt , iirak
scMHCHE 18 THLALE ATk Coig £, FH -T2 U e AR P 3R A B L r A 41 (seMHC-BirA) o 71
W R RO A7 78 N ZEAT RN T 3T & o il B B - 22 #2Q - Sepharose a3l (GE
Healthcare Life Sciences) 7> EMaliftiEHHT & M2 AMIC- K S8, SRS (5 Pk
BirAffy GEANE) AT SURE R AE M 2 AL, T A2 7 2 B MHC I IR &2 S5 1) — B o
AR SR HEAEDenkberg e A (2002) PNAS, 99:9421-942611

[0352] A 4tffuBoR

(03531 ZANT-BAAL 241 UG FORPMI 16408575 55 , IS A710 1510 °BE/R IR
FEE (% 5 BRI, 5.4, YMDGTMSQV (SEQ TD NO:1) /WT1 . ., (RMFPNAPYL,SEQ D NO:141) JfiJik/
MAGE-A4,,, ,,,SEQ ID NO:176/MAGE-A9,,, ,,,203/PAP, |, ,,SEQ ID NO: 2301 IKEAHICH
2R IRZAEIR (B R 15 H) AEE 780 7 1o 18 (50 2 DA R R T2 4 )i |- FROHLA -
A2- 55 HUABBT L 2[MF T S5 AR NI 24N T241M O1) FIMFT 2 M0 L RIS UE K Ik
= 8dEAR

[0354]  ZAT2el i ARAmfi ek gn otk (109 51060/ ZTHO E A (Ab) (ke %
t0) fE4°C M IR /NN, B2 SPEARIC DT NS/ N/ SRR AN ZRAb 7R 4 C N EF 455 Bh, B2
PR, BTN TR Bl B SR M 2RI TAFEAS 2 5D L1ANBATBE A LA 25 SR o fe Job 4t i
BATIHD AN -

[0355]  FACS 1:

[0356]  Hl#%:BD FACS calibur

[0357] 43 #r%f4-: CELLQuest

[0358]  FACS 2:

[0359]  H1#%:Beckman Coulter NAVIOS

[0360] 3 # Tk :KaluzaZf 1. 3l

(03611 {ifi AT A SIR BOR A P2 HLA - A2/ i 2 BRI 369 -3TT/WT Ly, /MAGE-Ad, )0/
MAGE_A92237231/PAP112—120'3/‘3%/I\%TCREIC}TJZIK

[0362]  Jid 5-6KHLA-A2- PEIKE A 505 ve// N I B EHHD/NFRUAE S B A4 o HiT2- 32K
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(RS DN Qui 1A S 57 45 24 o i MO F ki A5 W S 8 1)/ INRRU R 0 B 1 22/ 4 it
SNSOBE BB AN B & = L 2223/ v I (Anmi TR AT iR [ We i danz 5 A 2011, (PR TRz
P )30:328-340) , DARGEIF U T ATIR A2 /2 SAEEL TSATRESHEA T eI 3 B G40,
X 2 s SRR TCRLI I e , 8 FH AT iR AH DG 24 TyrD369 - 377 HEKHLA - A2 2 5909+ 5
PR A EAH 122 p68 - DDX5 4 I ZH JEEJIK (SEQ 1D NO: 2YLLPATVHI) HLA- A2 &5 0L B o L
AL AU IIHLA- A2 - Tyr & SN B R EHLA - A2-FRIERERK (R 15) [0 BE41HLA-A2%E
HPIRIELTSARE F Tt 2R vl 2400 B 2 s IR e At NI s 2 DA B it e e« 19
ANPER£906-11-D11 (Fr-AD11, KI68) F1905-2-D7 (B kD7, KI69) # ik .

[0363]  ZRAZJRAFEHAT DMEMERJCIILIS HODCCM2R5 7R Hh AR K BB >80 % FF HL S 11
T o AL TG 2 10 3 18 FH A (A A AR S EAT MBS 7% EISTR) B . AR 4l AL O 2 - Y
SDS-PAGEZT BT i s A 3BT, 2l TG A T 20 F o 29150 F- 18 7K1 .

[0364]  HZATgG AbAL

[0365]  FriR ZANFIL Fabke[Al ((UFHFMCL) ek A Tk, i A\ J5TgG1xAbsy HITEN
TR 24 T 2R AR pOp t i VECA MpeDNA3 . 3-TOPOHH o BN MR AR IR A AAREEHT T — A
[ SE R e8¢ O T-pOptiVEC, TR DHFR/HT - LA K T-peDNA3. 3, 5t {55 22) o 1 fii T ok
FreeStyle MAXX N3] (Invitrogen) £& & 75575 HREpirh R AR AL QL 2 pirak — 5
P23 S5 (DHER) 5k [ 20 T 2 11 25 ANDGA4 48 i 1 v L6 BLP B (CHO) SRARE 1 535 o 7 4k
UL AR IR R B R TR A S5 R T R IE369 - 3TTRERKHOXS 224N TY T2 4n ity
SR N ) S R R HE R0 . 5 % RO Fh AR K, H ELAE FH R A AR AENT it — 25 e
v Frid 4k 2 (1 SDS - PAGE /3 AT i/ R A BT £ TG HLA AR 43 10 ~ 150°T
TR

[0366]  HLAg Ik 2k £/~ ADIELISA

[0367] iy (i 2 AW 2 A s eMHCHE R 2 S PIIEL TSAMI A8 45/ ik 24k
ITCRLEUARIATA L SR et ffMaxi sorp 96FLIFIFUELISAZE - (Nunc#442404) #7045 4
M3 A& A - AR ARG/ SLIR) 3% FEE VRS B TR 24 8 FHBE S R &R (U
v/ LD JBUE (/N 2535, K M v, L0 . 2565 rOMHC/ FE KPS A5 #IsC L (17N
I, 2505 o BT IR A 10 2505 T FHIPBS /2 % B IS A= A 4130438, T 5 7 2= 0 T 1
=& i /AL IS ek 2 O 2 AN TCRLYTA U LN o FEVS VRS, BTk 24 B
HRP- I/ Bt A Bl / N Ab o SR FH TMBPY FR BRI iz 15711 (DAKO, S1599) HEA Tl , Bk 2/
HLA-A2- PR MK FH T IR 2 i s ek 21 1 22 S TCRLET A 22 A5 i

[0368]  Proteon XPR367%[MI A LyR (SPR) HUZ5 5o 4T

[0369]  TgGISTCRYTIANIE T AL AE25 C BT 1 5 [l 1 —1B JTE AN 5T (GLM) S8 F (Bio-Rad sk
W= ST, DRI AR e N, SEED AT, B AR08, T2 MR PBST (1058 BE /R
R P BT, 150-2 R/ IR FE 1 U1k, 0. 005 % Tween 20, pHT.4) o FH50fTH0 . 04 BE /R
WRPEION- 36N - (3- —HISEEPIHE) Byt I (EDC) 10 01 BE /R IR B ION - R AR B B G
W% (e -nhs) —IRAWIAESORTT/ 20 B — T NG /M , AT P/
2:TgG/NeutrAvidinMFerE 102 BE /R Y SRR ENZE MifipHA . 5 L B — I 2R 25100/ =
Tt A SAE 150033 5 e 5 L 50 IO 1 BRI B 1 O R I SRR R pHS L 51— 5 -
Frik1gG TCRLATIR/ Al i) 5k i ZHHLA - A2,/ T ST /WT 1 /MAGE - A4 /MAGE - A9/ PAP A 544
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e AAEPBSTHIARE 225 - 1045 /= T, DA S Q0TI LA SO/ 4 B —imak F PATE By Tl
B ATk 58 SR IE AE R 2 B LAME N —5 7 i o A el A i) s gk T ZHHLA - A2/ T S FR s /
WT1/MAGE-A4/MAGE-A9/PAPE 5#)/Fab TCRLPTIA®Y (75781 T-5014T} /45 %) 8 F HANANA
[ (1000500250 125D M 6254NEE /IR ) T-HrikProteOn(fI A /K- RN , 72T
R EE S EE P FIRE NIB A TIVZE R, T ACE S DARE Bk S8 A1 R ik 22 /MR 10
PR MFTIRC P G AR R T 012 o FIT B O 25 545 S 2 B 2R 5 IPro teOn B 2 (Bio-
Rad 3256 =, s va T, S SRRl se A0 EE K 3 #r « 20 25 5 5 i R 2 1 FH AT IR B 2/
FRUEAR L L1 85 G b2 T RIS, sl il TR iR B R RN BT et R AR

[0370]  ZANDhEEVE AT

[0371]  LDH-BEAI,

[0372]  fF —AE M4 s I T Cyto Tox96® (Promega) I E AURF 14 TCRLE
DL BRI A , Bk a0 et 0 e FURR I 2088 (LDH) |, —Fhor 40 s i im B B o
PA—FP10 73 I 22N 555 BIS PR UILDH, S 8e— Uk g5k (INT) [ Fridk i
AR B 2L 2= i P2 A B G 85 5 2 SR AN A Fir b 280 s LB 81

[0373]  HL{k#h, 2 ANFREC AN AT 2 A RO 40 B 05 U , T2 DA M T T B V5 A O 2L 1Y
cRPMISSFR3E (1% FBS) H1 o K 22 AMPREC AR i i 45 25— i %6 g 22 T2 . 5X10° N4,
FLA AR 2 AN 7 40 2 —4m s B2 712 . 5X 10N . 4037 (1 X 10" 41fifD) fr9 2 bt
YN RS FRAE—96 FLVELAE - F o DA tie s M 55 71 % T AR 8RS S P4 TCRLAMR 3 A7 g —4>
FHRFURAEI, AT iR MR A8 AL A B T 2L (85 7R B PR SR 103 2 — DA B e Itk
JE o SR K R i8R 53 VR TCRLLARE AL 20458 I 81 pir s It 281 Fh R Rk 22 R4 v
PAZE T 2 I AR R 8 o RS o B Tk 2 PR 4 e i B i RO - S Rk
P SPETCRLIE A F-37°C /5% C0, N 15752043 5, AER5 75 I, AOTHTTH I 2 AN R4 (1X10°4H
o) BB AR AL, AN PA10: 1 (B T) (9L R, £ FR A FLIIHY B kb 4y
2N AR DA TR 3 AR, LA M 2 AR AT 5 i X 80T e /2 TH I R #E DA
THA T R IR BN S5 DA = T 2 A — e BT 10O T A TIN5 o S ik 45176 37
‘C/5%C0, MR/ AR TR AT R F7E700x g MOS8, - HNE— LI
HREFE 501 ZE —96 4L F JFeMax i sorbdSE 1~ (Nunc) H I IT R R (KA LIIRA , 42T sk w1
ZANUIH , 4l 1] CytoTox Q6@ il 2% i 344 i il ik Cyto Tox96® KL TR 54, DA M
B0 BIFT IR B FLIR D o T 8l R i 7 o, T LA S CE 1098 9Kk
JEAE — RS L SRATA90GNK I FIT IR S8 B o SR A A FH LA B A 2 A it 85 F 40
L < i SRR = [ (5256 - F ASSONVAR - FRESON 1) / (Ebsine KAE - HFR A A D 1x 100, H]
TR IGEG 21N PBMCE M 2R S R 0 2, H H B A I I IRBARY 24 E i &
2151 R oA TR Lymphoprep B R4 B 2438 PBMC .

[0374]  ZANEFANEMRFNZ S IE B A 40

[0375]  Z/MNfURRkASTS CR (4 Z9) U20S (1 AR < TCCSUP (Bsbesis) FlIFib (ZF4ERE4m i)
LEHN2E 410 % FBSIH 52 B DMEMFR 1275 (4533 FHGIBCOFZ () .501A.SKMe 15 Mewo 11938 (B f4
289 Saos2 (F ) <Pancl (i) « J82AIUMUCS (B2 bk) JH1703 (IR /N4 ffofilifiRses)  JVM2
(78 2E4TIRE RE) L TMO (22 R M BEIRE) \U266 (B3R DL K SW620 (45 1 1) Bi7e(E#h e
H10%FBSHYSCHERPMI FP (4 EBFHGIBCOFE L) Malme3m (PA ¢ Z088) L JEKO1 (4RI ) |
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SET2 (AT B/ MR LA KBV 173 (BARM AT 44 1 M155) B5 7 Ar #b 745 20 % FBS[H) 52 4%
RPMIFH (4EFIGIBCOHEAL) |, thp-1 (AML) 575 4F 4584 10 % FBS1) 5 #RPMI Hh (433 H1GIBCO
FEOE) F10. 052 BE/RIR EE I be ta-$R L £ 1 (i Thermo- £ isherd2fit) .OVCAR-3 (5 LR 57
FRATLAN AT 20 % FBSIY) 5¢ BERPMI FHFN0 . 0122 b/ 2 TS 25 (H1Sigmatidfih) o Fir A7 4Hi
PRORFRFAEST CAET . 5% CO2M— i) 2= rh DA KB 1 SR B A 72 R o

[0376]  ZANIEH A4, 2 OIENLA0NG , 2 e dili, 240 B4, 25
S R A, 2 G i LA, 24T B AR 2N B R A & M Sciencel LHY
1%, HARIE TR il v 1 2 U I A T 05 A AR DR R 37 °CHET . 5% CO2(1)—{
A=

[0377]  {rExpi293 RGN Z ARl ZHFab AbfRRk A4t

[0378]  TyrD11FND7 AR VH-CHIAIVL-CLEEPS JMAGE-A4 C106B9.WT1BA7B6AIESK1 IgGs
2 5 [ AE TR FAZ 2R B i pe DNAS . 4 1] 13835 Fab , Hi s - tag 3% 4% 2 CHI X I ik
C- Ao

[0379] @i FTikFectaminedk HLiil (Life technologies) KRk g Ak (FHEAIER
) A QLA Expi 293 KA B 7RI I I 2 Exp1293F A S84 il (5 #B8 4 FirikExpi 293
TR RGN Z AN HBO PRI RE A LT, 2T R0 K A6 K, 24t
FET00x g N BSOS BL TR 24 D11.D7.C106B9 . B47B6EKESKT Fabfi ik ik
MEA AP RZER I Hali 0. 22uad 85 SR Hig i HPBSIEAT 1 4%

[0380] 134 JE S ANAFAE (Talon) 46V TiARD11.D7.C106B9.B47B6 5K ESK1Fab i 418 [ ,
H H HIPBS1B M1 &% « TR 44X 11D 11 .D7.C106B9. B4 7B6 1k ESK1Fab £t i i A1HER I R SDS -
PAGE k43 #T o

[0381]  {rExpi 293 RGHZ AR ETCRLIT AL I, SRk ANttt

[0382]  TyrD11FID7Ir R VH-CHIAIVL-CLEEP ,WT1 B47B6FIESK1MIMAGE-A4 C106B9,
TgGs v A TR FAZ IR B AR pcDNAS . 4rh DU TR AURE 4 (BS) T (AN FF 4l =68~
70 TR, ESKLI AN AP WO 2015/076 1Y) o 4 FTyr D11,WT1 BA7B6AIESK1AI
MAGE-A4 C106BOFTIA R GER A , 1CD3 (FEFEUCHT L) scFv gl 4% 2 TR VLIX R FT N - Ay
(BSHE 33, #F3) o X TR BBk 2l AR Hi s - tag i 4 2 ATk CH DX R Ffr iR CoARig o T Ty
D7,471CD3 (e f#UCHT 1) scFv ARz 31 B Gk FIT eh VHIX (R T iAN - R (BSH% 1, #1) LA MKHis -
tag H -z B AR CHI X O A C - i

[0383]  JE L firiRFectamine 4L (Life technologies) Rk iy AR/
Expi293 &k B IR HP TR 21 Expi 293F A R4 (T B2 FrRExpi 293K R4 M £
D) HFORIEIER IR AL LY, 2D IR0 R A6 KT , 2D HET00x g Mg
D55 Bl B G, Fr il &5 A ATk 22/ TCRLAUR: BT AR T iR TN 2> Al i A2 ER 0T
HAlE0. 220K At B8 75 « SRS W Tk b 18 7 FHPBS AT 1 44 o

[0384]  fitiA 2 MBS -TCRLIM 2N H 20 £ [ 1 of <5 J S AN (Talon) AR HERH ta g2
(Superdex 200 10/300GL GE) AN BRANAY, . Tk 22N 4lifk [t BS - TCRLAESDS - PAGE |47
Bre

[0385]  Z/MARPNINA

[0386] X T-501AE (& ZIRE ANk (ATCC, HaNE=il g 75 JE MmN, 5[5
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[0387] LA pi IR AE AN TE A 10 % IR 2R G (GIBCO, PR/R B L i ZE M, S5 ) 1y
RPMI 16404 K-5%75 3L (GIBCO, PRAR I =1 FE N, S5 E) .

[0388] A JSHNE I Z AN (PBMC) 2 1 Z1~SepMateTM-50% - (Stemcell) MZA>
TR R A8 o

[0389]  {rEl0K, 22/1N8- 105 & [HfEMENOD /SCID/INR (Envigo, PL{A I s n="6-8) £F—
W T4t (s.c.) 5x 105/ M50 1A fa ZRa 40, +/ - 25x 105NPBMC Gt A4« IPsRa 4m oo By
5 1) FEIRZAAFN0 . 252 FHIRRIR 2% A (PBS) HH s DTRURFS-PETCRL (0. 12 7s /T 5¢) 5k
#ifAk (PBS) A —I ZAARUNO0. 2mlfEs . o 7RG E /NN IR G v) 4525, B A TUANEIONT
HIEE AF24/ NS 2

[0390]  X}F-A3752R (6 IR ANIUkR (ATCC, Tl 5 FE ML, €D

[0391]  Z NN BT FRAE 4 788 10 % a2 IfLTE (GIBCO, IR /KB o1 FE MM, S D) 11
RPMI 16404 K-55754E (GIBCO, PR/R I =i 281, S5 ) .

[0392] il FHl— PR A FRFE (REP) MO ZSHN RIS M AZ 41 (PBMC) il 25 215 K19 CD8
T, fif FSepMateTM-50%5 1 (Stemcel 1) MIBEREIIHRME & 14N i b ik 2 MRS
( Naive)[{JPBNC, £ % f# F{ Dynabeads® Untouched™ A 25CD8 T4HEE4] (Invitrogen)

HCDBTANN & 5k , Ik ZA4lKIMICD8 AN 15 X AL TR A7 X4 $1CD3 (OKT3) AICD28[1 £
By EHUAHEE R 2T, A4 78 10 % FBSAI100TU/Z A AZRIL- 2/ B 7 3L rh 72/)N
N IE I 2 AN A S AE 4N 35 10 % FBS, 3000 TU/ 2 FHHIL-2, 302 v/ FHKOKT3 DL &
2x10°f{) 2 HE G IPBMC.,

[0393]  ZEER0AK, 8- 104 2 HIMEMENOD/SCID/NGR, (Envigo, PAfa4 ;n=6-8) ZE— B {lI# K¢
NS (s.c.) Bx10°MIA3TE B 4 ZE 4l , +/-10x10°/SREP CD8 T4 G - fivg iy
b2 1) AR ZARTHO . 252 FHIUBEIR 2% A (PBS) sMAGE-A4 C106BIAURF A TCRL (0. 1
5o/ F50) WI1 B4TBERUREETCRL (0. 122 v/ 50) sl Ak (PBS) PA— i ZAAFI0. 2ml
fEs.c BN E NS . v) 4525, S PUADN BN &, 24/ NN45 25

[0394]  {r TR BRI O (501ARIA375) Hi DA ZANhs+~ RAE I RREE BLRST EX 24 e
FESEIIIIRTAC, DA R A ST R wiaeh x (=22 x 3,14

[0395] A5 H i I B TCRLA T

[0396]  {EWO 2008/120202F 1A T MC11 A= i o

[0397]  ESK1/9friR 4= (Dao T.Yan S.Veomett N.Pankov D.Zhou L.Korontsvit T.
Scott A.Whitten J.Maslak P.Casey E.Tan T.Liu H.Zakhaleva V.Curcio M,
Doubrovina E.0’Reilly RJ.Liu C.Scheinberg DA, {7AT7 1 ABUARE ) 4HE N WT 195 5L
R =), (R 26 R 27, 20134E3 13 H 55(176) 1 176ra33) o [AIESK UEARIERTIR AT
FEHIW0 2015/07761, ESK14-K[{JVH-SEQ ID NO: 128F1ESK14-K-[{JVL-SEQ ID NO:1307ZEWO0
2015/070061 11 J7 M 41 il o 5 2k IR & B Pir A 10, BT oA Ve 2R Te Gl L 1k
Expi293 AZAt 2 NHEK293 40 Fh A, Hal o il T8 F AT AR AT M2 857 I
eI E

[0398]  Z/MZIRIIHREN

[0399]  AffisFr vk itk 102 i HPARNeasy Plus Mini (Qiagen) M 1#10°% 5%10°N4j
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B4 i h A< B RNA

[0400]  cDNAFSAY

[0401]  FRHEPT AR HIE 0 2 Ui BH DL SuperScript® 11155 —4E 4 i 52 %4t (Invitrogen)
I ERATUA S BEHL SR (101) (9855, L - 558 FCIIRNA S Bl e DNA . Ful 7€ 5 PCR, DAH,0F
cDNAFRE L 15

[0402] i HIPCR (PCR)

[0403]  Frik ZASPCRIEFA LA A AEIS CHi2 o 1, Be G40 ME IR AE95 CHI20FD . /E60°C
LBl LRAET2 CHI L3 Blo ITiR PCREE A — e B IE K AT 72 C H 1043 Bl o AR A )15 7
HIZA 5B, FIKAPA HiFi PCRE4] (Kapa Biosystems) $Hf T2/ N

[0404] DL N ZA45]F#{d ]

[0405]  TYR_S:TTAGCAAAGCATACCATCA (SEQ ID NO:3) FITYR_AS:CCAGACAAAGAGGTCATAA
(SEQ ID NO:4)

[0406] S TR SRR AR (AP M /N s LT/ MIEERD) FIWT1 s : AGGCTGCAATAAGAGATA
(SEQ ID NO:5) FlIWT1 AS:TTCGCTGACAAGTTTTAC (SEQ ID NO:6) FHT-WT1#ik =¥k
/N 188 MREEX) o

[0407] 25 T AIRAL PR 20 3 721, 6 LOTOHH IR i 55 250 IR 6 x DN 28 22 . (New
England Biolabs) j&#, I HAEL. 5% BUllgkke i Hhit A TR UK, PURIL L BEX 2 DNABRIE
¥) (New England Biolabs) 4¢{4 . 7E ImageQuant LAS 4000 (GE Healthcare Life
Sciences) FIE TR ZAPCRI“ Wi W AFAE ISR -

[0408]  “E+HPCR (gPCR)

[04091 AR il ik R 19 2 U, SR T TaqMan 2 PR 3808 = 2R AP0/ —ABT 7300{Y =%
(Applied Biosystems) FatEfTiE fPCR. BIIPCRIFIATIR Z AN IS 4E95 C 103 B,
BE A0 MEIAIIAE95 CHILSRD, DL AE60 CHI14 8o T BPIS PCRIY 2% HE MApplied
Biosystems |3 755" A, KA MBI AT R U FAMG i LA B 2N (245190
ZRED AT TYR (cat#Hs00165976) X T-MAGE A4 (cat#Hs00751150) , %) J-WT1 (cat#
Hs01103751) .Beta-HLEh e FI#E—& KR THrdElt (cat#ls99999903) .

[0410] 5T I 2 ERK
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® 4- HWAMRAM - TyrD
JE IR ) 4 7 i K-HLA-A2 %) SEQ ID NO:
TyrD-Al AMDGTMSQV 104
TyrD-A2 YADGTMSQV 105
TyrD-A3 YMAGTMSQV 106
[0411] TyrD-A4 YMDATMSQV 107
TyrD-AS YMDGAMSQV 108
TyrD-A6 YMDGTASQV 109
TyrD-A7 YMDGTMAQV 110
TyrD-A8 YMDGTMSAV 111
TyrD-A9 YMDGTMSQA 112
| %5 ZAMMBMERL - TyrD
HE IR B 48 7 HEK-HLA-A2 [T % SEQ ID NO: FHABA T
[0412] Tyrosinase D
(Tyrosinase
PEptide) YMDGTMSQV 113
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Tyrosinase N YMNGTMSQV 114
*KIAA0355 YMDNVMSEV 115 TyrD
KPNAI VMDSKIVQV 116 TyrD
GPLDI LMNGTLKQV 117 TyrD
TyrD-S1 SQDGTRSQV 118 TyrD
TyrD-S2 VMDTTKSQV 119 TyrD
TyrD-S3 GMDGTQQQI 120 TyrD
TyrD-S4 GMVGTMTEV 121 TyrD
TyrD-S5 MMDATFSAV 122 TyrD
TyrD-S6 QMDPTGSQL 123 TyrD
*TyrD-S7 SMDGSMRTV 124 TyrD
TyrD-S8 WMDGIASQI 125 TyrD
TyrD-S9 YLEGILSQV 126 TyrD

[0413] | TyrD-S10 YMAIKMSQL 127 TyrD
TyrD-S11 YMDAVVSLV 128 TyrD
TyrD-S12 YMDGTNRRI 129 TyrD
TyrD-S13 YMDPSTYQV 130 TyrD
TyrD-S14 YMLGTNHQL 131 TyrD
TyrD-S15 YMPGTASLI 132 TyrD
TyrD-S16 YMRETRSQL 133 TyrD
*TyrD-S17 MMDGAMGYV 134 TyrD
*TyrD-S18 NMDSFMAQV 135 TyrD
*TyrD-S19 QMDFIMSCV 136 TyrD
*TyrD-S20 YEDLKMYQV 137 TyrD
*TyrD-S21 YMDTIMELV 138 TyrD
*TyrD-$22 YTDLAMSTV 139 TyrD
*TyrD-$23 YVDFVMSSV 140 TyrD

[0414] PN 2Ry EERE AU 21 PEK

| & 6- Z MM - WTI

HE K ) 42 HERK-HLA-A2 74 SEQ ID NO: HIELT
WTI1 (WTI

[0415] | PEptide) RMFPNAPYL 141
WT1-S1 LDFPNLPYL 142 WTI
*WT1-S2 RCFPNCPFL 143 WTI
WT1-S3 LMFENAAYL 144 WTI
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WTI1-S4 RMFPNKYSL 145 WTI1
WTI1-S85 RLFPNAKFL 146 WTI1
*WTI1-S6 RLFPNLPEL 147 WTI1
*WTI1-S7 RMFPTPPSL 148 WTI1
WTI1-S8 RMVPRAVYL 149 WTI1
WT1-S9 RMFFNGRYI 150 WTI1
WTI1-S10 RMLPHAPGV 151 WTI1
WTI1-S11 YMFPNAPYL 152 WTI1
WTI1-S12 AMDPNAAYV 153 WTI1
WT1-S13 ICFPNAPKV 154 WTI1
WTI1-S14 NMFENGCYL 155 WTI1
[0416] WTI1-S815 NMPPNFPYI 156 WTI1
WTI1-S16 REMTQAPYL 157 WTI1
WT1-S17 RMAPRAPWI 158 WTI1
WTI1-S18 RMEPRAPWI 159 WTI1
WTI1-S19 RMEPRAPWYV 160 WTI1
WT1-S20 RMFLNNPSI 161 WTI1
WTI1-821 RMFQQTFYL 162 WTI1
WT1-S22 RMNPNSPSI 163 WTI1
WTI1-823 RQFPNASLI 164 WTI1
WTI1-524 RQFPNKDAL 165 WTI1
WT1-S25 RVFPWASSL 166 WTI1
WTI1-826 RLFPWGNKL 167 WTI1
[0417] PN 28 ML AR IARAI 22/ E K
R T-HARER - WTI
Bk B 48 Bk fik-HLA-A2 3 SEQ ID NO:
WTI-Al AMFPNAPYL 168
WTI-A2 RAFPNAPYL 169
[0418]
WTI-A3 RMAPNAPYL 170
WTI1-Ad RMFANAPYL 171
WTI-AS RMFPAAPYL 172
WTI-A7 RMEPNAAYL 173
WTI-AS RMFPNAPAL 174
[0419] WTI1-A9 RMFPNAPYA 175
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| R 8 -Z ANHILLE) B K- MAGE-A4
B ik /G 4 HERK-HLA-A2 &%) SEQ ID NO: MALT
MAGE-A4
(MAGE-A4
PEptide) GVYDGREHTV 176
MAGE-A4-S1 GLADGRTHTV 177 MAGE-A4
MAGE-A4-S2 GVSDGRWHSYV 178 MAGE-A4
MAGE-A4-S4 GVYDGEEHSV 179 MAGE-A4
MAGE-A4-S85 GLYDGMEHL 180 MAGE-A4
MAGE-A4-S6 GVSDGQWHTV 181 MAGE-A4
[0420] MAGE-A4-S9 GVYAGREHFL 182 MAGE-A4
MAGE-A4-S10 GLYDGMEHLI 183 MAGE-A4
MAGE-A4-S12 ASYDGTEVTV 184 MAGE-A4
MAGE-A4-S13 AVLDGRELRV 185 MAGE-A4
MAGE-A4-S15 GLYDGIEHFM 186 MAGE-A4
MAGE-A4-S16 GLYDGPVHEV 187 MAGE-A4
MAGE-A4-S17 GVCAGREHFI 188 MAGE-A4
MAGE-A4-S18 GVYAGRPLSV 189 MAGE-A4
MAGE-A4-S19 TVYDLREQSV 190 MAGE-A4
MAGE-A4-S20 VVDDGVEHTI 191 MAGE-A4
MAGE-A4-521 GVFDGLHTV 192 MAGE-A4
X 9 -HEFH M- MAGE-A4
JHE K 1) 42 7 B fR-HLA-A2 £ 51 SEQ ID NO:
MAGE-A4-A1 | AVYDGREHTV 193
[0421] MAGE-A4-A2 | GAYDGREHTV 194
MAGE-A4-A3 | GVADGREHTV o
MAGE-A4-A4 | GVYAGREHTV 196
MAGE-A4-A5 | GVYDAREHTV i
198
MAGE-A4-A6 | GVYDGAEHTV
MAGE-A4-A7 | GVYDGRAHTV 199
[0422] MAGE-A4-A8 | GVYDGREATV 200
MAGE-A4-A9 | GVYDGREHAV 201
MAGE-A4-A10 | GVYDGREHTA 202
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| % 10 -2 AL BE RE - MAGE-A9
B R ) 42 5 MK -HLA-A2 FE %1 SEQ ID NO: ML T
MAGE-A9 203
(MAGE-A9
PEptide) ALSVMGVYV
MAGE-A9S1 ALSVLGVMV 204 MAGE-A9
MAGE-A9S3 ALSRKGIYV 205 MAGE-A9
MAGE-A9584 ALSVMYSYL 206 MAGE-A9
MAGE-A9S6 AVSHMGVLV 207 MAGE-A9
MAGE-A9S87 LLSLMGVLV 208 MAGE-A9
*MAGE-A9SS VLSIMGVYA 209 MAGE-A9
[0423] MAGE-A9S10 ALQVRKVYV 210 MAGE-A9
MAGE-A9S11 ALQVYGVEV 211 MAGE-A9
MAGE-A9S13 ALSVAGGFV 212 MAGE-A9
MAGE-A9514 ALSVLGKVV 213 MAGE-A9
MAGE-A9S15 ALSVMIPAV 214 MAGE-A9
MAGE-A9S16 DLSVCSVYV 215 MAGE-A9
MAGE-A9S17 ILGVMGVDV 216 MAGE-A9
MAGE-A9S20 LLSVNGVSV 217 MAGE-A9
MAGE-A9S23 SLSPMGRYV 218 MAGE-A9
MAGE-A9S24 ALSAVMGVTL 219 MAGE-A9
MAGE-A9825 AILLVMGVDV 220 MAGE-A9
MAGE-A9526 ALSDHHVYL 221 MAGE-A9
(04241 * P A SERIATION) 2 LI
[0425] % 11 -TH 2 B - MAGE-A9
WA IR 1 48 7 HERK-HLA-A2 541/ SEQ ID NO:
MAGE-A9-A2 AASVMGVYV sl
MAGE-A9-A3 ALAVMGVYV e
MAGE-A9-A4 ALSAMGVYV i
[0426] | MAGE-A9-AS ALSVAGVYV Sl
MAGE-A9-A6 ALSVMAVYV =
MAGE-A9-A7 ALSVMGAYV i
MAGE-A9-A8 ALSVMGVAV s
MAGE-A9-A9 ALSVMGVYA e
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| % 12 - AL RERL - PAP
i i Y 42 7 i k-HLA-A2 751 SEQ ID NO: AL T
PAP 230
(PAP PEptide) TLMSAMTNL
PAP(TLM)S1 TLMSAEANL 231 PAP
PAP(TLM)S2 QLCSAMTQL 232 PAP
PAP(TLM)S3 RLMSALTQL 233 PAP
PAP(TLM)S4 GLMSLTTNL 234 PAP
PAP(TLM)S5 GLMSMATNL 235 PAP
PAP(TLM)S6 GLMSMTTNL 236 PAP
PAP(TLM)S7 LLMSISTNL 237 PAP
[0427] PAP(TLM)SS QLPSTMTNL 238 PAP
PAP(TLM)S9 TLASSMGNL 239 PAP
PAP(TLM)S10 TLFSALTGL 240 PAP
PAP(TLM)S11 TLGSATTEL 241 PAP
PAP(TLM)S12 TLMRAMTDC 242 PAP
PAP(TLM)S13 TLMSMVANL 243 PAP
PAP(TLM)S14 TLPSAETAL 244 PAP
PAP(TLM)S15 TLPSRMTVL 245 PAP
PAP(TLM)S18 RLMSALTQV 246 PAP
PAP(TLM)S19 SIHSQMTNL 247 PAP
PAP(TLM)S20 SIMFAMTPL 248 PAP
PAP(TLM)S21 TIVAAMSNL 249 PAP
[0428] PAP(TLM)S22 TLITAMEQL 250 PAP
PAP(TLM)S23 TLTSNMSQL 251 PAP
X 13 -H A M- PAP
K ) 42 7 B iK-HLA-A2 7% SEQ ID NO:
252
PAP A1 ALMSAMTNL
PAP A3 TLASAMTNL 253
[0429] PAP A4 TLMAAMTNL 234
PAP A6 TLMSAATNL 255
PAP A7 TLMSAMANL 256
PAP A8 TLMSAMTAL 257
PAP A9 TLMSAMTNA 258

46




CN 114605547 B

i EA

H

45/58 Tl

[0430]

K 14-8 1 MS 7E 2 N 155 B 75 41480 K PR 2 AN AR A E AR

K Y 42 7 HERK 7 41/SEQID | H:[A Bk MS &
NO: )22 ™ FH AR

) B ik AT 7

AN IEH

) e 4L 41

KPNAI VMDSKIVQV/259 |KPNAI1,KPNASKPNAG6 & [-fii. JBe

Bt~ i B
LN NEST 77N
JFF i o T) BZ
PREE, FEK,
MR H

I N 157N
Lk + 48
W friE, JH
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[0431]

. AR, B
fi A it
Bk R
H 24, F

[==]

WT1-S10

RMLPHAPGV/260

HDAC1,HDAC2

(= N

Bt~ ki B 5
LN INEST 77N
O s B
i1 NN G2
e, T,
AN

7NN =7 N
FLBR 248
f. frig. fH
. UM,
Ji A it
Bk TR
H 2. F

=
=1

WTI1-S12

AMDPNAAYV/261

SERPINAG6

JH

WTI1-822

RMNPNSPSI/262

ERH

il o, W
i, 4R
W, %, ¥

=
=

MAGE-A4-S1

GLADGRTHTV/263

THBS3

“ilm, WE,
W, "B, B2,
thee, FEE,
+ 6, B

MAGE-A4-S16

GLYDGPVHEV/264

DPYSL4

i, /NG
H_Ik—[_" Hﬁ! Hfﬁ?
HIT 70 fht s JIEUE

MAGE-A4-S21

GVFDGLHTV/265

BTD

RN R
[A) 52 AL
e F. -+

e, B
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2h. 78

MAGE-A9-S26 | ALSDHHVYL/266 | ALDOC F .
B M R
i~ i &5 B
A YN
W B
fiiiy TA)EZ . i
0 N
S € 8

i, .+
E: =)/

iz RN 11 D719
ik AT B .
2Hh. 5.

PAP-S3 RLMSALTQL/267 | DAB2IP i~ NI o IR
B~ Tk TG
45, O W
[0432] (=TI 15133
M, M

i, HHE. B
W Hali . A
173N R =1

J¥r - HI A
. FE

PAP-S18 RLMSALTQV/268 |RASAL?2 TE R~ i/l

A G B R
i+ B+ 45 19
A
71 = A N
filr, TA) Rz,
Z N 17 N
i Rgli~ 3
. 48

7. fxiE. fH
F.OE., Ay
FIRR . Bk

JRRE. B . =
e TH

[0433]
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x 15— ZAXT A MERK
A IR ik ik -HLA-A2 FT %) SEQ ID NO:
MARTI1(26) ELAGIGILTV 269
CMV NLVPMVATV 270
Gag SLYNTVATL 271
Tyrosinase D YMDGTMSQV 272
[0434] | WT-1 RMFPNAPYL 273
MAGE-A4 GVYDGREHTV 274
PAP TLMSAMTNL 275
MAGE-A9 ALSVMGVYV 276
SSX-2 KASEKIFYV 277
NY-ESO SLLMWITQC 278
UHRF1 TLFDYEVRL 279

[0435]  Sjedhll :

[0436] X FHLA-A2/F& S FREE I 21 S TCRETIA

[0437]  XFHLA-A2/PiE2369- 377 HAT IS TCREF 1 21> Abs = [197 B

[0438]  MHC-TyrD369-3772 &M A= - AL W AT 2 AT O 50 s (0 24 KR
PUAARIGE TR A 2 K = AR e IR M 22/ 23 TR 2 B A R 51, HLA - A2BR JE PO e Sk
IZATELHPUR TR Z A B N 2 IRTCRY A O T A2 FriRHLA - A2/ TyrD369-
3TTR AWM HA R 2 AP, ] — B REMHCHS AR A 7 SR AT T iR s S BRI T
(Tyrosinase,y, ,.,YMDGTMSQV,SEQ ID NO:1) [y T 41K -HLA- A2 54 . 11t 5 - 62K HLA -
A2- KA A 50055/ /NS T S 22 HHD/INFR B S0 BE AL o RiT2 - SYR T S DD\ Quid 1A
FURE R 25 25 o 1l M ZA T A /N R 20 B T 2 T AR 55 22 NS OB R A1 i )
MG 7 HE 2 2R AR vl (R I AT iR [ We i danz 55 A 2011, (IRl bR 924111030 : 328 -
340) , DL IESE 0 N AR ) 24 25 SVEELTS ARG HE TR 06 A4y B o BT 22/ 4lifb [l HLA -
A2-Tyr @ EWVL S n H B HLA- A2 - PR E IR (F215) B HZHHLA- A2 S0 ELTSAR
TR 2R R, 2007 B ARSI o R I v LA M BE T - P Be 90611 -
D11 (FrlD11, [&168) F1905-2-D7 (B D7, [K169) B A «

[04391 X THLA-A2/fi& i 369 - 377 AT HF I 2 IS TCRETA R

[04401 [ i E Firik 2493 BES I S TCRGUAA ) i iR A TA1 S A, i 1T 31 55 5 - Atk
% (SPR) &5 G o0 A , 1l PN B AR TeGEFTIA 2490 B I 4l 19 TgG TCRETAR [l
[i] 78 7 PR 1 55 B - FR AR (SPR) LB b o Tl o T Vs A0 & PR B N 1Pk 2k
(1) B TR AT HLA - A2/ it S BRI A2 A - A LT 7, SPRATHITIRI AT 25 /A% I Sl s R B X I
RHLA-A2 /i S RIS 7 12 (1 2 2R TCRATTAAR S FEMC T W D1 LAID 7 FOABLA S AT, iy A3 N 7
MCIAND11 M4 . 1ZNEE /R T, DT 3 . 8AEEJRIR L ik 2245 SRR, 3B =N S TCRP T4k
SEFEAT AT R HEHLA - A2/ IR R A P 2 R AR DA = 3 AT R AN BE SR P

(04411 T WF5CRTR 200 B S TCRE AT AT iR fits Z BR i3 69 - 377 PR IR I kR Rk
IR R e, AT TN RIR N, FE TR N BRI R, B R 1 2 PR B
RAZRWNEZATR , H Hal o ¥k 2 A IOINTE 22 T2 R 2 B - DAt iR £
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ATCR-FEHUR S ZAA1aZ8 MR AT 45 5 o il i NN BRI I 25 7, 2 1E 47
YR (MFL) il g 11, 24 TCR-FEHTIR 5 Frik 24 A FEIR I 45 G IR A TR S5 i
FIT it AR RAD TS SA PRI IR 21 T2 APCEES  FITik 25 FhAlaZ AR IR (AR 2) Pl i
I 1 i A B B RS FIBBT . 22K W, FTiRBBT . 252 - ATHLA - A21)— PRy A it
.

[0442] SRR RIRAZEAL AT SRR B CAELL , BT ALa 28 48 P JTK A 35t N 1 24> 12
g AR ) 185 R FHHLA-A2- 855 HTRBBT . 2[MF T 5 AR N#I 24T241 O
FIMFT 2[RI EE RIS UEE K I3 805 4l 27, 4B = 2 TCRETT AR ZE I HH A I A4
YEgh G, N2 RRE AR T FriR g5 &, HAEZ AR e IR B 5 INALal, 7ERT
WRTCRYUAIZE B 51 & T — b o Tk 2545 5360, FEHLA - A2 N £ FPAla g4y
P SAFRBRIERK G 00 T, 28—/ S TCRE TR R JPE IR S Pk M BRI 25, R Pl
WEAPURLE TR Z PRI S SV BT AR T TCR, IR, BTk 2Bk AMHCER & DA
MRS 5 2ok 4575 BT MHC - ERR E 590«

(04431 SR, Btk =28 TCRETAALE BTk — AN TCRE TR I 45 37 PRI JUIC A 2 Jse 17
HIAN T EAE TR REK o A a 28 AR U 52 M R 25 15 RS PO A7 B A8 o 24MCL 5 —
B —AlaRAWEIK 45 A — AN L #61 B oR 90 % 19— & PR, DILAID7HP I AT
DILAEPRAN B #3 V61— K T-90 % [ N B, 6 T-DLLAE UM B #3 .46 THOEE S I — K T
90 % 1R/ D MC1H5 22 A1 a 28 AR ERK I 45 i E— 2D B2 BI7E =AM B #1 . 3 611 — i Al
HEAHN—KTT0%1 FH4,6,7, VDI LFIDTAE UM IR A pliA la G FD11, {7
E#1,2,3,4,6, DA RON D7, 1 E#2,3,4,6,7) IN BRI — K T70% 045 S B B /D .«
[0444]  FAT 5, il WE TR % FiALas&ZE [0 Ty IR IE A 45 5 Ty o 7 R 2S TCR AT
TRIGBE T, Fr iR N SR /M #8717 DL LARID AR TMCIAF 25/ A a 2848 BH A2 52 K AU
MR 2R BRI FrR 50k , DIURIDTAHES TMCLAERT AR DL 1A 745 &M B A Sk
OB 1) M R RE 5 A D T LA IR R EE O PO AN Al a RO OV S 2 E DL D
SEEMCL A XS 34N B o DLLANDTAE B A I &5 R L B 26 A7 B AN LU - Ak
o, DILAEN B HTIR D T 68 % (NPT 455, 67 % 13 B #5, 59 % v B #8; DTAE (v BT #5I8/D T66 %
HIRTIR 455, 63 % v Ei#tl, 63 % v E1#8.

[0445] 250, AlafA ] LA TR E 21 8 TCRE TR B e B A R R e R —F
B, 47 R XS AL a 284 F B HH B s FOBBURME: , PT DAT 25 281t vy AR S P RT ek TR Ak s 2 1) &5
B o AR SRM& T T3 SR RN 08 0 B e M A e B RN S M JB  fradR B AR 2
TCRETHAUNZINMHC - FR 8 IR R 45 510

[0446]  XFT-HLA-A2/Jis BRI I 2 R TCRY A 45 S e B AR Sk

(04471 T iEPEH AT IR 2493 B I 2 TCREUIAR I BTk 5 5 R S, 1 s XA i i R
TR Z A AR IR Tg G ik SR P FRE S o 05 201 S PR ok AL IR I 245 T2
APCHY, Ff H 5 FT it AbES 3%, e m SPEFMC IO BT AR B/ N Ab— e 155 i 3-THoR, Frik
MC1 (E7) \D11ANDT (B3 %6) [ 2> TG 71 G Fir iR ik S BRI Ik T2 480 |, (B AR
WA SEINE Z A0 ALK 2 4iE I (GR15) 4 TNMCL, 75 2 A0 MR 0
2B EH Y SO 4E & EAMCT L 2R3 -7 (KI7) |, iDL LFIDT & A bl AR A S ah &
(K13%6) - IMAb BB7. 21945 Gk I MU IN AR K 2 IR REE, FiriiMAD BB . 25 BT 511
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HLA- A2 5456 - AT 245 SRR, 08—/ S TCRE TR 2 I HHHLA - A2- B AE 1
JERR RIS RO e S SRR S 2 R FR 10 24 L, (A S5 B HLA- A2
TENEIRES Ao

[0448]  fy THRZEFTIAZ/NHLA-A2/FRSURFFISTCR Abse 1 BB 45 - 2 IR 4niE g Fir
WA 2R PERTAEOMAC - BR SR L 2 A1 ARIE T 24 R 6 Z0R BB 2k -
AT AR BT S 2 5 2 Pl 2 BRI 369 - 377 /HLA - A2 S TCRP LA — k%
77, SR SPERRICII AR B B N Ab— 55557 - (I8 121K, Frih 2R TCRT AR
A — AR R ) 2N 2R e - BHPE FIHLA - A2- FAVE RN . dnitb AT, Fos L plrad K
ELHLA - A2- B SRR 2 SR IAE AR 2 S 66 R AN NI AR 18 BTk R TCRETIARITY
FIT ik Bt 2 AR Y A1 5 DASE T BTk i S R 25 11 I Ab X BTk 24 P 68 2R 4 i (491 4
624.38, &501A) [R4T PN Bt s Y, ZE AT ARE—RR 1995 9% HI AR 24 i AR Fdk il
PRI SRR A 1 (B AR R ) o 7T 2RI - PR BHLA - A2 - VR4 Fh 3% A Bl I 21 s
VE ol 25 A ZORIE I 2 Pk i) 2 iR A AT BOR 3T, BTk 22 R ik
HLA-A2BHYE, Ag (& SURRER) FATER, S UE 1 il BRES/HLA-A225TCR Abs[PIHRTAE « Tk 43
Frani&10- 1201755, D1 LUAID 74 s NV AE — 2H 05 1 S AR 4 Ao 16 25/ PR B 4t 214k 4
i SR AN T4 B Ani AT Z5 AL A FIPBMC (13- 17) Hhrgl st 35 S5 Al
W ZAHLA- A2+ FN Ty - [R5 ARG 25 S oW a2 21, 11 24 AEPBMC_E M MC 1IN 22 211
IS5 S (B117) JDITAIDTXHLA - A2+/ Bk S FR R+ 2 S 6 ZOR AN DA M) T2 4L 25 Fl
P LURIRIIHLA - A2+/ R S FRHE - (AN SRR 2 1E 5 AR I SN I Firk 23 A dn
18- 19017 . DLLIAIDTZETCRET A SN ME XS T~k HLA - A2 RNk i i s R g ) 22 22
6 IR AR RN R =

[0449]  Frik Z AW FEORT IR SR G52, Tk 2428 TCR AbSE RS, I HLAE 4 HLASE
(I EER S Ag ATk 7605 85 S AFAE I, B A MR RE AR 1 E =B AR Ik -MHC R
G R IR AL BRI E IR (A7 40 vl o HH 24 85 R R R H 5D 1L AIDTAHLEB N 1)
MC LI 22 S g B o 4B 4, RIMC1 5 22 ANHLA - A2+ Ty r - 41 fakkHepG2, SW620L K Loucy [l &5
AT, AnEIOR R, H87R 1 FRMFIIUAS TS St 45 & L SR, 7EFTk 244 i D1 LRID 71
AR 3 A 487 ISR 45 (RIL0AN12) o i 1k HFHELE B TR = AN 25 TCRPUATE X BE A1 55 4
M4 (B 12) #87R TMCLZRIH SHLA-A2+/ tyr+1) 2/ B G0 R AN B A 45 6 (B AE—
£ REIIHLA - A2+/ Tyr - 192418 (SW620.Co10205 . HepG2 . Panc 1 \RPMI .DG75. Jeko 1 Fll
Loucy) [ HARSREEE, MDILAIDTH ik 2 -4 A ZHH R B S e & .
[0450]  [A| I, AT DA S 45 HED 1L FND7AR R T-MC 1 B L S M AN Bk L I B i A 4m i
RUFFE A I e M, a0, B — KA AR AL ORI gnie i thae i & 2 ~a L
H Tl 2 AR TCRET AR ik e B | Firad 4H 20k FiT ik 54 FOHLA S5 S R DA MO
P S BH R A .

[0451] Oy [ b — 204 Fir b I SRR RS R S ME P 2 2R TCRETIR O TR e R R S, A1 ]
XTI HH IR AR S BRI Py S ARBLE 1R 22N K O S S oAy (FR5) o

[0452]  [Alt, 50— IS TCRETARII N 2R/ H R A0 B 2 vI 4 I an b Pk
I, AT 58— AR A 22 R R 07 36 o B2 T PR SRR A , DI RN R Ak B RE R BB i)
B AR ERFL N T TCRLIG Z5 A ORI TR o i F Rk 24 T HHER R R ATk 245
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(B Z AR IERR , I BT B S P08 « FIT ik 22wt & Bl O L -0 1
FITR A0 R AR R oA

[0453]  ASCRTR SNG4 1 45 G Dbl 22 LA R B0 4 A (e I A e A AR
P THEATUSALL AT « 2 A A B 2 DA S N 2R A e T — T R & PAge Mol 2k
KRS8, 2T He T BIBLASTEE ScanPros i te ITHe (ki . 2N IS Howle R, &
FERVF 2 MR FE IOYER e A dsc R e YRR Bk 22 S HLAZE 500 BT ATk K o ik
AR IE T4 e s SR MO EEIRIINRE T« foc BB 8 28 i B 4l i IS 0 A el £
P ERE B Sk AR B 2 A TR AR

[0454] 1 ] ok T H, & p = AR TCREUAIIIL R e S HAR A S T s e B T
PR TOAR UK KA (F%5) « ATk 2 A AREIOERR g N2 2412 APC |, Ff HL ATk 24
JETCRP TR SN A MR« AHPI20HT75% , 247 — A AAR A B AR MO T AR T4 1
FIRTE SRR A 255 , W22 I T iRMC 136 7~ HE N TR SR H A P ZIARDLRE 1 25/ JEE K
BIANKTAAO335FIKPNA LY St 45 o AT, AE 21 2 28R 7, ik 2> IS TCRYTAAD L LFID7 A
5G] A — R AL AT 8 o T R AR AR K, (235 SMC1 Fors 15 S 45 A Pk
KTAAO335FKPNAL LK AR  Frik 2N ub I 7 SMCUAREL , DILAIDT R FTIR BEAR 1
PEPEPEANDL RS I HLUE R 1 Ar AR R 3 3 A Bk AL DA an E ik Fir i & 1 %
AT RAERZ AT T, Y8 T et M A e oA — 211 JE TCRB TR A
BE—2L Al PR R BT e B A R AR 2

[0455] LA, E AN ZETCRPURII N AR S 5 , 22 A NI ARAA R K L 22 1 s a2 A0
T o T AT Tyr DK 7 I i A — Fh 2 SR AS ] BEAR S M DTk Tyr TCRLIES &5, %
T Tyr TCRLESH & Bk PERZR S W0 ok . — LB T 2 A O R A=, Horh
FITR Tyr DI LR A ) A — N 2 SR ER AR A 3 PN B U o il i FACS 23 AU E Ty TCRL 577
AT 2 NN RR R 2/ R ) — 2 g 25 G 1R 1, R ik 2 a5 5 4550 5
AT A ERA R AT IO 45 5 45 - T LU e o S AT A ERAT AT L , 76 P S R IR S 80
S5 BRI M EERAL AR PR R B A A 32 S o SR A T—E M T R LA
L, AR B S ik 24 et v 3L P 288 1 el Pirad 22/ ERR B T2 Tyr TCRL
RSV, (FR5S172S23) o FIrd fiT2E A 2NN 2R 3 T 22 AL JEE R e 15
FEINEIZ A2 APCAINY |, I BIRD1 LRID7 (K sk [ R M » a1 28 o , 1% WLEL £ ik
ZA RIS G, 2B R SRS Bk 2 R TCRETA I AR I R AR R AT B
[0456]  SJEAI1A

[0457]  FHIFHLA-A2/ TS BRI 1 2 IS TCREUA I E T

[0458]  XFHLA-A2/Ji S BRME369 - 377 HAT IS TCREF - E I 2 Ab I TR I R AR e MR b e
[04591 1 iE PEH AR 2495 B I R TCRG TR Bk 5 55 e 1, 1l nd i A i ASOopAiy
FITiR 244l TG I BN AR - (A S E A 2 ) o A S BRI 21~
T2 APCERZANX HRAIMERK GR15) , H H 5T Ab (D7, D11ERMCL) —ii k55, #5 SPEARICHY
BER RN R K PEAMC I Z P/ N Ab— i 5577 WIEI38HT 7, ZA-D1LAIDT TCRLES & iy
FIT iR i A PR K O T2 40D , (35 Bos 5 N BRELRERR I 24 45 45 AR S, MCL
TCRL 55 A5 T S BRI FEE FoR R S o BB O Bl ik A DG RE R ) 22/ T2 4 it A 45 75
[0460] 5 T k21 A5 TR 2 ANDTRIDL 1 28 TCRETIAR I AR B ek, 3P B A TS5 0Tk
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P SR IR I 2 P AR BLRE T 22 A IR S R o BTl K A 265 T s

[0461]  4PE39H 7R, TCRLAY T+ S5 K S R BE I K (I 4K TAAO335FIKPNAT (5514) LA K brid
$9S2.54.55.89.511.513.S18. (S19.S22711523) HAG 7 A LLIE (1 Pk STk ELAG 25 53 A il
855 - 2/ N DILHIDT R TCRE AL G ARk H T Hrd A8 IR 4100 2 AU IR I R ik 224~
WK - BT IR 22N B0UES2 7 5MCT TCRLAREL , DITAIDT  TCRLIKIATIAR B4 R AUe BRI
FESRPE, IF Bk 1 A AR A T3 75 DA S a0 BTk Fir T AT 24 TRk AR PAEA,
ZARTICREUVAR I AT RSBV EAE R 10

[0462] AL AMST THLA-A2/FRETRBFINZ N RTCR A T WM T R E 2N R
IR AP BT R 21011 2/ MHC- i U BRI I 2 S I 45 585 ek « 2 41 S i
SIRI369-377/HLA-A2[ 2N IS TCRETIRAD (A BN A 4B b)) — 577, e SPE
PrRiCsERE A Rk 2 DTN ADES R . — AL IR 4R & 2N IE W A Ep e e
HLA-A2 (BHYE) Sl el (SRR sl IR 1O3RaE , % SR EE BRIk 2> S TCRY TR BTk 45
G o MEA0AZE CHTR , ATIR 242 TCREUAHE IR 25T 2 BRI - FHE A HLA-A2- BH 41 - iy
W ZA R TCRETA S M 25 BRI 2 NHLA- A2 - BHYEGH)ubR b, Fril gk A~ SR Ty r
RNAZGIE (Tyr-BAYE)  AnEI40AZ B, Z2/ND1IAIDT  TCRLANS: 75 ik 2141 i Hh AT —
Ff, TMCLI 25 25 3 | 4% FHHLA-A2+/Tyr- 4. DTAID1I1 TCRLANFRILARAT S5 1B H 1A I A4
45, IMMCLIE R S5 e AT TFR I —2E [ Rl 25 5 (B400) «

[0463]  EfACk i, S5MCT TCRLAAEL , Z24ND7HID11 TCRLUEHH 7O IR FHLA- A25R IR
Vi Sz R JOA ) B S 0 e e M R e B

[0464]  Z S Ihfe i AT Hok it — 20 e MRk 2 DTAIDL L2 TCRP TR « K4 21N TCRLI £
ANA AR X Eh A S —NPICD3 scFv, ATIRPICD3 scFv ] DLPA— 80 PR R X il ) 24
RN TN LA AL TR bRt gn it » anfd 41 2 44 R 7~ , DTAIDIL CO3RURR MR TCRETA T 21
FAIEARAE 2N NIEPBMCIHIAFAE I, ZEPRINE R T 24 St 2350 LAGR I i K I 4n i 5
PEoPanc-1, g S BRBR A E AR AR B R4, BRI A g i & . FHZ/SD TN
D11 TCRLEMAF—4H1ZMHLA-A2+/ Tyr - 1EH A R4 A g s gl (i B Uk s 1
AN B

[0465]  SjitEf5l1B

[0466]  {1Z/"NOD/SCID/NHT, D7 BS TCRL{ESs . ¢. 50 1AM 8 298 IR TE Rl R A Y
B9}

[0467]  [K45'0 < T4E 2 NOD/SCID/NELHID7 BS TCRLAES. c. 50 1A 2 Zpa ipd J i At
T A PN D380 AR, BT iR S HUR I 45 25 52 3 1 IR 2 i i 65 R A Pk 512
56, QUi SRR R R AT UE 55 o ik 65 SR ATk 1 22N I R 3 B R TCRLIK R AR F7 1)
FNEUEER

[0468]  SJjtEf512

[0469]  FHIT-HLA-A2/WT 1K 22 TCRE LA

[0470]  XFHLA-A2/WT1HE AT A TCRE; R VE 2> AbIM 23 B AT E VE

(04711 25 T AR AT RHLA - A2 /WT 1 G A — R U A iR 2Pk, 2> B4 i
JIK-HLA- A2 S 77, ik 20 S 20 IR - HLA - A2 52 A (i T — FRAEMHC S TR AR I T
PRWT 1K (RMFPNAPYL, SEQ ID NO:151) « 2 NPT AL = WA Fir ik — B B 2 DA M -
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I B AR, — 28 TORIR S e M BAT (R JyBATB6) #4525 DA M e ME (K70) S
(04721  {E N2 TCRIUMA S S e B — b e, — S TCRPUAFR NESKL ,Dao T.Yan S.
Veomett N.Pankov D.Zhou L.Korontsvit T.Scott A.Whitten J.Maslak P.Casey E.Tan
T.Liu H.Zakhaleva V.Curcio M.Doubrovina E.0’Reilly RJ.Liu C.Scheinberg DA.
[0473]  yi R FI S 2 AR (SPR) 855 /0 AT oAl BATI TR 25 S o A, il Ho/ BT
LgGHEHTIA 7 B Sl TGS TCRE A [R5 8] 7 £E iR SPRIVIE JELUH o Tk 4 BT 2 DA
ST A P ik b 1 B R ZHHLA - A2/WT 1 AW AnIEI29FF 1 , SPRAT A AT IR 24
R R T T BrRHLA - A2 /WT VR PR TCRP TR R BAT [ — S AR 4 44N BRIk
o

(04741 T iEMEATIR 240 S N IS TCRETIAR I ik &5 & e M, il It U I B PPl
iR Z A~ T gGIAFIT s SN PRI S 14 3 221 T2 - APCHN R RS 8 1Rk 256 PR ALK
W (3215) IF H 5 Ab—i 577, e SPEFRCIN DT IS/ N Ab— 55 7% . W 3031 T,
BATHIESK1 454 T I AT WT L ERK I 24 T2411E (Figure30) (HA 5 M 244 FRELMEIK
LA EE S (B31) o oA M 22 5 B BATHIESK L T W22 5] (1 ik 45 45 B2 o /L4 BAT IR A
M AE ST I 10 " 10 BE AR AORE IR 2 AN T2, ESK U S 4 & T I 10 BB Rk
FEFIWT URER A 2 AN T2 400 Cof T-ESKIAOMFT 18 5BATIIATAAALL) £EFERK IR 10 °BE /R Ik
IBATER A HI A, & (MFT 88) |, IMESK1WES & ) L P2 JeibAe i sl AR (B130) « pirik
ZAGE IR BATIO TR S AR RNSS & REUE A 24 AN ZE R, SESKIAHEL , ESK145
R AR N AR T BATAE MR B B 1015 NI o BATHIESK 1A S 5 AT 2] B4
HLA-A2BRE IR Z N2 APC (B131) o ATk 2485 SRR, TS JETCRET AR I HHHLA -
A2-FRE KRR R 5 RO BT U S R T RWT L 2 i 25 1, B HLA-A2
PR HEITK

[0475] Oy Tt P FCATR 2 AWT LR TCRETARYE R A5 ek, LA IR 11 A R SRk 1-
SRS Z A IR S5 S 2T T 740 - anE32R33 M 7s , BATIR A S5 G A — 1%
THE N FP AT AT AL HE TR (56) o SR TTT, AnIRI320 7, ESK LRI HH -5 P AU IR AR 75
SUES G AT NP Z AN R PR AN AN AR B IR_E oA B47 (B134) o il nd 3 N Am i BoR gk
TR ZASETCRPUAR I3 — 2 4T , i T HLA - A20K 5 H 3k s AN ek T iR WT 15 (e
FEAING - i35 7s , FITIRESKT WT12RTCRAES TSR 2 45 5 HLA - A2+/WT+BV173FISET24H
J , AEEBATIR A SR H T Firid 22 i AT 455 2 Bk i sCAn I B AR R B 7K
Oy T BRI A APl i PCRIFAG AOHLA - A2fE AR TR WT LEE DR O 4t b P
ESKIABA T HTIR S VE o It AT s, BAT A S Rk 2 S A AT 4n i & &, TMESK 145 &
R IEWTIEAMERI501A498 1A M SKMELARY - H e WT 1 PN 7% A BYESK1 455 HLA-A2
(LA R 7K 4MAb BB7 . 2T B, FiriMAb  BB7 . 2F# iR A FT iR 4 5% 17 _F R4 HLA -
A2/ K3 o AEEI36 7R H T BAT WT - R TCREUAR I &5 & Bk — E 4 .

[0476] Oy T 3t—HTFTESKIFIBATH T-HLA-A2+/WT 1+BV 173 FISET2 40 it 11 v ik 45 25 i i
A R EE , B AT DA S ESK L A il 21 4575, imEB4AT, oA ER H B AE (L TFRBOR
PEAGAE TR 240 I SEBRIWT L2 FAT R TR A T Fhdl 210A K BV 173FISET 241
192N HLAJE IR SR , B2 35 52 22 Ve LI IEE IR FOMS 43 AT » BTk 254 5056 A Pl iR 5 i
I AR TR 2 MSIEATIN 2 M R 2k 2 S Ak A #8757 VT I BT R WT LRI
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ZEFTIRBV 1735k SET - 241 ORI BE 4B (mRNA WTL-BHE) A BEAS I Z B3R BEJIK (Orbi trap
%N Exactive MS{i#%) .11 Orbitrap MSHUIFTIAWT LK, Bem M2 AT2 A HEK
(D B3R, TR 2/ T2 BN & FIWT LRI B 91011070 10 BEZ Rk, I L
A3 I IRMSLE DA EIR Ik B2 10 P F110 T BEZRIR I 26/ T2. APCH 2 AN B i iy 2 sk
JPEIK , 3B T RMS MU 10 BE R IR B HOERK I 2212 APCATI T iR PR AR BT 29250 4N
/AR SbRek (TR Orbi trap MS) .

(04771 Frid 2N EARAS I T Pk iR 1 2445 T H T i Rk o gn e Brig
AL, Frak i FERK O 4Rl 2R T 25 B 212 R0 10 2 AR A R A 22 A4, DATEAS
2 TCRP TR FIT i R S R B

[0478] Oy [P WFICRAL R 0 AEFTIAWT UK 21 A TN SRR A 5 A2 4 37
AR, 22os DA AERTIRWT LPERK O A7 B 1R AR S MESK L I pIT i 45 6, 3R HH 5 BAT
AHEL , ESKLIFTIR 25 S PEMEANOE R R SR A PR, 7R 4nia] Bk Il 2 2 (1 e e s
QNIET I S22 20 1 22 AN AR AR IEE R, DA RO THLA - A2+/WT1 - /[ 2 A4 . ik 2 AN B0 7
71, SESKIAALL , BATHI AT e BEPEAN O R RS S 2 e S 1, I AT i ik T 2R 2
—HMER TR LA A ZRTCREUAR I T 2 M LA G PR AT & i B R oAl 221~ 2R TCR
PUAR AT R DB R R R e

[0479]  SjE{hl2A

[0480]  FTIF-HLA-A2/WT1[15 /2K TCRT{A

[0481]  XFHLA-AZ/WTLE A TCREFRE R Z S AbII L R A PRI EL AR

[0482]  ZANJSTCREUIARBATAIESKL TR e P LR« (DaoE A, (R HEALIER 52) , 2013
13 13H ;5(176) :176ra33) .

[0483]  Z/NT2 APCHYMINKGE M (WT1,SEQ ID NO:141) sk Z AW HRLH MK (15) I 5
BATHIESK1HLik— B 77, #e5 SPEFRMCINEE SR I R 2 APV N Ab— 255 757 . BATHI %
ANESKL TCRLIEHPEE S M IAWT LK 2 A T240lE , (HAN S5 5 I 245 FRAL PR T
2N (E46) . 412 MUK (GR6) 3 5 pl PAE—2D e ME BTk WT 1 TCRLIFHRS 5
Yk FTiRBAT TCRLANES S AL MM AR (AR 2 MR P T240 i, ITESKL TCRLXY JLRHAH
WU R o HE AT T 45 & (B47) JESKL TCRLYE R T 454 & —1i74E FIHDAC2 (H&E i £
WA , 22 14) F9—ARUE K, Fr o AU IR 3 2w b 22 T AL VF 22 1B i . ,WT1-S10
(SEQ ID NO:151) i ZRIAE 2 IE 5 AU, QBT T il SR o R Rz J5T O B JUE S JH
JE i DA B I AR (R 14) &

[0484]  jH SPRASBATHIZANESKL TCRLAYES G IRE—20 8 M W RBAT RIS AN (BENEE/R
W) LEACESKL (20040 B /R IR ) B, E 2 TESK1 5 2/ MMHC-WT LK &2 S5 Wi o0 i
I (K148) o

[0485]  JEATATARWTLHERKIARSNT A 2R E A DAERUR. 24 BAT IS TCRETA I IR 207
FEsE (B49) SRR 2O Z A T240 @, I B T an FRrR 455 504t . 1
AR P B AHLA - A2[¥)BBT . 2 B va FEH TR W W Ak 2% A La S A7 11 N2 o

[0486]  4nPEA49FT R, £F 207 B AL AIALal) 2 AR L A HOSEMNBAT 45 5 T ik 2 N RAR
JEERK - BAT TCRLXS 25/ B 1 I AR H BE R e B (SSESKLARLL , BA37) o M AT JPEIK
FRPOAN R T A NN SR (A2 B 1.3 AFNT) I, Tk BATZRTCRY A 25 T =73 % [ B XS
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TR K 25 & o — 28 T A7 A7 B 1 e B Al U AT 67 B 5 A 5 6 T BAT AT 2 A
ESKITCRLIN T , v i 252 <8 , RN e U @ E BTk Z AR AE BTk HLA - A2 Ik &5 A4
W) — i E N

[0487]  {EBATHIESKL TCRLZ [H]fAadt— 20 i AL B & A1 20 IR 4H R AN &% Bk )
ARG F AT - AR50 7, BAT AN G5 & 2 — AN, FTih— 10 4n i 4B & HLA - A2BH 14
FIWT1 mRNAPHVEE PR 2 4n)if  AH , ESK1 TCRLAS & 2 —Fta (1 IR Ak 1R I AR 4
il (A HSHLA-A2+) 5140, JYM2ANIMO (PR By HLA- A2BHMEAIWT LA ) LA M 2N IE I
TEAnN S R RS S o 4 25 R 56 8 I TCRL - aCD 3 MR S A S AR DL M 25/ A\ ZSPBMC i 7~
HHBA7 TCRLANZS SGHLA-A2+/WT1+ERHLA-A2+/WT1 -2 AN 5E T, IfTESKL TCRL-aCD3%f
— BRI AN A AR, U AWT- 1M R, BAT TCRLEEFTIA NS R A &
DAN DREVETS )b B8 2B H SE A s S, A T-ESK L, AT ESK 1 2545 28 DA K J it )
CD3 T4z —Legnfiie, (05 2B RN, AEWT - LI Zk Wi

[o488]  SJitEf5l3

[0489]  XJHLA-A2/MAGE- A4 EL A5 e 2N 25 TCR A

[0490]  SJEAAI3A

[0491]  XJHLA-A2/MAGE- A4 LA H R TCRLIV 20 5 A

[0492]  fy T i MEATIR 240 S N DS TCREUIAR I ik &5 & e M, il It U4 I B PPy
Tt 2 4l i T gGRI AT SN RIS o A5 251~ T2 - APCHIIINMAGE - A4 R 2k 2244 i
PNENK GR15) DL S5 FTIRTCRL Ab C106B— k%75, #45 HPEFRIC U BE S 5 M 2K ok PEARIC
LA INR Abs — R 75 . Q52T 7%, C1O6BILE &5 AT MAGE - A4 PE IR [ 22 AN T2 4 i, {H ik
NG G I 20 B IR I 2441

[0493]  fy [t BTk CLO6BI IS TCRETIAR T T il e Sk , v B AT 1 50T~ BT MAGE -
AR 7= P AIAR AR (1 25 R S B2 o ik HE DK A== 8 s

[0494]  4nPE53[ 7%, CLO6B9  TCRLISTCRATIAA G5 A ATAT K H TRk AH R 4110 2 A UE
R IR Z2 AN K o B aR 22 AN Kl B 1 C106B i o s e B A e s e ik, 3 kil 1
R iR AR IR T R vk AR DA K an B Rk pir T 1 24 L 2L ARl HH 224N TCRLIF AT ik
BEPEEA R

[0495] 25 T IRE AT iR 243 25 1 2 TCRY TR 1 Fr o 58 T o3 AN, i 1 i 25 2 1
= (SPR) &55 504 , 1B HU/ NI TgGHEHTIR 43 5 I 26X 1) T g G TCRY TR TR) 2 b ] 1 A1 Fr ik
FEF B 2R (SPR) AR IO b o AT s A e A8 & IOk B N R iR 2l 1) B i 40
HLA-A2/MAGE-A4E 5. WIS 4R 7, SPRO AT IR AT 25 % T B /s HE 16 FIT iR HLA - A2/
MAGE - A4 P [ 22 A2 TCRTIAR Ta B C 106 B ARLA 7% AN LA 6k R % 11 18 . 84N EE /)R
MR

[0496]  y T W 5TRTIR 200 I I S TCR AR AT RMAGE - A4 P IR I TR A IR IR SR 7 2R
SR, AT T NSRRI , e PR P BRI, BT PRI R R 2R T R A 522
ZIR , T Ham bRk 2582 IO E 2 T80 S B AL LA 24~ 25 TCR
YRS ZAA a R PERRI ATk 455 (GR9) ol i i N e BRI 25, 2l i~ #9286
SRFE (MFD) AT E (19, 2 TCR-FEHUAR S5 AT ik 24 58 MK I 5 5 R EE w3 TR S5 AT B
AR GEAMAGE - A4 FEIIKIT 21N T2 APCEE AR iR 2% A la 28 A PEIIK (iR AR E 2) [Tk i 24
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N R 15 178 A AR AR A FHIBBT . 22K Wil , TR BB7 . 252 ST HLA - A2 —FR Fa B HTIA
[0497]  5RTid RIRARAZIIMAGE - AMAHLL , BT A3 Ala AR I A w4 S N 22/ T2 41 i1
FEA ) - anE 557, BTk S TCRPU AR I AR R 45, PO 2 RR e R AR
o TR Es &, I HAEZ AR e A B 5 INA Ll 7EIT ik 28 TCRPTR I 25 &5 i Hh 5 ]
KT8/ Ik 2445 R SR, AEHLA- A2 NN % FPATa 28 AEMAGE - A4 AR T 0 T, MAGE -
AAZETCRITUR FE I HH PR PR A S N BRI P 235, SRIA R iR oA i i ik ik 25 &V 1
SEAEATTCR, A, ATk oA DAMHCPR 12 DA K I s P 1 0 AR 45 45 BT MHC - R A2 75
B

[0498]  FTiC106BIZSTCRETAZRIL 90 % [ — B T AL S5Ala RAZ MRS5S I0PU /M7
B #4567 o — 58 117 B OB AT AR T2 B 552 (33 % [N -

[0499]  SUAI &, IR NSRRI 0 P87 T Alad i vl LAB FPEIE 24 25 TCRETIARIT
FTb e A R R e I — TR B, 8 B R Al a 2848 SR B HH s PO BBURKE , mT A2 )
R S AT R AR MR R 45 65 o Bk SR w3 AN s de R 0 HH B s AR A e Bk
FIRE SR BT Bk PR AR 2R TCRE TR AN 25 MHC - B e E KR S S5 57

[0500] AL HH AMFST THLA-A2/MAGE- A4 2ETCR  AbXS TPyl il os /e 20 it 2R
YNNEPRIT BTk 221 _E 19 2 SMHC-MAGE - A4 IR 2 S I 45 & R Mk « 241 S5 HTMAGE -
A4-HLA-A2[H) 2 RTCRPTRAb— LB 7%, B HPEFRICIUBE SR M Z ok 2D/ Nl Abks
75 o — AN IR AT M 221 1E T R Am i e 1 HHHLA - A2 (FHYE) A MAGE-A4 (BHPE A
YR ik , R L AT IR 22 R TCRE AR I FIT ik 45 5« WIEI56 o1, Bk 2R TCRETTIARHFIA
IO EETPIMAGE - A4 - BH A A HLA - A2- BHYEIY 2 AN « Bk JS TCRAT A e & ik £
ANHLA-A2-BHPEANIERE b, FriR kA (7 RMAGE - A4 RNAZR R (MAGE-A4-BAME) | ix e H A
—MAGE-A4/HLA-A2 TCRL- U -V 1) AL (A1 A0 I 1) 2% KRR ot i« 2Bl 56 i 7
CL06BIAEE 5 ATk 2/ A FR R4 —

[0501] AN DhREME M i F R b — 20 e M Fir ik T iR C1O6BIZE TCRATTIA - ¥4 21N TCRLIK £
AT X Rl Bl—ANPICD3 - scFv, FriR$iCD3 scFv Al PARA— 8RRV IE s E TR ) 24
RN T DA SERRE AR BB A o anEIS TR, AT C106BOBUES S 2R TCRETIA I 2 Fg 7t
AAE LA NISPBMCHIAFAE T, FEARSINE 7R T A2 MAGE - A4BEE O 4 5k i 4 254
TCCSUPAHIOVCAR , MAGE - A4 BHPE AN AR AE Ny BN FREE , 7F HLARIH B 4ni s » andk—20
{EE58H7, HIC106B9 TCRLAEFA—411Y 2 MHLA-A2+/MAGE - A4 - 1EH A\ 284 4% A 4
BB T B ESE T e A I B

[0502]  SjitE{5l3B

[0503]  FZNNOD/SCID/NELHHC106B9 BS TCRL#Es . c.A375 5 {0 2R PR TE sc AR Hh
PR L3

[0504] K594~ T AEZ"NOD/SCID/NERHIC106B9 BS TCRLAEs.c.A375 ¢ 2R Mg T
FIARIR F AR A 3o S 8K, B oBLRE S ME BT 46 24 5 3] 1 IRg e i i 35 R 1 iy
PR SHG, Qra s R AR T S5 o T 45 SR S R E A SCRIT i 1Y) 251 PR 136 L R TCRLI R AR
FrAI B A o

[0505]  Sijefhi4

[0506]  XHLA-A2/MAGE-A9 H AR 2R TCRT A
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[0507]  XFHLA-A2/MAGE-A9 HLAT e - I TCRLIT 43 I ME 1R

[0508]  fy [ iE MERTIR 240 S N JE TCREUIAR I ik &5 A e S M, il It s U4 I B R PPy
FIriR 244l 1 T gGROFTIR SN, RIS S o FE 251N T2 - APCHEIIAMAGE - A9 FPE TR 5k 221X 1R
PANENKUA S S TR TCRL Ab F184CT—iihss , Bedm HPEFRCIN G &or M 2R ok PEFRIC I 24>
PN Abs—REH5 T+ AEI60FT 71~ , F184CTE5 5 MIAAMAGE - AOE IR 2 T2 41l , B \p /A
H I 2 FRELERK O 240

[05091 [t PP Frik F184CT IS TCRETIAR I T e 1, ‘B AT 1596 T BT iRMAGE - A9 ik
IR 7 S ARDLRE 11 22 JEE JOR ) SO P oAy B R A2 10T 7 o

[0510]  4niE6177x,F184C7 TCRLISTCRETIAA G5 SATA 2K F T FraddAH IR 4110 2 AR Bk
IR IR Z AR o B IR 2 AN Bl B 1 F184CT (¥ i e e B A s ik, 3 Huk i 1
R iR AR IR T P R vk AR DA X an B Rk pir T 1 24 L 2L ARl HH 224N TCRLIF AT ik
BEPEEA R

[0511]  Jfy T W 5ERATk 200 I S TCRY AT AT iRMAGE - AR IR I TR A 1R IR SR A7 2
SR, AT T NSRRI , e PR P BRI, BT PRI R R 2R TR R A 5822
ZR , T Ham bRk 2582 IO E 2 T80 S B AL LA 24~ 25 TCR
PRS2 M Ala R RERRIORTIAZE & GR11) ol i i AN ROR M I 25, M1 4280
SRFE (MFD) Pl E (19, 2 TCR-FEHUAR S5 AT ik 24 58 MK I 5 5 R B T O S5 AT B
AR GEAMAGE - A4FEIIRIT 21N T2 APCEE AR iR 2% A la 28 A FEIIK (iR AR 2) IRk i 24
AN B i A M B AR FBBT . 22K il , Frik BBT . 258 1HRTHLA- A2/ —FR e [ Fi ik .
[0512] SRR RIRAR AL IMAGE -AIARLL , A7 Ala 28 AR I I A7 35 i 2 24 T2 40 i |-
A H)  E 62T, ik S TCRETAR I HH AR B 45, R 2R E 5832
son T TR 855, AR 2R e KA B 5 INALal, 72T iR IS TCRETAR 1 5 5 o T Hh 5 |
KT AR 245 R, AEHLA- A2 N 25 A 1a 28 AEMAGE - AR B 0 1, BTkt 28
TCRYTAA LI HH M IR S Ve SR I I 1 46 5, AR PITh HAR AR AR oAk i) &5 5 12 ot oA
ELF-TCR, A, AT oA PAMHCER & DA S PEIIR AR S 21 75 Aok &5 5 FrihMHC - K A2 50
[0513]  FriRF184CTARTCRPTIARINH90% 1) — B P/ HAlaR ARG S 10 T/
H#3.5.6.7F118.

[0514]  KUAII &, TR S RF I 0 A #a s T Alad I fi vl LAsl PRI @ 24 2R TCRETA Y
Fr iR BBV EAO R R e — T B, 2 3R N AL a AR ZE T HH B PR UM, AT DA ZE 2
T R S P R IR AR E R 65 o i 2R SRS RT3 8RN 7 126 R 00 H B s AT A g e PR
ARSI BT B iR BRI 2 TCRE T A 22 MHC - B e IR R S5 S 10

[0515] A HI AGHFST T FrRHLA-A2/MAGE-A925TCR Ab A~ /RMAGE-A9 RNAZS A (1 &% il
SRIRAIE 5 AR AN R AR 1 45 & 7P anEI63FT 7, F184CTTCRLAN 5 Tk 2441 fitg Hh 1)
A —Fh 454 o FAYE S BR AL 2 I T R MAGE - A9 IK 19 2 AN T2 408 , Firak 22 /T2 41 i
F184CT JHEIR o A IS 15 o

[0516]  SitEf5l5

[0517]  XFHLA-A2/PAPEA RN 2 JETCRETA

[0518]  XFHLA-A2/PAPH AR TCRLIT 43 I ME T

[05191 2y T i MR 2400 i N JE TCRETIAR I ik &5 A e S M, il It U4 I BR PPy

59



CN 114605547 B W OB P 58/58 i

Tt 22l 9 T gGRAIFIT i SN RISV o A 221N T2 - APCHAIIINPAPE I Bk 25/ % FE 4 iR
JIRLA K S5 iR TCRL Ab D10A3—i2 5% , #5245 S PEFRICI Gk A 2 A R B PEFRICI 2NN
flAbs — 5577 . ANEI64 71, D10A3EE & I PAPIEIIR Y 2 A T241 i, (H B R A S5 S e 2
AN HEEH R 2214 o

[0520] Oy [ it — 2B oP i FriR D10AS IS TCRE A I AT ik e SV, PEAG B AT 1 50T AT iR PAP
IR AR BE ) 25 A ) SR o BT R AR 1 2735 o

[0521] 416517~ ,D10A3 TCRLZSTCRETAA G5 ATk H TR i AH R 411 2 AR U
PRI IR Z2ANHERK o Al ik 22 AN B TIERH T D10ASHORT IR made B A e e, EHLUERH TR
WAL TS 71 BTk FAR LA K 1 Frak pir T A 1 24 T 2 LATEA H 224 TCRLIV Firak 126
BEVERIE R AR e

[0522] Oy THHFEHTIR 2440 I I 2R TCRETMAOH AT iR PAPIE IR TR BT A IR R s e 2k
AT T BRI, AP R P BRI, Tk IR R 2R E IR ER B A N TR,
FF Hai b B ik 258 R I 2 T2de i S B4 b LA AR 2 A 2R TCRYT A
ZAAaR A IR AT R S5 (GR13) ol i i sV B R IR I 25, Ml V2258 o g
(MFT) FIFIUE ), 2 TCR-FEGUA S iR 2N S8R IR ) 5 5 (R BE A TR 55 0 ik
ZLAFPAPHENK 2 /NT2 APCEE %G o TR & FliAlaZ8 AT BTk G ZEIR2) [T RS 4 N &
W A AN FHIBBT . 22k WA, FriRBB7 . 2,2 FATHLA- A2 — A pa [ H A o

[0523]  55Rfrik RIRASEAZIPAPAHLL , T4 Ala AR JHE TR B A 380t 21 22 240 i (5
PR W66 7R, AT A TCRETAR I H KA I S5 5, IR M 2R E [ S84z 52
TRrR G HAF AR E PEIR AL B NALalt , £E R R ZE TCRPUR I 45 A st B rh 51 & T
— /D TR 2GR FEHLA- A2 NN 25 A La 282 PAPIEIIR I I L 1, BT iR 2R TCRYT 4
FEI R AR S e SRR 1 &, BRI R UL ATk PR 25 S o 2 AR TTCR,
PRLLE , B gk PAMHCER & DA KRS S VR 1R 5 AR 5 & BirihMHC- E K 2 50

[0524]  FriRD10A3SSTCRETARILH 90 % [1— B35 FREAE HALaZR A RIS &1 ="M
L3618, , I WEL B S AE A R4 —AlaZS B RERI G5 5170 % IR D o — B AN EL T
U FTYA R T2 B 505 7 (45 % D)

[0525] AR BH BT T FTiRHLA-A2/PAPZETCR AbX AN 7sPAP RNAZS A1 4% MR IR 1
AT IR 45 5 S b . RI6 TR 7k, D10A3 TCRLAS S5 ik 22 A4 rp (i A7 —Fif
G546 o PRI A A2 DN iR PAPRE IR I 221 T2 40, BTl 22> T2 40 i 57 D 1 OA3 JHE JIA 5 21 b

AN
e

[0526]  EARALWIC 245G HAE S Blba T i, (Roe Wi 2 WA, VR 2 st )y
5 IBVA KL SN ASURBARN SR BE 1M 2 W« A AR WIS AL iR A s NI
AR SR RS HIRIE I N RO RIT AT XA a5 5€, 1B A K 5

[0527] ARG Fh e MR P A H RV , & RN ) R AL B AR A D9 228 SO AR
B HR, AERRERORERE |, Birid sy i) ER R 2 e 2 0 H s € Tt LSl bs o
HVAS RS S NASCH A, A FR s FRAT AT 225 SCRR I 5 | ECUE AN AR 7
NI S 25 SR AT P EACR B B BAT BOR AEFIRERORRE L, Pt FHROZE AR, AR Ay
SELEIFR A o
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[0001]
[0002]
[0003]
[0004]
[0005]
[0006]
[0007]
[0008]
[0009]
[0010]
[0011]
[0012]
[0013]
[0014]
[0015]
[0016]
[0017]
[0018]
[0019]
[0020]
[0021]
[0022]
[0023]
[0024]
[0025]
[0026]
[0027]
[0028]
[0029]
[0030]
[0031]
[0032]
[0033]
[0034]
[0035]
[0036]
[0037]
[0038]
[0039]
[0040]
[0041]

SEQUENCE LISTING

<110> Bl ZERFAEN A )
(BENET P R
FIrebive, IEs
Bk, 2R

DUR, ==

iljere, Kk

FiflizR, ORER, HER
Sihabl, ZEH, HER
BRERVIRIR, S5k
RAE, HENF

BRI L5e 20T, (827 /KA IR

<120> FLA7 JETCRETIARLS A s AME Sk b HL

<130> 66429

<150> US 62/172,264

<151> 2015-06-08

<150> NL N2014935

<151> 2015-06-08

<160> 384

<170> SIPOSequenceListing 1.0
210> 1

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..09

223> JEMENK

<400> 1

Tyr Met Asp Gly Thr Met Ser Gln Val
1 5

<210> 2

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..09

223> JEMENK

<400> 2

Tyr Leu Leu Pro Ala Ile Val His Ile
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[0042]
[0043]
[0044]
[0045]
[0046]
[0047]
[0048]
[0049]
[0050]
[0051]
[0052]
[0053]
[0054]
[0055]
[0056]
[0057]
[0058]
[0059]
[0060]
[0061]
[0062]
[0063]
[0064]
[0065]
[0066]
[0067]
[0068]
[0069]
[0070]
[0071]
[0072]
[0073]
[0074]
[0075]
[0076]
[0077]
[0078]
[0079]
[0080]
[0081]
[0082]
[0083]

1 5

<210> 3

211> 19

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(Q19

<223> JEIERK

<400> 3

Thr Thr Ala Gly Cys Ala Ala Ala Gly Cys Ala Thr Ala Cys Cys Ala
1 5 10 15
Thr Cys Ala

<210> 4

211> 19

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1)..(19)

223> MK

<400> 4

Cys Cys Ala Gly Ala Cys Ala Ala Ala Gly Ala Gly Gly Thr Cys Ala
1 5 10 15
Thr Ala Ala

<210> 5

211> 18

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(18)

<223> FHMEIK

<400> 5

Ala Gly Gly Cys Thr Gly Cys Ala Ala Thr Ala Ala Gly Ala Gly Ala
1 5 10 15
Thr Ala

<210> 6

211> 18

<212> PRT

<213> Artificial sequence

220>
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[0084]
[0085]
[0086]
[0087]
[0088]
[0089]
[0090]
[0091]
[0092]
[0093]
[0094]
[0095]
[0096]
[0097]
[0098]
[0099]
[0100]
[0101]
[0102]
[0103]
[0104]
[0105]
[0106]
[0107]
[0108]
[0109]
[0110]
[0111]
[0112]
[0113]
[0114]
[0115]
[0116]
[0117]
[0118]
[0119]
[0120]
[0121]
[0122]
[0123]
[0124]
[0125]

<221> PEPTIDE
<222> (1) ..(18)
223> FRERK
<400> 6

Thr Thr Cys Gly Cys Thr Gly Ala Cys Ala Ala Gly Thr Thr Thr Thr

1 5

Ala Cys

210> 7

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> FEMENK

<400> 7

Glu Ala Ala Gly Ile Gly Ile Leu Thr

1 5

<210> 8

<211> 163

<212> PRT

<213> homo sapiens

<400> 8

Met Lys Trp Lys Ala Leu Phe Thr Ala

1 5

Pro Ile Thr Glu Ala Gln Ser Phe Gly
20 25

Tyr Leu Leu Asp Gly Ile Leu Phe Ile

35 40
Leu Phe Leu Arg Val Lys Phe Ser Arg
50 55

Gln Gln Gly Gln Asn Gln Leu Tyr Asn

65 70

Glu Glu Tyr Asp Val Leu Asp Lys Arg

85

Gly Gly Lys Pro Arg Arg Lys Asn Pro
100 105

Leu Gln Lys Asp Lys Met Ala Glu Ala

115 120
Gly Glu Arg Arg Arg Gly Lys Gly His
130 135
Ser Thr Ala Thr Lys Asp Thr Tyr Asp

63

10

Val
10

Ala
10

Leu
Tyr
Ser
Glu
Arg
90

Gln

Tyr

Ala

Ile

Leu

Gly

Ala

Leu

75

Gly

Glu

Ser

Gly

Leu

Leu

Asp

Val

Asp

60

Asn

Arg

Gly

Glu

Leu

140
His

Gln

Pro

Ile

45

Ala

Leu

Asp

Leu

Ile

125

Met

Ala
Lys
30

Leu
Pro
Gly
Pro
Tyr
110
Gly

Gln

Gln

15

Gln
15

Leu
Thr
Ala
Arg
Glu
95

Asn
Met

Gly

Ala

Leu

Cys

Ala

Tyr

Arg

80

Met

Glu

Lys

Leu

Leu
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[0126] 145 150 155 160
[0127]  Pro Pro Arg

[0128] <210> 9

[0129] <211> 164

[0130]  <212> PRT

[0131] <213> homo sapiens

[0132]  <400> 9

[0133] Met Lys Trp Lys Ala Leu Phe Thr Ala Ala Ile Leu Gln Ala Gln Leu

[0134] 1 5 10 15
[0135] Pro Ile Thr Glu Ala Gln Ser Phe Gly Leu Leu Asp Pro Lys Leu Cys
[0136] 20 25 30

[0137] Tyr Leu Leu Asp Gly Ile Leu Phe Ile Tyr Gly Val Ile Leu Thr Ala
[0138] 35 40 45

[0139] Leu Phe Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
[0140] 50 55 60

[0141] Gln Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
[0142] 65 70 75 80
[0143]  Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
[0144] 85 90 95
[0145] Gly Gly Lys Pro Gln Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn
[0146] 100 105 110

[0147] Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met
[0148] 115 120 125

[0149] Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly
[0150] 130 135 140

[0151] Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala
[0152] 145 150 155 160

[0153] Leu Pro Pro Arg

[0154] <210> 10

[0155]  <211> 123

[0156]  <212> PRT

[0157] <213> homo sapiens

[0158]  <400> 10

[0159] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val

[0160] 1 5 10 15
[0161] Thr Gly Asn Lys Ile Leu Val Lys Gln Ser Pro Met Leu Val Ala Tyr
[0162] 20 25 30

[0163] Asp Asn Ala Val Asn Leu Ser Trp Lys His Leu Cys Pro Ser Pro Leu
[0164] 35 40 45

[0165] Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly
[0166] 50 55 60

[0167] Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe Ile Ile Phe
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[0168] 65 70 75 80
[0169] Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn
[0170] 85 90 95
[0171] Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr
[0172] 100 105 110

[0173] Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser

[0174] 115 120

[0175]  <210> 11

[0176] <211> 101

[0177]  <212> PRT

[0178] <213> homo sapiens

[0179]  <400> 11

[0180] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val
[0181] 1 5 10 15
[0182] Thr Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys
[0183] 20 25 30

[0184] Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser
[0185] 35 40 45

[0186] Leu Leu Val Thr Val Ala Phe Ile Ile Phe Trp Val Arg Ser Lys Arg
[0187] 50 55 60

[0188] Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro
[0189] 65 70 75 80
[0190]  Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr Ala Pro Pro Arg Asp Phe
[0191] 85 90 95
[0192] Ala Ala Tyr Arg Ser

[0193] 100

[0194]  <210> 12

[0195]  <211> 220

[0196]  <212> PRT

[0197] <213> homo sapiens

[0198]  <400> 12

[0199] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val
[0200] 1 5 10 15
[0201] Thr Gly Asn Lys Ile Leu Val Lys Gln Ser Pro Met Leu Val Ala Tyr
[0202] 20 25 30

[0203] Asp Asn Ala Val Asn Leu Ser Cys Lys Tyr Ser Tyr Asn Leu Phe Ser
[0204] 35 40 45

[0205] Arg Glu Phe Arg Ala Ser Leu His Lys Gly Leu Asp Ser Ala Val Glu
[0206] 50 55 60

[0207] Val Cys Val Val Tyr Gly Asn Tyr Ser Gln Gln Leu Gln Val Tyr Ser
[0208] 65 70 75 80
[0209] Lys Thr Gly Phe Asn Cys Asp Gly Lys Leu Gly Asn Glu Ser Val Thr
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[0210] 85 90 95
[0211]  Phe Tyr Leu Gln Asn Leu Tyr Val Asn Gln Thr Asp Ile Tyr Phe Cys
[0212] 100 105 110

[0213] Lys Ile Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser
[0214] 115 120 125

[0215] Asn Gly Thr Ile Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro
[0216] 130 135 140

[0217] Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly
[0218] 145 150 155 160
[0219]  Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe Ile Ile
[0220] 165 170 175
[0221] Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met
[0222] 180 185 190

[0223] Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro
[0224] 195 200 205

[0225] Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser

[0226] 210 215 220

[0227] <210> 13

[0228] <211> 255

[0229]  <212> PRT

[0230] <213> homo sapiens

[0231]  <400> 13

[0232] Met Gly Asn Ser Cys Tyr Asn Ile Val Ala Thr Leu Leu Leu Val Leu
[0233] 1 5 10 15
[0234] Asn Phe Glu Arg Thr Arg Ser Leu Gln Asp Pro Cys Ser Asn Cys Pro
[0235] 20 25 30

[0236] Ala Gly Thr Phe Cys Asp Asn Asn Arg Asn Gln Ile Cys Ser Pro Cys
[0237] 35 40 45

[0238] Pro Pro Asn Ser Phe Ser Ser Ala Gly Gly Gln Arg Thr Cys Asp Ile
[0239] 50 55 60

[0240] Cys Arg Gln Cys Lys Gly Val Phe Arg Thr Arg Lys Glu Cys Ser Ser
[0241] 65 70 75 80
[0242] Thr Ser Asn Ala Glu Cys Asp Cys Thr Pro Gly Phe His Cys Leu Gly
[0243] 85 90 95
[0244] Ala Gly Cys Ser Met Cys Glu Gln Asp Cys Lys Gln Gly Gln Glu Leu
[0245] 100 105 110

[0246] Thr Lys Lys Gly Cys Lys Asp Cys Cys Phe Gly Thr Phe Asn Asp Gln
[0247] 115 120 125

[0248] Lys Arg Gly Ile Cys Arg Pro Trp Thr Asn Cys Ser Leu Asp Gly Lys
[0249] 130 135 140

[0250] Ser Val Leu Val Asn Gly Thr Lys Glu Arg Asp Val Val Cys Gly Pro
[0251] 145 150 155 160
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[0252] Ser Pro Ala Asp Leu Ser Pro Gly Ala Ser Ser Val Thr Pro Pro Ala
[0253] 165 170 175
[0254] Pro Ala Arg Glu Pro Gly His Ser Pro Gln Ile Ile Ser Phe Phe Leu
[0255] 180 185 190

[0256] Ala Leu Thr Ser Thr Ala Leu Leu Phe Leu Leu Phe Phe Leu Thr Leu
[0257] 195 200 205

[0258] Arg Phe Ser Val Val Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe
[0259] 210 215 220

[0260] Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly
[0261] 225 230 235 240
[0262] Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
[0263] 245 250 255
[0264] <210> 14

[0265] <211> 199

[0266]  <212> PRT

[0267] <213> homo sapiens

[0268]  <400> 14

[0269] Met Lys Ser Gly Leu Trp Tyr Phe Phe Leu Phe Cys Leu Arg Ile Lys
[0270] 1 5 10 15
[0271]  Val Leu Thr Gly Glu Ile Asn Gly Ser Ala Asn Tyr Glu Met Phe Ile
[0272] 20 25 30

[0273] Phe His Asn Gly Gly Val Gln Ile Leu Cys Lys Tyr Pro Asp Ile Val
[0274] 35 40 45

[0275] Gln Gln Phe Lys Met Gln Leu Leu Lys Gly Gly Gln Ile Leu Cys Asp
[0276] 50 55 60

[0277] Leu Thr Lys Thr Lys Gly Ser Gly Asn Thr Val Ser Ile Lys Ser Leu
[0278] 65 70 75 80
[0279] Lys Phe Cys His Ser Gln Leu Ser Asn Asn Ser Val Ser Phe Phe Leu
[0280] 85 90 95
[0281] Tyr Asn Leu Asp His Ser His Ala Asn Tyr Tyr Phe Cys Asn Leu Ser
[0282] 100 105 110

[0283] Ile Phe Asp Pro Pro Pro Phe Lys Val Thr Leu Thr Gly Gly Tyr Leu
[0284] 115 120 125

[0285] His Ile Tyr Glu Ser Gln Leu Cys Cys Gln Leu Lys Phe Trp Leu Pro
[0286] 130 135 140

[0287] Ile Gly Cys Ala Ala Phe Val Val Val Cys Ile Leu Gly Cys Ile Leu
[0288] 145 150 155 160
[0289] Ile Cys Trp Leu Thr Lys Lys Lys Tyr Ser Ser Ser Val His Asp Pro
[0290] 165 170 175
[0291] Asn Gly Glu Tyr Met Phe Met Arg Ala Val Asn Thr Ala Lys Lys Ser
[0292] 180 185 190

[0293] Arg Leu Thr Asp Val Thr Leu
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[0294] 195

[0295] <210> 15

[0296] <211> 277

[0297]  <212> PRT

[0298] <213> homo sapiens

[0299]  <400> 15

[0300] Met Cys Val Gly Ala Arg Arg Leu Gly Arg Gly Pro Cys Ala Ala Leu
[0301] 1 5 10 15
[0302] Leu Leu Leu Gly Leu Gly Leu Ser Thr Val Thr Gly Leu His Cys Val
[0303] 20 25 30

[0304] Gly Asp Thr Tyr Pro Ser Asn Asp Arg Cys Cys His Glu Cys Arg Pro
[0305] 35 40 45

[0306] Gly Asn Gly Met Val Ser Arg Cys Ser Arg Ser Gln Asn Thr Val Cys
[0307] 50 55 60

[0308] Arg Pro Cys Gly Pro Gly Phe Tyr Asn Asp Val Val Ser Ser Lys Pro
[0309] 65 70 75 80
[0310] Cys Lys Pro Cys Thr Trp Cys Asn Leu Arg Ser Gly Ser Glu Arg Lys
[0311] 85 90 95
[0312] Gln Leu Cys Thr Ala Thr Gln Asp Thr Val Cys Arg Cys Arg Ala Gly
[0313] 100 105 110

[0314] Thr Gln Pro Leu Asp Ser Tyr Lys Pro Gly Val Asp Cys Ala Pro Cys
[0315] 115 120 125

[0316] Pro Pro Gly His Phe Ser Pro Gly Asp Asn Gln Ala Cys Lys Pro Trp
[0317] 130 135 140

[0318] Thr Asn Cys Thr Leu Ala Gly Lys His Thr Leu Gln Pro Ala Ser Asn
[0319] 145 150 155 160
[0320] Ser Ser Asp Ala Ile Cys Glu Asp Arg Asp Pro Pro Ala Thr Gln Pro
[0321] 165 170 175
[0322]  Gln Glu Thr Gln Gly Pro Pro Ala Arg Pro Ile Thr Val Gln Pro Thr
[0323] 180 185 190

[0324] Glu Ala Trp Pro Arg Thr Ser Gln Gly Pro Ser Thr Arg Pro Val Glu
[0325] 195 200 205

[0326] Val Pro Gly Gly Arg Ala Val Ala Ala Ile Leu Gly Leu Gly Leu Val
[0327] 210 215 220

[0328] Leu Gly Leu Leu Gly Pro Leu Ala Ile Leu Leu Ala Leu Tyr Leu Leu
[0329] 225 230 235 240
[0330] Arg Arg Asp Gln Arg Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly
[0331] 245 250 255
[0332] Gly Ser Phe Arg Thr Pro Ile Gln Glu Glu Gln Ala Asp Ala His Ser
[0333] 260 265 270

[0334] Thr Leu Ala Lys Ile

[0335] 275
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[0336] <210> 16

[0337] <211> 184

[0338]  <212> PRT

[0339] <213> homo sapiens

[0340]  <400> 16

[0341] Met Ala Pro Leu Leu Pro Ile Arg Thr Leu Pro Leu Ile Leu Ile Leu
[0342] 1 5 10 15
[0343] Leu Ala Leu Leu Ser Pro Gly Ala Ala Asp Phe Asn Ile Ser Ser Leu
[0344] 20 25 30

[0345] Ser Gly Leu Leu Ser Pro Ala Leu Thr Glu Ser Leu Leu Val Ala Leu
[0346] 35 40 45

[0347] Pro Pro Cys His Leu Thr Gly Gly Asn Ala Thr Leu Met Val Arg Arg
[0348] 50 55 60

[0349] Ala Asn Asp Ser Lys Val Val Thr Ser Ser Phe Val Val Pro Pro Cys
[0350] 65 70 75 80
[0351] Arg Gly Arg Arg Glu Leu Val Ser Val Val Asp Ser Gly Ala Gly Phe
[0352] 85 90 95
[0353] Thr Val Thr Arg Leu Ser Ala Tyr Gln Val Thr Asn Leu Val Pro Gly
[0354] 100 105 110

[0355] Thr Lys Phe Tyr Ile Ser Tyr Leu Val Lys Lys Gly Thr Ala Thr Glu
[0356] 115 120 125

[0357] Ser Ser Arg Glu Ile Pro Met Ser Thr Leu Pro Arg Arg Asn Met Glu
[0358] 130 135 140

[0359] Ser Ile Gly Leu Gly Met Ala Arg Thr Gly Gly Met Val Val Ile Thr
[0360] 145 150 155 160
[0361] Val Leu Leu Ser Val Ala Met Phe Leu Leu Val Leu Gly Phe Ile Ile
[0362] 165 170 175
[0363] Ala Leu Ala Leu Gly Ser Arg Lys

[0364] 180

[0365] <210> 17

[0366] <211> 273

[0367] <212> PRT

[0368] <213> homo sapiens

[0369]  <400> 17

[0370] Met Ala Ser Ala Ala Ala Ala Glu Ala Glu Lys Gly Ser Pro Val Val
[0371] 1 5 10 15
[0372] Val Gly Leu Leu Val Val Gly Asn Ile Ile Ile Leu Leu Ser Gly Leu
[0373] 20 25 30

[0374] Ser Leu Phe Ala Glu Thr Ile Trp Val Thr Ala Asp Gln Tyr Arg Val
[0375] 35 40 45

[0376] Tyr Pro Leu Met Gly Val Ser Gly Lys Asp Asp Val Phe Ala Gly Ala
[0377] 50 55 60
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[0378] Trp Ile Ala Ile Phe Cys Gly Phe Ser Phe Phe Met Val Ala Ser Phe
[0379] 65 70 75 80
[0380] Gly Val Gly Ala Ala Leu Cys Arg Arg Arg Ser Met Val Leu Thr Tyr
[0381] 85 90 95
[0382] Leu Val Leu Met Leu Ile Val Tyr Ile Phe Glu Cys Ala Ser Cys Ile
[0383] 100 105 110

[0384] Thr Ser Tyr Thr His Arg Asp Tyr Met Val Ser Asn Pro Ser Leu Ile
[0385] 115 120 125

[0386] Thr Lys Gln Met Leu Thr Phe Tyr Ser Ala Asp Thr Asp Gln Gly Gln
[0387] 130 135 140

[0388] Glu Leu Thr Arg Leu Trp Asp Arg Val Met Ile Glu Gln Glu Cys Cys
[0389] 145 150 155 160
[0390] Gly Thr Ser Gly Pro Met Asp Trp Val Asn Phe Thr Ser Ala Phe Arg
[0391] 165 170 175
[0392] Ala Ala Thr Pro Glu Val Val Phe Pro Trp Pro Pro Leu Cys Cys Arg
[0393] 180 185 190

[0394] Arg Thr Gly Asn Phe Ile Pro Leu Asn Glu Glu Gly Cys Arg Leu Gly
[0395] 195 200 205

[0396] His Met Asp Tyr Leu Phe Thr Lys Ala Gly Val Gln Trp His Asn Leu
[0397] 210 215 220

[0398] Ser Ser Leu Gln Arg Leu Pro Pro Gly Phe Lys Gly Phe Ser His Leu
[0399] 225 230 235 240
[0400] Ser Phe Gln Ser Ser Trp Asp Tyr Arg Ala Ala Ser Asn Thr Ser Ala
[0401] 245 250 255
[0402] Thr Pro Ser Thr Ala Thr Arg Gly Val Ser Arg Gly Leu Gly Leu Pro
[0403] 260 265 270

[0404]  Ser

[0405]  <210> 18

[0406] <211> 258

[0407]  <212> PRT

[0408] <213> homo sapiens

[0409]  <400> 18

[0410] Met Ala Ser Ala Ala Ala Ala Glu Ala Glu Lys Gly Ser Pro Val Val
(04111 1 5 10 15
[0412] Val Gly Leu Leu Val Val Gly Asn Ile Ile Ile Leu Leu Ser Gly Leu
[0413] 20 25 30

[0414] Ser Leu Phe Ala Glu Thr Ile Trp Val Thr Ala Asp Gln Tyr Arg Val
[0415] 35 40 45

[0416] Tyr Pro Leu Met Gly Val Ser Gly Lys Asp Asp Val Phe Ala Gly Ala
[0417] 50 55 60

[0418] Trp Ile Ala Ile Phe Cys Gly Phe Ser Phe Phe Met Val Ala Ser Phe
[0419] 65 70 75 80
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[0420] Gly Val Gly Ala Ala Leu Cys Arg Arg Arg Ser Met Val Leu Thr Tyr
[0421] 85 90 95
[0422] Leu Val Leu Met Leu Ile Val Tyr Ile Phe Glu Cys Ala Ser Cys Ile
[0423] 100 105 110

[0424] Thr Ser Tyr Thr His Arg Asp Tyr Met Val Ser Asn Pro Ser Leu Ile
[0425] 115 120 125

[0426] Thr Lys Gln Met Leu Thr Phe Tyr Ser Ala Asp Thr Asp Gln Gly Gln
[0427] 130 135 140

[0428] Glu Leu Thr Arg Leu Trp Asp Arg Val Met Ile Glu Gln Glu Cys Cys
[0429] 145 150 155 160
[0430] Gly Thr Ser Gly Pro Met Asp Trp Val Asn Phe Thr Ser Ala Phe Arg
[0431] 165 170 175
[0432] Ala Ala Thr Pro Glu Val Val Phe Pro Trp Pro Pro Leu Cys Cys Arg
[0433] 180 185 190

[0434] Arg Thr Gly Asn Phe Ile Pro Leu Asn Glu Glu Gly Cys Arg Leu Gly
[0435] 195 200 205

[0436] His Met Asp Tyr Leu Phe Thr Lys Gly Cys Phe Glu His Ile Gly His
[0437] 210 215 220

[0438] Ala Ile Asp Ser Tyr Thr Trp Gly Ile Ser Trp Phe Gly Phe Ala Ile
[0439] 225 230 235 240
[0440] Leu Met Trp Thr Leu Pro Val Met Leu Ile Ala Met Tyr Phe Tyr Thr
[0441] 245 250 255
[0442] Met Leu

[0443] <210> 19

[0444]  <211> 245

[0445]  <212> PRT

[0446] <213> homo sapiens

[0447]  <400> 19

[0448] Met Lys Gln Ser Phe Pro Leu Phe Leu Thr Pro Ser Pro Trp Lys Thr
[0449] 1 5 10 15
[0450] Thr Val Leu Leu Leu Tyr Met Arg Ile Cys Tyr Val Pro Ser Tyr Lys
[0451] 20 25 30

[0452] Trp Asn Tyr Ser Ile Gly Leu Ile Tyr Leu Gly Ile Val Ser Glu Leu
[0453] 35 40 45

[0454] Pro His Met Val Gly Ile Gly Gln Asn Ser Ser Phe Asn Ser Trp Met
[0455] 50 55 60

[0456] Glu Ser Gln Phe Leu His Pro Ser Met Glu Pro Gly Gln Trp Leu Pro
[0457] 65 70 75 80
[0458] Tyr Ile Thr Ile Phe Arg Phe Thr His Ile Ile Arg Cys Val Arg Ile
[0459] 85 90 95
[0460] Ser Phe Leu Phe Asn Ile Pro Trp Tyr Gly Tyr Pro His Phe Val Cys
[0461] 100 105 110
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[0462] His Ser Ser Val Ser Gly His Leu Gly Tyr Phe Tyr Leu Leu Leu Leu
[0463] 115 120 125

[0464] Trp Leu Val Cys Cys Glu His Arg Cys Thr Asn Ile Cys Ser Arg Gln
[0465] 130 135 140

[0466] Thr Ser Phe Lys Arg Leu Phe Leu Lys Lys Tyr Val Ser Tyr Asn Ile
[0467] 145 150 155 160
[0468] Phe Leu Leu Cys Val Glu Ser Asp Ile Ser Ile Asp Leu Glu Gly Tyr
[0469] 165 170 175
[0470] Gly Met Gly Cys Thr Asn Ile Cys Ser Arg Gln Thr Ser Phe Lys Arg
[0471] 180 185 190

[0472] Leu Phe Lys Arg Lys Tyr Arg Cys Leu Leu Asn Met Phe Leu Val Met
[0473] 195 200 205

[0474]  Asn Val Glu Ser Gly Thr Asn Arg Tyr Met Glu Val Arg Arg Ala Trp
[0475] 210 215 220

[0476] Arg Gly Ser Lys Trp Glu Asp Glu Glu Asn Trp Leu Gly Ile Asp Val
[0477] 225 230 235 240
[0478] Tyr Phe Glu Asp Arg

[0479] 245

[0480] <210> 20

[0481] <211> 114

[0482] <212> PRT

[0483] <213> homo sapiens

[0484]  <400> 20

[0485] Met Ala Gly Leu Ala Leu Gln Pro Gly Thr Ala Leu Leu Cys Tyr Ser
[0486] 1 5 10 15
[0487] Cys Lys Ala Gln Val Ser Asn Glu Asp Cys Leu Gln Val Glu Asn Cys
[0488] 20 25 30

[0489] Thr Gln Leu Gly Glu Gln Cys Trp Thr Ala Arg Ile Arg Ala Val Gly
[0490] 35 40 45

[0491] Leu Leu Thr Val Ile Ser Lys Gly Cys Ser Leu Asn Cys Val Asp Asp
[0492] 50 55 60

[0493] Ser Gln Asp Tyr Tyr Val Gly Lys Lys Asn Ile Thr Cys Cys Asp Thr
[0494] 65 70 75 80
[0495] Asp Leu Cys Asn Ala Ser Gly Ala His Ala Leu Gln Pro Ala Ala Ala
[0496] 85 90 95
[0497] Ile Leu Ala Leu Leu Pro Ala Leu Gly Leu Leu Leu Trp Gly Pro Gly
[0498] 100 105 110

[0499] Gln Leu

[0500] <210> 21

[0501] <211> 386

[0502] <212> PRT

[0503] <213> homo sapiens
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[0504]  <400> 21

[0505] Met Arg Ala Ala Pro Leu Leu Leu Ala Arg Ala Ala Ser Leu Ser Leu
[0506] 1 5 10 15
[0507] Gly Phe Leu Phe Leu Leu Phe Phe Trp Leu Asp Arg Ser Val Leu Ala
[0508] 20 25 30

[0509] Lys Glu Leu Lys Phe Val Thr Leu Val Phe Arg His Gly Asp Arg Ser
[0510] 35 40 45

[0511] Pro Ile Asp Thr Phe Pro Thr Asp Pro Ile Lys Glu Ser Ser Trp Pro
[0512] 50 55 60

[0513] Gln Gly Phe Gly Gln Leu Thr Gln Leu Gly Met Glu Gln His Tyr Glu
[0514] 65 70 75 80
[0515] Leu Gly Glu Tyr Ile Arg Lys Arg Tyr Arg Lys Phe Leu Asn Glu Ser
[0516] 85 90 95
[0517] Tyr Lys His Glu Gln Val Tyr Ile Arg Ser Thr Asp Val Asp Arg Thr
[0518] 100 105 110

[0519] Leu Met Ser Ala Met Thr Asn Leu Ala Ala Leu Phe Pro Pro Glu Gly
[0520] 115 120 125

[0521] Val Ser Ile Trp Asn Pro Ile Leu Leu Trp Gln Pro Ile Pro Val His
[0522] 130 135 140

[0523] Thr Val Pro Leu Ser Glu Asp Gln Leu Leu Tyr Leu Pro Phe Arg Asn
[0524] 145 150 155 160
[0525] Cys Pro Arg Phe Gln Glu Leu Glu Ser Glu Thr Leu Lys Ser Glu Glu
[0526] 165 170 175
[0527] Phe Gln Lys Arg Leu His Pro Tyr Lys Asp Phe Ile Ala Thr Leu Gly
[0528] 180 185 190

[0529] Lys Leu Ser Gly Leu His Gly Gln Asp Leu Phe Gly Ile Trp Ser Lys
[0530] 195 200 205

[0531] Val Tyr Asp Pro Leu Tyr Cys Glu Ser Val His Asn Phe Thr Leu Pro
[0532] 210 215 220

[0533] Ser Trp Ala Thr Glu Asp Thr Met Thr Lys Leu Arg Glu Leu Ser Glu
[0534] 225 230 235 240
[0535] Leu Ser Leu Leu Ser Leu Tyr Gly Ile His Lys Gln Lys Glu Lys Ser
[0536] 245 250 255
[0537] Arg Leu Gln Gly Gly Val Leu Val Asn Glu Ile Leu Asn His Met Lys
[0538] 260 265 270

[0539] Arg Ala Thr Gln Ile Pro Ser Tyr Lys Lys Leu Ile Met Tyr Ser Ala
[0540] 275 280 285

[0541] His Asp Thr Thr Val Ser Gly Leu Gln Met Ala Leu Asp Val Tyr Asn
[0542] 290 295 300

[0543] Gly Leu Leu Pro Pro Tyr Ala Ser Cys His Leu Thr Glu Leu Tyr Phe
[0544] 305 310 315 320
[0545] Glu Lys Gly Glu Tyr Phe Val Glu Met Tyr Tyr Arg Asn Glu Thr Gln
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[0546] 325 330 335
[0547] His Glu Pro Tyr Pro Leu Met Leu Pro Gly Cys Ser Pro Ser Cys Pro
[0548] 340 345 350

[0549] Leu Glu Arg Phe Ala Glu Leu Val Gly Pro Val Ile Pro Gln Asp Trp
[0550] 355 360 365

[0551] Ser Thr Glu Cys Met Thr Thr Asn Ser His Gln Gly Thr Glu Asp Ser
[0552] 370 375 380

[0553] Thr Asp

[0554] 385

[0555] <210> 22

[0556] <211> 418

[0557]  <212> PRT

[0558] <213> homo sapiens

[0559]  <400> 22

[0560] Met Arg Ala Ala Pro Leu Leu Leu Ala Arg Ala Ala Ser Leu Ser Leu
[0561] 1 5 10 15
[0562] Gly Phe Leu Phe Leu Leu Phe Phe Trp Leu Asp Arg Ser Val Leu Ala
[0563] 20 25 30

[0564] Lys Glu Leu Lys Phe Val Thr Leu Val Phe Arg His Gly Asp Arg Ser
[0565] 35 40 45

[0566] Pro Ile Asp Thr Phe Pro Thr Asp Pro Ile Lys Glu Ser Ser Trp Pro
[0567] 50 55 60

[0568] Gln Gly Phe Gly Gln Leu Thr Gln Leu Gly Met Glu Gln His Tyr Glu
[0569] 65 70 75 80
[0570] Leu Gly Glu Tyr Ile Arg Lys Arg Tyr Arg Lys Phe Leu Asn Glu Ser
[0571] 85 90 95
[0572] Tyr Lys His Glu Gln Val Tyr Ile Arg Ser Thr Asp Val Asp Arg Thr
[0573] 100 105 110

[0574] Leu Met Ser Ala Met Thr Asn Leu Ala Ala Leu Phe Pro Pro Glu Gly
[0575] 115 120 125

[0576] Val Ser Ile Trp Asn Pro Ile Leu Leu Trp Gln Pro Ile Pro Val His
[0577] 130 135 140

[0578] Thr Val Pro Leu Ser Glu Asp Gln Leu Leu Tyr Leu Pro Phe Arg Asn
[0579] 145 150 155 160
[0580] Cys Pro Arg Phe Gln Glu Leu Glu Ser Glu Thr Leu Lys Ser Glu Glu
[0581] 165 170 175
[0582] Phe Gln Lys Arg Leu His Pro Tyr Lys Asp Phe Ile Ala Thr Leu Gly
[0583] 180 185 190

[0584] Lys Leu Ser Gly Leu His Gly Gln Asp Leu Phe Gly Ile Trp Ser Lys
[0585] 195 200 205

[0586] Val Tyr Asp Pro Leu Tyr Cys Glu Ser Val His Asn Phe Thr Leu Pro
[0587] 210 215 220
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[0588] Ser Trp Ala Thr Glu Asp Thr Met Thr Lys Leu Arg Glu Leu Ser Glu
[0589] 225 230 235 240
[0590] Leu Ser Leu Leu Ser Leu Tyr Gly Ile His Lys Gln Lys Glu Lys Ser
[0591] 245 250 255
[0592] Arg Leu Gln Gly Gly Val Leu Val Asn Glu Ile Leu Asn His Met Lys
[0593] 260 265 270

[0594] Arg Ala Thr Gln Ile Pro Ser Tyr Lys Lys Leu Ile Met Tyr Ser Ala
[0595] 275 280 285

[0596] His Asp Thr Thr Val Ser Gly Leu Gln Met Ala Leu Asp Val Tyr Asn
[0597] 290 295 300

[0598] Gly Leu Leu Pro Pro Tyr Ala Ser Cys His Leu Thr Glu Leu Tyr Phe
[0599] 305 310 315 320
[0600] Glu Lys Gly Glu Tyr Phe Val Glu Met Tyr Tyr Arg Asn Glu Thr Gln
[0601] 325 330 335
[0602] His Glu Pro Tyr Pro Leu Met Leu Pro Gly Cys Ser Pro Ser Cys Pro
[0603] 340 345 350

[0604] Leu Glu Arg Phe Ala Glu Leu Val Gly Pro Val Ile Pro Gln Asp Trp
[0605] 355 360 365

[0606] Ser Thr Glu Cys Met Thr Thr Asn Ser His Gln Val Leu Lys Val Ile
[0607] 370 375 380

[0608] Phe Ala Val Ala Phe Cys Leu Ile Ser Ala Val Leu Met Val Leu Leu
[0609] 385 390 395 400
[0610] Phe Ile His Ile Arg Arg Gly Leu Cys Trp Gln Arg Glu Ser Tyr Gly
[0611] 405 410 415
[0612] Asn Ile

[0613]  <210> 23

[0614] <211> 353

[0615]  <212> PRT

[0616] <213> homo sapiens

[0617]  <400> 23

[0618] Met Arg Ala Ala Pro Leu Leu Leu Ala Arg Ala Ala Ser Leu Ser Leu
[0619] 1 5 10 15
[0620] Gly Phe Leu Phe Leu Leu Phe Phe Trp Leu Asp Arg Ser Val Leu Ala
[0621] 20 25 30

[0622] Lys Glu Leu Lys Phe Val Thr Leu Val Phe Arg His Gly Asp Arg Ser
[0623] 35 40 45

[0624] Pro Ile Asp Thr Phe Pro Thr Asp Pro Ile Lys Glu Ser Ser Trp Pro
[0625] 50 55 60

[0626] Gln Gly Phe Gly Gln Leu Thr Gln Leu Gly Met Glu Gln His Tyr Glu
[0627] 65 70 75 80
[0628] Leu Gly Glu Tyr Ile Arg Lys Arg Tyr Arg Lys Phe Leu Asn Glu Ser
[0629] 85 90 95
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[0630] Tyr Lys His Glu Gln Val Tyr Ile Arg Ser Thr Asp Val Asp Arg Thr
[0631] 100 105 110

[0632] Leu Met Ser Ala Met Thr Asn Leu Ala Ala Leu Phe Pro Pro Glu Gly
[0633] 115 120 125

[0634] Val Ser Ile Trp Asn Pro Ile Leu Leu Trp Gln Pro Ile Pro Val His
[0635] 130 135 140

[0636] Thr Val Pro Leu Ser Glu Asp Gln Asp Phe Ile Ala Thr Leu Gly Lys
[0637] 145 150 155 160
[0638] Leu Ser Gly Leu His Gly Gln Asp Leu Phe Gly Ile Trp Ser Lys Val
[0639] 165 170 175
[0640] Tyr Asp Pro Leu Tyr Cys Glu Ser Val His Asn Phe Thr Leu Pro Ser
[0641] 180 185 190

[0642] Trp Ala Thr Glu Asp Thr Met Thr Lys Leu Arg Glu Leu Ser Glu Leu
[0643] 195 200 205

[0644] Ser Leu Leu Ser Leu Tyr Gly Ile His Lys Gln Lys Glu Lys Ser Arg
[0645] 210 215 220

[0646] Leu Gln Gly Gly Val Leu Val Asn Glu Ile Leu Asn His Met Lys Arg
[0647] 225 230 235 240
[0648] Ala Thr Gln Ile Pro Ser Tyr Lys Lys Leu Ile Met Tyr Ser Ala His
[0649] 245 250 255
[0650] Asp Thr Thr Val Ser Gly Leu Gln Met Ala Leu Asp Val Tyr Asn Gly
[0651] 260 265 270

[0652] Leu Leu Pro Pro Tyr Ala Ser Cys His Leu Thr Glu Leu Tyr Phe Glu
[0653] 275 280 285

[0654] Lys Gly Glu Tyr Phe Val Glu Met Tyr Tyr Arg Asn Glu Thr Gln His
[0655] 290 295 300

[0656] Glu Pro Tyr Pro Leu Met Leu Pro Gly Cys Ser Pro Ser Cys Pro Leu
[0657] 305 310 315 320
[0658] Glu Arg Phe Ala Glu Leu Val Gly Pro Val Ile Pro Gln Asp Trp Ser
[0659] 325 330 335
[0660] Thr Glu Cys Met Thr Thr Asn Ser His Gln Gly Thr Glu Asp Ser Thr
[0661] 340 345 350

[0662] Asp

[0663] <210> 24

[0664] <211> 335

[0665]  <212> PRT

[0666] <213> homo sapiens

[0667]  <400> 24

[0668] Met Pro Arg Pro Arg Leu Leu Ala Ala Leu Cys Gly Ala Leu Leu Cys
[0669] 1 5 10 15
[0670] Ala Pro Ser Leu Leu Val Ala Leu Asp Ile Cys Ser Lys Asn Pro Cys
[0671] 20 25 30
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[0672] His Asn Gly Gly Leu Cys Glu Glu Ile Ser Gln Glu Val Arg Gly Asp
[0673] 35 40 45

[0674] Val Phe Pro Ser Tyr Thr Cys Thr Cys Leu Lys Gly Tyr Ala Gly Asn
[0675] 50 55 60

[0676] His Cys Glu Thr Lys Cys Val Glu Pro Leu Gly Leu Glu Asn Gly Asn
[0677] 65 70 75 80
[0678] Ile Ala Asn Ser Gln Ile Ala Ala Ser Ser Val Arg Val Thr Phe Leu
[0679] 85 90 95
[0680] Gly Leu Gln His Trp Val Pro Glu Leu Ala Arg Leu Asn Arg Ala Gly
[0681] 100 105 110

[0682] Met Val Asn Ala Trp Thr Pro Ser Ser Asn Asp Asp Asn Pro Trp Ile
[0683] 115 120 125

[0684] Gln Val Asn Leu Leu Arg Arg Met Trp Val Thr Gly Val Val Thr Gln
[0685] 130 135 140

[0686] Gly Ala Ser Arg Leu Ala Ser His Glu Tyr Leu Lys Ala Phe Lys Val
[0687] 145 150 155 160
[0688] Ala Tyr Ser Leu Asn Gly His Glu Phe Asp Phe Ile His Asp Val Asn
[0689] 165 170 175
[0690] Lys Lys His Lys Glu Phe Val Gly Asn Trp Asn Lys Asn Ala Val His
[0691] 180 185 190

[0692] Val Asn Leu Phe Glu Thr Pro Val Glu Ala Gln Tyr Val Arg Leu Tyr
[0693] 195 200 205

[0694] Pro Thr Ser Cys His Thr Ala Cys Thr Leu Arg Phe Glu Leu Leu Gly
[0695] 210 215 220

[0696] Cys Glu Leu Asn Gly Cys Ala Asn Pro Leu Gly Leu Lys Asn Asn Ser
[0697] 225 230 235 240
[0698] Ile Pro Asp Lys Gln Ile Thr Ala Ser Ser Ser Tyr Lys Thr Trp Gly
[0699] 245 250 255
[0700] Leu His Leu Phe Ser Trp Asn Pro Ser Tyr Ala Arg Leu Asp Lys Gln
[0701] 260 265 270

[0702] Gly Asn Phe Asn Ala Trp Val Ala Gly Ser Tyr Gly Asn Asp Gln Trp
[0703] 275 280 285

[0704] Leu Gln Ile Phe Pro Gly Asn Trp Asp Asn His Ser His Lys Lys Asn
[0705] 290 295 300

[0706] Leu Phe Glu Thr Pro Ile Leu Ala Arg Tyr Val Arg Ile Leu Pro Val
[0707] 305 310 315 320
[0708] Ala Trp His Asn Arg Ile Ala Leu Arg Leu Glu Leu Leu Gly Cys
[0709] 325 330 335
[0710] <210> 25

[0711] <211> 264

[0712]  <212> PRT

[0713] <213> homo sapiens
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[0714]  <400> 25

[0715] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0716] 1 5 10 15
[0717] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0718] 20 25 30

[0719] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0720] 35 40 45

[0721] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Phe Asn
[0722] 50 55 60

[0723]  Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu Gln Arg
[0724] 65 70 75 80
[0725] Asp Ile Ser Glu Met Phe Leu Gln Ile Tyr Lys Gln Gly Gly Phe Leu
[0726] 85 90 95
[0727] Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly Ser Val Val Val Gln Leu
[0728] 100 105 110

[0729] Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp Val Glu Thr
[0730] 115 120 125

[0731]  Gln Phe Asn Gln Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn Leu Thr
[0732] 130 135 140

[0733] Ile Ser Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala Gln
[0734] 145 150 155 160
[0735] Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu Val
[0736] 165 170 175
[0737] Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala Val
[0738] 180 185 190

[0739] Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala
[0740] 195 200 205

[0741] Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His
[0742] 210 215 220

[0743] Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu Lys
[0744] 225 230 235 240
[0745] Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro Ala
[0746] 245 250 255
[0747] Val Ala Ala Thr Ser Ala Asn Leu

[0748] 260

[0749] <210> 26

[0750]  <211> 203

[0751]  <212> PRT

[0752] <213> homo sapiens

[0753]  <400> 26

[0754] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0755] 1 5 10 15
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[0756] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[0757] 20 25 30

[0758] Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[0759] 35 40 45

[0760] Thr Glu Lys Asn Ala Ile Pro Ala Pro Thr Thr Thr Lys Ser Cys Arg
[0761] 50 55 60

[0762] Glu Thr Phe Leu Lys Cys Phe Cys Arg Phe Ile Asn Lys Gly Val Phe
[0763] 65 70 75 80
[0764] Trp Ala Ser Pro Ile Leu Ser Ser Val Ser Asp Val Pro Phe Pro Phe
[0765] 85 90 95
[0766] Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu
[0767] 100 105 110

[0768] Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala
[0769] 115 120 125

[0770] Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile
[0771] 130 135 140

[0772] Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr
[0773] 145 150 155 160
[0774] His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro
[0775] 165 170 175
[0776] Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr
[0777] 180 185 190

[0778]  Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[0779] 195 200

[0780] <210> 27

[0781] <211> 159

[0782]  <212> PRT

[0783] <213> homo sapiens

[0784]  <400> 27

[0785] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0786] 1 5 10 15
[0787] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0788] 20 25 30

[0789] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0790] 35 40 45

[0791] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Phe Asn
[0792] 50 55 60

[0793] Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu Gln Arg
[0794] 65 70 75 80
[0795] Asp Ile Ser Glu Met Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly
[0796] 85 90 95
[0797] Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu
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[0798] 100 105 110

[0799] Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr
[0800] 115 120 125

[0801] Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser
[0802] 130 135 140

[0803] Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu
[0804] 145 150 155

[0805] <210> 28

[0806] <211> 475

[0807] <212> PRT

[0808] <213> homo sapiens

[0809]  <400> 28

[0810] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0811] 1 5 10 15
[0812] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[0813] 20 25 30

[0814] Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[0815] 35 40 45

[0816] Thr Glu Lys Asn Ala Val Ser Met Thr Ser Ser Val Leu Ser Ser His
[0817] 50 55 60

[0818] Ser Pro Gly Ser Gly Ser Ser Thr Thr Gln Gly Gln Asp Val Thr Leu
[0819] 65 70 75 80
[0820] Ala Pro Ala Thr Glu Pro Ala Ser Gly Ser Ala Ala Thr Trp Gly Gln
[0821] 85 90 95
[0822] Asp Val Thr Ser Val Pro Val Thr Arg Pro Ala Leu Gly Ser Thr Thr
[0823] 100 105 110

[0824] Pro Pro Ala His Asp Val Thr Ser Ala Pro Asp Asn Lys Pro Ala Pro
[0825] 115 120 125

[0826] Gly Ser Thr Ala Pro Pro Ala His Gly Val Thr Ser Ala Pro Asp Thr
[0827] 130 135 140

[0828] Arg Pro Ala Pro Gly Ser Thr Ala Pro Pro Ala His Gly Val Thr Ser
[0829] 145 150 155 160
[0830] Ala Pro Asp Asn Arg Pro Ala Leu Gly Ser Thr Ala Pro Pro Val His
[0831] 165 170 175
[0832] Asn Val Thr Ser Ala Ser Gly Ser Ala Ser Gly Ser Ala Ser Thr Leu
[0833] 180 185 190

[0834] Val His Asn Gly Thr Ser Ala Arg Ala Thr Thr Thr Pro Ala Ser Lys
[0835] 195 200 205

[0836] Ser Thr Pro Phe Ser Ile Pro Ser His His Ser Asp Thr Pro Thr Thr
[0837] 210 215 220

[0838] Leu Ala Ser His Ser Thr Lys Thr Asp Ala Ser Ser Thr His His Ser
[0839] 225 230 235 240
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[0840] Thr Val Pro Pro Leu Thr Ser Ser Asn His Ser Thr Ser Pro Gln Leu
[0841] 245 250 255
[0842] Ser Thr Gly Val Ser Phe Phe Phe Leu Ser Phe His Ile Ser Asn Leu
[0843] 260 265 270

[0844] Gln Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu
[0845] 275 280 285

[0846] Leu Gln Arg Asp Ile Ser Glu Met Phe Leu Gln Ile Tyr Lys Gln Gly
[0847] 290 295 300

[0848] Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly Ser Val Val
[0849] 305 310 315 320
[0850] Val Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp
[0851] 325 330 335
[0852] Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala Ala Ser Arg Tyr
[0853] 340 345 350

[0854] Asn Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe
[0855] 355 360 365

[0856] Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu
[0857] 370 375 380

[0858] Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala
[0859] 385 390 395 400
[0860] Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile
[0861] 405 410 415
[0862] Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr
[0863] 420 425 430

[0864] His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro
[0865] 435 440 445

[0866] Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr
[0867] 450 455 460

[0868] Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[0869] 465 470 475

[0870] <210> 29

[0871] <211> 282

[0872]  <212> PRT

[0873] <213> homo sapiens

[0874]  <400> 29

[0875] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0876] 1 5 10 15
[0877] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0878] 20 25 30

[0879] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0880] 35 40 45

[0881] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Leu Ser
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[0882] 50 55 60

[0883] Thr Gly Val Ser Phe Phe Phe Leu Ser Phe His Ile Ser Asn Leu Gln
[0884] 65 70 75 80
[0885] Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu
[0886] 85 90 95
[0887] Gln Arg Asp Ile Ser Glu Met Phe Leu Gln Ile Tyr Lys Gln Gly Gly
[0888] 100 105 110

[0889] Phe Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly Ser Val Val Val
[0890] 115 120 125

[0891] Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp Val
[0892] 130 135 140

[0893] Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn
[0894] 145 150 155 160
[0895] Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe Ser
[0896] 165 170 175
[0897] Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu Val
[0898] 180 185 190

[0899] Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu
[0900] 195 200 205

[0901] Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe
[0902] 210 215 220

[0903] Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His
[0904] 225 230 235 240
[0905] Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr
[0906] 245 250 255
[0907] Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn
[0908] 260 265 270

[0909] Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[0910] 275 280

[0911]  <210> 30

[0912] <211> 238

[0913] <212> PRT

[0914] <213> homo sapiens

[0915]  <400> 30

[0916] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0917] 1 5 10 15
[0918] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0919] 20 25 30

[0920] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0921] 35 40 45

[0922] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Ile Tyr
[0923] 50 55 60
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[0924] Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly
[0925] 65 70 75 80
[0926] Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn
[0927] 85 90 95
[0928] Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala Ala
[0929] 100 105 110

[0930] Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val Pro
[0931] 115 120 125

[0932] Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile
[0933] 130 135 140

[0934] Ala Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr
[0935] 145 150 155 160
[0936] Leu Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln
[0937] 165 170 175
[0938] Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr
[0939] 180 185 190

[0940] Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp
[0941] 195 200 205

[0942] Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu
[0943] 210 215 220

[0944] Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[0945] 225 230 235

[0946] <210> 31

[0947] <211> 241

[0948]  <212> PRT

[0949] <213> homo sapiens

[0950]  <400> 31

[0951] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0952] 1 5 10 15
[0953] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0954] 20 25 30

[0955] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0956] 35 40 45

[0957] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Phe Leu
[0958] 50 55 60

[0959] Gln Ile Tyr Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe
[0960] 65 70 75 80
[0961] Arg Pro Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly
[0962] 85 90 95
[0963] Thr Ile Asn Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr
[0964] 100 105 110

[0965] Glu Ala Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Val Ser

83



CN 114605547 B F 5 = 24/219 T
[0966] 115 120 125

[0967] Asp Val Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly Val Pro Gly
[0968] 130 135 140

[0969] Trp Gly Ile Ala Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala
[0970] 145 150 155 160
[0971] Ile Val Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn
[0972] 165 170 175
[0973] Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met
[0974] 180 185 190

[0975] Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser
[0976] 195 200 205

[0977] Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly
[0978] 210 215 220

[0979] Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn
[0980] 225 230 235 240
[0981] Leu

[0982]  <210> 32

[0983] <211> 198

[0984]  <212> PRT

[0985] <213> homo sapiens

[0986]  <400> 32

[0987] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0988] 1 5 10 15
[0989] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[0990] 20 25 30

[0991] Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[0992] 35 40 45

[0993] Thr Glu Lys Asn Ala Leu Ser Thr Gly Val Ser Phe Phe Phe Leu Ser
[0994] 50 55 60

[0995] Phe His Ile Ser Asn Leu Gln Phe Asn Ser Ser Leu Glu Asp Pro Ser
[0996] 65 70 75 80
[0997] Thr Asp Tyr Tyr Gln Glu Leu Gln Arg Asp Ile Ser Glu Met Phe Leu
[0998] 85 90 95
[0999] Gln Ile Tyr Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe
[1000] 100 105 110

[1001] Arg Pro Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly
[1002] 115 120 125

[1003] Thr Ile Asn Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr
[1004] 130 135 140

[1005] Glu Ala Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Gly Cys
[1006] 145 150 155 160
[1007] Leu Ser Val Pro Pro Lys Glu Leu Arg Ala Ala Gly His Leu Ser Ser

84



CN 114605547 B F 5 = 25/219 T
[1008] 165 170 175
[1009] Pro Gly Tyr Leu Pro Ser Tyr Glu Arg Val Pro His Leu Pro His Pro
[1010] 180 185 190

[1011] Trp Ala Leu Cys Ala Pro

[1012] 195

[1013]  <210> 33

[1014] <211> 189

[1015]  <212> PRT

[1016] <213> homo sapiens

[1017]  <400> 33

[1018] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
(10191 1 5 10 15
[1020] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[1021] 20 25 30

[1022] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1023] 35 40 45

[1024] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Phe Asn
[1025] 50 55 60

[1026] Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu Gln Arg
[1027] 65 70 75 80
[1028] Asp Ile Ser Glu Met Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala
[1029] 85 90 95
[1030] Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu
[1031] 100 105 110

[1032] Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu
[1033] 115 120 125

[1034] Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro
[1035] 130 135 140

[1036] Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg
[1037] 145 150 155 160
[1038] Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser
[1039] 165 170 175
[1040] Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[1041] 180 185

[1042] <210> 34

[1043] <211> 177

[1044]  <212> PRT

[1045] <213> homo sapiens

[1046]  <400> 34

[1047] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1048] 1 5 10 15
[1049] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
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[1050] 20 25 30

[1051] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1052] 35 40 45

[1053] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Leu Ser
[1054] 50 55 60

[1055] Thr Gly Val Ser Phe Phe Phe Leu Ser Phe His Ile Ser Asn Leu Gln
[1056] 65 70 75 80
[1057] Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu
[1058] 85 90 95
[1059] Gln Arg Asp Ile Ser Glu Met Ala Val Cys Gln Cys Arg Arg Lys Asn
[1060] 100 105 110

[1061] Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met
[1062] 115 120 125

[1063] Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser
[1064] 130 135 140

[1065] Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly
[1066] 145 150 155 160
[1067] Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn
[1068] 165 170 175
[1069] Leu

[1070] <210> 35

[1071]  <211> 255

[1072] <212> PRT

[1073] <213> homo sapiens

[1074]  <400> 35

[1075] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1076] 1 5 10 15
[1077] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[1078] 20 25 30

[1079]  Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[1080] 35 40 45

[1081] Thr Glu Lys Asn Ala Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp
[1082] 50 55 60

[1083] Tyr Tyr Gln Glu Leu Gln Arg Asp Ile Ser Glu Met Phe Leu Gln Ile
[1084] 65 70 75 80
[1085] Tyr Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro
[1086] 85 90 95
[1087] Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile
[1088] 100 105 110

[1089] Asn Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala
[1090] 115 120 125

[1091] Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val
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[1092] 130 135 140

[1093] Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly
[1094] 145 150 155 160
[1095] Ile Ala Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val
[1096] 165 170 175
[1097] Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly
[1098] 180 185 190

[1099] Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu
[1100] 195 200 205

[1101]  Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr
[1102] 210 215 220

[1103] Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser
[1104] 225 230 235 240
[1105] Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu
[1106] 245 250 255
[1107]  <210> 36

[1108] <211> 150

[1109] <212> PRT

[1110] <213> homo sapiens

(11111  <400> 36

[1112]  Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1113] 1 5 10 15
[1114] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[1115] 20 25 30

[1116]  Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[1117] 35 40 45

[1118] Thr Glu Lys Asn Ala Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp
[1119] 50 55 60

[1120] Tyr Tyr Gln Glu Leu Gln Arg Asp Ile Ser Glu Met Ala Val Cys Gln
[1121] 65 70 75 80
[1122]  Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp
[1123] 85 90 95
[1124] Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg
[1125] 100 105 110

[1126] Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser
[1127] 115 120 125

[1128] Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala
[1129] 130 135 140

[1130] Ala Thr Ser Ala Asn Leu

[1131] 145 150

[1132] <210> 37

[1133] <211> 158
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[1134]  <212> PRT

[1135] <213> homo sapiens

[1136]  <400> 37

[1137]  Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1138] 1 5 10 15
[1139] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[1140] 20 25 30

[1141]  Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[1142] 35 40 45

[1143] Thr Glu Lys Asn Ala Ile Pro Ala Pro Thr Thr Thr Lys Ser Cys Arg
[1144] 50 55 60

[1145] Glu Thr Phe Leu Lys Cys Phe Cys Arg Phe Ile Asn Lys Gly Val Phe
[1146] 65 70 75 80
[1147] Trp Ala Ser Pro Ile Leu Ser Ser Val Trp Gly Trp Gly Ala Arg Leu
[1148] 85 90 95
[1149] Gly His Arg Ala Ala Gly Ala Gly Leu Cys Ser Gly Cys Ala Gly His
[1150] 100 105 110

[1151] Cys Leu Ser His Cys Leu Gly Cys Leu Ser Val Pro Pro Lys Glu Leu
[1152] 115 120 125

[1153] Arg Ala Ala Gly His Leu Ser Ser Pro Gly Tyr Leu Pro Ser Tyr Glu
[1154] 130 135 140

[1155] Arg Val Pro His Leu Pro His Pro Trp Ala Leu Cys Ala Pro

[1156] 145 150 155

[1157] <210> 38

[1158]  <211> 484

[1159]  <212> PRT

[1160] <213> homo sapiens

[1161]  <400> 38

[1162] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1163] 1 5 10 15
[1164] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[1165] 20 25 30

[1166] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1167] 35 40 45

[1168] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Val Ser
[1169] 50 55 60

[1170] Met Thr Ser Ser Val Leu Ser Ser His Ser Pro Gly Ser Gly Ser Ser
(11711 65 70 75 80
[1172]  Thr Thr Gln Gly Gln Asp Val Thr Leu Ala Pro Ala Thr Glu Pro Ala
[1173] 85 90 95
[1174] Ser Gly Ser Ala Ala Thr Trp Gly Gln Asp Val Thr Ser Val Pro Val
[1175] 100 105 110
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[1176] Thr Arg Pro Ala Leu Gly Ser Thr Thr Pro Pro Ala His Asp Val Thr
[1177] 115 120 125

[1178]  Ser Ala Pro Asp Asn Lys Pro Ala Pro Gly Ser Thr Ala Pro Pro Ala
[1179] 130 135 140

[1180] His Gly Val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr
[1181] 145 150 155 160
[1182] Ala Pro Pro Ala His Gly Val Thr Ser Ala Pro Asp Asn Arg Pro Ala
[1183] 165 170 175
[1184] Leu Gly Ser Thr Ala Pro Pro Val His Asn Val Thr Ser Ala Ser Gly
[1185] 180 185 190

[1186] Ser Ala Ser Gly Ser Ala Ser Thr Leu Val His Asn Gly Thr Ser Ala
[1187] 195 200 205

[1188] Arg Ala Thr Thr Thr Pro Ala Ser Lys Ser Thr Pro Phe Ser Ile Pro
[1189] 210 215 220

[1190] Ser His His Ser Asp Thr Pro Thr Thr Leu Ala Ser His Ser Thr Lys
(11911 225 230 235 240
[1192]  Thr Asp Ala Ser Ser Thr His His Ser Thr Val Pro Pro Leu Thr Ser
[1193] 245 250 255
[1194]  Ser Asn His Ser Thr Ser Pro Gln Leu Ser Thr Gly Val Ser Phe Phe
[1195] 260 265 270

[1196]  Phe Leu Ser Phe His Ile Ser Asn Leu Gln Phe Asn Ser Ser Leu Glu
[1197] 275 280 285

[1198] Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu Gln Arg Asp Ile Ser Glu
[1199] 290 295 300

[1200] Met Phe Leu Gln Ile Tyr Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn
[1201] 305 310 315 320
[1202] 1Ile Lys Phe Arg Pro Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe
[1203] 325 330 335
[1204] Arg Glu Gly Thr Ile Asn Val His Asp Val Glu Thr Gln Phe Asn Gln
[1205] 340 345 350

[1206] Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val
[1207] 355 360 365

[1208] Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly
[1209] 370 375 380

[1210] Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu Val Cys Val Leu Val
[1211] 385 390 395 400
[1212]  Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg
[1213] 405 410 415
[1214]  Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr
[1215] 420 425 430

[1216] His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val
[1217] 435 440 445
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[1218]
[1219]
[1220]
[1221]
[1222]
[1223]
[1224]
[1225]
[1226]
[1227]
[1228]
[1229]
[1230]
[1231]
[1232]
[1233]
[1234]
[1235]
[1236]
[1237]
[1238]
[1239]
[1240]
[1241]
[1242]
[1243]
[1244]
[1245]
[1246]
[1247]
[1248]
[1249]
[1250]
[1251]
[1252]
[1253]
[1254]
[1255]
[1256]
[1257]
[1258]
[1259]

Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly

450

455

460

Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr

465

Ser Ala Asn Leu

<210> 39

<211> 219
<212> PRT
<213> homo sapiens

<400> 39

470

Met Thr Pro Gly Thr Gln

1
Val

Ser

Thr

Ser

65

Asp

Gly

Thr

Gln

Ile

145

Ala

His

Gly

His

<210> 40

Leu

Gly

Gln

50

Ser

Ile

Leu

Leu

Phe

130

Ser

Ala

Cys

His

Leu
210

Thr
His
35

Arg
Leu
Ser
Ser
Ala
115
Asn
Asp
Gly
Leu
Leu

195

Pro

211> 217
<212> PRT
<213> homo sapiens

Ala
20

Ala
Ser
Glu
Glu
Asn
100
Phe
Gln
Val
Ala
Gly
180

Ser

His

5
Thr

Ser

Ser

Asp

Met

85

Ile

Arg

Ser
Gly
165
Cys

Ser

Pro

Thr

Ser

Val

Pro

70

Phe

Lys

Glu

Lys

Val

150

Leu

Leu

Pro

Trp

Ser

Ala

Thr

Pro

55

Ser

Leu

Phe

Gly

Thr

135

Trp

Cys

Ser

Gly

Ala
215

Pro
Pro
Pro
40

Ser
Thr
Gln
Arg
Thr
120
Glu
Gly
Ser
Val
Tyr

200

Leu

Phe
Lys
25

Gly
Ser
Asp
Ile
Pro
105
Ile
Ala
Trp
Gly
Pro
185

Leu

Cys

90

Phe
10

Pro
Gly
Thr
Tyr
Tyr
90

Gly
Asn
Ala
Gly
Cys
170
Pro

Pro

Ala

475

Leu

Ala

Glu

Glu

Tyr

75

Lys

Ser

Val

Ser

Ala

155

Ala

Lys

Ser

Pro

Leu

Thr

Lys

Lys

60

Gln

Gln

Val

His

Arg

140

Arg

Gly

Glu

Tyr

Leu

Val

Glu

45

Asn

Glu

Gly

Val

Asp

125

Tyr

Leu

His

Leu

Glu
205

Leu
Val
30

Thr
Ala
Leu
Gly
Val
110
Val
Asn
Gly
Cys
Arg

190
Arg

Leu

15

Thr

Ser

Phe

Gln

Phe

95

Gln

Glu

Leu

His

Leu

175

Ala

Val

480

Thr

Gly

Ala

Asn

Arg

80

Leu

Leu

Thr

Thr

Arg

160

Ser

Ala

Pro
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[1260]  <400> 40

[1261] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1262] 1 5 10 15
[1263] Val Leu Thr Gly Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser
[1264] 20 25 30

[1265] Val Pro Ser Ser Thr Glu Lys Asn Ala Ile Tyr Lys Gln Gly Gly Phe
[1266] 35 40 45

[1267] Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly Ser Val Val Val Gln
[1268] 50 55 60

[1269] Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp Val Glu
[1270] 65 70 75 80
[1271] Thr Gln Phe Asn GIn Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn Leu
[1272] 85 90 95
[1273] Thr Ile Ser Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala
[1274] 100 105 110

[1275]  Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu
[1276] 115 120 125

[1277]  Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala
[1278] 130 135 140

[1279] Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro
[1280] 145 150 155 160
[1281] Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr
[1282] 165 170 175
[1283] His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu
[1284] 180 185 190

[1285] Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro
[1286] 195 200 205

[1287] Ala Val Ala Ala Thr Ser Ala Asn Leu

[1288] 210 215

[1289] <210> 41

[1290] <211> 239

[1291]  <212> PRT

[1292] <213> homo sapiens

[1293]  <400> 41

[1294] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1295] 1 5 10 15
[1296] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[1297] 20 25 30

[1298] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1299] 35 40 45

[1300] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Ile Pro
[1301] 50 55 60
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[1302] Ala Pro Thr Thr Thr Lys Ser Cys Arg Glu Thr Phe Leu Lys Trp Pro
[1303] 65 70 75 80
[1304] Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile
[1305] 85 90 95
[1306] Asn Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala
[1307] 100 105 110

[1308] Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val
[1309] 115 120 125

[1310] Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly
[1311] 130 135 140

[1312] Ile Ala Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val
[1313] 145 150 155 160
[1314] Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly
[1315] 165 170 175
[1316] Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu
[1317] 180 185 190

[1318] Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr
[1319] 195 200 205

[1320] Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser
[1321] 210 215 220

[1322] Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu
[1323] 225 230 235

[1324] <210> 42

[1325] <211> 230

[1326]  <212> PRT

[1327] <213> homo sapiens

[1328]  <400> 42

[1329] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1330] 1 5 10 15
[1331] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[1332] 20 25 30

[1333] Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[1334] 35 40 45

[1335] Thr Glu Lys Asn Ala Ile Pro Ala Pro Thr Thr Thr Lys Ser Cys Arg
[1336] 50 55 60

[1337]  Glu Thr Phe Leu Lys Trp Pro Gly Ser Val Val Val Gln Leu Thr Leu
[1338] 65 70 75 80
[1339] Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp Val Glu Thr Gln Phe
[1340] 85 90 95
[1341] Asn Gln Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn Leu Thr Ile Ser
[1342] 100 105 110

[1343] Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala Gln Ser Gly
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[1344] 115 120 125

[1345] Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu Val Cys Val
[1346] 130 135 140

[1347] Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala Val Cys Gln
[1348] 145 150 155 160
[1349] Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp
[1350] 165 170 175
[1351] Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg
[1352] 180 185 190

[1353] Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser
[1354] 195 200 205

[1355] Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala
[1356] 210 215 220

[1357] Ala Thr Ser Ala Asn Leu

[1358] 225 230

[1359]  <210> 43

[1360] <211> 212

[1361]  <212> PRT

[1362] <213> homo sapiens

[1363]  <400> 43

[1364] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1365] 1 5 10 15
[1366] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[1367] 20 25 30

[1368] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1369] 35 40 45

[1370] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Ile Pro
[1371] 50 55 60

[1372]  Ala Pro Thr Thr Thr Lys Ser Cys Arg Glu Thr Phe Leu Lys Cys Phe
[1373] 65 70 75 80
[1374] Cys Arg Phe Ile Asn Lys Gly Val Phe Trp Ala Ser Pro Ile Leu Ser
[1375] 85 90 95
[1376] Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly
[1377] 100 105 110

[1378] Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu Val Cys Val Leu Val
[1379] 115 120 125

[1380] Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg
[1381] 130 135 140

[1382] Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr
[1383] 145 150 155 160
[1384] His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val
[1385] 165 170 175
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[1386]
[1387]
[1388]
[1389]
[1390]
[1391]
[1392]
[1393]
[1394]
[1395]
[1396]
[1397]
[1398]
[1399]
[1400]
[1401]
[1402]
[1403]
[1404]
[1405]
[1406]
[1407]
[1408]
[1409]
[1410]
[1411]
[1412]
[1413]
[1414]
[1415]
[1416]
[1417]
[1418]
[1419]
[1420]
[1421]
[1422]
[1423]
[1424]
[1425]
[1426]
[1427]

Pro Pro Ser Ser Thr Asp Arg

180

Asn Gly Gly Ser Ser Leu Ser

195

Ser Ala Asn Leu

<210> 44

210

211> 273
<212> PRT
<213> homo sapiens

<400> 44

Met Thr Pro

1
Val

Gly

Thr

Phe

65

Thr

Gln

Arg

Thr

Glu

145

Asp

Trp

Ile

Tyr

Ser

225

Ser

Leu
Glu
Glu
50

His
Asp
Ile
Pro
Ile
130
Ala
Val
Gly
Val
Gly
210

Glu

Thr

Thr
Lys
35

Lys
Ile
Tyr
Tyr
Gly
115
Asn
Ala
Pro
Ile
Tyr
195
Gln

Tyr

Asp

Gly
Val
20

Glu
Asn
Ser
Tyr
Lys
100
Ser
Val
Ser
Phe
Ala
180
Leu
Leu

Pro

Arg

Thr
5
Val
Thr
Ala
Asn
Gln
85
Gln
Val
His
Arg
Pro
165
Leu
Ile
Asp

Thr

Ser

Gln

Thr

Ser

Leu

Leu

70

Glu

Gly

Val

Asp

Tyr

150

Phe

Leu

Ala

Ile

Tyr

230

Pro

Ser
Gly
Ala
Ser
55

Gln
Leu
Gly
Val
Val
135
Asn
Ser
Val
Leu
Phe
215
His

Tyr

Ser Pro Tyr Glu Lys Val Ser Ala Gly

185

190

Tyr Thr Asn Pro Ala Val Ala Ala Thr

200

Pro

Ser

Thr

40

Thr

Phe

Gln

Phe

Gln

120

Glu

Leu

Ala

Leu

Ala

200

Pro

Thr

Glu

Phe
Gly
25

Gln
Gly
Asn
Arg
Leu
105
Leu
Thr
Thr
Gln
Val
185
Val
Ala
His
Lys

94

Phe
10

His
Arg
Val
Ser
Asp
90

Gly
Thr
Gln
Ile
Ser
170
Cys
Cys
Arg

Gly

Val

Leu

Ala

Ser

Ser

Ser

75

Ile

Leu

Leu

Phe

Ser

155

Gly

Val

Gln

Asp

Arg

235

Ser

Leu

Ser

Ser

Phe

60

Leu

Ser

Ser

Ala

Asn

140

Asp

Ala

Leu

Cys

Thr

220

Tyr

Ala

205

Leu
Ser
Val
45

Phe
Glu
Glu
Asn
Phe
125
Gln
Val
Gly
Val
Arg
205
Tyr

Val

Gly

Leu
Thr
30

Pro
Phe
Asp
Met
Ile
110
Arg
Tyr
Ser
Val
Ala
190
Arg
His
Pro

Asn

Leu
15

Pro
Ser
Leu
Pro
Phe
95

Lys
Glu
Lys
Val
Pro
175
Leu
Lys
Pro

Pro

Gly

Thr

Gly

Ser

Ser

Ser

80

Leu

Phe

Gly

Thr

Ser

160

Gly

Ala

Asn

Met

Ser

240
Gly
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[1428] 245 250 255
[1429]  Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn
[1430] 260 265 270

[1431]  Leu

[1432] <210> 45

[1433] <211> 575

[1434]  <212> PRT

[1435] <213> homo sapiens

[1436]  <400> 45

[1437] Met Asp Leu Val Leu Lys Arg Cys Leu Leu His Leu Ala Val Ile Gly
[1438] 1 5 10 15
[1439] Ala Leu Leu Ala Val Gly Ala Thr Lys Gly Ser Gln Val Trp Gly Gly
[1440] 20 25 30

[1441] Gln Pro Val Tyr Pro Gln Glu Thr Asp Asp Ala Cys Ile Phe Pro Asp
[1442] 35 40 45

[1443] Gly Gly Pro Cys Pro Ser Gly Ser Trp Ser Gln Lys Arg Ser Phe Val
[1444] 50 55 60

[1445] Tyr Val Trp Lys Thr Trp Gly Gln Tyr Trp Gln Val Leu Gly Gly Pro
[1446] 65 70 75 80
[1447] Val Ser Gly Leu Ser Ile Gly Thr Gly Arg Ala Met Leu Gly Thr His
[1448] 85 90 95
[1449] Thr Met Glu Val Thr Val Tyr His Arg Arg Gly Ser Arg Ser Tyr Val
[1450] 100 105 110

[1451] Pro Leu Ala His Ser Ser Ser Ala Phe Thr Ile Thr Asp Gln Val Pro
[1452] 115 120 125

[1453] Phe Ser Val Ser Val Ser Gln Leu Arg Ala Leu Asp Gly Gly Asn Lys
[1454] 130 135 140

[1455] His Phe Leu Arg Asn Gln Pro Leu Thr Phe Ala Leu Gln Leu His Asp
[1456] 145 150 155 160
[1457] Pro Ser Gly Tyr Leu Ala Glu Ala Asp Leu Ser Tyr Thr Trp Asp Phe
[1458] 165 170 175
[1459] Gly Asp Ser Ser Gly Thr Leu Ile Ser Arg Ala Leu Val Val Thr His
[1460] 180 185 190

[1461] Thr Tyr Leu Glu Pro Gly Pro Val Thr Ala Gln Val Val Leu Gln Ala
[1462] 195 200 205

[1463] Ala Ile Pro Leu Thr Ser Cys Gly Ser Ser Pro Val Pro Gly Thr Thr
[1464] 210 215 220

[1465] Asp Gly His Arg Pro Thr Ala Glu Ala Pro Asn Thr Thr Ala Gly Gln
[1466] 225 230 235 240
[1467] Val Pro Thr Thr Glu Val Val Gly Thr Thr Pro Gly Gln Ala Pro Thr
[1468] 245 250 255
[1469] Ala Glu Pro Ser Gly Thr Thr Ser Val Gln Val Pro Thr Thr Glu Val
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[1470] 260 265 270

[1471] Ile Ser Thr Ala Pro Val Gln Met Pro Thr Ala Glu Ser Thr Gly Met
[1472] 275 280 285

[1473] Thr Pro Glu Lys Val Pro Val Ser Glu Val Met Gly Thr Thr Leu Ala
[1474] 290 295 300

[1475] Glu Met Ser Thr Pro Glu Ala Thr Gly Met Thr Pro Ala Glu Val Ser
[1476] 305 310 315 320
[1477] Ile Val Val Leu Ser Gly Thr Thr Ala Ala Gln Val Thr Thr Thr Glu
[1478] 325 330 335
[1479] Trp Val Glu Thr Thr Ala Arg Glu Leu Pro Ile Pro Glu Pro Glu Gly
[1480] 340 345 350

[1481] Pro Asp Ala Ser Ser Ile Met Ser Thr Glu Ser Ile Thr Gly Ser Leu
[1482] 355 360 365

[1483] Gly Pro Leu Leu Asp Gly Thr Ala Thr Leu Arg Leu Val Lys Arg Gln
[1484] 370 375 380

[1485] Val Pro Leu Asp Cys Val Leu Tyr Arg Tyr Gly Ser Phe Ser Val Thr
[1486] 385 390 395 400
[1487] Leu Asp Ile Val Gln Gly Ile Glu Ser Ala Glu Ile Leu Gln Ala Val
[1488] 405 410 415
[1489] Pro Ser Gly Glu Gly Asp Ala Phe Glu Leu Thr Val Ser Cys Gln Gly
[1490] 420 425 430

[1491] Gly Leu Pro Lys Glu Ala Cys Met Glu Ile Ser Ser Pro Gly Cys Gln
[1492] 435 440 445

[1493] Pro Pro Ala Gln Arg Leu Cys Gln Pro Val Leu Pro Ser Pro Ala Cys
[1494] 450 455 460

[1495] Gln Leu Val Leu His Gln Ile Leu Lys Gly Gly Ser Gly Thr Tyr Cys
[1496] 465 470 475 480
[1497] Leu Asn Val Ser Leu Ala Asp Thr Asn Ser Leu Ala Val Val Ser Thr
[1498] 485 490 495
[1499] Gln Leu Ile Met Pro Gly Gln Glu Ala Gly Leu Gly Gln Val Pro Leu
[1500] 500 505 510

[1501] Ile Val Gly Ile Leu Leu Val Leu Met Ala Val Val Leu Ala Ser Leu
[1502] 515 520 525

[1503] 1Ile Tyr Arg Arg Arg Leu Met Lys Gln Asp Phe Ser Val Pro Gln Leu
[1504] 530 535 540

[1505] Pro His Ser Ser Ser His Trp Leu Arg Leu Pro Arg Ile Phe Cys Ser
[1506] 545 550 555 560
[1507] Cys Pro Ile Gly Glu Asn Ser Pro Leu Leu Ser Gly Gln Gln Val
[1508] 565 570 575
[1509] <210> 46

[1510] <211> 661

[1511]  <212> PRT
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[1512] <213> homo sapiens

[1513]  <400> 46

[1514] Met Asp Leu Val Leu Lys Arg Cys Leu Leu His Leu Ala Val Ile Gly
[1515] 1 5 10 15
[1516] Ala Leu Leu Ala Val Gly Ala Thr Lys Val Pro Arg Asn Gln Asp Trp
[1517] 20 25 30

[1518] Leu Gly Val Ser Arg Gln Leu Arg Thr Lys Ala Trp Asn Arg Gln Leu
[1519] 35 40 45

[1520] Tyr Pro Glu Trp Thr Glu Ala Gln Arg Leu Asp Cys Trp Arg Gly Gly
[1521] 50 55 60

[1522] Gln Val Ser Leu Lys Val Ser Asn Asp Gly Pro Thr Leu Ile Gly Ala
[1523] 65 70 75 80
[1524] Asn Ala Ser Phe Ser Ile Ala Leu Asn Phe Pro Gly Ser Gln Lys Val
[1525] 85 90 95
[1526] Leu Pro Asp Gly Gln Val Ile Trp Val Asn Asn Thr Ile Ile Asn Gly
[1527] 100 105 110

[1528] Ser Gln Val Trp Gly Gly Gln Pro Val Tyr Pro Gln Glu Thr Asp Asp
[1529] 115 120 125

[1530] Ala Cys Ile Phe Pro Asp Gly Gly Pro Cys Pro Ser Gly Ser Trp Ser
[1531] 130 135 140

[1532] Gln Lys Arg Ser Phe Val Tyr Val Trp Lys Thr Trp Gly Gln Tyr Trp
[1533] 145 150 155 160
[1534] Gln Val Leu Gly Gly Pro Val Ser Gly Leu Ser Ile Gly Thr Gly Arg
[1535] 165 170 175
[1536] Ala Met Leu Gly Thr His Thr Met Glu Val Thr Val Tyr His Arg Arg
[1537] 180 185 190

[1538] Gly Ser Arg Ser Tyr Val Pro Leu Ala His Ser Ser Ser Ala Phe Thr
[1539] 195 200 205

[1540] Ile Thr Asp Gln Val Pro Phe Ser Val Ser Val Ser Gln Leu Arg Ala
[1541] 210 215 220

[1542] Leu Asp Gly Gly Asn Lys His Phe Leu Arg Asn Gln Pro Leu Thr Phe
[1543] 225 230 235 240
[1544] Ala Leu Gln Leu His Asp Pro Ser Gly Tyr Leu Ala Glu Ala Asp Leu
[1545] 245 250 255
[1546] Ser Tyr Thr Trp Asp Phe Gly Asp Ser Ser Gly Thr Leu Ile Ser Arg
[1547] 260 265 270

[1548] Ala Leu Val Val Thr His Thr Tyr Leu Glu Pro Gly Pro Val Thr Ala
[1549] 275 280 285

[1550] Gln Val Val Leu Gln Ala Ala Ile Pro Leu Thr Ser Cys Gly Ser Ser
[1551] 290 295 300

[1552] Pro Val Pro Gly Thr Thr Asp Gly His Arg Pro Thr Ala Glu Ala Pro
[1553] 305 310 315 320
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[1554] Asn Thr Thr Ala Gly Gln Val Pro Thr Thr Glu Val Val Gly Thr Thr
[1555] 325 330 335
[1556] Pro Gly Gln Ala Pro Thr Ala Glu Pro Ser Gly Thr Thr Ser Val Gln
[1557] 340 345 350

[1558] Val Pro Thr Thr Glu Val Ile Ser Thr Ala Pro Val Gln Met Pro Thr
[1559] 355 360 365

[1560] Ala Glu Ser Thr Gly Met Thr Pro Glu Lys Val Pro Val Ser Glu Val
[1561] 370 375 380

[1562] Met Gly Thr Thr Leu Ala Glu Met Ser Thr Pro Glu Ala Thr Gly Met
[1563] 385 390 395 400
[1564] Thr Pro Ala Glu Val Ser Ile Val Val Leu Ser Gly Thr Thr Ala Ala
[1565] 405 410 415
[1566] Gln Val Thr Thr Thr Glu Trp Val Glu Thr Thr Ala Arg Glu Leu Pro
[1567] 420 425 430

[1568] Ile Pro Glu Pro Glu Gly Pro Asp Ala Ser Ser Ile Met Ser Thr Glu
[1569] 435 440 445

[1570] Ser Ile Thr Gly Ser Leu Gly Pro Leu Leu Asp Gly Thr Ala Thr Leu
[1571] 450 455 460

[1572] Arg Leu Val Lys Arg Gln Val Pro Leu Asp Cys Val Leu Tyr Arg Tyr
[1573] 465 470 475 480
[1574]  Gly Ser Phe Ser Val Thr Leu Asp Ile Val Gln Gly Ile Glu Ser Ala
[1575] 485 490 495
[1576] Glu Ile Leu Gln Ala Val Pro Ser Gly Glu Gly Asp Ala Phe Glu Leu
[1577] 500 505 510

[1578] Thr Val Ser Cys Gln Gly Gly Leu Pro Lys Glu Ala Cys Met Glu Ile
[1579] 515 520 525

[1580] Ser Ser Pro Gly Cys Gln Pro Pro Ala Gln Arg Leu Cys Gln Pro Val
[1581] 530 535 540

[1582] Leu Pro Ser Pro Ala Cys Gln Leu Val Leu His Gln Ile Leu Lys Gly
[1583] 545 550 555 560
[1584] Gly Ser Gly Thr Tyr Cys Leu Asn Val Ser Leu Ala Asp Thr Asn Ser
[1585] 565 570 575
[1586] Leu Ala Val Val Ser Thr Gln Leu Ile Met Pro Gly Gln Glu Ala Gly
[1587] 580 585 590

[1588] Leu Gly Gln Val Pro Leu Ile Val Gly Ile Leu Leu Val Leu Met Ala
[1589] 595 600 605

[1590] Val Val Leu Ala Ser Leu Ile Tyr Arg Arg Arg Leu Met Lys Gln Asp
[1591] 610 615 620

[1592]  Phe Ser Val Pro Gln Leu Pro His Ser Ser Ser His Trp Leu Arg Leu
[1593] 625 630 635 640
[1594] Pro Arg Ile Phe Cys Ser Cys Pro Ile Gly Glu Asn Ser Pro Leu Leu
[1595] 645 650 655
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[1596] Ser Gly Gln Gln Val

[1597] 660

[1598]  <210> 47

[1599] <211> 668

[1600]  <212> PRT

[1601] <213> homo sapiens

[1602]  <400> 47

[1603] Met Asp Leu Val Leu Lys Arg Cys Leu Leu His Leu Ala Val Ile Gly
[1604] 1 5 10 15
[1605] Ala Leu Leu Ala Val Gly Ala Thr Lys Val Pro Arg Asn Gln Asp Trp
[1606] 20 25 30

[1607] Leu Gly Val Ser Arg Gln Leu Arg Thr Lys Ala Trp Asn Arg Gln Leu
[1608] 35 40 45

[1609] Tyr Pro Glu Trp Thr Glu Ala Gln Arg Leu Asp Cys Trp Arg Gly Gly
[1610] 50 55 60

[1611] Gln Val Ser Leu Lys Val Ser Asn Asp Gly Pro Thr Leu Ile Gly Ala
[1612] 65 70 75 80
[1613] Asn Ala Ser Phe Ser Ile Ala Leu Asn Phe Pro Gly Ser Gln Lys Val
[1614] 85 90 95
[1615] Leu Pro Asp Gly Gln Val Ile Trp Val Asn Asn Thr Ile Ile Asn Gly
[1616] 100 105 110

[1617] Ser Gln Val Trp Gly Gly Gln Pro Val Tyr Pro Gln Glu Thr Asp Asp
[1618] 115 120 125

[1619] Ala Cys Ile Phe Pro Asp Gly Gly Pro Cys Pro Ser Gly Ser Trp Ser
[1620] 130 135 140

[1621]  Gln Lys Arg Ser Phe Val Tyr Val Trp Lys Thr Trp Gly Gln Tyr Trp
[1622] 145 150 155 160
[1623] Gln Val Leu Gly Gly Pro Val Ser Gly Leu Ser Ile Gly Thr Gly Arg
[1624] 165 170 175
[1625] Ala Met Leu Gly Thr His Thr Met Glu Val Thr Val Tyr His Arg Arg
[1626] 180 185 190

[1627]  Gly Ser Arg Ser Tyr Val Pro Leu Ala His Ser Ser Ser Ala Phe Thr
[1628] 195 200 205

[1629] Ile Thr Asp Gln Val Pro Phe Ser Val Ser Val Ser Gln Leu Arg Ala
[1630] 210 215 220

[1631] Leu Asp Gly Gly Asn Lys His Phe Leu Arg Asn Gln Pro Leu Thr Phe
[1632] 225 230 235 240
[1633] Ala Leu Gln Leu His Asp Pro Ser Gly Tyr Leu Ala Glu Ala Asp Leu
[1634] 245 250 255
[1635] Ser Tyr Thr Trp Asp Phe Gly Asp Ser Ser Gly Thr Leu Ile Ser Arg
[1636] 260 265 270

[1637] Ala Leu Val Val Thr His Thr Tyr Leu Glu Pro Gly Pro Val Thr Ala
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[1638] 275 280 285

[1639] GIn Val Val Leu Gln Ala Ala Ile Pro Leu Thr Ser Cys Gly Ser Ser
[1640] 290 295 300

[1641]  Pro Val Pro Gly Thr Thr Asp Gly His Arg Pro Thr Ala Glu Ala Pro
[1642] 305 310 315 320
[1643] Asn Thr Thr Ala Gly Gln Val Pro Thr Thr Glu Val Val Gly Thr Thr
[1644] 325 330 335
[1645] Pro Gly Gln Ala Pro Thr Ala Glu Pro Ser Gly Thr Thr Ser Val Gln
[1646] 340 345 350

[1647]  Val Pro Thr Thr Glu Val Ile Ser Thr Ala Pro Val Gln Met Pro Thr
[1648] 355 360 365

[1649] Ala Glu Ser Thr Gly Met Thr Pro Glu Lys Val Pro Val Ser Glu Val
[1650] 370 375 380

[1651] Met Gly Thr Thr Leu Ala Glu Met Ser Thr Pro Glu Ala Thr Gly Met
[1652] 385 390 395 400
[1653] Thr Pro Ala Glu Val Ser Ile Val Val Leu Ser Gly Thr Thr Ala Ala
[1654] 405 410 415
[1655] Gln Val Thr Thr Thr Glu Trp Val Glu Thr Thr Ala Arg Glu Leu Pro
[1656] 420 425 430

[1657] 1Ile Pro Glu Pro Glu Gly Pro Asp Ala Ser Ser Ile Met Ser Thr Glu
[1658] 435 440 445

[1659] Ser Ile Thr Gly Ser Leu Gly Pro Leu Leu Asp Gly Thr Ala Thr Leu
[1660] 450 455 460

[1661] Arg Leu Val Lys Arg Gln Val Pro Leu Asp Cys Val Leu Tyr Arg Tyr
[1662] 465 470 475 480
[1663] Gly Ser Phe Ser Val Thr Leu Asp Ile Val Gln Gly Ile Glu Ser Ala
[1664] 485 490 495
[1665] Glu Ile Leu Gln Ala Val Pro Ser Gly Glu Gly Asp Ala Phe Glu Leu
[1666] 500 505 510

[1667] Thr Val Ser Cys Gln Gly Gly Leu Pro Lys Glu Ala Cys Met Glu Ile
[1668] 515 520 525

[1669] Ser Ser Pro Gly Cys Gln Pro Pro Ala Gln Arg Leu Cys Gln Pro Val
[1670] 530 535 540

[1671] Leu Pro Ser Pro Ala Cys Gln Leu Val Leu His GIn Ile Leu Lys Gly
[1672] 545 550 555 560
[1673] Gly Ser Gly Thr Tyr Cys Leu Asn Val Ser Leu Ala Asp Thr Asn Ser
[1674] 565 570 575
[1675] Leu Ala Val Val Ser Thr Gln Leu Ile Met Pro Val Pro Gly Ile Leu
[1676] 580 585 590

[1677] Leu Thr Gly Gln Glu Ala Gly Leu Gly Gln Val Pro Leu Ile Val Gly
[1678] 595 600 605

[1679] 1Ile Leu Leu Val Leu Met Ala Val Val Leu Ala Ser Leu Ile Tyr Arg
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[1680] 610 615 620

[1681] Arg Arg Leu Met Lys Gln Asp Phe Ser Val Pro Gln Leu Pro His Ser
[1682] 625 630 635 640
[1683] Ser Ser His Trp Leu Arg Leu Pro Arg Ile Phe Cys Ser Cys Pro Ile
[1684] 645 650 655
[1685] Gly Glu Asn Ser Pro Leu Leu Ser Gly Gln Gln Val

[1686] 660 665

[1687] <210> 48

[1688] <211> 118

[1689]  <212> PRT

[1690] <213> homo sapiens

[1691]  <400> 48

[1692] Met Pro Arg Glu Asp Ala His Phe Ile Tyr Gly Tyr Pro Lys Lys Gly
[1693] 1 5 10 15
[1694] His Gly His Ser Tyr Thr Thr Ala Glu Glu Ala Ala Gly Ile Gly Ile
[1695] 20 25 30

[1696] Leu Thr Val Ile Leu Gly Val Leu Leu Leu Ile Gly Cys Trp Tyr Cys
[1697] 35 40 45

[1698] Arg Arg Arg Asn Gly Tyr Arg Ala Leu Met Asp Lys Ser Leu His Val
[1699] 50 55 60

[1700] Gly Thr Gln Cys Ala Leu Thr Arg Arg Cys Pro Gln Glu Gly Phe Asp
[1701] 65 70 75 80
[1702] His Arg Asp Ser Lys Val Ser Leu Gln Glu Lys Asn Cys Glu Pro Val
[1703] 85 90 95
[1704] Val Pro Asn Ala Pro Pro Ala Tyr Glu Lys Leu Ser Ala Glu Gln Ser
[1705] 100 105 110

[1706] Pro Pro Pro Tyr Ser Pro

[1707] 115

[1708]  <210> 49

[1709] <211> 1069

[1710]  <212> PRT

[1711]  <213> homo sapiens

[1712]  <400> 49

[1713] Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu Arg Ser
[1714] 1 5 10 15
[1715] His Tyr Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg Leu Gly
[1716] 20 25 30

[1717]  Pro Gln Gly Trp Arg Leu Val Gln Arg Gly Asp Pro Ala Ala Phe Arg
[1718] 35 40 45

[1719] Ala Leu Val Ala Gln Cys Leu Val Cys Val Pro Trp Asp Ala Arg Pro
[1720] 50 55 60

[1721]  Pro Pro Ala Ala Pro Ser Phe Arg Gln Val Ser Cys Leu Lys Glu Leu
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[1722] 65 70 75 80
[1723] Val Ala Arg Val Leu Gln Arg Leu Cys Glu Arg Gly Ala Lys Asn Val
[1724] 85 90 95
[1725] Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro
[1726] 100 105 110

[1727]  Glu Ala Phe Thr Thr Ser Val Arg Ser Tyr Leu Pro Asn Thr Val Thr
[1728] 115 120 125

[1729] Asp Ala Leu Arg Gly Ser Gly Ala Trp Gly Leu Leu Leu Arg Arg Val
[1730] 130 135 140

[1731]  Gly Asp Asp Val Leu Val His Leu Leu Ala Arg Cys Ala Leu Phe Val
[1732] 145 150 155 160
[1733] Leu Val Ala Pro Ser Cys Ala Tyr Gln Val Cys Gly Pro Pro Leu Tyr
[1734] 165 170 175
[1735]  Gln Leu Gly Ala Ala Thr Gln Ala Arg Pro Pro Pro His Ala Ser Gly
[1736] 180 185 190

[1737]  Pro Arg Arg Arg Leu Gly Cys Glu Arg Ala Trp Asn His Ser Val Arg
[1738] 195 200 205

[1739] Glu Ala Gly Val Pro Leu Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg
[1740] 210 215 220

[1741]  Gly Gly Ser Ala Ser Arg Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg
[1742] 225 230 235 240
[1743] Gly Ala Ala Pro Glu Pro Glu Arg Thr Pro Val Gly Gln Gly Ser Trp
[1744] 245 250 255
[1745] Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val
[1746] 260 265 270

[1747] Val Ser Pro Ala Arg Pro Ala Glu Glu Ala Thr Ser Leu Glu Gly Ala
[1748] 275 280 285

[1749] Leu Ser Gly Thr Arg His Ser His Pro Ser Val Gly Arg Gln His His
[1750] 290 295 300

[1751] Ala Gly Pro Pro Ser Thr Ser Arg Pro Pro Arg Pro Trp Asp Thr Pro
[1752] 305 310 315 320
[1753] Cys Pro Pro Val Tyr Ala Glu Thr Lys His Phe Leu Tyr Ser Ser Gly
[1754] 325 330 335
[1755] Asp Lys Glu Gln Leu Arg Pro Ser Phe Leu Leu Ser Ser Leu Arg Pro
[1756] 340 345 350

[1757] Ser Leu Thr Gly Ala Arg Arg Leu Val Glu Thr Ile Phe Leu Gly Ser
[1758] 355 360 365

[1759] Arg Pro Trp Met Pro Gly Thr Pro Arg Arg Leu Pro Arg Leu Pro Gln
[1760] 370 375 380

[1761]  Arg Tyr Trp Gln Met Arg Pro Leu Phe Leu Glu Leu Leu Gly Asn His
[1762] 385 390 395 400
[1763] Ala Gln Cys Pro Tyr Gly Val Leu Leu Lys Thr His Cys Pro Leu Arg
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[1764] 405 410 415
[1765] Ala Ala Val Thr Pro Ala Ala Gly Val Cys Ala Arg Glu Lys Pro Gln
[1766] 420 425 430

[1767]  Gly Ser Val Ala Ala Pro Glu Glu Glu Asp Thr Asp Pro Arg Arg Leu
[1768] 435 440 445

[1769] Val Gln Leu Leu Arg GIn His Ser Ser Pro Trp Gln Val Tyr Gly Phe
[1770] 450 455 460

[1771]  Val Arg Ala Cys Leu Arg Arg Leu Val Pro Pro Gly Leu Trp Gly Ser
[1772]1 465 470 475 480
[1773] Arg His Asn Glu Arg Arg Phe Leu Arg Asn Thr Lys Lys Phe Ile Ser
[1774] 485 490 495
[1775] Leu Gly Lys His Ala Lys Leu Ser Leu Gln Glu Leu Thr Trp Lys Met
[1776] 500 505 510

[1777] Ser Val Arg Asp Cys Ala Trp Leu Arg Arg Ser Pro Gly Val Gly Cys
[1778] 515 520 525

[1779] Val Pro Ala Ala Glu His Arg Leu Arg Glu Glu Ile Leu Ala Lys Phe
[1780] 530 535 540

[1781] Leu His Trp Leu Met Ser Val Tyr Val Val Glu Leu Leu Arg Ser Phe
[1782] 545 550 555 560
[1783] Phe Tyr Val Thr Glu Thr Thr Phe Gln Lys Asn Arg Leu Phe Phe Tyr
[1784] 565 570 575
[1785] Arg Lys Ser Val Trp Ser Lys Leu Gln Ser Ile Gly Ile Arg Gln His
[1786] 580 585 590

[1787] Leu Lys Arg Val Gln Leu Arg Glu Leu Ser Glu Ala Glu Val Arg Gln
[1788] 595 600 605

[1789] His Arg Glu Ala Arg Pro Ala Leu Leu Thr Ser Arg Leu Arg Phe Ile
[1790] 610 615 620

[1791]  Pro Lys Pro Asp Gly Leu Arg Pro Ile Val Asn Met Asp Tyr Val Val
[1792] 625 630 635 640
[1793] Gly Ala Arg Thr Phe Arg Arg Glu Lys Arg Ala Glu Arg Leu Thr Ser
[1794] 645 650 655
[1795] Arg Val Lys Ala Leu Phe Ser Val Leu Asn Tyr Glu Arg Ala Arg Arg
[1796] 660 665 670

[1797] Pro Gly Leu Leu Gly Ala Ser Val Leu Gly Leu Asp Asp Ile His Arg
[1798] 675 680 685

[1799] Ala Trp Arg Thr Phe Val Leu Arg Val Arg Ala Gln Asp Pro Pro Pro
[1800] 690 695 700

[1801] Glu Leu Tyr Phe Val Lys Val Asp Val Thr Gly Ala Tyr Asp Thr Ile
[1802] 705 710 715 720
[1803] Pro Gln Asp Arg Leu Thr Glu Val Ile Ala Ser Ile Ile Lys Pro Gln
[1804] 725 730 735
[1805] Asn Thr Tyr Cys Val Arg Arg Tyr Ala Val Val Gln Lys Ala Ala His
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[1806] 740 745 750

[1807] Gly His Val Arg Lys Ala Phe Lys Ser His Val Ser Thr Leu Thr Asp
[1808] 755 760 765

[1809] Leu Gln Pro Tyr Met Arg Gln Phe Val Ala His Leu Gln Glu Thr Ser
[1810] 770 775 780

[1811] Pro Leu Arg Asp Ala Val Val Ile Glu Gln Ser Ser Ser Leu Asn Glu
[1812] 785 790 795 800
[1813] Ala Ser Ser Gly Leu Phe Asp Val Phe Leu Arg Phe Met Cys His His
[1814] 805 810 815
[1815] Ala Val Arg Ile Arg Gly Lys Ser Tyr Val Gln Cys Gln Gly Ile Pro
[1816] 820 825 830

[1817] Gln Gly Ser Ile Leu Ser Thr Leu Leu Cys Ser Leu Cys Tyr Gly Asp
[1818] 835 840 845

[1819] Met Glu Asn Lys Leu Phe Ala Gly Ile Arg Arg Asp Gly Leu Leu Leu
[1820] 850 855 860

[1821] Arg Leu Val Asp Asp Phe Leu Leu Val Thr Pro His Leu Thr His Ala
[1822] 865 870 875 880
[1823] Lys Thr Phe Leu Ser Tyr Ala Arg Thr Ser Ile Arg Ala Ser Leu Thr
[1824] 885 890 895
[1825] Phe Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe
[1826] 900 905 910

[1827] Gly Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gln Val
[1828] 915 920 925

[1829] Asn Ser Leu Gln Thr Val Cys Thr Asn Ile Tyr Lys Ile Leu Leu Leu
[1830] 930 935 940

[1831] Gln Ala Tyr Arg Phe His Ala Cys Val Leu Gln Leu Pro Phe His Gln
[1832] 945 950 955 960
[1833] Gln Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val Ile Ser Asp Thr
[1834] 965 970 975
[1835] Ala Ser Leu Cys Tyr Ser Ile Leu Lys Ala Lys Asn Ala Gly Met Ser
[1836] 980 985 990

[1837] Leu Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu Ala Val Gln
[1838] 995 1000 1005

[1839] Trp Leu Cys His Gln Ala Phe Leu Leu Lys Leu Thr Arg His Arg
[1840] 1010 1015 1020

[1841] Val Thr Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr Ala Gln Thr
[1842] 1025 1030 1035

[1843] Gln Leu Ser Arg Lys Leu Pro Gly Thr Thr Leu Thr Ala Leu Glu
[1844] 1040 1045 1050

[1845] Ala Ala Ala Asn Pro Ala Leu Pro Ser Asp Phe Lys Thr Ile Leu
[1846] 1055 1060 1065

[1847] Asp
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[1848] <210> 50

[1849] <211> 1132

[1850]  <212> PRT

[1851] <213> homo sapiens

[1852]  <400> 50

[1853] Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu Arg Ser
[1854] 1 5 10 15
[1855] His Tyr Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg Leu Gly
[1856] 20 25 30

[1857] Pro Gln Gly Trp Arg Leu Val Gln Arg Gly Asp Pro Ala Ala Phe Arg
[1858] 35 40 45

[1859] Ala Leu Val Ala Gln Cys Leu Val Cys Val Pro Trp Asp Ala Arg Pro
[1860] 50 55 60

[1861] Pro Pro Ala Ala Pro Ser Phe Arg Gln Val Ser Cys Leu Lys Glu Leu
[1862] 65 70 75 80
[1863] Val Ala Arg Val Leu Gln Arg Leu Cys Glu Arg Gly Ala Lys Asn Val
[1864] 85 90 95
[1865] Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro
[1866] 100 105 110

[1867] Glu Ala Phe Thr Thr Ser Val Arg Ser Tyr Leu Pro Asn Thr Val Thr
[1868] 115 120 125

[1869] Asp Ala Leu Arg Gly Ser Gly Ala Trp Gly Leu Leu Leu Arg Arg Val
[1870] 130 135 140

[1871]  Gly Asp Asp Val Leu Val His Leu Leu Ala Arg Cys Ala Leu Phe Val
[1872] 145 150 155 160
[1873] Leu Val Ala Pro Ser Cys Ala Tyr Gln Val Cys Gly Pro Pro Leu Tyr
[1874] 165 170 175
[1875] Gln Leu Gly Ala Ala Thr Gln Ala Arg Pro Pro Pro His Ala Ser Gly
[1876] 180 185 190

[1877] Pro Arg Arg Arg Leu Gly Cys Glu Arg Ala Trp Asn His Ser Val Arg
[1878] 195 200 205

[1879] Glu Ala Gly Val Pro Leu Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg
[1880] 210 215 220

[1881] Gly Gly Ser Ala Ser Arg Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg
[1882] 225 230 235 240
[1883] Gly Ala Ala Pro Glu Pro Glu Arg Thr Pro Val Gly Gln Gly Ser Trp
[1884] 245 250 255
[1885] Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val
[1886] 260 265 270

[1887] Val Ser Pro Ala Arg Pro Ala Glu Glu Ala Thr Ser Leu Glu Gly Ala
[1888] 275 280 285

[1889] Leu Ser Gly Thr Arg His Ser His Pro Ser Val Gly Arg Gln His His
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[1890] 290 295 300

[1891] Ala Gly Pro Pro Ser Thr Ser Arg Pro Pro Arg Pro Trp Asp Thr Pro
[1892] 305 310 315 320
[1893] Cys Pro Pro Val Tyr Ala Glu Thr Lys His Phe Leu Tyr Ser Ser Gly
[1894] 325 330 335
[1895] Asp Lys Glu Gln Leu Arg Pro Ser Phe Leu Leu Ser Ser Leu Arg Pro
[1896] 340 345 350

[1897] Ser Leu Thr Gly Ala Arg Arg Leu Val Glu Thr Ile Phe Leu Gly Ser
[1898] 355 360 365

[1899] Arg Pro Trp Met Pro Gly Thr Pro Arg Arg Leu Pro Arg Leu Pro Gln
[1900] 370 375 380

[1901]  Arg Tyr Trp Gln Met Arg Pro Leu Phe Leu Glu Leu Leu Gly Asn His
[1902] 385 390 395 400
[1903] Ala Gln Cys Pro Tyr Gly Val Leu Leu Lys Thr His Cys Pro Leu Arg
[1904] 405 410 415
[1905] Ala Ala Val Thr Pro Ala Ala Gly Val Cys Ala Arg Glu Lys Pro Gln
[1906] 420 425 430

[1907] Gly Ser Val Ala Ala Pro Glu Glu Glu Asp Thr Asp Pro Arg Arg Leu
[1908] 435 440 445

[1909] Val Gln Leu Leu Arg Gln His Ser Ser Pro Trp Gln Val Tyr Gly Phe
[1910] 450 455 460

[1911]  Val Arg Ala Cys Leu Arg Arg Leu Val Pro Pro Gly Leu Trp Gly Ser
[1912] 465 470 475 480
[1913] Arg His Asn Glu Arg Arg Phe Leu Arg Asn Thr Lys Lys Phe Ile Ser
[1914] 485 490 495
[1915] Leu Gly Lys His Ala Lys Leu Ser Leu Gln Glu Leu Thr Trp Lys Met
[1916] 500 505 510

[1917]  Ser Val Arg Asp Cys Ala Trp Leu Arg Arg Ser Pro Gly Val Gly Cys
[1918] 515 520 525

[1919] Val Pro Ala Ala Glu His Arg Leu Arg Glu Glu Ile Leu Ala Lys Phe
[1920] 530 535 540

[1921] Leu His Trp Leu Met Ser Val Tyr Val Val Glu Leu Leu Arg Ser Phe
[1922] 545 550 555 560
[1923] Phe Tyr Val Thr Glu Thr Thr Phe Gln Lys Asn Arg Leu Phe Phe Tyr
[1924] 565 570 575
[1925] Arg Lys Ser Val Trp Ser Lys Leu Gln Ser Ile Gly Ile Arg Gln His
[1926] 580 585 590

[1927] Leu Lys Arg Val Gln Leu Arg Glu Leu Ser Glu Ala Glu Val Arg Gln
[1928] 595 600 605

[1929] His Arg Glu Ala Arg Pro Ala Leu Leu Thr Ser Arg Leu Arg Phe Ile
[1930] 610 615 620

[1931] Pro Lys Pro Asp Gly Leu Arg Pro Ile Val Asn Met Asp Tyr Val Val
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[1932] 625 630 635 640
[1933] Gly Ala Arg Thr Phe Arg Arg Glu Lys Arg Ala Glu Arg Leu Thr Ser
[1934] 645 650 655
[1935] Arg Val Lys Ala Leu Phe Ser Val Leu Asn Tyr Glu Arg Ala Arg Arg
[1936] 660 665 670

[1937]  Pro Gly Leu Leu Gly Ala Ser Val Leu Gly Leu Asp Asp Ile His Arg
[1938] 675 680 685

[1939] Ala Trp Arg Thr Phe Val Leu Arg Val Arg Ala Gln Asp Pro Pro Pro
[1940] 690 695 700

[1941] Glu Leu Tyr Phe Val Lys Val Asp Val Thr Gly Ala Tyr Asp Thr Ile
[1942] 705 710 715 720
[1943] Pro Gln Asp Arg Leu Thr Glu Val Ile Ala Ser Ile Ile Lys Pro Gln
[1944] 725 730 735
[1945] Asn Thr Tyr Cys Val Arg Arg Tyr Ala Val Val Gln Lys Ala Ala His
[1946] 740 745 750

[1947] Gly His Val Arg Lys Ala Phe Lys Ser His Val Ser Thr Leu Thr Asp
[1948] 755 760 765

[1949] Leu Gln Pro Tyr Met Arg Gln Phe Val Ala His Leu Gln Glu Thr Ser
[1950] 770 775 780

[1951] Pro Leu Arg Asp Ala Val Val Ile Glu Gln Ser Ser Ser Leu Asn Glu
[1952] 785 790 795 800
[1953] Ala Ser Ser Gly Leu Phe Asp Val Phe Leu Arg Phe Met Cys His His
[1954] 805 810 815
[1955] Ala Val Arg Ile Arg Gly Lys Ser Tyr Val Gln Cys Gln Gly Ile Pro
[1956] 820 825 830

[1957] Gln Gly Ser Ile Leu Ser Thr Leu Leu Cys Ser Leu Cys Tyr Gly Asp
[1958] 835 840 845

[1959] Met Glu Asn Lys Leu Phe Ala Gly Ile Arg Arg Asp Gly Leu Leu Leu
[1960] 850 855 860

[1961] Arg Leu Val Asp Asp Phe Leu Leu Val Thr Pro His Leu Thr His Ala
[1962] 865 870 875 880
[1963] Lys Thr Phe Leu Arg Thr Leu Val Arg Gly Val Pro Glu Tyr Gly Cys
[1964] 885 890 895
[1965] Val Val Asn Leu Arg Lys Thr Val Val Asn Phe Pro Val Glu Asp Glu
[1966] 900 905 910

[1967] Ala Leu Gly Gly Thr Ala Phe Val Gln Met Pro Ala His Gly Leu Phe
[1968] 915 920 925

[1969] Pro Trp Cys Gly Leu Leu Leu Asp Thr Arg Thr Leu Glu Val Gln Ser
[1970] 930 935 940

[1971] Asp Tyr Ser Ser Tyr Ala Arg Thr Ser Ile Arg Ala Ser Leu Thr Phe
[1972] 945 950 955 960
[1973] Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe Gly
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[1974] 965 970 975
[1975] Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gln Val Asn
[1976] 980 985 990

[1977]  Ser Leu Gln Thr Val Cys Thr Asn Ile Tyr Lys Ile Leu Leu Leu Gln
[1978] 995 1000 1005

[1979] Ala Tyr Arg Phe His Ala Cys Val Leu Gln Leu Pro Phe His Gln
[1980] 1010 1015 1020

[1981] Gln Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val Ile Ser Asp
[1982] 1025 1030 1035

[1983] Thr Ala Ser Leu Cys Tyr Ser Ile Leu Lys Ala Lys Asn Ala Gly
[1984] 1040 1045 1050

[1985] Met Ser Leu Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu
[1986] 1055 1060 1065

[1987] Ala Val Gln Trp Leu Cys His Gln Ala Phe Leu Leu Lys Leu Thr
[1988] 1070 1075 1080

[1989] Arg His Arg Val Thr Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr
[1990] 1085 1090 1095

[1991] Ala Gln Thr Gln Leu Ser Arg Lys Leu Pro Gly Thr Thr Leu Thr
[1992] 1100 1105 1110

[1993] Ala Leu Glu Ala Ala Ala Asn Pro Ala Leu Pro Ser Asp Phe Lys
[1994] 1115 1120 1125

[1995] Thr Ile Leu Asp

[1996] 1130

[1997] <210> 51

[1998] <211> 353

[1999]  <212> PRT

[2000] <213> homo sapiens

[2001]  <400> 51

[2002] Met Ala His Phe Pro Gly Phe Gly Gln Ser Leu Leu Phe Gly Tyr Pro
[2003] 1 5 10 15
[2004] Val Tyr Val Phe Gly Asp Cys Val Gln Gly Asp Trp Cys Pro Ile Ser
[2005] 20 25 30

[2006] Gly Gly Leu Cys Ser Ala Arg Leu His Arg His Ala Leu Leu Ala Thr
[2007] 35 40 45

[2008] Cys Pro Glu His Gln Ile Thr Trp Asp Pro Ile Asp Gly Arg Val Ile
[2009] 50 55 60

[2010] Gly Ser Ala Leu Gln Phe Leu Ile Pro Arg Leu Pro Ser Phe Pro Thr
[2011] 65 70 75 80
[2012]  Gln Arg Thr Ser Lys Thr Leu Lys Val Leu Thr Pro Pro Ile Thr His
[2013] 85 90 95
[2014] Thr Thr Pro Asn Ile Pro Pro Ser Phe Leu Gln Ala Met Arg Lys Tyr
[2015] 100 105 110
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[2016]
[2017]
[2018]
[2019]
[2020]
[2021]
[2022]
[2023]
[2024]
[2025]
[2026]
[2027]
[2028]
[2029]
[2030]
[2031]
[2032]
[2033]
[2034]
[2035]
[2036]
[2037]
[2038]
[2039]
[2040]
[2041]
[2042]
[2043]
[2044]
[2045]
[2046]
[2047]
[2048]
[2049]
[2050]
[2051]
[2052]
[2053]
[2054]
[2055]
[2056]
[2057]

Ser
Pro
Thr
145
Pro
Gly
Lys
Pro
Val
225
Leu
Ile
Ser
Ser
Leu
305
Phe

Pro

Val

<210> 52

Pro
Thr
130
Leu
Pro
Gln
Leu
Glu
210
Thr
Thr
Ser
Ser
Phe
290
His
Asn

Gly

Phe
115
Leu
Trp
Ile
Leu
Leu
195
Asp
Leu
Thr
Gly
Ser
275
Leu
Leu

Glu

Gly

<211> 345
<212> PRT
<213> homo sapiens

<400> 52

Arg

Ser

Gly

Thr

Gly

180

Tyr

Cys

Thr

Pro

Pro

260

Phe

Leu

Leu

Lys

Leu
340

Asn

Phe

Gly

Trp

165

Ala

Lys

Leu

Ala

Gly

245

Cys

Ile

Ser

Phe

Glu

325
Glu

Gly
Pro
Ser
150
Pro
Phe
Ile
Pro
Trp
230
Leu
Pro
Phe
His
Glu
310

Ala

Pro

Tyr
Asp
135
Val
Leu
Leu
Ser
Thr
215
Gln
Ile
Lys
His
Gly
295
Glu

Asp

Leu

Met Ala His Phe Pro Gly Phe

1

5

Val Tyr Val Phe Gly Asp Cys

20

Gly Gly Leu Cys Ser Pro Arg

35

Met Glu Pro
120
Pro Gly Leu

Val Cys Met

Leu Pro His
170
Thr Asn Val
185
Leu Thr Thr
200
Thr Leu Phe

Asn Gly Leu

Trp Thr Phe
250
Asp Gly Gln
265
Lys Phe Gln
280
Leu Ile Gln

Tyr Thr Asn

Asp Asn Asp

330

Ser Glu Lys
345

Thr
Arg
Tyr
155
Val
Pro
Gly
Gln
Leu
235
Thr
Pro
Thr
Tyr
Ile
315
His

His

Leu

Pro

140

Leu

Ile

Tyr

Ala

Pro

220

Pro

Asp

Ser

Lys

Ser

300

Pro

Glu

Phe

Gly Gln Ser Leu Leu

10

Val Gln Ala Asp Trp

25

Leu His Arg His Ala

40

109

Gly
125
Gln
Tyr
Phe
Lys
Leu
205
Ala
Phe
Gly
Leu
Ala
285
Ser
Ile

Pro

Arg

Tyr

Cys

Leu
45

Gln His

Asn Leu

Gln Leu

Cys His
175

Arg Ile

190

Ile Ile

Arg Ala

His Ser

Thr Pro
255

Val Leu

270

Tyr His

Phe His

Ser Leu

Gln Ile

335
Glu Thr
350

Gly Tyr
15

Pro Ile

30

Leu Ala

Leu

Tyr

Ser

160

Pro

Glu

Leu

Pro

Thr

240

Met

Gln

Pro

Asn

Leu

320

Ser

Glu

Pro

Ser

Thr
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[2058] Cys Pro Glu His Gln Ile Thr Trp Asp Pro Ile Asp Gly Arg Val Val
[2059] 50 55 60

[2060] Gly Ser Pro Leu Gln Tyr Leu Ile Pro Arg Leu Pro Ser Phe Pro Thr
[2061] 65 70 75 80
[2062]  Gln Arg Thr Ser Lys Thr Leu Lys Val Leu Thr Pro Pro Thr Thr Pro
[2063] 85 90 95
[2064] Val Thr Pro Lys Val Pro Pro Ser Phe Phe Gln Ser Val Arg Arg His
[2065] 100 105 110

[2066] Ser Pro Tyr Arg Asn Gly Cys Leu Glu Thr Thr Leu Gly Glu Gln Leu
[2067] 115 120 125

[2068] Pro Ser Leu Ala Phe Pro Glu Pro Gly Leu Arg Pro Gln Asn Val Tyr
[2069] 130 135 140

[2070] Thr Ile Trp Gly Lys Thr Ile Val Cys Leu Tyr Ile Tyr Gln Leu Ser
[2071] 145 150 155 160
[2072] Pro Pro Met Thr Trp Pro Leu Ile Pro His Val Ile Phe Cys Asn Pro
[2073] 165 170 175
[2074] Arg Gln Leu Gly Ala Phe Leu Ser Asn Val Pro Pro Lys Arg Leu Glu
[2075] 180 185 190

[2076] Glu Leu Leu Tyr Lys Leu Tyr Leu His Thr Gly Ala Ile Ile Ile Leu
[2077] 195 200 205

[2078]  Pro Glu Asp Ala Leu Pro Thr Thr Leu Phe Gln Pro Val Arg Ala Pro
[2079] 210 215 220

[2080] Cys Val Gln Thr Thr Trp Asn Thr Gly Leu Leu Pro Tyr Gln Pro Asn
[2081] 225 230 235 240
[2082] Leu Thr Thr Pro Gly Leu Ile Trp Thr Phe Asn Asp Gly Ser Pro Met
[2083] 245 250 255
[2084] Ile Ser Gly Pro Cys Pro Lys Ala Gly Gln Pro Ser Leu Val Val Gln
[2085] 260 265 270

[2086] Ser Ser Leu Leu Ile Phe Glu Arg Phe Gln Thr Lys Ala Tyr His Pro
[2087] 275 280 285

[2088] Ser Tyr Leu Leu Ser His Gln Leu Ile Gln Tyr Ser Ser Phe His His
[2089] 290 295 300

[2090] Leu Tyr Leu Leu Phe Asp Glu Tyr Thr Thr Ile Pro Phe Ser Leu Leu
[2091] 305 310 315 320
[2092]  Phe Lys Glu Lys Glu Gly Asp Asp Arg Asp Asn Asp Pro Leu Pro Gly
[2093] 325 330 335
[2094] Ala Thr Ala Ser Pro Gln Gly Gln Asn

[2095] 340 345

[2096]  <210> 53

[2097] <211> 180

[2098] <212> PRT

[2099] <213> homo sapiens

110



CN 114605547 B F 5 = 51/219 1
[2100]  <400> 53

[2101] Met Gln Ala Glu Gly Arg Gly Thr Gly Gly Ser Thr Gly Asp Ala Asp
[2102] 1 5 10 15
[2103] Gly Pro Gly Gly Pro Gly Ile Pro Asp Gly Pro Gly Gly Asn Ala Gly
[2104] 20 25 30

[2105]  Gly Pro Gly Glu Ala Gly Ala Thr Gly Gly Arg Gly Pro Arg Gly Ala
[2106] 35 40 45

[2107] Gly Ala Ala Arg Ala Ser Gly Pro Gly Gly Gly Ala Pro Arg Gly Pro
[2108] 50 55 60

[2109] His Gly Gly Ala Ala Ser Gly Leu Asn Gly Cys Cys Arg Cys Gly Ala
[2110] 65 70 75 80
[2111]  Arg Gly Pro Glu Ser Arg Leu Leu Glu Phe Tyr Leu Ala Met Pro Phe
[2112] 85 90 95
[2113] Ala Thr Pro Met Glu Ala Glu Leu Ala Arg Arg Ser Leu Ala Gln Asp
[2114] 100 105 110

[2115] Ala Pro Pro Leu Pro Val Pro Gly Val Leu Leu Lys Glu Phe Thr Val
[2116] 115 120 125

[2117] Ser Gly Asn Ile Leu Thr Ile Arg Leu Thr Ala Ala Asp His Arg Gln
[2118] 130 135 140

[2119]  Leu Gln Leu Ser Ile Ser Ser Cys Leu Gln Gln Leu Ser Leu Leu Met
[2120] 145 150 155 160
[2121] Trp Ile Thr Gln Cys Phe Leu Pro Val Phe Leu Ala Gln Pro Pro Ser
[2122] 165 170 175
[2123] Gly Gln Arg Arg

[2124] 180

[2125] <210> 54

[2126] <211> 309

[2127]  <212> PRT

[2128] <213> homo sapiens

[2129]  <400> 54

[2130] Met Ser Leu Glu Gln Arg Ser Leu His Cys Lys Pro Glu Glu Ala Leu
[2131] 1 5 10 15
[2132] Glu Ala Gln Gln Glu Ala Leu Gly Leu Val Cys Val Gln Ala Ala Thr
[2133] 20 25 30

[2134] Ser Ser Ser Ser Pro Leu Val Leu Gly Thr Leu Glu Glu Val Pro Thr
[2135] 35 40 45

[2136] Ala Gly Ser Thr Asp Pro Pro Gln Ser Pro Gln Gly Ala Ser Ala Phe
[2137] 50 55 60

[2138] Pro Thr Thr Ile Asn Phe Thr Arg Gln Arg Gln Pro Ser Glu Gly Ser
[2139] 65 70 75 80
[2140] Ser Ser Arg Glu Glu Glu Gly Pro Ser Thr Ser Cys Ile Leu Glu Ser
[2141] 85 90 95
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[2142] Leu Phe Arg Ala Val Ile Thr Lys Lys Val Ala Asp Leu Val Gly Phe
[2143] 100 105 110

[2144] Leu Leu Leu Lys Tyr Arg Ala Arg Glu Pro Val Thr Lys Ala Glu Met
[2145] 115 120 125

[2146] Leu Glu Ser Val Ile Lys Asn Tyr Lys His Cys Phe Pro Glu Ile Phe
[2147] 130 135 140

[2148] Gly Lys Ala Ser Glu Ser Leu Gln Leu Val Phe Gly Ile Asp Val Lys
[2149] 145 150 155 160
[2150]  Glu Ala Asp Pro Thr Gly His Ser Tyr Val Leu Val Thr Cys Leu Gly
[2151] 165 170 175
[2152] Leu Ser Tyr Asp Gly Leu Leu Gly Asp Asn Gln Ile Met Pro Lys Thr
[2153] 180 185 190

[2154] Gly Phe Leu Ile Ile Val Leu Val Met Ile Ala Met Glu Gly Gly His
[2155] 195 200 205

[2156] Ala Pro Glu Glu Glu Ile Trp Glu Glu Leu Ser Val Met Glu Val Tyr
[2157] 210 215 220

[2158] Asp Gly Arg Glu His Ser Ala Tyr Gly Glu Pro Arg Lys Leu Leu Thr
[2159] 225 230 235 240
[2160] Gln Asp Leu Val Gln Glu Lys Tyr Leu Glu Tyr Arg Gln Val Pro Asp
[2161] 245 250 255
[2162]  Ser Asp Pro Ala Arg Tyr Glu Phe Leu Trp Gly Pro Arg Ala Leu Ala
[2163] 260 265 270

[2164] Glu Thr Ser Tyr Val Lys Val Leu Glu Tyr Val Ile Lys Val Ser Ala
[2165] 275 280 285

[2166] Arg Val Arg Phe Phe Phe Pro Ser Leu Arg Glu Ala Ala Leu Arg Glu
[2167] 290 295 300

[2168]  Glu Glu Glu Gly Val

[2169] 305

[2170]  <210> 55

[2171]  <211> 314

[2172]  <212> PRT

[2173]  <213> homo sapiens

[2174]  <400> 55

[2175] Met Pro Leu Glu Gln Arg Ser Gln His Cys Lys Pro Glu Glu Gly Leu
[2176] 1 5 10 15
[2177]  Glu Ala Arg Gly Glu Ala Leu Gly Leu Val Gly Ala Gln Ala Pro Ala
[2178] 20 25 30

[2179]  Thr Glu Glu Gln Glu Ala Ala Ser Ser Ser Ser Thr Leu Val Glu Val
[2180] 35 40 45

[2181] Thr Leu Gly Glu Val Pro Ala Ala Glu Ser Pro Asp Pro Pro Gln Ser
[2182] 50 55 60

[2183] Pro Gln Gly Ala Ser Ser Leu Pro Thr Thr Met Asn Tyr Pro Leu Trp
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[2184] 65 70 75 80
[2185] Ser Gln Ser Tyr Glu Asp Ser Ser Asn Gln Glu Glu Glu Gly Pro Ser
[2186] 85 90 95
[2187]  Thr Phe Pro Asp Leu Glu Ser Glu Phe Gln Ala Ala Leu Ser Arg Lys
[2188] 100 105 110

[2189] Val Ala Glu Leu Val His Phe Leu Leu Leu Lys Tyr Arg Ala Arg Glu
[2190] 115 120 125

[2191] Pro Val Thr Lys Ala Glu Met Leu Gly Ser Val Val Gly Asn Trp Gln
[2192] 130 135 140

[2193] Tyr Phe Phe Pro Val Ile Phe Ser Lys Ala Ser Ser Ser Leu Gln Leu
[2194] 145 150 155 160
[2195] Val Phe Gly Ile Glu Leu Met Glu Val Asp Pro Ile Gly His Leu Tyr
[2196] 165 170 175
[2197] Ile Phe Ala Thr Cys Leu Gly Leu Ser Tyr Asp Gly Leu Leu Gly Asp
[2198] 180 185 190

[2199]  Asn Gln Ile Met Pro Lys Ala Gly Leu Leu Ile Ile Val Leu Ala Ile
[2200] 195 200 205

[2201] 1Ile Ala Arg Glu Gly Asp Cys Ala Pro Glu Glu Lys Ile Trp Glu Glu
[2202] 210 215 220

[2203] Leu Ser Val Leu Glu Val Phe Glu Gly Arg Glu Asp Ser Ile Leu Gly
[2204] 225 230 235 240
[2205] Asp Pro Lys Lys Leu Leu Thr Gln His Phe Val Gln Glu Asn Tyr Leu
[2206] 245 250 255
[2207] Glu Tyr Arg Gln Val Pro Gly Ser Asp Pro Ala Cys Tyr Glu Phe Leu
[2208] 260 265 270

[2209] Trp Gly Pro Arg Ala Leu Val Glu Thr Ser Tyr Val Lys Val Leu His
[2210] 275 280 285

[2211] His Met Val Lys Ile Ser Gly Gly Pro His Ile Ser Tyr Pro Pro Leu
[2212] 290 295 300

[2213] His Glu Trp Val Leu Arg Glu Gly Glu Glu

[2214] 305 310

[2215]  <210> 56

[2216] <211> 1225

[2217]  <212> PRT

[2218] <213> homo sapiens

[2219]  <400> 56

[2220] Met Lys Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu
[2221] 1 5 10 15
[2222] Arg His Leu Tyr Gln Gly Cys Gln Val Val Gln Gly Asn Leu Glu Leu
[2223] 20 25 30

[2224] Thr Tyr Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln
[2225] 35 40 45
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[2226] Glu Val Gln Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg GIn Val
[2227] 50 55 60

[2228] Pro Leu Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp
[2229] 65 70 75 80
[2230] Asn Tyr Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr
[2231] 85 90 95
[2232] Thr Pro Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu
[2233] 100 105 110

[2234] Arg Ser Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gln Arg Asn
[2235] 115 120 125

[2236] Pro Gln Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His
[2237] 130 135 140

[2238] Lys Asn Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg
[2239] 145 150 155 160
[2240] Ala Cys His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly
[2241] 165 170 175
[2242] Glu Ser Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly
[2243] 180 185 190

[2244] Gly Cys Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu
[2245] 195 200 205

[2246]  Gln Cys Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala
[2247] 210 215 220

[2248] Cys Leu His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala
[2249] 225 230 235 240
[2250] Leu Val Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu
[2251] 245 250 255
[2252] Gly Arg Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn
[2253] 260 265 270

[2254] Tyr Leu Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His
[2255] 275 280 285

[2256] Asn Gln Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys
[2257] 290 295 300

[2258] Ser Lys Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu
[2259] 305 310 315 320
[2260] Arg Glu Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly
[2261] 325 330 335
[2262] Cys Lys Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp
[2263] 340 345 350

[2264]  Gly Asp Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln
[2265] 355 360 365

[2266] Val Phe Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala
[2267] 370 375 380
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[2268]
[2269]
[2270]
[2271]
[2272]
[2273]
[2274]
[2275]
[2276]
[2277]
[2278]
[2279]
[2280]
[2281]
[2282]
[2283]
[2284]
[2285]
[2286]
[2287]
[2288]
[2289]
[2290]
[2291]
[2292]
[2293]
[2294]
[2295]
[2296]
[2297]
[2298]
[2299]
[2300]
[2301]
[2302]
[2303]
[2304]
[2305]
[2306]
[2307]
[2308]
[2309]

Trp Pro Asp

385
Ile

Gly

Ser

Thr

His

465

Cys

Gln

Glu

His

Thr

545

Lys

Asp

Cys

Asp

Ile

625

Phe

Met

Ser

Glu

Tyr
705

Arg

Leu

Gly

Val

450

Thr

His

Cys

Cys

Cys

530

Cys

Asp

Leu

Gln

Lys

610

Ser

Gly

Arg

Gly

Leu

690
Lys

Gly
Gly
Leu
435
Pro
Ala
Gln
Val
Arg
515
Leu
Phe
Pro
Ser
Pro
595
Gly
Ala
Ile
Arg
Ala
675

Arg

Gly

Ser

Arg

Ile

420

Ala

Trp

Asn

Leu

Asn

500

Val

Pro

Gly

Pro

Tyr

580

Cys

Cys

Val

Leu

Leu

660

Met

Lys

Ile

Leu

Ile

405

Ser

Leu

Asp

Arg

Cys

485

Cys

Leu

Cys

Pro

Phe

565

Met

Pro

Pro

Val

Ile

645

Leu

Pro

Val

Trp

Pro
390
Leu
Trp
Ile
Gln
Pro
470
Ala
Ser
Gln
His
Glu
550
Cys
Pro
Ile
Ala
Gly
630
Lys
Gln
Asn

Lys

Ile
710

Asp Leu Ser Val

His

Leu

His

Leu

455

Glu

Arg

Gln

Gly

Pro

535

Ala

Val

Ile

Asn

Glu

615

Ile

Arg

Glu

Gln

Val

695

Pro

Asn
Gly
His
440
Phe
Asp
Gly
Phe
Leu
520
Glu
Asp
Ala
Trp
Cys
600
Gln
Leu
Arg
Thr
Ala
680

Leu

Asp

Gly
Leu
425
Asn
Arg
Glu
His
Leu
505
Pro
Cys
Gln
Arg
Lys
585
Thr
Arg
Leu
Gln
Glu
665
Gln

Gly

Gly

115

Ala
410
Arg
Thr
Asn
Cys
Cys
490
Arg
Arg
Gln
Cys
Cys
570
Phe
His
Ala
Val
Gln
650
Leu
Met

Ser

Glu

Phe

395

Tyr

Ser

His

Pro

Val

475

Trp

Gly

Glu

Pro

Val

955

Pro

Pro

Ser

Ser

Val

635

Lys

Val

Arg

Gly

Asn
715

Gln

Ser

Leu

Leu

His

460

Gly

Gly

Gln

Tyr

Gln

540

Ala

Ser

Asp

Cys

Pro

620

Val

Ile

Glu

Ile

Ala

700
Val

Asn

Leu

Arg

Cys

445

Gln

Glu

Pro

Glu

Val

525

Asn

Cys

Gly

Glu

Val

605

Leu

Leu

Arg

Pro

Leu

685

Phe

Lys

Leu

Thr

Glu

430

Phe

Ala

Gly

Gly

Cys

510

Asn

Gly

Ala

Val

Glu

590

Asp

Thr

Gly

Lys

Leu

670

Lys

Gly

Ile

Gln

Leu

415

Leu

Val

Leu

Leu

Pro

495

Val

Ala

Ser

His

Lys

575

Gly

Leu

Ser

Val

Tyr

655

Thr

Glu

Thr

Pro

Val

400

Gln

Gly

His

Leu

Ala

480

Thr

Glu

Arg

Val

Tyr

560

Pro

Ala

Asp

Ile

Val

640

Thr

Pro

Thr

Val

Val
720
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[2310] Ala Ile Lys Val Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu
[2311] 725 730 735
[2312] Ile Leu Asp Glu Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val
[2313] 740 745 750

[2314] Ser Arg Leu Leu Gly Ile Cys Leu Thr Ser Thr Val Gln Leu Val Thr
[2315] 755 760 765

[2316]  Gln Leu Met Pro Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg
[2317] 770 775 780

[2318] Gly Arg Leu Gly Ser Gln Asp Leu Leu Asn Trp Cys Met Gln Ile Ala
[2319] 785 790 795 800
[2320] Lys Gly Met Ser Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu
[2321] 805 810 815
[2322] Ala Ala Arg Asn Val Leu Val Lys Ser Pro Asn His Val Lys Ile Thr
[2323] 820 825 830

[2324] Asp Phe Gly Leu Ala Arg Leu Leu Asp Ile Asp Glu Thr Glu Tyr His
[2325] 835 840 845

[2326] Ala Asp Gly Gly Lys Val Pro Ile Lys Trp Met Ala Leu Glu Ser Ile
[2327] 850 855 860

[2328] Leu Arg Arg Arg Phe Thr His Gln Ser Asp Val Trp Ser Tyr Gly Val
[2329] 865 870 875 880
[2330] Thr Val Trp Glu Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly Ile
[2331] 885 890 895
[2332] Pro Ala Arg Glu Ile Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro
[2333] 900 905 910

[2334] Gln Pro Pro Ile Cys Thr Ile Asp Val Tyr Met Ile Met Val Lys Cys
[2335] 915 920 925

[2336] Trp Met Ile Asp Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser
[2337] 930 935 940

[2338] Glu Phe Ser Arg Met Ala Arg Asp Pro Gln Arg Phe Val Val Ile Gln
[2339] 945 950 955 960
[2340] Asn Glu Asp Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg
[2341] 965 970 975
[2342] Ser Leu Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu
[2343] 980 985 990

[2344] Tyr Leu Val Pro Gln Gln Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly
[2345] 995 1000 1005

[2346] Ala Gly Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg
[2347] 1010 1015 1020

[2348] Ser Gly Gly Gly Asp Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu
[2349] 1025 1030 1035

[2350] Glu Ala Pro Arg Ser Pro Leu Ala Pro Ser Glu Gly Ala Gly Ser
[2351] 1040 1045 1050
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[2352] Asp Val Phe Asp Gly Asp Leu Gly Met Gly Ala Ala Lys Gly Leu
[2353] 1055 1060 1065

[2354] Gln Ser Leu Pro Thr His Asp Pro Ser Pro Leu Gln Arg Tyr Ser
[2355] 1070 1075 1080

[2356] Glu Asp Pro Thr Val Pro Leu Pro Ser Glu Thr Asp Gly Tyr Val
[2357] 1085 1090 1095

[2358] Ala Pro Leu Thr Cys Ser Pro Gln Pro Glu Tyr Val Asn Gln Pro
[2359] 1100 1105 1110

[2360] Asp Val Arg Pro Gln Pro Pro Ser Pro Arg Glu Gly Pro Leu Pro
[2361] 1115 1120 1125

[2362] Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu Arg Pro Lys Thr Leu
[2363] 1130 1135 1140

[2364] Ser Pro Gly Lys Asn Gly Val Val Lys Asp Val Phe Ala Phe Gly
[2365] 1145 1150 1155

[2366] Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro Gln Gly Gly Ala
[2367] 1160 1165 1170

[2368] Ala Pro Gln Pro His Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp
[2369] 1175 1180 1185

[2370] Asn Leu Tyr Tyr Trp Asp Gln Asp Pro Pro Glu Arg Gly Ala Pro
[2371] 1190 1195 1200

[2372]  Pro Ser Thr Phe Lys Gly Thr Pro Thr Ala Glu Asn Pro Glu Tyr
[2373] 1205 1210 1215

[2374] Leu Gly Leu Asp Val Pro Val

[2375] 1220 1225

[2376] <210> 57

[2377]  <211> 1240

[2378]  <212> PRT

[2379] <213> homo sapiens

[2380]  <400> 57

[2381] Met Pro Arg Gly Ser Trp Lys Pro Gln Val Cys Thr Gly Thr Asp Met
[2382] 1 5 10 15
[2383] Lys Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu Arg
[2384] 20 25 30

[2385] His Leu Tyr Gln Gly Cys Gln Val Val Gln Gly Asn Leu Glu Leu Thr
[2386] 35 40 45

[2387] Tyr Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln Glu
[2388] 50 55 60

[2389] Val Gln Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg Gln Val Pro
[2390] 65 70 75 80
[2391] Leu Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp Asn
[2392] 85 90 95
[2393] Tyr Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr
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[2394] 100 105 110

[2395] Pro Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu Arg
[2396] 115 120 125

[2397]  Ser Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gln Arg Asn Pro
[2398] 130 135 140

[2399] Gln Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His Lys
[2400] 145 150 155 160
[2401]  Asn Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg Ala
[2402] 165 170 175
[2403] Cys His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly Glu
[2404] 180 185 190

[2405] Ser Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly Gly
[2406] 195 200 205

[2407] Cys Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gln
[2408] 210 215 220

[2409] Cys Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys
[2410] 225 230 235 240
[2411] Leu His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala Leu
[2412] 245 250 255
[2413] Val Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly
[2414] 260 265 270

[2415] Arg Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr
[2416] 275 280 285

[2417] Leu Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn
[2418] 290 295 300

[2419] Gln Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys Ser
[2420] 305 310 315 320
[2421] Lys Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg
[2422] 325 330 335
[2423] Glu Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly Cys
[2424] 340 345 350

[2425] Lys Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly
[2426] 355 360 365

[2427] Asp Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln Val
[2428] 370 375 380

[2429]  Phe Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala Trp
[2430] 385 390 395 400
[2431]  Pro Asp Ser Leu Pro Asp Leu Ser Val Phe Gln Asn Leu Gln Val Ile
[2432] 405 410 415
[2433] Arg Gly Arg Ile Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gln Gly
[2434] 420 425 430

[2435] Leu Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser
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[2436] 435 440 445

[2437] Gly Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His Thr
[2438] 450 455 460

[2439] Val Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu His
[2440] 465 470 475 480
[2441] Thr Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala Cys
[2442] 485 490 495
[2443] His Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr Gln
[2444] 500 505 510

[2445] Cys Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu Glu
[2446] 515 520 525

[2447] Cys Arg Val Leu Gln Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg His
[2448] 530 535 540

[2449] Cys Leu Pro Cys His Pro Glu Cys Gln Pro Gln Asn Gly Ser Val Thr
[2450] 545 550 555 560
[2451] Cys Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr Lys
[2452] 565 570 575
[2453] Asp Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro Asp
[2454] 580 585 590

[2455] Leu Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys
[2456] 595 600 605

[2457] Gln Pro Cys Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp
[2458] 610 615 620

[2459] Lys Gly Cys Pro Ala Glu Gln Arg Ala Ser Pro Leu Thr Ser Ile Ile
[2460] 625 630 635 640
[2461] Ser Ala Val Val Gly Ile Leu Leu Val Val Val Leu Gly Val Val Phe
[2462] 645 650 655
[2463] Gly Ile Leu Ile Lys Arg Arg Gln Gln Lys Ile Arg Lys Tyr Thr Met
[2464] 660 665 670

[2465] Arg Arg Leu Leu Gln Glu Thr Glu Leu Val Glu Pro Leu Thr Pro Ser
[2466] 675 680 685

[2467] Gly Ala Met Pro Asn Gln Ala Gln Met Arg Ile Leu Lys Glu Thr Glu
[2468] 690 695 700

[2469] Leu Arg Lys Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val Tyr
[2470] 705 710 715 720
[2471] Lys Gly Ile Trp Ile Pro Asp Gly Glu Asn Val Lys Ile Pro Val Ala
[2472] 725 730 735
[2473] Ile Lys Val Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu Ile
[2474] 740 745 750

[2475] Leu Asp Glu Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val Ser
[2476] 755 760 765

[2477] Arg Leu Leu Gly Ile Cys Leu Thr Ser Thr Val Gln Leu Val Thr Gln
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[2478] 770 775 780

[2479] Leu Met Pro Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg Gly
[2480] 785 790 795 800
[2481] Arg Leu Gly Ser Gln Asp Leu Leu Asn Trp Cys Met Gln Ile Ala Lys
[2482] 805 810 815
[2483] Gly Met Ser Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu Ala
[2484] 820 825 830

[2485] Ala Arg Asn Val Leu Val Lys Ser Pro Asn His Val Lys Ile Thr Asp
[2486] 835 840 845

[2487] Phe Gly Leu Ala Arg Leu Leu Asp Ile Asp Glu Thr Glu Tyr His Ala
[2488] 850 855 860

[2489] Asp Gly Gly Lys Val Pro Ile Lys Trp Met Ala Leu Glu Ser Ile Leu
[2490] 865 870 875 880
[2491] Arg Arg Arg Phe Thr His Gln Ser Asp Val Trp Ser Tyr Gly Val Thr
[2492] 885 890 895
[2493] Val Trp Glu Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly Ile Pro
[2494] 900 905 910

[2495] Ala Arg Glu Ile Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro Gln
[2496] 915 920 925

[2497] Pro Pro Ile Cys Thr Ile Asp Val Tyr Met Ile Met Val Lys Cys Trp
[2498] 930 935 940

[2499] Met Ile Asp Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser Glu
[2500] 945 950 955 960
[2501]  Phe Ser Arg Met Ala Arg Asp Pro Gln Arg Phe Val Val Ile Gln Asn
[2502] 965 970 975
[2503]  Glu Asp Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg Ser
[2504] 980 985 990

[2505] Leu Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu Tyr
[2506] 995 1000 1005

[2507] Leu Val Pro Gln Gln Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly
[2508] 1010 1015 1020

[2509] Ala Gly Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg
[2510] 1025 1030 1035

[2511]  Ser Gly Gly Gly Asp Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu
[2512] 1040 1045 1050

[2513] Glu Ala Pro Arg Ser Pro Leu Ala Pro Ser Glu Gly Ala Gly Ser
[2514] 1055 1060 1065

[2515] Asp Val Phe Asp Gly Asp Leu Gly Met Gly Ala Ala Lys Gly Leu
[2516] 1070 1075 1080

[2517] Gln Ser Leu Pro Thr His Asp Pro Ser Pro Leu Gln Arg Tyr Ser
[2518] 1085 1090 1095

[2519]  Glu Asp Pro Thr Val Pro Leu Pro Ser Glu Thr Asp Gly Tyr Val
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[2520] 1100 1105 1110

[2521] Ala Pro Leu Thr Cys Ser Pro Gln Pro Glu Tyr Val Asn Gln Pro
[2522] 1115 1120 1125

[2523] Asp Val Arg Pro Gln Pro Pro Ser Pro Arg Glu Gly Pro Leu Pro
[2524] 1130 1135 1140

[2525] Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu Arg Pro Lys Thr Leu
[2526] 1145 1150 1155

[2527] Ser Pro Gly Lys Asn Gly Val Val Lys Asp Val Phe Ala Phe Gly
[2528] 1160 1165 1170

[2529] Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro Gln Gly Gly Ala
[2530] 1175 1180 1185

[2531] Ala Pro Gln Pro His Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp
[2532] 1190 1195 1200

[2533] Asn Leu Tyr Tyr Trp Asp Gln Asp Pro Pro Glu Arg Gly Ala Pro
[2534] 1205 1210 1215

[2535] Pro Ser Thr Phe Lys Gly Thr Pro Thr Ala Glu Asn Pro Glu Tyr
[2536] 1220 1225 1230

[2537] Leu Gly Leu Asp Val Pro Val

[2538] 1235 1240

[2539] <210> 58

[2540] <211> 1055

[2541] <212> PRT

[2542] <213> homo sapiens

[2543]  <400> 58

[2544] Met Glu Leu Ala Ala Leu Cys Arg Trp Gly Leu Leu Leu Ala Leu Leu
[2545] 1 5 10 15
[2546] Pro Pro Gly Ala Ala Ser Thr Gln Val Cys Thr Gly Thr Asp Met Lys
[2547] 20 25 30

[2548] Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu Arg His
[2549] 35 40 45

[2550] Leu Tyr Gln Gly Cys Gln Val Val Gln Gly Asn Leu Glu Leu Thr Tyr
[2551] 50 55 60

[2552] Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln Glu Val
[2553] 65 70 75 80
[2554] Gln Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg Gln Val Pro Leu
[2555] 85 90 95
[2556] Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp Asn Tyr
[2557] 100 105 110

[2558] Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro
[2559] 115 120 125

[2560] Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu Arg Ser
[2561] 130 135 140
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[2562] Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gln Arg Asn Pro Gln
[2563] 145 150 155 160
[2564] Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His Lys Asn
[2565] 165 170 175
[2566] Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg Ala Cys
[2567] 180 185 190

[2568] His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser
[2569] 195 200 205

[2570] Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly Gly Cys
[2571] 210 215 220

[2572] Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gln Cys
[2573] 225 230 235 240
[2574] Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys Leu
[2575] 245 250 255
[2576] His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala Leu Val
[2577] 260 265 270

[2578] Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly Arg
[2579] 275 280 285

[2580] Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu
[2581] 290 295 300

[2582] Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn Gln
[2583] 305 310 315 320
[2584] Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys Ser Lys
[2585] 325 330 335
[2586] Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg Glu
[2587] 340 345 350

[2588] Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly Cys Lys
[2589] 355 360 365

[2590] Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp
[2591] 370 375 380

[2592] Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln Val Phe
[2593] 385 390 395 400
[2594] Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala Trp Pro
[2595] 405 410 415
[2596] Asp Ser Leu Pro Asp Leu Ser Val Phe Gln Asn Leu Gln Val Ile Arg
[2597] 420 425 430

[2598] Gly Arg Ile Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gln Gly Leu
[25991] 435 440 445

[2600] Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly
[2601] 450 455 460

[2602] Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His Thr Val
[2603] 465 470 475 480
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[2604] Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu His Thr
[2605] 485 490 495
[2606] Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala Cys His
[2607] 500 505 510

[2608] Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr Gln Cys
[2609] 515 520 525

[2610] Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu Glu Cys
[2611] 530 535 540

[2612] Arg Val Leu Gln Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg His Cys
[2613] 545 550 555 560
[2614]  Leu Pro Cys His Pro Glu Cys Gln Pro Gln Asn Gly Ser Val Thr Cys
[2615] 565 570 575
[2616] Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr Lys Asp
[2617] 580 585 590

[2618]  Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro Asp Leu
[2619] 595 600 605

[2620] Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gln
[2621] 610 615 620

[2622] Pro Cys Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys
[2623] 625 630 635 640
[2624] Gly Cys Pro Ala Glu Gln Arg Ala Ser Pro Leu Thr Ser Ile Ile Ser
[2625] 645 650 655
[2626] Ala Val Val Gly Ile Leu Leu Val Val Val Leu Gly Val Val Phe Gly
[2627] 660 665 670

[2628] Ile Leu Ile Lys Arg Arg Gln Gln Lys Ile Arg Lys Tyr Thr Met Arg
[2629] 675 680 685

[2630] Arg Leu Leu Gln Glu Thr Glu Leu Val Glu Pro Leu Thr Pro Ser Gly
[2631] 690 695 700

[2632] Ala Met Pro Asn Gln Ala Gln Met Arg Ile Leu Lys Glu Thr Glu Leu
[2633] 705 710 715 720
[2634] Arg Lys Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val Tyr Lys
[2635] 725 730 735
[2636] Gly Ile Trp Ile Pro Asp Gly Glu Asn Val Lys Ile Pro Val Ala Ile
[2637] 740 745 750

[2638] Lys Val Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu Ile Leu
[2639] 755 760 765

[2640] Asp Glu Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val Ser Arg
[2641] 770 775 780

[2642] Leu Leu Gly Ile Cys Leu Thr Ser Thr Val Gln Leu Val Thr Gln Leu
[2643] 785 790 795 800
[2644] Met Pro Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg Gly Arg
[2645] 805 810 815
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[2646] Leu Gly Ser Gln Asp Leu Leu Asn Trp Cys Met Gln Ile Ala Lys Gly
[2647] 820 825 830

[2648] Met Ser Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu Ala Ala
[2649] 835 840 845

[2650] Arg Asn Val Leu Val Lys Ser Pro Asn His Val Lys Ile Thr Asp Phe
[2651] 850 855 860

[2652] Gly Leu Ala Arg Leu Leu Asp Ile Asp Glu Thr Glu Tyr His Ala Asp
[2653] 865 870 875 880
[2654] Gly Gly Lys Val Pro Ile Lys Trp Met Ala Leu Glu Ser Ile Leu Arg
[2655] 885 890 895
[2656] Arg Arg Phe Thr His Gln Ser Asp Val Trp Ser Tyr Gly Val Thr Val
[2657] 900 905 910

[2658] Trp Glu Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly Ile Pro Ala
[2659] 915 920 925

[2660] Arg Glu Ile Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro Gln Pro
[2661] 930 935 940

[2662] Pro Ile Cys Thr Ile Asp Val Tyr Met Ile Met Val Lys Cys Trp Met
[2663] 945 950 955 960
[2664] Ile Asp Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser Glu Phe
[2665] 965 970 975
[2666] Ser Arg Met Ala Arg Asp Pro Gln Arg Phe Val Val Ile Gln Asn Glu
[2667] 980 985 990

[2668] Asp Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg Ser Leu
[2669] 995 1000 1005

[2670] Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu Tyr
[2671] 1010 1015 1020

[2672] Leu Val Pro Gln Gln Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly
[2673] 1025 1030 1035

[2674] Ala Gly Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg
[2675] 1040 1045 1050

[2676] Asn Met

[2677] 1055

[2678] <210> 59

[2679] <211> 603

[2680] <212> PRT

[2681] <213> homo sapiens

[2682]  <400> 59

[2683] Met Lys Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu
[2684] 1 5 10 15
[2685] Arg His Leu Tyr Gln Gly Cys Gln Val Val Gln Gly Asn Leu Glu Leu
[2686] 20 25 30

[2687] Thr Tyr Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln
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[2688] 35 40 45

[2689] Glu Val Gln Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg Gln Val
[2690] 50 55 60

[2691]  Pro Leu Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp
[2692] 65 70 75 80
[2693] Asn Tyr Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr
[2694] 85 90 95
[2695] Thr Pro Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu
[2696] 100 105 110

[2697] Arg Ser Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gln Arg Asn
[2698] 115 120 125

[2699] Pro Gln Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His
[2700] 130 135 140

[2701] Lys Asn Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg
[2702] 145 150 155 160
[2703] Ala Cys His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly
[2704] 165 170 175
[2705] Glu Ser Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly
[2706] 180 185 190

[2707]  Gly Cys Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu
[2708] 195 200 205

[2709] Gln Cys Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala
[2710] 210 215 220

[2711]  Cys Leu His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala
[2712] 225 230 235 240
[2713]  Leu Val Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu
[2714] 245 250 255
[2715] Gly Arg Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn
[2716] 260 265 270

[2717]  Tyr Leu Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His
[2718] 275 280 285

[2719]  Asn Gln Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys
[2720] 290 295 300

[2721]  Ser Lys Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu
[2722] 305 310 315 320
[2723] Arg Glu Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly
[2724] 325 330 335
[2725] Cys Lys Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp
[2726] 340 345 350

[2727]  Gly Asp Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln
[2728] 355 360 365

[2729] Val Phe Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala
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[2730] 370 375 380

[2731] Trp Pro Asp Ser Leu Pro Asp Leu Ser Val Phe Gln Asn Leu Gln Val
[2732] 385 390 395 400
[2733] Ile Arg Gly Arg Ile Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gln
[2734] 405 410 415
[2735] Gly Leu Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly
[2736] 420 425 430

[2737] Ser Gly Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His
[2738] 435 440 445

[2739] Thr Val Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu
[2740] 450 455 460

[2741] His Thr Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala
[2742] 465 470 475 480
[2743] Cys His Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr
[2744] 485 490 495
[2745] Gln Cys Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu
[2746] 500 505 510

[2747]  Glu Cys Arg Val Leu Gln Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg
[2748] 515 520 525

[2749] His Cys Leu Pro Cys His Pro Glu Cys Gln Pro Gln Asn Gly Ser Val
[2750] 530 535 540

[2751] Thr Cys Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr
[2752] 545 550 555 560
[2753] Lys Asp Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro
[2754] 565 570 575
[2755] Asp Leu Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala
[2756] 580 585 590

[2757] Cys Gln Pro Cys Pro Ile Asn Cys Thr His Ser

[2758] 595 600

[2759] <210> 60

[2760] <211> 1255

[2761]  <212> PRT

[2762] <213> homo sapiens

[2763]  <400> 60

[2764] Met Glu Leu Ala Ala Leu Cys Arg Trp Gly Leu Leu Leu Ala Leu Leu
[2765] 1 5 10 15
[2766] Pro Pro Gly Ala Ala Ser Thr Gln Val Cys Thr Gly Thr Asp Met Lys
[2767] 20 25 30

[2768] Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu Arg His
[2769] 35 40 45

[2770] Leu Tyr Gln Gly Cys Gln Val Val Gln Gly Asn Leu Glu Leu Thr Tyr
[2771] 50 55 60
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[2772] Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln Glu Val
[2773] 65 70 75 80
[2774]  Gln Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg Gln Val Pro Leu
[2775] 85 90 95
[2776]  Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp Asn Tyr
[2777] 100 105 110

[2778] Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro
[2779] 115 120 125

[2780] Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu Arg Ser
[2781] 130 135 140

[2782] Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gln Arg Asn Pro Gln
[2783] 145 150 155 160
[2784] Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His Lys Asn
[2785] 165 170 175
[2786] Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg Ala Cys
[2787] 180 185 190

[2788] His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser
[2789] 195 200 205

[2790] Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly Gly Cys
[2791] 210 215 220

[2792] Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gln Cys
[2793] 225 230 235 240
[2794] Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys Leu
[2795] 245 250 255
[2796] His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala Leu Val
[2797] 260 265 270

[2798] Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly Arg
[2799] 275 280 285

[2800] Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu
[2801] 290 295 300

[2802] Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn Gln
[2803] 305 310 315 320
[2804] Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys Ser Lys
[2805] 325 330 335
[2806] Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg Glu
[2807] 340 345 350

[2808] Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly Cys Lys
[2809] 355 360 365

[2810] Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp
[2811] 370 375 380

[2812]  Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln Val Phe
[2813] 385 390 395 400
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[2814]  Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala Trp Pro
[2815] 405 410 415
[2816] Asp Ser Leu Pro Asp Leu Ser Val Phe Gln Asn Leu Gln Val Ile Arg
[2817] 420 425 430

[2818] Gly Arg Ile Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gln Gly Leu
[2819] 435 440 445

[2820] Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly
[2821] 450 455 460

[2822] Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His Thr Val
[2823] 465 470 475 480
[2824] Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu His Thr
[2825] 485 490 495
[2826] Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala Cys His
[2827] 500 505 510

[2828] Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr Gln Cys
[2829] 515 520 525

[2830] Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu Glu Cys
[2831] 530 535 540

[2832] Arg Val Leu Gln Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg His Cys
[2833] 545 550 555 560
[2834] Leu Pro Cys His Pro Glu Cys Gln Pro Gln Asn Gly Ser Val Thr Cys
[2835] 565 570 575
[2836] Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr Lys Asp
[2837] 580 585 590

[2838] Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro Asp Leu
[2839] 595 600 605

[2840] Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gln
[2841] 610 615 620

[2842] Pro Cys Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys
[2843] 625 630 635 640
[2844] Gly Cys Pro Ala Glu Gln Arg Ala Ser Pro Leu Thr Ser Ile Ile Ser
[2845] 645 650 655
[2846] Ala Val Val Gly Ile Leu Leu Val Val Val Leu Gly Val Val Phe Gly
[2847] 660 665 670

[2848] 1Ile Leu Ile Lys Arg Arg Gln Gln Lys Ile Arg Lys Tyr Thr Met Arg
[2849] 675 680 685

[2850] Arg Leu Leu Gln Glu Thr Glu Leu Val Glu Pro Leu Thr Pro Ser Gly
[2851] 690 695 700

[2852] Ala Met Pro Asn Gln Ala Gln Met Arg Ile Leu Lys Glu Thr Glu Leu
[2853] 705 710 715 720
[2854] Arg Lys Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val Tyr Lys
[2855] 725 730 735
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[2856] Gly Ile Trp Ile Pro Asp Gly Glu Asn Val Lys Ile Pro Val Ala Ile
[2857] 740 745 750

[2858] Lys Val Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu Ile Leu
[2859] 755 760 765

[2860] Asp Glu Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val Ser Arg
[2861] 770 775 780

[2862] Leu Leu Gly Ile Cys Leu Thr Ser Thr Val Gln Leu Val Thr Gln Leu
[2863] 785 790 795 800
[2864] Met Pro Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg Gly Arg
[2865] 805 810 815
[2866] Leu Gly Ser Gln Asp Leu Leu Asn Trp Cys Met Gln Ile Ala Lys Gly
[2867] 820 825 830

[2868] Met Ser Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu Ala Ala
[2869] 835 840 845

[2870] Arg Asn Val Leu Val Lys Ser Pro Asn His Val Lys Ile Thr Asp Phe
[2871] 850 855 860

[2872] Gly Leu Ala Arg Leu Leu Asp Ile Asp Glu Thr Glu Tyr His Ala Asp
[2873] 865 870 875 880
[2874] Gly Gly Lys Val Pro Ile Lys Trp Met Ala Leu Glu Ser Ile Leu Arg
[2875] 885 890 895
[2876] Arg Arg Phe Thr His Gln Ser Asp Val Trp Ser Tyr Gly Val Thr Val
[2877] 900 905 910

[2878] Trp Glu Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly Ile Pro Ala
[2879] 915 920 925

[2880] Arg Glu Ile Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro Gln Pro
[2881] 930 935 940

[2882] Pro Ile Cys Thr Ile Asp Val Tyr Met Ile Met Val Lys Cys Trp Met
[2883] 945 950 955 960
[2884] Ile Asp Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser Glu Phe
[2885] 965 970 975
[2886] Ser Arg Met Ala Arg Asp Pro Gln Arg Phe Val Val Ile Gln Asn Glu
[2887] 980 985 990

[2888] Asp Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg Ser Leu
[2889] 995 1000 1005

[2890] Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu Tyr
[2891] 1010 1015 1020

[2892] Leu Val Pro Gln Gln Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly
[2893] 1025 1030 1035

[2894] Ala Gly Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg
[2895] 1040 1045 1050

[2896] Ser Gly Gly Gly Asp Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu
[2897] 1055 1060 1065
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[2898] Glu Ala Pro Arg Ser Pro Leu Ala Pro Ser Glu Gly Ala Gly Ser
[2899] 1070 1075 1080

[2900] Asp Val Phe Asp Gly Asp Leu Gly Met Gly Ala Ala Lys Gly Leu
[2901] 1085 1090 1095

[2902] GIn Ser Leu Pro Thr His Asp Pro Ser Pro Leu Gln Arg Tyr Ser
[2903] 1100 1105 1110

[2904]  Glu Asp Pro Thr Val Pro Leu Pro Ser Glu Thr Asp Gly Tyr Val
[2905] 1115 1120 1125

[2906] Ala Pro Leu Thr Cys Ser Pro Gln Pro Glu Tyr Val Asn Gln Pro
[2907] 1130 1135 1140

[2908] Asp Val Arg Pro Gln Pro Pro Ser Pro Arg Glu Gly Pro Leu Pro
[2909] 1145 1150 1155

[2910] Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu Arg Pro Lys Thr Leu
[2911] 1160 1165 1170

[2912] Ser Pro Gly Lys Asn Gly Val Val Lys Asp Val Phe Ala Phe Gly
[2913] 1175 1180 1185

[2914] Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro Gln Gly Gly Ala
[2915] 1190 1195 1200

[2916] Ala Pro Gln Pro His Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp
[2917] 1205 1210 1215

[2918] Asn Leu Tyr Tyr Trp Asp Gln Asp Pro Pro Glu Arg Gly Ala Pro
[2919] 1220 1225 1230

[2920] Pro Ser Thr Phe Lys Gly Thr Pro Thr Ala Glu Asn Pro Glu Tyr
[2921] 1235 1240 1245

[2922] Leu Gly Leu Asp Val Pro Val

[2923] 1250 1255

[2924] <210> 61

[2925] <211> 781

[2926] <212> PRT

[2927] <213> homo sapiens

[2928]  <400> 61

[2929] Met Ala Thr Gln Ala Asp Leu Met Glu Leu Asp Met Ala Met Glu Pro
[2930] 1 5 10 15
[2931] Asp Arg Lys Ala Ala Val Ser His Trp Gln Gln Gln Ser Tyr Leu Asp
[2932] 20 25 30

[2933] Ser Gly Ile His Ser Gly Ala Thr Thr Thr Ala Pro Ser Leu Ser Gly
[2934] 35 40 45

[2935] Lys Gly Asn Pro Glu Glu Glu Asp Val Asp Thr Ser Gln Val Leu Tyr
[2936] 50 55 60

[2937]  Glu Trp Glu Gln Gly Phe Ser Gln Ser Phe Thr Gln Glu Gln Val Ala
[2938] 65 70 75 80
[2939] Asp Ile Asp Gly Gln Tyr Ala Met Thr Arg Ala Gln Arg Val Arg Ala
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[2940] 85 90 95
[2941]  Ala Met Phe Pro Glu Thr Leu Asp Glu Gly Met Gln Ile Pro Ser Thr
[2942] 100 105 110

[2943] Gln Phe Asp Ala Ala His Pro Thr Asn Val Gln Arg Leu Ala Glu Pro
[2944] 115 120 125

[2945] Ser Gln Met Leu Lys His Ala Val Val Asn Leu Ile Asn Tyr Gln Asp
[2946] 130 135 140

[2947] Asp Ala Glu Leu Ala Thr Arg Ala Ile Pro Glu Leu Thr Lys Leu Leu
[2948] 145 150 155 160
[2949]  Asn Asp Glu Asp Gln Val Val Val Asn Lys Ala Ala Val Met Val His
[2950] 165 170 175
[2951]  Gln Leu Ser Lys Lys Glu Ala Ser Arg His Ala Ile Met Arg Ser Pro
[2952] 180 185 190

[2953]  Gln Met Val Ser Ala Ile Val Arg Thr Met Gln Asn Thr Asn Asp Val
[2954] 195 200 205

[2955] Glu Thr Ala Arg Cys Thr Ala Gly Thr Leu His Asn Leu Ser His His
[2956] 210 215 220

[2957] Arg Glu Gly Leu Leu Ala Ile Phe Lys Ser Gly Gly Ile Pro Ala Leu
[2958] 225 230 235 240
[2959] Val Lys Met Leu Gly Ser Pro Val Asp Ser Val Leu Phe Tyr Ala Ile
[2960] 245 250 255
[2961] Thr Thr Leu His Asn Leu Leu Leu His Gln Glu Gly Ala Lys Met Ala
[2962] 260 265 270

[2963] Val Arg Leu Ala Gly Gly Leu Gln Lys Met Val Ala Leu Leu Asn Lys
[2964] 275 280 285

[2965] Thr Asn Val Lys Phe Leu Ala Ile Thr Thr Asp Cys Leu Gln Ile Leu
[2966] 290 295 300

[2967] Ala Tyr Gly Asn Gln Glu Ser Lys Leu Ile Ile Leu Ala Ser Gly Gly
[2968] 305 310 315 320
[2969] Pro Gln Ala Leu Val Asn Ile Met Arg Thr Tyr Thr Tyr Glu Lys Leu
[2970] 325 330 335
[2971] Leu Trp Thr Thr Ser Arg Val Leu Lys Val Leu Ser Val Cys Ser Ser
[2972] 340 345 350

[2973] Asn Lys Pro Ala Ile Val Glu Ala Gly Gly Met Gln Ala Leu Gly Leu
[2974] 355 360 365

[2975] His Leu Thr Asp Pro Ser Gln Arg Leu Val Gln Asn Cys Leu Trp Thr
[2976] 370 375 380

[2977] Leu Arg Asn Leu Ser Asp Ala Ala Thr Lys Gln Glu Gly Met Glu Gly
[2978] 385 390 395 400
[2979] Leu Leu Gly Thr Leu Val Gln Leu Leu Gly Ser Asp Asp Ile Asn Val
[2980] 405 410 415
[2981] Val Thr Cys Ala Ala Gly Ile Leu Ser Asn Leu Thr Cys Asn Asn Tyr
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[2982] 420 425 430

[2983] Lys Asn Lys Met Met Val Cys Gln Val Gly Gly Ile Glu Ala Leu Val
[2984] 435 440 445

[2985] Arg Thr Val Leu Arg Ala Gly Asp Arg Glu Asp Ile Thr Glu Pro Ala
[2986] 450 455 460

[2987] 1le Cys Ala Leu Arg His Leu Thr Ser Arg His Gln Glu Ala Glu Met
[2988] 465 470 475 480
[2989] Ala Gln Asn Ala Val Arg Leu His Tyr Gly Leu Pro Val Val Val Lys
[2990] 485 490 495
[2991] Leu Leu His Pro Pro Ser His Trp Pro Leu Ile Lys Ala Thr Val Gly
[2992] 500 505 510

[2993] Leu Ile Arg Asn Leu Ala Leu Cys Pro Ala Asn His Ala Pro Leu Arg
[2994] 515 520 525

[2995] Glu Gln Gly Ala Ile Pro Arg Leu Val Gln Leu Leu Val Arg Ala His
[299¢6] 530 535 540

[2997]  Gln Asp Thr Gln Arg Arg Thr Ser Met Gly Gly Thr Gln Gln Gln Phe
[2998] 545 550 555 560
[2999] Val Glu Gly Val Arg Met Glu Glu Ile Val Glu Gly Cys Thr Gly Ala
[3000] 565 570 575
[3001] Leu His Ile Leu Ala Arg Asp Val His Asn Arg Ile Val Ile Arg Gly
[3002] 580 585 590

[3003] Leu Asn Thr Ile Pro Leu Phe Val Gln Leu Leu Tyr Ser Pro Ile Glu
[3004] 595 600 605

[3005] Asn Ile Gln Arg Val Ala Ala Gly Val Leu Cys Glu Leu Ala Gln Asp
[3006] 610 615 620

[3007] Lys Glu Ala Ala Glu Ala Ile Glu Ala Glu Gly Ala Thr Ala Pro Leu
[3008] 625 630 635 640
[3009] Thr Glu Leu Leu His Ser Arg Asn Glu Gly Val Ala Thr Tyr Ala Ala
[3010] 645 650 655
[3011] Ala Val Leu Phe Arg Met Ser Glu Asp Lys Pro Gln Asp Tyr Lys Lys
[3012] 660 665 670

[3013] Arg Leu Ser Val Glu Leu Thr Ser Ser Leu Phe Arg Thr Glu Pro Met
[3014] 675 680 685

[3015] Ala Trp Asn Glu Thr Ala Asp Leu Gly Leu Asp Ile Gly Ala Gln Gly
[3016] 690 695 700

[3017]  Glu Pro Leu Gly Tyr Arg Gln Asp Asp Pro Ser Tyr Arg Ser Phe His
[3018] 705 710 715 720
[3019]  Ser Gly Gly Tyr Gly Gln Asp Ala Leu Gly Met Asp Pro Met Met Glu
[3020] 725 730 735
[3021] His Glu Met Gly Gly His His Pro Gly Ala Asp Tyr Pro Val Asp Gly
[3022] 740 745 750

[3023] Leu Pro Asp Leu Gly His Ala Gln Asp Leu Met Asp Gly Leu Pro Pro
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[3024]
[3025]
[3026]
[3027]
[3028]
[3029]
[3030]
[3031]
[3032]
[3033]
[3034]
[3035]
[3036]
[3037]
[3038]
[3039]
[3040]
[3041]
[3042]
[3043]
[3044]
[3045]
[3046]
[3047]
[3048]
[3049]
[3050]
[3051]
[3052]
[3053]
[3054]
[3055]
[3056]
[3057]
[3058]
[3059]
[3060]
[3061]
[3062]
[3063]
[3064]
[3065]

755

760

765

Gly Asp Ser Asn Gln Leu Ala Trp Phe Asp Thr Asp Leu

<210> 62

770

<211> 781
<212> PRT
<213> homo sapiens

<400> 62

Met Ala Thr Gln

1
Asp

Ser

Lys

Glu

65

Asp

Ala

Gln

Ser

Asp

145

Asn

Gln

Gln

Glu

Arg

225

Val

Thr

Arg
Gly
Gly
50

Trp
Ile
Met
Phe
Gln
130
Ala
Asp
Leu
Met
Thr
210
Glu

Lys

Thr

Lys
Ile
35

Asn
Glu
Asp
Phe
Asp
115
Met
Glu
Glu
Ser
Val
195
Ala
Gly

Met

Leu

Ala
20

His
Pro
Gln
Gly
Pro
100
Ala
Leu
Leu
Asp
Lys
180
Ser
Arg
Leu

Leu

His
260

Ala
5
Ala
Ser
Glu
Gly
Gln
85
Glu
Ala
Lys
Ala
Gln
165
Lys
Ala
Cys
Leu
Gly

245

Asn

Asp

Val

Gly

Glu

Phe

70

Tyr

Thr

His

His

Thr

150

Val

Glu

Ile

Thr

Ala

230

Ser

Leu

775

Leu

Ser

Ala

Glu

55

Ser

Ala

Leu

Pro

Ala

135

Arg

Val

Ala

Val

Ala

215

Ile

Pro

Leu

Met

His

Thr

40

Asp

Gln

Met

Asp

Thr

120

Val

Ala

Val

Ser

Arg

200

Gly

Phe

Val

Leu

Glu

Trp

25

Thr

Val

Ser

Thr

Glu

105

Asn

Val

Ile

Asn

Arg

185

Thr

Thr

Lys

Asp

His
265

133

Leu
10

Gln
Thr
Asp
Phe
Arg
90

Gly
Val
Asn
Pro
Lys
170
His
Met
Leu
Ser
Ser

250
Gln

Asp

Gln

Ala

Thr

Thr

75

Ala

Met

Gln

Leu

Glu

155

Ala

Ala

Gln

His

Gly

235

Val

Glu

780

Met

Gln

Pro

Ser

60

Gln

Gln

Gln

Arg

Ile

140

Leu

Ala

Ile

Asn

Asn

220

Gly

Leu

Gly

Ala

Ser

Ser

45

Gln

Glu

Arg

Ile

Leu

125

Asn

Thr

Val

Met

Thr

205

Leu

Ile

Phe

Ala

Met

Tyr

30

Leu

Val

Gln

Val

Pro

110

Ala

Tyr

Lys

Met

Arg

190

Asn

Ser

Pro

Tyr

Lys
270

Glu
15

Leu
Ser
Leu
Val
Arg
95

Ser
Glu
Gln
Leu
Val
175
Ser
Asp
His
Ala
Ala

255
Met

Pro

Asp

Gly

Tyr

Ala

80

Ala

Thr

Pro

Asp

Leu

160

His

Pro

Val

His

Leu

240

Ile

Ala
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[3066] Val Arg Leu Ala Gly Gly Leu Gln Lys Met Val Ala Leu Leu Asn Lys
[3067] 275 280 285

[3068] Thr Asn Val Lys Phe Leu Ala Ile Thr Thr Asp Cys Leu Gln Ile Leu
[3069] 290 295 300

[3070] Ala Tyr Gly Asn Gln Glu Ser Lys Leu Ile Ile Leu Ala Ser Gly Gly
[3071] 305 310 315 320
[3072]  Pro Gln Ala Leu Val Asn Ile Met Arg Thr Tyr Thr Tyr Glu Lys Leu
[3073] 325 330 335
[3074] Leu Trp Thr Thr Ser Arg Val Leu Lys Val Leu Ser Val Cys Ser Ser
[3075] 340 345 350

[3076] Asn Lys Pro Ala Ile Val Glu Ala Gly Gly Met Gln Ala Leu Gly Leu
[3077] 355 360 365

[3078] His Leu Thr Asp Pro Ser Gln Arg Leu Val Gln Asn Cys Leu Trp Thr
[3079] 370 375 380

[3080] Leu Arg Asn Leu Ser Asp Ala Ala Thr Lys Gln Glu Gly Met Glu Gly
[3081] 385 390 395 400
[3082] Leu Leu Gly Thr Leu Val Gln Leu Leu Gly Ser Asp Asp Ile Asn Val
[3083] 405 410 415
[3084] Val Thr Cys Ala Ala Gly Ile Leu Ser Asn Leu Thr Cys Asn Asn Tyr
[3085] 420 425 430

[3086] Lys Asn Lys Met Met Val Cys Gln Val Gly Gly Ile Glu Ala Leu Val
[3087] 435 440 445

[3088] Arg Thr Val Leu Arg Ala Gly Asp Arg Glu Asp Ile Thr Glu Pro Ala
[3089] 450 455 460

[3090] Ile Cys Ala Leu Arg His Leu Thr Ser Arg His Gln Glu Ala Glu Met
[3091] 465 470 475 480
[3092] Ala Gln Asn Ala Val Arg Leu His Tyr Gly Leu Pro Val Val Val Lys
[3093] 485 490 495
[3094] Leu Leu His Pro Pro Ser His Trp Pro Leu Ile Lys Ala Thr Val Gly
[3095] 500 505 510

[3096] Leu Ile Arg Asn Leu Ala Leu Cys Pro Ala Asn His Ala Pro Leu Arg
[3097] 515 520 525

[3098] Glu Gln Gly Ala Ile Pro Arg Leu Val Gln Leu Leu Val Arg Ala His
[3099] 530 535 540

[3100] Gln Asp Thr Gln Arg Arg Thr Ser Met Gly Gly Thr Gln Gln Gln Phe
[3101] 545 550 555 560
[3102] Val Glu Gly Val Arg Met Glu Glu Ile Val Glu Gly Cys Thr Gly Ala
[3103] 565 570 575
[3104] Leu His Ile Leu Ala Arg Asp Val His Asn Arg Ile Val Ile Arg Gly
[3105] 580 585 590

[3106] Leu Asn Thr Ile Pro Leu Phe Val Gln Leu Leu Tyr Ser Pro Ile Glu
[3107] 595 600 605
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[3108] Asn Ile Gln Arg Val Ala Ala Gly Val Leu Cys Glu Leu Ala Gln Asp
[3109] 610 615 620

[3110] Lys Glu Ala Ala Glu Ala Ile Glu Ala Glu Gly Ala Thr Ala Pro Leu
[3111] 625 630 635 640
[3112] Thr Glu Leu Leu His Ser Arg Asn Glu Gly Val Ala Thr Tyr Ala Ala
[3113] 645 650 655
[3114] Ala Val Leu Phe Arg Met Ser Glu Asp Lys Pro Gln Asp Tyr Lys Lys
[3115] 660 665 670

[3116] Arg Leu Ser Val Glu Leu Thr Ser Ser Leu Phe Arg Thr Glu Pro Met
[3117] 675 680 685

[3118] Ala Trp Asn Glu Thr Ala Asp Leu Gly Leu Asp Ile Gly Ala Gln Gly
[3119] 690 695 700

[3120] Glu Pro Leu Gly Tyr Arg Gln Asp Asp Pro Ser Tyr Arg Ser Phe His
[3121] 705 710 715 720
[3122] Ser Gly Gly Tyr Gly Gln Asp Ala Leu Gly Met Asp Pro Met Met Glu
[3123] 725 730 735
[3124] His Glu Met Gly Gly His His Pro Gly Ala Asp Tyr Pro Val Asp Gly
[3125] 740 745 750

[3126] Leu Pro Asp Leu Gly His Ala Gln Asp Leu Met Asp Gly Leu Pro Pro
[3127] 755 760 765

[3128]  Gly Asp Ser Asn Gln Leu Ala Trp Phe Asp Thr Asp Leu

[3129] 770 775 780

[3130] <210> 63

[3131] <211> 781

[3132]  <212> PRT

[3133] <213> homo sapiens

[3134]  <400> 63

[3135] Met Ala Thr Gln Ala Asp Leu Met Glu Leu Asp Met Ala Met Glu Pro
[3136] 1 5 10 15
[3137] Asp Arg Lys Ala Ala Val Ser His Trp Gln Gln Gln Ser Tyr Leu Asp
[3138] 20 25 30

[3139] Ser Gly Ile His Ser Gly Ala Thr Thr Thr Ala Pro Ser Leu Ser Gly
[3140] 35 40 45

[3141] Lys Gly Asn Pro Glu Glu Glu Asp Val Asp Thr Ser Gln Val Leu Tyr
[3142] 50 55 60

[3143]  Glu Trp Glu Gln Gly Phe Ser Gln Ser Phe Thr Gln Glu Gln Val Ala
[3144] 65 70 75 80
[3145] Asp Ile Asp Gly Gln Tyr Ala Met Thr Arg Ala Gln Arg Val Arg Ala
[3146] 85 90 95
[3147] Ala Met Phe Pro Glu Thr Leu Asp Glu Gly Met Gln Ile Pro Ser Thr
[3148] 100 105 110

[3149]  Gln Phe Asp Ala Ala His Pro Thr Asn Val Gln Arg Leu Ala Glu Pro
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[3150] 115 120 125

[3151] Ser Gln Met Leu Lys His Ala Val Val Asn Leu Ile Asn Tyr Gln Asp
[3152] 130 135 140

[3153] Asp Ala Glu Leu Ala Thr Arg Ala Ile Pro Glu Leu Thr Lys Leu Leu
[3154] 145 150 155 160
[3155] Asn Asp Glu Asp Gln Val Val Val Asn Lys Ala Ala Val Met Val His
[3156] 165 170 175
[3157] Gln Leu Ser Lys Lys Glu Ala Ser Arg His Ala Ile Met Arg Ser Pro
[3158] 180 185 190

[3159] Gln Met Val Ser Ala Ile Val Arg Thr Met Gln Asn Thr Asn Asp Val
[3160] 195 200 205

[3161] Glu Thr Ala Arg Cys Thr Ala Gly Thr Leu His Asn Leu Ser His His
[3162] 210 215 220

[3163] Arg Glu Gly Leu Leu Ala Ile Phe Lys Ser Gly Gly Ile Pro Ala Leu
[3164] 225 230 235 240
[3165] Val Lys Met Leu Gly Ser Pro Val Asp Ser Val Leu Phe Tyr Ala Ile
[3166] 245 250 255
[3167] Thr Thr Leu His Asn Leu Leu Leu His Gln Glu Gly Ala Lys Met Ala
[3168] 260 265 270

[3169] Val Arg Leu Ala Gly Gly Leu Gln Lys Met Val Ala Leu Leu Asn Lys
[3170] 275 280 285

[3171]  Thr Asn Val Lys Phe Leu Ala Ile Thr Thr Asp Cys Leu Gln Ile Leu
[3172] 290 295 300

[3173] Ala Tyr Gly Asn Gln Glu Ser Lys Leu Ile Ile Leu Ala Ser Gly Gly
[3174] 305 310 315 320
[3175]  Pro Gln Ala Leu Val Asn Ile Met Arg Thr Tyr Thr Tyr Glu Lys Leu
[3176] 325 330 335
[3177] Leu Trp Thr Thr Ser Arg Val Leu Lys Val Leu Ser Val Cys Ser Ser
[3178] 340 345 350

[3179] Asn Lys Pro Ala Ile Val Glu Ala Gly Gly Met Gln Ala Leu Gly Leu
[3180] 355 360 365

[3181] His Leu Thr Asp Pro Ser Gln Arg Leu Val Gln Asn Cys Leu Trp Thr
[3182] 370 375 380

[3183] Leu Arg Asn Leu Ser Asp Ala Ala Thr Lys Gln Glu Gly Met Glu Gly
[3184] 385 390 395 400
[3185] Leu Leu Gly Thr Leu Val Gln Leu Leu Gly Ser Asp Asp Ile Asn Val
[3186] 405 410 415
[3187] Val Thr Cys Ala Ala Gly Ile Leu Ser Asn Leu Thr Cys Asn Asn Tyr
[3188] 420 425 430

[3189] Lys Asn Lys Met Met Val Cys Gln Val Gly Gly Ile Glu Ala Leu Val
[3190] 435 440 445

[3191] Arg Thr Val Leu Arg Ala Gly Asp Arg Glu Asp Ile Thr Glu Pro Ala
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[3192] 450 455 460

[3193] Ile Cys Ala Leu Arg His Leu Thr Ser Arg His Gln Glu Ala Glu Met
[3194] 465 470 475 480
[3195] Ala Gln Asn Ala Val Arg Leu His Tyr Gly Leu Pro Val Val Val Lys
[3196] 485 490 495
[3197] Leu Leu His Pro Pro Ser His Trp Pro Leu Ile Lys Ala Thr Val Gly
[3198] 500 505 510

[3199] Leu Ile Arg Asn Leu Ala Leu Cys Pro Ala Asn His Ala Pro Leu Arg
[3200] 515 520 525

[3201] Glu Gln Gly Ala Ile Pro Arg Leu Val Gln Leu Leu Val Arg Ala His
[3202] 530 535 540

[3203] Gln Asp Thr Gln Arg Arg Thr Ser Met Gly Gly Thr Gln Gln Gln Phe
[3204] 545 550 555 560
[3205] Val Glu Gly Val Arg Met Glu Glu Ile Val Glu Gly Cys Thr Gly Ala
[3206] 565 570 575
[3207] Leu His Ile Leu Ala Arg Asp Val His Asn Arg Ile Val Ile Arg Gly
[3208] 580 585 590

[3209] Leu Asn Thr Ile Pro Leu Phe Val Gln Leu Leu Tyr Ser Pro Ile Glu
[3210] 595 600 605

[3211] Asn Ile Gln Arg Val Ala Ala Gly Val Leu Cys Glu Leu Ala Gln Asp
[3212] 610 615 620

[3213] Lys Glu Ala Ala Glu Ala Ile Glu Ala Glu Gly Ala Thr Ala Pro Leu
[3214] 625 630 635 640
[3215] Thr Glu Leu Leu His Ser Arg Asn Glu Gly Val Ala Thr Tyr Ala Ala
[3216] 645 650 655
[3217] Ala Val Leu Phe Arg Met Ser Glu Asp Lys Pro Gln Asp Tyr Lys Lys
[3218] 660 665 670

[3219] Arg Leu Ser Val Glu Leu Thr Ser Ser Leu Phe Arg Thr Glu Pro Met
[3220] 675 680 685

[3221] Ala Trp Asn Glu Thr Ala Asp Leu Gly Leu Asp Ile Gly Ala Gln Gly
[3222] 690 695 700

[3223]  Glu Pro Leu Gly Tyr Arg Gln Asp Asp Pro Ser Tyr Arg Ser Phe His
[3224] 705 710 715 720
[3225] Ser Gly Gly Tyr Gly Gln Asp Ala Leu Gly Met Asp Pro Met Met Glu
[3226] 725 730 735
[3227] His Glu Met Gly Gly His His Pro Gly Ala Asp Tyr Pro Val Asp Gly
[3228] 740 745 750

[3229] Leu Pro Asp Leu Gly His Ala Gln Asp Leu Met Asp Gly Leu Pro Pro
[3230] 755 760 765

[3231] Gly Asp Ser Asn Gln Leu Ala Trp Phe Asp Thr Asp Leu

[3232] 770 775 780

[3233] <210> 64
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[3234] <211> 529

[3235] <212> PRT

[3236] <213> homo sapiens

[3237]  <400> 64

[3238] Met Leu Leu Ala Val Leu Tyr Cys Leu Leu Trp Ser Phe Gln Thr Ser
[3239] 1 5 10 15
[3240] Ala Gly His Phe Pro Arg Ala Cys Val Ser Ser Lys Asn Leu Met Glu
[3241] 20 25 30

[3242] Lys Glu Cys Cys Pro Pro Trp Ser Gly Asp Arg Ser Pro Cys Gly Gln
[3243] 35 40 45

[3244] Leu Ser Gly Arg Gly Ser Cys Gln Asn Ile Leu Leu Ser Asn Ala Pro
[3245] 50 55 60

[3246] Leu Gly Pro Gln Phe Pro Phe Thr Gly Val Asp Asp Arg Glu Ser Trp
[3247] 65 70 75 80
[3248] Pro Ser Val Phe Tyr Asn Arg Thr Cys Gln Cys Ser Gly Asn Phe Met
[3249] 85 90 95
[3250] Gly Phe Asn Cys Gly Asn Cys Lys Phe Gly Phe Trp Gly Pro Asn Cys
[3251] 100 105 110

[3252] Thr Glu Arg Arg Leu Leu Val Arg Arg Asn Ile Phe Asp Leu Ser Ala
[3253] 115 120 125

[3254] Pro Glu Lys Asp Lys Phe Phe Ala Tyr Leu Thr Leu Ala Lys His Thr
[3255] 130 135 140

[3256] Ile Ser Ser Asp Tyr Val Ile Pro Ile Gly Thr Tyr Gly Gln Met Lys
[3257] 145 150 155 160
[3258] Asn Gly Ser Thr Pro Met Phe Asn Asp Ile Asn Ile Tyr Asp Leu Phe
[3259] 165 170 175
[3260] Val Trp Met His Tyr Tyr Val Ser Met Asp Ala Leu Leu Gly Gly Ser
[3261] 180 185 190

[3262] Glu Ile Trp Arg Asp Ile Asp Phe Ala His Glu Ala Pro Ala Phe Leu
[3263] 195 200 205

[3264] Pro Trp His Arg Leu Phe Leu Leu Arg Trp Glu Gln Glu Ile Gln Lys
[3265] 210 215 220

[3266] Leu Thr Gly Asp Glu Asn Phe Thr Ile Pro Tyr Trp Asp Trp Arg Asp
[3267] 225 230 235 240
[3268] Ala Glu Lys Cys Asp Ile Cys Thr Asp Glu Tyr Met Gly Gly Gln His
[3269] 245 250 255
[3270] Pro Thr Asn Pro Asn Leu Leu Ser Pro Ala Ser Phe Phe Ser Ser Trp
[3271] 260 265 270

[3272] Gln Ile Val Cys Ser Arg Leu Glu Glu Tyr Asn Ser His Gln Ser Leu
[3273] 275 280 285

[3274] Cys Asn Gly Thr Pro Glu Gly Pro Leu Arg Arg Asn Pro Gly Asn His
[3275] 290 295 300
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[3276] Asp Lys Ser Arg Thr Pro Arg Leu Pro Ser Ser Ala Asp Val Glu Phe
[3277] 305 310 315 320
[3278] Cys Leu Ser Leu Thr Gln Tyr Glu Ser Gly Ser Met Asp Lys Ala Ala
[3279] 325 330 335
[3280] Asn Phe Ser Phe Arg Asn Thr Leu Glu Gly Phe Ala Ser Pro Leu Thr
[3281] 340 345 350

[3282] Gly Ile Ala Asp Ala Ser Gln Ser Ser Met His Asn Ala Leu His Ile
[3283] 355 360 365

[3284] Tyr Met Asn Gly Thr Met Ser Gln Val Gln Gly Ser Ala Asn Asp Pro
[3285] 370 375 380

[3286] Ile Phe Leu Leu His His Ala Phe Val Asp Ser Ile Phe Glu Gln Trp
[3287] 385 390 395 400
[3288] Leu Arg Arg His Arg Pro Leu Gln Glu Val Tyr Pro Glu Ala Asn Ala
[3289] 405 410 415
[3290] Pro Ile Gly His Asn Arg Glu Ser Tyr Met Val Pro Phe Ile Pro Leu
[3291] 420 425 430

[3292] Tyr Arg Asn Gly Asp Phe Phe Ile Ser Ser Lys Asp Leu Gly Tyr Asp
[3293] 435 440 445

[3294] Tyr Ser Tyr Leu Gln Asp Ser Asp Pro Asp Ser Phe Gln Asp Tyr Ile
[3295] 450 455 460

[3296] Lys Ser Tyr Leu Glu Gln Ala Ser Arg Ile Trp Ser Trp Leu Leu Gly
[3297]1 465 470 475 480
[3298] Ala Ala Met Val Gly Ala Val Leu Thr Ala Leu Leu Ala Gly Leu Val
[3299] 485 490 495
[3300] Ser Leu Leu Cys Arg His Lys Arg Lys Gln Leu Pro Glu Glu Lys Gln
[3301] 500 505 510

[3302] Pro Leu Leu Met Glu Lys Glu Asp Tyr His Ser Leu Tyr Gln Ser His
[3303] 515 520 525

[3304] Leu

[3305] <210> 65

[3306] <211> 693

[3307] <212> PRT

[3308] <213> homo sapiens

[3309]  <400> 65

[3310] Met Val Asp Pro Val Gly Phe Ala Glu Ala Trp Lys Ala Gln Phe Pro
[3311] 1 5 10 15
[3312] Asp Ser Glu Pro Pro Arg Met Glu Leu Arg Ser Val Gly Asp Ile Glu
[3313] 20 25 30

[3314] Gln Glu Leu Glu Arg Cys Lys Ala Ser Ile Arg Arg Leu Glu Gln Glu
[3315] 35 40 45

[3316] Val Asn Gln Glu Arg Phe Arg Met Ile Tyr Leu Gln Thr Leu Leu Ala
[3317] 50 55 60
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[3318] Lys Glu Lys Lys Ser Tyr Asp Arg Gln Arg Trp Gly Phe Arg Arg Ala
[3319] 65 70 75 80
[3320] Ala Gln Ala Pro Asp Gly Ala Ser Glu Pro Arg Ala Ser Ala Ser Arg
[3321] 85 90 95
[3322] Pro Gln Pro Ala Pro Ala Asp Gly Ala Asp Pro Pro Pro Ala Glu Glu
[3323] 100 105 110

[3324] Pro Glu Ala Arg Pro Asp Gly Glu Gly Ser Pro Gly Lys Ala Arg Pro
[3325] 115 120 125

[3326] Gly Thr Ala Arg Arg Pro Gly Ala Ala Ala Ser Gly Glu Arg Asp Asp
[3327] 130 135 140

[3328] Arg Gly Pro Pro Ala Ser Val Ala Ala Leu Arg Ser Asn Phe Glu Arg
[3329] 145 150 155 160
[3330] Ile Arg Lys Gly His Gly Gln Pro Gly Ala Asp Ala Glu Lys Pro Phe
[3331] 165 170 175
[3332] Tyr Val Asn Val Glu Phe His His Glu Arg Gly Leu Val Lys Val Asn
[3333] 180 185 190

[3334] Asp Lys Glu Val Ser Asp Arg Ile Ser Ser Leu Gly Ser Gln Ala Met
[3335] 195 200 205

[3336] Gln Met Glu Arg Lys Lys Ser Gln His Gly Ala Gly Ser Ser Val Gly
[3337] 210 215 220

[3338] Asp Ala Ser Arg Pro Pro Tyr Arg Gly Arg Ser Ser Glu Ser Ser Cys
[3339] 225 230 235 240
[3340] Gly Val Asp Gly Asp Tyr Glu Asp Ala Glu Leu Asn Pro Arg Phe Leu
[3341] 245 250 255
[3342] Lys Asp Asn Leu Ile Asp Ala Asn Gly Gly Ser Arg Pro Pro Trp Pro
[3343] 260 265 270

[3344] Pro Leu Glu Tyr Gln Pro Tyr Gln Ser Ile Tyr Val Gly Gly Met Met
[3345] 275 280 285

[3346] Glu Gly Glu Gly Lys Gly Pro Leu Leu Arg Ser Gln Ser Thr Ser Glu
[3347] 290 295 300

[3348] Gln Glu Lys Arg Leu Thr Trp Pro Arg Arg Ser Tyr Ser Pro Arg Ser
[3349] 305 310 315 320
[3350] Phe Glu Asp Cys Gly Gly Gly Tyr Thr Pro Asp Cys Ser Ser Asn Glu
[3351] 325 330 335
[3352] Asn Leu Thr Ser Ser Glu Glu Asp Phe Ser Ser Gly Gln Ser Ser Arg
[3353] 340 345 350

[3354] Val Ser Pro Ser Pro Thr Thr Tyr Arg Met Phe Arg Asp Lys Ser Arg
[3355] 355 360 365

[3356] Ser Pro Ser Gln Asn Ser Gln Gln Ser Phe Asp Ser Ser Ser Pro Pro
[3357] 370 375 380

[3358] Thr Pro Gln Cys His Lys Arg His Arg His Cys Pro Val Val Val Ser
[3359] 385 390 395 400
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[3360] Glu Ala Thr Ile Val Gly Val Arg Lys Thr Gly Gln Ile Trp Pro Asn
[3361] 405 410 415
[3362] Asp Gly Glu Gly Ala Phe His Gly Asp Ala Asp Gly Ser Phe Gly Thr
[3363] 420 425 430

[3364] Pro Pro Gly Tyr Gly Cys Ala Ala Asp Arg Ala Glu Glu Gln Arg Arg
[3365] 435 440 445

[3366] His Gln Asp Gly Leu Pro Tyr Ile Asp Asp Ser Pro Ser Ser Ser Pro
[3367] 450 455 460

[3368] His Leu Ser Ser Lys Gly Arg Gly Ser Arg Asp Ala Leu Val Ser Gly
[3369] 465 470 475 480
[3370] Ala Leu Glu Ser Thr Lys Ala Ser Glu Leu Asp Leu Glu Lys Gly Leu
[3371] 485 490 495
[3372] Glu Met Arg Lys Trp Val Leu Ser Gly Ile Leu Ala Ser Glu Glu Thr
[3373] 500 505 510

[3374] Tyr Leu Ser His Leu Glu Ala Leu Leu Leu Pro Met Lys Pro Leu Lys
[3375] 515 520 525

[3376] Ala Ala Ala Thr Thr Ser Gln Pro Val Leu Thr Ser Gln Gln Ile Glu
[3377] 530 535 540

[3378] Thr Ile Phe Phe Lys Val Pro Glu Leu Tyr Glu Ile His Lys Glu Phe
[3379] 545 550 555 560
[3380] Tyr Asp Gly Leu Phe Pro Arg Val Gln Gln Trp Ser His Gln Gln Arg
[3381] 565 570 575
[3382] Val Gly Asp Leu Phe Gln Lys Leu Ala Ser Gln Leu Gly Val Tyr Arg
[3383] 580 585 590

[3384] Ala Phe Val Asp Asn Tyr Gly Val Ala Met Glu Met Ala Glu Lys Cys
[3385] 595 600 605

[3386] Cys Gln Ala Asn Ala Gln Phe Ala Glu Ile Ser Glu Asn Leu Arg Ala
[3387] 610 615 620

[3388] Arg Ser Asn Lys Asp Ala Lys Asp Pro Thr Thr Lys Asn Ser Leu Glu
[3389] 625 630 635 640
[3390] Thr Leu Leu Tyr Lys Pro Val Asp Arg Val Thr Arg Ser Thr Leu Val
[3391] 645 650 655
[3392] Leu His Asp Leu Leu Lys His Thr Pro Ala Ser His Pro Asp His Pro
[3393] 660 665 670

[3394] Leu Leu Gln Asp Ala Leu Arg Ile Ser Gln Asn Phe Leu Ser Ser Ile
[3395] 675 680 685

[3396]  Asn Glu Glu Ile Thr

[3397] 690

[3398]  <210> 66

[3399] <211> 464

[3400] <212> PRT

[3401] <213> homo sapiens
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[3402] <400> 66

[3403] Met Asp Phe Ser Arg Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser
[3404] 1 5 10 15
[3405] Glu Asp Leu Ala Ser Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln
[3406] 20 25 30

[3407] Arg Lys Gln Glu Pro Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu
[3408] 35 40 45

[3409] Gln Glu Lys Arg Met Leu Glu Glu Ser Asn Leu Ser Phe Leu Lys Glu
[3410] 50 55 60

[3411] Leu Leu Phe Arg Ile Asn Arg Leu Asp Leu Leu Ile Thr Tyr Leu Asn
[3412] 65 70 75 80
[3413] Thr Arg Lys Glu Glu Met Glu Arg Glu Leu Gln Thr Pro Gly Arg Ala
[3414] 85 90 95
[3415] Gln Ile Ser Ala Tyr Arg Val Met Leu Tyr Gln Ile Ser Glu Glu Val
[3416] 100 105 110

[3417] Ser Arg Ser Glu Leu Arg Ser Phe Lys Phe Leu Leu Gln Glu Glu Ile
[3418] 115 120 125

[3419] Ser Lys Cys Lys Leu Asp Asp Asp Met Asn Leu Leu Asp Ile Phe Ile
[3420] 130 135 140

[3421] Glu Met Glu Lys Arg Val Ile Leu Gly Glu Gly Lys Leu Asp Ile Leu
[3422] 145 150 155 160
[3423] Lys Arg Val Cys Ala Gln Ile Asn Lys Ser Leu Leu Lys Ile Ile Asn
[3424] 165 170 175
[3425] Asp Tyr Glu Glu Phe Ser Lys Gly Glu Glu Leu Cys Gly Val Met Thr
[3426] 180 185 190

[3427] Ile Ser Asp Ser Pro Arg Glu Gln Asp Ser Glu Ser Gln Thr Leu Asp
[3428] 195 200 205

[3429] Lys Val Tyr Gln Met Lys Ser Lys Pro Arg Gly Tyr Cys Leu Ile Ile
[3430] 210 215 220

[3431] Asn Asn His Asn Phe Ala Lys Ala Arg Glu Lys Val Pro Lys Leu His
[3432] 225 230 235 240
[3433] Ser Ile Arg Asp Arg Asn Gly Thr His Leu Asp Ala Gly Ala Leu Thr
[3434] 245 250 255
[3435] Thr Thr Phe Glu Glu Leu His Phe Glu Ile Lys Pro His Asp Asp Cys
[3436] 260 265 270

[3437] Thr Val Glu Gln Ile Tyr Glu Ile Leu Lys Ile Tyr Gln Leu Met Asp
[3438] 275 280 285

[3439] His Ser Asn Met Asp Cys Phe Ile Cys Cys Ile Leu Ser His Gly Asp
[3440] 290 295 300

[3441] Lys Gly Ile Ile Tyr Gly Thr Asp Gly Gln Glu Ala Pro Ile Tyr Glu
[3442] 305 310 315 320
[3443] Leu Thr Ser Gln Phe Thr Gly Leu Lys Cys Pro Ser Leu Ala Gly Lys
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[3444] 325 330 335
[3445] Pro Lys Val Phe Phe Ile Gln Ala Cys Gln Gly Asp Asn Tyr Gln Lys
[3446] 340 345 350

[3447] Gly Ile Pro Val Glu Thr Asp Ser Glu Glu Gln Pro Tyr Leu Glu Met
[3448] 355 360 365

[3449] Asp Leu Ser Ser Pro Gln Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe
[3450] 370 375 380

[3451] Leu Leu Gly Met Ala Thr Val Asn Asn Cys Val Ser Tyr Arg Asn Pro
[3452] 385 390 395 400
[3453] Ala Glu Gly Thr Trp Tyr Ile Gln Ser Leu Cys Gln Ser Leu Arg Glu
[3454] 405 410 415
[3455] Arg Cys Pro Arg Gly Asp Asp Ile Leu Thr Ile Leu Thr Glu Val Asn
[3456] 420 425 430

[3457] Tyr Glu Val Ser Asn Lys Asp Asp Lys Lys Asn Met Gly Lys Gln Met
[3458] 435 440 445

[3459] Pro Gln Pro Thr Phe Thr Leu Arg Lys Lys Leu Val Phe Pro Ser Asp
[3460] 450 455 460

[3461]  <210> 67

[3462] <211> 538

[3463]  <212> PRT

[3464] <213> homo sapiens

[3465]  <400> 67

[3466] Met Glu Gly Gly Arg Arg Ala Arg Val Val Ile Glu Ser Lys Arg Asn
[3467] 1 5 10 15
[3468] Phe Phe Leu Gly Ala Phe Pro Thr Pro Phe Pro Ala Glu His Val Glu
[3469] 20 25 30

[3470] Leu Gly Arg Leu Gly Asp Ser Glu Thr Ala Met Val Pro Gly Lys Gly
[3471] 35 40 45

[3472] Gly Ala Asp Tyr Ile Leu Leu Pro Phe Lys Lys Met Asp Phe Ser Arg
[3473] 50 55 60

[3474] Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser Glu Asp Leu Ala Ser
[3475] 65 70 75 80
[3476] Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln Arg Lys Gln Glu Pro
[3477] 85 90 95
[3478] 1Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu Gln Glu Lys Arg Met
[3479] 100 105 110

[3480] Leu Glu Glu Ser Asn Leu Ser Phe Leu Lys Glu Leu Leu Phe Arg Ile
[3481] 115 120 125

[3482] Asn Arg Leu Asp Leu Leu Ile Thr Tyr Leu Asn Thr Arg Lys Glu Glu
[3483] 130 135 140

[3484] Met Glu Arg Glu Leu Gln Thr Pro Gly Arg Ala Gln Ile Ser Ala Tyr
[3485] 145 150 155 160
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[3486] Arg Val Met Leu Tyr Gln Ile Ser Glu Glu Val Ser Arg Ser Glu Leu
[3487] 165 170 175
[3488] Arg Ser Phe Lys Phe Leu Leu Gln Glu Glu Ile Ser Lys Cys Lys Leu
[3489] 180 185 190

[3490] Asp Asp Asp Met Asn Leu Leu Asp Ile Phe Ile Glu Met Glu Lys Arg
[3491] 195 200 205

[3492] Val Ile Leu Gly Glu Gly Lys Leu Asp Ile Leu Lys Arg Val Cys Ala
[3493] 210 215 220

[3494] Gln Ile Asn Lys Ser Leu Leu Lys Ile Ile Asn Asp Tyr Glu Glu Phe
[3495] 225 230 235 240
[3496] Ser Lys Glu Arg Ser Ser Ser Leu Glu Gly Ser Pro Asp Glu Phe Ser
[3497] 245 250 255
[3498] Asn Gly Glu Glu Leu Cys Gly Val Met Thr Ile Ser Asp Ser Pro Arg
[3499] 260 265 270

[3500] Glu Gln Asp Ser Glu Ser Gln Thr Leu Asp Lys Val Tyr Gln Met Lys
[3501] 275 280 285

[3502] Ser Lys Pro Arg Gly Tyr Cys Leu Ile Ile Asn Asn His Asn Phe Ala
[3503] 290 295 300

[3504] Lys Ala Arg Glu Lys Val Pro Lys Leu His Ser Ile Arg Asp Arg Asn
[3505] 305 310 315 320
[3506] Gly Thr His Leu Asp Ala Gly Ala Leu Thr Thr Thr Phe Glu Glu Leu
[3507] 325 330 335
[3508] His Phe Glu Ile Lys Pro His Asp Asp Cys Thr Val Glu Gln Ile Tyr
[3509] 340 345 350

[3510] Glu Ile Leu Lys Ile Tyr Gln Leu Met Asp His Ser Asn Met Asp Cys
[3511] 355 360 365

[3512] Phe Ile Cys Cys Ile Leu Ser His Gly Asp Lys Gly Ile Ile Tyr Gly
[3513] 370 375 380

[3514] Thr Asp Gly Gln Glu Ala Pro Ile Tyr Glu Leu Thr Ser Gln Phe Thr
[3515] 385 390 395 400
[3516] Gly Leu Lys Cys Pro Ser Leu Ala Gly Lys Pro Lys Val Phe Phe Ile
[3517] 405 410 415
[3518] Gln Ala Cys Gln Gly Asp Asn Tyr Gln Lys Gly Ile Pro Val Glu Thr
[3519] 420 425 430

[3520] Asp Ser Glu Glu Gln Pro Tyr Leu Glu Met Asp Leu Ser Ser Pro Gln
[3521] 435 440 445

[3522] Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe Leu Leu Gly Met Ala Thr
[3523] 450 455 460

[3524] Val Asn Asn Cys Val Ser Tyr Arg Asn Pro Ala Glu Gly Thr Trp Tyr
[3525] 465 470 475 480
[3526] Ile GIn Ser Leu Cys Gln Ser Leu Arg Glu Arg Cys Pro Arg Gly Asp
[3527] 485 490 495
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[3528]
[3529]
[3530]
[3531]
[3532]
[3533]
[3534]
[3535]
[3536]
[3537]
[3538]
[3539]
[3540]
[3541]
[3542]
[3543]
[3544]
[3545]
[3546]
[3547]
[3548]
[3549]
[3550]
[3551]
[3552]
[3553]
[3554]
[3555]
[3556]
[3557]
[3558]
[3559]
[3560]
[3561]
[3562]
[3563]
[3564]
[3565]
[3566]
[3567]
[3568]
[3569]

Asp Ile Leu Thr Ile Leu Thr

500

Asp Asp Lys Lys Asn Met Gly

515

Leu Arg Lys Lys Leu Val Phe

<210> 68

530

<211> 496
<212> PRT
<213> homo sapiens

<400> 68

Met Asp Phe

1
Glu

Arg

Gln

Leu

65

Thr

Gln

Ala

Asp

Ser

145

Ser

Glu

Lys

Asp

Ile

225
Lys

Asp
Lys
Glu
50

Leu
Arg
Ile
Asn
His
130
Arg
Lys
Met
Arg
Tyr
210

Ser

Val

Leu
Gln
35

Lys
Phe
Lys
Ser
Ser
115
Leu
Ser
Cys
Glu
Val
195
Glu

Asp

Tyr

Ser
Ala
20

Glu

Arg

Glu
Ala
100
Gln
Leu
Glu
Lys
Lys
180
Cys
Glu

Ser

Gln

Arg

5

Ser

Pro

Met

Ile

Glu

85

Tyr

Cys

Ile

Leu

Leu

165

Arg

Ala

Phe

Pro

Met

Asn

Leu

Ile

Leu

Asn

70

Met

Arg

Gln

Arg

Arg

150

Asp

Val

Gln

Ser

230
Lys

535

Leu
Lys
Lys
Glu
55

Arg
Glu
Phe
Thr
Val
135
Ser
Asp
Ile
Ile
Lys
215

Glu

Ser

Glu
Lys

520

Pro

Tyr
Phe
Asp
40

Glu
Leu
Arg
His
Gln
120
Met
Phe
Asp
Leu
Asn
200
Gly

Gln

Lys

Val Asn Tyr Glu Val Ser Asn Lys

505

510

Gln Met Pro Gln Pro Thr Phe Thr

Ser

Asp
Leu
25

Ala

Ser

Glu
Phe
105
Ser
Leu
Lys
Met
Gly
185

Lys

Glu

Pro

145

Asp

Ile
10

Ser
Leu
Asn
Leu
Leu
90

Cys
Val
Tyr
Phe
Asn
170
Glu
Ser
Glu

Ser

Arg

Gly

Leu

Met

Leu

Leu

75

Gln

Arg

Pro

Gln

Leu

155

Leu

Gly

Leu

Leu

Glu

235
Gly

Glu
Asp
Leu
Ser
60

Ile
Thr
Met
Phe
Ile
140
Leu
Leu
Lys
Leu
Cys
220

Ser

Tyr

525

Gln

Phe
45

Phe
Thr
Pro
Ser
Trp
125
Ser
Gln
Asp
Leu
Lys
205
Gly

Gln

Cys

Leu
Ile
30

Gln

Leu

Gly
Trp
110
Arg
Glu
Glu
Ile
Asp
190
Ile
Val

Thr

Leu

Asp
15

Pro
Arg
Lys
Leu
Arg
95

Ala
Arg
Glu
Glu
Phe
175
Ile
Ile
Met

Leu

Ile

Ser

Gln

Leu

Glu

Asn

80

Ala

Glu

Val

Val

Ile

160

Ile

Leu

Asn

Thr

240
Ile
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[3570] 245 250 255
[3571]  Asn Asn His Asn Phe Ala Lys Ala Arg Glu Lys Val Pro Lys Leu His
[3572] 260 265 270

[3573] Ser Ile Arg Asp Arg Asn Gly Thr His Leu Asp Ala Gly Ala Leu Thr
[3574] 275 280 285

[3575] Thr Thr Phe Glu Glu Leu His Phe Glu Ile Lys Pro His Asp Asp Cys
[3576] 290 295 300

[3577] Thr Val Glu Gln Ile Tyr Glu Ile Leu Lys Ile Tyr Gln Leu Met Asp
[3578] 305 310 315 320
[3579] His Ser Asn Met Asp Cys Phe Ile Cys Cys Ile Leu Ser His Gly Asp
[3580] 325 330 335
[3581] Lys Gly Ile Ile Tyr Gly Thr Asp Gly Gln Glu Ala Pro Ile Tyr Glu
[3582] 340 345 350

[3583] Leu Thr Ser Gln Phe Thr Gly Leu Lys Cys Pro Ser Leu Ala Gly Lys
[3584] 355 360 365

[3585] Pro Lys Val Phe Phe Ile Gln Ala Cys Gln Gly Asp Asn Tyr Gln Lys
[3586] 370 375 380

[3587] Gly Ile Pro Val Glu Thr Asp Ser Glu Glu Gln Pro Tyr Leu Glu Met
[3588] 385 390 395 400
[3589] Asp Leu Ser Ser Pro Gln Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe
[3590] 405 410 415
[3591] Leu Leu Gly Met Ala Thr Val Asn Asn Cys Val Ser Tyr Arg Asn Pro
[3592] 420 425 430

[3593] Ala Glu Gly Thr Trp Tyr Ile Gln Ser Leu Cys Gln Ser Leu Arg Glu
[3594] 435 440 445

[3595] Arg Cys Pro Arg Gly Asp Asp Ile Leu Thr Ile Leu Thr Glu Val Asn
[3596] 450 455 460

[3597] Tyr Glu Val Ser Asn Lys Asp Asp Lys Lys Asn Met Gly Lys Gln Met
[3598] 465 470 475 480
[3599] Pro Gln Pro Thr Phe Thr Leu Arg Lys Lys Leu Val Phe Pro Ser Asp
[3600] 485 490 495
[3601]  <210> 69

[3602]  <211> 479

[3603] <212> PRT

[3604] <213> homo sapiens

[3605]  <400> 69

[3606] Met Asp Phe Ser Arg Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser
[3607] 1 5 10 15
[3608] Glu Asp Leu Ala Ser Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln
[3609] 20 25 30

[3610] Arg Lys Gln Glu Pro Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu
[3611] 35 40 45
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[3612]
[3613]
[3614]
[3615]
[3616]
[3617]
[3618]
[3619]
[3620]
[3621]
[3622]
[3623]
[3624]
[3625]
[3626]
[3627]
[3628]
[3629]
[3630]
[3631]
[3632]
[3633]
[3634]
[3635]
[3636]
[3637]
[3638]
[3639]
[3640]
[3641]
[3642]
[3643]
[3644]
[3645]
[3646]
[3647]
[3648]
[3649]
[3650]
[3651]
[3652]
[3653]

Gln

Leu

65

Thr

Gln

Ser

Ser

Glu

145

Lys

Asp

Pro

Ser

Val

225

Asn

Ile

Thr

Val

Ser

305

Gly

Thr

Lys

Ile

Glu

50

Leu

Arg

Ile

Arg

Lys

130

Met

Arg

Tyr

Asp

Asp

210

Tyr

His

Arg

Phe

Glu

290

Asn

Ile

Ser

Val

Pro
370

Lys

Phe

Lys

Ser

Ser

115

Cys

Glu

Val

Glu

Glu

195

Ser

Gln

Asn

Asp

Glu

275

Gln

Met

Ile

Gln

Phe

355
Val

Arg

Arg

Glu

Ala

100

Glu

Lys

Lys

Cys

Glu

180

Phe

Pro

Met

Phe

Arg

260

Glu

Ile

Asp

Tyr

Phe

340

Phe

Glu

Met

Ile

Glu

85

Tyr

Leu

Leu

Arg

Ala

165

Phe

Ser

Arg

Lys

Ala

245

Asn

Leu

Tyr

Cys

Gly

325

Thr

Ile

Thr

Leu

Asn

70

Met

Arg

Arg

Asp

Val

150

Gln

Ser

Asn

Glu

Ser

230

Lys

Gly

His

Glu

Phe

310

Thr

Gly

Gln

Asp

Glu

55

Arg

Glu

Val

Ser

Asp

135

Ile

Ile

Lys

Gly

Gln

215

Lys

Ala

Thr

Phe

Ile

295

Ile

Asp

Leu

Ala

Ser
375

Glu

Leu

Arg

Met

Phe

120

Asp

Leu

Asn

Glu

Glu

200

Asp

Pro

Arg

His

Glu

280

Leu

Cys

Gly

Lys

Cys

360
Glu

Ser Asn Leu

Asp
Glu
Leu
105
Lys
Met
Gly
Lys
Arg
185
Glu
Ser
Arg
Glu
Leu
265
Ile
Lys
Cys
Gln
Cys
345

Gln

Glu

147

Leu
Leu
90

Tyr
Phe
Asn
Glu
Ser
170
Ser
Leu
Glu
Gly
Lys
250
Asp
Lys
Ile
Ile
Glu
330
Pro

Gly

Gln

Leu
75

Gln
Gln
Leu
Leu
Gly
155
Leu
Ser
Cys
Ser
Tyr
235
Val
Ala
Pro
Tyr
Leu
315
Ala
Ser

Asp

Pro

Ser

60

Ile

Thr

Ile

Leu

Leu

140

Lys

Leu

Ser

Gly

Gln

220

Cys

Pro

Gly

His

Gln

300

Ser

Pro

Leu

Asn

Tyr
380

Phe

Thr

Pro

Ser

Gln

125

Asp

Leu

Lys

Leu

Val

205

Thr

Leu

Lys

Ala

Asp

285

Leu

His

Ile

Ala

Tyr

365

Leu

Leu

Tyr

Gly

Glu

110

Glu

Ile

Asp

Ile

Glu

190

Met

Leu

Ile

Leu

Leu

270

Asp

Met

Gly

Tyr

Gly

350

Gln

Glu

Lys

Leu

Arg

95

Glu

Glu

Phe

Ile

Ile

175

Gly

Thr

Asp

Ile

His

255

Thr

Cys

Asp

Asp

Glu

335

Lys

Lys

Met

Glu

Asn

80

Ala

Val

Ile

Ile

Leu

160

Asn

Ser

Ile

Lys

Asn

240

Ser

Thr

Thr

His

Lys

320

Leu

Pro

Gly

Asp
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[3654] Leu Ser Ser Pro Gln Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe Leu
[3655] 385 390 395 400
[3656] Leu Gly Met Ala Thr Val Asn Asn Cys Val Ser Tyr Arg Asn Pro Ala
[3657] 405 410 415
[3658] Glu Gly Thr Trp Tyr Ile Gln Ser Leu Cys Gln Ser Leu Arg Glu Arg
[3659] 420 425 430

[3660] Cys Pro Arg Gly Asp Asp Ile Leu Thr Ile Leu Thr Glu Val Asn Tyr
[3661] 435 440 445

[3662] Glu Val Ser Asn Lys Asp Asp Lys Lys Asn Met Gly Lys Gln Met Pro
[3663] 450 455 460

[3664] Gln Pro Thr Phe Thr Leu Arg Lys Lys Leu Val Phe Pro Ser Asp
[3665] 465 470 475

[3666]  <210> 70

[3667] <211> 464

[3668]  <212> PRT

[3669] <213> homo sapiens

[3670]  <400> 70

[3671] Met Asp Phe Ser Arg Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser
[3672] 1 5 10 15
[3673]  Glu Asp Leu Ala Ser Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln
[3674] 20 25 30

[3675] Arg Lys Gln Glu Pro Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu
[3676] 35 40 45

[3677] Gln Glu Lys Arg Met Leu Glu Glu Ser Asn Leu Ser Phe Leu Lys Glu
[3678] 50 55 60

[3679] Leu Leu Phe Arg Ile Asn Arg Leu Asp Leu Leu Ile Thr Tyr Leu Asn
[3680] 65 70 75 80
[3681] Thr Arg Lys Glu Glu Met Glu Arg Glu Leu Gln Thr Pro Gly Arg Ala
[3682] 85 90 95
[3683] Gln Ile Ser Ala Tyr Arg Val Met Leu Tyr Gln Ile Ser Glu Glu Val
[3684] 100 105 110

[3685] Ser Arg Ser Glu Leu Arg Ser Phe Lys Phe Leu Leu Gln Glu Glu Ile
[3686] 115 120 125

[3687] Ser Lys Cys Lys Leu Asp Asp Asp Met Asn Leu Leu Asp Ile Phe Ile
[3688] 130 135 140

[3689] Glu Met Glu Lys Arg Val Ile Leu Gly Glu Gly Lys Leu Asp Ile Leu
[3690] 145 150 155 160
[3691] Lys Arg Val Cys Ala Gln Ile Asn Lys Ser Leu Leu Lys Ile Ile Asn
[3692] 165 170 175
[3693] Asp Tyr Glu Glu Phe Ser Lys Gly Glu Glu Leu Cys Gly Val Met Thr
[3694] 180 185 190

[3695] 1Ile Ser Asp Ser Pro Arg Glu Gln Asp Ser Glu Ser Gln Thr Leu Asp

148



CN 114605547 B F 5 = 89/219 T
[3696] 195 200 205

[3697] Lys Val Tyr Gln Met Lys Ser Lys Pro Arg Gly Tyr Cys Leu Ile Ile
[3698] 210 215 220

[3699] Asn Asn His Asn Phe Ala Lys Ala Arg Glu Lys Val Pro Lys Leu His
[3700] 225 230 235 240
[3701] Ser Ile Arg Asp Arg Asn Gly Thr His Leu Asp Ala Gly Ala Leu Thr
[3702] 245 250 255
[3703] Thr Thr Phe Glu Glu Leu His Phe Glu Ile Lys Pro His Asp Asp Cys
[3704] 260 265 270

[3705] Thr Val Glu Gln Ile Tyr Glu Ile Leu Lys Ile Tyr Gln Leu Met Asp
[3706] 275 280 285

[3707] His Ser Asn Met Asp Cys Phe Ile Cys Cys Ile Leu Ser His Gly Asp
[3708] 290 295 300

[3709] Lys Gly Ile Ile Tyr Gly Thr Asp Gly Gln Glu Ala Pro Ile Tyr Glu
[3710] 305 310 315 320
[3711] Leu Thr Ser Gln Phe Thr Gly Leu Lys Cys Pro Ser Leu Ala Gly Lys
[3712] 325 330 335
[3713]  Pro Lys Val Phe Phe Ile Gln Ala Cys Gln Gly Asp Asn Tyr Gln Lys
[3714] 340 345 350

[3715] Gly Ile Pro Val Glu Thr Asp Ser Glu Glu Gln Pro Tyr Leu Glu Met
[3716] 355 360 365

[3717]  Asp Leu Ser Ser Pro Gln Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe
[3718] 370 375 380

[3719] Leu Leu Gly Met Ala Thr Val Asn Asn Cys Val Ser Tyr Arg Asn Pro
[3720] 385 390 395 400
[3721] Ala Glu Gly Thr Trp Tyr Ile Gln Ser Leu Cys Gln Ser Leu Arg Glu
[3722] 405 410 415
[3723] Arg Cys Pro Arg Gly Asp Asp Ile Leu Thr Ile Leu Thr Glu Val Asn
[3724] 420 425 430

[3725] Tyr Glu Val Ser Asn Lys Asp Asp Lys Lys Asn Met Gly Lys Gln Met
[3726] 435 440 445

[3727]  Pro Gln Pro Thr Phe Thr Leu Arg Lys Lys Leu Val Phe Pro Ser Asp
[3728] 450 455 460

[3729] <210> 71

[3730] <211> 235

[3731]  <212> PRT

[3732] <213> homo sapiens

[3733]  <400> 71

[3734] Met Asp Phe Ser Arg Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser
[3735] 1 5 10 15
[3736] Glu Asp Leu Ala Ser Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln
[3737] 20 25 30
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[3738] Arg Lys Gln Glu Pro Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu
[3739] 35 40 45

[3740] Gln Glu Lys Arg Met Leu Glu Glu Ser Asn Leu Ser Phe Leu Lys Glu
[3741] 50 55 60

[3742] Leu Leu Phe Arg Ile Asn Arg Leu Asp Leu Leu Ile Thr Tyr Leu Asn
[3743] 65 70 75 80
[3744] Thr Arg Lys Glu Glu Met Glu Arg Glu Leu Gln Thr Pro Gly Arg Ala
[3745] 85 90 95
[3746] Gln Ile Ser Ala Tyr Arg Val Met Leu Tyr Gln Ile Ser Glu Glu Val
[3747] 100 105 110

[3748] Ser Arg Ser Glu Leu Arg Ser Phe Lys Phe Leu Leu Gln Glu Glu Ile
[3749] 115 120 125

[3750] Ser Lys Cys Lys Leu Asp Asp Asp Met Asn Leu Leu Asp Ile Phe Ile
[3751] 130 135 140

[3752] Glu Met Glu Lys Arg Val Ile Leu Gly Glu Gly Lys Leu Asp Ile Leu
[3753] 145 150 155 160
[3754] Lys Arg Val Cys Ala Gln Ile Asn Lys Ser Leu Leu Lys Ile Ile Asn
[3755] 165 170 175
[3756] Asp Tyr Glu Glu Phe Ser Lys Glu Arg Ser Ser Ser Leu Glu Gly Ser
[3757] 180 185 190

[3758] Pro Asp Glu Phe Ser Asn Asp Phe Gly Gln Ser Leu Pro Asn Glu Lys
[3759] 195 200 205

[3760] Gln Thr Ser Gly Ile Leu Ser Asp His Gln Gln Ser Gln Phe Cys Lys
[3761] 210 215 220

[3762] Ser Thr Gly Glu Ser Ala Gln Thr Ser Gln His

[3763] 225 230 235

[3764] <210> 72

[3765]  <211> 9

[3766]  <212> PRT

[3767] <213> Artificial sequence

[3768]  <220>

[3769]  <221> PEPTIDE

[3770] <222> (1)..(9)

[3771]  <223> Jafkik

[3772]  <400> 72

[3773] 1Ile Leu Lys Glu Pro Val His Gly Val

[3774] 1 5

[3775] <210> 73

[3776] <211> 9

[3777]  <212> PRT

[3778] <213> Artificial sequence

[3779]1  <220>
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[3780]
[3781]
[3782]
[3783]
[3784]
[3785]
[3786]
[3787]
[3788]
[3789]
[3790]
[3791]
[3792]
[3793]
[3794]
[3795]
[3796]
[3797]
[3798]
[3799]
[3800]
[3801]
[3802]
[3803]
[3804]
[3805]
[3806]
[3807]
[3808]
[3809]
[3810]
[3811]
[3812]
[3813]
[3814]
[3815]
[3816]
[3817]
[3818]
[3819]
[3820]
[3821]

<221> PEPTIDE

222> (1).. )

<223> JMERK

<400> 73

Ser Leu Tyr Asn Thr Val Ala Thr Leu
1 5

<210> 74

211> 8

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..(®)

<223> JIMERK

<400> 74

Ile Leu Glu Pro Val His Gly Val
1 5

<210> 75

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JFIMERK

<400> 75

Gly Ile Leu Gly Phe Val Phe Thr Leu
1 5

<210> 76

211> 252

<212> PRT

<213> Influenza A virus
<400> 76

Met Ser Leu Leu Thr Glu Val Glu Thr Tyr Val Leu Ser Ile

1 5 10

Ser Gly Pro Leu Lys Ala Glu Ile Ala Gln Arg Leu Glu Asp

20 25

Ala Gly Lys Asn Thr Asp Leu Glu Ala Leu Met Glu Trp Leu

35 40

Arg Pro Ile Leu Ser Pro Leu Thr Lys Gly Ile Leu Gly Phe

50 55

Thr Leu Thr Val Pro Ser Glu Arg Gly Leu Gln Arg Arg Arg

151

60

45

30

Val Pro
15

Val Phe
Lys Thr

Val Phe

Phe Val
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[3822] 65 70 75 80
[3823] Gln Asn Ala Leu Asn Gly Asn Gly Asp Pro Asn Asn Met Asp Arg Ala
[3824] 85 90 95
[3825] Val Lys Leu Tyr Arg Lys Leu Lys Arg Glu Ile Thr Phe His Gly Ala
[3826] 100 105 110

[3827] Lys Glu Val Ala Leu Ser Tyr Ser Ala Gly Ala Leu Ala Ser Cys Met
[3828] 115 120 125

[3829] Gly Leu Ile Tyr Asn Arg Met Gly Ala Val Thr Thr Glu Val Ala Phe
[3830] 130 135 140

[3831] Ala Val Val Cys Ala Thr Cys Glu Gln Ile Ala Asp Ser Gln His Arg
[3832] 145 150 155 160
[3833] Ser His Arg Gln Met Val Thr Thr Thr Asn Pro Leu Ile Arg His Glu
[3834] 165 170 175
[3835] Asn Arg Met Val Leu Ala Ser Thr Thr Ala Lys Ala Met Glu Gln Met
[3836] 180 185 190

[3837] Ala Gly Ser Ser Glu Gln Ala Ala Glu Ala Met Glu Val Ala Ser Gln
[3838] 195 200 205

[3839] Ala Arg Gln Met Val Gln Ala Met Arg Ala Ile Gly Thr Pro Pro Ser
[3840] 210 215 220

[3841] Ser Ser Ala Gly Leu Lys Asp Asp Leu Leu Glu Asn Leu Gln Ala Tyr
[3842] 225 230 235 240
[3843] Gln Lys Arg Met Gly Val Gln Met Gln Arg Phe Lys

[3844] 245 250

[3845] <210> 77

[3846] <211> 584

[3847]  <212> PRT

[3848] <213> Influenza A virus

[3849]  <400> 77

[3850] Met Lys Ala Ile Ile Val Leu Leu Met Val Val Thr Ser Asn Ala Asp
[3851] 1 5 10 15
[3852] Arg Ile Cys Thr Gly Ile Thr Ser Ser Asn Ser Pro His Val Val Lys
[3853] 20 25 30

[3854] Thr Ala Thr Gln Gly Glu Val Asn Val Thr Gly Val Ile Pro Leu Thr
[3855] 35 40 45

[3856] Thr Thr Pro Thr Lys Ser His Phe Ala Asn Leu Lys Gly Thr Gln Thr
[3857] 50 55 60

[3858] Arg Gly Lys Leu Cys Pro Asn Cys Phe Asn Cys Thr Asp Leu Asp Val
[3859] 65 70 75 80
[3860] Ala Leu Gly Arg Pro Lys Cys Met Gly Asn Thr Pro Ser Ala Lys Val
[3861] 85 90 95
[3862] Ser Ile Leu His Glu Val Lys Pro Ala Thr Ser Gly Cys Phe Pro Ile
[3863] 100 105 110

152



CN 114605547 B F 5 = 93/219 T
[3864] Met His Asp Arg Thr Lys Ile Arg Gln Leu Pro Asn Leu Leu Arg Gly
[3865] 115 120 125

[3866] Tyr Glu Asn Ile Arg Leu Ser Thr Ser Asn Val Ile Asn Thr Glu Thr
[3867] 130 135 140

[3868] Ala Pro Gly Gly Pro Tyr Lys Val Gly Thr Ser Gly Ser Cys Pro Asn
[3869] 145 150 155 160
[3870] Val Ala Asn Gly Asn Gly Phe Phe Asn Thr Met Ala Trp Val Ile Pro
[3871] 165 170 175
[3872] Lys Asp Asn Asn Lys Thr Ala Ile Asn Pro Val Thr Val Glu Val Pro
[3873] 180 185 190

[3874] Tyr Ile Cys Ser Glu Gly Glu Asp Gln Ile Thr Val Trp Gly Phe His
[3875] 195 200 205

[3876] Ser Asp Asp Lys Thr Gln Met Glu Arg Leu Tyr Gly Asp Ser Asn Pro
[3877] 210 215 220

[3878] Gln Lys Phe Thr Ser Ser Ala Asn Gly Val Thr Thr His Tyr Val Ser
[3879] 225 230 235 240
[3880] Gln Ile Gly Gly Phe Pro Asn Gln Thr Glu Asp Glu Gly Leu Lys Gln
[3881] 245 250 255
[3882] Ser Gly Arg Ile Val Val Asp Tyr Met Val Gln Lys Pro Gly Lys Thr
[3883] 260 265 270

[3884] Gly Thr Ile Val Tyr Gln Arg Gly Ile Leu Leu Pro Gln Lys Val Trp
[3885] 275 280 285

[3886] Cys Ala Ser Gly Arg Ser Lys Val Ile Lys Gly Ser Leu Pro Leu Ile
[3887] 290 295 300

[3888] Gly Glu Ala Asp Cys Leu His Glu Lys Tyr Gly Gly Leu Asn Lys Ser
[3889] 305 310 315 320
[3890] Lys Pro Tyr Tyr Thr Gly Glu His Ala Lys Ala Ile Gly Asn Cys Pro
[3891] 325 330 335
[3892] Ile Trp Val Lys Thr Pro Leu Lys Leu Ala Asn Gly Thr Lys Tyr Arg
[3893] 340 345 350

[3894] Pro Pro Ala Lys Leu Leu Lys Glu Arg Gly Phe Phe Gly Ala Ile Ala
[3895] 355 360 365

[3896] Gly Phe Leu Glu Gly Gly Trp Glu Gly Met Ile Ala Gly Trp His Gly
[3897] 370 375 380

[3898] Tyr Thr Ser His Gly Ala His Gly Val Ala Val Ala Ala Asp Leu Lys
[3899] 385 390 395 400
[3900] Ser Thr Gln Glu Ala Ile Asn Lys Ile Thr Lys Asn Leu Asn Tyr Leu
[3901] 405 410 415
[3902] Ser Glu Leu Glu Val Lys Asn Leu Gln Arg Leu Ser Gly Ala Met Asn
[3903] 420 425 430

[3904] Glu Leu His Asp Glu Ile Leu Glu Leu Asp Glu Lys Val Asp Asp Leu
[3905] 435 440 445
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[3906] Arg Ala Asp Thr Ile Ser Ser Gln Ile Glu Leu Ala Val Leu Leu Ser
[3907] 450 455 460

[3908] Asn Glu Gly Ile Ile Asn Ser Glu Asp Glu His Leu Leu Ala Leu Glu
[3909] 465 470 475 480
[3910] Arg Lys Leu Lys Lys Met Leu Gly Pro Ser Ala Val Glu Ile Gly Asn
[3911] 485 490 495
[3912]  Gly Cys Phe Glu Thr Lys His Lys Cys Asn Gln Thr Cys Leu Asp Arg
[3913] 500 505 510

[3914] 1Ile Ala Ala Gly Thr Phe Asn Ala Gly Asp Phe Ser Leu Pro Thr Phe
[3915] 515 520 525

[3916] Asp Ser Leu Asn Ile Thr Ala Ala Ser Leu Asn Asp Asp Gly Leu Asp
[3917] 530 535 540

[3918] Asn His Thr Ile Leu Leu Tyr Tyr Ser Thr Ala Ala Ser Ser Leu Ala
[3919] 545 550 555 560
[3920] Val Thr Leu Met Ile Ala Ile Phe Ile Val Tyr Met Val Ser Arg Asp
[3921] 565 570 575
[3922] Asn Val Ser Cys Ser Ile Cys Leu

[3923] 580

[3924] <210> 78

[3925] <211> 566

[3926] <212> PRT

[3927] <213> Influenza A virus

[3928]  <400> 78

[3929] Met Lys Thr Ile Ile Ala Leu Ser Tyr Ile Leu Cys Leu Val Phe Ala
[3930] 1 5 10 15
[3931] Gln Lys Leu Pro Gly Asn Asp Asn Ser Thr Ala Thr Leu Cys Leu Gly
[3932] 20 25 30

[3933] His His Ala Val Pro Asn Gly Thr Ile Val Lys Thr Ile Thr Asn Asp
[3934] 35 40 45

[3935] Gln Ile Glu Val Thr Asn Ala Thr Glu Leu Val Gln Ser Ser Ser Thr
[3936] 50 55 60

[3937] Gly Gly Ile Cys Asp Ser Pro His Gln Ile Leu Asp Gly Glu Asn Cys
[3938] 65 70 75 80
[3939] Thr Leu Ile Asp Ala Leu Leu Gly Asp Pro Gln Cys Asp Gly Phe Gln
[3940] 85 90 95
[3941] Asn Lys Lys Trp Asp Leu Phe Val Glu Arg Ser Lys Ala Tyr Ser Asn
[3942] 100 105 110

[3943] Cys Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser Leu Arg Ser Leu Val
[3944] 115 120 125

[3945] Ala Ser Ser Gly Thr Leu Glu Phe Asn Asn Glu Ser Phe Asn Trp Thr
[3946] 130 135 140

[3947] Gly Val Thr Gln Asn Gly Thr Ser Ser Ala Cys Lys Arg Arg Ser Asn
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[3948] 145 150 155 160
[3949]  Asn Ser Phe Phe Ser Arg Leu Asn Trp Leu Thr His Leu Lys Phe Lys
[3950] 165 170 175
[3951] Tyr Pro Ala Leu Asn Val Thr Met Pro Asn Asn Glu Lys Phe Asp Lys
[3952] 180 185 190

[3953] Leu Tyr Ile Trp Gly Val His His Pro Gly Thr Asp Asn Asp Gln Ile
[3954] 195 200 205

[3955] Ser Leu Tyr Ala Gln Ala Ser Gly Arg Ile Thr Val Ser Thr Lys Arg
[3956] 210 215 220

[3957] Ser Gln Gln Thr Val Ile Pro Ser Ile Gly Ser Arg Pro Arg Ile Arg
[3958] 225 230 235 240
[3959] Asp Val Pro Ser Arg Ile Ser Ile Tyr Trp Thr Ile Val Lys Pro Gly
[3960] 245 250 255
[3961] Asp Ile Leu Leu Ile Asn Ser Thr Gly Asn Leu Ile Ala Pro Arg Gly
[3962] 260 265 270

[3963] Tyr Phe Lys Ile Arg Ser Gly Lys Ser Ser Ile Met Arg Ser Asp Ala
[3964] 275 280 285

[3965] Pro Ile Gly Lys Cys Asn Ser Glu Cys Ile Thr Pro Asn Gly Ser Ile
[3966] 290 295 300

[3967]  Pro Asn Asp Lys Pro Phe Gln Asn Val Asn Arg Ile Thr Tyr Gly Ala
[3968] 305 310 315 320
[3969] Cys Pro Arg Tyr Val Lys Gln Asn Thr Leu Lys Leu Ala Thr Gly Met
[3970] 325 330 335
[3971]  Arg Asn Val Pro Glu Lys Gln Thr Arg Gly Ile Phe Gly Ala Ile Ala
[3972] 340 345 350

[3973] Gly Phe Ile Glu Asn Gly Trp Glu Gly Met Val Asp Gly Trp Tyr Gly
[3974] 355 360 365

[3975] Phe Arg His Gln Asn Ser Glu Gly Thr Gly Gln Ala Ala Asp Leu Lys
[3976] 370 375 380

[3977] Ser Thr Gln Ala Ala Ile Asn Gln Ile Asn Gly Lys Leu Asn Arg Leu
[3978] 385 390 395 400
[3979] 1Ile Gly Lys Thr Asn Glu Lys Phe His Gln Ile Glu Lys Glu Phe Ser
[3980] 405 410 415
[3981] Glu Val Glu Gly Arg Ile Gln Asp Leu Glu Lys Tyr Val Glu Asp Thr
[3982] 420 425 430

[3983] Lys Ile Asp Leu Trp Ser Tyr Asn Ala Glu Leu Leu Val Ala Leu Glu
[3984] 435 440 445

[3985] Asn Gln His Thr Ile Asp Leu Thr Asp Ser Glu Met Asn Lys Leu Phe
[3986] 450 455 460

[3987] Glu Arg Thr Lys Lys Gln Leu Arg Glu Asn Ala Glu Asp Met Gly Asn
[3988] 465 470 475 480
[3989] Gly Cys Phe Lys Ile Tyr His Lys Cys Asp Asn Ala Cys Ile Gly Ser
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[3990] 485 490 495
[3991] 1Ile Arg Asn Gly Thr Tyr Asp His Asp Val Tyr Arg Asp Glu Ala Leu
[3992] 500 505 510

[3993] Asn Asn Arg Phe Gln Ile Lys Gly Val Glu Leu Lys Ser Gly Tyr Lys
[3994] 515 520 525

[3995] Asp Trp Ile Leu Trp Ile Ser Phe Ala Ile Ser Cys Phe Leu Leu Cys
[3996] 530 535 540

[3997] Val Ala Leu Leu Gly Phe Ile Met Trp Ala Cys Gln Lys Gly Asn Ile
[3998] 545 550 555 560
[3999] Arg Cys Asn Ile Cys Ile

[4000] 565

[4001] <210> 79

[4002] <211> 466

[4003]  <212> PRT

[4004] <213> Influenza B virus

[4005]  <400> 79

[4006] Met Leu Pro Ser Thr Val Gln Thr Leu Thr Leu Leu Leu Thr Ser Gly
[4007] 1 5 10 15
[4008] Gly Val Leu Leu Ser Leu Tyr Val Ser Ala Ser Leu Ser Tyr Leu Leu
[4009] 20 25 30

[4010] Tyr Ser Asp Val Leu Leu Lys Phe Ser Ser Thr Lys Thr Thr Ala Pro
[4011] 35 40 45

[4012] Thr Met Ser Leu Glu Cys Thr Asn Ala Ser Asn Ala Gln Thr Val Asn
[4013] 50 55 60

[4014] His Ser Ala Thr Lys Glu Met Thr Phe Pro Pro Pro Glu Pro Glu Trp
[4015] 65 70 75 80
[4016] Thr Tyr Pro Arg Leu Ser Cys Gln Gly Ser Thr Phe Gln Lys Ala Leu
[4017] 85 90 95
[4018] Leu Ile Ser Pro His Arg Phe Gly Glu Ile Lys Gly Asn Ser Ala Pro
[4019] 100 105 110

[4020] Leu Ile Ile Arg Glu Pro Phe Val Ala Cys Gly Pro Lys Glu Cys Arg
[4021] 115 120 125

[4022] His Phe Ala Leu Thr His Tyr Ala Ala Gln Pro Gly Gly Tyr Tyr Asn
[4023] 130 135 140

[4024] Gly Thr Arg Lys Asp Arg Asn Lys Leu Arg His Leu Val Ser Val Lys
[4025] 145 150 155 160
[4026] Leu Gly Lys Ile Pro Thr Val Glu Asn Ser Ile Phe His Met Ala Ala
[4027] 165 170 175
[4028] Trp Ser Gly Ser Ala Cys His Asp Gly Arg Glu Trp Thr Tyr Ile Gly
[4029] 180 185 190

[4030] Val Asp Gly Pro Asp Asn Asp Ala Leu Val Lys Ile Lys Tyr Gly Glu
[4031] 195 200 205
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[4032] Ala Tyr Thr Asp Thr Tyr His Ser Tyr Ala His Asn Ile Leu Arg Thr
[4033] 210 215 220

[4034] Gln Glu Ser Ala Cys Asn Cys Ile Gly Gly Asp Cys Tyr Leu Met Ile
[4035] 225 230 235 240
[4036] Thr Asp Gly Ser Ala Ser Gly Ile Ser Lys Cys Arg Phe Leu Lys Ile
[4037] 245 250 255
[4038] Arg Glu Gly Arg Ile Ile Lys Glu Ile Leu Pro Thr Gly Arg Val Glu
[4039] 260 265 270

[4040] His Thr Glu Glu Cys Thr Cys Gly Phe Ala Ser Asn Lys Thr Ile Glu
[4041] 275 280 285

[4042] Cys Ala Cys Arg Asp Asn Ser Tyr Thr Ala Lys Arg Pro Phe Val Lys
[4043] 290 295 300

[4044] Leu Asn Val Glu Thr Asp Thr Ala Glu Ile Arg Leu Met Cys Thr Lys
[4045] 305 310 315 320
[4046] Thr Tyr Leu Asp Thr Pro Arg Pro Asp Asp Gly Ser Ile Ala Gly Pro
[4047] 325 330 335
[4048] Cys Glu Ser Asn Gly Asp Lys Trp Leu Gly Gly Ile Lys Gly Gly Phe
[4049] 340 345 350

[4050] Val His Gln Arg Met Ala Ser Lys Ile Gly Arg Trp Tyr Ser Arg Thr
[4051] 355 360 365

[4052] Met Ser Lys Thr Asn Arg Met Gly Met Glu Leu Tyr Val Lys Tyr Asp
[4053] 370 375 380

[4054] Gly Asp Pro Trp Thr Asp Ser Asp Ala Leu Thr Leu Ser Gly Val Met
[4055] 385 390 395 400
[4056] Val Ser Ile Glu Glu Pro Gly Trp Tyr Ser Phe Gly Phe Glu Ile Lys
[4057] 405 410 415
[4058] Asp Lys Lys Cys Asp Val Pro Cys Ile Gly Ile Glu Met Val His Asp
[4059] 420 425 430

[4060] Gly Gly Lys Asp Thr Trp His Ser Ala Ala Thr Ala Ile Tyr Cys Leu
[4061] 435 440 445

[4062] Met Gly Ser Gly Gln Leu Leu Trp Asp Thr Val Thr Gly Val Asp Met
[4063] 450 455 460

[4064] Ala Leu

[4065] 465

[4066] <210> 80

[4067] <211> 565

[4068]  <212> PRT

[4069] <213> Influenza C virus

[4070]  <400> 80

[4071] Met Ser Asp Arg Arg Gln Asn Arg Lys Thr Pro Asp Glu Gln Arg Lys
[4072] 1 5 10 15
[4073] Ala Asn Ala Leu Ile Ile Asn Glu Asn Ile Glu Ala Tyr Ile Ala Ile
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[4074] 20 25 30

[4075] Cys Lys Glu Val Gly Leu Asn Gly Asp Glu Met Leu Ile Leu Glu Asn
[4076] 35 40 45

[4077] Gly Ile Ala Ile Glu Lys Ala Ile Arg Ile Cys Cys Asp Gly Lys Tyr
[4078] 50 55 60

[4079]  Gln Glu Lys Arg Glu Lys Lys Ala Arg Glu Ala Gln Arg Ala Asp Ser
[4080] 65 70 75 80
[4081] Asn Phe Asn Ala Asp Ser Ile Gly Ile Arg Leu Val Lys Arg Ala Gly
[4082] 85 90 95
[4083] Ser Gly Thr Asn Ile Thr Tyr His Ala Val Val Glu Leu Thr Ser Arg
[4084] 100 105 110

[4085] Ser Arg Ile Val Gln Ile Leu Lys Ser His Trp Gly Asn Glu Leu Asn
[4086] 115 120 125

[4087] Arg Ala Lys Ile Ala Gly Lys Arg Leu Gly Phe Ser Ala Leu Phe Ala
[4088] 130 135 140

[4089] Ser Asn Leu Glu Ala Ile Ile Tyr Gln Arg Gly Arg Asn Ala Ala Arg
[4090] 145 150 155 160
[4091] Arg Asn Gly Ser Ala Glu Leu Phe Thr Leu Thr Gln Gly Ala Gly Ile
[4092] 165 170 175
[4093] Glu Thr Arg Tyr Lys Trp Ile Met Glu Lys His Ile Gly Ile Gly Val
[4094] 180 185 190

[4095] Leu Ile Ala Asp Ala Lys Gly Leu Ile Asn Gly Lys Arg Glu Gly Lys
[4096] 195 200 205

[4097] Arg Gly Val Asp Ala Asn Val Lys Leu Arg Ala Gly Thr Thr Gly Ser
[4098] 210 215 220

[4099]  Pro Leu Glu Arg Ala Met Gln Gly Ile Glu Lys Lys Ala Phe Pro Gly
[4100] 225 230 235 240
[4101] Pro Leu Arg Ala Leu Ala Arg Arg Val Val Lys Ala Asn Tyr Asn Asp
[4102] 245 250 255
[4103] Ala Arg Glu Ala Leu Asn Val Ile Ala Glu Ala Ser Leu Leu Leu Lys
[4104] 260 265 270

[4105] Pro Gln Ile Thr Asn Lys Met Thr Met Pro Trp Cys Met Trp Leu Ala
[4106] 275 280 285

[4107] Ala Arg Leu Thr Leu Lys Asp Glu Phe Ala Asn Phe Cys Ala Tyr Ala
[4108] 290 295 300

[4109] Gly Arg Arg Ala Phe Glu Val Phe Asn Ile Ala Met Glu Lys Ile Gly
[4110] 305 310 315 320
[4111] TIle Cys Ser Phe Gln Gly Thr Ile Met Asn Asp Asp Glu Ile Glu Ser
[4112] 325 330 335
[4113] Ile Glu Asp Lys Ala Gln Val Leu Met Met Ala Cys Phe Gly Leu Ala
[4114] 340 345 350

[4115]  Tyr Glu Asp Phe Ser Leu Val Ser Ala Met Val Ser His Pro Leu Lys
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[4116] 355 360 365

[4117] Leu Arg Asn Arg Met Lys Ile Gly Asn Phe Arg Val Gly Glu Lys Val
[4118] 370 375 380

[4119] Ser Thr Val Leu Ser Pro Leu Leu Arg Phe Thr Arg Trp Ala Glu Phe
[4120] 385 390 395 400
[4121] Ala Gln Arg Phe Ala Leu Gln Ala Asn Thr Ser Arg Glu Gly Ala Gln
[4122] 405 410 415
[4123] Ile Ser Asn Ser Ala Val Phe Ala Val Glu Arg Lys Ile Thr Thr Asp
[4124] 420 425 430

[4125] Val Gln Arg Val Glu Glu Leu Leu Asn Lys Val Gln Ala His Glu Asp
[4126] 435 440 445

[4127]  Glu Pro Leu Gln Thr Leu Tyr Lys Lys Val Arg Glu Gln Ile Ser Ile
[4128] 450 455 460

[4129] 1Ile Gly Arg Asn Lys Ser Glu Ile Lys Glu Phe Leu Gly Ser Ser Met
[4130] 465 470 475 480
[4131] Tyr Asp Leu Asn Asp Gln Glu Lys Gln Asn Pro Ile Asn Phe Arg Ser
[4132] 485 490 495
[4133] Gly Ala His Pro Phe Phe Phe Glu Phe Asp Pro Asp Tyr Asn Pro Ile
[4134] 500 505 510

[4135] Arg Val Lys Arg Pro Lys Lys Pro Ile Ala Lys Arg Asn Ser Asn Ile
[4136] 515 520 525

[4137] Ser Arg Leu Glu Glu Glu Gly Met Asp Glu Asn Ser Glu Ile Gly Gln
[4138] 530 535 540

[4139] Ala Lys Lys Met Lys Pro Leu Asp Gln Leu Thr Ser Thr Ser Ser Asn
[4140] 545 550 555 560
[4141] TIle Pro Gly Lys Asn

[4142] 565

[4143]  <210> 81

[4144] <211> 498

[4145]  <212> PRT

[4146] <213> Influenza A virus

[4147]  <400> 81

[4148] Met Ala Ser Gln Gly Thr Lys Arg Ser Tyr Glu Gln Met Glu Thr Asp
[4149] 1 5 10 15
[4150] Gly Glu Arg Gln Asn Ala Thr Glu Ile Arg Ala Ser Val Gly Lys Met
[4151] 20 25 30

[4152] Tle Asp Gly Ile Gly Arg Phe Tyr Ile Gln Met Cys Thr Glu Leu Lys
[4153] 35 40 45

[4154] Leu Ser Asp Tyr Glu Gly Arg Leu Ile Gln Asn Ser Leu Thr Ile Glu
[4155] 50 55 60

[4156] Arg Met Val Leu Ser Ala Phe Asp Glu Arg Arg Asn Lys Tyr Leu Glu
[4157] 65 70 75 80
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[4158] Glu His Pro Ser Ala Gly Lys Asp Pro Lys Lys Thr Gly Gly Pro Ile
[4159] 85 90 95
[4160] Tyr Lys Arg Val Asp Gly Lys Trp Met Arg Glu Leu Val Leu Tyr Asp
[4161] 100 105 110

[4162] Lys Glu Glu Ile Arg Arg Ile Trp Arg Gln Ala Asn Asn Gly Asp Asp
[4163] 115 120 125

[4164] Ala Thr Ala Gly Leu Thr His Met Met Ile Trp His Ser Asn Leu Asn
[4165] 130 135 140

[4166] Asp Thr Thr Tyr Gln Arg Thr Arg Ala Leu Val Arg Thr Gly Met Asp
[4167] 145 150 155 160
[4168] Pro Arg Met Cys Ser Leu Met Gln Gly Ser Thr Leu Pro Arg Arg Ser
[4169] 165 170 175
[4170] Gly Ala Ala Gly Ala Ala Val Lys Gly Val Gly Thr Met Val Met Glu
[4171] 180 185 190

[4172] Leu Ile Arg Met Ile Lys Arg Gly Ile Asn Asp Arg Asn Phe Trp Arg
[4173] 195 200 205

[4174]  Gly Glu Asn Gly Arg Lys Thr Arg Ser Ala Tyr Glu Arg Met Cys Asn
[4175] 210 215 220

[4176] Ile Leu Lys Gly Lys Phe Gln Thr Ala Ala Gln Arg Ala Met Met Asp
[4177] 225 230 235 240
[4178] Gln Val Arg Glu Ser Arg Asn Pro Gly Asn Ala Glu Ile Glu Asp Leu
[4179] 245 250 255
[4180] Ile Phe Leu Ala Arg Ser Ala Leu Ile Leu Arg Gly Ser Val Ala His
[4181] 260 265 270

[4182] Lys Ser Cys Leu Pro Ala Cys Val Tyr Gly Pro Ala Ile Ala Ser Gly
[4183] 275 280 285

[4184] Tyr Asn Phe Glu Lys Glu Gly Tyr Ser Leu Val Gly Ile Asp Pro Phe
[4185] 290 295 300

[4186] Lys Leu Leu Gln Asn Ser Gln Val Tyr Ser Leu Ile Arg Pro Asn Glu
[4187] 305 310 315 320
[4188] Asn Pro Ala His Lys Ser Gln Leu Val Trp Met Ala Cys Asn Ser Ala
[4189] 325 330 335
[4190] Ala Phe Glu Asp Leu Arg Val Leu Ser Phe Ile Arg Gly Thr Lys Val
[4191] 340 345 350

[4192] Ser Pro Arg Gly Lys Leu Ser Thr Arg Gly Val Gln Ile Ala Ser Asn
[4193] 355 360 365

[4194]  Glu Asn Met Asp Thr Met Glu Ser Ser Thr Leu Glu Leu Arg Ser Arg
[4195] 370 375 380

[4196] Tyr Trp Ala Ile Arg Thr Arg Ser Gly Gly Asn Thr Asn Gln Gln Arg
[4197] 385 390 395 400
[4198] Ala Ser Ala Gly Gln Ile Ser Val Gln Pro Ala Phe Ser Val Gln Arg
[4199] 405 410 415
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[4200] Asn Leu Pro Phe Asp Lys Pro Thr Ile Met Ala Ala Phe Thr Gly Asn
[4201] 420 425 430

[4202] Thr Glu Gly Arg Thr Ser Asp Met Arg Ala Glu Ile Ile Arg Met Met
[4203] 435 440 445

[4204] Glu Gly Ala Lys Pro Glu Glu Met Ser Phe Gln Gly Arg Gly Val Phe
[4205] 450 455 460

[4206] Glu Leu Ser Asp Glu Lys Ala Thr Asn Pro Ile Val Pro Ser Phe Asp
[4207] 465 470 475 480
[4208] Met Ser Asn Glu Gly Ser Tyr Phe Phe Gly Asp Asn Ala Glu Glu Tyr
[4209] 485 490 495
[4210] Asp Asn

[4211]  <210> 82

[4212]  <211> 498

[4213]  <212> PRT

[4214]  <213> Influenza A virus

[4215]  <400> 82

[4216] Met Ala Ser Gln Gly Thr Lys Arg Ser Tyr Glu Gln Met Glu Thr Gly
[4217] 1 5 10 15
[4218] Gly Glu Arg Gln Asn Ala Thr Glu Ile Arg Ala Ser Val Gly Arg Met
[4219] 20 25 30

[4220] Val Gly Gly Ile Gly Arg Phe Tyr Val Gln Met Cys Thr Glu Leu Lys
[4221] 35 40 45

[4222] Leu Ser Asp Gln Glu Gly Arg Leu Ile Gln Asn Ser Ile Thr Ile Glu
[4223] 50 55 60

[4224] Arg Met Val Leu Ser Ala Phe Asp Glu Arg Arg Asn Arg Tyr Leu Glu
[4225] 65 70 75 80
[4226] Glu His Pro Ser Ala Gly Lys Asp Pro Lys Lys Thr Gly Gly Pro Ile
[4227] 85 90 95
[4228] Tyr Arg Arg Arg Asp Gly Lys Trp Val Arg Glu Leu Ile Leu Tyr Asp
[4229] 100 105 110

[4230] Lys Glu Glu Ile Arg Arg Ile Trp Arg Gln Ala Asn Asn Gly Glu Asp
[4231] 115 120 125

[4232] Ala Thr Ala Gly Leu Thr His Met Met Ile Trp His Ser Asn Leu Asn
[4233] 130 135 140

[4234] Asp Ala Thr Tyr Gln Arg Thr Arg Ala Leu Val Arg Thr Gly Met Asp
[4235] 145 150 155 160
[4236] Pro Arg Met Cys Ser Leu Met Gln Gly Ser Thr Leu Pro Arg Arg Ser
[4237] 165 170 175
[4238] Gly Ala Ala Gly Ala Ala Ile Lys Gly Val Gly Thr Met Val Met Glu
[4239] 180 185 190

[4240] Leu Ile Arg Met Ile Lys Arg Gly Ile Asn Asp Arg Asn Phe Trp Arg
[4241] 195 200 205
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[4242]  Gly Asp Asn Gly Arg Arg Thr Arg Ile Ala Tyr Glu Arg Met Cys Asn
[4243] 210 215 220

[4244] Ile Leu Lys Gly Lys Phe Gln Thr Ala Ala Gln Arg Ala Met Met Asp
[4245] 225 230 235 240
[4246]  Gln Val Arg Glu Ser Arg Asn Pro Gly Asn Ala Glu Ile Glu Asp Leu
[4247] 245 250 255
[4248] Ile Phe Leu Ala Arg Ser Ala Leu Ile Leu Arg Gly Ser Val Ala His
[4249] 260 265 270

[4250] Lys Ser Cys Leu Pro Ala Cys Val Tyr Gly Leu Ala Val Ala Ser Gly
[4251] 275 280 285

[4252] Tyr Asp Phe Glu Arg Glu Gly Tyr Ser Leu Val Gly Ile Asp Pro Phe
[4253] 290 295 300

[4254] Arg Leu Leu Gln Asn Ser Gln Val Phe Ser Leu Ile Arg Pro Asn Glu
[4255] 305 310 315 320
[4256] Asn Pro Ala His Lys Ser Gln Leu Val Trp Met Ala Cys His Ser Ala
[4257] 325 330 335
[4258] Ala Phe Glu Asp Leu Arg Val Ser Ser Phe Ile Arg Gly Thr Arg Val
[4259] 340 345 350

[4260] Ile Pro Arg Gly Gln Leu Ser Thr Arg Gly Val Gln Ile Ala Ser Asn
[4261] 355 360 365

[4262] Glu Asn Val Glu Ala Met Asp Ser Ser Thr Leu Glu Leu Arg Ser Arg
[4263] 370 375 380

[4264] Tyr Trp Ala Ile Arg Thr Arg Ser Gly Gly Asn Thr Asn Gln Gln Arg
[4265] 385 390 395 400
[4266] Ala Ser Ala Gly Gln Ile Ser Val Gln Pro Thr Phe Ser Val Gln Arg
[4267] 405 410 415
[4268] Asn Leu Pro Phe Glu Arg Pro Thr Ile Met Ala Ala Phe Lys Gly Asn
[4269] 420 425 430

[4270] Thr Glu Gly Arg Thr Ser Asp Met Arg Thr Glu Ile Ile Arg Met Met
[4271] 435 440 445

[4272] Glu Ser Ala Arg Pro Glu Asp Val Ser Phe Gln Gly Arg Gly Val Phe
[4273] 450 455 460

[4274] Glu Leu Ser Asp Glu Lys Ala Thr Asn Pro Ile Val Pro Ser Phe Asp
[4275] 465 470 475 480
[4276] Met Ser Asn Glu Gly Ser Tyr Phe Phe Gly Asp Asn Ala Glu Glu Tyr
[4277] 485 490 495
[4278] Asp Asn

[4279] <210> 83

[4280] <211> 560

[4281] <212> PRT

[4282] <213> Influenza B virus

[4283]  <400> 83
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[4284] Met Ser Asn Met Asp Ile Asp Ser Ile Asn Thr Gly Thr Ile Asp Lys
[4285] 1 5 10 15
[4286] Thr Pro Glu Glu Leu Thr Pro Gly Thr Ser Gly Ala Thr Arg Pro Ile
[4287] 20 25 30

[4288] Ile Lys Pro Ala Thr Leu Ala Pro Pro Ser Asn Lys Arg Thr Arg Asn
[4289] 35 40 45

[4290] Pro Ser Pro Glu Arg Thr Thr Thr Ser Ser Glu Thr Asp Ile Gly Arg
[4291] 50 55 60

[4292] Lys Ile Gln Lys Lys Gln Thr Pro Thr Glu Ile Lys Lys Ser Val Tyr
[4293] 65 70 75 80
[4294] Lys Met Val Val Lys Leu Gly Glu Phe Tyr Asn Gln Met Met Val Lys
[4295] 85 90 95
[4296] Ala Gly Leu Asn Asp Asp Met Glu Arg Asn Leu Ile Gln Asn Ala Gln
[4297] 100 105 110

[4298] Ala Val Glu Arg Ile Leu Leu Ala Ala Thr Asp Asp Lys Lys Thr Glu
[4299] 115 120 125

[4300] Tyr Gln Lys Lys Arg Asn Ala Arg Asp Val Lys Glu Gly Lys Glu Glu
[4301] 130 135 140

[4302] Ile Asp His Asn Lys Thr Gly Gly Thr Phe Tyr Lys Met Val Arg Asp
[4303] 145 150 155 160
[4304] Asp Lys Thr Ile Tyr Phe Ser Pro Ile Lys Ile Thr Phe Leu Lys Glu
[4305] 165 170 175
[4306] Glu Val Lys Thr Met Tyr Lys Thr Thr Met Gly Ser Asp Gly Phe Ser
[4307] 180 185 190

[4308] Gly Leu Asn His Ile Met Ile Gly His Ser Gln Met Asn Asp Val Cys
[4309] 195 200 205

[4310] Phe Gln Arg Ser Lys Gly Leu Lys Arg Val Gly Leu Asp Pro Ser Leu
[4311] 210 215 220

[4312] Ile Ser Thr Phe Ala Gly Ser Thr Leu Pro Arg Arg Ser Gly Thr Thr
[4313] 225 230 235 240
[4314] Gly Val Ala Ile Lys Gly Gly Gly Thr Leu Val Asp Glu Ala Ile Arg
[4315] 245 250 255
[4316] Phe Ile Gly Arg Ala Met Ala Asp Arg Gly Leu Leu Arg Asp Ile Lys
[4317] 260 265 270

[4318] Ala Lys Thr Ala Tyr Glu Lys Ile Leu Leu Asn Leu Lys Asn Lys Cys
[4319] 275 280 285

[4320] Ser Ala Pro Gln Gln Lys Ala Leu Val Asp Gln Val Ile Gly Ser Arg
[4321] 290 295 300

[4322] Asn Pro Gly Ile Ala Asp Ile Glu Asp Leu Thr Leu Leu Ala Arg Ser
[4323] 305 310 315 320
[4324] Met Val Val Val Arg Pro Ser Val Ala Ser Lys Val Val Leu Pro Ile
[4325] 325 330 335
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[4326] Ser Ile Tyr Ala Lys Ile Pro Gln Leu Gly Phe Asn Thr Glu Glu Tyr
[4327] 340 345 350

[4328] Ser Met Val Gly Tyr Glu Ala Met Ala Leu Tyr Asn Met Ala Thr Pro
[4329] 355 360 365

[4330] Val Ser Ile Leu Arg Met Gly Asp Asp Ala Lys Asp Lys Ser Gln Leu
[4331] 370 375 380

[4332] Phe Phe Met Ser Cys Phe Gly Ala Ala Tyr Glu Asp Leu Arg Val Leu
[4333] 385 390 395 400
[4334] Ser Ala Leu Thr Gly Thr Glu Phe Lys Pro Arg Ser Ala Leu Lys Cys
[4335] 405 410 415
[4336] Lys Gly Phe His Val Pro Ala Lys Glu Gln Val Glu Gly Met Gly Ala
[4337] 420 425 430

[4338] Ala Leu Met Ser Ile Lys Leu Gln Phe Trp Ala Pro Met Thr Arg Ser
[4339] 435 440 445

[4340] Gly Gly Asn Glu Val Ser Gly Glu Gly Gly Ser Gly Gln Ile Ser Cys
[4341] 450 455 460

[4342] Ser Pro Val Phe Ala Val Glu Arg Pro Ile Ala Leu Ser Lys Gln Ala
[4343] 465 470 475 480
[4344] Val Arg Arg Met Leu Ser Met Asn Val Glu Gly Arg Asp Ala Asp Val
[4345] 485 490 495
[4346] Lys Gly Asn Leu Leu Lys Met Met Asn Asp Ser Met Ala Lys Lys Thr
[4347] 500 505 510

[4348] Ser Gly Asn Ala Phe Ile Gly Lys Lys Met Phe Gln Ile Ser Asp Lys
[4349] 515 520 525

[4350] Asn Lys Val Asn Pro Ile Glu Ile Pro Ile Lys Gln Thr Ile Pro Asn
[4351] 530 535 540

[4352] Phe Phe Phe Gly Arg Asp Thr Ala Glu Asp Tyr Asp Asp Leu Asp Tyr
[4353] 545 550 555 560
[4354]  <210> 84

[4355] <211> 248

[4356]  <212> PRT

[4357] <213> Influenza B virus

[4358]  <400> 84

[4359] Met Ser Leu Phe Gly Asp Thr Ile Ala Tyr Leu Leu Ser Leu Ile Glu
[4360] 1 5 10 15
[4361] Asp Gly Glu Gly Lys Ala Glu Leu Ala Glu Lys Leu His Cys Trp Phe
[4362] 20 25 30

[4363] Gly Gly Lys Glu Phe Asp Leu Asp Ser Ala Leu Glu Trp Ile Lys Asn
[4364] 35 40 45

[4365] Lys Arg Cys Leu Thr Asp Ile Gln Lys Ala Leu Ile Gly Ala Ser Ile
[4366] 50 55 60

[4367] Cys Phe Leu Lys Pro Lys Asp Gln Glu Arg Lys Arg Arg Phe Ile Thr
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[4368] 65 70 75 80
[4369] Glu Pro Leu Ser Gly Met Gly Thr Thr Ala Thr Lys Lys Lys Gly Leu
[4370] 85 90 95
[4371] 1Ile Leu Ala Glu Arg Lys Met Arg Arg Cys Val Ser Phe His Glu Ala
[4372] 100 105 110

[4373] Phe Glu Ile Ala Glu Gly His Glu Ser Ser Ala Leu Leu Tyr Cys Leu
[4374] 115 120 125

[4375] Met Val Met Tyr Leu Asn Pro Glu Asn Tyr Ser Met Gln Val Lys Leu
[4376] 130 135 140

[4377] Gly Thr Leu Cys Ala Leu Cys Glu Lys Gln Ala Ser His Ser His Arg
[4378] 145 150 155 160
[4379] Ala His Ser Arg Ala Ala Arg Ser Ser Val Pro Gly Val Arg Arg Glu
[4380] 165 170 175
[4381] Met Gln Met Val Ser Ala Met Asn Thr Ala Lys Thr Met Asn Gly Met
[4382] 180 185 190

[4383] Gly Lys Gly Glu Asp Val Gln Lys Leu Ala Glu Glu Leu Gln Asn Asn
[4384] 195 200 205

[4385] Ile Gly Val Leu Arg Ser Leu Gly Ala Ser Gln Lys Asn Gly Glu Gly
[4386] 210 215 220

[4387] Ile Ala Lys Asp Val Met Glu Val Leu Lys Gln Ser Ser Met Gly Asn
[4388] 225 230 235 240
[4389] Ser Ala Leu Val Arg Lys Tyr Leu

[4390] 245

[4391] <210> 85

[4392] <211> 97

[4393]  <212> PRT

[4394] <213> Influenza A virus

[4395]  <400> 85

[4396] Met Ser Leu Leu Thr Glu Val Glu Thr Pro Ile Arg Asn Glu Trp Gly
[4397] 1 5 10 15
[4398] Cys Arg Cys Asn Gly Ser Ser Asp Pro Leu Ala Ile Ala Ala Asn Ile
[4399] 20 25 30

[4400] Ile Gly Ile Leu His Leu Ile Leu Trp Ile Leu Asp Arg Leu Phe Phe
[4401] 35 40 45

[4402] Lys Cys Ile Tyr Arg Arg Phe Lys Tyr Gly Leu Lys Gly Gly Pro Ser
[4403] 50 55 60

[4404] Thr Glu Gly Val Pro Lys Ser Met Arg Glu Glu Tyr Arg Lys Glu Gln
[4405] 65 70 75 80
[4406] Gln Ser Ala Val Asp Ala Asp Asp Gly His Phe Val Ser Ile Glu Leu
[4407] 85 90 95
[4408] Glu

[4409]  <210> 86

165



CN 114605547 B F 5 = 106/219 T
[4410] <211> 281

[4411]  <212> PRT

[4412] <213> Influenza B virus

[4413]  <400> 86

[4414] Met Ala Asp Asn Met Thr Thr Thr Gln Ile Glu Val Gly Pro Gly Ala
[4415] 1 5 10 15
[4416] Thr Asn Ala Thr Ile Asn Phe Glu Ala Gly Ile Leu Glu Cys Tyr Glu
[4417] 20 25 30

[4418] Arg Phe Ser Trp Gln Arg Ala Leu Asp Tyr Pro Gly Gln Asp Arg Leu
[4419] 35 40 45

[4420] His Arg Leu Lys Arg Lys Leu Glu Ser Arg Ile Lys Thr His Asn Lys
[4421] 50 55 60

[4422]  Ser Glu Pro Glu Asn Lys Arg Met Ser Leu Glu Glu Arg Lys Ala Ile
[4423] 65 70 75 80
[4424] Gly Val Lys Met Met Lys Val Leu Leu Phe Met Asp Pro Ser Ala Gly
[4425] 85 90 95
[4426] Ile Glu Gly Phe Glu Pro Tyr Cys Val Lys Asn Pro Ser Thr Ser Lys
[4427] 100 105 110

[4428] Cys Pro Asn Tyr Asp Trp Thr Asp Tyr Pro Pro Thr Pro Gly Lys Tyr
[4429] 115 120 125

[4430] Leu Asp Asp Ile Glu Glu Glu Pro Glu Asn Val Asp His Pro Ile Glu
[4431] 130 135 140

[4432] Val Val Leu Arg Asp Met Asn Asn Lys Asp Ala Arg Gln Lys Ile Lys
[4433] 145 150 155 160
[4434] Asp Glu Val Asn Thr Gln Lys Glu Gly Lys Phe Arg Leu Thr Ile Lys
[4435] 165 170 175
[4436] Arg Asp Ile Arg Asn Val Leu Ser Leu Arg Val Leu Val Asn Gly Thr
[4437] 180 185 190

[4438] Phe Leu Lys His Pro Asn Gly Asp Lys Ser Leu Ser Thr Leu His Arg
[4439] 195 200 205

[4440] Leu Asn Ala Tyr Asp Gln Asn Gly Gly Leu Val Ala Lys Leu Val Ala
[4441] 210 215 220

[4442] Thr Asp Asp Arg Thr Val Glu Asp Glu Lys Asp Gly His Arg Ile Leu
[4443] 225 230 235 240
[4444] Asn Ser Leu Phe Glu Arg Phe Asp Glu Gly His Ser Lys Pro Ile Arg
[4445] 245 250 255
[4446] Ala Ala Glu Thr Ala Val Gly Val Leu Ser Gln Phe Gly Gln Glu His
[4447] 260 265 270

[4448] Arg Leu Ser Pro Glu Glu Gly Asp Asn

[4449] 275 280

[4450]  <210> 87

[4451]  <211> 122
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[4452]  <212> PRT

[4453] <213> Influenza B virus

[4454]  <400> 87

[4455] Met Ala Asp Asn Met Thr Thr Thr Gln Ile Glu Trp Arg Met Lys Lys
[4456] 1 5 10 15
[4457] Met Ala Ile Gly Ser Ser Thr His Ser Ser Ser Val Leu Met Lys Asp
[4458] 20 25 30

[4459] Ile GIn Ser Gln Phe Glu Gln Leu Lys Leu Arg Trp Glu Ser Tyr Pro
[4460] 35 40 45

[4461] Asn Leu Val Lys Ser Thr Asp Tyr His Gln Lys Arg Glu Thr Ile Arg
[4462] 50 55 60

[4463] Leu Ala Thr Glu Glu Leu Tyr Leu Leu Ser Lys Arg Ile Asp Asp Ser
[4464] 65 70 75 80
[4465] Ile Leu Phe His Lys Thr Val Ile Ala Asn Ser Ser Ile Ile Ala Asp
[4466] 85 90 95
[4467] Met Ile Val Ser Leu Ser Leu Leu Glu Thr Leu Tyr Glu Met Lys Asp
[4468] 100 105 110

[4469] Val Val Glu Val Tyr Ser Arg Gln Cys Leu

[4470] 115 120

[4471]  <210> 88

[4472] <211> 716

[4473]  <212> PRT

[4474]  <213> Influenza A virus

[4475]  <400> 88

[4476] Met Glu Asp Phe Val Arg Gln Cys Phe Asn Pro Met Ile Val Glu Leu
(44771 1 5 10 15
[4478] Ala Glu Lys Ala Met Lys Glu Tyr Gly Glu Asp Leu Lys Ile Glu Thr
[4479] 20 25 30

[4480] Asn Lys Phe Ala Ala Ile Cys Thr His Leu Glu Val Cys Phe Met Tyr
[4481] 35 40 45

[4482] Ser Asp Phe His Phe Ile Asn Glu Gln Gly Glu Ser Ile Ile Val Glu
[4483] 50 55 60

[4484] Pro Glu Asp Pro Asn Ala Leu Leu Lys His Arg Phe Glu Ile Ile Glu
[4485] 65 70 75 80
[4486] Gly Arg Asp Arg Thr Met Ala Trp Thr Val Val Asn Ser Ile Cys Asn
[4487] 85 90 95
[4488] Thr Thr Gly Ala Glu Lys Pro Lys Phe Leu Pro Asp Leu Tyr Asp Tyr
[4489] 100 105 110

[4490] Lys Glu Asn Arg Phe Ile Glu Ile Gly Val Thr Arg Arg Glu Val His
[4491] 115 120 125

[4492] Ile Tyr Tyr Leu Glu Lys Ala Asn Lys Ile Lys Ser Glu Lys Thr His
[4493] 130 135 140
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[4494] Ile His Ile Phe Ser Phe Thr Gly Glu Glu Met Ala Thr Lys Ala Asp
[4495] 145 150 155 160
[4496] Tyr Thr Leu Asp Glu Glu Ser Arg Ala Arg Ile Lys Thr Arg Leu Phe
[4497] 165 170 175
[4498] Thr Ile Arg Gln Glu Met Ala Ser Arg Gly Leu Trp Asp Ser Phe Arg
[4499] 180 185 190

[4500] Gln Ser Glu Arg Gly Glu Glu Thr Ile Glu Glu Arg Phe Glu Ile Thr
[4501] 195 200 205

[4502] Gly Thr Met Arg Arg Leu Ala Asp Gln Ser Leu Pro Pro Asn Phe Ser
[4503] 210 215 220

[4504] Cys Leu Glu Asn Phe Arg Ala Tyr Val Asp Gly Phe Glu Pro Asn Gly
[4505] 225 230 235 240
[4506] Tyr Ile Glu Gly Lys Leu Ser Gln Met Ser Lys Glu Val Asn Ala Arg
[4507] 245 250 255
[4508] Ile Glu Pro Phe Leu Arg Thr Thr Pro Arg Pro Ile Arg Leu Pro Asp
[4509] 260 265 270

[4510] Gly Pro Pro Cys Phe Gln Arg Ser Lys Phe Leu Leu Met Asp Ser Leu
[4511] 275 280 285

[4512] Lys Leu Ser Ile Glu Asp Pro Ser His Glu Gly Glu Gly Ile Pro Leu
[4513] 290 295 300

[4514] Tyr Asp Ala Ile Lys Cys Met Arg Thr Phe Phe Gly Trp Lys Glu Pro
[4515] 305 310 315 320
[4516] Ser Val Val Lys Pro His Gly Lys Gly Ile Asn Pro Asn Tyr Leu Leu
[4517] 325 330 335
[4518] Ser Trp Lys Gln Val Leu Ala Glu Leu Gln Asp Ile Glu Ser Glu Glu
[4519] 340 345 350

[4520] Lys Ile Pro Arg Thr Lys Asn Met Lys Lys Thr Ser Gln Leu Lys Trp
[4521] 355 360 365

[4522] Ala Leu Gly Glu Asn Met Ala Pro Glu Lys Val Asp Phe Asp Asp Cys
[4523] 370 375 380

[4524] Lys Asp Ile Ser Asp Leu Lys Gln Tyr Asp Ser Asp Glu Pro Glu Leu
[4525] 385 390 395 400
[4526] Arg Ser Leu Ser Ser Trp Ile Gln Asn Glu Phe Asn Lys Ala Cys Glu
[4527] 405 410 415
[4528] Leu Thr Asp Ser Ile Trp Ile Glu Leu Asp Glu Ile Gly Glu Asp Val
[4529] 420 425 430

[4530] Ala Pro Ile Glu His Ile Ala Ser Met Arg Arg Asn Tyr Phe Thr Ala
[4531] 435 440 445

[4532] Glu Val Ser His Cys Arg Ala Thr Glu Tyr Ile Met Lys Gly Val Tyr
[4533] 450 455 460

[4534] Ile Asn Thr Ala Leu Leu Asn Ala Ser Cys Ala Ala Met Asp Asp Phe
[4535] 465 470 475 480
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[4536] Gln Leu Ile Pro Met Ile Ser Lys Cys Arg Thr Lys Glu Gly Arg Arg
[4537] 485 490 495
[4538] Lys Thr Asn Leu Tyr Gly Phe Ile Ile Lys Gly Arg Ser His Leu Arg
[4539] 500 505 510

[4540] Asn Asp Thr Asp Val Val Asn Phe Val Ser Met Glu Phe Ser Leu Thr
[4541] 515 520 525

[4542] Asp Pro Arg Leu Glu Pro His Lys Trp Glu Lys Tyr Cys Val Leu Glu
[4543] 530 535 540

[4544] Tle Gly Asp Met Leu Leu Arg Ser Ala Ile Gly Gln Val Ser Arg Pro
[4545] 545 550 555 560
[4546] Met Phe Leu Tyr Val Arg Thr Asn Gly Thr Ser Lys Ile Lys Met Lys
[4547] 565 570 575
[4548] Trp Gly Met Glu Met Arg Arg Cys Leu Leu Gln Ser Leu Gln Gln Ile
[4549] 580 585 590

[4550] Glu Ser Met Ile Glu Ala Glu Ser Ser Val Lys Glu Lys Asp Met Thr
[4551] 595 600 605

[4552] Lys Glu Phe Phe Glu Asn Arg Ser Glu Thr Trp Pro Ile Gly Glu Ser
[4553] 610 615 620

[4554] Pro Lys Gly Val Glu Glu Gly Ser Ile Gly Lys Val Cys Arg Thr Leu
[4555] 625 630 635 640
[4556] Leu Ala Lys Ser Val Phe Asn Ser Leu Tyr Ala Ser Pro Gln Leu Glu
[4557] 645 650 655
[4558] Gly Phe Ser Ala Glu Ser Arg Lys Leu Leu Leu Ile Val Gln Ala Leu
[4559] 660 665 670

[4560] Arg Asp Asn Leu Glu Pro Gly Thr Phe Asp Leu Gly Gly Leu Tyr Glu
[4561] 675 680 685

[4562] Ala Ile Glu Glu Cys Leu Ile Asn Asp Pro Trp Val Leu Leu Asn Ala
[4563] 690 695 700

[4564] Ser Trp Phe Asn Ser Phe Leu Thr His Ala Leu Arg

[4565] 705 710 715

[4566] <210> 89

[4567] <211> 752

[4568]  <212> PRT

[4569] <213> Influenza B virus

[4570]  <400> 89

[4571] Met Asn Ile Asn Pro Tyr Phe Leu Phe Ile Asp Val Pro Ile Gln Ala
[4572] 1 5 10 15
[4573] Ala Ile Ser Thr Thr Phe Pro Tyr Thr Gly Val Pro Pro Tyr Ser His
[4574] 20 25 30

[4575] Gly Thr Gly Thr Gly Tyr Thr Ile Asp Thr Val Ile Arg Thr His Glu
[4576] 35 40 45

[4577] Tyr Ser Asn Lys Gly Lys Gln Tyr Ile Ser Asp Val Thr Gly Cys Val
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[4578] 50 55 60

[4579] Met Val Asp Pro Thr Asn Gly Pro Leu Pro Glu Asp Asn Glu Pro Ser
[4580] 65 70 75 80
[4581] Ala Tyr Ala Gln Leu Asp Cys Val Leu Glu Ala Leu Asp Arg Met Asp
[4582] 85 90 95
[4583] Glu Glu His Pro Gly Leu Phe Gln Ala Gly Ser Gln Asn Ala Met Glu
[4584] 100 105 110

[4585] Ala Leu Met Val Thr Thr Val Asp Lys Leu Thr Gln Gly Arg Gln Thr
[4586] 115 120 125

[4587] Phe Asp Trp Thr Val Cys Arg Asn Gln Pro Ala Ala Thr Ala Leu Asn
[4588] 130 135 140

[4589] Thr Thr Ile Thr Ser Phe Arg Leu Asn Asp Leu Asn Gly Ala Asp Lys
[4590] 145 150 155 160
[4591] Gly Gly Leu Val Pro Phe Cys Gln Asp Ile Ile Asp Ser Leu Asp Lys
[4592] 165 170 175
[4593] Pro Glu Met Ile Phe Phe Thr Val Lys Asn Ile Lys Lys Lys Leu Pro
[4594] 180 185 190

[4595] Ala Lys Asn Arg Lys Gly Phe Leu Ile Lys Arg Ile Pro Met Lys Val
[4596] 195 200 205

[4597] Lys Asp Arg Ile Thr Arg Val Glu Tyr Ile Lys Arg Ala Leu Ser Leu
[4598] 210 215 220

[4599] Asn Thr Met Thr Lys Asp Ala Glu Arg Gly Lys Leu Lys Arg Arg Ala
[4600] 225 230 235 240
[4601] Ile Ala Thr Ala Gly Ile Gln Ile Arg Gly Phe Val Leu Val Val Glu
[4602] 245 250 255
[4603] Asn Leu Ala Lys Asn Ile Cys Glu Asn Leu Glu Gln Ser Gly Leu Pro
[4604] 260 265 270

[4605] Val Gly Gly Asn Glu Lys Lys Ala Lys Leu Ser Asn Ala Val Ala Lys
[4606] 275 280 285

[4607] Met Leu Ser Asn Cys Pro Pro Gly Gly Ile Ser Met Thr Val Thr Gly
[4608] 290 295 300

[4609] Asp Asn Thr Lys Trp Asn Glu Cys Leu Asn Pro Arg Ile Phe Leu Ala
[4610] 305 310 315 320
[4611] Met Thr Glu Arg Ile Thr Arg Asp Ser Pro Ile Trp Phe Arg Asp Phe
[4612] 325 330 335
[4613] Cys Ser Ile Ala Pro Val Leu Phe Ser Asn Lys Ile Ala Arg Leu Gly
[4614] 340 345 350

[4615] Lys Gly Phe Met Ile Thr Ser Lys Thr Lys Arg Leu Lys Ala Gln Ile
[4616] 355 360 365

[4617]  Pro Cys Pro Asp Leu Phe Asn Ile Pro Leu Glu Arg Tyr Asn Glu Glu
[4618] 370 375 380

[4619] Thr Arg Ala Lys Leu Lys Lys Leu Lys Pro Phe Phe Asn Glu Glu Gly
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[4620] 385 390 395 400
[4621] Thr Ala Ser Leu Ser Pro Gly Met Met Met Gly Met Phe Asn Met Leu
[4622] 405 410 415
[4623] Ser Thr Val Leu Gly Val Ala Ala Leu Gly Ile Lys Asn Ile Gly Asn
[4624] 420 425 430

[4625] Lys Glu Tyr Leu Trp Asp Gly Leu Gln Ser Ser Asp Asp Phe Ala Leu
[4626] 435 440 445

[4627] Phe Val Asn Ala Lys Asp Glu Glu Thr Cys Met Glu Gly Ile Asn Asp
[4628] 450 455 460

[4629] Phe Tyr Arg Thr Cys Lys Leu Leu Gly Ile Asn Met Ser Lys Lys Lys
[4630] 465 470 475 480
[4631] Ser Tyr Cys Asn Glu Thr Gly Met Phe Glu Phe Thr Ser Met Phe Tyr
[4632] 485 490 495
[4633] Arg Asp Gly Phe Val Ser Asn Phe Ala Met Glu Leu Pro Ser Phe Gly
[4634] 500 505 510

[4635] Val Ala Gly Val Asn Glu Ser Ala Asp Met Ala Ile Gly Met Thr Ile
[4636] 515 520 525

[4637] Ile Lys Asn Asn Met Ile Asn Asn Gly Met Gly Pro Ala Thr Ala Gln
[4638] 530 535 540

[4639] Thr Ala Ile Gln Leu Phe Ile Ala Asp Tyr Arg Tyr Thr Tyr Lys Cys
[4640] 545 550 555 560
[4641] His Arg Gly Asp Ser Lys Val Glu Gly Lys Arg Met Lys Ile Ile Lys
[4642] 565 570 575
[4643] Glu Leu Trp Glu Asn Thr Lys Gly Arg Asp Gly Leu Leu Val Ala Asp
[4644] 580 585 590

[4645] Gly Gly Pro Asn Leu Tyr Asn Leu Arg Asn Leu His Ile Pro Glu Ile
[4646] 595 600 605

[4647] Ile Leu Lys Tyr Asn Ile Met Asp Pro Glu Tyr Lys Gly Arg Leu Leu
[4648] 610 615 620

[4649] His Pro Gln Asn Pro Phe Val Gly His Leu Ser Ile Glu Gly Ile Lys
[4650] 625 630 635 640
[4651] Glu Ala Asp Ile Thr Pro Ala His Gly Pro Ile Lys Lys Met Asp Tyr
[4652] 645 650 655
[4653] Asp Ala Val Ser Gly Thr His Ser Trp Arg Thr Lys Arg Asn Arg Ser
[4654] 660 665 670

[4655] Ile Leu Asn Thr Asp Gln Arg Asn Met Ile Leu Glu Glu Gln Cys Tyr
[4656] 675 680 685

[4657] Ala Lys Cys Cys Asn Leu Phe Glu Ala Cys Phe Asn Ser Ala Ser Tyr
[4658] 690 695 700

[4659] Arg Lys Pro Val Gly Gln His Ser Met Leu Glu Ala Met Ala His Arg
[4660] 705 710 715 720
[4661] Leu Arg Met Asp Ala Arg Leu Asp Tyr Glu Ser Gly Arg Met Ser Lys
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[4662] 725 730 735
[4663] Glu Asp Phe Glu Lys Ala Met Ala His Leu Gly Glu Ile Gly Tyr Met
[4664] 740 745 750

[4665]  <210> 90

[4666] <211> 759

[4667]  <212> PRT

[4668] <213> Influenza A virus

[4669]  <400> 90

[4670] Met Glu Arg Ile Lys Glu Leu Arg Asn Leu Met Ser Gln Ser Arg Thr
(46711 1 5 10 15
[4672] Arg Glu Ile Leu Thr Lys Thr Thr Val Asp His Met Ala Ile Ile Lys
[4673] 20 25 30

[4674] Lys Tyr Thr Ser Gly Arg Gln Glu Lys Asn Pro Ala Leu Arg Met Lys
[4675] 35 40 45

[4676] Trp Met Met Ala Met Lys Tyr Pro Ile Thr Ala Asp Lys Arg Ile Thr
[4677] 50 55 60

[4678] Glu Met Ile Pro Glu Arg Asn Glu Gln Gly Gln Thr Leu Trp Ser Lys
[4679] 65 70 75 80
[4680] Met Asn Asp Ala Gly Ser Asp Arg Val Met Val Ser Pro Leu Ala Val
[4681] 85 90 95
[4682] Thr Trp Trp Asn Arg Asn Gly Pro Met Thr Asn Thr Val His Tyr Pro
[4683] 100 105 110

[4684] Lys Ile Tyr Lys Thr Tyr Phe Glu Arg Val Glu Arg Leu Lys His Gly
[4685] 115 120 125

[4686] Thr Phe Gly Pro Val His Phe Arg Asn Gln Val Lys Ile Arg Arg Arg
[4687] 130 135 140

[4688] Val Asp Ile Asn Pro Gly His Ala Asp Leu Ser Ala Lys Glu Ala Gln
[4689] 145 150 155 160
[4690] Asp Val Ile Met Glu Val Val Phe Pro Asn Glu Val Gly Ala Arg Ile
[4691] 165 170 175
[4692] Leu Thr Ser Glu Ser Gln Leu Thr Ile Thr Lys Glu Lys Lys Glu Glu
[4693] 180 185 190

[4694] Leu Gln Asp Cys Lys Ile Ser Pro Leu Met Val Ala Tyr Met Leu Glu
[4695] 195 200 205

[4696] Arg Glu Leu Val Arg Lys Thr Arg Phe Leu Pro Val Ala Gly Gly Thr
[4697] 210 215 220

[4698] Ser Ser Val Tyr Ile Glu Val Leu His Leu Thr Gln Gly Thr Cys Trp
[4699] 225 230 235 240
[4700] Glu Gln Met Tyr Thr Pro Gly Gly Glu Val Lys Asn Asp Asp Val Asp
[4701] 245 250 255
[4702] Gln Ser Leu Ile Ile Ala Ala Arg Asn Ile Val Arg Arg Ala Ala Val
[4703] 260 265 270
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[4704]
[4705]
[4706]
[4707]
[4708]
[4709]
[4710]
[4711]
[4712]
[4713]
[4714]
[4715]
[4716]
[4717]
[4718]
[4719]
[4720]
[4721]
[4722]
[4723]
[4724]
[4725]
[4726]
[4727]
[4728]
[4729]
[4730]
[4731]
[4732]
[4733]
[4734]
[4735]
[4736]
[4737]
[4738]
[4739]
[4740]
[4741]
[4742]
[4743]
[4744]
[4745]

Ser

Ile

Glu

305

Ser

Ser

Lys

Arg

Ile

385

Ala

Asp

Gln

Trp

Pro

465

Ser

Ser

Leu

Ile

Val

545

Lys

Phe

Ser

Ala

Gly

290

Gln

Ser

Val

Ile

Ala

370

Val

Met

Leu

Leu

Gly

450

Asp

Lys

Ile

Ser

Thr

530

Leu

Ile

Glu

Gly

Asp

275

Gly

Ala

Phe

Lys

Arg

355

Thr

Ser

Val

Asn

Leu

435

Val

Met

Met

Asp

Pro

515

Tyr

Val

Gln

Pro

Phe
595

Pro

Ile

Val

Ser

Arg

340

Val

Ala

Gly

Phe

Phe

420

Arg

Glu

Thr

Gly

Arg

500

Glu

Ser

Asn

Trp

Phe

580
Val

Leu

Arg

Gly

Phe

325

Glu

His

Ile

Arg

Ser

405

Val

His

Pro

Pro

Val

485

Phe

Glu

Ser

Thr

Ser

565

Gln

Arg

Ala

Met

Ile

310

Gly

Glu

Glu

Leu

Asp

390

Gln

Asn

Phe

Ile

Ser

470

Asp

Leu

Val

Ser

Tyr

550

Gln

Ser

Thr

Ser Leu Leu Glu Met

Val
295
Cys
Gly
Glu
Gly
Arg
375
Glu
Glu
Arg
Gln
Asp
455
Ile
Glu
Arg
Ser
Met
535
Gln
Asn

Leu

Leu

280
Asp

Lys

Phe

Val

Tyr

360

Lys

Gln

Asp

Ala

Lys

440

Asn

Glu

Tyr

Val

Glu

520

Met

Trp

Pro

Val

Phe
600

Ile

Ala

Thr

Leu

345

Glu

Ala

Ser

Cys

Asn

425

Asp

Val

Met

Ser

Arg

505

Thr

Trp

Ile

Thr

Pro

585
Gln

173

Leu
Ala
Phe
330
Thr
Glu
Thr
Ile
Met
410
Gln
Ala
Met
Ser
Ser
490
Asp
Gln
Glu
Ile
Met
570

Lys

Gln

Lys
Met
315
Lys
Gly
Phe
Arg
Ala
395
Ile
Arg
Lys
Gly
Met
475
Thr
Gln
Gly
Ile
Arg
555

Leu

Ala

Met

Cys

Gln

300

Gly

Arg

Asn

Thr

Arg

380

Glu

Lys

Leu

Val

Met

460

Arg

Glu

Arg

Thr

Asn

540

Asn

Tyr

Ile

Arg

His
285
Asn
Leu
Thr
Leu
Met
365
Leu
Ala
Ala
Asn
Leu
445

Ile

Gly

Gly

Glu

525

Gly

Trp

Asn

Arg

Asp
605

Ser

Pro

Arg

Ser

Gln

350

Val

Ile

Ile

Val

Pro

430

Phe

Gly

Val

Val

Asn

510

Lys

Pro

Glu

Lys

Gly

590
Val

Thr

Thr

Ile

Gly

335

Thr

Gly

Gln

Ile

Arg

415

Met

Gln

Ile

Arg

Val

495

Val

Leu

Glu

Thr

Met

575

Gln

Leu

Gln

Glu

Ser

320

Ser

Leu

Arg

Leu

Val

400

Gly

His

Asn

Leu

Ile

480

Val

Leu

Thr

Ser

Val

560

Glu

Tyr

Gly
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[4746] Thr Phe Asp Thr Ala Gln Ile Ile Lys Leu Leu Pro Phe Ala Ala Ala
[4747] 610 615 620

[4748] Pro Pro Lys Gln Ser Arg Met Gln Phe Ser Ser Phe Thr Val Asn Val
[4749] 625 630 635 640
[4750] Arg Gly Ser Gly Met Arg Ile Leu Val Arg Gly Asn Ser Pro Val Phe
[4751] 645 650 655
[4752] Asn Tyr Asn Lys Ala Thr Lys Arg Leu Thr Val Leu Gly Lys Asp Ala
[4753] 660 665 670

[4754]  Gly Thr Leu Thr Glu Asp Pro Asp Glu Gly Thr Ala Gly Val Glu Ser
[4755] 675 680 685

[4756] Ala Val Leu Arg Gly Phe Leu Ile Leu Gly Lys Glu Asp Arg Arg Tyr
[4757] 690 695 700

[4758] Gly Pro Ala Leu Ser Ile Asn Glu Leu Ser Asn Leu Ala Lys Gly Glu
[4759] 705 710 715 720
[4760] Lys Ala Asn Val Leu Ile Gly Gln Gly Asp Val Val Leu Val Met Lys
[4761] 725 730 735
[4762] Arg Lys Arg Asp Ser Ser Ile Leu Thr Asp Ser Gln Thr Ala Thr Lys
[4763] 740 745 750

[4764] Arg Ile Arg Met Ala Ile Asn

[4765] 755

[4766]  <210> 91

[4767] <211> 109

[4768]  <212> PRT

[4769] <213> Influenza B virus

[4770]  <400> 91

[4771] Met Leu Glu Pro Leu Gln Ile Leu Ser Ile Cys Ser Phe Ile Leu Ser
[4772] 1 5 10 15
[4773] Ala Leu His Phe Met Ala Trp Thr Ile Gly His Leu Asn Gln Ile Lys
[4774] 20 25 30

[4775] Arg Gly Val Asn Leu Lys Ile Gln Ile Arg Asn Pro Asn Lys Glu Ala
[4776] 35 40 45

[4777] Ile Asn Arg Glu Val Ser Ile Leu Arg His Asn Tyr Gln Lys Glu Ile
[4778] 50 55 60

[4779]  Gln Ala Lys Glu Thr Met Lys Lys Ile Leu Ser Asp Asn Met Glu Val
[4780] 65 70 75 80
[4781] Leu Gly Asp His Ile Val Val Glu Gly Leu Ser Thr Asp Glu Ile Ile
[4782] 85 90 95
[4783] Lys Met Gly Glu Thr Val Leu Glu Val Glu Glu Leu Gln

[4784] 100 105

[4785]  <210> 92

[4786] <211> 100

[4787]  <212> PRT
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[4788]  <213> Influenza B virus

[4789]  <400> 92

[4790] Met Asn Asn Ala Thr Phe Asn Cys Thr Asn Ile Asn Pro Ile Thr His
(47911 1 5 10 15
[4792] Ile Arg Gly Ser Ile Ile Ile Thr Ile Cys Val Ser Leu Ile Val Ile
[4793] 20 25 30

[4794] Leu Ile Val Phe Gly Cys Ile Ala Lys Ile Phe Ile Asn Lys Asn Asn
[4795] 35 40 45

[4796] Cys Thr Asn Asn Val Ile Arg Val His Lys Arg Ile Lys Cys Pro Asp
[4797] 50 55 60

[4798] Cys Glu Pro Phe Cys Asn Lys Arg Asp Asp Ile Ser Thr Pro Arg Ala
[4799] 65 70 75 80
[4800] Gly Val Asp Ile Pro Ser Phe Ile Leu Pro Gly Leu Asn Leu Ser Glu
[4801] 85 90 95
[4802] Gly Thr Pro Asn

[4803] 100

[4804]  <210> 93

[4805] <211> 498

[4806]  <212> PRT

[4807] <213> Influenza A virus

[4808]  <400> 93

[4809] Met Ala Ser Gln Gly Thr Lys Arg Ser Tyr Glu Gln Met Glu Thr Asp
[4810] 1 5 10 15
[4811] Gly Glu Arg Gln Asn Ala Thr Glu Ile Arg Ala Ser Val Gly Lys Met
[4812] 20 25 30

[4813] Ile Gly Gly Ile Gly Arg Phe Tyr Ile Gln Met Cys Thr Glu Leu Lys
[4814] 35 40 45

[4815] Leu Ser Asp Tyr Glu Gly Arg Leu Ile Gln Asn Ser Leu Thr Ile Glu
[4816] 50 55 60

[4817] Arg Met Val Leu Ser Ala Phe Asp Glu Arg Arg Asn Lys Tyr Leu Glu
[4818] 65 70 75 80
[4819]  Glu His Pro Ser Ala Gly Lys Asp Pro Lys Lys Thr Gly Gly Pro Ile
[4820] 85 90 95
[4821] Tyr Arg Arg Val Asn Gly Lys Trp Met Arg Glu Leu Ile Leu Tyr Asp
[4822] 100 105 110

[4823] Lys Glu Glu Ile Arg Arg Ile Trp Arg Gln Ala Asn Asn Gly Asp Asp
[4824] 115 120 125

[4825] Ala Thr Ala Gly Leu Thr His Met Met Ile Trp His Ser Asn Leu Asn
[4826] 130 135 140

[4827] Asp Ala Thr Tyr Gln Arg Thr Arg Ala Leu Val Arg Thr Gly Met Asp
[4828] 145 150 155 160
[4829] Pro Arg Met Cys Ser Leu Met Gln Gly Ser Thr Leu Pro Arg Arg Ser
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[4830] 165 170 175
[4831] Gly Ala Ala Gly Ala Ala Val Lys Gly Val Gly Thr Met Val Met Glu
[4832] 180 185 190

[4833] Leu Val Arg Met Ile Lys Arg Gly Ile Asn Asp Arg Asn Phe Trp Arg
[4834] 195 200 205

[4835] Gly Glu Asn Gly Arg Lys Thr Arg Ile Ala Tyr Glu Arg Met Cys Asn
[4836] 210 215 220

[4837] Ile Leu Lys Gly Lys Phe Gln Thr Ala Ala Gln Lys Ala Met Met Asp
[4838] 225 230 235 240
[4839] Gln Val Arg Glu Ser Arg Asp Pro Gly Asn Ala Glu Phe Glu Asp Leu
[4840] 245 250 255
[4841] Thr Phe Leu Ala Arg Ser Ala Leu Ile Leu Arg Gly Ser Val Ala His
[4842] 260 265 270

[4843] Lys Ser Cys Leu Pro Ala Cys Val Tyr Gly Pro Ala Val Ala Ser Gly
[4844] 275 280 285

[4845] Tyr Asp Phe Glu Arg Glu Gly Tyr Ser Leu Val Gly Ile Asp Pro Phe
[4846] 290 295 300

[4847] Arg Leu Leu Gln Asn Ser Gln Val Tyr Ser Leu Ile Arg Pro Asn Glu
[4848] 305 310 315 320
[4849] Asn Pro Ala His Lys Ser Gln Leu Val Trp Met Ala Cys His Ser Ala
[4850] 325 330 335
[4851] Ala Phe Glu Asp Leu Arg Val Leu Ser Phe Ile Lys Gly Thr Lys Val
[4852] 340 345 350

[4853] Val Pro Arg Gly Lys Leu Ser Thr Arg Gly Val Gln Ile Ala Ser Asn
[4854] 355 360 365

[4855] Glu Asn Met Glu Thr Met Glu Ser Ser Thr Leu Glu Leu Arg Ser Arg
[4856] 370 375 380

[4857] Tyr Trp Ala Ile Arg Thr Arg Ser Gly Gly Asn Thr Asn Gln Gln Arg
[4858] 385 390 395 400
[4859] Ala Ser Ala Gly Gln Ile Ser Ile Gln Pro Thr Phe Ser Val Gln Arg
[4860] 405 410 415
[4861] Asn Leu Pro Phe Asp Arg Thr Thr Val Met Ala Ala Phe Thr Gly Asn
[4862] 420 425 430

[4863] Thr Glu Gly Arg Thr Ser Asp Met Arg Thr Glu Ile Ile Arg Met Met
[4864] 435 440 445

[4865] Glu Ser Ala Arg Pro Glu Asp Val Ser Phe Gln Gly Arg Gly Val Phe
[4866] 450 455 460

[4867] Glu Leu Ser Asp Glu Lys Ala Ala Ser Pro Ile Val Pro Ser Phe Asp
[4868] 465 470 475 480
[4869] Met Ser Asn Glu Gly Ser Tyr Phe Phe Gly Asp Asn Ala Glu Glu Tyr
[4870] 485 490 495
[4871] Asp Asn
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[4872] <210> 94

[4873] <211> 548

[4874]  <212> PRT

[4875] <213> Human herpesvirus 5

[4876]  <400> 94

[4877] Met Glu Ser Arg Gly Arg Arg Cys Pro Glu Met Ile Ser Val Leu Gly
[4878] 1 5 10 15
[4879] Pro Ile Ser Gly His Val Leu Lys Ala Val Phe Ser Arg Gly Asp Thr
[4880] 20 25 30

[4881] Pro Val Leu Pro His Glu Thr Arg Leu Leu Gln Thr Gly Ile His Val
[4882] 35 40 45

[4883] Arg Val Ser Gln Pro Ser Leu Ile Leu Val Ser Gln Tyr Thr Pro Asp
[4884] 50 55 60

[4885] Ser Thr Pro Cys His Arg Gly Asp Asn Gln Leu Gln Val Gln His Thr
[4886] 65 70 75 80
[4887] Tyr Phe Thr Gly Ser Glu Val Glu Asn Val Ser Val Asn Glu Pro Met
[4888] 85 90 95
[4889] Ser Ile Tyr Val Tyr Ala Leu Pro Leu Lys Met Leu Asn Ile Pro Ser
[4890] 100 105 110

[4891] Ile Asn Val His His Tyr Pro Ser Ala Ala Glu Arg Lys His Arg His
[4892] 115 120 125

[4893] Leu Pro Val Ala Asp Ala Val Ile His Ala Ser Gly Lys Gln Met Trp
[4894] 130 135 140

[4895] Gln Ala Arg Leu Thr Val Ser Gly Leu Ala Trp Thr Arg Gln Gln Asn
[4896] 145 150 155 160
[4897] Gln Trp Lys Glu Pro Asp Val Tyr Tyr Thr Ser Ala Phe Val Phe Pro
[4898] 165 170 175
[4899] Thr Lys Asp Val Ala Leu Arg His Val Val Cys Ala His Glu Leu Val
[4900] 180 185 190

[4901] Cys Ser Met Glu Asn Thr Arg Ala Thr Lys Met Gln Val Ile Gly Asp
[4902] 195 200 205

[4903] Gln Tyr Val Lys Val Tyr Leu Glu Ser Phe Cys Glu Asp Val Pro Ser
[4904] 210 215 220

[4905] Gly Lys Leu Phe Met His Val Thr Leu Gly Ser Asp Val Glu Glu Asp
[4906] 225 230 235 240
[4907] Leu Thr Met Thr Arg Asn Pro Gln Pro Phe Met Arg Pro His Glu Arg
[4908] 245 250 255
[4909] Asn Gly Phe Thr Val Leu Cys Pro Lys Asn Met Ile Ile Lys Pro Gly
[4910] 260 265 270

[4911] Lys Ile Ser His Ile Met Leu Asp Val Ala Phe Thr Ser His Glu His
[4912] 275 280 285

[4913] Phe Gly Leu Leu Cys Pro Lys Ser Ile Pro Gly Leu Ser Ile Ser Gly
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[4914] 290 295 300

[4915]  Asn Leu Leu Met Asn Gly Gln Gln Ile Phe Leu Glu Val Gln Ala Ile
[4916] 305 310 315 320
[4917] Arg Glu Thr Val Glu Leu Arg Gln Tyr Asp Pro Val Ala Ala Leu Phe
[4918] 325 330 335
[4919]  Phe Phe Asp Ile Asp Leu Leu Leu Gln Arg Gly Pro Gln Tyr Ser Glu
[4920] 340 345 350

[4921] His Pro Thr Phe Thr Ser Gln Tyr Arg Ile Gln Gly Lys Leu Glu Tyr
[4922] 355 360 365

[4923] Arg His Thr Trp Asp Arg His Asp Glu Gly Ala Ala Gln Gly Asp Asp
[4924] 370 375 380

[4925] Asp Val Trp Thr Ser Gly Ser Asp Ser Asp Glu Glu Leu Val Thr Thr
[4926] 385 390 395 400
[4927] Glu Arg Lys Thr Pro Arg Val Thr Gly Gly Gly Ala Met Ala Gly Ala
[4928] 405 410 415
[4929] Ser Thr Ser Ala Gly Arg Lys Arg Lys Ser Ala Ser Ser Ala Thr Ala
[4930] 420 425 430

[4931] Cys Thr Ser Gly Val Met Thr Arg Gly Arg Leu Lys Ala Glu Ser Thr
[4932] 435 440 445

[4933] Val Ala Pro Glu Glu Asp Thr Asp Glu Asp Ser Asp Asn Glu Ile His
[4934] 450 455 460

[4935] Asn Pro Ala Val Phe Thr Trp Pro Pro Trp Gln Ala Gly Ile Leu Ala
[4936] 465 470 475 480
[4937] Arg Asn Leu Val Pro Met Val Ala Thr Val Gln Gly Gln Asn Leu Lys
[4938] 485 490 495
[4939] Tyr Gln Glu Phe Phe Trp Asp Ala Asn Asp Ile Tyr Arg Ile Phe Ala
[4940] 500 505 510

[4941]  Glu Leu Glu Gly Val Trp Gln Pro Ala Ala Gln Pro Lys Arg Arg Arg
[4942] 515 520 525

[4943] His Arg Gln Asp Ala Leu Pro Gly Pro Cys Ile Ala Ser Thr Pro Lys
[4944] 530 535 540

[4945] Lys His Arg Gly

[4946] 545

[4947] <210> 95

[4948] <211> 561

[4949]  <212> PRT

[4950] <213> Human herpesvirus 5

[4951]  <400> 95

[4952] Met Glu Ser Arg Gly Arg Arg Cys Pro Glu Met Ile Ser Val Leu Gly
[4953] 1 5 10 15
[4954] Pro Ile Ser Gly His Val Leu Lys Ala Val Phe Ser Arg Gly Asp Thr
[4955] 20 25 30
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[4956] Pro Val Leu Pro His Glu Thr Arg Leu Leu Gln Thr Gly Ile His Val
[4957] 35 40 45

[4958] Arg Val Ser Gln Pro Ser Leu Ile Leu Val Ser Gln Tyr Thr Pro Asp
[4959] 50 55 60

[4960] Ser Thr Pro Cys His Arg Gly Asp Asn Gln Leu Gln Val Gln His Thr
[4961] 65 70 75 80
[4962] Tyr Phe Thr Gly Ser Glu Val Glu Asn Val Ser Val Asn Val His Asn
[4963] 85 90 95
[4964] Pro Thr Gly Arg Ser Ile Cys Pro Ser Gln Glu Pro Met Ser Ile Tyr
[4965] 100 105 110

[4966] Val Tyr Ala Leu Pro Leu Lys Met Leu Asn Ile Pro Ser Ile Asn Val
[4967] 115 120 125

[4968] His His Tyr Pro Ser Ala Ala Glu Arg Lys His Arg His Leu Pro Val
[4969] 130 135 140

[4970] Ala Asp Ala Val Ile His Ala Ser Gly Lys Gln Met Trp Gln Ala Arg
[4971] 145 150 155 160
[4972] Leu Thr Val Ser Gly Leu Ala Trp Thr Arg Gln Gln Asn Gln Trp Lys
[4973] 165 170 175
[4974] Glu Pro Asp Val Tyr Tyr Thr Ser Ala Phe Val Phe Pro Thr Lys Asp
[4975] 180 185 190

[4976] Val Ala Leu Arg His Val Val Cys Ala His Glu Leu Val Cys Ser Met
[4977] 195 200 205

[4978]  Glu Asn Thr Arg Ala Thr Lys Met Gln Val Ile Gly Asp Gln Tyr Val
[4979] 210 215 220

[4980] Lys Val Tyr Leu Glu Ser Phe Cys Glu Asp Val Pro Ser Gly Lys Leu
[4981] 225 230 235 240
[4982] Phe Met His Val Thr Leu Gly Ser Asp Val Glu Glu Asp Leu Thr Met
[4983] 245 250 255
[4984] Thr Arg Asn Pro Gln Pro Phe Met Arg Pro His Glu Arg Asn Gly Phe
[4985] 260 265 270

[4986] Thr Val Leu Cys Pro Lys Asn Met Ile Ile Lys Pro Gly Lys Ile Ser
[4987] 275 280 285

[4988] His Ile Met Leu Asp Val Ala Phe Thr Ser His Glu His Phe Gly Leu
[4989] 290 295 300

[4990] Leu Cys Pro Lys Ser Ile Pro Gly Leu Ser Ile Ser Gly Asn Leu Leu
[4991] 305 310 315 320
[4992] Met Asn Gly Gln Gln Ile Phe Leu Glu Val Gln Ala Ile Arg Glu Thr
[4993] 325 330 335
[4994] Val Glu Leu Arg Gln Tyr Asp Pro Val Ala Ala Leu Phe Phe Phe Asp
[4995] 340 345 350

[4996] Ile Asp Leu Leu Leu Gln Arg Gly Pro Gln Tyr Ser Glu His Pro Thr
[4997] 355 360 365
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[4998] Phe Thr Ser Gln Tyr Arg Ile Gln Gly Lys Leu Glu Tyr Arg His Thr
[4999] 370 375 380

[5000] Trp Asp Arg His Asp Glu Gly Ala Ala Gln Gly Asp Asp Asp Val Trp
[5001] 385 390 395 400
[5002] Thr Ser Gly Ser Asp Ser Asp Glu Glu Leu Val Thr Thr Glu Arg Lys
[5003] 405 410 415
[5004] Thr Pro Arg Val Thr Gly Gly Gly Ala Met Ala Gly Ala Ser Thr Ser
[5005] 420 425 430

[5006] Ala Gly Arg Lys Arg Lys Ser Ala Ser Ser Ala Thr Ala Cys Thr Ser
[5007] 435 440 445

[5008] Gly Val Met Thr Arg Gly Arg Leu Lys Ala Glu Ser Thr Val Ala Pro
[5009] 450 455 460

[5010] Glu Glu Asp Thr Asp Glu Asp Ser Asp Asn Glu Ile His Asn Pro Ala
[5011] 465 470 475 480
[5012] Val Phe Thr Trp Pro Pro Trp Gln Ala Gly Ile Leu Ala Arg Asn Leu
[5013] 485 490 495
[5014] Val Pro Met Val Ala Thr Val Gln Gly Gln Asn Leu Lys Tyr Gln Glu
[5015] 500 505 510

[5016] Phe Phe Trp Asp Ala Asn Asp Ile Tyr Arg Ile Phe Ala Glu Leu Glu
[5017] 515 520 525

[5018] Gly Val Trp Gln Pro Ala Ala Gln Pro Lys Arg Arg Arg His Arg Gln
[5019] 530 535 540

[5020] Asp Ala Leu Pro Gly Pro Cys Ile Ala Ser Thr Pro Lys Lys His Arg
[5021] 545 550 555 560
[5022] Gly

[5023]  <210> 96

[5024] <211> 551

[5025]  <212> PRT

[5026] <213> Human herpesvirus 5

[5027]  <400> 96

[5028] Met Ala Ser Val Leu Gly Pro Ile Ser Gly His Val Leu Lys Ala Val
[5029] 1 5 10 15
[5030] Phe Ser Arg Gly Asp Thr Pro Val Leu Pro His Glu Thr Arg Leu Leu
[5031] 20 25 30

[5032] Gln Thr Gly Ile His Val Arg Val Ser Gln Pro Ser Leu Ile Leu Val
[5033] 35 40 45

[5034] Ser Gln Tyr Thr Pro Asp Ser Thr Pro Cys His Arg Gly Asp Asn Gln
[5035] 50 55 60

[5036] Leu Gln Val Gln His Thr Tyr Phe Thr Gly Ser Glu Val Glu Asn Val
[5037] 65 70 75 80
[5038] Ser Val Asn Val His Asn Pro Thr Gly Arg Ser Ile Cys Pro Ser Gln
[5039] 85 90 95
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[5040] Glu Pro Met Ser Ile Tyr Val Tyr Ala Leu Pro Leu Lys Met Leu Asn
[5041] 100 105 110

[5042] Ile Pro Ser Ile Asn Val His His Tyr Pro Ser Ala Ala Glu Arg Lys
[5043] 115 120 125

[5044] His Arg His Leu Pro Val Ala Asp Ala Val Ile His Ala Ser Gly Lys
[5045] 130 135 140

[5046] Gln Met Trp Gln Ala Arg Leu Thr Val Ser Gly Leu Ala Trp Thr Arg
[5047] 145 150 155 160
[5048] Gln Gln Asn Gln Trp Lys Glu Pro Asp Val Tyr Tyr Thr Ser Ala Phe
[5049] 165 170 175
[5050] Val Phe Pro Thr Lys Asp Val Ala Leu Arg His Val Val Cys Ala His
[5051] 180 185 190

[5052] Glu Leu Val Cys Ser Met Glu Asn Thr Arg Ala Thr Lys Met Gln Val
[5053] 195 200 205

[5054] 1Ile Gly Asp Gln Tyr Val Lys Val Tyr Leu Glu Ser Phe Cys Glu Asp
[5055] 210 215 220

[5056] Val Pro Ser Gly Lys Leu Phe Met His Val Thr Leu Gly Ser Asp Val
[5057] 225 230 235 240
[5058] Glu Glu Asp Leu Thr Met Thr Arg Asn Pro Gln Pro Phe Met Arg Pro
(50591 245 250 255
[5060] His Glu Arg Asn Gly Phe Thr Val Leu Cys Pro Lys Asn Met Ile Ile
[5061] 260 265 270

[5062] Lys Pro Gly Lys Ile Ser His Ile Met Leu Asp Val Ala Phe Thr Ser
[5063] 275 280 285

[5064] His Glu His Phe Gly Leu Leu Cys Pro Lys Ser Ile Pro Gly Leu Ser
[5065] 290 295 300

[5066] Ile Ser Gly Asn Leu Leu Met Asn Gly GIn Gln Ile Phe Leu Glu Val
[5067] 305 310 315 320
[5068] Gln Ala Ile Arg Glu Thr Val Glu Leu Arg Gln Tyr Asp Pro Val Ala
[5069] 325 330 335
[5070] Ala Leu Phe Phe Phe Asp Ile Asp Leu Leu Leu Gln Arg Gly Pro Gln
[5071] 340 345 350

[5072] Tyr Ser Glu His Pro Thr Phe Thr Ser Gln Tyr Arg Ile Gln Gly Lys
[5073] 355 360 365

[5074] Leu Glu Tyr Arg His Thr Trp Asp Arg His Asp Glu Gly Ala Ala Gln
[5075] 370 375 380

[5076] Gly Asp Asp Asp Val Trp Thr Ser Gly Ser Asp Ser Asp Glu Glu Leu
[5077] 385 390 395 400
[5078] Val Thr Thr Glu Arg Lys Thr Pro Arg Val Thr Gly Gly Gly Ala Met
[5079] 405 410 415
[5080] Ala Gly Ala Ser Thr Ser Ala Gly Arg Lys Arg Lys Ser Ala Ser Ser
[5081] 420 425 430
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[5082] Ala Thr Ala Cys Thr Ala Gly Val Met Thr Arg Gly Arg Leu Lys Ala
[5083] 435 440 445

[5084] Glu Ser Thr Val Ala Pro Glu Glu Asp Thr Asp Glu Asp Ser Asp Asn
[5085] 450 455 460

[5086] Glu Ile His Asn Pro Ala Val Phe Thr Trp Pro Pro Trp Gln Ala Gly
[5087] 465 470 475 480
[5088] Ile Leu Ala Arg Asn Leu Val Pro Met Val Ala Thr Val Gln Gly Gln
[5089] 485 490 495
[5090] Asn Leu Lys Tyr Gln Glu Phe Phe Trp Asp Ala Asn Asp Ile Tyr Arg
[5091] 500 505 510

[5092] Ile Phe Ala Glu Leu Glu Gly Val Trp Gln Pro Ala Ala Gln Pro Lys
[5093] 515 520 525

[5094] Arg Arg Arg His Arg Gln Asp Ala Leu Pro Gly Pro Cys Ile Ala Ser
[5095] 530 535 540

[5096] Thr Pro Lys Lys His Arg Gly

[5097]1 545 550

[5098]  <210> 97

[5099] <211> 551

[5100] <212> PRT

[5101] <213> Human herpesvirus 5

[5102]  <400> 97

[5103] Met Ala Ser Val Leu Gly Pro Ile Ser Gly His Val Leu Lys Ala Val
[5104] 1 5 10 15
[5105] Phe Ser Arg Gly Asp Thr Pro Val Leu Pro His Glu Thr Arg Leu Leu
[5106] 20 25 30

[5107] Gln Thr Gly Ile His Val Arg Val Ser Gln Pro Ser Leu Ile Leu Val
[5108] 35 40 45

[5109] Ser Gln Tyr Thr Pro Asp Ser Thr Pro Cys His Arg Gly Asp Asn Gln
[5110] 50 55 60

[5111] Leu Gln Val Gln His Thr Tyr Phe Thr Gly Ser Glu Val Glu Asn Val
[5112] 65 70 75 80
[5113] Ser Val Asn Val His Asn Pro Thr Gly Arg Ser Ile Cys Pro Ser Gln
[5114] 85 90 95
[5115] Glu Pro Met Ser Ile Tyr Val Tyr Ala Leu Pro Leu Lys Met Leu Asn
[5116] 100 105 110

[5117] Ile Pro Ser Ile Asn Val His His Tyr Pro Ser Ala Ala Glu Arg Lys
[5118] 115 120 125

[5119] His Arg His Leu Pro Val Ala Asp Ala Val Ile His Ala Ser Gly Lys
[5120] 130 135 140

[5121]  Gln Met Trp Gln Ala Arg Leu Thr Val Ser Gly Leu Ala Trp Thr Arg
[5122] 145 150 155 160
[5123]  Gln Gln Asn Gln Trp Lys Glu Pro Asp Val Tyr Tyr Thr Ser Ala Phe
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[5124] 165 170 175
[5125] Val Phe Pro Thr Lys Asp Val Ala Leu Arg His Val Val Cys Ala His
[5126] 180 185 190

[5127]  Glu Leu Val Cys Ser Met Glu Asn Thr Arg Ala Thr Lys Met Gln Val
[5128] 195 200 205

[5129] Ile Gly Asp Gln Tyr Val Lys Val Tyr Leu Glu Ser Phe Cys Glu Asp
[5130] 210 215 220

[5131] Val Pro Ser Gly Lys Leu Phe Met His Val Thr Leu Gly Ser Asp Val
[6132] 225 230 235 240
[5133] Glu Glu Asp Leu Thr Met Thr Arg Asn Pro Gln Pro Phe Met Arg Pro
[5134] 245 250 255
[5135] His Glu Arg Asn Gly Phe Thr Val Leu Cys Pro Lys Asn Met Ile Ile
[5136] 260 265 270

[5137] Lys Pro Gly Lys Ile Ser His Ile Met Leu Asp Val Ala Phe Thr Ser
[5138] 275 280 285

[5139] His Glu His Phe Gly Leu Leu Cys Pro Lys Ser Ile Pro Gly Leu Ser
[5140] 290 295 300

[5141] Ile Ser Gly Asn Leu Leu Met Asn Gly Gln Gln Ile Phe Leu Glu Val
[5142] 305 310 315 320
[5143] Gln Ala Ile Arg Glu Thr Val Glu Leu Arg Gln Tyr Asp Pro Val Ala
[5144] 325 330 335
[5145] Ala Leu Phe Phe Phe Asp Ile Asp Leu Leu Leu Gln Arg Gly Pro Gln
[5146] 340 345 350

[5147] Tyr Ser Glu His Pro Thr Phe Thr Ser Gln Tyr Arg Ile Gln Gly Lys
[5148] 355 360 365

[5149] Leu Glu Tyr Arg His Thr Trp Asp Arg His Asp Glu Gly Ala Ala Gln
[5150] 370 375 380

[56151] Gly Asp Asp Asp Val Trp Thr Ser Gly Ser Asp Ser Asp Glu Glu Leu
[5152] 385 390 395 400
[5153] Val Thr Thr Glu Arg Lys Thr Pro Arg Val Thr Gly Gly Gly Ala Met
[5154] 405 410 415
[5155] Ala Gly Ala Ser Thr Ser Ala Gly Arg Lys Arg Lys Ser Ala Ser Ser
[5156] 420 425 430

[5157] Ala Thr Ala Cys Thr Ala Gly Val Met Thr Arg Gly Arg Leu Lys Ala
[5158] 435 440 445

[56159] Glu Ser Thr Val Ala Pro Glu Glu Asp Thr Asp Glu Asp Ser Asp Asn
[5160] 450 455 460

[5161] Glu Ile His Asn Pro Ala Val Phe Thr Trp Pro Pro Trp Gln Ala Gly
[5162] 465 470 475 480
[5163] 1Ile Leu Ala Arg Asn Leu Val Pro Met Val Ala Thr Val Gln Gly Gln
[5164] 485 490 495
[5165] Asn Leu Lys Tyr Gln Glu Phe Phe Trp Asp Ala Asn Asp Ile Tyr Arg
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[5166]
[5167]
[5168]
[5169]
[5170]
[5171]
[5172]
[5173]
[5174]
[5175]
[5176]
[5177]
[5178]
[5179]
[5180]
[5181]
[5182]
[5183]
[5184]
[5185]
[5186]
[5187]
[5188]
[5189]
[5190]
[5191]
[5192]
[5193]
[5194]
[5195]
[5196]
[5197]
[5198]
[5199]
[5200]
[5201]
[5202]
[5203]
[5204]
[5205]
[5206]
[5207]

Ile Phe Ala
515

Arg Arg Arg
530

Thr Pro Lys

545

<210> 98

<211> 353

<212> PRT

<213> Human

<400> 98

Met Ala His

1

Val Tyr Val

Gly Gly Leu
35
Cys Pro Glu
50
Gly Ser Ala
65
Gln Arg Thr

Thr Thr Pro

Ser Pro Phe
115
Pro Thr Leu
130
Thr Leu Trp
145
Pro Pro Ile

Gly Gln Leu

Lys Leu Leu
195
Pro Glu Asp
210
Val Thr Leu
225

500

505

Glu Leu Glu Gly Val Trp

520

His Arg Gln Asp Ala Leu

535

Lys His Arg Gly

550

T-1lymphotropic virus 1]

Phe
Phe
20

Cys
His
Leu
Ser
Asn
100
Arg
Ser
Gly
Thr
Gly
180
Tyr

Cys

Thr

Pro
5
Gly
Ser
Gln
Gln
Lys
85
Ile
Asn
Phe
Gly
Trp
165
Ala
Lys

Leu

Ala

Gly Phe Gly Gln

Asp Cys Val Gln
25
Ala Arg Leu His
40
Ile Thr Trp Asp
55

Phe Leu Ile Pro
70

Thr Leu Lys Val

Pro Pro Ser Phe
105

Gly Tyr Met Glu

120
Pro Asp Pro Gly
135
Ser Val Val Cys
150

Pro Leu Leu Pro

Phe Leu Thr Asn
185

Ile Ser Leu Thr

200
Pro Thr Thr Leu
215
Trp Gln Asn Gly
230

184

510

Gln Pro Ala Ala Gln Pro Lys

525

Pro Gly Pro Cys Ile Ala Ser

Ser
10

Gly
Arg
Pro
Arg
Leu
90

Leu
Pro
Leu
Met
His
170
Val
Thr

Phe

Leu

Leu

Asp

His

Ile

Leu

75

Thr

Gln

Thr

Arg

Tyr

155

Val

Pro

Gly

Gln

Leu
235

540

Leu

Trp

Ala

Asp

60

Pro

Pro

Ala

Leu

Pro

140

Leu

Ile

Tyr

Ala

Pro

220

Pro

Phe
Cys
Leu
45

Gly
Ser
Pro
Met
Gly
125
Gln
Tyr
Phe
Lys
Leu
205

Ala

Phe

Gly Tyr
15

Pro Ile

30

Leu Ala

Arg Val

Phe Pro

Ile Thr
95

Arg Lys

110

Gln His

Asn Leu

Gln Leu

Cys His
175

Arg Ile

190

Ile Ile

Arg Ala

His Ser

Pro

Ser

Thr

Ile

Thr

80

His

Tyr

Leu

Tyr

Ser

160

Pro

Glu

Leu

Pro

Thr
240
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[5208] Leu Thr Thr Pro Gly Leu Ile Trp Thr Phe Thr Asp Gly Thr Pro Met
[5209] 245 250 255
[5210] Ile Ser Gly Pro Cys Pro Lys Asp Gly Gln Pro Ser Leu Val Leu Gln
[5211] 260 265 270

[5212] Ser Ser Ser Phe Ile Phe His Lys Phe Gln Thr Lys Ala Tyr His Pro
[5213] 275 280 285

[5214] Ser Phe Leu Leu Ser His Gly Leu Ile Gln Tyr Ser Ser Phe His Asn
[5215] 290 295 300

[5216] Leu His Leu Leu Phe Glu Glu Tyr Thr Asn Ile Pro Ile Ser Leu Leu
[5217] 305 310 315 320
[5218] Phe Asn Glu Lys Glu Ala Asp Asp Asn Asp His Glu Pro Gln Ile Ser
[5219] 325 330 335
[5220] Pro Gly Gly Leu Glu Pro Leu Ser Glu Lys His Phe Arg Glu Thr Glu
[5221] 340 345 350

[5222] Val

[5223]  <210> 99

[5224]  <211> 345

[6225] <212> PRT

[56226] <213> Human T-lymphotropic virus 1]

[5227]  <400> 99

[5228] Met Ala His Phe Pro Gly Phe Gly Gln Ser Leu Leu Tyr Gly Tyr Pro
[6229] 1 5 10 15
[5230] Val Tyr Val Phe Gly Asp Cys Val Gln Ala Asp Trp Cys Pro Ile Ser
[5231] 20 25 30

[5232] Gly Gly Leu Cys Ser Pro Arg Leu His Arg His Ala Leu Leu Ala Thr
[5233] 35 40 45

[5234] Cys Pro Glu His Gln Ile Thr Trp Asp Pro Ile Asp Gly Arg Val Val
[5235] 50 55 60

[5236] Gly Ser Pro Leu Gln Tyr Leu Ile Pro Arg Leu Pro Ser Phe Pro Thr
[5237] 65 70 75 80
[5238] Gln Arg Thr Ser Lys Thr Leu Lys Val Leu Thr Pro Pro Thr Thr Pro
[5239] 85 90 95
[5240] Val Thr Pro Lys Val Pro Pro Ser Phe Phe Gln Ser Val Arg Arg His
[5241] 100 105 110

[5242] Ser Pro Tyr Arg Asn Gly Cys Leu Glu Thr Thr Leu Gly Glu Gln Leu
[5243] 115 120 125

[5244] Pro Ser Leu Ala Phe Pro Glu Pro Gly Leu Arg Pro Gln Asn Val Tyr
[5245] 130 135 140

[6246] Thr Ile Trp Gly Lys Thr Ile Val Cys Leu Tyr Ile Tyr Gln Leu Ser
[5247] 145 150 155 160
[5248] Pro Pro Met Thr Trp Pro Leu Ile Pro His Val Ile Phe Cys Asn Pro
[5249] 165 170 175
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[5250] Arg Gln Leu Gly Ala Phe Leu Ser Asn Val Pro Pro Lys Arg Leu Glu
[5251] 180 185 190

[5252] Glu Leu Leu Tyr Lys Leu Tyr Leu His Thr Gly Ala Ile Ile Ile Leu
[5253] 195 200 205

[5254] Pro Glu Asp Ala Leu Pro Thr Thr Leu Phe Gln Pro Val Arg Ala Pro
[5255] 210 215 220

[5256] Cys Val Gln Thr Thr Trp Asn Thr Gly Leu Leu Pro Tyr Gln Pro Asn
[5257] 225 230 235 240
[5258] Leu Thr Thr Pro Gly Leu Ile Trp Thr Phe Asn Asp Gly Ser Pro Met
[5259] 245 250 255
[5260] Ile Ser Gly Pro Cys Pro Lys Ala Gly Gln Pro Ser Leu Val Val Gln
[5261] 260 265 270

[5262] Ser Ser Leu Leu Ile Phe Glu Arg Phe Gln Thr Lys Ala Tyr His Pro
[5263] 275 280 285

[6264] Ser Tyr Leu Leu Ser His Gln Leu Ile Gln Tyr Ser Ser Phe His His
[5265] 290 295 300

[6266] Leu Tyr Leu Leu Phe Asp Glu Tyr Thr Thr Ile Pro Phe Ser Leu Leu
[5267] 305 310 315 320
[5268] Phe Lys Glu Lys Glu Gly Asp Asp Arg Asp Asn Asp Pro Leu Pro Gly
[5269] 325 330 335
[5270] Ala Thr Ala Ser Pro Gln Gly Gln Asn

[5271] 340 345

[5272] <210> 100

[5273]  <400> 100

[5274] 000

[5275] <210> 101

[5276] <211> 9

[5277]  <212> PRT

[5278] <213> Artificial sequence

[6279] <220>

[5280]  <221> PEPTIDE

[5281]  <222> (1)..(9)

[5282]  <223> LNk

[5283]  <400> 101

[5284] Ser Thr Asn Arg Gln Ser Gly Arg Gln

[5285] 1 5

[5286]  <210> 102

[5287] <211> 9

[5288]  <212> PRT

[5289] <213> Artificial sequence

[56290]  <220>

[5291]1  <221> PEPTIDE
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[5292]
[5293]
[5294]
[5295]
[5296]
[5297]
[5298]
[5299]
[5300]
[5301]
[5302]
[5303]
[5304]
[5305]
[5306]
[5307]
[5308]
[5309]
[5310]
[5311]
[5312]
[5313]
[5314]
[5315]
[5316]
[5317]
[5318]
[5319]
[5320]
[5321]
[5322]
[5323]
[5324]
[5325]
[5326]
[5327]
[5328]
[5329]
[5330]
[5331]
[5332]
[5333]

222> (1) ..

<223> FEMERK

<400> 102

Leu Leu Phe Gly Tyr Pro Val Tyr Val
1 5

<210> 103

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1 .. Q10

<223> FEMERK

<400> 103

Gly Leu Ser Pro Thr Val Trp Leu Ser Val
1 5 10
<210> 104

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> FEMEIK

<400> 104

Ala Met Asp Gly Thr Met Ser Gln Val
1 5

<210> 105

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> FEMERK

<400> 105

Tyr Ala Asp Gly Thr Met Ser Gln Val
1 5

<210> 106

211> 9

<212> PRT

<213> Artificial sequence
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[5334]
[5335]
[5336]
[5337]
[5338]
[5339]
[5340]
[5341]
[5342]
[5343]
[5344]
[5345]
[5346]
[5347]
[5348]
[5349]
[5350]
[5351]
[5352]
[5353]
[5354]
[5355]
[5356]
[5357]
[5358]
[5359]
[5360]
[5361]
[5362]
[5363]
[5364]
[5365]
[5366]
[5367]
[5368]
[5369]
[5370]
[5371]
[5372]
[5373]
[5374]
[5375]

220>

<221> PEPTIDE

<222> (1)..(9)

<223> FEMENK

<400> 106

Tyr Met Ala Gly Thr Met Ser Gln Val
1 5

<210> 107

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FEMENK

<400> 107

Tyr Met Asp Ala Thr Met Ser Gln Val
1 5

<210> 108

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> FEMEIK

<400> 108

Tyr Met Asp Gly Ala Met Ser Gln Val
1 5

<210> 109

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FEMEIK

<400> 109

Tyr Met Asp Gly Thr Ala Ser Gln Val
1 5

<210> 110

211> 9
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[5376]
[5377]
[5378]
[5379]
[5380]
[5381]
[5382]
[5383]
[5384]
[5385]
[5386]
[5387]
[5388]
[5389]
[5390]
[5391]
[5392]
[5393]
[5394]
[5395]
[5396]
[5397]
[5398]
[5399]
[5400]
[5401]
[5402]
[5403]
[5404]
[5405]
[5406]
[5407]
[5408]
[5409]
[5410]
[5411]
[5412]
[5413]
[5414]
[5415]
[5416]
[5417]

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> JFEMEIK

<400> 110

Tyr Met Asp Gly Thr Met Ala Gln Val
1 5

<210> 111

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> FEMEIK

<400> 111

Tyr Met Asp Gly Thr Met Ser Ala Val
1 5

<210> 112

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> JFEMEIK

<400> 112

Tyr Met Asp Gly Thr Met Ser Gln Ala
1 5

<210> 113

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> JFEMEIK

<400> 113

Tyr Met Asp Gly Thr Met Ser Gln Val
1 5
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N 114605547 B F % *

130/219 1

[5418]
[5419]
[5420]
[5421]
[5422]
[5423]
[5424]
[5425]
[5426]
[5427]
[5428]
[5429]
[5430]
[5431]
[5432]
[5433]
[5434]
[5435]
[5436]
[5437]
[5438]
[5439]
[5440]
[5441]
[5442]
[5443]
[5444]
[5445]
[5446]
[5447]
[5448]
[5449]
[5450]
[5451]
[5452]
[5453]
[5454]
[5455]
[5456]
[5457]
[5458]
[5459]

<210> 114

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

223> AR

<400> 114

Tyr Met Asn Gly Thr Met Ser Gln Val
1 5

<210> 115

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> FMEIK

<400> 115

Tyr Met Asp Asn Val Met Ser Glu Val
1 5

<210> 116

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> AR

<400> 116

Val Met Asp Ser Lys Ile Val Gln Val
1 5

210> 117

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

223> AR

<400> 117
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N 114605547 B F % *

131/219 1

[5460]
[5461]
[5462]
[5463]
[5464]
[5465]
[5466]
[5467]
[5468]
[5469]
[5470]
[5471]
[5472]
[5473]
[5474]
[5475]
[5476]
[5477]
[5478]
[5479]
[5480]
[5481]
[5482]
[5483]
[5484]
[5485]
[5486]
[5487]
[5488]
[5489]
[5490]
[5491]
[5492]
[5493]
[5494]
[5495]
[5496]
[5497]
[5498]
[5499]
[5500]
[5501]

Leu Met Asn Gly Thr Leu Lys Gln Val
1 5

<210> 118

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 118

Ser Gln Asp Gly Thr Arg Ser Gln Val
1 5

<210> 119

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 119

Val Met Asp Thr Thr Lys Ser Gln Val
1 5

<210> 120

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 120

Gly Met Asp Gly Thr Gln Gln Gln Ile
1 5

<210> 121

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..
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N 114605547 B F % *

132/219 1

[5502]
[5503]
[5504]
[5505]
[5506]
[5507]
[5508]
[5509]
[5510]
[5511]
[5512]
[5513]
[5514]
[5515]
[5516]
[5517]
[5518]
[5519]
[56520]
[5521]
[5522]
[5523]
[5524]
[5525]
[5526]
[5527]
[5528]
[5529]
[5530]
[56531]
[5532]
[5533]
[5534]
[5535]
[5536]
[5537]
[5538]
[5539]
[5540]
[5541]
[56542]
[5543]

<223> FEMERK

<400> 121

Gly Met Val Gly Thr Met Thr Glu Val
1 5

<210> 122

211> 9

<212> PRT

<213> Artificial sequence
220>

<223> short peptide

<400> 122

Met Met Asp Ala Thr Phe Ser Ala Val
1 5

<210> 123

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 123

Gln Met Asp Pro Thr Gly Ser Gln Leu
1 5

<210> 124

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 124

Ser Met Asp Gly Ser Met Arg Thr Val
1 5

<210> 125

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..
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N 114605547 B F % *

133/219 1

[5544]
[5545]
[5546]
[5547]
[5548]
[5549]
[5550]
[5551]
[5552]
[5553]
[5554]
[5555]
[5556]
[5557]
[5558]
[5559]
[5560]
[5561]
[56562]
[5563]
[5564]
[5565]
[5566]
[5567]
[5568]
[5569]
[5570]
[5571]
[5572]
[5573]
[5574]
[5575]
[5576]
[5577]
[5578]
[5579]
[5580]
[5581]
[5582]
[5583]
[5584]
[5585]

<223> FEMERK

<400> 125

Trp Met Asp Gly Ile Ala Ser Gln Ile
1 5

<210> 126

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 126

Tyr Leu Glu Gly Ile Leu Ser Gln Val
1 5

<210> 127

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 127

Tyr Met Ala Ile Lys Met Ser Gln Leu
1 5

<210> 128

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 128

Tyr Met Asp Ala Val Val Ser Leu Val
1 5

<210> 129

211> 9

<212> PRT

<213> Artificial sequence
220>
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N 114605547 B F % *

134/219 1

[5586]
[5587]
[5588]
[5589]
[5590]
[5591]
[5592]
[56593]
[5594]
[5595]
[5596]
[5597]
[5598]
[5599]
[5600]
[5601]
[5602]
[5603]
[5604]
[5605]
[5606]
[5607]
[5608]
[5609]
[5610]
[5611]
[5612]
[5613]
[5614]
[5615]
[5616]
[5617]
[5618]
[5619]
[5620]
[5621]
[5622]
[5623]
[5624]
[5625]
[5626]
[5627]

<221> PEPTIDE

222> (1).. )

<223> JMERK

<400> 129

Tyr Met Asp Gly Thr Asn Arg Arg Ile
1 5

<210> 130

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JIMERK

<400> 130

Tyr Met Asp Pro Ser Thr Tyr Gln Val
1 5

<210> 131

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JIMERK

<400> 131

Tyr Met Leu Gly Thr Asn His Gln Leu
1 5

<210> 132

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JMERK

<400> 132

Tyr Met Pro Gly Thr Ala Ser Leu Ile
1 5

<210> 133

211> 9

<212> PRT
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N 114605547 B F % *

135/219 1

[5628]
[5629]
[5630]
[5631]
[5632]
[5633]
[5634]
[5635]
[5636]
[5637]
[5638]
[5639]
[5640]
[5641]
[5642]
[5643]
[5644]
[5645]
[5646]
[5647]
[5648]
[5649]
[5650]
[5651]
[5652]
[5653]
[5654]
[5655]
[5656]
[5657]
[5658]
[5659]
[5660]
[5661]
[5662]
[5663]
[5664]
[5665]
[5666]
[5667]
[5668]
[5669]

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..©9)

223> JEERK

<400> 133

Tyr Met Arg Glu Thr Arg Ser Gln Leu
1 5

<210> 134

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..9)

223> FJERK

<400> 134

Met Met Asp Gly Ala Met Gly Tyr Val
1 5

<210> 135

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..9)

223> FERK

<400> 135

Asn Met Asp Ser Phe Met Ala Gln Val
1 5

<210> 136

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..9)

223> FERK

<400> 136

Gln Met Asp Phe Ile Met Ser Cys Val
1 5

<210> 137
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N 114605547 B F % *

136/219 1

[5670]
[5671]
[5672]
[5673]
[5674]
[5675]
[5676]
[5677]
[5678]
[5679]
[5680]
[5681]
[5682]
[5683]
[5684]
[5685]
[5686]
[5687]
[5688]
[5689]
[5690]
[5691]
[5692]
[5693]
[5694]
[5695]
[5696]
[5697]
[5698]
[5699]
[5700]
[5701]
[5702]
[5703]
[5704]
[5705]
[5706]
[5707]
[5708]
[5709]
[5710]
[5711]

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JJEIK

<400> 137

Tyr Glu Asp Leu Lys Met Tyr Gln Val
1 5

<210> 138

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> JJEIK

<400> 138

Tyr Met Asp Thr Ile Met Glu Leu Val
1 5

<210> 139

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> IR

<400> 139

Tyr Thr Asp Leu Ala Met Ser Thr Val
1 5

<210> 140

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> IR

<400> 140

Tyr Val Asp Phe Val Met Ser Ser Val
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N 114605547 B F % *

137/219 1

[5712]
[5713]
[5714]
[5715]
[5716]
[5717]
[5718]
[5719]
[5720]
[5721]
[5722]
[5723]
[5724]
[5725]
[5726]
[5727]
[5728]
[5729]
[5730]
[5731]
[5732]
[5733]
[5734]
[5735]
[5736]
[5737]
[5738]
[5739]
[5740]
[5741]
[5742]
[5743]
[5744]
[5745]
[5746]
[5747]
[5748]
[5749]
[5750]
[5751]
[5752]
[5753]

1 5

<210> 141

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JEJEIK

<400> 141

Arg Met Phe Pro Asn Ala Pro Tyr Leu
1 5

<210> 142

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JEJEIK

<400> 142

Leu Asp Phe Pro Asn Leu Pro Tyr Leu
1 5

<210> 143

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JENEIK

<400> 143

Arg Cys Phe Pro Asn Cys Pro Phe Leu
1 5

<210> 144

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JENEIK
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N 114605547 B F % *

138/219 1

[5754]
[5755]
[5756]
[5757]
[5758]
[5759]
[5760]
[5761]
[5762]
[5763]
[5764]
[5765]
[5766]
[5767]
[5768]
[5769]
[5770]
[5771]
[5772]
[5773]
[5774]
[5775]
[5776]
[5777]
[5778]
[5779]
[5780]
[5781]
[5782]
[5783]
[5784]
[5785]
[5786]
[5787]
[5788]
[5789]
[5790]
[5791]
[5792]
[5793]
[5794]
[5795]

<400> 144

Leu Met Phe Glu Asn Ala Ala Tyr Leu
1 5

<210> 145

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMERK

<400> 145

Arg Met Phe Pro Asn Lys Tyr Ser Leu
1 5

<210> 146

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FEMEIK

<400> 146

Arg Leu Phe Pro Asn Ala Lys Phe Leu
1 5

210> 147

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMEIK

<400> 147

Arg Leu Phe Pro Asn Leu Pro Glu Leu
1 5

<210> 148

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE
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N 114605547 B F % *

139/219 1

[5796]
[5797]
[5798]
[5799]
[5800]
[5801]
[5802]
[5803]
[5804]
[5805]
[5806]
[5807]
[5808]
[5809]
[5810]
[5811]
[5812]
[5813]
[5814]
[5815]
[5816]
[5817]
[5818]
[5819]
[5820]
[5821]
[5822]
[5823]
[5824]
[5825]
[5826]
[5827]
[5828]
[5829]
[5830]
[5831]
[5832]
[5833]
[5834]
[5835]
[5836]
[5837]

222> (1) ..

<223> FEMERK

<400> 148

Arg Met Phe Pro Thr Pro Pro Ser Leu
1 5

<210> 149

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FEMERK

<400> 149

Arg Met Val Pro Arg Ala Val Tyr Leu
1 5

<210> 150

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FEMENK

<400> 150

Arg Met Phe Phe Asn Gly Arg Tyr Ile
1 5

<210> 151

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FEMERK

<400> 151

Arg Met Leu Pro His Ala Pro Gly Val
1 5

<210> 152

211> 9

<212> PRT

<213> Artificial sequence
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N 114605547 B F % *

140/219 1

[5838]
[5839]
[5840]
[5841]
[5842]
[5843]
[5844]
[5845]
[5846]
[5847]
[5848]
[5849]
[5850]
[5851]
[5852]
[5853]
[5854]
[5855]
[5856]
[5857]
[5858]
[5859]
[5860]
[5861]
[5862]
[5863]
[5864]
[5865]
[5866]
[5867]
[5868]
[5869]
[5870]
[5871]
[5872]
[5873]
[5874]
[5875]
[5876]
[5877]
[5878]
[5879]

220>

<221> PEPTIDE

<222> (1)..(9)

<223> FEMENK

<400> 152

Tyr Met Phe Pro Asn Ala Pro Tyr Leu
1 5

<210> 153

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FEMEIK

<400> 153

Ala Met Asp Pro Asn Ala Ala Tyr Val
1 5

<210> 154

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> FEMENK

<400> 154

Ile Cys Phe Pro Asn Ala Pro Lys Val
1 5

<210> 155

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FEMENK

<400> 155

Asn Met Phe Glu Asn Gly Cys Tyr Leu
1 5

<210> 156

211> 9
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N 114605547 B F % *

141/219 7

[5880]
[5881]
[5882]
[5883]
[5884]
[5885]
[5886]
[5887]
[5888]
[5889]
[5890]
[5891]
[5892]
[5893]
[5894]
[5895]
[5896]
[5897]
[5898]
[5899]
[5900]
[5901]
[5902]
[5903]
[5904]
[5905]
[5906]
[5907]
[5908]
[5909]
[5910]
[5911]
[5912]
[5913]
[5914]
[5915]
[5916]
[5917]
[5918]
[5919]
[5920]
[5921]

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> JFEMEIK

<400> 156

Asn Met Pro Pro Asn Phe Pro Tyr Ile
1 5

<210> 157

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> JFEMEIK

<400> 157

Arg Glu Met Thr Gln Ala Pro Tyr Leu
1 5

<210> 158

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> JFEMEIK

<400> 158

Arg Met Ala Pro Arg Ala Pro Trp Ile
1 5

<210> 159

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> JFEMENK

<400> 159

Arg Met Glu Pro Arg Ala Pro Trp Ile
1 5
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N 114605547 B F % *

142/219 1

[5922]
[5923]
[5924]
[5925]
[5926]
[5927]
[5928]
[5929]
[5930]
[5931]
[5932]
[5933]
[5934]
[5935]
[5936]
[5937]
[5938]
[5939]
[5940]
[5941]
[5942]
[5943]
[5944]
[5945]
[5946]
[5947]
[5948]
[5949]
[5950]
[5951]
[5952]
[5953]
[5954]
[5955]
[5956]
[5957]
[5958]
[5959]
[5960]
[5961]
[5962]
[5963]

<210> 160

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

223> AR

<400> 160

Arg Met Glu Pro Arg Ala Pro Trp Val
1 5

<210> 161

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> FMEIK

<400> 161

Arg Met Phe Leu Asn Asn Pro Ser Ile
1 5

<210> 162

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> FAMENK

<400> 162

Arg Met Phe Gln Gln Thr Phe Tyr Leu
1 5

<210> 163

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

223> IR

<400> 163

202



ON 114605547 B F 7%

143/219 7

[5964]
[5965]
[5966]
[5967]
[5968]
[5969]
[5970]
[5971]
[5972]
[5973]
[5974]
[5975]
[5976]
[5977]
[5978]
[5979]
[5980]
[5981]
[5982]
[5983]
[5984]
[5985]
[5986]
[5987]
[5988]
[5989]
[5990]
[5991]
[5992]
[5993]
[5994]
[5995]
[5996]
[5997]
[5998]
[5999]
[6000]
[6001]
[6002]
[6003]
[6004]
[6005]

Arg Met Asn Pro Asn Ser Pro Ser Ile
1 5

<210> 164

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 164

Arg GIn Phe Pro Asn Ala Ser Leu Ile
1 5

<210> 165

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 165

Arg GIn Phe Pro Asn Lys Asp Ala Leu
1 5

<210> 166

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 166

Arg Val Phe Pro Trp Ala Ser Ser Leu
1 5

<210> 167

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..
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144/219 7

[6006]
[6007]
[6008]
[6009]
[6010]
[6011]
[6012]
[6013]
[6014]
[6015]
[6016]
[6017]
[6018]
[6019]
[6020]
[6021]
[6022]
[6023]
[6024]
[6025]
[6026]
[6027]
[6028]
[6029]
[6030]
[6031]
[6032]
[6033]
[6034]
[6035]
[6036]
[6037]
[6038]
[6039]
[6040]
[6041]
[6042]
[6043]
[6044]
[6045]
[6046]
[6047]

<223> FEMERK

<400> 167

Arg Leu Phe Pro Trp Gly Asn Lys Leu
1 5

<210> 168

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 168

Ala Met Phe Pro Asn Ala Pro Tyr Leu
1 5

<210> 169

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 169

Arg Ala Phe Pro Asn Ala Pro Tyr Leu
1 5

<210> 170

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 170

Arg Met Ala Pro Asn Ala Pro Tyr Leu
1 5

<210> 171

211> 9

<212> PRT

<213> Artificial sequence
220>
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N 114605547 B F % *

145/219 1

[6048]
[6049]
[6050]
[6051]
[6052]
[6053]
[6054]
[6055]
[6056]
[6057]
[6058]
[6059]
[6060]
[6061]
[6062]
[6063]
[6064]
[6065]
[6066]
[6067]
[6068]
[6069]
[6070]
[6071]
[6072]
[6073]
[6074]
[6075]
[6076]
[6077]
[6078]
[6079]
[6080]
[6081]
[6082]
[6083]
[6084]
[6085]
[6086]
[6087]
[6088]
[6089]

<221> PEPTIDE

222> (1).. )

<223> JMERK

<400> 171

Arg Met Phe Ala Asn Ala Pro Tyr Leu
1 5

<210> 172

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JFIMERK

<400> 172

Arg Met Phe Pro Ala Ala Pro Tyr Leu
1 5

<210> 173

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JFMERK

<400> 173

Arg Met Phe Pro Asn Ala Ala Tyr Leu
1 5

<210> 174

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JIMERK

<400> 174

Arg Met Phe Pro Asn Ala Pro Ala Leu
1 5

<210> 175

211> 9

<212> PRT

205



N 114605547 B F % *

146/219 7

[6090]
[6091]
[6092]
[6093]
[6094]
[6095]
[6096]
[6097]
[6098]
[6099]
[6100]
[6101]
[6102]
[6103]
[6104]
[6105]
[6106]
[6107]
[6108]
[6109]
[6110]
[6111]
[6112]
[6113]
[6114]
[6115]
[6116]
[6117]
[6118]
[6119]
[6120]
[6121]
[6122]
[6123]
[6124]
[6125]
[6126]
[6127]
[6128]
[6129]
[6130]
[6131]

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> JEERK

<400> 175

Arg Met Phe Pro Asn Ala Pro Tyr Ala

1 5

<210> 176

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> FJERK

<400> 176

Gly Val Tyr Asp Gly Arg Glu His Thr Val
1 5 10
<210> 177

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

223> FERK

<400> 177

Gly Leu Ala Asp Gly Arg Thr His Thr Val
1 5 10
<210> 178

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. Q10

223> FERK

<400> 178
Gly Val Ser Asp Gly Arg Trp His Ser Val
1 5 10
<210> 179

206



N 114605547 B F % *

147/219 7

[6132]
[6133]
[6134]
[6135]
[6136]
[6137]
[6138]
[6139]
[6140]
[6141]
[6142]
[6143]
[6144]
[6145]
[6146]
[6147]
[6148]
[6149]
[6150]
[6151]
[6152]
[6153]
[6154]
[6155]
[6156]
[6157]
[6158]
[6159]
[6160]
[6161]
[6162]
[6163]
[6164]
[6165]
[6166]
[6167]
[6168]
[6169]
[6170]
[6171]
[6172]
[6173]

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. Q10

223> JJEIK

<400> 179

Gly Val Tyr Asp Gly Glu Glu His Ser Val
1 5 10
<210> 180

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> IR

<400> 180

Gly Leu Tyr Asp Gly Met Glu His Leu

1 5

<210> 181

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. Q10

<223> IR

<400> 181

Gly Val Ser Asp Gly Gln Trp His Thr Val
1 5 10
<210> 182

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1 .. Q10

<223> IR

<400> 182

Gly Val Tyr Ala Gly Arg Glu His Phe Leu

207



N 114605547 B F % *

148/219 1

[6174]
[6175]
[6176]
[6177]
[6178]
[6179]
[6180]
[6181]
[6182]
[6183]
[6184]
[6185]
[6186]
[6187]
[6188]
[6189]
[6190]
[6191]
[6192]
[6193]
[6194]
[6195]
[6196]
[6197]
[6198]
[6199]
[6200]
[6201]
[6202]
[6203]
[6204]
[6205]
[6206]
[6207]
[6208]
[6209]
[6210]
[6211]
[6212]
[6213]
[6214]
[6215]

1 5 10
<210> 183

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. Q10

<223> JEIERK

<400> 183

Gly Leu Tyr Asp Gly Met Glu His Leu Ile
1 5 10
<210> 184

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

<223> JEMERK

<400> 184

Ala Ser Tyr Asp Gly Thr Glu Val Thr Val
1 5 10
<210> 185

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. Q10

<223> JEMERK

<400> 185

Ala Val Leu Asp Gly Arg Glu Leu Arg Val
1 5 10
<210> 186

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(Q10)

<223> JEIERK

208



N 114605547 B F % *

149/219 1

[6216]
[6217]
[6218]
[6219]
[6220]
[6221]
[6222]
[6223]
[6224]
[6225]
[6226]
[6227]
[6228]
[6229]
[6230]
[6231]
[6232]
[6233]
[6234]
[6235]
[6236]
[6237]
[6238]
[6239]
[6240]
[6241]
[6242]
[6243]
[6244]
[6245]
[6246]
[6247]
[6248]
[6249]
[6250]
[6251]
[6252]
[6253]
[6254]
[6255]
[6256]
[6257]

<400> 186

Gly Leu Tyr Asp Gly Ile Glu His Phe Met
1 5 10
<210> 187

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1 .. Q10

<223> FEMERK

<400> 187

Gly Leu Tyr Asp Gly Pro Val His Glu Val
1 5 10
<210> 188

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. Q10

<223> FHMENK

<400> 188

Gly Val Cys Ala Gly Arg Glu His Phe Ile
1 5 10
<210> 189

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1 .. Q10

<223> FHMENK

<400> 189

Gly Val Tyr Ala Gly Arg Pro Leu Ser Val
1 5 10
<210> 190

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

209



N 114605547 B F % *

150/219 1

[6258]
[6259]
[6260]
[6261]
[6262]
[6263]
[6264]
[6265]
[6266]
[6267]
[6268]
[6269]
[6270]
[6271]
[6272]
[6273]
[6274]
[6275]
[6276]
[6277]
[6278]
[6279]
[6280]
[6281]
[6282]
[6283]
[6284]
[6285]
[6286]
[6287]
[6288]
[6289]
[6290]
[6291]
[6292]
[6293]
[6294]
[6295]
[6296]
[6297]
[6298]
[6299]

<222> (1 .. Q10

<223> FEMERK

<400> 190

Thr Val Tyr Asp Leu Arg Glu Gln Ser Val
1 5 10
<210> 191

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. Q10

<223> FEMENK

<400> 191

Val Val Asp Asp Gly Val Glu His Thr Ile
1 5 10
<210> 192

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> FEMERK

<400> 192

Gly Val Phe Asp Gly Leu His Thr Val

1 5

<210> 193

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1 .. Q10

<223> FEMERK

<400> 193

Ala Val Tyr Asp Gly Arg Glu His Thr Val
1 5 10
<210> 194

<211> 10

<212> PRT

<213> Artificial sequence

210



N 114605547 B F % *

151/219 1

[6300]
[6301]
[6302]
[6303]
[6304]
[6305]
[6306]
[6307]
[6308]
[6309]
[6310]
[6311]
[6312]
[6313]
[6314]
[6315]
[6316]
[6317]
[6318]
[6319]
[6320]
[6321]
[6322]
[6323]
[6324]
[6325]
[6326]
[6327]
[6328]
[6329]
[6330]
[6331]
[6332]
[6333]
[6334]
[6335]
[6336]
[6337]
[6338]
[6339]
[6340]
[6341]

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> FEMENK

<400> 194

Gly Ala Tyr Asp Gly Arg Glu His Thr Val
1 5 10
<210> 195

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> FEMENK

<400> 195

Gly Val Ala Asp Gly Arg Glu His Thr Val
1 5 10
<210> 196

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> FEMENK

<400> 196

Gly Val Tyr Ala Gly Arg Glu His Thr Val
1 5 10
<210> 197

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> FEMEIK

<400> 197
Gly Val Tyr Asp Ala Arg Glu His Thr Val
1 5 10
<210> 198
<211> 10

211



N 114605547 B F % *

152/219 1

[6342]
[6343]
[6344]
[6345]
[6346]
[6347]
[6348]
[6349]
[6350]
[6351]
[6352]
[6353]
[6354]
[6355]
[6356]
[6357]
[6358]
[6359]
[6360]
[6361]
[6362]
[6363]
[6364]
[6365]
[6366]
[6367]
[6368]
[6369]
[6370]
[6371]
[6372]
[6373]
[6374]
[6375]
[6376]
[6377]
[6378]
[6379]
[6380]
[6381]
[6382]
[6383]

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> JFEMEIK

<400> 198

Gly Val Tyr Asp Gly Ala Glu His Thr Val
1 5 10
<210> 199

211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> FEMEIK

<400> 199

Gly Val Tyr Asp Gly Arg Ala His Thr Val
1 5 10
<210> 200

211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> JFEMEIK

<400> 200

Gly Val Tyr Asp Gly Arg Glu Ala Thr Val
1 5 10
<210> 201

211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> JFEMEIK

<400> 201
Gly Val Tyr Asp Gly Arg Glu His Ala Val
1 5 10

212



N 114605547 B F % *

153/219 1

[6384]
[6385]
[6386]
[6387]
[6388]
[6389]
[6390]
[6391]
[6392]
[6393]
[6394]
[6395]
[6396]
[6397]
[6398]
[6399]
[6400]
[6401]
[6402]
[6403]
[6404]
[6405]
[6406]
[6407]
[6408]
[6409]
[6410]
[6411]
[6412]
[6413]
[6414]
[6415]
[6416]
[6417]
[6418]
[6419]
[6420]
[6421]
[6422]
[6423]
[6424]
[6425]

<210> 202

211> 10

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(10)

223> AR

<400> 202

Gly Val Tyr Asp Gly Arg Glu His Thr Ala
1 5 10
<210> 203

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> FMEIK

<400> 203

Ala Leu Ser Val Met Gly Val Tyr Val
1 5

<210> 204

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

223> AR

<400> 204

Ala Leu Ser Val Leu Gly Val Met Val
1 5

<210> 205

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

223> AR

<400> 205

213



N 114605547 B F % *

154/219 1

[6426]
[6427]
[6428]
[6429]
[6430]
[6431]
[6432]
[6433]
[6434]
[6435]
[6436]
[6437]
[6438]
[6439]
[6440]
[6441]
[6442]
[6443]
[6444]
[6445]
[6446]
[6447]
[6448]
[6449]
[6450]
[6451]
[6452]
[6453]
[6454]
[6455]
[6456]
[6457]
[6458]
[6459]
[6460]
[6461]
[6462]
[6463]
[6464]
[6465]
[6466]
[6467]

Ala Leu Ser Arg Lys Gly Ile Tyr Val
1 5

<210> 206

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 206

Ala Leu Ser Val Met Tyr Ser Tyr Leu
1 5

<210> 207

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 207

Ala Val Ser His Met Gly Val Leu Val
1 5

<210> 208

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 208

Leu Leu Ser Leu Met Gly Val Leu Val
1 5

<210> 209

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

214



N 114605547 B F % *

155/219 1

[6468]
[6469]
[6470]
[6471]
[6472]
[6473]
[6474]
[6475]
[6476]
[6477]
[6478]
[6479]
[6480]
[6481]
[6482]
[6483]
[6484]
[6485]
[6486]
[6487]
[6488]
[6489]
[6490]
[6491]
[6492]
[6493]
[6494]
[6495]
[6496]
[6497]
[6498]
[6499]
[6500]
[6501]
[6502]
[6503]
[6504]
[6505]
[6506]
[6507]
[6508]
[6509]

<223> FEMERK

<400> 209

Val Leu Ser Ile Met Gly Val Tyr Ala
1 5

<210> 210

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 210

Ala Leu Gln Val Arg Lys Val Tyr Val
1 5

<210> 211

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 211

Ala Leu Gln Val Tyr Gly Val Glu Val
1 5

<210> 212

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 212

Ala Leu Ser Val Ala Gly Gly Phe Val
1 5

<210> 213

211> 9

<212> PRT

<213> Artificial sequence
220>

215



N 114605547 B F % *

156/219 7

[6510]
[6511]
[6512]
[6513]
[6514]
[6515]
[6516]
[6517]
[6518]
[6519]
[6520]
[6521]
[6522]
[6523]
[6524]
[6525]
[6526]
[6527]
[6528]
[6529]
[6530]
[6531]
[6532]
[6533]
[6534]
[6535]
[6536]
[6537]
[6538]
[6539]
[6540]
[6541]
[6542]
[6543]
[6544]
[6545]
[6546]
[6547]
[6548]
[6549]
[6550]
[6551]

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 213

Ala Leu Ser Val Leu Gly Lys Val Val
1 5

<210> 214

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JEMERK

<400> 214

Ala Leu Ser Val Met Ile Pro Ala Val
1 5

<210> 215

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JEMERK

<400> 215

Asp Leu Ser Val Cys Ser Val Tyr Val
1 5

<210> 216

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JEMERK

<400> 216

Ile Leu Gly Val Met Gly Val Asp Val
1 5

<210> 217

211> 9

<212> PRT

216



N 114605547 B F % *

157/219 1

[6552]
[6553]
[6554]
[6555]
[6556]
[6557]
[6558]
[6559]
[6560]
[6561]
[6562]
[6563]
[6564]
[6565]
[6566]
[6567]
[6568]
[6569]
[6570]
[6571]
[6572]
[6573]
[6574]
[6575]
[6576]
[6577]
[6578]
[6579]
[6580]
[6581]
[6582]
[6583]
[6584]
[6585]
[6586]
[6587]
[6588]
[6589]
[6590]
[6591]
[6592]
[6593]

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> JEERK

<400> 217

Leu Leu Ser Val Asn Gly Val Ser Val
1 5

<210> 218

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> FJERK

<400> 218

Ser Leu Ser Pro Met Gly Arg Tyr Val
1 5

<210> 219

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. Q10

223> FERK

<400> 219

Ala Leu Ser Ala Val Met Gly Val Thr Leu
1 5 10
<210> 220

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. Q10

223> FJERK

<400> 220
Ala Ile Leu Leu Val Met Gly Val Asp Val
1 5 10
<210> 221

217



N 114605547 B F % *

158/219 1

[6594]
[6595]
[6596]
[6597]
[6598]
[6599]
[6600]
[6601]
[6602]
[6603]
[6604]
[6605]
[6606]
[6607]
[6608]
[6609]
[6610]
[6611]
[6612]
[6613]
[6614]
[6615]
[6616]
[6617]
[6618]
[6619]
[6620]
[6621]
[6622]
[6623]
[6624]
[6625]
[6626]
[6627]
[6628]
[6629]
[6630]
[6631]
[6632]
[6633]
[6634]
[6635]

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JJEIK

<400> 221

Ala Leu Ser Asp His His Val Tyr Leu
1 5

210> 222

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> IR

<400> 222

Ala Ala Ser Val Met Gly Val Tyr Val
1 5

210> 223

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> JJEIK

<400> 223

Ala Leu Ala Val Met Gly Val Tyr Val
1 5

210> 224

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> IR

<400> 224

Ala Leu Ser Ala Met Gly Val Tyr Val

218



N 114605547 B F % *

159/219 1

[6636]
[6637]
[6638]
[6639]
[6640]
[6641]
[6642]
[6643]
[6644]
[6645]
[6646]
[6647]
[6648]
[6649]
[6650]
[6651]
[6652]
[6653]
[6654]
[6655]
[6656]
[6657]
[6658]
[6659]
[6660]
[6661]
[6662]
[6663]
[6664]
[6665]
[6666]
[6667]
[6668]
[6669]
[6670]
[6671]
[6672]
[6673]
[6674]
[6675]
[6676]
[6677]

1 5

<210> 225

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..9)

<223> JEIERK

<400> 225

Ala Leu Ser Val Ala Gly Val Tyr Val
1 5

<210> 226

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 226

Ala Leu Ser Val Met Ala Val Tyr Val
1 5

210> 227

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. 9

<223> JEMERK

<400> 227

Ala Leu Ser Val Met Gly Ala Tyr Val
1 5

<210> 228

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..9)

<223> JEMERK

219



N 114605547 B F % *

160/219 7

[6678]
[6679]
[6680]
[6681]
[6682]
[6683]
[6684]
[6685]
[6686]
[6687]
[6688]
[6689]
[6690]
[6691]
[6692]
[6693]
[6694]
[6695]
[6696]
[6697]
[6698]
[6699]
[6700]
[6701]
[6702]
[6703]
[6704]
[6705]
[6706]
[6707]
[6708]
[6709]
[6710]
[6711]
[6712]
[6713]
[6714]
[6715]
[6716]
[6717]
[6718]
[6719]

<400> 228

Ala Leu Ser Val Met Gly Val Ala Val
1 5

<210> 229

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMERK

<400> 229

Ala Leu Ser Val Met Gly Val Tyr Ala
1 5

<210> 230

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMEIK

<400> 230

Thr Leu Met Ser Ala Met Thr Asn Leu
1 5

<210> 231

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMEIK

<400> 231

Thr Leu Met Ser Ala Glu Ala Asn Leu
1 5

<210> 232

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

220



N 114605547 B F % *

161/219 1

[6720]
[6721]
[6722]
[6723]
[6724]
[6725]
[6726]
[6727]
[6728]
[6729]
[6730]
[6731]
[6732]
[6733]
[6734]
[6735]
[6736]
[6737]
[6738]
[6739]
[6740]
[6741]
[6742]
[6743]
[6744]
[6745]
[6746]
[6747]
[6748]
[6749]
[6750]
[6751]
[6752]
[6753]
[6754]
[6755]
[6756]
[6757]
[6758]
[6759]
[6760]
[6761]

222> (1) ..

<223> FEMERK

<400> 232

Gln Leu Cys Ser Ala Met Thr Gln Leu
1 5

<210> 233

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FEMEIK

<400> 233

Arg Leu Met Ser Ala Leu Thr Gln Leu
1 5

<210> 234

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FEMEIK

<400> 234

Gly Leu Met Ser Leu Thr Thr Asn Leu
1 5

<210> 235

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FEMERK

<400> 235

Gly Leu Met Ser Met Ala Thr Asn Leu
1 5

<210> 236

211> 9

<212> PRT

<213> Artificial sequence

221



N 114605547 B F % *

162/219 1

[6762]
[6763]
[6764]
[6765]
[6766]
[6767]
[6768]
[6769]
[6770]
[6771]
[6772]
[6773]
[6774]
[6775]
[6776]
[6777]
[6778]
[6779]
[6780]
[6781]
[6782]
[6783]
[6784]
[6785]
[6786]
[6787]
[6788]
[6789]
[6790]
[6791]
[6792]
[6793]
[6794]
[6795]
[6796]
[6797]
[6798]
[6799]
[6800]
[6801]
[6802]
[6803]

220>

<221> PEPTIDE

<222> (1)..(9)

<223> FEMENK

<400> 236

Gly Leu Met Ser Met Thr Thr Asn Leu
1 5

<210> 237

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FEMEIK

<400> 237

Leu Leu Met Ser Ile Ser Thr Asn Leu
1 5

<210> 238

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> FEMENK

<400> 238

Gln Leu Pro Ser Thr Met Thr Asn Leu
1 5

<210> 239

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FEMENK

<400> 239

Thr Leu Ala Ser Ser Met Gly Asn Leu
1 5

<210> 240

211> 9

222



N 114605547 B F % *

163/219 7

[6804]
[6805]
[6806]
[6807]
[6808]
[6809]
[6810]
[6811]
[6812]
[6813]
[6814]
[6815]
[6816]
[6817]
[6818]
[6819]
[6820]
[6821]
[6822]
[6823]
[6824]
[6825]
[6826]
[6827]
[6828]
[6829]
[6830]
[6831]
[6832]
[6833]
[6834]
[6835]
[6836]
[6837]
[6838]
[6839]
[6840]
[6841]
[6842]
[6843]
[6844]
[6845]

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> JFEMEIK

<400> 240

Thr Leu Phe Ser Ala Leu Thr Gly Leu
1 5

<210> 241

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> JFEMEIK

<400> 241

Thr Leu Gly Ser Ala Thr Thr Glu Leu
1 5

<210> 242

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> JFEMENK

<400> 242

Thr Leu Met Arg Ala Met Thr Asp Cys
1 5

<210> 243

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> JFEMEIK

<400> 243

Thr Leu Met Ser Met Val Ala Asn Leu
1 5

223



N 114605547 B F % *

164/219 7

[6846]
[6847]
[6848]
[6849]
[6850]
[6851]
[6852]
[6853]
[6854]
[6855]
[6856]
[6857]
[6858]
[6859]
[6860]
[6861]
[6862]
[6863]
[6864]
[6865]
[6866]
[6867]
[6868]
[6869]
[6870]
[6871]
[6872]
[6873]
[6874]
[6875]
[6876]
[6877]
[6878]
[6879]
[6880]
[6881]
[6882]
[6883]
[6884]
[6885]
[6886]
[6887]

<210> 244

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

223> AR

<400> 244

Thr Leu Pro Ser Ala Glu Thr Ala Leu
1 5

<210> 245

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> FMEIK

<400> 245

Thr Leu Pro Ser Arg Met Thr Val Leu
1 5

<210> 246

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> FAMENK

<400> 246

Arg Leu Met Ser Ala Leu Thr Gln Val
1 5

210> 247

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

223> IR

<400> 247

224



ON 114605547 B F 7%

165/219 7

[6888]
[6889]
[6890]
[6891]
[6892]
[6893]
[6894]
[6895]
[6896]
[6897]
[6898]
[6899]
[6900]
[6901]
[6902]
[6903]
[6904]
[6905]
[6906]
[6907]
[6908]
[6909]
[6910]
[6911]
[6912]
[6913]
[6914]
[6915]
[6916]
[6917]
[6918]
[6919]
[6920]
[6921]
[6922]
[6923]
[6924]
[6925]
[6926]
[6927]
[6928]
[6929]

Ser Ile His Ser Gln Met Thr Asn Leu
1 5

<210> 248

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 248

Ser Ile Met Phe Ala Met Thr Pro Leu
1 5

<210> 249

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 249

Thr Ile Val Ala Ala Met Ser Asn Leu
1 5

<210> 250

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> FMENK

<400> 250

Thr Leu Ile Thr Ala Met Glu Gln Leu
1 5

<210> 251

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

225



N 114605547 B F % *

166/219 7

[6930]
[6931]
[6932]
[6933]
[6934]
[6935]
[6936]
[6937]
[6938]
[6939]
[6940]
[6941]
[6942]
[6943]
[6944]
[6945]
[6946]
[6947]
[6948]
[6949]
[6950]
[6951]
[6952]
[6953]
[6954]
[6955]
[6956]
[6957]
[6958]
[6959]
[6960]
[6961]
[6962]
[6963]
[6964]
[6965]
[6966]
[6967]
[6968]
[6969]
[6970]
[6971]

<223> FEMERK

<400> 251

Thr Leu Thr Ser Asn Met Ser Gln Leu
1 5

<210> 252

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 252

Ala Leu Met Ser Ala Met Thr Asn Leu
1 5

<210> 253

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..0)

223> MRk

<400> 253

Thr Leu Ala Ser Ala Met Thr Asn Leu
1 5

<210> 254

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> MRk

<400> 254

Thr Leu Met Ala Ala Met Thr Asn Leu
1 5

<210> 255

211> 9

<212> PRT

<213> Artificial sequence
220>

226



N 114605547 B F % *

167/219 1

[6972]
[6973]
[6974]
[6975]
[6976]
[6977]
[6978]
[6979]
[6980]
[6981]
[6982]
[6983]
[6984]
[6985]
[6986]
[6987]
[6988]
[6989]
[6990]
[6991]
[6992]
[6993]
[6994]
[6995]
[6996]
[6997]
[6998]
[6999]
[7000]
[7001]
[7002]
[7003]
[7004]
[7005]
[7006]
[7007]
[7008]
[7009]
[7010]
[7011]
[7012]
[7013]

<221> PEPTIDE

222> (1).. )

<223> JMERK

<400> 255

Thr Leu Met Ser Ala Ala Thr Asn Leu
1 5

<210> 256

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JFIMERK

<400> 256

Thr Leu Met Ser Ala Met Ala Asn Leu
1 5

<210> 257

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JFMERK

<400> 257

Thr Leu Met Ser Ala Met Thr Ala Leu
1 5

<210> 258

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

<223> JIMERK

<400> 258

Thr Leu Met Ser Ala Met Thr Asn Ala
1 5

<210> 259

211> 9

<212> PRT

227



N 114605547 B F % *

168/219

[7014]
[7015]
[7016]
[7017]
[7018]
[7019]
[7020]
[7021]
[7022]
[7023]
[7024]
[7025]
[7026]
[7027]
[7028]
[7029]
[7030]
[7031]
[7032]
[7033]
[7034]
[7035]
[7036]
[7037]
[7038]
[7039]
[7040]
[7041]
[7042]
[7043]
[7044]
[7045]
[7046]
[7047]
[7048]
[7049]
[7050]
[7051]
[7052]
[7053]
[7054]
[7055]

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JEERK

<400> 259

Val Met Asp Ser Lys Ile Val Gln Val
1 5

<210> 260

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJERK

<400> 260

Arg Met Leu Pro His Ala Pro Gly Val
1 5

<210> 261

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FERK

<400> 261

Ala Met Asp Pro Asn Ala Ala Tyr Val
1 5

<210> 262

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJERK

<400> 262

Arg Met Asn Pro Asn Ser Pro Ser Ile
1 5

<210> 263

228



N 114605547 B F % *

169/219 7

[7056]
[7057]
[7058]
[7059]
[7060]
[7061]
[7062]
[7063]
[7064]
[7065]
[7066]
[7067]
[7068]
[7069]
[7070]
[7071]
[7072]
[7073]
[7074]
[7075]
[7076]
[7077]
[7078]
[7079]
[7080]
[7081]
[7082]
[7083]
[7084]
[7085]
[7086]
[7087]
[7088]
[7089]
[7090]
[7091]
[7092]
[7093]
[7094]
[7095]
[7096]
[7097]

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> IR

<400> 263

Gly Leu Ala Asp Gly Arg Thr His Thr Val
1 5 10
<210> 264

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1 .. Q10

<223> JJEIK

<400> 264

Gly Leu Tyr Asp Gly Pro Val His Glu Val
1 5 10
<210> 265

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> IR

<400> 265

Gly Val Phe Asp Gly Leu His Thr Val
1 5

<210> 266

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> JEJEIK

<400> 266

Ala Leu Ser Asp His His Val Tyr Leu

229



N 114605547 B F % *

170/219 1

[7098]
[7099]
[7100]
[7101]
[7102]
[7103]
[7104]
[7105]
[7106]
[7107]
[7108]
[7109]
[7110]
[7111]
[7112]
[7113]
[7114]
[7115]
[7116]
[7117]
[7118]
[7119]
[7120]
[7121]
[7122]
[7123]
[7124]
[7125]
[7126]
[7127]
[7128]
[7129]
[7130]
[7131]
[7132]
[7133]
[7134]
[7135]
[7136]
[7137]
[7138]
[7139]

1 5

210> 267

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JEJEIK

<400> 267

Arg Leu Met Ser Ala Leu Thr Gln Leu
1 5

<210> 268

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JEJEIK

<400> 268

Arg Leu Met Ser Ala Leu Thr Gln Val
1 5

<210> 269

<211> 10

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) .. Q10

223> JENEIK

<400> 269

Glu Leu Ala Gly Ile Gly Ile Leu Thr Val
1 5 10
<210> 270

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> JENEIK

230



N 114605547 B F % *

171/219 1

[7140]
[7141]
[7142]
[7143]
[7144]
[7145]
[7146]
[7147]
[7148]
[7149]
[7150]
[7151]
[7152]
[7153]
[7154]
[7155]
[7156]
[7157]
[7158]
[7159]
[7160]
[7161]
[7162]
[7163]
[7164]
[7165]
[7166]
[7167]
[7168]
[7169]
[7170]
[7171]
[7172]
[7173]
[7174]
[7175]
[7176]
[7177]
[7178]
[7179]
[7180]
[7181]

<400> 270

Asn Leu Val Pro Met Val Ala Thr Val
1 5

210> 271

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMERK

<400> 271

Ser Leu Tyr Asn Thr Val Ala Thr Leu
1 5

210> 272

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FEMEIK

<400> 272

Tyr Met Asp Gly Thr Met Ser Gln Val
1 5

210> 273

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMEIK

<400> 273

Arg Met Phe Pro Asn Ala Pro Tyr Leu
1 5

210> 274

<211> 10

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

231



N 114605547 B F % *

172/219 1

[7182]
[7183]
[7184]
[7185]
[7186]
[7187]
[7188]
[7189]
[7190]
[7191]
[7192]
[7193]
[7194]
[7195]
[7196]
[7197]
[7198]
[7199]
[7200]
[7201]
[7202]
[7203]
[7204]
[7205]
[7206]
[7207]
[7208]
[7209]
[7210]
[7211]
[7212]
[7213]
[7214]
[7215]
[7216]
[7217]
[7218]
[7219]
[7220]
[7221]
[7222]
[7223]

<222> (1 .. Q10

<223> FEMERK

<400> 274

Gly Val Tyr Asp Gly Arg Glu His Thr Val
1 5 10
210> 275

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> FEMEIK

<400> 275

Thr Leu Met Ser Ala Met Thr Asn Leu
1 5

<210> 276

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> FEMENK

<400> 276

Ala Leu Ser Val Met Gly Val Tyr Val
1 5

210> 277

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> FEMERK

<400> 277

Lys Ala Ser Glu Lys Ile Phe Tyr Val
1 5

<210> 278

211> 9

<212> PRT

<213> Artificial sequence

232



CN 114605547 B F 5 = 173/219 1
[7224]  <220>

[7225] <221> PEPTIDE

[7226] <222> (1)..(9)

[7227]  <223> JEHEIK

[7228]  <400> 278

[7229] Ser Leu Leu Met Trp Ile Thr Gln Cys

[7230] 1 5

[7231] <210> 279

[7232] 211> 9

[7233] <212> PRT

[7234] <213> Artificial sequence

[7235]  <220>

[7236] <221> PEPTIDE

[7237] <222> (1) ..(9)

[7238] <223> FHERK

[7239]  <400> 279

[7240] Thr Leu Phe Asp Tyr Glu Val Arg Leu

[7241] 1 5

[7242] <210> 280

[7243] 211> 702

[7244]  <212> DNA

[7245] <213> Artificial sequence

[7246]  <220>

[7247] <221> gene

[7248] <222> (1) .. (702)

[7249]  <223> DIURRBERIAZIR 5

[7250]  <400> 280

[7251] atgagaccgt ctattcagtt cctggggete ttgttgttct ggettcatgg tgetcagtgt 60
[7252] gacatccaga tgacacagtc tccatcctca ctgtctgecat ctctgggagg caaagtcacce 120
[7253] atcacatgca aggcaagcca agacattcac aactatatag cttggtacca acacaagcct 180
[7254] gtaaaaggtc ctaggctget catacattac acatctacat tacagccagg caccccatca 240
[7255] aggttcagtg gaagtgggtc tgggagagat tattccttca gcatcagcaa cctggagect 300
[7256] gaagatattg caacttatta ttgtctacag tatgataatc tgtggacgtt cggtggagge 360
[7257] accaagctgg aaatcaaacg ggctgatget gcaccaactg tatccatctt cccaccatcce 420
[7258] agtgagcagt taacatctgg aggtgcctca gtcgtgtget tcttgaacaa cttctaccce 480
[7259] aaagacatca atgtcaagtg gaagattgat ggcagtgaac gacaaaatgg cgtcctgaac 540
[7260] agttggactg atcaggacag caaagacagc acctacagca tgagcagcac cctcacgttg 600
[7261] accaaggacg agtatgaacg acataacagc tatacctgtg aggccactca caagacatca 660
[7262] acttcaccca ttgtcaagag cttcaacagg aatgagtgtt ag 702

[7263] <210> 281

[7264] 211> 233

[7265] <212> PRT

233



CN 114605547 B F 5 = 174/219 T
[7266] <213> Artificial sequence

[7267]  <220>

[7268] <221> PEPTIDE

[72691  <222> (1) .. (233)

[7270]  <223> DIURRGEI IR T4

[7271]  <400> 281

[7272] Met Arg Pro Ser Ile Gln Phe Leu Gly Leu Leu Leu Phe Trp Leu His
[7273] 1 5 10 15
[7274]  Gly Ala Gln Cys Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser
[7275] 20 25 30

[7276] Ala Ser Leu Gly Gly Lys Val Thr Ile Thr Cys Lys Ala Ser Gln Asp
[7277] 35 40 45

[7278] Ile His Asn Tyr Ile Ala Trp Tyr Gln His Lys Pro Val Lys Gly Pro
[7279] 50 55 60

[7280] Arg Leu Leu Ile His Tyr Thr Ser Thr Leu Gln Pro Gly Thr Pro Ser
[7281] 65 70 75 80
[7282] Arg Phe Ser Gly Ser Gly Ser Gly Arg Asp Tyr Ser Phe Ser Ile Ser
[7283] 85 90 95
[7284] Asn Leu Glu Pro Glu Asp Ile Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp
[7285] 100 105 110

[7286] Asn Leu Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Ala
[7287] 115 120 125

[7288] Asp Ala Ala Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu
[7289] 130 135 140

[7290] Thr Ser Gly Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro
(72911 145 150 155 160
[7292] Lys Asp Ile Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn
[7293] 165 170 175
[7294]  Gly Val Leu Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr
[7295] 180 185 190

[7296] Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His
[7297] 195 200 205

[7298] Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile
[7299] 210 215 220

[7300] Val Lys Ser Phe Asn Arg Asn Glu Cys

[7301] 225 230

[7302] <210> 282

[7303]  <211> 1398

[7304]  <212> DNA

[7305] <213> Artificial sequence

[7306]  <220>

[7307] <221> gene
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[7308]  <222> (1) .. (1398)

[7309]  <223> DIIFHENILEL TS

[7310]  <400> 282

[7311] atggacagge ttacttcctc attcctgetg ctgattgtee ctgeatatgt ccttteccag 60
[7312] gtaactctga aagagtctgg ccctgggata ttgcagccct cccagaccet cagtctgact 120
[7313] tgttetttet ctgggttttc actgaccact tctggtatgg gtgtgagetg gattcgtcag 180
[7314] ccttcaggaa agggtctgga gtggetggea cacatttact gggatgatga caagegetat 240
[7315] aacccatccc tgaagagccg actcacaatc tccaaggata cctccagaaa ccaggtattc 300
[7316] ctcaagatca ccagtgtgga cgctgecagat actgeccacat actactgtge tcgaaaggac 360
[7317] tacggtagta gcttctatge tatgcactac tggggtcaag gaacctcagt caccgtctce 420
[7318] tcagccaaaa cgacacccce atctgtctat ccactggece ctggatctge tgeccaaact 480
[7319] aactccatgg tgaccctggg atgecctggtc aagggetatt tccctgagee agtgacagtg 540
[7320] acctggaact ctggatccct gtccageggt gtgcacacct tcccagetgt cctgeagtet 600
[7321] gacctctaca ctctgagcag ctcagtgact gtccccteca gecacctggee cagegagacce 660
[7322] gtcacctgca acgttgecca cccggecage agcaccaagg tggacaagaa aattgtgece 720
[7323] agggattgtg gttgtaagcc ttgcatatgt acagtcccag aagtatcatc tgtcttcate 780
[7324] ttcececcccaa ageccaagga tgtgectcacce attactctga ctcctaaggt cacgtgtgtt 840
[7325] gtggtagaca tcagcaagga tgatcccgag gtccagttca getggtttgt agatgatgtg 900
[7326] gaggtgcaca cagctcagac gcaaccccgg gaggagecagt tcaacagcac tttccgetca 960
[7327] gtcagtgaac ttcccatcat gcaccaggac tggctcaatg gcaaggagtt caaatgcagg 1020
[7328] gtcaacagtg cagctttcce tgcccccatc gagaaaacca tctccaaaac caaaggcaga 1080
[7329] ccgaaggctc cacaggtgta caccattcca cctcccaagg agcagatgge caaggataaa 1140
[7330] gtcagtctga cctgecatgat aacagacttc ttccctgaag acattactgt ggagtggecag 1200
[7331] tggaatggge agccagecgga gaactacaag aacactcage ccatcatgga cacagatgge 1260
[7332] tcttacttcg tctacagcaa getcaatgtg cagaagagca actgggagge aggaaatact 1320
[7333] ttcacctget ctgtgttaca tgagggectg cacaaccacc atactgagaa gagcectctcee 1380
[7334] cactctcctg gtaaatga 1398

[7335]  <210> 283

[7336] <211> 465

[7337] <212> PRT

[7338] <213> Artificial sequence

[7339]  <220>

[7340]  <221> PEPTIDE

[7341]  <222> (1) .. (465)

[7342]  <223> DI1F4EM AR T

[7343]  <400> 283

[7344] Met Asp Arg Leu Thr Ser Ser Phe Leu Leu Leu Ile Val Pro Ala Tyr

[7345] 1 5 10 15

[7346] Val Leu Ser Gln Val Thr Leu Lys Glu Ser Gly Pro Gly Ile Leu Gln

[7347] 20 25 30

[7348] Pro Ser Gln Thr Leu Ser Leu Thr Cys Ser Phe Ser Gly Phe Ser Leu

[7349] 35 40 45
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[7350] Thr Thr Ser Gly Met Gly Val Ser Trp Ile Arg Gln Pro Ser Gly Lys
[7351] 50 55 60

[7352] Gly Leu Glu Trp Leu Ala His Ile Tyr Trp Asp Asp Asp Lys Arg Tyr
[7353] 65 70 75 80
[7354] Asn Pro Ser Leu Lys Ser Arg Leu Thr Ile Ser Lys Asp Thr Ser Arg
[7355] 85 90 95
[7356] Asn Gln Val Phe Leu Lys Ile Thr Ser Val Asp Ala Ala Asp Thr Ala
[7357] 100 105 110

[7358] Thr Tyr Tyr Cys Ala Arg Lys Asp Tyr Gly Ser Ser Phe Tyr Ala Met
[7359] 115 120 125

[7360] His Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Ala Lys Thr
[7361] 130 135 140

[7362] Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr
[7363] 145 150 155 160
[7364] Asn Ser Met Val Thr Leu Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu
[7365] 165 170 175
[7366] Pro Val Thr Val Thr Trp Asn Ser Gly Ser Leu Ser Ser Gly Val His
[7367] 180 185 190

[7368] Thr Phe Pro Ala Val Leu Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser
[7369] 195 200 205

[7370] Val Thr Val Pro Ser Ser Thr Trp Pro Ser Glu Thr Val Thr Cys Asn
[7371] 210 215 220

[7372] Val Ala His Pro Ala Ser Ser Thr Lys Val Asp Lys Lys Ile Val Pro
[7373] 225 230 235 240
[7374] Arg Asp Cys Gly Cys Lys Pro Cys Ile Cys Thr Val Pro Glu Val Ser
[7375] 245 250 255
[7376] Ser Val Phe Ile Phe Pro Pro Lys Pro Lys Asp Val Leu Thr Ile Thr
[7377] 260 265 270

[7378] Leu Thr Pro Lys Val Thr Cys Val Val Val Asp Ile Ser Lys Asp Asp
[7379] 275 280 285

[7380] Pro Glu Val Gln Phe Ser Trp Phe Val Asp Asp Val Glu Val His Thr
[7381] 290 295 300

[7382] Ala Gln Thr Gln Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Ser
[7383] 305 310 315 320
[7384] Val Ser Glu Leu Pro Ile Met His Gln Asp Trp Leu Asn Gly Lys Glu
[7385] 325 330 335
[7386] Phe Lys Cys Arg Val Asn Ser Ala Ala Phe Pro Ala Pro Ile Glu Lys
[7387] 340 345 350

[7388] Thr Ile Ser Lys Thr Lys Gly Arg Pro Lys Ala Pro Gln Val Tyr Thr
[7389] 355 360 365

[7390] Ile Pro Pro Pro Lys Glu Gln Met Ala Lys Asp Lys Val Ser Leu Thr
[7391] 370 375 380
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[7392] Cys Met Ile Thr Asp Phe Phe Pro Glu Asp Ile Thr Val Glu Trp Gln

[7393] 385 390 395 400
[7394] Trp Asn Gly Gln Pro Ala Glu Asn Tyr Lys Asn Thr Gln Pro Ile Met
[7395] 405 410 415
[7396] Asp Thr Asp Gly Ser Tyr Phe Val Tyr Ser Lys Leu Asn Val Gln Lys
[7397] 420 425 430

[7398] Ser Asn Trp Glu Ala Gly Asn Thr Phe Thr Cys Ser Val Leu His Glu
[7399] 435 440 445

[7400] Gly Leu His Asn His His Thr Glu Lys Ser Leu Ser His Ser Pro Gly
[7401] 450 455 460

[7402] Lys

[7403] 465

[7404] <210> 284

[7405] <211> 33

[7406]  <212> DNA

[7407] <213> Artificial sequence
[7408]  <220>

[7409] <221> gene

[7410]  <222> (1)..(33)

[7411]  <223> DI1EREECDRIVAZIR T4
[7412]  <400> 284

[7413] aaggcaagcc aagacattca caactatata get 33
[7414]  <210> 285

[7415] <211> 21

[7416]  <212> DNA

[7417] <213> Artificial sequence
[7418]  <220>

[7419]  <221> gene

[7420] <222> (1)..(21)

[7421]  <223> DI1FBECDRIAZIR TS
[7422]  <400> 285

[7423] tacacatcta cattacagcc a 21
[7424]  <210> 286

[7425] <211> 24

[7426] <212> DNA

[7427] <213> Artificial sequence
[7428]  <220>

[7429] <221> gene

[7430]  <222> (1) .. (24)

[7431]  <223> DI1EREECDRIIAZIR T4
[7432]  <400> 286

[7433] ctacagtatg ataatctgtg gacg 24
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[7434]
[7435]
[7436]
[7437]
[7438]
[7439]
[7440]
[7441]
[7442]
[7443]
[7444]
[7445]
[7446]
[7447]
[7448]
[7449]
[7450]
[7451]
[7452]
[7453]
[7454]
[7455]
[7456]
[7457]
[7458]
[7459]
[7460]
[7461]
[7462]
[7463]
[7464]
[7465]
[7466]
[7467]
[7468]
[7469]
[7470]
[7471]
[7472]
[7473]
[7474]
[7475]

210>
211>
212>
<213>
220>
221>
222>
223>
<400>

Lys Ala Ser Gln Asp Ile His Asn Tyr Ile Ala

1

210>
211>
212>
<213>
220>
221>
222>
223>
<400>

287
11
PRT

Artificial sequence

PEPTIDE
1 ..

D112 EECDRIY 2 EEFR - 471)
287

5
288
7
PRT

Artificial sequence

PEPTIDE
..

D115445ECDRIY 24 FE R 4]
288

Tyr Thr Ser Thr Leu Gln Pro

1

210>
<2115
212>
<213>
220>
221>
222>
223>
<400>

Leu Gln Tyr Asp Asn Leu Trp Thr

1

210>
211>
212>
<213>
220>
221>
222>
223>
<400>

5
289
8
PRT

Artificial sequence

PEPTIDE
1 ..®

D115445ECDRIY 24 FE TR 4]
289

5
290
21
DNA

Artificial sequence

gene
(1) .. 1)

D11 HECDRIVALIR - 4]
290
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[7476]
[7477]
[7478]
[7479]
[7480]
[7481]
[7482]
[7483]
[7484]
[7485]
[7486]
[7487]
[7488]
[7489]
[7490]
[7491]
[7492]
[7493]
[7494]
[7495]
[7496]
[7497]
[7498]
[7499]
[7500]
[7501]
[7502]
[7503]
[7504]
[7505]
[7506]
[7507]
[7508]
[7509]
[7510]
[7511]
[7512]
[7513]
[7514]
[7515]
[7516]
[7517]

acttctggta tgggtgtgag ¢ 21

<210>
211>
<212>
213>
<220>
221>
222>
223>
<400>

cacatttact gggatgatga caagcgctat aacccatccc tgaagage 48

210>
211>
212>
<213>
220>
221>
222>
223>
<400>

aaggactacg gtagtagctt ctatgctatg cactac 36

<210>
211>
<212>
213>
<220>
221>
222>
223>
<400>

291
48
DNA

Artificial sequence

gene
(1) ..(48)

D11 FE4ECDRAZIR 7 4]
291

292
36
DNA

Artificial sequence

gene

(1) .. (36)

D11 HECDRIVALIR - 4]
292

293
7
PRT

Artificial sequence

PEPTIDE
..

D11 EE4ECDRIY) 2 18 4]
293

Thr Ser Gly Met Gly Val Ser

1

<210>
211>
212>
213>
<220>
221>
222>
223>
<400>

His Ile Tyr Trp Asp Asp Asp Lys Arg Tyr Asn Pro Ser Leu Lys Ser

5
294
16
PRT

Artificial sequence

PEPTIDE
1) ..(16)

D11 EE4ECDRIY) 2 L8 4]
294
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[7518] 1 5 10 15

[7519]  <210> 295

[7520] <211> 12

[7521]  <212> PRT

[7522] <213> Artificial sequence

[7523]  <220>

[7524]  <221> PEPTIDE

[7525]  <222> (1)..(12)

[7526]  <223> D11HEECDRINAIEIR T I

[7527]  <400> 295

[7528] Lys Asp Tyr Gly Ser Ser Phe Tyr Ala Met His Tyr

[7529] 1 5 10

[7530] <210> 296

[7531] <211> 705

[7532]  <212> DNA

[7533] <213> Artificial sequence

[7534]  <220>

[7535] <221> gene

[7536]  <222> (1) .. (705)

[7537]  <223> DTRBEIIIR A

[7538]  <400> 296

[7539] atgagtgtge ccactcaggt cctggggttg ctgetgetgt ggettacaga tgeccagatgt 60
[7540] gacatccaga tgactcagtc tccagcctcc ctatctgtat ctgtgggaga aactgtcacce 120
[7541] atcacatgtc gagcaagtga tattatttac agtaatttag catggtatca gcagaaacag 180
[7542] ggaaaatctc ctcagetcct ggtctatget gcaacaaact tagcagetgg tgtgecatca 240
[7543] aggttcagtg gcagtggatc aggcacacag tattccctca agatcaatag cctgcagtct 300
[7544] gaagattttg ggacttatta ctgtcaacat ttttggggta gttcaatctc gttcggeteg 360
[7545] gggacaaagt tggaaataaa acgggctgat gctgcaccaa ctgtatccat cttcccacca 420
[7546] tccagtgage agttaacatc tggaggtgee tcagtcgtgt gettcttgaa caacttctac 480
[7547] cccaaagaca tcaatgtcaa gtggaagatt gatggcagtg aacgacaaaa tggegtcctg 540
[7548] aacagttgga ctgatcagga cagcaaagac agcacctaca gcatgagcag caccctcacg 600
[7549] ttgaccaagg acgagtatga acgacataac agctatacct gtgaggccac tcacaagaca 660
[7550] tcaacttcac ccattgtcaa gagcttcaac aggaatgagt gttag 705

[7551]  <210> 297

[7552] <211> 234

[7553]  <212> PRT

[7554] <213> Artificial sequence

[7555]  <220>

[7556]  <221> PEPTIDE

[7557]  <222> (1) ..(234)

[7558]  <223> DTRHEMIS SR T4

[7559]  <400> 297
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[7560] Met Ser Val Pro Thr Gln Val Leu Gly Leu Leu Leu Leu Trp Leu Thr
[7561] 1 5 10 15
[7562] Asp Ala Arg Cys Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser
[7563] 20 25 30

[7564] Val Ser Val Gly Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Asp Ile
[7565] 35 40 45

[7566] Ile Tyr Ser Asn Leu Ala Trp Tyr Gln Gln Lys Gln Gly Lys Ser Pro
[7567] 50 55 60

[7568] Gln Leu Leu Val Tyr Ala Ala Thr Asn Leu Ala Ala Gly Val Pro Ser
[7569] 65 70 75 80
[7570] Arg Phe Ser Gly Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn
[7571] 85 90 95
[7572] Ser Leu Gln Ser Glu Asp Phe Gly Thr Tyr Tyr Cys Gln His Phe Trp
[7573] 100 105 110

[7574]  Gly Ser Ser Ile Ser Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg
[7575] 115 120 125

[7576] Ala Asp Ala Ala Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln
[7577] 130 135 140

[7578] Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr
[75791 145 150 155 160
[7580] Pro Lys Asp Ile Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln
[7581] 165 170 175
[7582] Asn Gly Val Leu Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr
[7583] 180 185 190

[7584] Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg
[7585] 195 200 205

[7586] His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro
[7587] 210 215 220

[7588] 1Ile Val Lys Ser Phe Asn Arg Asn Glu Cys

[7589] 225 230

[7590] <210> 298

[7591] <211> 1380

[7592] <212> DNA

[7593] <213> Artificial sequence

[7594]  <220>

[7595] <221> gene

[7596]  <222> (1) .. (1380)

[75971  <223> DTEHEHEMIZIRT I

[7598]  <400> 298

[7599] atggctgtee tggtgetgtt cctetgectg gttgeattte caagetgtgt cctgteecag 60
[7600] gtgcaactga aggaatcagg acctggtctg gtggegeecet cacagagect gtccatcact 120
[7601] tgcactgtct ctgggttttc attaaccage tatggtgtac actgggttcg ccagectcca 180
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[7602] ggaaagggtc tggagtgget gggagtaata tgggetggtg gaaccacaaa ttataattcg 240
[7603] gctctcatgt ccagactgag catcagcaga gacaactcca agagccaagt tttcttagaa 300
[7604] atgaacagtc tgcaaactga tgacacagcc atttactact gtgccagaga tggtcacttc 360
[7605] cactttgact tctggggcca aggcaccact ctcacagtct cctcagccaa aacgacacce 420
[7606] ccatctgtet atccactgge ccctggatcet getgeccaaa ctaactccat ggtgaccetg 480
[7607] ggatgcctgg tcaagggcta tttccctgag ccagtgacag tgacctggaa ctctggatcee 540
[7608] ctgtccageg gtgtgcacac cttcccaget gtcctgeagt ctgaccteta cactctgage 600
[7609] agctcagtga ctgtcceccte cagecacctgg cccagegaga ccgtcacctg caacgttgee 660
[7610] cacccggeca gecageaccaa ggtggacaag aaaattgtge ccagggattg tggttgtaag 720
[7611] ccttgecatat gtacagtccc agaagtatca tctgtcttca tcttccccece aaageccaag 780
[7612] gatgtgctca ccattactct gactcctaag gtcacgtgtg ttgtggtaga catcagcaag 840
[7613] gatgatcccg aggtccagtt cagectggttt gtagatgatg tggaggtgceca cacagectcag 900
[7614] acgcaacccc gggaggagea gttcaacage actttccget cagtcagtga acttcccate 960
[7615] atgcaccagg actggctcaa tggcaaggag ttcaaatgca gggtcaacag tgcagetttce 1020
[7616] cctgeccecca tcgagaaaac catctccaaa accaaaggca gaccgaaggce tccacaggtg 1080
[7617] tacaccattc cacctcccaa ggagcagatg gccaaggata aagtcagtct gacctgcatg 1140
[7618] ataacagact tcttccctga agacattact gtggagtgge agtggaatgg gcagccageg 1200
[7619] gagaactaca agaacactca gcccatcatg gacacagatg gctcttactt cgtctacage 1260
[7620] aagctcaatg tgcagaagag caactgggag gcaggaaata ctttcacctg ctcectgtgtta 1320
[7621] catgagggcc tgcacaacca ccatactgag aagagcctct cccactctce tggtaaatga 1380
[7622] <210> 299

[7623] <211> 459

[7624]  <212> PRT

[7625] <213> Artificial sequence

[7626]  <220>

[7627]  <221> PEPTIDE

[7628] <222> (1) ..(459)

[7629]  <223> DTHEBEAEIERR TS

[7630]  <400> 299

[7631] Met Ala Val Leu Val Leu Phe Leu Cys Leu Val Ala Phe Pro Ser Cys

[7632] 1 5 10 15

[7633] Val Leu Ser Gln Val Gln Leu Lys Glu Ser Gly Pro Gly Leu Val Ala

[7634] 20 25 30

[7635] Pro Ser Gln Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu

[7636] 35 40 45

[7637] Thr Ser Tyr Gly Val His Trp Val Arg Gln Pro Pro Gly Lys Gly Leu

[7638] 50 55 60

[7639]  Glu Trp Leu Gly Val Ile Trp Ala Gly Gly Thr Thr Asn Tyr Asn Ser

[7640] 65 70 75 80

[7641] Ala Leu Met Ser Arg Leu Ser Ile Ser Arg Asp Asn Ser Lys Ser Gln

[7642] 85 90 95

[7643]  Val Phe Leu Glu Met Asn Ser Leu Gln Thr Asp Asp Thr Ala Ile Tyr
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[7644] 100 105 110

[7645] Tyr Cys Ala Arg Asp Gly His Phe His Phe Asp Phe Trp Gly Gln Gly
[7646] 115 120 125

[7647] Thr Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr
[7648] 130 135 140

[7649] Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met Val Thr Leu
[7650] 145 150 155 160
[7651] Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp
[7652] 165 170 175
[7653] Asn Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu
[7654] 180 185 190

[7655]  Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser
[7656] 195 200 205

[7657] Thr Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser
[7658] 210 215 220

[7659] Ser Thr Lys Val Asp Lys Lys Ile Val Pro Arg Asp Cys Gly Cys Lys
[7660] 225 230 235 240
[7661]  Pro Cys Ile Cys Thr Val Pro Glu Val Ser Ser Val Phe Ile Phe Pro
[7662] 245 250 255
[7663] Pro Lys Pro Lys Asp Val Leu Thr Ile Thr Leu Thr Pro Lys Val Thr
[7664] 260 265 270

[7665] Cys Val Val Val Asp Ile Ser Lys Asp Asp Pro Glu Val Gln Phe Ser
[7666] 275 280 285

[7667]  Trp Phe Val Asp Asp Val Glu Val His Thr Ala Gln Thr Gln Pro Arg
[7668] 290 295 300

[7669]  Glu Glu Gln Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro Ile
[7670] 305 310 315 320
[7671] Met His Gln Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn
[7672] 325 330 335
[7673] Ser Ala Ala Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys
[7674] 340 345 350

[7675] Gly Arg Pro Lys Ala Pro Gln Val Tyr Thr Ile Pro Pro Pro Lys Glu
[7676] 355 360 365

[7677] Gln Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met Ile Thr Asp Phe
[7678] 370 375 380

[7679]  Phe Pro Glu Asp Ile Thr Val Glu Trp Gln Trp Asn Gly Gln Pro Ala
[7680] 385 390 395 400
[7681]  Glu Asn Tyr Lys Asn Thr Gln Pro Ile Met Asp Thr Asp Gly Ser Tyr
[7682] 405 410 415
[7683] Phe Val Tyr Ser Lys Leu Asn Val Gln Lys Ser Asn Trp Glu Ala Gly
[7684] 420 425 430

[7685] Asn Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His
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[7686]
[7687]
[7688]
[7689]
[7690]
[7691]
[7692]
[7693]
[7694]
[7695]
[7696]
[7697]
[7698]
[7699]
[7700]
[7701]
[7702]
[7703]
[7704]
[7705]
[7706]
[7707]
[7708]
[7709]
[7710]
[7711]
[7712]
[7713]
[7714]
[7715]
[7716]
[7717]
[7718]
[7719]
[7720]
[7721]
[7722]
[7723]
[7724]
[7725]
[7726]
[7727]

435 440 445

Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys

450 455
<210> 300
<211> 33
<212> DNA
<213> Artificial sequence
220>
<221> gene
<222> (1) ..(33)
<223> D7THEHECDRIIZIR 74
<400> 300
cgagcaagtg atattattta cagtaattta gca 33
<210> 301
211> 21
<212> DNA
<213> Artificial sequence
220>
<221> PEPTIDE
<222> (1) ..(@21
<223> DTHBECDRIEILR 75
<400> 301
gctgcaacaa acttagcage t 21
<210> 302
211> 27
<212> DNA
<213> Artificial sequence
220>
<221> gene
222> (1) .. (2D
<223> DTE4HECDRIIEIR 4]
<400> 302
caacattttt ggggtagttc aatctcg 27
<210> 303
211> 11
<212> PRT
<213> Artificial sequence
220>
<221> PEPTIDE
<222> (1) ..(11)
223> DTHABECDRIVZA SR 7]
<400> 303
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[7728]
[7729]
[7730]
[7731]
[7732]
[7733]
[7734]
[7735]
[7736]
[7737]
[7738]
[7739]
[7740]
[7741]
[7742]
[7743]
[7744]
[7745]
[7746]
[7747]
[7748]
[7749]
[7750]
[7751]
[7752]
[7753]
[7754]
[7755]
[7756]
[7757]
[7758]
[7759]
[7760]
[7761]
[7762]
[7763]
[7764]
[7765]
[7766]
[7767]
[7768]
[7769]

Arg Ala Ser Asp Ile Ile Tyr Ser Asn Leu Ala
1 5 10
<210> 304

Q211> 7

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) .. (D

<223> D7THHECDRIN 2R 74
<400> 304

Ala Ala Thr Asn Leu Ala Ala
1 5

<210> 305

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..

223> DTRBECDRIN LR 75
<400> 305

Gln His Phe Trp Gly Ser Ser Ile Ser
1 5

<210> 306

211> 15

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(15)

223> DTHBECDRIIZIR 4
<400> 306

agctatggtg tacac 15

<210> 307

<211> 48

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) .. (48)

<223> DTEHECDRIIZIR 74
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[7770]
[7771]
[7772]
[7773]
[7774]
[7775]
[7776]
[7777]
[7778]
[7779]
[7780]
[7781]
[7782]
[7783]
[7784]
[7785]
[7786]
[7787]
[7788]
[7789]
[7790]
[7791]
[7792]
[7793]
[7794]
[7795]
[7796]
[7797]
[7798]
[7799]
[7800]
[7801]
[7802]
[7803]
[7804]
[7805]
[7806]
[7807]
[7808]
[7809]
[7810]
[7811]

<400>

gtaatatggg ctggtggaac cacaaattat aattcggctc tcatgtcc 48

<210>
211>
212>
<213>
<220>
221>
222>
223>
<400>

307

308
24
DNA

Artificial sequence

gene
(1) .. (24)

D7 EE5ECDRIAZLIR -5
308

gatggtcact tccactttga cttc 24

<210>
211>
<212>
213>
<220>
221>
222>
223>
<400>

309
5
PRT

Artificial sequence

PEPTIDE

(1) ..(5)

D7 4ECDR ) 28 L1 1)
309

Ser Tyr Gly Val His

1

<210>
211>
212>
213>
<220>
221>
222>
223>
<400>

Val Ile Trp Ala Gly Gly Thr Thr Asn Tyr Asn Ser Ala Leu Met Ser

1

<210>
211>
<212>
213>
<220>
221>
222>
223>

5
310
16
PRT

Artificial sequence

PEPTIDE

(1) .. (16)

D7 4ECDR ) 28 L1 1)
310

5
311
8
PRT

Artificial sequence

PEPTIDE
(1 ..0®)
D7 HE5ECDRIV A FE R 7 41
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[7812]  <400> 311

[7813] Asp Gly His Phe His Phe Asp Phe

[7814] 1 5

[7815]  <210> 312

[7816] <211> 642

[7817]  <212> DNA

[7818] <213> Artificial sequence

[7819]  <220>

[7820] <221> gene

[7821]  <222> (1) .. (642)

[7822]  <223> BATBEHAEEINIAIRIT

[7823]  <400> 312

[7824] gatattgtge tcactcagtc tccagccacc ctgtctgtga gtccaggaga tagcgtcagt 60
[7825] ctttcectgea gggecageca aagtattage aacagecctac actggtatca acaaaaatca 120
[7826] catgagtctc caaggcttct catcaagtat gcttcccagt ccatctctgg aatccectet 180
[7827] aggttcagtg gcagtggatc agggacagat ttcactctca gtatcaacag tgtggagact 240
[7828] gaagattttg gaatgtattt ctgtcaacag agttacagct ggcctctcac gttcggtget 300
[7829] gggtccaage tggagctgaa acgggetgat getgecaccaa ctgtatccat cttcccacca 360
[7830] tccagtgage agttaacatc tggaggtgec tcagtcgtgt gettcttgaa caacttctac 420
[7831] cccaaagaca tcaatgtcaa gtggaagatt gatggcagtg aacgacaaaa tggecgtcctg 480
[7832] aacagttgga ctgatcagga cagcaaagac agcacctaca gcatgagcag caccctcacg 540
[7833] ttgaccaagg acgagtatga acgacataac agctatacct gtgaggccac tcacaagaca 600
[7834] tcaacttcac ccattgtcaa gagcttcaac aggaatgagt gt 642

[7835]  <210> 313

[7836] <211> 214

[7837]  <212> PRT

[7838] <213> Artificial sequence

[7839]  <220>

[7840]  <221> PEPTIDE

[7841]  <222> (1) .. (214)

[7842]  <223> BATBEHR4EIM IR T

[7843]  <400> 313

[7844] Asp Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly
[7845] 1 5 10 15

[7846] Asp Ser Val Ser Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asn Ser
[7847] 20 25 30

[7848] Leu His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile
[7849] 35 40 45

[7850] Lys Tyr Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
[7851] 50 55 60

[7852] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Thr
[7853] 65 70 75 80
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[7854]  Glu Asp Phe Gly Met Tyr Phe Cys Gln Gln Ser Tyr Ser Trp Pro Leu
[7855] 85 90 95

[7856] Thr Phe Gly Ala Gly Ser Lys Leu Glu Leu Lys Arg Ala Asp Ala Ala
[7857] 100 105 110

[7858] Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly
[7859] 115 120 125

[7860] Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile
[7861] 130 135 140

[7862] Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly Val Leu
[7863] 145 150 155 160
[7864] Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
[7865] 165 170 175

[7866] Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
[7867] 180 185 190

[7868] Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile Val Lys Ser
[7869] 195 200 205

[7870] Phe Asn Arg Asn Glu Cys

[7871] 210

[7872] <210> 314

[7873] <211> 1323

[7874]  <212> DNA

[7875] <213> Artificial sequence

[7876]  <220>

[7877] <221> gene

[7878] <222> (1) ..(1323)

[7879]  <223> BATBOIEEEIIIZIR 4]

[7880]  <400> 314

[7881] gaagtgcagt tggtggagtc ggggggagge ttagtgaage ctggagggte cctgaaacte 60
[7882] tcctgtgeag cctetggatt cgttttcagt agetatgaca tgtcttgggt tcgecagget 120
[7883] caggagaaga ggctggagtg ggtcgecatac atgagtagtg gtggeggcecac ctactatcca 180
[7884] gacactgtga agggccgatt caccatctcc agagacaatg ccaagaacac cctgcacctg 240
[7885] caaatgagca gcctgaagtc tgaggacaca gccatgtatt actgtgcaag acatgatgag 300
[7886] attactaact ttgactactg gggccaaggce accactctca cagtctccte agccaaaacg 360
[7887] acacccccat ctgtctatce actggecceet ggatctgetg cccaaactaa ctccatggtg 420
[7888] accctgggat gcctggtcaa gggetattte cctgagecag tgacagtgac ctggaactct 480
[7889] ggatccetgt ccageggtgt gecacacctte ccagetgtee tgecagtctga cctcectacact 540
[7890] ctgagcagct cagtgactgt cccctccage acctggecca gegagacegt cacctgecaac 600
[7891] gttgcccace cggecageag caccaaggtg gacaagaaaa ttgtgceccag ggattgtggt 660
[7892] tgtaagcctt gcatatgtac agtcccagaa gtatcatctg tcttcatctt ccccccaaag 720
[7893] cccaaggatg tgctcaccat tactctgact cctaaggtca cgtgtgttgt ggtagacatc 780
[7894] agcaaggatg atcccgaggt ccagttcage tggtttgtag atgatgtgga ggtgcacaca 840
[7895] gctcagacge aaccccggga ggagecagttc aacagcactt tccgetcagt cagtgaactt 900
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[7896] cccatcatge accaggactg gctcaatgge aaggagttca aatgcagggt caacagtgeca 960
[7897] gcttteeetg cccccatcga gaaaaccatc tccaaaacca aaggcagacc gaaggetcca 1020
[7898] caggtgtaca ccattccacc tcccaaggag cagatggcca aggataaagt cagtctgacc 1080
[7899] tgcatgataa cagacttctt ccctgaagac attactgtgg agtggcagtg gaatgggcag 1140
[7900] ccagcggaga actacaagaa cactcagccce atcatggaca cagatggetce ttacttegte 1200
[7901] tacagcaagce tcaatgtgca gaagagcaac tgggaggcag gaaatacttt cacctgetcet 1260
[7902] gtgttacatg agggcctgea caaccaccat actgagaaga gectctccca ctetectggt 1320
[7903] aaa 1323

[7904] <210> 315

[7905] <211> 441

[7906]  <212> PRT

[7907] <213> Artificial sequence

[7908] <220>

[7909]  <221> PEPTIDE

[7910]  <222> (1) .. (441)

[79111  <223> BATB6EHHEN S FER 7S]

[7912]  <400> 315

[7913]  Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

[7914] 1 5 10 15

[7915] Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Val Phe Ser Ser Tyr

[7916] 20 25 30

[7917]  Asp Met Ser Trp Val Arg Gln Ala Gln Glu Lys Arg Leu Glu Trp Val

[7918] 35 40 45

[7919] Ala Tyr Met Ser Ser Gly Gly Gly Thr Tyr Tyr Pro Asp Thr Val Lys

[7920] 50 55 60

[7921]  Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu His Leu

[7922] 65 70 75 80

[7923] Gln Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala

[7924] 85 90 95

[7925] Arg His Asp Glu Ile Thr Asn Phe Asp Tyr Trp Gly Gln Gly Thr Thr

[7926] 100 105 110

[7927] Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu

[7928] 115 120 125

[7929] Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met Val Thr Leu Gly Cys

[7930] 130 135 140

[7931] Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp Asn Ser

[7932] 145 150 155 160

[7933] Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser

[7934] 165 170 175

[7935] Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr Trp

[7936] 180 185 190

[7937]  Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser Ser Thr
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[7938] 195 200 205

[7939] Lys Val Asp Lys Lys Ile Val Pro Arg Asp Cys Gly Cys Lys Pro Cys
[7940] 210 215 220

[7941] Ile Cys Thr Val Pro Glu Val Ser Ser Val Phe Ile Phe Pro Pro Lys
[7942] 225 230 235 240
[7943] Pro Lys Asp Val Leu Thr Ile Thr Leu Thr Pro Lys Val Thr Cys Val
[7944] 245 250 255
[7945] Val Val Asp Ile Ser Lys Asp Asp Pro Glu Val Gln Phe Ser Trp Phe
[7946] 260 265 270

[7947] Val Asp Asp Val Glu Val His Thr Ala Gln Thr Gln Pro Arg Glu Glu
[7948] 275 280 285

[7949] Gln Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro Ile Met His
[7950] 290 295 300

[7951]  Gln Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn Ser Ala
[7952] 305 310 315 320
[7953] Ala Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Arg
[7954] 325 330 335
[7955] Pro Lys Ala Pro Gln Val Tyr Thr Ile Pro Pro Pro Lys Glu Gln Met
[7956] 340 345 350

[7957] Ala Lys Asp Lys Val Ser Leu Thr Cys Met Ile Thr Asp Phe Phe Pro
[7958] 355 360 365

[7959]  Glu Asp Ile Thr Val Glu Trp Gln Trp Asn Gly Gln Pro Ala Glu Asn
[7960] 370 375 380

[7961]  Tyr Lys Asn Thr Gln Pro Ile Met Asp Thr Asp Gly Ser Tyr Phe Val
[7962] 385 390 395 400
[7963] Tyr Ser Lys Leu Asn Val Gln Lys Ser Asn Trp Glu Ala Gly Asn Thr
[7964] 405 410 415
[7965] Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His Thr Glu
[7966] 420 425 430

[7967] Lys Ser Leu Ser His Ser Pro Gly Lys

[7968] 435 440

[7969]1 <210> 316

[7970] <211> 33

[7971]  <212> DNA

[7972] <213> Artificial sequence

[7973]  <220>

[7974] <221> gene

[7975]  <222> (1)..(33)

[7976]  <223> BATB6ALEECDRIIAZLIR 4]

[7977]  <400> 316

[7978] agggccagee aaagtattag caacagccta cac 33

[7979]1 <210> 317
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[7980] <211> 21

[7981]  <212> DNA

[7982] <213> Artificial sequence
[7983]  <220>

[7984] <221> gene

[7985]  <222> (1)..(21)

[7986]  <223> BATB6AA5ECDRIALIR T4
[7987]1  <400> 317

[7988] tatgcttccc agtccatcte t 21
[7989] <210> 318

[7990] <211> 27

[7991]1  <212> DNA

[7992] <213> Artificial sequence
[7993] <220>

[7994] <221> gene

[7995]  <222> (1)..(27)

[7996]  <223> BATB642EECDRITIZL 4
[79971  <400> 318

[7998] caacagagtt acagctggcce tctcacg 27
[7999] <210> 319

[8000] <211> 11

[8001]  <212> PRT

[8002] <213> Artificial sequence
[8003] <220

[8004]  <221> PEPTIDE

[8005]  <222> (1)..(11)

[8006]  <223> BATB6H24HCDRIVZAFEIR T4
[8007]  <400> 319

[8008] Arg Ala Ser Gln Ser Ile Ser Asn Ser Leu His
[8009] 1 5 10
[8010] <210> 320

[8011] <211> 7

[8012]  <212> PRT

[8013] <213> Artificial sequence
[8014]  <220>

[8015] <221> PEPTIDE

[8016] <222> (1)..(7)

[8017]  <223> BATB6H24HCDRIVZAFER T4
[8018]  <400> 320

[8019] Tyr Ala Ser Gln Ser Ile Ser
[8020] 1 5

[8021] <210> 321
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[8022]
[8023]
[8024]
[8025]
[8026]
[8027]
[8028]
[8029]
[8030]
[8031]
[8032]
[8033]
[8034]
[8035]
[8036]
[8037]
[8038]
[8039]
[8040]
[8041]
[8042]
[8043]
[8044]
[8045]
[8046]
[8047]
[8048]
[8049]
[8050]
[8051]
[8052]
[8053]
[8054]
[8055]
[8056]
[8057]
[8058]
[8059]
[8060]
[8061]
[8062]
[8063]

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> BATBOEFECDRI 2 LR 74
<400> 321

Gln Gln Ser Tyr Ser Trp Pro Leu Thr
1 5

<210> 322

211> 15

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(15)

<223> B4TBEHIHECDRINIZIR T4
<400> 322

agctatgaca tgtct 15

<210> 323

<211> 48

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) .. (48)

<223> B4TBEHSECDRINAZIR T4
<400> 323

tacatgagta gtggtggegg cacctactat ccagacactg tgaaggge 48

<210> 324

211> 27

<212> DNA

<213> Artificial sequence
220>

<221> gene

222> (1) .. (27

<223> B4TBEHIAECDRINIZIR T4
<400> 324

catgatgaga ttactaactt tgactac 27
<210> 325

211> 5
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[8064]
[8065]
[8066]
[8067]
[8068]
[8069]
[8070]
[8071]
[8072]
[8073]
[8074]
[8075]
[8076]
[8077]
[8078]
[8079]
[8080]
[8081]
[8082]
[8083]
[8084]
[8085]
[8086]
[8087]
[8088]
[8089]
[8090]
[8091]
[8092]
[8093]
[8094]
[8095]
[8096]
[8097]
[8098]
[8099]
[8100]
[8101]
[8102]
[8103]
[8104]
[8105]

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) .. (5)

<223> B4TB6HHECDRIY 2 FEIR 7 4]
<400> 325

Ser Tyr Asp Met Ser

1 5

<210> 326

211> 16

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) .. (16)

<223> B4TB6HHECDRIY 2 FE[R 7 4]
<400> 326

Tyr Met Ser Ser Gly Gly Gly Thr Tyr Tyr Pro Asp Thr Val Lys Gly

1 5

<210> 327

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1)..(9)

<223> BATB6 Hi4ECDRIN 2 LR 741
<400> 327

His Asp Glu Ile Thr Asn Phe Asp Tyr
1 5

<210> 328

<211> 639

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) .. (639)

<223> CL06BYRHEMIAZIR T4
<400> 328

10

15

caaattgttc tcacccagtc tccagcaatc atgtctgcat ctccagggga gaaggtcacc 60

ataacctgca gtgtcagetc aagtgtagat tacattcact ggttccagca gaagccagge 120
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[8106] acttctccca aattctggat ttatagcaca tccatcctgg cttctggagt ccctgetege 180
[8107] ttcagtggeca gtggatctgg gacctcttac tctctcacaa tcagccgaat ggaggctgaa 240
[8108] gatgctgeca cttattactg ccagcaaagg agtagttacc cacccacgtt cggetegggg 300
[8109] acaaagttgg aaataaaacg ggctgatget gcaccaactg tatccatctt cccaccatce 360
[8110] agtgagcagt taacatctgg aggtgcctca gtcgtgtget tcttgaacaa cttctaccce 420
[8111] aaagacatca atgtcaagtg gaagattgat ggcagtgaac gacaaaatgg cgtcctgaac 480
[8112] agttggactg atcaggacag caaagacagc acctacagca tgagcagcac cctcacgttg 540
[8113] accaaggacg agtatgaacg acataacagc tatacctgtg aggccactca caagacatca 600
[8114] acttcaccca ttgtcaagag cttcaacagg aatgagtgt 639

[8115]  <210> 329

[8116] <211> 213

[8117]  <212> PRT

[8118] <213> Artificial sequence

[8119]  <220>

[8120]  <221> PEPTIDE

[8121]  <222> (1)..(213)

[8122]  <223> C106BHEMNIZASEIR 75

[8123]  <400> 329

[8124] Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
[8125] 1 5 10 15

[8126] Glu Lys Val Thr Ile Thr Cys Ser Val Ser Ser Ser Val Asp Tyr Ile
[8127] 20 25 30

[8128] His Trp Phe Gln Gln Lys Pro Gly Thr Ser Pro Lys Phe Trp Ile Tyr
[8129] 35 40 45

[8130] Ser Thr Ser Ile Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser
[8131] 50 55 60

[8132] Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Met Glu Ala Glu
[8133] 65 70 75 80

[8134] Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Arg Ser Ser Tyr Pro Pro Thr
[8135] 85 90 95

[8136] Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
[8137] 100 105 110

[8138] Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly Gly
[8139] 115 120 125

[8140] Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
[8141] 130 135 140

[8142] Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly Val Leu Asn
[8143] 145 150 155 160
[8144] Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
[8145] 165 170 175

[8146] Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
[8147] 180 185 190
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[8148]
[8149]
[8150]
[8151]
[8152]
[8153]
[8154]
[8155]
[8156]
[8157]
[8158]
[8159]
[8160]
[8161]
[8162]
[8163]
[8164]
[8165]
[8166]
[8167]
[8168]
[8169]
[8170]
[8171]
[8172]
[8173]
[8174]
[8175]
[8176]
[8177]
[8178]
[8179]
[8180]
[8181]
[8182]
[8183]
[8184]
[8185]
[8186]
[8187]
[8188]
[8189]

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile Val Lys Ser Phe
195
Asn Arg Asn Glu Cys

210
<210> 330
<211> 1320
<212> DNA
213>
<220>
221>
222>
223>
<400> 330

caggttcaac

gene

1) .

tcctgcaagg
cctggacatg
aatgagaaat
atgcaactca
aactccttta
cccccatetg
ctgggatgcce
tceetgtceca
agcagctcag
gceccacccegg
aagccttgea
aaggatgtgce
aaggatgatc
cagacgcaac
atcatgcacc
ttceetgecee
gtgtacacca
atgataacag
gcggagaact
agcaagctca
ttacatgagg
<210> 331

211> 440

<212> PRT

213>
220>
221>

<222> (1)

. (1320)

tgcagcagtc
ctactggcta
gccttgagtg
tcaagggcaa
gcagcctgac
cttactgggg
tctatccact
tggtcaaggg
gcggtgtgca
tgactgtcce
ccagcagcac
tatgtacagt
tcaccattac
ccgaggtcca
ccegggagga
aggactggct
ccatcgagaa
ttccacctce
acttcttccce
acaagaacac
atgtgcagaa

gcctgecacaa

PEPTIDE
.. (440)

200

Artificial sequence

C106BIELfE 1AL IR -4

tggaggtgag
cacattcact
gattggagag
ggccacattc
aactgaggac
ccaagggact
ggcceectgga
ctatttccct
caccttccca
ctccagcacc
caaggtggac
cccagaagta
tctgactccet
gttcagctgg
gcagttcaac
caatggcaag
aaccatctcc
caaggagcag
tgaagacatt
tcagcccatce
gagcaactgg

ccaccatact

Artificial sequence

gtgatgaagc
ggctactgga
attttacctg
actgcacata
tctgecatet
ctggtcactg
tctgetgecece
gagccagtga
gctgtectge
tggcceccageg
aagaaaattg
tcatctgtcet
aaggtcacgt
tttgtagatg
agcactttcce
gagttcaaat
aaaaccaaag
atggccaagg
actgtggagt
atggacacag
gaggcaggaa

gagaagagcc

255

205

ctggggectce
tagagtggat
gaagtggtgg
catcctccaa
attactgtgce
tctcttcage
aaactaactc
cagtgacctg
agtctgacct
agaccgtcac
tgcccaggga
tcatcttcee
gtgttgtggt
atgtggaggt
gctcagtcag
gcagggtcaa
gcagaccgaa
ataaagtcag
ggcagtggaa
atggctctta
atactttcac

tctcccacte

agtgaagctt
aaaacagagg
tactaactac
cacagcctac
aagggatagt
caaaacgaca
catggtgacc
gaactctgga
ctacactctg
ctgcaacgtt
ttgtggttgt
cccaaagcece
agacatcagc
gcacacagct
tgaacttcce
cagtgcagct
ggctccacag
tctgacctge
tgggcagcca
cttcgtectac
ctgctetgtg
tcctggtaaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
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[8190]  <223> Cl06BIFBEMI LIRS

[8191]  <400> 331

[8192] Gln Val Gln Leu Gln Gln Ser Gly Gly Glu Val Met Lys Pro Gly Ala
[8193] 1 5 10 15
[8194] Ser Val Lys Leu Ser Cys Lys Ala Thr Gly Tyr Thr Phe Thr Gly Tyr
[8195] 20 25 30

[8196] Trp Ile Glu Trp Ile Lys Gln Arg Pro Gly His Gly Leu Glu Trp Ile
[8197] 35 40 45

[8198] Gly Glu Ile Leu Pro Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe
[8199] 50 55 60

[8200] Lys Gly Lys Ala Thr Phe Thr Ala His Thr Ser Ser Asn Thr Ala Tyr
[8201] 65 70 75 80
[8202] Met Gln Leu Ser Ser Leu Thr Thr Glu Asp Ser Ala Ile Tyr Tyr Cys
[8203] 85 90 95
[8204] Ala Arg Asp Ser Asn Ser Phe Thr Tyr Trp Gly Gln Gly Thr Leu Val
[8205] 100 105 110

[8206] Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala
[8207] 115 120 125

[8208] Pro Gly Ser Ala Ala Gln Thr Asn Ser Met Val Thr Leu Gly Cys Leu
[8209] 130 135 140

[8210] Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp Asn Ser Gly
[8211] 145 150 155 160
[8212] Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Asp
[8213] 165 170 175
[8214] Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr Trp Pro
[8215] 180 185 190

[8216] Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser Ser Thr Lys
[8217] 195 200 205

[8218] Val Asp Lys Lys Ile Val Pro Arg Asp Cys Gly Cys Lys Pro Cys Ile
[8219] 210 215 220

[8220] Cys Thr Val Pro Glu Val Ser Ser Val Phe Ile Phe Pro Pro Lys Pro
[8221] 225 230 235 240
[8222] Lys Asp Val Leu Thr Ile Thr Leu Thr Pro Lys Val Thr Cys Val Val
[8223] 245 250 255
[8224] Val Asp Ile Ser Lys Asp Asp Pro Glu Val Gln Phe Ser Trp Phe Val
[8225] 260 265 270

[8226] Asp Asp Val Glu Val His Thr Ala Gln Thr Gln Pro Arg Glu Glu Gln
[8227] 275 280 285

[8228] Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro Ile Met His Gln
[8229] 290 295 300

[8230] Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn Ser Ala Ala
[8231] 305 310 315 320
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[8232] Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Arg Pro
[8233] 325 330 335
[8234] Lys Ala Pro Gln Val Tyr Thr Ile Pro Pro Pro Lys Glu Gln Met Ala
[8235] 340 345 350

[8236] Lys Asp Lys Val Ser Leu Thr Cys Met Ile Thr Asp Phe Phe Pro Glu
[8237] 355 360 365

[8238] Asp Ile Thr Val Glu Trp Gln Trp Asn Gly Gln Pro Ala Glu Asn Tyr
[8239] 370 375 380

[8240] Lys Asn Thr Gln Pro Ile Met Asp Thr Asp Gly Ser Tyr Phe Val Tyr
[8241] 385 390 395 400
[8242] Ser Lys Leu Asn Val Gln Lys Ser Asn Trp Glu Ala Gly Asn Thr Phe
[8243] 405 410 415
[8244] Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His Thr Glu Lys
[8245] 420 425 430

[8246] Ser Leu Ser His Ser Pro Gly Lys

[8247] 435 440

[8248]  <210> 332

[8249] <211> 30

[8250]  <212> DNA

[8251] <213> Artificial sequence

[8252] <220>

[8253] <221> gene

[8254]  <222> (1) .. (30)

[8255]  <223> C106B94REECDRIAZIR 4l

[8256]  <400> 332

[8257] agtgtcagct caagtgtaga ttacattcac 30

[8258] <210> 333

[8259] <211> 21

[8260]  <212> DNA

[8261] <213> Artificial sequence

[8262] <220>

[8263] <221> gene

[8264]  <222> (1) .. (21)

[8265]  <223> C106BYF2HECDRAIILIR 4

[8266]  <400> 333

[8267] agcacatcca tcctggctte t 21

[8268]  <210> 334

[8269] <211> 27

[8270]  <212> DNA

[8271] <213> Artificial sequence

[8272] <220>

[8273] <221> gene
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[8274]
[8275]
[8276]
[8277]
[8278]
[8279]
[8280]
[8281]
[8282]
[8283]
[8284]
[8285]
[8286]
[8287]
[8288]
[8289]
[8290]
[8291]
[8292]
[8293]
[8294]
[8295]
[8296]
[8297]
[8298]
[8299]
[8300]
[8301]
[8302]
[8303]
[8304]
[8305]
[8306]
[8307]
[8308]
[8309]
[8310]
[8311]
[8312]
[8313]
[8314]
[8315]

222> (1) .. (27

<223> C106BYR5ECDRINILIE FE 4]
<400> 334

cagcaaagga gtagttaccc acccacg 27
<210> 335

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10)

<223> C106BYHECDRIN LR 71
<400> 335

Ser Val Ser Ser Ser Val Asp Tyr Ile His
1 5 10
<210> 336

Q211> 7

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) .. ()

<223> C106BYHECDRI LR 7
<400> 336

Ser Thr Ser Ile Leu Ala Ser

1 5

<210> 337

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> C106BY#HECDRIN LR 74
<400> 337

Gln Gln Arg Ser Ser Tyr Pro Pro Thr
1 5

<210> 338

211> 15

<212> DNA

<213> Artificial sequence

220>
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[8316]
[8317]
[8318]
[8319]
[8320]
[8321]
[8322]
[8323]
[8324]
[8325]
[8326]
[8327]
[8328]
[8329]
[8330]
[8331]
[8332]
[8333]
[8334]
[8335]
[8336]
[8337]
[8338]
[8339]
[8340]
[8341]
[8342]
[8343]
[8344]
[8345]
[8346]
[8347]
[8348]
[8349]
[8350]
[8351]
[8352]
[8353]
[8354]
[8355]
[8356]
[8357]

221>
222>
223>
<400>

gene

(1) ..@15)
C106BYE £ CDRIMAZ R 7 4]
338

ggctactgga tagag 15

<210>
<2115
212>
<213>
220>
221>
222>
223>
<400>

gagattttac ctggaagtgg tggtactaac tacaatgaga aattcaaggg c 51

<210>
211>
212>
213>
<220>
221>
222>
223>
<400>

339
ol
DNA

Artificial sequence

gene

(1) .. (51

C106BYHL £ECDRIIAZ L 7 4]
339

340
21
DNA

Artificial sequence

gene

(1 .. Q1
C106B9FE 4 CDRIMAZIR 7 4]
340

gatagtaact cctttactta c 21

<210>
211>
212>
<213>
220>
221>
222>
223>
<400>

341
5
PRT

Artificial sequence

PEPTIDE
1) ..5)

C106B9 T 5ECDRIT S 5L R 4]
341

Gly Tyr Trp Ile Glu

1

<210>
211>
212>
<213>
220>
221>

5
342
17
PRT

Artificial sequence

PEPTIDE
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[8358]
[8359]
[8360]
[8361]
[8362]
[8363]
[8364]
[8365]
[8366]
[8367]
[8368]
[8369]
[8370]
[8371]
[8372]
[8373]
[8374]
[8375]
[8376]
[8377]
[8378]
[8379]
[8380]
[8381]
[8382]
[8383]
[8384]
[8385]
[8386]
[8387]
[8388]
[8389]
[8390]
[8391]
[8392]
[8393]
[8394]
[8395]
[8396]
[8397]
[8398]
[8399]

Glu Ile Leu Pro Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe Lys

<222> (1) .. 17

<223> C106BITE FECDRIN AR T4
<400> 342

1 5

Gly

<210> 343

Q1> 7

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) .. ()

<223> C106BITEHECDRIL) Z IR 74
<400> 343

Asp Ser Asn Ser Phe Thr Tyr

1

<210>
211>
212>
213>
<220>
221>
222>
223>
<400> 344

gacatccaga

344
642
DNA

gene

atcacatgtc
ggaaaatctce
aggttcagtg
gaagattttg
gggaccaagc
tccagtgagce
cccaaagaca
aacagttgga
ttgaccaagg
tcaacttcac
<210> 345

211> 214

<212> PRT

..
F184CTRRHERIILIR 5]

5

(642)

tgactcagtc
gagcaagtga
ctcaactcct
gcagtggatce
ggaattatta
tggagctgaa
agttaacatc
tcaatgtcaa
ctgatcagga
acgagtatga

ccattgtcaa

Artificial sequence

tccagecetcee
gaatatttac
ggtccatget
agacacacag
ctgtcaacat
acgggctgat
tggaggtgcce
gtggaagatt
cagcaaagac
acgacataac

gagcttcaac

<213> Artificial sequence

<220>

10

ctatctgtat
agaaatttag
gcaacaaact
tattccctca
ttttggggga
gctgcaccaa
tcagtcgtgt
gatggcagtg
agcacctaca
agctatacct

aggaatgagt

260

ctgtgggaga
catggtatca
tagcagatgg
agatcaacag
ctcegetceac
ctgtatccat
gcttcttgaa
aacgacaaaa
gcatgagcag
gtgaggccac
gt 642

15

aactgtcacc
gcagaaacag
tgtgccatca
cctgecagtcet
gttcggtget
cttcccacca
caacttctac
tggcgtecetg
caccctcacg

tcacaagaca

120
180
240
300
360
420
480
540
600
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[8400] <221> PEPTIDE

[8401]1  <222> (1)..(214)

[8402]  <223> FI84CTHRGEMISAILIRIT 4

[8403]  <400> 345

[8404] Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Val Gly
[8405] 1 5 10 15
[8406] Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Tyr Arg Asn
[8407] 20 25 30

[8408] Leu Ala Trp Tyr Gln Gln Lys Gln Gly Lys Ser Pro Gln Leu Leu Val
[8409] 35 40 45

[8410] His Ala Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly
[8411] 50 55 60

[8412] Ser Gly Ser Asp Thr Gln Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser
[8413] 65 70 75 80
[8414] Glu Asp Phe Gly Asn Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu
[8415] 85 90 95
[8416] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Ala Asp Ala Ala
[8417] 100 105 110

[8418] Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly
[8419] 115 120 125

[8420] Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile
[8421] 130 135 140

[8422] Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly Val Leu
[8423] 145 150 155 160
[8424] Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
[8425] 165 170 175
[8426] Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
[8427] 180 185 190

[8428] Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile Val Lys Ser
[8429] 195 200 205

[8430] Phe Asn Arg Asn Glu Cys

[8431] 210

[8432] <210> 346

[8433] <211> 1338

[8434]  <212> DNA

[8435] <213> Artificial sequence

[8436]  <220>

[8437] <221> gene

[8438]  <222> (1)..(1338)

[8439]  <223> F184CTH IR A

[8440]  <400> 346

[8441] caggttcagec tgcagcagtc tggacctgag atggtgaage ctggggecte agtgaagatt 60
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[8442] ccctgecaagg cttctggeta cgecattcagt agetcctgga tgaactgggt gaagcagagg 120
[8443] cctggaaagg gtcttgagtg gattggacgg atttatcctg gagatggaga tactaactac 180
[8444] aatgagaagt tcaagggcaa ggccacactg actgtagaca aatcctccag cacagtctac 240
[8445] atgcaactca gcagcctgac atctgaggac tctgeggtcet acttctgtge aagagagget 300
[8446] actacggtag tggccccgta ctactttgac tactggggece aaggcaccac tctcacagtce 360
[8447] tcctcageca aaacgacacc cccatctgte tatccactgg cccctggate tgetgeccaa 420
[8448] actaactcca tggtgaccct gggatgectg gtcaaggget atttccctga gecagtgaca 480
[8449] gtgacctgga actctggatc cctgtccage ggtgtgecaca ccttcccage tgtectgeag 540
[8450] tctgacctct acactctgag cagctcagtg actgtcccct ccagcacctg geccagegag 600
[8451] accgtcacct gcaacgttge ccacccggec agcagcacca aggtggacaa gaaaattgtg 660
[8452] cccagggatt gtggttgtaa gccttgecata tgtacagtcc cagaagtatc atctgtctte 720
[8453] atcttcccce caaagcccaa ggatgtgetc accattactc tgactcctaa ggtcacgtgt 780
[8454] gttgtggtag acatcagcaa ggatgatccc gaggtccagt tcagetggtt tgtagatgat 840
[8455] gtggaggtgc acacagctca gacgcaaccc cgggaggage agttcaacag cactttccge 900
[8456] tcagtcagtg aacttcccat catgcaccag gactggctca atggcaagga gttcaaatge 960
[8457] agggtcaaca gtgcagecttt ccctgeccee atcgagaaaa ccatctccaa aaccaaagge 1020
[8458] agaccgaagg ctccacaggt gtacaccatt ccacctccca aggagcagat ggccaaggat 1080
[8459] aaagtcagtc tgacctgcat gataacagac ttcttccctg aagacattac tgtggagtgg 1140
[8460] cagtggaatg ggcagccage ggagaactac aagaacactc agcccatcat ggacacagat 1200
[8461] ggctcttact tcgtctacag caagctcaat gtgcagaaga gcaactggga ggcaggaaat 1260
[8462] actttcacct gctctgtgtt acatgaggge ctgcacaacc accatactga gaagagectce 1320
[8463] tcccactcte ctggtaaa 1338

[8464]  <210> 347

[8465] <211> 446

[8466]  <212> PRT

[8467] <213> Artificial sequence

[8468]  <220>

[8469]  <221> PEPTIDE

[8470]  <222> (1) .. (446)

[8471]  <223> FI84CTHAEMISAILIRITH

[8472]  <400> 347

[8473] Gln Val Gln Leu GIn Gln Ser Gly Pro Glu Met Val Lys Pro Gly Ala

(84741 1 5 10 15

[8475] Ser Val Lys Ile Pro Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser

[8476] 20 25 30

[8477] Trp Met Asn Trp Val Lys Gln Arg Pro Gly Lys Gly Leu Glu Trp Ile

[8478] 35 40 45

[8479] Gly Arg Ile Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Glu Lys Phe

[8480] 50 55 60

[8481] Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Val Tyr

[8482] 65 70 75 80

[8483] Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys
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[8484] 85 90 95
[8485] Ala Arg Glu Ala Thr Thr Val Val Ala Pro Tyr Tyr Phe Asp Tyr Trp
[8486] 100 105 110

[8487] Gly Gln Gly Thr Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro
[8488] 115 120 125

[8489] Ser Val Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met
[8490] 130 135 140

[8491] Val Thr Leu Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr
[8492] 145 150 155 160
[8493] Val Thr Trp Asn Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro
[8494] 165 170 175
[8495] Ala Val Leu Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val
[8496] 180 185 190

[8497] Pro Ser Ser Thr Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His
[8498] 195 200 205

[8499] Pro Ala Ser Ser Thr Lys Val Asp Lys Lys Ile Val Pro Arg Asp Cys
[8500] 210 215 220

[8501] Gly Cys Lys Pro Cys Ile Cys Thr Val Pro Glu Val Ser Ser Val Phe
[8502] 225 230 235 240
[8503] Ile Phe Pro Pro Lys Pro Lys Asp Val Leu Thr Ile Thr Leu Thr Pro
[8504] 245 250 255
[8505] Lys Val Thr Cys Val Val Val Asp Ile Ser Lys Asp Asp Pro Glu Val
[8506] 260 265 270

[8507]  Gln Phe Ser Trp Phe Val Asp Asp Val Glu Val His Thr Ala Gln Thr
[8508] 275 280 285

[8509] Gln Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Ser Val Ser Glu
[8510] 290 295 300

[8511] Leu Pro Ile Met His Gln Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys
[8512] 305 310 315 320
[8513] Arg Val Asn Ser Ala Ala Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser
[8514] 325 330 335
[8515] Lys Thr Lys Gly Arg Pro Lys Ala Pro Gln Val Tyr Thr Ile Pro Pro
[8516] 340 345 350

[8517] Pro Lys Glu Gln Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met Ile
[8518] 355 360 365

[8519] Thr Asp Phe Phe Pro Glu Asp Ile Thr Val Glu Trp Gln Trp Asn Gly
[8520] 370 375 380

[8521] Gln Pro Ala Glu Asn Tyr Lys Asn Thr Gln Pro Ile Met Asp Thr Asp
[8522] 385 390 395 400
[8523] Gly Ser Tyr Phe Val Tyr Ser Lys Leu Asn Val Gln Lys Ser Asn Trp
[8524] 405 410 415
[8525] Glu Ala Gly Asn Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His
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[8526]
[8527]
[8528]
[8529]
[8530]
[8531]
[8532]
[8533]
[8534]
[8535]
[8536]
[8537]
[8538]
[8539]
[8540]
[8541]
[8542]
[8543]
[8544]
[8545]
[8546]
[8547]
[8548]
[8549]
[8550]
[8551]
[8552]
[8553]
[8554]
[8555]
[8556]
[8557]
[8558]
[8559]
[8560]
[8561]
[8562]
[8563]
[8564]
[8565]
[8566]
[8567]

420 425 430
Asn His His Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys
435 440 445
<210> 348
<211> 33
<212> DNA
<213> Artificial sequence
220>
<221> gene
<222> (1) ..(33)
<223> F184CTHHECDRINILIE FE 4]
<400> 348
cgagcaagtg agaatattta cagaaattta gca 33
<210> 349
211> 21
<212> DNA
<213> Artificial sequence
220>
<221> gene
<222> (1) ..(@21
<223> F184CTH5ECDRIIILIL 4]
<400> 349
gctgcaacaa acttagecaga t 21
<210> 350
211> 27
<212> DNA
<213> Artificial sequence
220>
<221> gene
222> (1) .. (2D
<223> F184CTH=HECDRIIZIR 7]
<400> 350
caacattttt gggggactcc gctcacg 27
<210> 351
211> 11
<212> PRT
<213> Artificial sequence
220>
<221> PEPTIDE
<222> (1) ..(11)
<223> F184CTH5ECDRI ZA AL 7 41]
<400> 351
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[8568]
[8569]
[8570]
[8571]
[8572]
[8573]
[8574]
[8575]
[8576]
[8577]
[8578]
[8579]
[8580]
[8581]
[8582]
[8583]
[8584]
[8585]
[8586]
[8587]
[8588]
[8589]
[8590]
[8591]
[8592]
[8593]
[8594]
[8595]
[8596]
[8597]
[8598]
[8599]
[8600]
[8601]
[8602]
[8603]
[8604]
[8605]
[8606]
[8607]
[8608]
[8609]

Arg Ala Ser Glu Asn Ile Tyr Arg Asn Leu Ala
1 5 10
<210> 352

Q211> 7

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) .. (D

<223> F184CTHA5ECDRIY 2 HE R 7 471]
<400> 352

Ala Ala Thr Asn Leu Ala Asp

1 5

<210> 353

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..

<223> F184CTHA5ECDRI 2 AL 7 41]
<400> 353

Gln His Phe Trp Gly Thr Pro Leu Thr
1 5

<210> 354

211> 22

<212> DNA

<213> Artificial sequence

220>

<221> gene

<222> (1) ..(22)

<223> F184CTHHECDRIVAZIR T
<400> 354

attcagtage tcctggatga ac 22
<210> 355

211> 51

<212> DNA

<213> Artificial sequence

220>

<221> gene

<222> (1) .. (5D

<223> F184CTHFECDRINILIR T ]
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[8610]
[8611]
[8612]
[8613]
[8614]
[8615]
[8616]
[8617]
[8618]
[8619]
[8620]
[8621]
[8622]
[8623]
[8624]
[8625]
[8626]
[8627]
[8628]
[8629]
[8630]
[8631]
[8632]
[8633]
[8634]
[8635]
[8636]
[8637]
[8638]
[8639]
[8640]
[8641]
[8642]
[8643]
[8644]
[8645]
[8646]
[8647]
[8648]
[8649]
[8650]
[8651]

<400>

cggatttatc ctggagatgg agatactaac tacaatgaga agttcaaggg c 51

<210>
<2115
212>
<213>
<220>
221>
222>
223>
<400>

gaggctacta cggtagtgge cccgtactac tttgactac 39

<210>
211>
<212>
213>
<220>
221>
222>
223>
<400>

Phe Ser Ser Ser Trp Met Asn

1

<210>
211>
212>
213>
<220>
221>
222>
223>
<400>

Arg Ile Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Glu Lys Phe Lys
10

1

Gly
<210>
211>
212>
213>
220>
221>
222>

355

356
39
DNA

Artificial sequence

gene

(1)

.. (39)

F184CT FE4ECDRIMAZIR T 4]

356

357
7
PRT

Artificial sequence

PEPTIDE

1 ..
F184CT7 FECDRIK A LG Fr 41

357

358
17
PRT

Artificial sequence

()

PEPTIDE

(1.

F184CT7EE4%CDRIL 53 LR e 41

358

359
13
PRT

Artificial sequence

.(17)

PEPTIDE

(1)

.. (13)

5

5
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[8652]
[8653]
[8654]
[8655]
[8656]
[8657]
[8658]
[8659]
[8660]
[8661]
[8662]
[8663]
[8664]
[8665]
[8666]
[8667]
[8668]
[8669]
[8670]
[8671]
[8672]
[8673]
[8674]
[8675]
[8676]
[8677]
[8678]
[8679]
[8680]
[8681]
[8682]
[8683]
[8684]
[8685]
[8686]
[8687]
[8688]
[8689]
[8690]
[8691]
[8692]
[8693]

<223> F184CT FH4ECDRAY 2 LR Fr 4

<400> 359

Glu Ala Thr Thr Val Val Ala Pro Tyr Tyr Phe Asp Tyr

1

<210>
Q11>
212>
213>
220>
221>
222>
223>
<400> 360
aatattgtge

360
642
DNA

gene

ataacctgca
gggcagtctce
cgcttcactg
gaagacctgg
gggacaaagt
tccagtgage
cccaaagaca
aacagttgga
ttgaccaagg
tcaacttcac
<210> 361

211> 214

<212> PRT

213>
220>
221>
222>
223>
<400>

(1)

361

Asn Ile Val Leu Thr Gln

1

Asp Arg Val Ser Ile Thr

Val Ala Trp Tyr Gln Gln

35

Tyr Tyr Ala Ser Asn Arg

50

Ser Gly Tyr Gly Thr Asp

..
D10ASERREIIRLTIR -5

5

(642)

tgacccagac
aggccagtca
ctaaactgct
gcagtggata
cagtttattt
tggaaataaa
agttaacatc
tcaatgtcaa
ctgatcagga
acgagtatga

ccattgtcaa

PEPTIDE

(214)

5

20

Artificial sequence

tcccaaatte
gcgtgtgaat
gatatactat
tgggacggat
ctgtcagcag
acgggctgat
tggaggtgcece
gtggaagatt
cagcaaagac
acgacataac

gagcttcaac

Artificial sequence

D10ASFREEH IR 1)

Thr Pro

Cys Lys

Lys Pro
40

Tyr Thr

55

Phe Thr

10

ctgettgtat
aatgatgtag
gcatccaatc
ttcactttca
gattatagct
gctgcaccaa
tcagtcgtgt
gatggcagtg
agcacctaca
agctatacct

aggaatgagt

Lys Phe Leu

10
Ala Ser
25

Gly Gln

Gln
Ser
Pro

Gly Val

Phe Thr Ile

267

cagcaggaga
cttggtacca
gctacactgg
ccatcagcac
ctccattcac
ctgtatccat
gcttcttgaa
aacgacaaaa
gcatgagcag
gtgaggccac
gt 642

Leu

Arg

30

Pro

45

Asp
60

Ser

cagggtttcce
acagaagcca
agtccctgat
tgtgcaggcet
gttcggeteg
cttcccacca
caacttctac
tggcgtecetg
caccctcacg

tcacaagaca

Val Ser Ala Gly

15

Val Asn Asn Asp

Lys Leu Leu Ile

Arg Phe Thr Gly

Thr Val Gln Ala

120
180
240
300
360
420
480
540
600
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[8694] 65 70 75 80

[8695] Glu Asp Leu Ala Val Tyr Phe Cys Gln Gln Asp Tyr Ser Ser Pro Phe
[8696] 85 90 95

[8697] Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala
[8698] 100 105 110

[8699] Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly
[8700] 115 120 125

[8701] Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile
[8702] 130 135 140

[8703] Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly Val Leu
[8704] 145 150 155 160
[8705] Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
[8706] 165 170 175

[8707] Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
[8708] 180 185 190

[8709] Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile Val Lys Ser
[8710] 195 200 205

[8711]  Phe Asn Arg Asn Glu Cys

[8712] 210

[8713]  <210> 362

[8714]  <211> 1332

[8715]  <212> DNA

[8716] <213> Artificial sequence

[8717]  <220>

[8718] <221> gene

[8719]  <222> (1) .. (1332)

[8720]  <223> DI10A3FEFEMIMLIR T4

[8721]  <400> 362

[8722] gaggtccage tgcaacagtt tggaactgag ctggtgaage ctggggettc agtgaagata 60
[8723] tcctgecaagg cttetggeta cacattcact gactacaaca tggactgggt gaagcagage 120
[8724] catggaaaga gccttgagtg gattggagat attaatccta actatgatac tactacctac 180
[8725] aaccagaagt tcaagggaaa ggccacattg actgtagaca agtcctccag cacagcctac 240
[8726] atggagctcc gcagcectgac ttctgaggac actgcagtct tttactgtge aagaaggaac 300
[8727] tatggtaact acgtggggtt tgacttctgg ggccaaggea ccactctcac agtctcctca 360
[8728] gccaaaacga cacccccatc tgtctatcca ctggecectg gatctgetge ccaaactaac 420
[8729] tccatggtga ccctgggatg cctggtcaag ggetatttce ctgagecagt gacagtgacce 480
[8730] tggaactctg gatccctgtc cageggtgtg cacaccttce cagetgtect gecagtctgac 540
[8731] ctctacactc tgagcagctc agtgactgtc ccctccagea cctggeccag cgagaccgte 600
[8732] acctgcaacg ttgcccacce ggccagcage accaaggtgg acaagaaaat tgtgcccagg 660
[8733] gattgtggtt gtaagccttg catatgtaca gtcccagaag tatcatctgt cttcatctte 720
[8734] cccccaaage ccaaggatgt getcaccatt actctgactc ctaaggtcac gtgtgttgtg 780
[8735] gtagacatca gcaaggatga tcccgaggtc cagttcaget ggtttgtaga tgatgtggag 840
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[8736] gtgcacacag ctcagacgca accccgggag gagcagttca acagcacttt ccgetcagte 900
[8737] agtgaacttc ccatcatgca ccaggactgg ctcaatggca aggagttcaa atgcagggtce 960
[8738] aacagtgcag ctttccctge ccccatcgag aaaaccatct ccaaaaccaa aggcagaccg 1020
[8739] aaggctccac aggtgtacac cattccacct cccaaggage agatggccaa ggataaagtc 1080
[8740] agtctgacct gcatgataac agacttcttc cctgaagaca ttactgtgga gtggcagtgg 1140
[8741] aatgggcagc cagcggagaa ctacaagaac actcagccca tcatggacac agatggetcet 1200
[8742] tacttcgtct acagcaagct caatgtgcag aagagcaact gggaggcagg aaatactttc 1260
[8743] acctgectetg tgttacatga gggecctgeac aaccaccata ctgagaagag cctctcccac 1320
[8744]  tctcctggta aa 1332

[8745]  <210> 363

[8746] <211> 444

[8747]  <212> PRT

[8748] <213> Artificial sequence

[8749]  <220>

[8750]  <221> PEPTIDE

[8751]  <222> (1) .. (444)

[8752]  <223> DIOA3FEHEEAILIR TS

[8753]  <400> 363

[8754] Glu Val Gln Leu GIn Gln Phe Gly Thr Glu Leu Val Lys Pro Gly Ala

[8755] 1 5 10 15

[8756] Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr

[8757] 20 25 30

[8758] Asn Met Asp Trp Val Lys Gln Ser His Gly Lys Ser Leu Glu Trp Ile

[8759] 35 40 45

[8760] Gly Asp Ile Asn Pro Asn Tyr Asp Thr Thr Thr Tyr Asn Gln Lys Phe

[8761] 50 55 60

[8762] Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr

[8763] 65 70 75 80

[8764] Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Thr Ala Val Phe Tyr Cys

[8765] 85 90 95

[8766] Ala Arg Arg Asn Tyr Gly Asn Tyr Val Gly Phe Asp Phe Trp Gly Gln

[8767] 100 105 110

[8768] Gly Thr Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val

[8769] 115 120 125

[8770] Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met Val Thr

[8771] 130 135 140

[8772] Leu Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr

[8773] 145 150 155 160

[8774] Trp Asn Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val

[8775] 165 170 175

[8776] Leu Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser

[8777] 180 185 190
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[8778] Ser Thr Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala
[8779] 195 200 205

[8780] Ser Ser Thr Lys Val Asp Lys Lys Ile Val Pro Arg Asp Cys Gly Cys
[8781] 210 215 220

[8782] Lys Pro Cys Ile Cys Thr Val Pro Glu Val Ser Ser Val Phe Ile Phe
[8783] 225 230 235 240
[8784] Pro Pro Lys Pro Lys Asp Val Leu Thr Ile Thr Leu Thr Pro Lys Val
[8785] 245 250 255
[8786] Thr Cys Val Val Val Asp Ile Ser Lys Asp Asp Pro Glu Val Gln Phe
[8787] 260 265 270

[8788] Ser Trp Phe Val Asp Asp Val Glu Val His Thr Ala Gln Thr Gln Pro
[8789] 275 280 285

[8790] Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro
[8791] 290 295 300

[8792] Ile Met His Gln Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val
[8793] 305 310 315 320
[8794] Asn Ser Ala Ala Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr
[8795] 325 330 335
[8796] Lys Gly Arg Pro Lys Ala Pro Gln Val Tyr Thr Ile Pro Pro Pro Lys
[8797] 340 345 350

[8798] Glu Gln Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met Ile Thr Asp
(87991 355 360 365

[8800] Phe Phe Pro Glu Asp Ile Thr Val Glu Trp Gln Trp Asn Gly Gln Pro
[8801] 370 375 380

[8802] Ala Glu Asn Tyr Lys Asn Thr Gln Pro Ile Met Asp Thr Asp Gly Ser
[8803] 385 390 395 400
[8804] Tyr Phe Val Tyr Ser Lys Leu Asn Val Gln Lys Ser Asn Trp Glu Ala
[8805] 405 410 415
[8806] Gly Asn Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His
[8807] 420 425 430

[8808] His Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys

[8809] 435 440

[8810] <210> 364

[8811] <211> 33

[8812]  <212> DNA

[8813] <213> Artificial sequence

(8814]  <220>

[8815] <221> gene

[8816]  <222> (1)..(33)

[8817]  <223> DI10A3REECDRIVALIGFTH

[8818]  <400> 364

[8819] aaggccagtc agcgtgtgaa taatgatgta get 33
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[8820]
[8821]
[8822]
[8823]
[8824]
[8825]
[8826]
[8827]
[8828]
[8829]
[8830]
[8831]
[8832]
[8833]
[8834]
[8835]
[8836]
[8837]
[8838]
[8839]
[8840]
[8841]
[8842]
[8843]
[8844]
[8845]
[8846]
[8847]
[8848]
[8849]
[8850]
[8851]
[8852]
[8853]
[8854]
[8855]
[8856]
[8857]
[8858]
[8859]
[8860]
[8861]

<210> 365

Q211> 21

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(21)

<223> D10A3RFECDRIIAZLTR 4|
<400> 365

tatgcatcca atcgctacac t 21
<210> 366

211> 27

<212> DNA

<213> Artificial sequence
220>

<221> gene

222> (1) .. (2D

<223> DIOA3FL5ECDRINIZIR T4
<400> 366

cagcaggatt atagctctcc attcacg 27
<210> 367

211> 11

<212> PRT

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(11)

<223> D10A3BLEECDRIILER 41
<400> 367

Lys Ala Ser Gln Arg Val Asn Asn Asp Val Ala

1 5

<210> 368

Q211> 7

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) .. ()

<223> D10A3FRHECDRIY 2 AL R Fe 4]
<400> 368

Tyr Ala Ser Asn Arg Tyr Thr
1 5

271

10



N 114605547 B F % *

212/219 T

[8862]
[8863]
[8864]
[8865]
[8866]
[8867]
[8868]
[8869]
[8870]
[8871]
[8872]
[8873]
[8874]
[8875]
[8876]
[8877]
[8878]
[8879]
[8880]
[8881]
[8882]
[8883]
[8884]
[8885]
[8886]
[8887]
[8888]
[8889]
[8890]
[8891]
[8892]
[8893]
[8894]
[8895]
[8896]
[8897]
[8898]
[8899]
[8900]
[8901]
[8902]
[8903]

<210> 369

Q211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> D10A3FR5ECDRIY ZA LR P 4]
<400> 369

Gln Gln Asp Tyr Ser Ser Pro Phe Thr
1 5

<210> 370

211> 15

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(15)

<223> D10A3TEHECDRINAZIR TS
<400> 370

gactacaaca tggac 15

<210> 371

211> 51

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) .. (5D

<223> D10A3TEHECDRINAZIR T4
<400> 371

gatattaatc ctaactatga tactactacc tacaaccaga agttcaaggg a bl
<210> 372

211> 33

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(33)

<223> DIOA3HSECDRINAZIR T4
<400> 372

aggaactatg gtaactacgt ggggtttgac ttc 33
<210> 373
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[8904]
[8905]
[8906]
[8907]
[8908]
[8909]
[8910]
[8911]
[8912]
[8913]
[8914]
[8915]
[8916]
[8917]
[8918]
[8919]
[8920]
[8921]
[8922]
[8923]
[8924]
[8925]
[8926]
[8927]
[8928]
[8929]
[8930]
[8931]
[8932]
[8933]
[8934]
[8935]
[8936]
[8937]
[8938]
[8939]
[8940]
[8941]
[8942]
[8943]
[8944]
[8945]

211> 5

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) .. ()

<223> D10A3FTHECDRIV)SATEIR T4
<400> 373

Asp Tyr Asn Met Asp

1 5

<210> 374

211> 17

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1 .. QD

<223> D10A3FTHECDRIV)SATEIR T4
<400> 374

Asp Ile Asn Pro Asn Tyr Asp Thr Thr Thr Tyr Asn Gln Lys Phe Lys
1 5 10 15
Gly

<210> 375

211> 11

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(11)

<223> D10A3TEECDRI 2 ELIR 41

<400> 375

Arg Asn Tyr Gly Asn Tyr Val Gly Phe Asp Phe

1 5 10

<210> 376

211> 163

<212> PRT

<213> homo sapiens

<400> 376

Met Lys Trp Lys Ala Leu Phe Thr Ala Ala Ile Leu Gln Ala Gln Leu
1 5 10 15

Pro Ile Thr Glu Ala Gln Ser Phe Gly Leu Leu Asp Pro Lys Leu Cys

20 25 30
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[8946] Tyr Leu Leu Asp Gly Ile Leu Phe Ile Tyr Gly Val Ile Leu Thr Ala
[8947] 35 40 45

[8948] Leu Phe Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
[8949] 50 55 60

[8950] GIn Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
[8951] 65 70 75 80
[8952] Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
[8953] 85 90 95
[8954] Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu
[8955] 100 105 110

[8956] Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
[8957] 115 120 125

[8958] Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu
(89591 130 135 140

[8960] Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
[8961] 145 150 155 160
[8962] Pro Pro Arg

[8963]  <210> 377

[8964] <211> 164

[8965]  <212> PRT

[8966] <213> homo sapiens

[8967]  <400> 377

[8968] Met Lys Trp Lys Ala Leu Phe Thr Ala Ala Ile Leu Gln Ala Gln Leu
[8969] 1 5 10 15
[8970] Pro Ile Thr Glu Ala Gln Ser Phe Gly Leu Leu Asp Pro Lys Leu Cys
[8971] 20 25 30

[8972] Tyr Leu Leu Asp Gly Ile Leu Phe Ile Tyr Gly Val Ile Leu Thr Ala
[8973] 35 40 45

[8974] Leu Phe Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
[8975] 50 55 60

[8976] Gln Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
[8977] 65 70 75 80
[8978] Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
[8979] 85 90 95
[8980] Gly Gly Lys Pro Gln Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn
[8981] 100 105 110

[8982] Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met
[8983] 115 120 125

[8984] Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly
[8985] 130 135 140

[8986] Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala
[8987] 145 150 155 160
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[8988] Leu Pro Pro Arg

[8989]  <210> 378

[8990] <211> 123

[8991]  <212> PRT

[8992] <213> homo sapiens

[8993]  <400> 378

[8994] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val
[8995] 1 5 10 15
[8996] Thr Gly Asn Lys Ile Leu Val Lys Gln Ser Pro Met Leu Val Ala Tyr
[8997] 20 25 30

[8998] Asp Asn Ala Val Asn Leu Ser Trp Lys His Leu Cys Pro Ser Pro Leu
[8999] 35 40 45

[9000] Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly
[9001] 50 55 60

[9002] Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe Ile Ile Phe
[9003] 65 70 75 80
[9004] Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn
[9005] 85 90 95
[9006] Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr
[9007] 100 105 110

[9008] Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser

[9009] 115 120

[9010] <210> 379

[9011]  <211> 101

[9012]  <212> PRT

[9013] <213> homo sapiens

[9014]  <400> 379

[9015] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val
[9016] 1 5 10 15
[9017] Thr Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys
[9018] 20 25 30

[9019] Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser
[9020] 35 40 45

[9021] Leu Leu Val Thr Val Ala Phe Ile Ile Phe Trp Val Arg Ser Lys Arg
[9022] 50 55 60

[9023] Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro
[9024] 65 70 75 80
[9025] Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr Ala Pro Pro Arg Asp Phe
[9026] 85 90 95
[9027] Ala Ala Tyr Arg Ser

[9028] 100

[9029]  <210> 380
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[9030]
[9031]
[9032]
[9033]
[9034]
[9035]
[9036]
[9037]
[9038]
[9039]
[9040]
[9041]
[9042]
[9043]
[9044]
[9045]
[9046]
[9047]
[9048]
[9049]
[9050]
[9051]
[9052]
[9053]
[9054]
[9055]
[9056]
[9057]
[9058]
[9059]
[9060]
[9061]
[9062]
[9063]
[9064]
[9065]
[9066]
[9067]
[9068]
[9069]
[9070]
[9071]

211> 220
<212> PRT
<213> homo sapiens
<400> 380
Met Leu Arg Leu

1
Thr

Asp

Arg

Val

65

Lys

Phe

Lys

Asn

Leu

145

Gly

Phe

Asn

Tyr

Gly

Asn

Glu

50

Cys

Thr

Tyr

Ile

Gly

130

Phe

Val

Trp

Met

Ala
210

Asn
Ala
35

Phe
Val
Gly
Leu
Glu
115
Thr
Pro
Leu
Val
Thr

195

Pro

<210> 381
<211> 255
<212> PRT
<213> homo sapiens
<400> 381
Met Gly Asn Ser Cys Tyr Asn

1

Lys
20

Val
Arg
Val
Phe
Gln
100
Val
Ile
Gly
Ala
Arg
180

Pro

Pro

Leu
5
Ile
Asn
Ala
Tyr
Asn
85
Asn
Met
Ile
Pro
Cys
165
Ser

Arg

Arg

5

Leu

Leu

Leu

Ser

Gly

70

Cys

Leu

Tyr

His

Ser

150

Tyr

Lys

Arg

Asp

Ala

Val

Ser

Leu

55

Asn

Asp

Tyr

Pro

Val

135

Lys

Ser

Arg

Pro

Phe
215

Asn Phe Glu Arg Thr Arg Ser

20

Ala Gly Thr Phe Cys Asp Asn

Leu Asn Leu
10
Lys Gln Ser
25
Cys Lys Tyr
40
His Lys Gly

Tyr Ser Gln

Gly Lys Leu
90
Val Asn Gln
105
Pro Pro Tyr
120
Lys Gly Lys

Pro Phe Trp

Leu Leu Val
170
Ser Arg Leu
185
Gly Pro Thr
200
Ala Ala Tyr

Phe

Pro

Ser

Leu

Gln

75

Gly

Thr

Leu

His

Val

155

Thr

Leu

Arg

Arg

Pro

Met

Tyr

Asp

60

Leu

Asn

Asp

Asp

Leu

140

Leu

Val

His

Lys

Ser
220

Ser

Leu

Asn

45

Ser

Gln

Glu

Ile

Asn

125

Cys

Val

Ala

Ser

His
205

Ile Val Ala Thr Leu Leu

10

Leu Gln Asp Pro Cys Ser

25

Asn Arg Asn Gln Ile Cys
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Ile
Val
30

Leu
Ala
Val
Ser
Tyr
110
Glu
Pro
Val
Phe
Asp

190
Tyr

Leu

Gln
15

Ala
Phe
Val
Tyr
Val
95

Phe
Lys
Ser
Val
Ile
175

Tyr

Gln

Val
15

Val

Tyr

Ser

Glu

Ser

80

Thr

Cys

Ser

Pro

Gly

160

Ile

Met

Pro

Leu

Asn Cys Pro

30

Ser Pro Cys
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[9072] 35 40 45

[9073] Pro Pro Asn Ser Phe Ser Ser Ala Gly Gly Gln Arg Thr Cys Asp Ile
[9074] 50 55 60

[9075] Cys Arg Gln Cys Lys Gly Val Phe Arg Thr Arg Lys Glu Cys Ser Ser
[9076] 65 70 75 80
[9077] Thr Ser Asn Ala Glu Cys Asp Cys Thr Pro Gly Phe His Cys Leu Gly
[9078] 85 90 95
[9079] Ala Gly Cys Ser Met Cys Glu Gln Asp Cys Lys Gln Gly Gln Glu Leu
[9080] 100 105 110

[9081] Thr Lys Lys Gly Cys Lys Asp Cys Cys Phe Gly Thr Phe Asn Asp Gln
[9082] 115 120 125

[9083] Lys Arg Gly Ile Cys Arg Pro Trp Thr Asn Cys Ser Leu Asp Gly Lys
[9084] 130 135 140

[9085] Ser Val Leu Val Asn Gly Thr Lys Glu Arg Asp Val Val Cys Gly Pro
[9086] 145 150 155 160
[9087] Ser Pro Ala Asp Leu Ser Pro Gly Ala Ser Ser Val Thr Pro Pro Ala
[9088] 165 170 175
[9089] Pro Ala Arg Glu Pro Gly His Ser Pro Gln Ile Ile Ser Phe Phe Leu
[9090] 180 185 190

[9091] Ala Leu Thr Ser Thr Ala Leu Leu Phe Leu Leu Phe Phe Leu Thr Leu
[9092] 195 200 205

[9093] Arg Phe Ser Val Val Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe
[9094] 210 215 220

[9095] Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly
[9096] 225 230 235 240
[9097] Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
[9098] 245 250 255
[9099]  <210> 382

[9100] <211> 199

[9101]  <212> PRT

[9102] <213> homo sapiens

[9103]  <400> 382

[9104] Met Lys Ser Gly Leu Trp Tyr Phe Phe Leu Phe Cys Leu Arg Ile Lys
[9105] 1 5 10 15
[9106] Val Leu Thr Gly Glu Ile Asn Gly Ser Ala Asn Tyr Glu Met Phe Ile
[9107] 20 25 30

[9108] Phe His Asn Gly Gly Val Gln Ile Leu Cys Lys Tyr Pro Asp Ile Val
[9109] 35 40 45

[9110] Gln Gln Phe Lys Met Gln Leu Leu Lys Gly Gly Gln Ile Leu Cys Asp
[9111] 50 55 60

[9112] Leu Thr Lys Thr Lys Gly Ser Gly Asn Thr Val Ser Ile Lys Ser Leu
[9113] 65 70 75 80
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[9114] Lys Phe Cys His Ser Gln Leu Ser Asn Asn Ser Val Ser Phe Phe Leu
[9115] 85 90 95
[9116] Tyr Asn Leu Asp His Ser His Ala Asn Tyr Tyr Phe Cys Asn Leu Ser
[9117] 100 105 110

[9118] 1Ile Phe Asp Pro Pro Pro Phe Lys Val Thr Leu Thr Gly Gly Tyr Leu
[9119] 115 120 125

[9120] His Ile Tyr Glu Ser Gln Leu Cys Cys Gln Leu Lys Phe Trp Leu Pro
[9121] 130 135 140

[9122] Ile Gly Cys Ala Ala Phe Val Val Val Cys Ile Leu Gly Cys Ile Leu
[9123] 145 150 155 160
[9124] Ile Cys Trp Leu Thr Lys Lys Lys Tyr Ser Ser Ser Val His Asp Pro
[9125] 165 170 175
[9126] Asn Gly Glu Tyr Met Phe Met Arg Ala Val Asn Thr Ala Lys Lys Ser
[9127] 180 185 190

[9128] Arg Leu Thr Asp Val Thr Leu

[9129] 195

[9130]  <210> 383

[9131]  <211> 277

[9132] <212> PRT

[9133] <213> homo sapiens

[9134]  <400> 383

[9135] Met Cys Val Gly Ala Arg Arg Leu Gly Arg Gly Pro Cys Ala Ala Leu
[9136] 1 5 10 15
[9137] Leu Leu Leu Gly Leu Gly Leu Ser Thr Val Thr Gly Leu His Cys Val
[9138] 20 25 30

[9139]  Gly Asp Thr Tyr Pro Ser Asn Asp Arg Cys Cys His Glu Cys Arg Pro
[9140] 35 40 45

[9141]  Gly Asn Gly Met Val Ser Arg Cys Ser Arg Ser Gln Asn Thr Val Cys
[9142] 50 55 60

[9143] Arg Pro Cys Gly Pro Gly Phe Tyr Asn Asp Val Val Ser Ser Lys Pro
[9144] 65 70 75 80
[9145] Cys Lys Pro Cys Thr Trp Cys Asn Leu Arg Ser Gly Ser Glu Arg Lys
[9146] 85 90 95
[9147] Gln Leu Cys Thr Ala Thr Gln Asp Thr Val Cys Arg Cys Arg Ala Gly
[9148] 100 105 110

[9149] Thr Gln Pro Leu Asp Ser Tyr Lys Pro Gly Val Asp Cys Ala Pro Cys
[9150] 115 120 125

[9151]  Pro Pro Gly His Phe Ser Pro Gly Asp Asn Gln Ala Cys Lys Pro Trp
[9152] 130 135 140

[9153] Thr Asn Cys Thr Leu Ala Gly Lys His Thr Leu Gln Pro Ala Ser Asn
[9154] 145 150 155 160
[9155]  Ser Ser Asp Ala Ile Cys Glu Asp Arg Asp Pro Pro Ala Thr Gln Pro
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[9156] 165 170 175
[9157]  Gln Glu Thr Gln Gly Pro Pro Ala Arg Pro Ile Thr Val Gln Pro Thr
[9158] 180 185 190

[9159]  Glu Ala Trp Pro Arg Thr Ser Gln Gly Pro Ser Thr Arg Pro Val Glu
[9160] 195 200 205

[9161] Val Pro Gly Gly Arg Ala Val Ala Ala Ile Leu Gly Leu Gly Leu Val
[9162] 210 215 220

[9163] Leu Gly Leu Leu Gly Pro Leu Ala Ile Leu Leu Ala Leu Tyr Leu Leu
[9164] 225 230 235 240
[9165] Arg Arg Asp Gln Arg Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly
[9166] 245 250 255
[9167] Gly Ser Phe Arg Thr Pro Ile Gln Glu Glu Gln Ala Asp Ala His Ser
[9168] 260 265 270

[9169] Thr Leu Ala Lys Ile

[9170] 275

[9171]  <210> 384

[9172] <211> 9

[9173]  <212> PRT

[9174] <213> Artificial Sequence

[9175]  <220>

[9176]  <221> PEPTIDE

[9177]  <222> (1)..(9)

[9178]  <223> Jafkik

[9179]  <400> 384

[9180] Asp Leu Met Gly Tyr Ile Pro Leu Val

[9181] 1 5
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906-11-D11
HEE: DNARFS (1398 ANGEEX)

51255  -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{HE X - £ IF#LF
ATGGACAGGCTTACTTCCTCATTCCTGCTGCTGATTGTCCCTGCATATGTCCTTTCOCAGGTAACTC
TGAAAGAGTCTGGCCCTGGGATATTGCAGCCCTCCCAGACCCTCAGTCTGACTTGTTCTTTCTCTGG
GTTTTCACTGACCACTTCTGGTATGGGTGTGAGCTGGATTCGTCAGCCTTCAGGAAAGGGTCTGGAG
TGGCTGGCACACATTTACTGGGATGATGACAAGCGCTATAACCCATCCCTGAAGAGCCGACTCACAA
TCTCCAAGGATACCTCCAGAAACCAGGTATTCCTCAAGATCACCAGTGTGGACGCTGCAGATACTGC
CACATACTACTGTGCTCGAAAGGACTACGGTAGTAGCTTCTATGCTATGCACTACTGGGGTCAAGGA
ACCTCAGTCACCGTCTCCTCAGCCAAAACGACACCCCCATCTGTCTATCCACTGGCCCCTGGATCTG
CTGCCCAAACTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGCTATTTCCCTGAGCCAGTGAC
AGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTCCTGCAGTCTGAC
CTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCGTCACCTGCA
ACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTGGTTGTAA
GCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGGATGTG
CTCACCATTACTCTGACTCCTAAGGTCACGTCTGTTGTGGTAGACATCAGCAAGGATGATCCCGAGE
TCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAGCA
GTTCAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAG
GAGTTCAAATGCAGGGTCAACAGTGCAGCTTTCCCTGCCCCCATCGAGAAAACCATCTCCAAAACCA
AAGGCAGACCGAAGGCTCCACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAAGGATAA
AGTCAGTCTGACCTGCATGATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGGAAT
GGGCAGCCAGCGGAGAACTACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCT
ACAGCAAGCTCAATGTGCAGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACA
TGAGGGCCTGCACAACCACCATACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAATGA
et FERT (465 MEER) _ _

3| B -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{E g [X - & IF#&mE+
MDRLTSSFLLLIVPAYVLSQVTLKESGPGILQPSQTLSLTCSFSGFSLTTSGMGVSWIRQPSGKGLE
WLAHIYWDDDKRYNPSLKSRLTISKDTSRNQVFLKITSVDAADTATYYCARKDYGSSFYAMHYWGQG
TSVTVSSAKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFPEPVTVIWNSGSLSSGVHTFPAVLQSD
LYTLSSSVTVPSSTWPSETVTCNVAHPASSTKVDKKIVPRDCGCKPCICTVPEVSSVFIFPPKPKDV
LTITLTPKVTCVVVDISKDDPEVQFSWFVDDVEVHTAQTQPREEQFNSTFRSVSELPIMHQDWLNGK
EFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPKEQMAKDKVSLTCMITDFFPEDI TVEWQWN
GOQPAENYKNTQPIMDTDGSYFVYSKLNVOKSNWEAGNTFTCSVLHEGLHNHHTEKSLSHSPGK
B DNAFF] (702 MNHREST)

=32 -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{ES g [X - Z&I1F% 0+
ATGAGACCGTCTATTCAGTTCCTGGGGCTCTTGTTGTTCTGGCTTCATGGTGCTCAGTGTGACATCC
AGATGACACAGTCTCCATCCTCACTGTCTGCATCTCTGGGAGGCAAAGTCACCATCACATGCAAGGC
AAGCCAAGACATTCACAACTATATAGCTTGGTACCAACACAAGCCTGTAAAAGGTCCTAGGCTGCTC
ATACATTACACATCTACATTACAGCCAGGCACCCCATCAAGGT TCAGTGGAAGTGGGTCTGGGAGAG
ATTATTCCTTCAGCATCAGCAACCTGGAGCCTGAAGATATTGCAACTTATTATTGTCTACAGTATGA
TAATCTGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAACGGGCTGATGCTGCACCAACTGTA
TCCATCTTCCCACCATCCAGTGAGCAGTTAACATCTGGAGGTGCCTCAGTCGTCTGCTTCTTGAACA
ACTTCTACCCCAAAGACATCAATGTCAAGTGGAAGATTGATGGCAGTGAACGACAAAATGGCGTCCT
GAACAGTTGGACTGATCAGGACAGCAAAGACAGCACCTACAGCATGAGCAGCACCCTCACGTTGACC
AAGGACGAGTATGAACGACATAACAGCTATACCTGTGAGGCCACTCACAAGACATCAACTTCACCCA
TTGTCAAGAGCTTCAACAGGAATGAGTGTTAG

HEE: BEMFY (233 MEER) _ '

CISY. 27 -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{EE X - & 1L #FE/L T
MRPSIQFLGLLLFWLHGAQCDIQMTQSPSSLSASLGGKVTITCKASQDIHNY IAWYQHKPVKGPRLL
IHYTSTLQPGTPSRFSGSGSGRDYSFSISNLEPEDIATYYCLQYDNLWTFGGGTKLE IKRADAAPTV
SIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQNGVLNSWTDQDSKDSTYSMSSTLTLT
KDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

4168
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HEH: DNAFF (1380 AMBREEX)

519m®%5  -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4- fHEX - & IFFHF
ATGGCTGTCCTGGTGCTGTTCCTCTGCCTGGTTGCATTTCCAAGCTGTGTCCTGTCCCAGGTGCAAC
TGAAGGAATCAGGACCTGGTCTGGTGGCGCCCTCACAGAGCCTGTCCATCACTTGCACTGTCTCTGG
GTTTTCATTAACCAGCTATGGTGTACACTGGGTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTG
GGAGTAATATGGGCTGGTGGAACCACAAATTATAATTCGGCTCTCATGTCCAGACTGAGCATCAGCA
GAGACAACTCCAAGAGCCAAGTTTTCTTAGAAATGAACAGTCTGCAAACTGATGACACAGCCATTTA
CTACTGTGCCAGAGATGGTCACTTCCACTTTGACTTCTGGGGCCAAGGCACCACTCTCACAGTCTCC
TCAGCCAARACGACACCCCCATCTGTCTATCCACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCA
TGGTGACCCTGGGATGCCTGGTCAAGGGCTATTTCCCTGAGCCAGTGACAGTGACCTGGAACTCTGG
ATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGC
TCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGGCCA
GCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTGGTTGTAAGCCTTGCATATGTACAGT
CCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGGATGTGCTCACCATTACTCTGACT
CCTAAGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCCCGAGGTCCAGTTCAGCTGGTTTG
TAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAGCAGTTCAACAGCACTTTCCG
CTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAGGAGTTCAAATGCAGGGTC
AACAGTGCAGCTTTCCCTGCCCCCATCGAGAAAACCATCTCCAAAACCAAAGGCAGACCGAAGGCTC
CACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAAGGATAAAGTCAGTCTGACCTGCAT
GATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGGAATGGGCAGCCAGCGGAGAAC
TACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCTACAGCAAGCTCAATGTGC
AGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACATGAGGGCCTGCACAACCA
CCATACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAATGA
B WHEBPI (459 MAER) _ _

919/F%  FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{HEX - & IL#FEF
MAVLVLFLCLVAFPSCVLSQVQLKESGPGLVAPSQSLSITCTVSGFSLTSYGVHWVRQPPGKGLEWL
GVIWAGGTTNYNSALMSRLSISRDNSKSQVFLEMNSLOTDDTAIYYCARDGHFHEFDFWGQGTTLTVS
SAKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFPEPVIVTWNSGSLSSGVHTFPAVLQSDLYTLSS
SVIVPSSTWPSETVTCNVAHPASSTKVDKKIVPRDCGCKPCICTVPEVSSVFIFPPKPKDVLTITLT
PKVTCVVVDISKDDPEVQFSWEVDDVEVHTAQTQPREEQFNSTFRSVSELPIMHQDWLNGKEFKCRV
NSAAFPAPIEKTISKTKGRPRKAPQVYTIPPPKEQMAKDKVSLTCMITDEFFPEDITVEWOWNGOPAEN
YEKNTQPIMDTDGSYFVYSKLNVQKSNWEAGNTFTCSVLHEGLHNHHTEKSLSHSPGK

24 DNAFPF (705 MEEST)

51855 -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{HEX - & IE%MET
ATGAGTGTGCCCACTCAGGTCCTGGGGTTGCTGCTGCTGTGGCTTACAGATGCCAGATGTGACATCC
AGATGACTCAGTCTCCAGCCTCCCTATCTGTATCTGTGGGAGAAACTGTCACCATCACATGTCGAGC
AAGTGATATTATTTACAGTAATTTAGCATGGTATCAGCAGAAACAGGGAAAATCTCCTCAGCTCCTG
GTCTATGCTGCAACAAACTTAGCAGCTGGTGTGCCATCAAGGTTCAGTGGCAGTGGATCAGGCACAC
AGTATTCCCTCAAGATCAATAGCCTGCAGTCTGAAGATTTTGGGACTTATTACTGTCAACATTTTTG
GGGTAGTTCAATCTCGTTCGGCTCGGGGACAAAGTTGGAAATAAAACGGGCTGATGCTGCACCAACT
GTATCCATCTTCCCACCATCCAGTGAGCAGTTAACATCTGGAGGTGCCTCAGTCGTGTGCTTCTTGA
ACAACTTCTACCCCAAAGACATCAATGTCAAGTGGAAGATTGATGGCAGTGAACGACAAAATGGCGT
CCTGAACAGTTGGACTGATCAGGACAGCARAGACAGCACCTACAGCATGAGCAGCACCCTCACGTTG
ACCAAGGACGAGTATGAACGACATAACAGCTATACCTGTGAGGCCACTCACAAGACATCAACTTCAC
CCATTGTCAAGAGCTTCAACAGGAATGAGTGITAG
HEE BERFY (234 MEER)

5183  -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{HER - & ILHBF
MSVPTQVLGLLLLWLTDARCDIOMTQSPASLSVSVGETVTITCRASDITIYSNLAWYQQKQOGKSPQLL
VYAATNLAAGVPSRFSGSGSGTQYSLKINSLOSEDFGTYYCQHFWGSSISFGSGTKLEIKRADAAPT
VSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQNGVLNSWTDQDSKDSTYSMSSTLTL
TKDEYERHNSYTCEATHKTSTSPIVKSEFNRNEC

4169
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WT1 B47B6 TCRL #7%

HE%: DNAFFH
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-1H 52 [X

GAAGTGCAGTTGGTGGAGTCGGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCTGAAACTCTCCTGTGCAGCCTC
TGGATTCGTTTTCAGTAGCTATGACATGTCTTGGGTTCGCCAGGCTCAGGAGAAGAGGCTGGAGTGGGTCGCATA
CATGAGTAGTGGTGGCGGCACCTACTATCCAGACACTGTGAAGGGCCGATTCACCATCTCCAGAGACAATGCCAA
GAACACCCTGCACCTGCAAATGAGCAGCCTGAAGTCTGAGGACACAGCCATGTATTACTGTGCAAGACATGATGA
GATTACTAACTTTGACTACTGGGGCCAAGGCACCACTCTCACAGTCTCCTCAGCCAARRACGACACCCCCATCTGT
CTATCCACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGC
TATTTCCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCTTCCCAG
CTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGA
GACCGTCACCTGCAACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAARATTGTGCCCAGGGAT
TGTGGTTGTAAGCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCA
AGGATGTGCTCACCATTACTCTGACTCCTAAGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCC
CGAGGTCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAG
CAGTTCAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAG
GAGTTCAAATGCAGGGTCAACAGTGCAGCTTTCCCTGCCCCCATCGAGAAAACCATCTCCARAACCAAAG
GCAGACCGAAGGCTCCACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAAGGATAAAGTCAG
TCTGACCTGCATGATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGGAATGGGCAGCCA
GCGGAGAACTACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCTACAGCAAGCTCA
ATGTGCAGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACATGAGGGCCTGCACAA
CCACCATACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAA

EVQLVESGGGLVKPGGSLKLSCAASGFVFSSYDMSWVRQAQEKRLEWVAYMSSGGGTYYPDTVKGRFTISRDNAKNT
LHLOMSSLKSEDTAMYYCARHDEITNFDYWGQGTTLTVSSAKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFP
EPVTVTWNSGSLSSGVHTFPAVLOSDLYTLSSSVTVPSSTWPSETVTCNVAHPASSTKVDKKIVPRDCGC
KPCICTVPEVSSVFIFPPKPKDVLTITLTPKVTCVVVDISKDDPEVQFSWEVDDVEVHTAQTQPREEQFN
STFRSVSELPIMHQDWLNGKEFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPKEQMAKDKVSLTC
MITDFFPEDITVEWQWNGQPAENYKNTQPIMDTDGSYFVYSKLNVOKSNWEAGNTFTCSVLHEGLHNHHT
EKSLSHSPGK

i24%. DNAF%)
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{EE X

GATATTGTGCTCACTCAGTCTCCAGCCACCCTGTCTGTGAGTCCAGGAGATAGCGTCAGTCTTTCCTGCAGGGCCAGCCAAAGT
ATTAGCAACAGCCTACACTGGTATCAACAAAAATCACATGAGTCTCCAAGGCTTCTCATCAAGTATGCTTCCCAGTCCATCTCTG
GAATCCCCTCTAGGTTCAGTGGCAGTGGATCAGGGACAGATTTCACtCTCAGTATCAACAGTGTGGAGACTGAAGATTTIGGA
ATGTATTTCTGTCAACAGAGTTACAGCTGGCCTCTCACGTTCGGTGCTGGGTCCAAGCTGGAGCTGAAACGGGCTGATGCT
GCACCAACTGTATCCATCTTCCCACCATCCAGTGAGCAGTTAACATCTGGAGGTGCCTCAGTCGTGTGCT
TCTTGAARCAACTTCTACCCCAAAGACATCAATGTCAAGTGGAAGATTGATGGCAGTGAACGACAAAATGG
CGTCCTGAACAGTTGGACTGATCAGGACAGCARAGACAGCACCTACAGCATGAGCAGCACCCTCACGTTG
ACCAAGGACGAGTATGAACGACATAACAGCTATACCTGTGAGGCCACTCACAAGACATCAACTTCACCCA
TTGTCAAGAGCTTCAACAGGAATGAGTGT

&]70
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DIVLTQSPATLSVSPGDSVSLSCRASQSISNSLHWYQQKSHESPRLLIKYASQSISGIPSRFSGSGSGTDFTLSINSVETEDFGMYFCQQ
SYSWPLTFGAGSKLELKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVEWKIDGSERQNGVLNSWT
DODSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSENRNEC

& 70-4%
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C106B9 MAGE-A4 TCRL

Hi%: DNAFY)
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4- fHEX

Nuc-seq:

CAGGTTCAACTGCAGCAGTCTGGAGGTGAGGTGATGAAGCCTGGGGCCTCAGTGAAGCTTTCCTGCAAGGCTACT
GGCTACACATTCACTGGCTACTGGATAGAGTGGATAAAACAGAGGCCTGGACATGGCCTTGAGTGGATTGGAGA
GATTTTACCTGGAAGTGGTGGTACTAACTACAATGAGAAATTCAAGGGCAAGGCCACATTCACTGCACATACATCC
TCCAACACAGCCTACATGCAACTCAGCAGCCTGACAACTGAGGACTCTGCCATCTATTACTGTGCAAGGGATAGTA
ACTCCTTTACTTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTTCAGCCAAAACGACACCCCCATCTGTCTATC
CACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGCTATTT
CCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTC
CTGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCG
TCACCTGCAACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTGG
TTGTAAGCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGGAT
GTGCTCACCATTACTCTGACTCCTAAGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCCCGAGG
TCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAGCAGTT
CAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAGGAGTTC
AAATGCAGGGTCAACAGTGCAGCTTTCCCTGCCCCCATCGAGAARAACCATCTCCARAACCAAAGGCAGAC
CGAAGGCTCCACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAAGGATAAAGTCAGTCTGAC
CTGCATGATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGGAATGGGCAGCCAGCGGAG
AACTACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCTACAGCAAGCTCAATGTGC
AGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACATGAGGGCCTGCACAACCACCA
TACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAA

AA-seq:

QVQLQQSGGEVMKPGASVKLSCKATGYTFTGYWIEWIKQRPGHGLEWIGEILPGSGGTNYNEKFKGKATFTAHTSSN

TAYMQLSSLTTEDSAIYYCARDSNSFTYWGQGTLVTVSSAKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFPEP
VIVIWNSGSLSSGVHTFPAVLOSDLYTLSSSVIVPSSTWPSETVTCNVAHPASSTKVDKKIVPRDCGCKP
CICTVPEVSSVFIFPPKPKDVLTITLTPKVTCVVVDISKDDPEVQFSWEFVDDVEVHTAQTQPREEQFNST
FRSVSELPIMHQDWLNGKEFKCRVNSAAFPAPTEKTISKTKGRPKAPQVYTIPPPKEQMAKDKVSLTCMI
TDFFPEDITVEWQWNGQPAENYKNTQPIMDTDGSYEVYSKLNVQKSNWEAGNTFTCSVLHEGLHNHHTEK
SLSHSPGK

L

I4#2%% . DNAJES
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4- {8 & [X

CAAATTGTTCTCACCCAGTCTCCAGCAATCATGTCTGCATCTCCAGGGGAGAAGGTCACCATAACCTGCAGTGTCA
GCTCAAGTGTAGATTACATTCACTGGTTCCAGCAGAAGCCAGGCACTTCTCCCAAATTCTGGATTTATAGCACATCC
ATCCTGGCTTCTGGAGTCCCTGCTCGCTTCAGTGGCAGTGGATCTGGGACCTCTTACTCTCTCACAATCAGCCGAAT
GGAGGCTGAAGATGCTGCCACTTATTACTGCCAGCAAAGGAGLAGTTACCCACCCACETTCGGCTCGGGGACAAAGT

&71

382



CN 114605547 B W BR B 104/108 T

TGGAAATAAAACGGGCTGATGCTGCACCAACTGTATCCATCTTCCCACCATCCAGTGAGCAGTTAACATCTG
GAGGTGCCTCAGTCGTGTGCTTCTTGAACAACTTCTACCCCAAAGACATCAATGTCAAGTGGAAGATTGA
TGGCAGTGAACGACAARAATGGCGTCCTGAACAGTTGGACTGATCAGGACAGCAAAGACAGCACCTACAGC
ATGAGCAGCACCCTCACGTTGACCAAGGACGAGTATGAACGACATAACAGCTATACCTGTGAGGCCACTC
ACAAGACATCAACTTCACCCATTGTCAAGAGCTTCAACAGGAATGAGTGT

AA-seq:

QIVLTQSPAIMSASPGEKVTITCSVSSSVDYIHWFQQKPGTSPKFWIYSTSILASGVPARFSGSGSGTSYSLTISRMEAEDA

ATYYCQQRSSYPPTFGSGTKLEIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQN
GVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

K 71-4%
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F184C7 MAGE A9
Hi%E:. DNAF%

FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-1H f& [X

Nuc-seq:

CAGGTTCAGCTGCAGCAGTCTGGACCTGAGATGGTGAAGCCTGGGGCCTCAGTGAAGATTCCCTGCAAGGCTTCT
GGCTACGCATTCAGTAGCTCCTGGATGAACTGGGTGAAGCAGAGGCCTGGAAAGGGTCTTGAGTGGATTGGACG
GATTTATCCTGGAGATGGAGATACTAACTACAATGAGAAGTTCAAGGGCAAGGCCACACTGACTGTAGACAAATC
CTCCAGCACAGTCTACATGCAACTCAGCAGCCTGACATCTGAGGACTCTGCGGTCTACTTCTGTGCAAGAGAGGCT
ACTACGGTAGTGGCCCCGTACTACTTTGACTACTGGGGCCAAGGCACCACTCTCACAGTCTCCTCAGCCAARACGA
CACCCCCATCTGTCTATCCACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCATGGTGACCCTGGGATG
CCTGGTCAAGGGCTATTTCCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTG
CACACCTTCCCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCA
CCTGGCCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAAAAT
TGTGCCCAGGGATTGTGGTTGTAAGCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTC
CCCCCAAAGCCCAAGGATGTGCTCACCATTACTCTGACTCCTAAGGTCACGTGTGTTGTGGTAGACATCA
GCAAGGATGATCCCGAGGTCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCA
ACCCCGGGAGGAGCAGTTCAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGG
CTCAATGGCAAGGAGTTCARATGCAGGGTCAACAGTGCAGCTTTCCCTGCCCCCATCGAGARAACCATCT
CCAAAACCAAAGGCAGACCGAAGGCTCCACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAA
GGATAAAGTCAGTCTGACCTGCATGATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGG
AATGGGCAGCCAGCGGAGAACTACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCT
ACAGCAAGCTCAATGTGCAGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACATGA
GGGCCTGCACAACCACCATACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAA

AA-seq:

QvVAQLOQSGPEMVKPGASVKIPCKASGYAFSSSWMNWVKQRPGKGLEWIGRIYPGDGDTNYNEKFKGKATLTVDKSS
STVYMOQLSSLTSEDSAVYFCAREATTVVAPYYFDYWGQGTTLTVSSAKTTPPSVY PLAPGSAAQTNSMVTLGCLV
KGYFPEPVTVTWNSGSLSSGVHTFPAVLOSDLYTLSSSVTVPSSTWPSETVTCNVAHPASSTKVDKKIVP
RDCGCKPCICTVPEVSSVFIFPPKPKDVLTITLTPKVTCVVVDISKDDPEVQFSWFVDDVEVHTAQTQPR
EEQFNSTFRSVSELPIMHQDWLNGKEFKCRVNSAAFPAPTEKTISKTKGRPKAPQVYTIPPPKEQMAKDK
VSLTCMITDFFPEDITVEWQWNGQPAENYKNTQPIMDTDGSYEFVYSKLNVOKSNWEAGNTFTCSVLHEGL
HNHHTEKSLSHSPGK

25k, DNAFFY
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-1H & [X

Nug-seq:
GACATcCAGATGACTCAGTCTCCAGCCTCCCTATCTGTATCTGTGGGAGAAACTGTCACCATCACATGTCGAGCAA
GTGAGAATATTTACAGAAATTTAGCATGGTATCAGCAGAAACAGGGAAAATCTCCTCAACTCCTGGTCCATGCTGC
AACAAACTTAGCAGATGGTGTGCCATCAAGGTTCAGTGGCAGTGGATCAGACACACAGTATTCCCTCAAGATCAA
CAGCCTGCAGTCTGAAGATTTTGGGAATTATTACTGTCAACATTTTTGGGGGACTCCGCTCACGTTCGGTGCTGGG

&]72
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ACCAAGCTGGAGCTGAAACGGGCTGATGCTGCACCAACTGTATCCATCTTCCCACCATCCAGTGAGCAGTT
AACATCTGGAGGTGCCTCAGTCGTGTGCTTCTTGAACAACTTCTACCCCAAAGACATCAATGTCAAGTGG
AAGATTGATGGCAGTGAACGACAARAATGGCGTCCTGAACAGTTGGACTGATCAGGACAGCAAAGACAGCA
CCTACAGCATGAGCAGCACCCTCACGTTGACCAAGGACGAGTATGAACGACATAACAGCTATACCTGTGA
GGCCACTCACAAGACATCAACTTCACCCATTGTCAAGAGCTTCAACAGGAATGAGTGT

AA-seq:
DIQMTQSPASLSVSVGETVTITCRASENIYRNLAWYQQKQGKSPQLLVHAATNLADGVPSRFSGSGSDTQYSLKINSLQ

SEDFGNYYCQHFWGTPLTFGAGTKLELKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDG
SERQNGVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

K724k
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HEE: DNAFFFI

FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{H 5 [X

Nuc seq

GAGGTCCAGCTGCAACAGTTTGGAACTGAGCTGGTGAAGCCTGGGGCTTCAGTGAAGATATCCTGCAA
GGCTTCTGGCTACACATTCACTGACTACAACATGGACTGGGTGAAGCAGAGCCATGGAAAGAGCCTTGA
GTGGATTGGAGATATTAATCCTAACTATGATACTACTACCTACAACCAGAAGTTCAAGGGAAAGGCCAC
ATTGACTGTAGACAAGTCCTCCAGCACAGCCTACATGGAGCTCCGCAGCCTGACTTCTGAGGACACTGC
AGTCTTTTACTGTGCAAGAAGGAACTATGGTAACTACGTGGGGTTTGACTTCTGGGGCCAAGGCACCAC
TCTCACAGTCTCCTCAGCCAAAACGACACCCCCATCTGTCTATCCACTGGCCCCTGGATCTGCTGCCCARA
CTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGCTATTTCCCTGAGCCAGTGACAGTGACCTGGAA
CTCTGGATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGC
AGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGGCCA
GCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTGGTTGTAAGCCTTGCATATGTACAGTCCC
AGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGGATGTGCTCACCATTACTCTGACTCCTAAG
GTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCCCGAGGTCCAGTTCAGCTGGTTTGTAGATGATG
TGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAGCAGTTCAACAGCACTTTCCGCTCAGTCAGTGA
ACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAGGAGTTCAAATGCAGGGTCAACAGTGCAGCTTTC
CCTGCCCCCATCGAGAAAACCATCTCCAAAACCAAAGGCAGACCGAAGGCTCCACAGGTGTACACCATTC
CACCTCCCAAGGAGCAGATGGCCAAGGATAAAGTCAGTCTGACCTGCATGATAACAGACTTCTTCCCTGA
AGACATTACTGTGGAGTGGCAGTGGAATGGGCAGCCAGCGGAGAACTACAAGAACACTCAGCCCATCATG
GACACAGATGGCTCTTACTTCGTCTACAGCAAGCTCAATGTGCAGAAGAGCAACTGGGAGGCAGGAAATA
CTTTCACCTGCTCTGTGTTACATGAGGGCCTGCACAACCACCATACTGAGAAGAGCCTCTCCCACTCTCC
TGGTARA

AA-seq:

EVQLQQFGTELVKPGASVKISCKASGYTFTDYNMDWVKQSHGKSLEWIGDINPNYDTTTYNQKFKGKATLT

VDKSSSTAYMELRSLTSEDTAVFYCARRNYGNYVGFDFWGQGTTLTVSSAKTTPPSVYPLAPGSAAQTNSM
VILGCLVKGYFPEPVTVTWNSGSLSSGVHTFPAVLOSDLYTLSSSVIVPSSTWPSETVICNVAHPASSTK
VDKKIVPRDCGCKPCICTVPEVSSVFIFPPKPKDVLTITLTPKVTCVVVDISKDDPEVQFSWFVDDVEVH
TAQTQPREEQFNSTFRSVSELPIMHODWLNGKEFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPK
EQMAKDKVSLTCMITDFFPEDITVEWQWNGQPAENYKNTQPIMDTDGS YFVY SKLNVQKSNWEAGNTFTC
SVLHEGLHNHHTEKSLSHSPGK

5. DNAFF%)

FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4- {E € [X.
Nucseq:

AATATTGTGCTGACCCAGACTCCCAAATTCCTGCTTGTATCAGCAGGAGACAGGGTTTCCATAACCTGCA
AGGCCAGTCAGCGTGTGAATAATGATGTAGCTTGGTACCAACAGAAGCCAGGGCAGTCTCCTAAACTGC
TGATATACTATGCATCCAATCGCTACACTGGAGTCCCTGATCGCTTCACTGGCAGTGGATATGGGACGG

&73
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ATTTCACTTTCACCATCAGCACTGTGCAGGCTGAAGACCTGGCAGTTTATTTCTGTCAGCAGGATTATAG

CTCTCCATTCACGTTCGGCTCGGGGACAAAGTTGGAAATAAAACGGGCTGATGCTGCACCAACTGTATCC
ATCTTCCCACCATCCAGTGAGCAGTTAACATCTGGAGGTGCCTCAGTCGTGTGCTTCTTGAACAACTTCT
ACCCCAAAGACATCAATGTCAAGTGGAAGATTGATGGCAGTGAACGACAAAATGGCGTCCTGAACAGTTG
GACTGATCAGGACAGCAAAGACAGCACCTACAGCATGAGCAGCACCCTCACGTTGACCAAGGACGAGTAT
GAACGACATAACAGCTATACCTGTGAGGCCACTCACAAGACATCAACTTCACCCATTGTCAAGAGCTTCA
ACAGGAATGAGTGT

AA-seq

NIVLTQTPKFLLVSAGDRVSITCKASQRVNNDVAWYQQKPGQSPKLLIYYASNRYTGVPDRFTGSGYGTD
FTFTISTVQAEDLAVYFCQQDYSSPFTFGSGTKLEIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDI
NVKWKIDGSERQNGVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

& 73-4%
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