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¥ 4% 300 em/hE 2ZE AEN 3 @ulE #1AFP-1)ol e AniaE 5% d8 ARvEadye] gEF
Q ARMFEIRS A3 Aol

¢

T 5% 300 cm/hr2 ZZH3F AFP-19] tia tF 3¢l M E(Capto) Q ARZEIIWS EA3E Aot}
5 62 10 MV/hr2 223 339l F2%(Mustang) Q ¥ ARvEIAS TAE Ao|t},

% 72 130 em/hr &

M= 2 82 (band-and-elute) REoA ZZHe tE A<l E 2 (Toyopearl) PPG-600M =
FHLEIRS EAS S0

% 8a A & 8bE (A) 25mM SEwoo]E 2 (B) 2M NaCl &7 £35S o] &3k &inl g3+ wado] Aupr
£ B85 95 JZEaYIE TAIS Aot

5 9a YX] E 9bE UA FES(E 7a) 2 DNA =7 7+A%H(log reduction value, LRV)(E 7h)S F-2~8 Q 2
ARvEIYYE 93 pH 2 NaCl =9 dF2x Z=AF Aot

T 102 &Y &3 v Al aFs Akae] ff“i*i T3 Zolth. [+ AFP-19] WE] 9 M498S
Uehdla, OF AFP-19] EYER W46/W1518 YeRhNaL, OF AFP-19] wEl el 7] N74/M1795 e AL

= AFP-19] WlE] oY M5298 ERATh

% 118 SEC-HPLCZ 43 A& &F(Capto Blue, "&F") © AE Q("Q") +AHOoZHREY ¥4 TEZ o
3 A7) A WE EHEY AE QS EA)E Aol

T 128 B MC, FE-S d2E Z£2, EQ3 PPG-600M ¥ =04 #Hd-650M< v]E3H, AFP-19] st dli4
ol HIC AZvlEO} S HAF

(@) X+ PPG-600M(O) AZRwlED

3}
oy 2AE T FH WwAv wAE 5 2 A A AHEH vk} 2
o], o] Wula dg] WAEA FE 3, G ("a", "an" L "the")S BFFo AARPAES TS <14
glof gk, &of "sh'("a" = "an")¢} &0 'S o] B "Hojk Shu'E i AWdA AEudtH o=
AHEE 4 9l

tolrh, B M Al H "Y/EeE"S e 5 EE AR I e g 5 e AE fle] 27l 54
H EAE == AEE 47 54 A gz 7hFEojof ). wiEbA], 2 Aol "A 9/%E= B9} 2
& ol AbgE o] "H/EE"S A R B, A EE B, ANYE) 2 B(EE)E EFenA 3 Aol
VREA R, A, B H/HEE CMeF 22 of ol AR fof "B/ ] FEd 77hs xastaat gk 3l
Jth: A, B2 C A BEEC AEEC AEEB BEECGAZC AZB BYEC ARE); B(HE);

2 C(dEs).

g goHo] YA B @, B Yol AL RE J% g0 2 B3t foji B wyo] Sl ool P
Zboll o3 TAAAoR o3EE wet Fdd ouE zZkerh. ol &9, the Concise Dictionary of
Biomedicine and Molecular Biology, Juo, Pei-Show, 2nd ed., 2002, CRC Press; The Dictionary of Cell and
Molecular Biology, 3rd ed., 1999, Academic Press; % the Oxford Dictionary Of Biochemistry And
Molecular Biology, Revised, 2000, Oxford University Press< ¥ o] Alg¥ &olE ti-io] dutzel
APE FERPA A AE gt

B, ATEA 2 REE 255 FA BAAGD 94 FuE BAEG. £1 WAt WaE s £48
Z3Hach, 9ol EAHe] X B B, ofulal Ade ohule WFo R A2uA NFgoR RZHEH -

_9_
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So=2 JAEY. & Aol ATHE AL E dge] tgofdt el T FHAE A Ao] ofa, B WA
Ao AAAHeR xR x3E F A, mEkA], bk2 ofdd] AHojH fojEL B HWAAE IAHoR FxF
o2M By ¢ds] HeojHn
THA7 B Adoa o] "¥FE"CR JVEHE RE A, "~o7 A" W/xE= "dEHon ~ow
TAE" Y] BAHAA 7|EH thE FAE FHAE AlFHTHE Aol olsdEt
ofu|ALe BEAA o7 FAFE A FA F I o&) i [UPAC-1UB A3tsr W 37 A4#s s 22 B350
o] E Mo AFH ut. wAVIAR, FEULEH IS Yo wolEdXE 3 2 ZEe 9d] A
2=t
2 Ao AlEEH go] "IEX"E B dtho] AsjEso] Agst = gl v AAHIRE A A3}, o ¥
EXEs dutdoz Fxie] #38t4 4 ww 7], A, oluxAl e T FAZ FAFL, o g 5o
Aol 3 X EAM¥E olUEt So]H9l At BEAS Zeth. dAlFERA odIEX 9 o] YAGFRE oy
EXE AATZA oyEZele]l Age WAl guje] &4 oA AAFHXR v JA T2 ouEZele] A
g2 aEskA] Yvhe FelA FEE
fo] "mlu e [[13(Fnlll) EH", "Falll EHQ" @ "Fulll AAZE"s, ~22 A2 A7)do] gz
o] FolE FAsh= 2719 HEl AE Alojo] BExE Holk 7719 HE rtES zkal o] g HE JtHES AR
AR = &) &9 FZE FE sk < dE2dd 118 Zdedd s 45AS Yehds Zg9
ELE% A4 ‘JE}. HE} A E 4H5°i1-°4 Zyzvol 7RIl Hoj= 3719] o]efdt T} EAfstaL, oju o]
| Q12

= g BAelg. A5 FAdelA, Fnlll &=H
of 4% A, B, C, D, E, F % G2 ®9d 7l A 7S

o=
o~}

Ao ARg¥E &o] "Tn3 AAEE"E Aok shue] Fulll 2AEE=E E§ske A=A, olw, A WE 7}t
g& M WE 118 ¥35ta, B HE e AE HE 128 £§sta, C HE 719e g9 W 13 =5 14
2 x3%sta, D HE 71ge A9 HE 158 £E6laL, E HE 7tee 49 W3S 16S £338taL, F H|E 7pee
Al HE 175 E£38sta, HE 71e 62 Y HE 18 E38tH, ZHolk 3o &= ‘+(parent) Tn3 2=
MEE" U F2 F v A3 A wolARQl Bl EAE A At dF FHdoA, Tn3 BE9] HE 74 +
sl o2 C HlEl 7t Alz=EHd Z7I(dAY, M9 HE 13 =5 149 Al=HQl) 2 F #gl 7 (HE i
3 172 AFHA v S AYstas Holk s oAl x3S L)

B Ao AlgH o] "E Tn3"S A¥E WE 3& E33E= Fnlll 2AE=, =, <17 "yal €9 A3 Falll =
WIo2RE FHE, €902 Adste Al=HQl 244 Fnlll 2AEEE XA o).

Lol "o e "t 2AEE"E Aok 2709 Fnlll ~EET A4y o] XEste £AE A A g
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4e) 29l X4 AgoniE 258 84 e Jzsel, A% WEE ATEL & AT, HF Holy w=
BF W AYoRVE Fh AY ARE FEF] olelF ATHS FAY 5 ATHAFTAAY 9 £A)
2ag delHe] Yo Aun 49 44 WER gagom THsel 4ud ¥4 PRE AW X4 =
HEE FUAAL Fe WKW WA FYVT. FAAE B BE wwd-als Bga, EE ole 1y
of Wi Tx AT AESL AT 3AANA] WAL et FriA A AEE BB 4L ol
M EE BT Nde Ao Aol AE MEd ofs) HAW & s, AXE Aele] A 2 A=
= pAqos BUs doldnh. Bd, 458 BAXoE Ul HARAA AEE Aol AYE 2%
AAWE /G AR RA Hel ML AT 5 Ak

(e}
a aix
Fd9 A Fxv XA A4%H Wy o3 A8 + Utk & Eo], "Principles
of Protein X-Ray Crystallography" by Jan Drenth, Springer Advanced Texts in Chemistry, Springer
Verlag, 2nd ed., February 199, ISBN: 0387985875 % "Introduction to Macromolecular Crystallography" by
Alexander McPherson, Wiley-Liss, Oct. 18, 2002, ISBN: 0471251224 *%
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W, S of 6.5 luelth, Ay FANAA, ol AH Fle] pii= oF 5.0 WA % 8.0, °F 5.5 WA
ok 7.5, ¢k 5.5 WA ¢ 7.0, ¢F 6.0 WA ¢k 7.0 =& °F 6.5 WA ¢k 7.00]t}.

[0107] 2 dge] I g2 FddeA, oyt MlF 4F N2 oF 5% X oF 15% e, F 0.2 M WA F 0.8 M 4,
k0.2 M WA 2k 0.8 M FAIEE, <k 0.02% HA F 0.2% H] o]24 AHEAA, =W/wEE= oF 0.2 M WA oF
1.OM 848 ¥t 2 dgel o e, olgfs AF dFNe 8L, 1,2-2230 &, &, AJUE
F, 2 H o] AWEAAR EFE X-100& ¥ghstt}. E ddo] g FHA, o]t AF gF A
¢k 0.5 M GEIEF; ¢k 0.5 M AUV ER; == ¢k 10% 1,3-Z230) LS xdsith, 2 dgo o okgo] o}
29, oyet AF &4Fd2 ¢k 5.5 WA oF 7.09 pHE YeRdT.

[0108] AB Lo A, AF HENS DNA FEE2 oF 5 x 10 ng/mg 117 DNA, °F 2 x 10° ng/mg ©]EFe] DNA, T

]

ok 50 ng/mg W|TEe] DNAZMA] #HAA|7]& d A3tsioh. A5 FEAo A, o]z dt A2 dFH 5 ML il
Z (HCP)S- 50,000 ng/mg "%k, 20,000 ng/mg "%k, X 10,000 ng/mg V] 9H7FA] 7HAA7]7]0] A tsic).

[0109] A TN, AAE Y= 52 ol E5AE A A&, w2 w2 A, = 718, £
B3Ee] Ads Welete 2HES Hrbetel A MEHARRH AT A TR, &8 &4
< 971, dAd, Ha-Ers, Eda, B Qe 718 2IIT. 2 vl o dEHdA, &2 g%
dio] 7= 50 mMe] WjAa-Eglzelt}, m v FAdelA, o2 &8 ghFe &8 o, oJdd, e
oJE, NaCl, Tt 7tZHYE, Felwoo]E, dAldolE, Ei wuywooES YEF H/EE= 2§ 9%
T AR FHANA, oldd & AT JZHYOlE HEFS ¥FIY. oHd 9L &2 45
Wl F 5 mM WA oF 500 oM, °F 20 mM WA F 250 mM, ©F 50 mM WA SF 200 M FE= oF 75 mM WA F 150
mie] Fom EATE = gk, & g TR, ol &2 TN EDTA, e v AUolEsAE £
ek o F>dolA, sy ESA g SFe Ade o] EDTA, oW, °F 2 mM A °F 20 mM EDTA
& XTI, FIHARL FddelM, A EY A &2 45 dE SEoo|EE LI

[0110] w ol mhEw, sy aRvtEIgy s B2 FEe] A8t PSS et d FEA0A, s A=
Eagy § 4Ry g3 9uds hfeke $3 AEES WA dudd nis oF 100% HWE, oF 90% Wik, of
80% WI¥k, oF 70% WI¥F, <F 60% WIWF, oF 50% wlwk, oF 40% Wk, oF 30% w|wk, °F 20% W|wk, oF 10% Wk, oF
9% wwk, oF 8% m|wk, oF 7% wwk, oF 6% w|wk, °F 5% wW|vk, = oF 4% wwre] Ats} AANES ZtETh E UE

]

FF SRS FHekE T AN EJER A9 F 5o
[e)

ok,
TAdolA, sy ARvtEIHY] F LE
T, . 8% mRE, o 7% 1]

-
H| 3 z 50% W Rk <k 40% w|wk, ok 30% © 1 3,

T, 9k 6% WIRE, oF 5% w|wk, HE= oF 4% w|¥he] Aks EHES 31V 2 TFaddA, s )
E = 2o ANREYH Hox 1, 2, 3, 1 UX 2, £ AR ¢ 5 X gWAs AA
ghoh. 2 oao] FddoA, A vEY A dAlE el ARERE Hojk 1, 2, 3, 4, 1 WA 2, 2 YA
4 A2 DNA BES AAS,

[0112] wolgx B8

4
O3] we eI, 2§ DAL s EE ARG AT 5 i vele s 234
i=1

L = &=
e %%“éﬁ}ﬂ dAY, EZE X-100, EL 80,
EQ 20, EY-n-HFY E2TOE B Q8 ATt oo A, o] gt ufol~ B3 o
Ae Fstd ARvtEIDHT S} fol2 uE ARvEIHT WA (L) AMoﬂf\i Jojudrt, o] WAleA], Hfoly
2 BgdA3A, dAY, EYE X-100S oF 1% WA ¢k 10A17F, oF 30% WA oF 5A17F, ¢k 30% F] ¢k 34
Zh, i ok 2A17F B9k oF 0.05% WA ok 3%, °F 0.01% WA oF 1%, X °F 0.1% WA <F 0.5%¢] o= H
71 Aok, A FEAA, o]lg wlelelx EFASAIE 0.5% EE X-100(w/w)elaL, o] AL oF 30 A
ok 2408 oA, 130% HF XA},

o

[0115] gole W A=vlE 14y

el wel v deleld, 9 §¢ WA B ¥ B ARt S0 @@ AzeEodsl
= F(flow through) A=l ==

Zg ~
FeE & oolth o FRdelA, ol

oo m{ﬂ
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ol g MEZAE oF 5o], FA, dXd, oplrs Ee AvtEs, e A viAved v B A
e Y 4 vk, 4A% A% 2 89 Sole W@ EYAR oF o), -, 4% ohyl, DEAEYL =@
A}

=4 . b
Huh, AdHez o)g rhEd wEHxRZE odF B9, AE Q, ELE $7Q(SuperQ), ANX, DEAE,
2 2 Q-AlgzA XL, Q-3Fe]¥ D, DEAE-AEZA QAE-AEZ A,
TMAE, DMAE, % DEAE = 2E7l (Fractogel), ¥22% Q, AFEHIE=(Sartobind) Q, ®E¥ AFEuCl= STIC PA7}
Y. 293 mEYAs 52 Jta AFH optRAE XFE 4 dAY, dF o, ZEdHEALE £
grzgddl, fegddelE, e ZYIZRIYHCE AVE 71 A ¢ Ao Ay 2E AHAE o
0.1 WA °F 50 g/L, °F 0.5 WX °F 40 g/L, °F 1 WA ¢F 30 g/L, &= oF 5 WA oF 25 g/Lo] B9 Wo|tt}.
W 2 AHUXE= ok 0.1 WA F 10 g/mL, ¢F 0.2 WA °F 5.0 g/mL, ¢F 0.5 WA ¢F 2.5 g/mL, T=E= ¢F 1.0
WA 2k 2.0 g/mLe] HH Wjoltt.

E e Fadeld, oldd MEGAE anu §3 wude AAE FAA77] A8 ALAY. dF S,
g w2 Jba AFE otz E vhe

g AN, olelg EYsE giEd ¥W FRAE AUE 1
Lol A, ZeolHZHE G7] WEYAE 47 ojulow AART. ® e FAded, Eezzad o)

MEY2E 43} ofulos AT,

A 2 &8 Al2"S o] &3 ), Sol wd IARwETHT dAE T4 e A pHY A, EFs
9 H|~-Egag)t e AT AS o] &g HYPs GAE FHtd = QY. ARE 295, WEYAE A9y o
2 AFFHgAG. FRe] FAE vkef o] pH B AR EE FAE VIWew, agla 24 4FW §3 o
WAol & HAgslr] A, 2 SEde HHSET. Hde 29 dFdows= o 5 ml WA oF 200
mM, °F 10 mM WA <F 150 mM, F 20 mM WX oF 100 mM, <F 30 mM WA F 80 mM, W ¢F 50 mM WY E
2 EE uA-Egagt 28 7], @ ok 5 WA ¢ 100 mM, ¢ 10 mM WA oF 50 mM, = ¢F 20 mMe] &
o] NaCl = SElololEet 22 o] e, o FdHdolA, ol uds 9 #Hds =29 d5qe
pH 7.091A4] 50 mM B]2=-E&] 2, 20 mM NaCl& E3hair),

A H &g Az"elA, ol wE wjEHzo WY F 4FEF Y dAS FHse AET)
2955, Yste "ol Fol wE mE s AFHEr. A2¢H dFT §F dfES hee s
ArntEaHy A9 45N 3 dwA Qo fdo EAstE =2 AASH] A8 A SR A
k. 5 FEAelA, MH SRS 2d AR st 5 FAANA, MH AF AL pH 7.0004
50 mM B]2~-E2]2, 20 mM NaClS E3&H3o).

AFE RN §F A A &8 e 7]E7] &g 95 ol ud miEgARYY gET. o
ool A, S0l wF mEZA &7 A=A NaCl, CaCl,, £E KC1F & F& o] &3t} o])3l ekl

9 FEE W97F 10 M ZIHEE, oF 10 mM A oF 150 mM, ok 20 mM tA#] F 400 mM, °F 50 mM =] <k 300

F 2 % O mM, °F 30 mM WA 2k 130 M, F 40 mM WA °F 120 mM, 3= oF 50 mM WA oF 110
W oF 9 viwh, oF 6 A o8, o 6 WA °F 7.5, °F 6 WA o 7, B o 6.5
WA oF 79] pHl Apelol A btk A FrddelA, Adgd <dER 5 GE2 oF 10 mM WA °F 600 mM

o, oo, NaCl, W= oF 20 mM WA F 400 oM &, o], NaCle] A& 7]&7]& o] &3ate] wjEZ =T AE
CRChEle

ool mEY, Fol2 wE A % &9 AAES S AdEs #aAA 1 An Sk 9EA e
Zefshar, 4R W] Abste] 9ijle] i W i Abst AHEE e wwEs AMTY. o
T, EER G ENES Fshs o] HARFEH $3F A= A el wlel] oF 1006 PwE,
°F 90% mIRE, °F 80% m|uk, °F 70% m|RE, °F 60% m|WF, oF 50% W%k, °F 40% |k, °F 30% m|Wk, °F 20% W%k,
oF 10% W%k, °F 9% wlwk, oF 8% wwk, oF 7% muk, oF 6% m|Rk, oF 5% w|wk, oF 4% m|uk, oF 3% w|Wk Hi=

= —
¥ 75zt E gE FddolA, oled A% 2 8§ Sole nd dAe B AlEE5E 5, 10,
2 zFe7 Holx 5 YA 30, 10 WA 30, 10 WA 40, 15 WA 30, 15 WA 40,
20 WA 30, B 20 WA 40 ABGF S AL duldS AR, B odvyo] oA, A 2 &8 &
4,5, BE 6 AgE, == 1 A 2, 2 WA 3, 3 WA 4 A}o]
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[0122] AR oA, Lol wF ARnEIY wEYAE wS FelE TR AF REolh. AR
TN, Tl 3 SaEe Fol2 wE AmviEodd] wfjEAe Fole wdk v & thel] Ag¥r}.
o2 ARl AEA7Iar 29 Hel FRSAE = Aok, volrl, 29 S5 pHE 4 4FW &9 dd
o] Fol g viEgxe} AgtshA] FreE 4" 4 Aok, olHd WA o=, DNA, S5 AX

4 g
=
i)
=
(@)
Z

[0123] = el d : WA ok 8, ok 6.5 A ok 7.5, ¢k 6 WA F 7
e ok 7 %] ¢k 7.59 WYY pH = ok 6, 7, 8 EE 99 pHolA FZHEL, T E TN, SN
O wrE 10 M 2 =E oF 10 mM WA oF 200 mM, <F 40 mM WA 2k 180 mM, ¢F 50 mM WA <k 150 mM
A

M
ojth. AN AN, olHT fFT A A &

60 mM WA oF 120 mM, <F 60 mM WA <F 80 mMe] HAL A 5
o 2 gkzdlo 10 mM WA 150 mMe]

o 50 mM, °F 60 mM, TE&E oF 70 mMelth. o2 FHOl A,

==
=
253 ¢

o

o 6 WA 89 pHE YEhith & tE PR, 22 <
pHE YERAY. 53], W& pH, o7, % 7 WX ¢ 7.5¢ ¢ & 9 ¥%, d7d], 60 M& 278 4
o}

A FEE W DN AAE BRI Aol ge] Bau gl

[0124] Boane] mEW, fol® WE BE AT A2 we £F N3 AHES 2= FtE U §F 2
HPSF DNAZ E3HeH 2429 AAZ et o FadelA, S9u §3 Bude Fiste o gAZRY
o) AREe WA wuldel wal o 10% vwk, oF 9% ulwk, oF 8% wwk, oF 7% ulwk, o} 6% v, oF 5% Tk,

“, 71 -
oF 4% wnk, °F 3% mvt = oF 2% "ol 4bst AAEES ztet E OE FddddA, 8 &3 dEs
5

ok
o}
et o] BARRE AHEL EHET 7]

°} , %
7% Rk, oF 6% w|RF, oF 5% MRk, oF 4% w|Wh, oF 3% W|RF Ei= oF 2% m|vhe] s} EHER U|E Zerh
T 2 PN, F2 AF Fole w3 GAE IABRFE 2HIAY 248 FE e 57 AXE Oy
e Befo] ARRZRE AATT. 2 #yge] FddoA], 2 AF ol ud AlE Yo AsEYE 4
oJ% 3, 4, 5, =¥ 68, 9, B 10 A == 3 WA 6, 4 A 6, == 5 WA 6, 8 WA 10 == 9 YA
10 #152] DNA B¢ES A A G

[0125] Boago] may, go]2 ko] Ag o) §8 REv ol uFe TR AT Hoo sty £ " 42 9l
o F7HERD Sl AA dAEe] Fole wd GA(E) Hell, L Abojd], e Fol& udt dA(E) Fol
FE . dF 5o, 489 §3 @uAS xdee ARV EE X-10002 A Ho], B4 Ble]
HAs B4 £ ok gigkg oz o3 AR FAloy ke dejonE AR £ Jduk. 9 HH3
R M

ek, o e, SRR §F EHAL FhsHs SN pH 7.09]) 50 mi W A-Eel,
= =
T il

[0127] Z7142 AA @A

[0128] F7HAQ AA dAe Y &3 dAe xgete §Y/RES AT ASAE HERS B gFRE
E e HEA7| = AL 2 = Jut. 254 AeFg wEfAEs oo HHEI nEy Y 4 ),
AX dof|A o]#3t ~FA AaFE WEHAE dd, 249 T Ry A4 VS ¥t A5 Aazke
WEY s APy oR o] hesta, A A FAHY Q. «d7d, AR Fd, AE Ad, A g,
Bel-§ J|2E ZT 2 (Fast Flow)(GE @A) glo]= Alo]ol A~ (Healthcase Life Sciences), W= FAXA F =

=
27lekglo] &), EQE A Egd He EQd ¥d, EQY PPG, ELE oHZ, EQFH PPG-600M, 2
Eod  #Hd-650M, E&3 PPG-600M, TSKA(TSKgel) #Hd, TSKA oHEZ(EA IZEH o] (TOSOH
Corporations), Y& =5 A2A), wA=Z-ZI(Macro-Prep) HE(Hlo]ogl= I elEg=(Bio-Rad

Labboratories), War Zg Yol F FHH2 2A). YFTERE mEHAE Jolo HHd vl Ad 4= Q).

=

AR deA] o]#d tFRE mEYAE Fol T Sol udr|e v dd, &Y = BY &94 VB
EEgt. gsRE uEgas FPHoR o] g sbestal, Al A FAE k. o7, HE MC, ol
3= (Eshmuno) HCX, *FH]oF(Nuvia) A Z2} (cPrime), T EQ 3 MX-Trp-650M. <87l §3F thalzle Helz
o=, JoleoR2A IRFYH, FEYD, ZEY, vIEY, ZEY, ¢FEY, B Foded, W/EE
oo mA A, A4, A EZ4Y, EBEEEAY, 939, BEsY, 80=319, AN, e dait
3 ZFe dE Fste GFdom HIFsdETs o] We . oE Sol, A% F@dA, olHd o
AEg ¥ ASUER, SMIUER, ANEZ4 YER, B SRR, o7Ad, oF 100 mM WA oF 2 M, oF
200 mM WA ¢k 1.5 M, 2F 300 mM WA <k 1M, F 400 mM WA 2k 800 mM &, AAW, ANEZAAe|r}. HY
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TR, ol F BRH §F wNA 2B A WA Folsh] Astel, A A, A, vF A
Foloppelaio] A4 5 Qi FEY 4T AL BUAS Wi

osl7] 98k, AR x4 dAY, #=
k!

2]
GER §5 wude] EfER/vEed A7Ee] s djde] Qe @4 8 diAl aee] 9 v
F hEol wERl vb glk. ¥ o] el mel FAHIL £5E RN §3 D v e s
Bhdich, 2wl pEdelA, SRR 3 G Aol G Aol 90%, Hol:E 91%, Hol:= 92%,
ol 93%, Mol 94% W= Holk 95%olth. E thE T, dRwl &9 @ did o] EYE
A7)l F el wlsf 25% Wk, 20% wRk, 15% wwE, 10% PIRF, H= 5% kel Abstd ERES A7|E 2
Ttk o FEdeA, Gl §3 wade gwjde) F ool nlE] o 20% vwke] 4hshd EHER A7)E 2t
ok ® gE e, ol AW 3 aEe wwd Yo F EYED A7) Fol HlE] 10%

“ 5% U] pE =
AR §F BUAE WA o EYER W] F Sol Hs) o 56 v EYER 42 o

_ ey - -3
2 ool e W 2A4ES 4R &% diESs xdbebedl, old, olHd 2A4E2 5x10 ng/mg TR

DNAE REf3lkar, ojuf, 15% 9ol EHER r|Ee] Abstdct, d Fd oA, ol#d &2 5x10 ng/mg
- — (e}
Nl

Bodayo] o fHds Y 58 dmAs ¥3ste AEE, o, oY 2AELS 5x10 ng/mg T|WHE]
DNAE Hf38lal, &57 §3 dlde >90%] 4d €48 Yeldle 3, 459 g3 dids x3shes =
&0,

A7 WA FRRUSHI L R, EE ole] T w wolAls GReIA wulde] Wby W/EE 1A
o 22 WEE F/PIAL A9 A8 An uds $EEAG 4E F vk 9% T4, HSA
wolalste] el o8 ANE 4P BF wgvlelrh. Bw §IF wwdel FF wsle Ade AF W
w706 F7h m gad ge del@ e WA, E= olE ok5e felue e wae & ot

A% wugel A 0 EE 8 WS agsAY FM1E 99N EE IsAs 9 EE el
wge] el vl glth Holw obuleyt AR, AM, wE NG HAS TFshs HSA

o
N
N
=9
2

N

AR . yul By ’
H BRAE WE 139)= o)A JiAE vl ). & B9, o9 INTHE ol&
= HSA ®olA|E 7)<t} WO 2011/103076, W02011/051489 2 WO 2012/112188. & F&d A, 4FwL |
ojth. E o FdddA], o]gt dHNI2 ol HSAo|t}.

Z o om

AR FHoo] A, HSA WolAlE A do] HSA(ME WE 138) 25 F
HSA ol 349 Aol A Alz=H|R1o] Aol X3S E3Heeh(A Y
°of dA Rv)E WHsHE d ol8E 4 A& HSA ®HolAle= dF 59, =4 F/MFHE W0 2011/103076 2 WO

ded, o5 AV FE2 Todr, AR FHoA, B dyo] X8 whuldo]

Aol o)t EA FE A,
3 133). & E9, Tn3 2AE=

I
2l

2011/051489 7]&= 5o U=
g wkrlE A E S HSAS] =uQl T11d] Hojm shupe] ofnwAb X3S E8shE HSA HolAlel g3
Aoz Zridnh, E ThE F3dE oA HSAQ] ofn|iil A do] d W& 1339 A5 X gslc).

AR FRefolA, B o] okRul §3F chulAe Ax Zole A%k HSA Ue] el dial WelPE 407,
415, 463, 500, 506, 508, 509, 511, 512, 515, 516, 521, 523, 524, 526, 535, 550, 557, 573, 574, % 580
o TAE FOoRHE AUy XM Hojx st ofulwit NS A, A dole] A%F HA
A Wz 138) Ei oo el AL Tgehs KA WolAE Eashsdl, olul, Holw shpe] ofunsl 3
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730 AN K] FFETHE o] ARe wekaA @, Am AL HSA ol HHA
@ Wl 8 2

Ar 2 TG, AA do Aol shue] opm gt X3
3, 508, 523, % 5247 FAH BE Mem 9xd a, olw, X5 wwALS {SA WHolAd AHay X
Fe Ag dwdel g vbriR 71 84 vyl E yEelbdd,

g TR, & gl dRwl g3 ded

(a) 40781 1Al FAI(L) o] of2uehI(N) H= El2Al(Y) oz A ¢
(b) 4151 A4 FHA(V) ] EF(T) ozl 23

(c) 46391 f1Aol A FAI(L)o] of2uepl(N) oz o] =8k

(d) 5009 #1x]olA 2Al(K) 9] k=7 (R) o= e] X §h;

(e) 5060 $1A]olA Ed o A(T)e] BEJR=A(Y) o 2e] X3

(f) 5089 $1x]olA Edod(T)] of=27]d(R) o2 ] X3}

(g) 50981 §1=oll A sddehd(F)o] el edM) e EHERW) o= A8
(h) 5119 AR ellA debd(A)e] siddebd(F) oo 23

(1) 51291 fIAdA] o}t 2 ELH(D) ] EJZAI(Y) 029 X3,

(j) 515W 1AM EHWI(T) o] SFERI(Q) 29 X3

(k) 516W $IXolA] FA(L)Y EFLI(T) B EHER(N) o2 X

N
rigt

(1) 5218 §1Aol A o277 d(R)e] ERHERH) 2] X8

(m) 523 A|A o] aFAI(1)e] of~m2EAN(D), FFHANE), 24
o A&k

r>«

, HAK), EBE olErU(R)o R

(n) 524 A eA ZAl(K) 9] FAU(L) eze] A8

(0) 526™ $1AIeA SFER(Q S HE IO oz A]$H;

(p) 5358 91A]e A S| =EH ()9 ZEA(P) 259 X3

(@) 550 91A]efA] efx=g 2 EAN(D) ] FFHAH(E) 2.2 e] 2|3

(r) 5579 x|l A 22 (K) o] S22 (6G) o2 X3k

(s) 573%1 S1AlellA 41K e dAdLebd(F), s|=HdM), ZTEA(P), EHERW), E= HRA(Y) oz A
g

(t) 574 1A A 2l (K) o] ef2apehzl(N) 2o A3k

(w) 580 91AJ A SFERI(Q) Q] #A(K) o529 A% =

(v) 47 Ag F = o9 =3

or FAE TorfE dud, A dole A= HSAclA el fAe el drE e Holx= o] ofm|mit

A3k AQdG, HA Holo] gk HSA(ME WME 133 H= 138) H& o9 de] AEs x§she HSA Wol

AE Eehab=dl, old, ol Am ©lHe A7) HSA WolAlo] HIHA @2 4 A5 o] I v
H

71 o 2 8 W71 E deRd,

A5 T A, olegk RNl F3 g

(a) 4639 1A A FAl(L) o] of2=uefl(N) 259 X3k
(b) 508% 91A]o Al E o d(T)e] o271 (R) .22 X|3;

(c) 5231 AAAlA o] 2FA(1) 9] ofAoEEAND), SFEAHE), =2

r>«

, FAK), T olEV|UR)eE
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AN Pl A, BC F2o MEE AMd WS 86 T8I, DE F2o AEE AE W 965 T3, FG
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AR Tl A, BC 2o NP Y WE 7% TR, DE Fxo] NI A WE 978 EFeT, FG
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TFAE I, DE 2o 9o Mg ME 972 PAEI, FG 2o gL Ad ¥ME 9 B 1397 AR
B LHo A, BC Bxo A AP ME 88S ¥ s, DE Bxo AL Ad HE 952 ¥ e, FG
Fxo] NG HE ¥WE 9 T 1392 TG, g2 FdolA, BC FZo MIde Md wWE 88%
FAE I, DE 2o e AY WE 952 FAE I, FG 2o e AY W 9 L 1398 AP
AR FRelolA, B £2e] AAe MY B 898 EFET, DE £2e) AL A WE 04E TFL, FG
Fx AL Ad WE 9 e 1395 TIEH. o FAdelA, BC Tz NI ME HT 89=
FAE I, DE FXo] MIde Mg ¥E 947 PAE I, FG X Mg9e Mg ME 9 = 1397 AR,
A FRAANA, BC T2 MA: Md ME 908 xEFetaL, DE FEo MAL Ad WME 945 3L, FG
F3xol AL AYE WFE 9 = 1392 x3sth, thE F3GoA], BC FZY AL Y WHE 9002 FAY
i, DE $32o MELe MY HE 942 FAHI, FG F2o MEe ME HE 9 E 1392 A"

_Erl
ool A, BC FZo] HEde Mg HE 918 ¥3sla, DE Lo HEdLe Ad HE 955
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FAEI, DE 2] D AY M 957 FAEIL, FG £2o] D AP WE 9 EE 1398 FAE
Qi AN, BC Fxe) qde A WE 92§ Tgsu, I Frel Ade 49 W 8 TPy,
FLo AMES A4 tﬂdi 9 EE 1398 TIFG. g2 T, BC FZo] HAde MI wWE 922
TFAEI, DE 29 Ade Ad W3 982 FAAH I, FG ‘?“;—4 Ao g ME 9w 1392 A
AR oA, BC Fxo] Ade Ad WE 938 s, DE F2o Ade Ad WE 04E E?}ﬁ}ﬂ FG
2ol Ade Ad WE 9 BE 1308 EFUT. 0 FHANA, B £2e) AL AR WE 9307 74
I, DE BXo AAe Y WME 04T A, FG 22X Ade Hd HE 9 £ 1397 AR
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o TFadoA, AB FXo HEL Ad ¥HZ 136’% Z3slal, B0 220 Ade Ad WE 101S ¥ o,
DE FZo Ad& Mg W3E 1198 Fdsla, FG X Ade Ad H3E 1298 T3, 2 T3 oA,
AB 7o) AGE A9 WE 13602 %“*Elﬂ BC #3e] Ao Y WM 1012 FAHT, DE $2e) HAe
A S 1198 FAE I, FG FZ AEdE A9 H3E 1298 FAF,
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AB 5
A

Tol MEL Ad WME 1360 FTAEI, BC £X] Ade g
W3S 1228 FAE I, FG F2o NG Hog WE 1298 FAEC,

1

5 1042 FAH I, DE 2 AEe

=
9
BN, AB 2o Hde A WE 13
=

B 6 sk, BC F2o Ad2 Ad ME 1055 E¥eta,
DE 29 HdEd& Y s 1218 X3staL, FG —ErEJ A AMd HE 1295 X3t g2 FddolA,
AB F3Zo] gL Ad HM3F 13602 FAE I, BC 2o AEe AE W3 10582 FAEL, DE T2 Age
M ME 1212 AL, FG 729 M Hoﬂ M3 1297 AT

A FEHA A, AB Fxo MEL AE HE 136S XFstal, BC F2Zo AES XY W& 1068 233,
DE 7o) A& A9 W3 1235 XE3sal, FG 729 Ade Ad HE 1295 2§t te FddA,
AB Fxo] AMAE Ad W 13607 FAHAL, BC F2o AdE A ¥E 10605 FAEL, DE Fxo Ad
& Hd HE 12302 FAEA, FG FX H%ﬂ% A WE 1292 FAEC

Ay FECeA, AB Fxe] ML ME WE 136 TSk, B FZ DL AE WME 107 EFea,
DE F3L9| 1°ﬂ° Ad HE 1238 ¥3stal, FG 324 A Ad HE 1298 ¥33, g2 FdolA,
AB 3o} A 19 W3 13602 AL, BC F2e Ade Ad WE 1072 P, DB F2o NIde
A WME 12308 FAEAL, FG F2 *1"“ 1‘5 WE 1298 FAEC

A FHdoA, AB FEZo] I Hd HE 1362 Edetar, BC FZo MIe HE WE 108 Egtstar,
DE F3xo] Mde A9 WM3E 118 XT38, FG F2o Ade Ad W 1208 xgeict. v FdooA,
AB Fzel M2 M4 *ﬂdi 13602 %WEW BC #3o Mg MY ME 1082 AL, DE F329 Ade
A M3 1188 TAYIL, FG 220 49 Ad HE 1298 AL

A5 FEHA A, AB Fxo ME2 AE HE 136S XFstal, BC F2Zo AELS AE W& 1098 233,
DE 7o) Ad& A9 Ws 1235 XEstal, FG 729 Ade Ad HE 1208 g, tE FdodA,
AB X9 HE& AE ¥HE 13602 1A%, BC 2o MEe AE HE 1092 TAF A, DE F2xo AEe
Ad WE 12308 FAEI, G FZo A Hd HE 1202 A

A FdeAM, AB F2Zo AFE MYE WIE 136< ifé}o}ﬂ, BC Fxeo] AMde Ad HE 1105 EFsaL,
DE Fxo] M2 M4 We 1213 Eestal, FG FZo] M2 Ad M 1298 F33th. t& FoolA,
AB Fxo] MEE AME ME 13602 ¥ aL, BC F29 *102% Ad WM 11002 745, DE F32o Ad
S Ad W3 1212 FAEIL, FG X LS Ad W35 1298 A%

i RN, A P Mde A4 %: 136¢ EFha, BC F2o] Ade Nd WE 11 e,
DE #3329 MEL Ad Ws 1235 E3ala, 3 .4 AEe Md HE 1302 F33th. thE 7Fad oA,
AB 3o Hde Y HE 13608 TAEL So] qUe AY WE 1118 FAET, DE 22 Ao
g W3 12308 FAHI, FG FX Hcﬂo H M5 13008 AR

A5 TRAAANAM, AB FZ HI2 Md HE 136% ¥, BC F2o Ade Ad wE 1088 ¥,
DE #3329 MEe Ad ¥ 1215 E3ala, _:EJ HEe g W3 1298 Teksit, g2 Ld o oA,
AB o] AdE Ad WE 13608 745 o] A MY ME 1082 7AHT, DE Fxo] HAe
Aqd ME 1212 FAEI, FG X9 A9 Hcﬂ uq 1202 A}

AR T, AB FZo NIL Md WE 1362 EFstal, BC FZo MEe Ad HE 1128 ¥3saL,
DE F2Zo] Nde Md Wa 1242 ¥38ta, FG $2o HdLe Hd w5 1208 T3, b2 T30,
AB F3Xo] MEL Mg W3 13622 FAEIL, BC FXo MEL AY9 H3E 1128 FAF L, DE F2X2 Mg
Md ME 1242 FAE I, FG FZ] DS HE W3 1292 PP,

A FAdelA, AB FZo A2 ME WT 1365 4'5]'8]—51 Fxo] YL MY WE 1138 ¥dsta,
DE F3xo] Hde A9 ME 1255 ¥8la, F¢ F32o NI Hof‘ s 129% EAFT. GE FEANA,
AB F3xo] Mde AY HE 13607 TAEI, BC T2 HIe Ad WM3E 11307 T4, DE F39 A4
S AMd WE 1258 FAEIL, FG F2o Ade A9 WS 1292 A H.

IR FAde ], AB FZ A2 A4d HE 136& XT3, BC FZ AE2 AdE WME 1145 X33t
DE FXo] MELe Ad H3F 1188 ¥8stal, FG FXo HE& }\103 WE 1292 %asith. oE2 oA,
AB FZo] HEe HY M 13602 FAH I, BC FZo HELe A9 WE 1148 P, DE X9 AL
A WS 1188 4% 5L, FG F29 Ade H?—g W3 1297 ;ug,ﬂ_u}_
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DE 2o Mge AY W3 126& E3sta, FG F2o AEe AY HE 1298 33t tfE T3 olA
AB o] MEe MY HE 13602 FAE L, BC FZ9 e 9 W3 1158 A, DE FZo Age
AE HE 12602 FAEL, FG $IZY AEe D A5 1292 A EY

AR FH oA, AB FZo] HIe Hd WE 136 EFaL, BC T AEL A9 HE 116S *osla
DE F2o] ME& M e 1278 ¥3star, FG FZo HEe HMdE HE 1295 33t g2 Fa oA
AB 2o MEL g WE 13602 FAHEI, BC FZ9 AEL Ad HE 11602 FAHI, DE £29 AL
& Ad WM 1272 FAE, FG F2o Ade Ad W 1297 FAEH

Ay FAdoAl, AB o MEe MY WME 136 X, BC FZ AEE D WE 1178 EFstal
DE FZo] ME& Mg WE 1282 E38la, FG £Zo MELe A9 HE 1298 33Tt o2 F3 oA
AB FZo] NEE Ad WS 13602 TA% AL, BC 29 AEe Ad M 1172 FAF AL, DE F2o] Ade
MY WM 1282 FAEAL, FG FZ ML A9 WE 1292 FAHEY

A FHejoll A, BC T2 MEES AME WE 1745 ¥ Fstal, DE F2o AEL Ad ¥E 1755 2 3staL
FG #3329 AEd& AMd Hs 177S XFstt. v FdooA, BC F329 AE2 A4 ¥E 1742 F45H3
DE F32 gd& HE WE 17558 FAHIL, FG T2 de g HE 1772 FA %
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42 9 14602 FAE vozRE AuE IS zesit. o2 FddoA, (DAL SolF @A ME{HE
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AALGL

[0529]

[0531] 342 27} HSA F2A 2(AM9E W3 145)
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[0532] [342 WHeFAl1-Gys HA-[342 SFFA -Gy A -HSAczus:

SQIEVKDVIDTTALITWSDDFGEYVWCELTYGIKDVPGDRTTIDLWYHHAHY SIGNLKPD

TEYEVSLICRSGDMSSNPAKETF T TJEGEGEGEGGGGGGGGGGRLDAPSQIEVKDVTDTTALL

TWSDDFGEYVWCELTYGIKDV2GDRTTIDLWYHHANYSIGNLXPDTEYEVSLICRSGDMS
SNPAKETF TT|GGGGGGGGGGPAHKSEVAORFKDLGEENFKALVLIAFAQYLOQSPFEDOV

XKLVNEVTEFAKTCVADESAENCDKSLHTLFGDKLCTVATLRETYGEMADCCAKQEPERNE
CFLQHKDDNPNLPRLVRPEVDVMCTAFHDNEETF LKKYLYEIARRHPYFYAPELLFFAKR

YKAAFTECCQAADKAACLLPKLDELRDEGKAS SAKQRLKCASLOKEFGERAFKAWAVARLS

QRFPKAEFAEVSKLVTIDLTKVHTECCHGDLLECADDRADLAKYICENQDSISSKLKECCE

XKPLLEKSHCIAEVENDEMPADLE SLAADEVESKDVCEKNYAEAKDVELGMELYEYARRHPD
YSVVLLLRLAKTYETTLEKCCAAADPHECYAKVFDEFKPLVEEPQNLIKQONCELFEQLGE
YKFONALLVRYTKKVPOVSTPTLVEVSRNLGKVGSKCCKHPEAXRMPCAEDY LSVVLNQL

CVLHEKTPVSDRVTKCCTESLVNRRPCFSALEVDETYVPKEFNAETFTFHADICTLSEKE

ROIRKKQTALVELVKHKPKATKEQLKAVMDDIFAAI'VEKCCKADDKETCFAEEGKKLVAASQ
AALGL

[0533]

[0535] 311K4E_12 17} HSA %A 1(H ¥ H3E 201)

[0536] [311K4E_12 DA ]-(GsS), & A -HSAcaus:

SQIEVEDVIDTTALITWINRSSYSNLHGCELAYGIKDVPGDRTTIDLNQPYVHY SIGNLK
PDTEYEVSLICLTTDGTYNNPAKETFTTIGEGGGSGGGGSDAOKSEVAHRFKDLGEENFKAL

VLIAFAQYLOOSPFEDHVKLVNEVTEFAKTCVADESAENCDKSLHTLFGDKLCTVATLRE

TYGEMADCCAKQEPERNECF LOHKDDNPNLPRLVRPEVDVMCTAFHDNEETF LKKYLYET

ARRHPYFYAPELLFFAKRYKAAFTECCQAADKAACLLPKLDELRDEGKAS SAKQRLKCAS

LOKFGERAFKAWAVARLSQRFPKAEFAEVSKLVTDLTKVITECCHGDLLECADDRADLAK

YICENQDSISSKLKECCEKPLLEKSHCIAEVENDEMPADLP SLAADFVESKDVCKNYAEA

KDVF LGMF LYEYARRHPDYSVVLLLRLAKTYETTLEKCCAAADP HECYAKVFDEFKPLVE
EPONLIKONCELFEQLGEYKFONALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCCKHPE
AKRMPCAEDYLSVVLNQLCVLHEKTPVSDRVTKCCTESLVNRRECF SALEVDETYVPKEF

NAETFTFHADICTLSEKERQIXKQTALVELVKHKPKATKEQLKAVMDDFAAFVEKCCKAD

DRETCFAEEGKKLVAASQAALGL

[0537]

[0539] 311K4E_12 17} HSA %A 2(H ¥ H3E 202)
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[0540] [311K4E_12 & ]-Gip &7 -HSAcas:

SQIEVEDVTDTTALITWINRSSYSNLHGCELTYGIKDVPGDRTT IDLNCPYVHYSIGNLK
PDTEYEVSLICLTTDGTYNNPAXETF TTIGGGGGGGGGGDAHKSEVAHRFKDLGEENFKAL
VLIAFAQYLQQSPFEDHVKLVNEVTEFAKTCVADESAENCDK SLHTLFGDKLCTVATLRE

TYGEMADCCAKQEPERNECF LOHKDDNPNLPRLVRPEVDVMCTAFHDNEETF LKKYLYE T

ARRHPYI'YAPELLEFAKRYKAAFTECCOQAADKAACLLPKLDELRDEGKAS SAKQRLKCAS

LOKFGERAFKAWAVARLSQRFPKAEFAEVSKLVIDLTKVITECCHGDLLECADDRADLAK

YICENQDSISSKLKECCEXKPLLEKSHCIAEVENDEMPADLP SLAADFVESKDVCKNYAEA

KDVFLGMFLYEYARRHPDYSVVLLLRLAKTYETTLEKCCAAADPHECYAKVFDEFKPLVE
EPONLIKQONCELFEQLGEYKFONALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCCKHPE
AKRMPCAEDYLSVVLNQLCVLHEKTPVSDRVIKCCTESLVNRRPCFSALEVDETYVPKEF

NAETFTFHADICTLSEKERQIKKQTALVELVKHKPKATKEQLKAVMDDFAAFVEKCCKAD

DKETCFAEEGKKLVAASQAALGL

[0541]

[0543] 311K4E_12 27} HSA F-&A] 1(A<E ¥3E 203)

[0544] [311K4E_12 A |-G,S; A -[311K4E_12 T=FA]-(G,S), % #-HSAcaus:

SQIEVEDVIDTTALITWINRSSYSNLHGCELAYGIKDVPGDRTTIDLNCPYVHYSIGNLK

PDTEYEVSLICLTTDGTYNNPAKETF TT|GCGGGSGGEGGSGGGGSRLDAP SQIEVEDVIDTT
ALITWTNRSSYSNLHGCELAYGIKDVPGDRTTIDLNQPYVHYSIGNLKPDTEYEVSLICL
TTDGTYNNPAKETFTTGGGGSGGGGSDAHKSEVAHRFKDLGEENFKALVLIAFAQYLOQOS
PFEDHVKLVNEVTEFAKTCVADESAENCDKSLHTLEGDKLCTVATLRETYGEMADCCAKQ

EPERNECFLOHKDDNPNLPRLVRPEVDVMCTAFHDNEETE LKKY LYETARRHPYFYAPEL
LEFAKRYKAAFTECCQAADKAACLLPKLDELRDEGKASSAKQRLKCASLOKF GERAFKANW
AVARLSQRIFPKAEFAEVSKLVTDLTKVHTECCHGDLLECADDRADLAKYICENQDSISSK

LKECCEKPLLEKSHCIAEVENDEMPADLPSLAADFVESKDVCKNYAEAKDVF LGMFLYEY

ARRHPDYSVVLLLRLAKTYETTLEKCCAAADPHECYAKVEDEFXPLVEEPQNLIKONCEL
FEQLGEYKFONALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCCKHPEAKRMPCAEDYLS
VVLNQLCVLHEKTPVSDRVTKCCTESLVNRRPCEF SALEVDETYVPKEFNAETFTEFHADIC

TLSEKERQIKKQTALVELVKHKPKATKEQLKAVMDDEFAAFVEKCCKADDKETCEFAEEGKK

LVAASQAALGL
[0545] LYRROORALGL

[0547] 311K4E_12 27} HSA -%A 2 (A9 W35 204)
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[0548]

[0549]

[0551]

[0552]

[0554]

[0555]

[0556]

[0558]

[0559]

[0561]

ZIHSd 10-2024-0093725

[311K4E_12 wHeFA)1-Gys oA -[311K4E_12 ek 1-Gro 2 A -HSAcsus:

SQIEVEDVTDTTALITWTNRSSYSNLHGCELTYGIKDVPGDRTTIDLNCPYVHYSIGNLK

PDTEYEVSL:CLTTDGTYNNPAKETFTTFGGGGGGGGGGGGGQRLDA?SQIEVEDVTDTT

ALITWTINRSSYSNLHGCELAYGIKDVPGDRTTIDLNQPYVHYSIGNLKPDTEYEVSLICL
TTIDGTYNNPAKETF TTIGGGGGGGGGGDAHK SEVAHRFKDLGEENFKALVLIAFAQYLOQS

PFEDHVKLVNEVTIEFAKTCVADESAENCDKSLHTLEGDKLCTVATLRETYGEMADCCAKQ
EPERNECFLQHKDDNPNLPRLVRPEVDVMCTAFHDNEETFLKKYLYEIARRHPYEFYAPEL

LFFAKRYKAAFTECCQAADKAACLLPKLDELRDEGKASSAKQRLKCASLOKFGERAFKAW

AVARLSQRIFPKAEFAEVSKLVTDLTKVHTECCHGDLLECADDRADLAKYICENQDSISSK

LKECCEKPLLEKSHCIAEVENDEMPADLPSLAADFVESKDVCKNYAEAKDVE LGMELYEY

ARRHPDYSVVLLLRLAKTYETTLEKCCAAADPHECYAKVEDEFKPLVEEPQNLIKQONCEL

FEQLGEYKFONALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCCKHPEAKRMPCAEDYLS

VVLNQLCVLHEKTPVSDRVTKCCTESLVNRRPCFSALEVDETYVPKEFNAETFTEHADIC

TLSEKERQIKKOTALVELVKHKPKATKEQLKAVMDDFAAFVEKCCKADDKETCFAEEGKK

LVAASQAALGL

oFabd 24 E

T U2 GHoA, E Uy oty oz 3§ rhee w§AY 9 APy, 2 dge] 45y §I ud F
Sy e o9 XFES RSl 2AE, dE W, Iy AE (T, oAeR IR &de)E Al
ol AR pFHA A, o]gdt oFstE FAEL Tnd ~AEsel e AZsr) 9 AdEu $3 gz s
¥gsit, = g T oA, o]t oFd AHES AME WHIE 134, 135, 201, 202, 203, 204, 205, 206,
207 B 2089 Rl ¥ @RS Egehodl, oW, oY 2SS 20 ng/mg M| S5 AlE GMES
Bska, 469, 1519 91X, T F oA EFERS AslE A gl gE FHdE B iy oa
AAE 4FF 3 amAS ¥olsls oy or 58 e Aol B Flojtl. oe AP HHd ¢
FN, &, 2 ASAE 2FT 5 Uk, g FEolA, oj#gt gFde JMUERF $Fdoln, FE FIAR
2ol F3AlE ZEaEWolE 8oolth. A e #1008 T A Al1018e] sty A, olw), o]
AL FAAZzAY

T5E

FAAE A BEH AEE o] gt B Aol yjEd Ao 54 FHdol gt o #5ES UEA
U ZFA3 § s Ao}, o] #eES thgo] HFHA A o E3HE .

2 Ao dgd ZE FES, 53 2 55EYS 47t MEAHA FAEE, 53] e 53Ede] &
Ave Zuz x3Ee= oz FAHoR d MEFoRE FAH Jde AHYE U AEZ B HAA U=
A=z TIFET

AA

olsl E WS thFo AAldel At Y|Editt. olE AAlde SEA AAFHQ] Zlow, B dio] A3
ol AAdE dAdH = AoR YA o HH, Q3|g & A AFH wAle AvEA PR =
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[0562]

[0563]

[0565]

[0566]

[0567]

[0569]

[0570]

[0572]

[0573]

ZIHSdl 10-2024-0093725

sE3d

2T Fe 43 oloAl 2 (Alfa Aesar, Pl wWiALEA = F 9=d L) REH YFEIY. AR~
k¥l (Pfanstiehl, "= dz2lwo] F 97|14 Azﬂ)ifﬁ AR, EYE X-1003 AU EFS ED 2
gl o] (Millipore, w= mloleln] 3= W I} AA)ZEEH US55ttt v 2=-Eglx, H]|~-Eg 2~ {0l ¢
golu| == Almfd =] X (Signa-Aldrich, W= wFg] F /‘ﬂo]EEO]i 2ANEFE Ysiglvt. WAt O]'

2714, Zg4l, olAEA YEF, FHZHYE YEF, OﬂaMEE’ ANEZA YER, FA3UER, OJ*LL}
EF, Egla 9 24% JT HlolE (Baker, vl #Addojyo} = AE W] AA4)ZHE Y5359,

Sk

o] Ao AFEE vl ARl 3 whilE #1(AFP-1)(AE HE 145)L <z 3 o4Rvle) §3H, <z
vEzdd (113 o9id =vdoziy Fdd, 7 M9 5943 #Hupal C(TnC) =wdo= % (D40l A3t
Alolth, (€1zr TnCY A3 vp=zva (118 duld wwoozRy feid) 2o Thd =L <1z CD40L}

Agate}, 71319 Az D0ste] HEAES AT, QA7 BY LRW FHAL oleld Bl U oE
g7 AL Ex]—sh:} o]a}s}- ol 2] o = o]
o)

X3
tufal 4zlo] pof
22} AE4 & pl =22 (kDa)
28 Q17 EI] rHSA 5.8 67.0 2
T-CDA0L-L 21 F5A| AFP-1 5.4-5.5 P 87.7

* Az dlolg

l‘:]_-nig S =

O -

A

<!

o‘a}ll

JE

=

(A wix] s A Abelel A AlmbaE B9 98 ARvtEIgY] £& A9d) 2
sRE G AdelM SRl 2% A5 AAE ol8ske] 280 mel A9 FHEE

A 0.98 (mg/nl) om o FF A AL, rHSAS HalAE 0.531 (mg/nl) om & AHEELATE.

e

HSA Xst4 145 A I=2rEHY

gho]Z HFi5ZA 2~ (Life Technologies, ™= WwAA F ZW= ofddl= AA)2HE 53 Fea A
E (Poros CaptureSelect) HSA ZATHLS AT E(Agilent) 1200 HPLC Al=®l(w]= ZAg]E
A A ARESE], A4 a4 HSA s A mwbEE 9] (HSA-HPLO) & S 8kqlct.
£ 3.5 mL/E2 10~50 mM SIAYEEF, pH 7.293, AAES 100 M =4, pH 2.0 &=
10~100 ug®] A 85 ZEsH FYsta, £8 ZEFHUS 280 mollA BEFFEAS o] &3] BY
NAAES AxE o] (ChenStation) AZEYAAE o]&3dte] HolHE FHsla EAaRa, AAD ddz

AYE EE FHORNE 44E Sold ¥R A48T
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[0575]

[0576]

[0578]

[0579]

[0581]

[0582]

[0584]

[0585]

[0587]

[0588]

SIHS31 10-2024-0093725

98 A A=vELY S

20 cm W= FolE Zh= *ﬂm ARntEads] Aol dFA A % &7 23 StolA AwtaE EF 9

Ay AmvtEadas st RE AP B A M(UH# FAA 5 T 2Tberello] AA)) 9] AKTA

=22 (Explorer) O"Zﬂ gRuEI Y A|AES o]fdd FasPgoen, AW 300 cm/hE Z2FEAT).

bR =24 slell A, 43S 50 mM Bl A-ER] A (EE 914k), 50 mM NaCl, pH 6.0 33k vhg, Ao 25
S/ a2 Le 2Yskleh(g Al Aol o] HSA-HPLC 97HE 7lee= 3. =29 5, AHS A

BRslstar, 50 mM Hl2=-Eg A= (EE Q1ike), pH 7.022 AHE vk, 50 m H]A-Eg (s og&fg)

mil SERwoo]E UEF, 10 mi EDTA, pll 7.002 SAAt. AAE 929 &3} FZolM 100 mUe] F3

7]

T 7ES VERE AEE Al—a‘ FHA. HAslete FH(AEAA 2 Fx), AFFE L 50 mM 14, pH
7 AZ Atolel AR F7HAA M-S FHSIATE. GE @A (vF FAHX] F I 2TtER o] ) REEH Y
E P}, ELH AF-EF HC-650M A+ EL nlo] @ Alo] ol ~(Tosho Biosciences,

B (elo] An) FAE 4%
AAolo} F % 1 Telael s zite] s

0|2 n¥ IZnETHY

20 cm W& Fo|7HA] F
ulE I (AR E 579
o]&3te] Fastglom, AfL 3

AsESR, pH 7.00%2 P 3}a}
H] 22— EE]* 2bsH o] 20 WA 400 m Oﬂﬁ}urE of @AM EE 10 Y FI(CV)Y A 7LV o] &3}
o XA, BAEAE Fzy IF Jﬂr FAZA A 100 mAU®] FE= 7|ES 7122 AAE FJ3E s A
E Q FA= GE A=A AR F F2FtEo] AA)ZRE Y53

azvhEads Adel AFA AT % §¢ 2 A Sole w2
itk BE 29e GE AzAole) AKTA JxZze] 9F AzrEaHRY A2ES
00
al

o::rZi

cm/h= ZX}%}OJ‘E} vt Z74 bl A, A-EE 50 mM B 2=-Eg 2~ 20 mM
, g-_ﬂ S 293 e HYst d=No 7 AU, AALS pH 7.000A

o

gole m@ v AzrEd

APAQ T2 2~F 27 oA ol wd v Z2elE a3 (AN E st BE APS GE A
o AKTA 9~Z=e] 9 a=vtEIH s AA'S o]&3te Fdsiglom, AP 10 W/wo =2 ZZskgivt
v 223 bl A, wHe 50 mM Bl~-E 2, 50 mM ASPHEHF, pH 7.00% %635} E‘r%, 2= E4S T
SHAATG. AE vF9] IEI HEA 100 mAUS] FFE 7ES YRR Z ARE H38 545
Atk AASH(AA G 2 Fx)skE B¢, 10 WA 220 M NaCl¥} pH 6 =] 8 A}ou %0 iﬁ% o] tt.
e Q 4e Z go] = Alo]dx(Pall Life Sciences, "= & F LE AW &A4))2HE 45350t

a54 4528 azrhEady

20 cn WA Fole] xitE AzvpEaes] Aol ABH AF L Fe) 27 SelA £FH AEA4E 2
SEITHIOE FAstar. RE AP B A2 (M wAX F vagteiele] 2] AKMA ol AE
o oA AzelEaes) AsEg ol gdte] Faldtglon, AL 130~300 cn/hE é&o}ﬁv} w271
oA, AHS 50 mM H]|=-Ed 2, 1 M AEZA YEE, pll 7.002 #HF3elth. (% 7]F) 152
$U2 259 50 i W A-Egls, 2 M AEZA GEF, pi 7,002 54ste] 2EE Zw e, 4
25 go WA/ 5A L 2Regr. 29 ¥, 49 993 dFew AWAID the, 20 4
x% LURE 10 nil SR GEEAS] AR GEFS 49 V14712 $ANAY. 498 vas

FUSAEA, 271 82 £IE U PgRol FAANG. £08 6 6000 25 A 650N .
& vl eatelda(F AAMelel F 7 on EeAel 2ADelN AFEAD, AE MCSE FY-S
2 FAE GE A2AN(MF A4 F v 2gkekalel AA)elA s,

44 27 WA 2=2rtEaHy

B vl ateldda(ml s fduolyel F 7 oH Za Ao} AAl)olA 443 TSK-GEL G3000SWXL 7% (7.8 mm
X 30 em)& oHAHE 1200 HPLC Al (W)= A Eyol 5= 22 dE ) 3 ARgste] 244 145
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[0590]
[0591]

[0592]

[0593]

[0594]

[0595]

[0596]

ZIHSd 10-2024-0093725

7] oAl A2erETHI (SEC-HPLC)E a3t 3ith. o572 30Tl 222 &<t 0.8 mL/2<] 0.1 M IHE
H, 0.1 M SIYEF, 10% o]&=Z2ukis, pl 6,80, 250 ugd] ARE ZwsAl Fistar, Hio] = (V=
Aexyol F sFEe s Ao TAH E%%Z‘—i% olgste]l AHe BASIT. 280 mmoll A FFFE=AE ©
Soto] &9 ZRadSs RUEHPSA, HEHES AXHH AZEE o]&ste] HolHE st
Astltt. 23E e 1280 aEd a5 Agstal BE ve vasd Alugt AE
G vl=e] WA HAER Baugth, ofEgdel 10% oliaZEulbm glo] SEC-HPLC WS A3 wf, EYEY
Arste G AR geld dEA v =] ( <) 4% &y gEEn. webs, of9A SEC-
HPLC 4 7heshexlol wat, d&Ael S3AE SAsAY, EfER stE FAkshs Aol o842 5 3l

=

o HE

1o
I
g
oot
av)

W o] A (500L TFE)

L gel SmshEod A9, 2 A 2RvhEad] o ST el 4205 W % @
/RNl B S FAOR AT A7 APUCHAS AAISAT. A B4

5] 2 A% 20E
4g Azl 98, aud A dRcEaes A Fo ATHA Be BAE rdstel GUTEY A (aib)
FHoRRE ] AL WP NN A 1AAZ B, FAARE A LS FA} s 3
AR, o] BUBAE £F AE SUP, DN Y CHO AE gl wEE AvE §F wude] A
oyl Azele] AYHow At 2¥A BEBES EFDL

= 1o yERH rHSA Al 42 <F 700 nLe] A AS AASE tdd AEEHAT. R 4% 1L R GAlCA

o A AHvEE HolEth. FolA B & A%, ARvEIYS FW & i 9 F5ES dukHow

Egout, AE BR(3lo] AH)E d9drt. = 2% rHSAY AlulAE B (3lo] AH) dn A3

aWe ehd Aotk ZFoA B 4 g%, 249 Fd, 283 0.5 M NaCl AF Fo & &% 937
I ~

[e]
U o] dwtens vk 559 off7t Aol SHREHNY] Wi (S, @ao] rISAR. E3}E9lom, riSA
o] AF7F SN RFE EHA = FAThHAA B 0.5 M NaCl Al wiZlx] & 4= glot. F 3% 25,
49 29 2 AFH A 2319 HAsle] il 55 &4 HALnsE e 7}%@0] R
£ 4
rHSA A A5 steprlel aof
4 @ OV EE W (L) =EAAAN g 258" @)
(g/L)

ANE 27 (o] AH) 1.8 20 10

NE Q 11.8 15 88

EEC 0.86 1000 98

PPG-600) 19.7 20 94

= W= m 2w 2ol HSAHPLC AHE FEeh Fo) A80 BY FEE /2R AE BE 9
A F5ES AR, BE g8 WA 582 229 Fo Ulgh A280 59 FEF o835t AlLteit.

A Q0oFS ¥ 59 YERAT. FollM B 4 9%, HCP9}
Z ue Fxzx & AolHn] 9ds AAE EQoA HPPE <10 ng/mgo® ST, DNAE 1.7 x 10
ng/mgl 2 SAEATH. HPE PAE EF Ao el 2215 Z3ste] 4=, MEQ 2 PPG-600M AHoZ
FHE 1272 (o) o dadn. HEQ A o8] 521 23] DNAZE AAHA, JAE EF 3 F28Q &

=]

NAL: oleldt AA| FHO

Aol osl 121 (o)) | AlAAE. F7H1 SR ANA, FAl a7 o @Al 2AA AA7 B2H )
AAHew, o a4 rISAS AAsk= d vig dedella, 5wl &9 @] FAE A ¢4

o7 ol gd F U,

_55_



[0597]

[0598]

[0599]
[0600]

[0601]

[0602]

[0603]

[0604]

[0605]

=SIEL

rHSAe] A= F4 aoF

10-2024-0093725

T FEA HCP DNA SR
ng/mg || py? ng/mg LRV %
-8 A 514,028 - 30 x 103 - -
ME B2 (sto] AH) 1838 2.8 |ag. 10 1.3 8.5
ME Q <80 >1.4 13 x 10-3 5.6 5.8
R 100 0 69y 10 1.4 4.7
PPG-600M <10 S R 0 1.0

LRV = 27 24k, Logn(R2ES] 589 ng/E0 BwE2] ng) o= Artd.
AAlel 3
¢EE &7 D] A (5001 THE)
ANz A7 4 G 3 I EHA-FFHA e I §9A)QL AFP-1&
Aol A% 2 g2 Azneady Ay, F2 2% AzviEady] o, EYE blojys B
2y, 3 5 A9 T e/ T @AE e #HoE GAFT.

o ebuir,

39 YEbA GA F4e 7 /19 500 L RSN

a2}
e OEJL}%BP
3%

ol g AdHwl I A THS = 3

Alst7] S8 atRE SRR & 62 F He] 500 L AEWex qrre] GA=TEH] 4 gt

o EolA B & A%, ARrEaHT FY & g WA £5EF 2 F Hye 2E

(UF/DF 2 Yo ats xe) A4 34 582 ZE 19 2E 20 s 217 48%<} 53%3Ath.

of 4 £4 88 # 7o YeERUL. AAAJA AE(F, T F58) 2 AF %@(ﬂﬂwﬂ T 2 LRV)
rHSAS A A8l = gEEe HP AA(RE & L

0 ALgE A B4 WS wEE. of
Q< DNA AIAE(HE Q 2 F22% Q)9

™
AW

X6
AFP-1 AA| A% 3tgn|g Qo

F(sfo] MB) Bl A&

4 W s ) | P REA @D gy 2" ()

2E 1

ME BEF(GElo] AH) 33.9 19.8-22 68

HE Q 35.0 12.1-12.8 92

T2 Q 0.78 997.1 92

PPG-600M 13.6 14.4-18.2 106

ZE 2

NE BF(3le] AB) 33.9 20-22 78

BE Q 35.0 10.5-19.9 93

Z2EQ 0.78 1221 99

PPG-600M 13.6 21.2-21.9 104
Tov= AY B W = o 23] 2oo) HSAPLC AAE BEel Fo) A80 £ LS vz UE 2% o
A FEES AT, RE U2 O $E58S 259 Zd U8 A280 T3 52 o] 83t Aatalit),

*7
AFP-19] A E 4 QoF
T FEA HCP DNA A kst
ng/mg LRV’ ng/mg LRV ° % %
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[0606]

[0607]

[0608]

[0609]

[0610]

[0611]

SIHS31 10-2024-0093725

RE ]
e i 257,496 " J43x 10" ) ) )
WE B3 (sko] Au) 505 2.9 |11, 10 0.7 98.0 3.4
A% Q 17 15 [y 5 0" 6.7 9.5 3.3
ERR= <11 >0.2 |65, 107 >0.6 | 99.9 3.5
PPG-600M <9 >05 |66y 107 - 99.6 3.1
RE 9

A58 i 264,097 " " |76x 10 ) ) )
NE Bl AB) [0 2.7 |y 4y 10° 0.6 9.5 4.6
AE Q gy ¢ L3 g5y 10" 6.0 99.6 6.0
EBR= 12 0 <930 10 >1.0 | 99.8 6.1
PPG-600M <8 > 0.6 - - 99.6 6.4

¢

sbd A=ntEaYS AFP-1 AA 34L 93

- & Aupa R 2% odu FRaEagde] ox
<l = °F 6 A7 FI(CV)ellA A Aets & 0D As=Z o

B wpel o], 2y Fol 2 FR 27 IAvt Btk o] EE 2% A% S5 AXE G (HeP) 2 DNAE
3

A
it
o2
A1l
2
eé i‘L

K

sk, A8E wiAd EAE: 4 B BEE OiFES dRdd. 29§, A9 AXPsd o,
ojgh gkFolow AlH gtk pH 6.09] 0.5 M NaCl-& FHrate 3 WAl k59 0101 AP shek v, pH 7. 04
10% Z2A FeF. A Auae 5% 98 g0s B/Es 480 7 aida Ry ols EEES 3
ZAA AFE FolA HP 2 DNA 55 Atk 23 b, 49S SehedolE YEF 2 ETAS 3
3 gFdom SN, F T B 5 d%, AE EF(Fo] MR) ARvEIYY & AHE FEA
o S iAo ) o e DNA(O 6 WA 0.7 229 AAL) % ¢ s%% HCP(2.7 WA 2.9 =21°] A7
8)8 zheth ER, olg @ AE BR(Sl] MB) RS F2 GFA(= 8.06) R e FE e A4
= et

H 0.5% EFJE X-100(w/w) < AZ
ATk, olg3 =A oA F&ZH u}o]ap

nﬁmﬁ

=] 10% EE]% x—1oo% ﬁﬂoh, AL A 1307 o FAA
A3 2D (AR HES AAd 5 #Fx).

EFE X-100 AE] &, AE Q A& o]&sto] A3 B & R ol ud A iu};zapqi E kil
S G dS AT, X 5% 300 em/ho® Z22FE AFP-10] thd A AR Q ARvEIRS el A
ojth, & 5olA & 4 9l oF 7 CVellA AlFEHE 2 0D AEE YeRhd Blel o], 2 Fol E Z2 AT ¥
A7k Btk o] R 2% I3 ofd WA EFE X-100& it 2d §, A9S AEFS o
10 CVoll 2 (pH 7.0¢14) 0.4 M NaCl7FA] A& NaCl 714712 &A1, & 7004 2 & Id%, AL Q

FEAE HE EF(3Bte] AH) FHTE U] vhE HCP(1.3 WA 1.5 =19 AAE) 3 8x o w2 DNA(6 WA
6.7 271 AAE)E Zer. Y, AR Qe (83 eSS AP eEA) 94 S ST o
S 7HA A glom | ARP-19] AHghe] fgle] Hi BEES AASE AS B 4 uH(AAE e HAAd 7 %

=z

z).

olg]d ME Q BAHES 50 mM H|=-E2]2, 50 mM NaCl, pH 7.0¢] whal tlZEF(difilter)ste] F=8 Q o
AzvtEaHy dAE o] &3 HAE Pk, & 62 10 MWV/hr2 Z5E fxzel F2% Q ¥ A=nED
HE UERA Zlovh. Be HEA7|a B3PS &, AES ol AEAA 2~
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o

toll AGAIZITH, 2 M NaCl2 BIAYE o, 558y 97 2 a7t #FEH=EY A=
6°] AZFPEIRC] EFEA Forh). & 7M=& ¢ UK, DNAE 52T Q el o8 B AAFETH(0.6 U
| 1 2239 AAE).

b1

N

B ELEU}E:LEM GAl= EQE PPG-600MS o]&8te A4 Hozte 49
740

ol A ué s}et % ARES ?é%ioﬂ 2dgtth, oy B HA FTAHL o] ¢ Feln=s, ojudh
T2 A% 7ak 3EHA ge P %, AE AFYse v, ojwg ANEEAYE a5k v ¢
FA7EA ] 71E712 S AIZT. lﬂiﬂ AP ES WES 932 g8 ¥, o]& HIC-HPLCOl <f3f Atst A&
shefo] B = 3oz xEct, HIC-HPLCO 28k 15% wxte] Atsl & dfsts 2E £3S oy, 4
roliE 93 theo R Addtt

Hlg|Z£H Holza & ~(Viresolve Vprot) & o] &3l UimojE @il AA| Foke] @gatelAl drEAQl 7]
HE o] &3ty Fadtt. Yoo SxE FAAR vtolels gAE AAs e Boltt. vy F AE
S FE8ta, FAoZA7IaL, 10 mM AT, 250 mM AR, 0.02% ZTAEH| O] E 800 A|F3 e}, o]
F(rEe AP g5 A, A 34 FTd A2 E4HE F7HJA EeEd & A= ES AT
E 8L A ¥ E4E AFES 293 Aoy, & 8 B 4 %, 7] ¥ dA(EF 48 ARvEIE
1 2 npeleizr BEAS WAolA FTAH Z=FEE ¢ AR 2 AREE EF A8 = T AGA

HZ8
T4 BHE ET-E 2%
45 BrEo] ¥4 =YFHE A AA & S48 #(ug/ml)
=E 1 =zE 2
Tz FHF NE BF(3le] AB) MH <2.5 < 2.5
EDTA ME EF(3lo] AH) £ < 0.25 < 0.25
ARl E BEF d8 e HE BF(5lo] AB) - < 0.05
EgE X-100 EZE nlolg]x BIA3} <0.1 <0.1
A Ao 4
A3 E EF ¢98 A I=2viEHY
A%t se 2 AAE ME g WX ZEE ESE AAZSE AX A AE EF(Slo] AH)9 B % AF—%?
HC-650M< wlustodch, & 9% A" A ujF aix]ol A AFP-19] 54 A% T8-S 898 Aot e EF
6}01 Aqr)el A9 4 Ag T pHet HEAQ AndAE JeldliEd, o7|A pl 5= 7 l:f% A%t
2 (52 LY 37.4 g AFP-1)& YER, pl 82 7 W2 A3 52(12.3 g/L)S YE E‘r. =& 2% 74
2 vtFASIARE, pH 6 olstoll Al Exte] F7kE SF £X wliEol pH 59149 222 @ upgkHsith(d oY

nz=A), wEd, ¥ Zd% TES AME A #¥S fAEr] gste HAA plEAM pH 6%
AEstodth. ME B2 (slo] AB)S EQH AF-EF HC-650M0 that 52 A3 -89S ulwst 23, pH 694
ME BF(3to] AB)d 3 57 A o] A F ujel Ao g Yelwt.

I

102 oM< DEC
{g/L)
37.4

2z.0
15.6
12.3
13.3

HE EF(510] AB)

DD 0 = D O,

EQF AF-=F HC-650M
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o5 F FA ¢ ﬂxﬂﬁ A g sAZEE BEE AAES Hliﬁ}ﬂ Aeted, 72H7re] ARs vigd =4 st
011*1 AEsAREY, 498 54 A% ”Etl 75 WA 80%(ME EF(5}o] HH)A 749 17.5 g/L, EQ3F AF-
= HC-650M2] - 10.0 g/L)7HA] ZH3F3laL, 25 mil SEF=oo]E YE o]gste] HAHPo =R S
02> AAE MxE e A ZHE AFP- 14 23 gl GA }o% 7?11 AR B A5 A9
C3E 10004 B S R, A A gigk F5ES v5eeke] (25 mMl SER=o] o]

& FEES 9003t tolrh, F HA A BE AAE AL we x| 2R
120, a8y EQF AF-EF HC-650M AZrtEagvE e BF(38lo] A

B)o] H& kg ©] 43 HCP ¥ DNA AAES ekl

MBI E 5 @8 IROIEJSHLE o &% €2 M FA9 A

i ] == DNA HPSEC
€8 =3 23] o ‘ ol (ne/me) | (% SHEAD
(g/L) {ng/me)
%
AHD MZ WY R
= = = = EH% 3 o
M gle M als oS | 241,210 | 2.26 x 10° | ST ©s
HA O
HE B=(3t0] HB)
10.0 5 mil SERCOOE | 95 | 6,168 | 2.79 x 1C° 99.2
175 25 il SERCOO|E | 04 | 9,308 | 2.81 x IC° 98.9
25.0 25 mif SEILOlE g3 6,722 2.55 x 10° 99.0
175 2 M HaCl B0 119,419 1.11 ¢ 10¢ 82.2
EQE AP-22 HC-650M
10.0 25 ull ZEFCOOlE | 103 | 5.660 | 1.48 x 10° 99.0

: £2EE2 BC Bl A9 HSA-HPLC =& 23X E 27|22 o},

o Ax T4 Y3 AE EF(Fle] HAB) x5 Augrt. A
A3tstr] Q8 A9 29 9 Aﬂﬂ 9 g8 45 =48 X 9
A%ol, A 292 DNAC] st g W XA ko), HCP A A Sl =
oF7te] kS Jerdth A9 Ay 299 (10 g/L EE 25 g/L 29)0lA, HCP AAEL T3 29
(17.5 g/L 2R)eAnt | andolnt, webr, Hg=s F7HA717] 98, 283 HP AIAE F7H41717]
ME, 54 AF TYdA EE 1 vrtolol A RS sk Blo] frEl st

= 98 ARnEINY 23] @S 8 8§32 dFe 24 HAAsedd. =
ZHEIHIE AT &8 4FNS Hlad e RojEr. = 8 8 i 1094 & F

>
=
H
ri

A = 5 . Avka

EF 95 #AHoa2iEe] &5 SsIAE 2 M NaClell nlal] SEfeco]EZE E4 o @342l Adeo|t}. o] 4
o] AL 60% +5F % IARMEINA HolE W &£ ZaEHYS y|xE 2 M NaCle Ao ZHE AFP-1
of Bde 815 AFsATH. 2 M NaCl A& s FH4L 25 nMl SEP=oo]EE o] &3 &g]d s HCP
Sl 4 9 w9ku, 9 52 4 9 9SS RoFEdnh. vy, 2 M NaCle (25 £ Svies
of 2o Ro) AL Az HHAA & upgA gy, o= o5 & & do] Hn FAHO] thy ARWE
gy Aol gid AS F3A7]7] el ol#d o] gFd wE dAE 27 = 7] "ot}

>

oy o

Ae AH HAsGI T dRRle o] f3o) Bt A% 5
T e Aol adsith. wepd, (HCP % DNASE 2)
e H, dats AEES} 7 AAL 5 dvka e, Aut
FE ARvEINY $A g dRN 9 dwdse] g AgE o] gste], FaE B AWkA

e xo
el
=) N rfu

A



[0624]

[0625]

ZIHSd 10-2024-0093725

112 Amfa e E5 ds azvEagyo A Algde AHAE 8okt Aotk ® 110
plE HCP Al A ul$- Fasdith, pH 704, A ZE AHAlE= HPE ZAaAl7

, IEES AAAE pH 60149 FUF A Ao wls) HCPE 28] o] HaA |

A€ 0.5 M NaClo] HCPE #ZAaA7]= | 7H4 aatg o, xd A3

= Uitk HCP AlA ST 2al, DNA A7 &S pH 63 pH 7 AFolol A pHol €8] kS whx] eroich
BE AFA FellA, o] &4 Ml Al (NaCl¥} Na,S0,)Rbe] tizet Aol Hls] 7)d% DNA Al AE

th. olE AtdelAl, dizat Aol H]s] DNAS| 4 x| 5uje] FhA !

1oz ¢ & g $Fo] #AHJTE S FHHoF drh. 18y AFdd

A e vugk 7 #EEAC. pHRE 9 sk A oudt dFe dEEA

2
lo

ﬂ
2y
< £
>~

ie)

> R o
o =
B

o 1o -

b
an}

i
o
ol
ol
>,

¥ m N

02 o 32
©o
fetl
fr
ol
ol

¥ 119 dlolHE 7]%=, 0.5 M NaCl& HCP 2 DNA A|A&2] #HollA] ]9 F&4< MHAolx, 10% T2
d FYFe w22 777 3 23E Al Aot 974 10% TELAA FYF AFHAE HE

34
27 TN YY) A8 A5HS gaAzlE d ZHHINLS TR ATHEAAA AR W A
a7

Alel 7 3x). 552 0.5 M NaCl Al Aol ofs) 78 F-d4om JaFs wek=dl, pl 63} pH 7oA Z4zh =
S5 4ol 5%t MpH. TVIEAE, AFEAE tE AFAERE oud F5E AR BEEA G

19 = 7|2, pH 62 0.5 M NaClS i3t AZAS pH 79 10% T2 23S i3t AFA
7} Ao 39 Az FA =P AT
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H* 11

AM2E 22 da 3=oiEad A2 H13 8

o ——
gam s | |TUE| me | O | e
pH (%) (ng/mg)
A= A= ufeF siA|
e gle g'jg g'jg 241,210 | 228 x 107 | o gl
aa s aA T/
HzF
0.06 M NaCl B 95 7,332 | 2.25 x 10° 99.1
MAA N A3
B 90 2,125 | 6.35 x 10! 98.8
0.5 M NaCl
7 81 1,004 | 5.07 x 10 93.9
B 96 5,629 | 5.29 x 10! 98.8
0.5 M NazS04
7 95 2,939 | 3.97 x 10! 93.9
o B 98.4 | 8,865 | 1.70 x 107 99.4
109 Z=2H3 222
7 95 5,311 | 2.09 x 107 99.4
B 100 5,540 | 1.70 x 10° 99.6
0.1% ET]E X-100
7 101 2,878 | 2.04 x 107 99.3
B 100 7,133 | 1.02 x 10° 99.3
0.5M 84
7 99 4,321 1.84 x 107 99.1
B 100 9,407 | 1.89 x 107 99.2
0.1 M U BEojn|=
T 97 3,567 | 1.49 x 10° 99.4
2 AEEZ2 EE U BoMe] HSAPLC 55 SHA|E 7| R=E 3t
A 5
EgE X-100 #lo]d 2= EEAF
5.4 X 5.5 WY SAHES zte= HEY §F A AFP-19] 4%, 92 pH A= A F2d fs
Aoz vehth(aEe ¢ d EE X-100 A Z wm o

A A ), ughA, wlolg s ESAEE 43
2 pHl A9} nIS=EHAl, ERE X-1009] 7= wlo] %i T ¢
2 pH XHEe} g, EFYE X-1002 AFP-19] FH4d] =A 7158 J&S n)xx] &=},

o
EgE X-100& ©]&¢ wpolg s B&Adshs BHll 9y wpolg iz o|FFA Frl WMEH o] A(XMulV)E
oj-gstol Algstglet. HeFe], AmbAE &7 9% ARvtEIYIE QA 22 0.5% (v/w) ElE X-1009]

HE mE By O |

T SR 10% (w/w) EFE X-1002 H7FsEaL, Fo1xl AlRE g9t dujeker the, At Al dnkAl
go]E 7|9k WS o]&ate] Aol did] ARSI, EFE X-100 AME HF Fo] Azl dig 794
A AgogHE S XMLV &712 7122 27 ZAZHIRV)S AAedc).

& 12% XMulV mlolg]2~ E&/dslel] s 92 LRVE QoFsk Flojrt. oA

X-100 A# = XMuLV ESASE 913 a3l "Wyoeltt, EgE X-100 A7 ST =
Aol 3l 4.73 2 >5.159] LRV ko] dojxlvh. 12029 =W T8 A, F AFE
843 s BT, o3 LRVE 9UdFEA FAE 98 & pH HYE ol & I @y T ®o

o], 0.5% (w/w) EE

=1
X
A Ame A, 2wt
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*x 12

ot=nl g% thwzle] ER|E ¥-100 A 2lo st BMulV LRV 2ok
0.5% (w/w) ET|E ¥-1002t2] vt & LRV

Az =t 0= 0= 0= 1202
1 4.73 1.43 5.21 1.73 > 5.21
2 >5.15 5.15 1.03 5.15 >5.15

EZE X-100 HE F, AES Sol¢ uF IARvEIHAZ FATTHAA T4 deiiE & 3 3x).
ol w ARwEIHT Fo, GRR FRAT A AsA AFEAN, AF EaEo] A Alo]
21, EgE X-100S —%1% w3k Ao o3 HFEA om, 280 molAe] FEE wEe] 3

= Fol& 1
He] F2 AR & F gtk & 55 A9 2Y Tl A 280 mm FF AEE 7H djzEAS] SOl
=ulE 1N ,H_oafu} EYE X-1009] F7142 AAE A5 dazs azveEady] Fo el
L= i A2 EE]E X-100> AAER A 27 Aol AT FAow oitdrt. webA, AHEZHE
£ X-1009] AAE & e, EE X-1007 459 §3 @i d Apolo] Meige] oFEdrl. =
TA 9% AA 3, EfE X-100 52 0.1 pg/ml v|roR

El

et

=

&3]

=

=

o

2 Hy

o N

X,

l-u

_1::

: ’:E

(@)

3

-]

o =
iy
rhu

oX, I

o

o;‘ji’ =

= |»

2 b
o

i

o

Z ey

AN

X,

A U

K
4
4|
.
_O‘
L of\
ol-N
v
©
‘;\’%
e,
=)
o a2
2 of
sone RO
t
rlr
Y
i
oX,
K
0%
1o
£
o
o
oX, Ml

2
it
4>
%0,
Kl
>
4
1
rl
o by
ox HJZ'
i
i

= 3ol
H pul o H
. mAbe] B, S5 AE EeE AT w2 pH e "é‘(EEb

st¥a, pHes 7k 7 oA

=)
i
=
2
e
2
re,
=
=
o
1o
oM,
o
()
i
o
o
BN
[N
o,
=
(2
(o
fr
Ho
N
o
M
Jpu
BN
L

fin)

< plo) 4w F3 gwdol A 22 AF AKX U ARnEIHY DH%M Mg 2 HAHg=

2 5T & vk, dFAR mAbshs 2], T4 FHe B pH ghellA AEX "l digh %
A EApe] R Aol 9lE hsAel o, (9 whe v st witel) tﬂ we pHell A, z2E]al (&R
5 ddy 3=etE 19 EVP AM?J BEAEE HEE) ¥ ¥ o sEA 9 A2 7““01 of 2l
b mEbA, o v pHeF Y e ToM o Ee F£5F0 ZigEd. e dHoerE 9 9 pHel #d
g BeE A7 FAE 9 w2 pH9Jr H e o %Eﬂ 4 & EeE AAES xdss Ab°ﬂ*1 EOlE A
5 & HojFget ofddnt. webA, 2 FEE(ES piS 52 DI B SE(ES pHo W ¢) ALl
TS wFojok 3, p, & F= 2w 22 Foizl A& i HHstuojoF g},

AFP-1& 918l AEX 9 F2vtEads] dAE HZHsksl7] $18), pH(pH 6.0 W] 8.0), NaCl &=(10~220 mM) 2

9 25 AYA(0.5~2.5 g/% nl)E thAF AAS] AP (DoE)olA AT, o] A5 A8, WA 55 %

Eow AAE WA= 93 AA] st F e FAR 231 2 PR E wet N ForH S

A A2 +7H AP E AP ~dgY AAE ARSI Y. E 132 AFP-19] thdF AEX = F A3} 2

kst Aotk 13004 E F ARl FEES BE A 7FA 89¢lo 9F) JgS wigkon, duiHow ko
A Y 52 F5EAA d4dd FAE Wit & dFEoEE, DNA

nS’L’ md

Fo

S
=

o

e AAE] oA FAE mEA eFskth. oAl DNA AAES p
Ao R #AFHJY. SHFAE, ol JTge dd add o fiH
T2 7&6& Ag =7 (pH 8.0, 10 mM NaCl)¥} wjmer o <k3t Agt

H mM NaCl %3+ pH 8, 110 mM NaCl) 3lollA #FH S},

j==}

3 1
A . dE £, 07}% 2
ZA(pH 6, 220 mM NaCl) @ =7+ 2

> PN
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SEQUENCE LISTING

<110>

<120>
<130>
<160>
<170>
<210>
<211>
<212>
<213>

<400>

MedImmune LLC

100

70

20

10

(%)

=
=

HIC-HPLC =2|

METHOD OF PURIFYING ALBUMIN-FUSION PROTEINS

CD40L-300P1

210

PatentIn version 3.5
1

261

PRT

Homo sapiens

1
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Met

Leu

Arg

Phe

65

Leu

Asp

Met

Tyr
145

Leu

Phe

Leu

Leu

225

Val

Pro

Thr

Leu

50

Met

Leu

130

Tyr

Thr

Cys

Cys

Asn

210

Gly

Thr

35

Asp

Lys

Asn

Met

Lys

115

Ser

Thr

Val

Ser

Leu

195

Thr

Gly

Asp

Thr

Ser

20

Met

Lys

Thr

Cys

Leu

100

Ser

Met

Lys

Asn

180

Lys

His

Val

Pro

Tyr

Met

85

Asn

Asp

Lys

Ser

Arg

165

Arg

Ser

Ser

Phe

Ser

Asn Gln Thr Ser

Lys Ile Phe Met
25

Gly Ser Ala Leu

Glu Asp Glu Arg
55

Gln Arg Cys Asn

Glu Ile Lys Ser

Lys Glu Glu Thr

105
GIn Asn Pro Gln
120
Thr Thr Ser Val
135
Asn Asn Leu Val
150

Gln Gly Leu Tyr

Glu Ala Ser Ser
185
Pro Gly Arg Phe
200
Ser Ala Lys Pro
215

Glu Leu Gln Pro

230

GIn Val Ser His

Pro
10

Tyr

Phe

Asn

Thr

90

Lys

Leu

Thr

Tyr

170

Cys

Gly

Gly

Arg

Leu

Leu

75

Phe

Lys

Leu

155

Arg

Ala

235

Thr

Ser

Leu

Val

His

60

Trp

140

Tyr

Pro

220

Ser

Gly

Ala

Thr

Tyr

45

Arg

Asn

His

125

Asn

Phe

Leu

205

Val

Phe

Ala Thr

15

Val Phe

30

Leu His

Asp Phe

Ser Leu

Phe Val

95

Ser Phe

110

Val Ile

Glu Lys

Gly Lys

175

190

Leu Arg

Ser Ile

Phe Val

Thr Ser

_77_
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Val

Ser
80

Lys

Ser

160

Thr

Ser

His

Asn

240

Phe
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245 250

Gly Leu Leu Lys Leu

260
<210> 2
<211> 149
<212> PRT
<213> Homo sapiens
<400> 2
Met Gln Lys Gly Asp Gln Asn Pro Gln Ile Ala Ala

1 5 10

His Val

255

Ile

15

Glu Ala Ser Ser Lys Thr Thr Ser Val Leu Gln Trp Ala Glu Lys

20 25

30

Tyr Tyr Thr Met Ser Asn Asn Leu Val Thr Leu Glu Asn Gly Lys

35 40

45

Leu Thr Val Lys Arg Gln Gly Leu Tyr Tyr Ile Tyr Ala Gln Val

50 95 60

Ser

Thr

Phe Cys Ser Asn Arg Glu Ala Ser Ser Gln Ala Pro Phe Ile Ala Ser

65 70 75

80

Leu Cys Leu Lys Ser Pro Gly Arg Phe Glu Arg Ile Leu Leu Arg Ala

85 90

95

Ala Asn Thr His Ser Ser Ala Lys Pro Cys Gly Gln Gln Ser Ile His

100 105

110

Leu Gly Gly Val Phe Glu Leu Gln Pro Gly Ala Ser Val Phe Val

115 120

125

Val Thr Asp Pro Ser Gln Val Ser His Gly Thr Gly Phe Thr Ser

130 135 140
Gly Leu Leu Lys Leu
145
<210
> 3
<211> 83
<212> PRT

<213> Artificial Sequence

_78_
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<220><223>
<400> 3
[le Glu Val
1

Lys Pro Leu

Asp Val Pro
35

Gln Tyr Ser

50
Leu Ile Cys
65

Phe Thr Thr

<210> 4
<L11> 7

<212> PRT

synthetic construct

Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Phe
5 10 15
Ala Glu Ile Asp Gly Cys Glu Leu Thr Tyr Gly Ile Lys
20 25 30
Gly Asp Arg Thr Thr Ile Asp Leu Thr Glu Asp Glu Asn
40 45

Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser

55 60
Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu Thr

70 75 80

<213> Artificial Sequence

<220><223>
<400> 4
Lys Asp Val
1

<210> 5
<211> 9

<212> PRT

synthetic construct

Thr Asp Thr Thr

5

<213> Artificial Sequence

<220><223>
<400> 5

Phe Lys Pro

1
<210> 6
<211> 7

<212> PRT

synthetic construct

Leu Ala Glu Ile Asp Gly

_79_
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<213> Artificial Sequence
<220><223> synthetic construct
<400> 6

Lys Asp Val Pro Gly Asp Arg

1 5

<210> 7

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 7

Thr Glu Asp Glu Asn Gln

1 5

<210> 8

<211> 8

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 8

Gly Asn Leu Lys Pro Asp Thr Glu

1 5

<210> 9

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 9

Arg Arg Gly Asp Met Ser Ser Asn Pro Ala
1 5 10
<210> 10

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

_80_
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<400> 10

Arg Leu Asp Ala Pro Ser Gln Ile Glu Val
1 5 10
<210> 11

<211> 3

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 11

[le Glu Val

1

<210> 12

<211> 5

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 12

Ala Leu Ile Thr Trp

1 5

<210> 13

<211> 7

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 13

Cys Glu Leu Ala Tyr Gly Ile

1 5

<210> 14

<211> 7

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 14

Cys Glu Leu Thr Tyr Gly Ile
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<210> 15

<211> 5

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 15

Thr Thr Ile Asp Leu

1 5

<210> 16

<211> 3

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 16

Tyr Ser Ile

1

<210> 17

<211> 7

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 17

Tyr Glu Val Ser Leu Ile Cys

1 5

<210> 18

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct
<400> 18
Lys Glu Thr Phe Thr Thr

1 5

_82_
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<210> 19

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 19

Ala Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1 5 10 15

Ser Asp Glu Phe Gly His Tyr Asp Gly Cys Glu Leu Thr Tyr Gly Ile
20 25 30

Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Trp His Ser

35 40 45
Ala Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val
50 55 60
Ser Leu Ile Cys Tyr Thr Asp Gln Glu Ala Gly Asn Pro Ala Lys Glu
65 70 75 80
Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His His His His
85 90 95

His His

<210> 20

<211> 83
<212

> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 20

Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Ser

1 5 10 15

Asp Glu Phe Gly His Tyr Asp Gly Cys Glu Leu Thr Tyr Gly Ile Lys
20 25 30

Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Trp His Ser Ala

35 40 45

_83_
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SIEdl

Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser

50 55 60
Leu Ile Cys Tyr Thr Asp Gln Glu Ala Gly Asn Pro Ala Lys Glu Thr
65 70 75 80

Phe Thr Thr

<210> 21

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 21

Ala Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp
1 5 10 15

Ser Asp Glu Phe Gly His Tyr Asp Gly Cys Glu Leu Thr Tyr Gly Ile

20 25 30
Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Trp His Ser
35 40 45
Ala Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val
50 55 60
Ser Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu
65 70 75 80

Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His His His His

85 90 95

His His

<210> 22

<211> 83

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct

<400> 22

_84_

10-2024-0093725



Ile Glu Val Lys Asp Val Thr Asp Thr

1 5

Asp Glu Phe Gly His Tyr Asp Gly Cys
20 25

Asp Val Pro Gly Asp Arg Thr Thr Ile

35 40
Trp Tyr Ser Ile Gly Asn Leu Lys Pro
50 55
Leu Ile Cys Arg Arg Gly Asp Met Ser
65 70

Phe Thr Thr

<210> 23

<211> 98

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 23

Ala Ile Glu Val Lys Asp Val Thr Asp

1 5
Ser Asp Asp Phe Asp Asn Tyr Glu Trp
20 25
Lys Asp Val Pro Gly Asp Arg Thr Thr
35 40
Ala Trp Tyr Ser Ile Gly Asn Leu Lys
50 95

Ser Leu Ile Cys Arg Arg Gly Asp Met

65 70

Thr

10

Asp

Asp

Ser

Thr

10

Cys

Pro

Ser

Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly

85

His His

90

ZIHSdl 10-2024-0093725

Ala Leu Ile Thr Trp Ser
15
Leu Thr Tyr Gly Ile Lys
30

Leu Trp Trp His Ser Ala

45
Thr Glu Tyr Glu Val Ser
60
Asn Pro Ala Lys Glu Thr

75 80

Thr Ala Leu Ile Thr Trp

Glu Leu Thr Tyr Gly Ile
30
Asp Leu Trp Tyr His Met
45
Asp Thr Glu Tyr Glu Val
60

Ser Asn Pro Ala Lys Glu

75 80

His His His His His His

95

_85_



<210> 24

<211> 83

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 24

[le Glu Val Lys Asp Val Thr Asp
1 5

Asp Asp Phe Asp Asn Tyr Glu Trp

20
Asp Val Pro Gly Asp Arg Thr Thr
35 40
Trp Tyr Ser Ile Gly Asn Leu Lys
50 55
Leu Ile Cys Arg Arg Gly Asp Met
65 70

Phe Thr Thr

<210> 25

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 25

Ala Ile Glu Val Lys Asp Val Thr

1 5

Ser Asp Asp Phe Ala Asp Tyr Val

20

Lys Asp Val Pro Gly Asp Arg Thr

35 40

Ala Trp Tyr Ser Ile Gly Asn Leu

50 55

Thr Thr Ala Leu Ile Thr Trp Ser
10 15

Cys Glu Leu Thr Tyr Gly Ile Lys

25 30
[le Asp Leu Trp Tyr His Met Ala
45
Pro Asp Thr Glu Tyr Glu Val Ser
60
Ser Ser Asn Pro Ala Lys Glu Thr

75 80

Asp Thr Thr Ala Leu Ile Thr Trp
10 15
Trp Cys Glu Leu Thr Tyr Gly Ile
25 30
Thr Ile Asp Leu Trp Trp His Ser
45

Lys Pro Asp Thr Glu Tyr Glu Val

60

_86_
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Ser Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu

65 70 75 80

Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His His His His
85 90 95

His His

<210> 26

<211> 83

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 26

Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Ser

1 5 10 15
Asp Asp Phe Ala Asp Tyr Val Trp Cys Glu Leu Thr Tyr Gly Ile Lys
20 25 30
Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Trp His Ser Ala
35 40 45
Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser
50 55 60

Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu Thr

65 70 75 80

Phe Thr Thr

<210> 27

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 27

Ala Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp
1 5 10 15

Ser Asp Asp Phe Gly Glu Tyr Val Trp Cys Glu Leu Thr Tyr Gly Ile

_87_
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Lys Asp Val

35
Ala His Tyr
50
Ser Leu Ile
65

Thr Phe Thr

His His

<210> 28

<211> 83
<212

> PRT

20 25

Pro Gly Asp Arg Thr Thr

40
Ser Ile Gly Asn Leu Lys
55
Cys Arg Arg Gly Asp Met
70
Thr Gly Gly Gly Thr Leu

85

<213> Artificial Sequence

<220><223>
<400> 28
Ile Glu Val
1

Asp Asp Phe

Asp Val Pro
35

His Tyr Ser

50
Leu Ile Cys
65

Phe Thr Thr

<210> 29
<211> 98

<212> PRT

synthetic construct

Lys Asp Val Thr Asp Thr
5
Gly Glu Tyr Val Trp Cys
20 25
Gly Asp Arg Thr Thr Ile
40

Ile Gly Asn Leu Lys Pro

55
Arg Arg Gly Asp Met Ser

70

30

Ile Asp Leu Trp Tyr His His

45
Pro Asp Thr Glu Tyr Glu Val
60
Ser Ser Asn Pro Ala Lys Glu
75 80
Gly His His His His His His

90 95

Thr Ala Leu Ile Thr Trp Ser
10 15
Glu Leu Thr Tyr Gly Ile Lys
30
Asp Leu Trp Tyr His His Ala
45

Asp Thr Glu Tyr Glu Val Ser

60
Ser Asn Pro Ala Lys Glu Thr

75 80

_88_
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<213> Artificial Sequence
<220><223> synthetic construct
<400> 29

Ala Ile Glu Val Lys Asp Val Thr
1 5

Leu Asp Asp Trp Gly Ser Tyr His

20
Lys Asp Val Pro Gly Asp Arg Thr
35 40

Ala Trp Tyr Ser Ile Gly Asn Leu

50 55
Ser Leu Ile Cys Arg Arg Gly Asp
65 70
Thr Phe Thr Thr Gly Gly Gly Thr

85

His His
<210> 30
<211> 83
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 30

[le Glu Val Lys Asp Val Thr Asp

1 5

Asp Asp Trp Gly Ser Tyr His Val
20

Asp Val Pro Gly Asp Arg Thr Thr

35 40
Trp Tyr Ser Ile Gly Asn Leu Lys
50 55

Leu Ile Cys Arg Arg Gly Asp Met

Asp

Val

25

Thr

Lys

Met

Leu

Thr

Cys

25

Pro

Ser

Thr Thr Ala Leu Ile Thr Trp

10 15

Cys Glu Leu Thr Tyr

30
Ile Asp Leu Trp Tyr His Gln
45
Pro Asp Thr Glu Tyr Glu Val
60
Ser Ser Asn Pro Ala Lys Glu
75 80
Gly His His His His His His

90 95

Thr Ala Leu Ile Thr Trp Leu

10 15
Glu Leu Thr Tyr Gly Ile Lys
30

Asp Leu Trp Tyr His Gln Ala

45
Asp Thr Glu Tyr Glu Val Ser
60

Ser Asn Pro Ala Lys Glu Thr

_89_
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65 70 75 80

Phe Thr Thr

<210> 31

<211> 98

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 31

Ala Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1 5 10 15
Ser Asp Glu Val Gly Asp Tyr Val Val Cys Glu Leu Thr Tyr Gly Ile
20 25 30
Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Tyr His Met
35 40 45
Ala Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val
50 95 60

Ser Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu

65 70 75 80
Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His His His His
85 90 95

His His

<210> 32

<211> 83

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 32

Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Ser
1 5 10 15

Asp Glu Val Gly Asp Tyr Val Val Cys Glu Leu Thr Tyr Gly Ile Lys
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20 25 30
Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Tyr His Met Ala
35 40 45
Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser
50 55 60
Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu Thr
65 70 75 80

Phe Thr Thr

<210> 33

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 33

Ala Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1 5 10 15

Ser Asp Asp Phe Ala Glu Tyr Val Gly Cys Glu Leu Thr Tyr Gly Ile

20 25 30

Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Trp His Ser

35 40 45

Ala Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val

50 55 60
Ser Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu
65 70 75 80
Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His His His His
85 90 95

His His

<210> 34
<211> 83
<212> PRT

<213> Artificial Sequence

_91_
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<220><223> synthetic construct
<400> 34

[le Glu Val Lys Asp Val Thr Asp

1 5

Asp Asp Phe Ala Glu Tyr Val Gly Cys Glu Leu Thr Tyr Gly Ile

20
Asp Val Pro Gly Asp Arg Thr Thr
35 40
Trp Tyr Ser Ile Gly Asn Leu Lys
50 55

Leu Ile Cys Arg Arg Gly Asp Met

65 70

Phe Thr Thr

<210> 35

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 35

Ala Ile Glu Val Lys Asp Val Thr

1 5

Ser Asp Asp Phe Glu Glu Tyr Val
20

Lys Asp Val Pro Gly Asp Arg Thr

35 40

Ala Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

50 55

Ser Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys

65 70

Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His His His

85

Thr Thr Ala Leu Ile Thr Trp

10

25

Ile Asp Leu Trp Trp His Ser

Pro Asp Thr Glu Tyr Glu Val

Ser Ser Asn Pro Ala Lys Glu

Asp Thr Thr Ala Leu Ile Thr

10

Val Cys Glu Leu Thr Tyr Gly

25

Thr Ile Asp Leu Trp Trp His

90

75

75

60

60

30

45

30

45
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15

95

Ser

Lys

Ser

Thr

80

Trp

Ser

Val

Glu
80

His
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His His

<210> 36

<211> 83
<212

> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 36

Ile Glu Val Lys Asp Val Thr Asp

1 5

Asp Asp Phe Glu Glu Tyr Val Val

20

Asp Val Pro Gly Asp Arg Thr Thr

35 40

Trp Tyr Ser Ile Gly Asn Leu Lys

50 55
Leu Ile Cys Arg Arg Gly Asp Met
65 70

Phe Thr Thr

<210> 37

<211> 98

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 37

Ala Ile Glu Val Lys Asp Val Thr
1 5

Ser Asp Glu Val Gly GIn Tyr Val

20
Lys Asp Val Pro Gly Asp Arg Thr

35 40

Thr Thr Ala Leu Ile Thr Trp Ser
10 15
Cys Glu Leu Thr Tyr Gly Ile Lys
25 30
Ile Asp Leu Trp Trp His Ser Ala
45

Pro Asp Thr Glu Tyr Glu Val Ser

60
Ser Ser Asn Pro Ala Lys Glu Thr

75 80

Asp Thr Thr Ala Leu Ile Thr Trp
10 15

Gly Cys Glu Leu Thr Tyr Gly Ile

25 30
Thr Ile Asp Leu Trp Tyr His Met

45

_93_
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Ala Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val
50 55 60

Ser Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu

65 70 75 80

Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His His His His

85 90 95

His His

<210> 38

<211> 83

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 38

Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Ser

1 5 10 15

Asp Glu Val Gly Gln Tyr Val Gly Cys Glu Leu Thr Tyr Gly Ile Lys
20 25 30

Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Tyr His Met Ala

35 40 45
Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser
50 55 60
Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu Thr
65 70 75 80

Phe Thr Thr

<210> 39

<211> 98

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct

<400> 39
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Ala Ile Glu Val Lys Asp Val Thr

1 5
Ser Asp Asp Ile Gly Leu Tyr Val
20
Lys Asp Val Pro Gly Asp Arg Thr
35 40
Ala Trp Tyr Ser Ile Gly Asn Leu
50 55

Ser Leu Ile Cys Arg Arg Gly Asp

65 70

Thr Phe Thr Thr Gly Gly Gly Thr
85

His His

<210> 40

<211> 83

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 40

Ile Glu Val Lys Asp Val Thr Asp

1 5

Asp Asp Ile Gly Leu Tyr Val Trp

20
Asp Val Pro Gly Asp Arg Thr Thr
35 40
Trp Tyr Ser Ile Gly Asn Leu Lys
50 95
Leu Ile Cys Arg Arg Gly Asp Met
65 70

Phe Thr Thr

Asp

Trp
25

Thr

Lys

Met

Leu

Thr

Cys

25

Pro

Ser

Thr Thr Ala

10

Cys Glu Leu

[le Asp Leu

Pro Asp Thr
60

Ser Ser Asn

75
Gly His His

90

Thr Ala Leu
10

Glu Leu Thr

Asp Leu Trp

Asp Thr Glu
60
Ser Asn Pro

75

Leu

Thr

Trp

45

Pro

His

—
@

Tyr

Phe
45

Tyr

Ala

SIHEd

I[le Thr Trp

15
Tyr Gly Ile
30

Phe His Gln

Tyr Glu Val

Ala Lys Glu

80
His His His

95

Thr Trp Ser
15

Gly Ile Lys

30

His Gln Ala

Glu Val Ser

Lys Glu Thr

80
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<210> 41

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 41

Ala Ile Glu Val Lys Asp Val Thr Asp

1 5

Ser Asp Glu His Ala Glu Phe Ile Gly
20 25

Lys Asp Val Pro Gly Asp Arg Thr Thr

35 40

Ala Trp Tyr Ser Ile Gly Asn Leu Lys

50 55

Ser Leu Ile Cys Arg Arg Gly Asp Met

65 70

Thr Phe Thr Thr Gly Gly Gly Thr Leu
85

His His

<210> 42

<211> 83

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct

<400> 42

Ile Glu Val Lys Asp Val Thr Asp Thr

1 5

Asp Glu His Ala Glu Phe Ile Gly Cys
20 25

Asp Val Pro Gly Asp Arg Thr Thr Ile

35 40

Thr Thr Ala Leu Ile Thr Trp
10 15
Cys Glu Leu Thr Tyr

30
Ile Asp Leu Trp Trp His Ser
45

Pro Asp Thr Glu Tyr Glu Val

60
Ser Ser Asn Pro Ala Lys Glu
75 80
Gly His His His His His His

90 95

Thr Ala Leu Ile Thr Trp Ser

10 15

Glu Leu Thr Tyr Gly Ile Lys
30
Asp Leu Trp Trp His Ser Ala

45
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=T

Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser

50

55

60

Leu Ile Cys Arg Arg Gly Asp Met Ser Ser Asn Pro Ala Lys Glu Thr

65

70

Phe Thr Thr

<210>
<211>
<212>

<213>

43
101
PRT

Artificial Sequence

<220><223> synthetic construct

<400>

43

75

80

Ala Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1

Thr Asn Arg Ser

Gly Ile Lys Asp

Pro Tyr Val His

50

5

20

35 40

55

10

25

30

45

60

15

Ser Tyr Tyr Asn Leu His Gly Cys Glu Leu Thr Tyr

Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Ser Ser

Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

65

Ala Lys Glu Thr

70

85

His His His His His

<210

> 44

<211>

<212>

<213>

100

86
PRT

Artificial Sequence

<220><223> synthetic construct

<400>

44

90

75

_97_
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Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1
Asn Arg Ser Ser

20

5

Tyr

10

15

Tyr Asn Leu His Gly Cys Glu Leu Thr Tyr

25

30

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Ser Ser

35

Tyr Val His Tyr

50
Val Ser Leu Ile
65

Lys Glu Thr Phe

<210> 45

<211> 101
<212> PRT
<213>
<220><223>
<400> 45

Ala Ile Glu Val
1

Thr Asn Arg Ser

20

Gly Ile Lys Asp
35

Pro Tyr Val His

50

Ser

Cys

Thr

85

40

45

Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

55

60

Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

70

Thr

Artificial Sequence

synthetic construct

75

Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

5

10

15

Ser Tyr Tyr Asn Leu His Gly Cys Glu Leu Thr

25

30

Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Ser

40

45

Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu

55

60

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn

65

Ala Lys Glu Thr

His His His His

100

70

75

Phe Thr Thr Gly Gly Gly Thr Leu Gly His His

85

His

90

95

_98_

Thr

Pro

80

Trp

Tyr

Ser

Tyr

Pro

80
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<210> 46
<211> 86

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 46

Ile Glu Val Glu Asp

1 5

Asn Arg Ser Ser Tyr
20

Ile Lys Asp Val Pro

35
Tyr Val His Tyr Ser
50

Val Ser Leu Ile Cys

65

Lys Glu Thr Phe Thr
85

<210> 47

<211> 101

<212> PRT

Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

10

15

Tyr Asn Leu His Gly Cys Glu Leu Thr Tyr

25

30

Gly Asp Arg Thr Thr Ile Asp Leu Ser Ser

40

45

Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

55

60

Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

70

Thr

<213> Artificial Sequence

<220><223> synthetic construct

<400> 47

75

Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1 5

10

15

Ile Asn Arg Ser Tyr Tyr Ala Asp Leu His Gly Cys Glu Leu Thr

20

25

30

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asp

35

40

45

Ile Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Lys

50

55

60

_99_
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Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

65 70 75 80
Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His
85 90 95
His His His His His
100
<210> 48
<211> 86
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 48
Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Ile
1 5 10 15

Asn Arg Ser Tyr Tyr Ala Asp Leu His Gly Cys Glu Leu Thr Tyr Gly

20 25 30
Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asp Gln Ile
35 40 45
Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Lys Tyr Glu
50 55 60

Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala
65 70 75 80

Lys Glu Thr Phe Thr Thr

85

<210> 49

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 49

Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1 5 10 15

- 100 -
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Thr Asn Arg Ser Ser Tyr Ser His Leu Asp Gly Cys Glu Leu

20 25 30

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu
35 40 45

Ala Ile Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp

50 55 60

Tyr Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr

@

65 70 75
Pro Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly
85 90
His His His His His His
100
<210> 50
<211> 87
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 50

Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1 5 10
Asn Arg Ser Ser Tyr Ser His Leu Asp Gly Cys Glu Leu Thr
20 25 30
Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Ser
35 40 45
Ile Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr
50 55 60

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser

65 70 75
Ala Lys Glu Thr Phe Thr Thr

85
<210> 51

<211> 101

- 101 -

Thr Tyr

Ser Ala

Thr Glu

Ser Asn
80
His His

95

Trp Thr

15

Tyr Gly

Glu Tyr

Asn Pro

80
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<212> PRT
<213> Artificial Sequence

<220><223> synthetic construct

<400> 51

Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1 5 10 15

Ile Asn Arg Ser Ser Tyr His Asn Phe Pro His Cys Glu Leu Ala Tyr

20 25 30

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Ser

35 40 45

Pro Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

50 55 60

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

65 70 75 80

Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His

85 90 95

His His His His His
100

<210

> 52

<211> 86

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 52

Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Ile

1 5 10 15

Asn Arg Ser Ser Tyr His Asn Phe Pro His Cys Glu Leu Ala Tyr Gly

20 25 30

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Ser Pro

35

40 45

Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

50 55 60
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Val Ser Leu Ile Cys Leu Thr Thr Asp Gly
65 70
Lys Glu Thr Phe Thr Thr
85
<210> 53
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 53
Ala Ile Glu Val Glu Asp Val Thr Asp Thr
1 5 10

Thr Asn Arg Ser Ser Tyr Ser Asn His Leu

20 25
Gly Ile Lys Asp Val Pro Gly Asp Arg Thr
35 40
Ile Tyr Val His Tyr Ser Ile Gly Asn Leu
50 95
Glu Val Ser Leu Ile Cys Leu Thr Thr Asp
65 70

Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly

85 90

His His His His His
100

<210> 54
<211> 86
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 54
Ile Glu Val Glu Asp Val Thr Asp Thr Thr
1 5 10

Asn Arg Ser Ser Tyr Ser Asn His Leu Gly

Thr Tyr Ser Asn Pro Ala

75 80

Thr Ala Leu Ile Thr Trp
15

Gly Cys Glu Leu Ala Tyr

30
Thr Ile Asp Leu Asn Asn
45
Lys Pro Asp Thr Glu Tyr
60
Gly Thr Tyr Ser Asn Pro
75 80

Thr Leu Gly His His His

95

Ala Leu Ile Thr Trp Thr
15

Cys Glu Leu Ala Tyr Gly

- 103 -

10-2024-0093725



20 25 30

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Asn Ile

35 40 45
Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu
50 55 60
Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala
65 70 75 80
Lys Glu Thr Phe Thr Thr
85
<210> 55
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 55

Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1 5 10 15
Thr Asn Arg Ser Ser Tyr Ser Asn Phe His Gly Cys Glu Leu Ala Tyr
20 25 30
Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Ser
35 40 45
Pro Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr
50 55 60

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

65 70 75 80
Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His
85 90 95
His His His His His
100
<210> 56
<211> 86

<212> PRT

- 104 -
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<213> Artificial Sequence

<220><223> synthetic construct

<400> 56

[le Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp
1 5 10 15

Asn Arg Ser Ser Tyr Ser Asn Phe His Gly Cys Glu Leu Ala Tyr

20 25 30
Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Ser
35 40 45
Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr
50 55 60

Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro
65 70 75

Lys Glu Thr Phe Thr Thr

85

<210> 57

<211> 101

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 57

Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1 5 10 15

Thr Asn Arg Ser Phe Tyr Ser Asn Leu His Gly Cys Glu Leu Thr

20 25 30

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn

35 40 45

Pro Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu

50 55 60
Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn
65 70 75

Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His
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Thr

Pro

80

Trp

Tyr

Tyr

Pro
30
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85 90 95

His His His His His

100
<210> 58
<211> 86
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 58

Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Thr

1 5 10 15
Asn Arg Ser Phe Tyr Ser Asn Leu His Gly Cys Glu Leu Thr Tyr Gly
20 25 30
Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln Pro
35 40 45
Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu
50 95 60

Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala

65 70 75 80
Lys Glu Thr Phe Thr Thr
85
<210> 59
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 59
Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp
1 5 10 15
Thr Asn Arg Ser Ser Tyr Ala Tyr Leu His Gly Cys Glu Leu Ala Tyr
20 25 30

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln

- 106 -
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35
Pro Tyr Val His Tyr
50
Glu Val Ser Leu Ile
65
Ala Lys Glu Thr Phe
85
His His His His His
100
<210
> 60
<211> 86

<212> PRT

40 45
Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr
55 60
Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro
70 75 80
Thr Thr Gly Gly Gly Thr Leu Gly His His His

90 95

<213> Artificial Sequence

<220><223> synthetic construct

<400> 60
Ile Glu Val Glu Asp
1 5
Asn Arg Ser Ser Tyr
20
Ile Lys Asp Val Pro
35

Tyr Val His Tyr Ser

50

Val Ser Leu Ile Cys

65

Lys Glu Thr Phe Thr
85

<210> 61

<211> 101

<212> PRT

Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Thr
10 15
Ala Tyr Leu His Gly Cys Glu Leu Ala Tyr Gly
25 30
Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln Pro
40 45

Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

55 60
Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala
70 75 80

Thr

<213> Artificial Sequence

<220><223> synthetic construct

<400> 61

- 107 -
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Ala Ile Glu Val
1

Ile Asn Arg Ser

20
Gly Ile Lys Asp
35
Pro Tyr Val His
50
Glu Val Ser Leu
65

Ala Lys Glu Thr

His His His His

100
<210> 62
<211> 86
<212> PRT
<213>
<220><223>

<400> 62

Glu Asp Val Thr Asp Thr Thr Ala Leu Ile

5

10

Ser Tyr Ala Asn Leu His Gly Cys Glu Leu

25

30

Val Pro Gly Asp Arg Thr Thr Ile Asp Leu

40

45

Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr

55

60

Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser

70

75

Phe Thr Thr Gly Gly Gly Thr Leu Gly His

85

His

Artificial Sequence

synthetic construct

90

Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1
Asn Arg Ser Ser

20

5

Tyr

10

Ala Asn Leu His Gly Cys Glu Leu Thr

25

30

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Ser

35
Tyr Val His Tyr
50
Val Ser Leu Ile
65

Lys Glu Thr Phe

Ser

Cys

Thr

85

Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

70

Thr

55

40

75

60

45
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Thr Trp
15

Thr Tyr

Ser Ser

Glu Tyr

Asn Pro

80

His His

95

Trp
15

Tyr

Ser Pro

Ala

80
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<210> 63
<211> 101

<212> PRT

<213> Artificial Sequence

<220><223>
<400> 63

Ala Ile Glu Val

1
Thr Asn Arg Ser
20
Gly Ile Lys Asp
35
Pro Tyr Val His
50

Glu Val Ser Leu

65

Ala Lys Glu Thr

His His His His
100

<210> 64

<211> 86

<212> PRT

synthetic construct

Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

5 10 15
Ser Tyr Ala Asn Tyr His Gly Cys Glu Leu Ala Tyr
25 30
Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln
40 45
Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr
55 60

Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

70 75 80

Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His
85

90 95

His

<213> Artificial Sequence

<220><223>

<400> 64

synthetic construct

Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Thr

1 5 10 15

Asn Arg Ser Ser Tyr Ala Asn Tyr His Gly Cys Glu Leu Ala Tyr Gly

20 25 30

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln Pro
35

40 45
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SIEdd

Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

50

55

60

Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala

65

70

Lys Glu Thr Phe Thr Thr

<210>
<211>
<212>

<213>

85

65
101
PRT

Artificial Sequence

<220><223> synthetic construct

<400>

65

75

80

Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1

Thr Asn Arg Ser

Gly Ile Lys Asp

Pro Tyr Val His

50

5 10

20 25

35 40

55

30

45

60

15

Ser Tyr Ala Asn Leu Pro Gly Cys Glu Leu Thr Tyr

Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Ser

Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

65

Ala Lys Glu Thr

70

85 90

His His His His His

<210>

<211>

<212>

<213>

100
66
86
PRT

Artificial Sequence

<220><223> synthetic construct

<400>

66

75
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Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His

95
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Ile Glu Val Glu Asp

1 5
Asn Arg Ser Ser Tyr
20
Ile Lys Asp Val Pro
35
Tyr Val His Tyr Ser
50

Val Ser Leu Ile Cys

65
Lys Glu Thr Phe Thr
85

<210> 67

<211> 101
<212> PRT
<213>
<220><223>
<400> 67
Ala Ile Glu Val
1 5
Thr Asn Arg Ser

20

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln

35

Pro Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

50
Glu Val Ser Leu
65
Ala Lys Glu Thr
85
His His His His His

100

Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Thr

Ala Asn Leu Pro Gly Cys Glu Leu Thr Tyr Gly

Gly Asp Arg Thr Thr Ile Asp Leu Asn Ser Pro

Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala

70

Thr

70

55

Artificial Sequence

55

40

synthetic construct

40

25

25

10

10

90

75

75

60

60

30

45

30

45

-111 -

15

15

95

80

Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

Ser Tyr Ser Asn Leu His Gly Cys Glu Leu Ala Tyr

Ile Cys Leu Thr Thr Asp Gly Thr Tyr Asn Asn Pro

80

Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His
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<210

> 68

<211> 86

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 68
Ile Glu Val Glu Asp
1 5
Asn Arg Ser Ser Tyr
20
Ile Lys Asp Val Pro
35

Tyr Val His Tyr Ser

50

Val Ser Leu Ile Cys

65

Lys Glu Thr Phe Thr
85

<210> 69

<211> 101

<212> PRT

Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Thr

10

15

Ser Asn Leu His Gly Cys Glu Leu Ala Tyr Gly

25

30

Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln Pro

40

45

Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

55

60

Leu Thr Thr Asp Gly Thr Tyr Asn Asn Pro Ala

70

Thr

<213> Artificial Sequence

<220><223> synthetic construct

<400> 69

75

80

Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1 5

10

15

Ile Asn Arg Ser Ser Tyr Ala Asn Leu His Gly Cys Glu Leu Thr Tyr

20

25

30

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Ser

35

40

45

Pro Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

50

55

60

- 112 -
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Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

65

70

75 80

Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His

85

His His His His His
100

<210> 70
<211> 86
<212> PRT
<213>
<220><223>
<400> 70
Ile Glu Val Glu Asp
1 5
Asn Arg Ser Ser Tyr

20

Ile Lys Asp Val Pro

35
Tyr Val His Tyr Ser
50
Val Ser Leu Ile Cys
65
Lys Glu Thr Phe Thr
85
<210> 71
<211> 101
<212> PRT
<213>
<220><223>

<400> 71

90

Artificial Sequence

synthetic construct

95

Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Ile

10

15

Ala Asn Leu His Gly Cys Glu Leu Thr Tyr Gly

25

30

Gly Asp Arg Thr Thr Ile Asp Leu Asn Ser Pro

40

45

Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

55

60

Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala

70

Thr

Artificial Sequence

synthetic construct

75 80

Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

10

15
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Thr Ala Arg Ser Ala Tyr Ser His His His Tyr

20

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr

35

Pro Tyr Val His Tyr Ser Ile Gly Asn Leu Lys

50

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly

65

Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr

85

His His His His His
100

<210> 72
<211> 86
<212> PRT
<213>
<220><223>
<400> 72
Ile Glu Val Glu Asp
1 5

Ala Arg Ser Ala Tyr

20
Ile Lys Asp Val Pro
35
Tyr Val His Tyr Ser
50
Val Ser Leu Ile Cys
65
Lys Glu Thr Phe Thr

85

<210> 73

<211> 100

25

40

55

70

90

Artificial Sequence

synthetic construct

Val Thr Asp Thr Thr Ala

10

Ser His His His Tyr Cys

25

Gly Asp Arg Thr Thr Ile

40

Ile Gly Asn Leu Lys Pro

55

Leu Thr Thr Asp Gly Thr

70

Thr

75

75

Cys Glu Leu Thr Tyr
30
Ile Asp Leu Arg Gln
45
Pro Asp Thr Glu Tyr
60

Thr Tyr Ser Asn Pro

80
Leu Gly His His His

95

Leu Ile Thr Trp Thr
15

Glu Leu Thr Tyr Gly

30
Asp Leu Arg Gln Pro
45
Asp Thr Glu Tyr Glu
60
Tyr Ser Asn Pro Ala

80
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<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 73

Ala Ile Glu Val Glu Asp Val Thr

1 5

Thr Asn Arg Ser Ser Tyr Ala Asn
20

Gly Ile Lys Asp Val Pro Gly Asp

35 40

Tyr Val His Tyr Ser Ile Gly Asn

50 55
Val Ser Leu Ile Cys Leu Thr Thr
65 70
Lys Glu Thr Phe Thr Thr Gly Gly

85
His His His His
100

<210> 74
<211> 85
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct

<400> 74

Ile Glu Val Glu Asp Val Thr Asp

1 5
Asn Arg Ser Ser Tyr Ala Asn Tyr
20
Ile Lys Asp Val Pro Gly Asp Arg
35 40
Val His Tyr Ser Ile Gly Asn Leu

50 55

Asp Thr

10
Tyr His
25

Arg Thr

Leu Lys

Asp Gly

Gly Thr

90

Thr Thr

10
His His
25

Thr Thr

Lys Pro

Thr

His

Thr

Pro

Thr
75

Leu

Cys

Ile

Asp

Ala Leu Ile Thr Trp
15
Cys Glu Leu Thr Tyr
30
Ile Asp Leu Glu Leu
45

Asp Thr Glu Tyr Glu

60

Tyr Ser Asn Pro Ala
80

Gly His His His His

95

Leu Ile Thr Trp Thr

15
Glu Leu Thr Tyr Gly
30
Asp Leu Glu Leu Tyr
45
Thr Glu Tyr Glu Val
60
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SIEdl

Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala Lys

65 70 75 80
Glu Thr Phe Thr Thr
85
<210> 75
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 75
Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp
1 5 10 15
Thr Asn Arg Ser Ser Tyr Ser Asp Leu Pro Gly Cys Glu Leu Thr Tyr
20 25 30

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Ser Ser

35 40 45
Pro Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr
50 95 60
Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro
65 70 75 80
Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His
85 90 95
His His His His His
100

<210

> 76

<211> 86

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 76

Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Thr

1 5 10 15
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Asn Arg Ser Ser

20

Ile Lys Asp Val
35

Tyr Val His Tyr

SHEd

Tyr Ser Asp Leu Pro Gly Cys Glu Leu Thr Tyr

25 30
Pro Gly Asp Arg Thr Thr Ile Asp Leu Ser Ser Pro
40 45

Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

50 55 60
Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala
65 70 75 80
Lys Glu Thr Phe Thr Thr

85

<210> 77
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 77
Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp
1 5 10 15
Thr His Arg Ser Ala Tyr Ser Asn His Ser Phe Cys Glu Leu Thr Tyr

20
Gly Ile Lys Asp
35
Pro Tyr Val His
50
Glu Val Ser Leu
65

Ala Lys Glu Thr

His His His His
100

<210> 78

<211> 86

25 30
Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Thr
40 45
Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr
55 60
Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro
70

75 80

Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His

85 90 95

His
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<212> PRT

<213> Artificial Sequence

<220><223>

<400> 78

Ile Glu Val Glu Asp

1 5

His Arg Ser Ala Tyr
20

Ile Lys Asp Val Pro

35
Tyr Val His Tyr Ser
50

Val Ser Leu Ile Cys

65

Lys Glu Thr Phe Thr
85

<210> 79

<211> 101

<212> PRT

synthetic construct

Val Thr Asp Thr Thr

10

Ser Asn His Ser Phe
25

Gly Asp Arg Thr Thr

40
Ile Gly Asn Leu Lys

55

Ala

Cys

Pro

Leu Thr Thr Asp Gly Thr

70

Thr

<213> Artificial Sequence

<220><223>
<400> 79

Ala Ile Glu Val Glu

1 5

Thr Asn Arg Ser Leu
20

Gly Ile Lys Asp Val

35

synthetic construct

Asp Val Thr Asp Thr

10

Tyr Ala Asn Phe His
25

Pro Gly Asp Arg Thr

40

75

Thr

Thr

Val Tyr Val His Tyr Ser Ile Gly Asn Leu Lys

50

55

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly

65

70

75

Leu Ile Thr Trp Thr
15
Glu Leu Thr Tyr Gly
30

Asp Leu Asn Thr Pro

45
Asp Thr Glu Tyr Glu
60
Tyr Ser Asn Pro Ala

80

Ala Leu Ile Thr Trp

15
Cys Glu Leu Thr Tyr
30
Ile Asp Leu Glu Gln
45
Pro Asp Thr Glu Tyr
60

Thr Tyr Ser Asn Pro

80
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Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His
85 90 95
His His His His His
100
<210> 80
<211> 86
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 80
Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Thr
1 5 10 15

Asn Arg Ser Leu Tyr Ala Asn Phe His Gly Cys Glu Leu Thr Tyr Gly

20 25 30

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Glu GIn Val
35 40 45
Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu
50 95 60
Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala
65 70 75 80
Lys Glu Thr Phe Thr Thr

85

<210> 81

<211> 101

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 81

Ala Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1 5 10 15

Thr Asn Arg Ser Ser Tyr Ser Asn Leu Pro Gly Cys Glu Leu Thr Tyr
20 25 30

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln
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35

45

Val Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

50

60

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro

65

80

Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Thr Leu Gly His His His

85
His His His His His
100
<210> 82
<211> 86

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 82

Ile Glu Val Glu Asp

1 5
Asn Arg Ser Ser Tyr
20
Ile Lys Asp Val Pro
35
Tyr Val His Tyr Ser
50

Val Ser Leu Ile Cys

65

Lys Glu Thr Phe Thr
85

<210> 83

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

95

Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Thr

15

Ser Asn Leu Pro Gly Cys Glu Leu Thr Tyr Gly

30

Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln Val

45

Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

60

Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala

80
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<400> 83
Ser Asp Glu Phe Gly His Tyr Asp Gly
1 5
<210> 84
<211> 9
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 84
Ser Asp Asp Phe Asp Asn Tyr Glu Trp
1 5
<210> 85
<211>

9
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 85
Ser Asp Asp Phe Ala Asp Tyr Val Trp
1 5
<210> 86
<211> 9
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 86
Ser Asp Asp Phe Gly Glu Tyr Val Trp
1 5
<210> 87
<211> 9
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 87

Leu Asp Asp Trp Gly Ser Tyr His Val
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<210> 88

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 88

Ser Asp Glu Val Gly Asp Tyr Val Val
1 5

<210> 89

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 89

Ser Asp Asp Phe Ala Glu Tyr Val Gly
1 5

<210> 90

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 90

Ser Asp Asp Phe Glu Glu Tyr Val Val

1 5

<210> 91

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 91

Ser Asp Glu Val Gly Gln Tyr Val Gly

1 5
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<210> 92

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 92

Ser Asp Asp Ile Gly Leu Tyr Val Trp
1 5

<210> 93

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 93

Ser Asp Glu His Ala Glu Phe Ile Gly
1 5

<210> 94

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 94

Trp Trp His Ser Ala Trp

1 5

<210> 95

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 95

Trp Tyr His Met Ala Trp

1 5

<210> 96

<211> 6
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<212> PRT
<213> Artificial Sequence

<220><223> synthetic construct

<400> 96

Trp Tyr His His Ala His

1 5

<210> 97

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 97

Trp Tyr His Gln Ala Trp

1 5

<210> 98

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 98

Trp Phe His Gln Ala Trp

1 5

<210> 99

<211> 10

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 99

Tyr Thr Asp Gln Glu Ala Gly Asn Pro Ala

1 5 10
<210> 100
<11> 11

<212> PRT
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<213> Artificial Sequence

<220><223> synthetic construct

<400> 100

Thr Asn Arg Ser Ser Tyr Tyr Asn Leu His Gly
1 5 10
<210> 101

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 101

Ile Asn Arg Ser Tyr Tyr Ala Asp Leu His Gly
1 5 10
<210> 102

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 102

Thr Asn Arg Ser Ser Tyr Ser His Leu Asp Gly
1 5 10
<210> 103

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 103

Ile Asn Arg Ser Ser Tyr His Asn Phe Pro His
1 5 10
<210> 104

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct
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<400> 104
Thr Asn Arg Ser Ser Tyr Ser Asn His Leu Gly

1 5 10

<210> 105

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 105

Thr Asn Arg Ser Ser Tyr Ser Asn Phe His Gly
1 5 10
<210> 106

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 106

Thr Asn Arg Ser Phe Tyr Ser Asn Leu His Gly
1 5 10
<210> 107

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 107

Thr Asn Arg Ser Ser Tyr Ala Tyr Leu His Gly
1 5 10
<210> 108

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 108
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Ile Asn Arg Ser Ser Tyr Ala Asn Leu His Gly
1 5 10
<210> 109

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 109

Thr Asn Arg Ser Ser Tyr Ala Asn Tyr His Gly

1 5 10

<210> 110

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 110

Thr Asn Arg Ser Ser Tyr Ala Asn Leu Pro Gly
1 5 10
<210> 111

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 111

Thr Asn Arg Ser Ser Tyr Ser Asn Leu His Gly
1 5 10
<210> 112

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 112

Thr Ala Arg Ser Ala Tyr Ser His His His Tyr

SIHS31 10-2024-0093725



1 5 10
<210> 113

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 113

Thr Asn Arg Ser Ser Tyr Ala Asn Tyr His His
1 5 10
<210> 114

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 114

Thr Asn Arg Ser Ser Tyr Ser Asp Leu Pro Gly

1 5 10

<210> 115

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 115

Thr His Arg Ser Ala Tyr Ser Asn His Ser Phe
1 5 10
<210> 116

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 116

Thr Asn Arg Ser Leu Tyr Ala Asn Phe His Gly
1 5 10

<210> 117
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<211> 11
<212> PRT
<213> Artificial Sequence

<220><223> synthetic construct

<400> 117

Thr Asn Arg Ser Ser Tyr Ser Asn Leu Pro Gly
1 5 10
<210> 118

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 118

Ser Ser Pro Tyr Val His

1 5

<210> 119

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 119

Asp Gln Ile Tyr Val His

1 5

<210> 120

211> 7

<212> PRT

<213> Artificial Sequence
<220><223

> synthetic construct

<400> 120

Ser Ala Ala Ile Tyr Val His

1 5

<210> 121

<211> 6
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<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 121

Asn Ser Pro Tyr Val His

1 5

<210> 122

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 122

Asn Asn Ile Tyr Val His

1 5

<210> 123

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 123

Asn Gln Pro Tyr Val His

1 5

<210> 124

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 124

Arg Gln Pro Tyr Val His

1 5

<210> 125

<211> 5

<212> PRT

<213> Artificial Sequence
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<220><223> synthetic construct
<400> 125

Glu Leu Tyr Val His

1 5

<210> 126

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 126

Asn Thr Pro Tyr Val His

1 5

<210> 127

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 127

Glu Gln Val Tyr Val His

1 5

<210> 128

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 128

Asn Gln Val Tyr Val His

1 5

<210> 129

<11> 11

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct

<400> 129
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Leu Thr Thr Asp Gly Thr Tyr Ser Asn Pro Ala

1 5 10
<210> 130

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 130

Leu Thr Thr Asp Gly Thr Tyr Asn Asn Pro Ala
1 5 10
<210> 131

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 131

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10
<210> 132

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 132

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

1 5 10
<210> 133

<211> 585

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 133

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu

- 132 -

15
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1

Glu Asn Phe Lys

Phe

Ser

65

Arg

Pro

Asp

Arg

145

Tyr

Cys

Ser

Arg

Lys
225

Val

Ser Pro

35
Ala Lys
50

Leu His

Glu Thr

Arg Asn

Arg Leu

115
Asn Glu
130

His Pro

Lys Ala

Leu Leu

Ala Lys

195

Ala Phe

210

Ala Glu

His Thr

20

Phe

Thr

Thr

Tyr

100

Val

Tyr

Pro

180

Lys

Phe

Glu

Ala Leu Val

Glu Asp His

Cys Val Ala
55
Leu Phe Gly
70
Gly Glu Met

85

Cys Phe Leu

Arg Pro Glu

Thr Phe Leu
135
Phe Tyr Ala

150

Phe Thr Glu
165

Lys Leu Asp

Arg Leu Lys

Ala Trp Ala

215

Ala Glu Val
230
Cys Cys His

245

Leu

Val
40

Asp

Asp

Val
120

Lys

Pro

Cys

Cys
200

Val

Ser

Gly

10
Ile Ala Phe

25

Lys Leu Val

Glu Ser

Lys Leu Cys
75
Asp Cys Cys

90

His Lys Asp
105
Asp Val Met

Lys Tyr Leu
Glu Leu Leu

155

Cys Gln Ala
170

Leu Arg Asp

185

Ala Ser

Leu

Ala Arg Leu

Lys Leu Val
235
Asp Leu Leu

250

Ala

Asn

Glu

60

Thr

Ala

Asp

Cys

Tyr

140

Phe

Ala

Gln

Glu

45

Asn

Val

Lys

Asn

Thr

125

Glu

Phe

Asp

15
Tyr Leu Gln

30

Val Thr

Cys Asp Lys

Ala Thr

Leu

80

Gln Glu Pro

95

Pro Asn Leu
110

Ala Phe His

Ile Ala Arg

Ala Lys Arg

160

Lys Ala Ala

175

Glu Gly Lys Ala Ser

Gln

Lys

205

190

Phe Gly Glu

Ser GIn Arg Phe Pro

220

Thr Asp Leu Thr

Lys

240

Glu Cys Ala Asp Asp

255

- 133 -
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Arg Ala Asp Leu

Ser

Cys

Leu

305

Arg

Tyr

Cys

385

Tyr

Val

465

Leu

Tyr

Lys

His

Tyr
370

Asn

Lys

Val

450

Lys

Val

Val

Leu

275

Lys

Pro

Thr

355

Leu

Phe

Ser

Ser

435

Asp

Thr

Asn

Pro

260

Lys

Asp

Asp

Asp

340

Thr

Lys

Thr

420

Lys

Tyr

Pro

Arg

Ala

Glu

Val

Phe

Val

325

Tyr

Leu

Val

Lys

Asn

405

Pro

Cys

Leu

Val

Arg

485

Lys

Cys

Val
310

Phe

Ser

Phe

Thr

Cys

Ser

Ser

470

Pro

Lys Glu Phe

Tyr Ile Cys Glu Asn

Cys Glu

280

Asn Asp
295

Glu Ser

Leu Gly

Val Val

Lys Cys

360
Asp Glu
375

Asn Cys

Leu Leu

Leu Val

Lys His

440
Val Val
455

Asp Arg

Cys Phe

265

Lys

Lys

Met

Leu

345

Cys

Phe

Val

425

Pro

Leu

Val

Ser

Pro

Met

Asp

Phe

330

Leu

Lys

Leu

Arg

410

Val

Asn

Thr

Ala

490

Asn Ala Glu Thr

Leu

Pro

Val

315

Leu

Leu

Pro

Phe

395

Tyr

Ser

Lys

475

Leu

Phe

Gln Asp Ser
270
Leu Glu Lys

285

Ala Asp Leu
300

Cys Lys Asn

Tyr Glu Tyr

Arg Leu Ala

350

Ala Asp Pro
365

Leu Val Glu

380

Glu Gln Leu

Thr Lys Lys

Arg Asn Leu
430
Lys Arg Met
445
Leu Cys Val
460

Cys Cys Thr

Glu Val Asp

Thr Phe His

- 134 -

Ile Ser

Ser His

Pro Ser

Tyr Ala

320

Ala Arg

335

Lys Thr

His Glu

Glu Pro

Val Pro

415

Gly Lys

Pro Cys

Leu His

Glu Ser
480

Glu Thr
495

Ala Asp
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500 505 510
Ile Cys Thr Leu Ser Glu Lys Glu Arg Gln Ile Lys Lys Gln Thr Ala
515 520 525
Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gln Leu

530 535 540

Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys
545 550 555 560
Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val
565 570 575
Ala Ala Ser Gln Ala Ala Leu Gly Leu
580 585
<210> 134
<211> 680
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 134

Ser Gln Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1 5 10 15
Trp Ser Asp Asp Phe Gly Glu Tyr Val Trp Cys Glu Leu Thr Tyr Gly
20 25 30
Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Tyr His
35 40 45
His Ala His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu
50 55 60

Val Ser Leu Ile Cys Arg Ser Gly Asp Met Ser Ser Asn Pro Ala Lys

65 70 75 80
Glu Thr Phe Thr Thr Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp
85 90 95
Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu
100 105 110

Asn Phe Lys Ala Leu Val Leu Ile Ala Phe Ala Gln Tyr Leu Gln Gln

- 135 -
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115

Ser Pro Phe

130
Ala Lys Thr
145

Leu His Thr

Glu Thr Tyr

Arg Asn Glu

195
Arg Leu Val
210
Asn Glu Glu
225

His Pro Tyr

Lys Ala Ala

Leu Leu Pro
275
Ala Lys Gln
290
Ala Phe Lys
305

Ala Glu Phe

His Thr Glu

Ala Asp Leu

355

Glu

Cys

Leu

180

Cys

Arg

Thr

Phe

Phe

260

Lys

Arg

Cys
340

Ala

Asp

Val

Phe

165

Phe

Pro

Phe

Tyr

245

Thr

Leu

Leu

Trp

325

Cys

Lys

His Val

135
Ala Asp
150

Gly Asp

Met

Leu Gln

215
Leu Lys
230

Ala Pro

Glu Cys

Asp Glu

Lys Cys

295

310

Val Ser

His

Tyr Ile

120

Lys

Lys

Asp

His

200

Asp

Lys

Cys

Leu

280

Lys

Asp

Cys

360

Leu Val

Ser

Leu Cys

170
Cys Cys
185

Lys Asp

Val Met

Leu

Tyr

Leu Leu

250

265

Arg Asp

Leu

Ser

Arg Leu

Leu Val

330
Leu Leu
345

Glu Asn

125

Asn Glu Val

140
Glu Asn Cys
155
Thr Val

Ala Lys

Asp Asn Pro

205
Cys Thr
220
Tyr
235

Phe Phe Ala

Ala Asp Lys

Glu Gly Lys
285
GIn Lys Phe
300
Ser Gln Arg
315

Thr Asp Leu

Glu Cys

Gln Asp Ser

365

Thr

Asp

Thr

190

Asn

Phe

Lys

Phe

Thr

Asp
350

Ile

- 136 -

Glu

Lys

Leu

175

Pro

Leu

His

Arg

Arg

255

Ser

Pro

Lys

335

Asp

Ser

Phe

Ser
160

Arg

Pro

Asp

Arg

240

Tyr

Cys

Ser

Arg

Lys

320

Val

Arg

Ser
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Lys

His

Tyr

465

Asn

Lys

Val

545

Lys

Val

Val

Cys

Leu Lys
370

Ala Glu

Ala Asp

Lys Asp

Pro Asp

435

Thr Thr

450

Ala Lys

Leu Ile

Phe Gln

Ser Thr

515
Ser Lys
530

Asp Tyr

Thr Pro

Asn Arg

Pro Lys
595

Thr Leu

Glu

Val

Phe

Val

420

Tyr

Leu

Val

Lys

Asn

500

Pro

Cys

Leu

Val

Arg

580

Glu

Ser

Cys

Val
405

Phe

Ser

Phe

Thr

Cys

Ser

Ser

565

Pro

Phe

Cys

Asn

390

Leu

Val

Lys

Asp

470

Asn

Leu

Leu

Lys

Val

550

Asp

Cys

Asn

Glu
375

Asp

Ser

Val

Cys

455

Cys

Leu

Val

His

535

Val

Arg

Phe

Ala

Lys Pro

Glu Met

Lys Asp

Met Phe

425

Leu Leu

440

Cys Ala

Phe Lys

Glu Leu

Val Arg

505

520

Pro Glu

Leu Asn

Val Thr

Ser Ala

585
Glu Thr
600

Glu Lys Glu Arg Gln

Leu

Pro

Val
410

Leu

Leu

Pro

Phe

490

Tyr

Ser

Lys
570

Leu

Phe

Leu Glu
380

Ala Asp

395

Cys Lys

Tyr Glu

Arg Leu

Ala Asp

460
Leu Val

475

Thr Lys

Arg Asn

Lys Arg

540
Leu Cys
955

Cys Cys

Glu Val

Thr Phe

Lys Ser

Leu Pro

Asn Tyr

Tyr Ala

430
Ala Lys
445

Pro His

Leu Gly

Lys Val

510

Leu Gly

525

Met Pro

Val Leu

Thr Glu

Asp Glu

590
His Ala

605

Ile Lys Lys Gln Thr

- 137 -

His

Ser

415

Arg

Thr

Pro

495

Pro

Lys

Cys

His

Ser

975

Thr

Asp

Ala

Cys

Leu

400

Arg

Tyr

Cys

480

Tyr

Val

560

Leu

Tyr

Ile

Leu
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610

615

620

Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu GIn Leu Lys

625

630

635

640

Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala

645

Asp Asp Lys Glu Thr
660
Ala Ser Gln Ala Ala
675

<210> 135
<211> 785
<212> PRT
<213>
<220><223>
<400> 135
Ser Gln Ile Glu Val

1 5

Trp Ser Asp Asp Phe
20
Ile Lys Asp Val Pro
35
His Ala His Tyr Ser
50
Val Ser Leu Ile Cys

65

Glu Thr Phe Thr Thr
85
Gly Gly Gly Ser Arg
100
Val Thr Asp Thr Thr
115

Tyr Val Trp Cys Glu

650
Cys Phe Ala Glu Glu
665
Leu Gly Leu

680

Artificial Sequence

synthetic construct

Lys Asp Val Thr Asp

10

Gly Glu Tyr Val Trp

25

Gly Asp Arg Thr Thr
40

Ile Gly Asn Leu Lys
95

Arg Ser Gly Asp Met

70

Gly Gly Gly Gly Ser

90

Leu Asp Ala Pro Ser

105

Ala Leu Ile Thr Trp
120

Leu Thr Tyr Gly Ile

655
Gly Lys Lys Leu Val

670

Thr Thr Ala Leu Ile

15

Cys Glu Leu Thr Tyr
30
Ile Asp Leu Trp Tyr
45
Pro Asp Thr Glu Tyr
60
Ser Ser Asn Pro Ala

75

Gly Gly Gly Gly Ser

95

GIn Ile Glu Val Lys
110

Ser Asp Asp Phe Gly

125

Lys Asp Val Pro Gly

- 138 -

Thr

His

Lys

80

Asp

Glu

Asp
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Arg
145

Asn

His

225

Lys

Lys

Asp

His

305

Asp

Lys

Cys

130 135 140

Thr Thr Ile Asp Leu Trp Tyr His His Ala His Tyr Ser
150 155
Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser Leu Ile Cys
165 170
Asp Met Ser Ser Asn Pro Ala Lys Glu Thr Phe Thr Thr
180 185 190
Gly Ser Gly Gly Gly Gly Ser Asp Ala His Lys Ser Glu

195 200 205

Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu
210 215 220
Ala Phe Ala Gln Tyr Leu Gln Gln Ser Pro Phe Glu Asp
230 235
Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val
245 250
Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe

260 265 270

Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu
275 280 285
Cys Cys Ala Lys Gln Glu Pro Glu Arg Asn Glu Cys Phe
290 295 300
Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro
310 315
Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe

325 330

Tyr Leu Tyr Glu Ile Ala Arg Arg His Pro Tyr Phe Tyr

340 345 350

Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr
355 360 365

GIn Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu

370 375 380

- 139 -

[le Gly

160
Arg Ser
175

Gly Gly

Val Ala

Val Leu

His Val

240

Ala Asp

255

Gly Asp

Met Ala

Leu Gln

Glu Val

320

Leu Lys

335

Ala Pro

Glu Cys

Asp Glu
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Leu Arg Asp

385

Ala Ser Leu

Ala Arg Leu

Lys Leu Val
435
Asp Leu Leu

450

Cys Glu Asn
465

Lys Pro Leu

Glu Met Pro

Lys Asp Val

515

Met Phe Leu
530

Leu Leu Leu

545

Cys Ala Ala

Phe Lys Pro

Glu Leu Phe

595

Val Arg Tyr
610

Glu Val Ser

Glu

Gln

Ser
420

Thr

Leu

500

Cys

Tyr

Arg

Leu

580

Thr

Arg

Gly Lys Ala Ser

390

Lys Phe Gly Glu
405

Gln Arg Phe Pro

Asp Leu Thr Lys
440
Cys Ala Asp Asp

455

Asp Ser Ile Ser
470

Glu Lys Ser His

485

Asp Leu Pro Ser

Lys Asn Tyr Ala

520

Glu Tyr Ala Arg
535
Leu Ala Lys Thr
550
Asp Pro His Glu
565

Val Glu Glu Pro

Gln Leu Gly Glu

600

Lys Lys Val Pro
615

Asn Leu Gly Lys

Ser

Arg

Lys

425

Val

Arg

Ser

Cys

Leu

505

Arg

Tyr

Cys

585

Tyr

Gln

Val

Ala Lys Gln Arg Leu Lys

His

Lys

His

Tyr
570

Asn

Lys

Val

Gly

395

Phe

Thr

Asp

Leu

475

Lys

Pro

Thr

555

Leu

Phe

Ser

Ser

Lys Ala

Phe Ala

Glu Cys
445
Leu Ala

460

Lys Glu

Asp Phe

Asp Val

525

Asp Tyr
540

Thr Leu

Lys Val

Ile Lys

Gln Asn

605
Thr Pro
620

Lys Cys

Trp

430

Cys

Lys

Cys

Val
510

Phe

Ser

Phe

590

Ala

Thr

Cys

- 140 -

Ala

415

Val

His

Tyr

Cys

Asn

495

Leu

Val

Lys

Asp

975

Asn

Leu

Leu

Lys

Cys

400

Val

Ser

480

Asp

Ser

Val

Cys

560

Cys

Leu

Val

His

ZIHSd 10-2024-0093725



625 630
Pro Glu Ala Lys Arg Met Pro Cys

645

Leu Asn Gln Leu Cys Val Leu His
660
Val Thr Lys Cys Cys Thr Glu Ser
675 680
Ser Ala Leu Glu Val Asp Glu Thr
690 695
Glu Thr Phe Thr Phe His Ala Asp

705 710

Arg Gln Ile Lys Lys GIn Thr Ala
725
Pro Lys Ala Thr Lys Glu Gln Leu
740
Ala Phe Val Glu Lys Cys Cys Lys
755 760
Ala Glu Glu Gly Lys Lys Leu Val

770 775

Leu

785

<210> 136

<211> 7

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 136

Glu Asp Val Thr Asp Thr Thr
1 5

<210> 137

<211> 8

<212> PRT

635 640
Ala Glu Asp Tyr Leu Ser Val Val

650 655

Glu Lys Thr Pro Val Ser Asp Arg
665 670
Leu Val Asn Arg Arg Pro Cys Phe
685
Tyr Val Pro Lys Glu Phe Asn Ala
700
[le Cys Thr Leu Ser Glu Lys Glu

715 720

Leu Val Glu Leu Val Lys His Lys
730 735
Lys Ala Val Met Asp Asp Phe Ala
745 750
Ala Asp Asp Lys Glu Thr Cys Phe
765
Ala Ala Ser Gln Ala Ala Leu Gly

780

- 141 -
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<213> Artificial Sequence

<220><223>
<400> 137
Gly Asn Leu
1

<210> 138
<211> 585
<212> PRT
<213> Homo
<400> 138
Asp Ala His

1

Glu Asn Phe

Gln Cys Pro

35

Phe Ala Lys
50

Ser Leu His

65

Arg Glu Thr

Glu Arg Asn

Pro Arg Leu
115
Asp Asn Glu

130

Arg His Pro
145

Tyr Lys Ala

synthetic construct

Lys

Pro Asp Thr Lys

5

sapiens

Lys

Lys

20

Phe

Thr

Thr

Tyr

Glu

100

Val

Glu

Tyr

Ala

Ser Glu Val Ala His

5

Ala Leu Val Leu Ile
25
Glu Asp His Val Lys
40
Cys Val Ala Asp Glu
95
Leu Phe Gly Asp Lys

70

Gly Glu Met Ala Asp
85
Cys Phe Leu Gln His
105
Arg Pro Glu Val Asp
120
Thr Phe Leu Lys Lys

135

Phe Tyr Ala Pro Glu
150
Phe Thr Glu Cys Cys

165

Arg

10

Ala

Leu

Ser

Leu

Cys

90

Lys

Val

Tyr

Leu

Gln

170

Phe Lys Asp Leu Gly Glu

Phe Ala Gln

Val Asn Glu

45

Ala Glu Asn
60

Cys Thr Val

75

Cys Ala Lys

Asp Asp Asn

Met Cys Thr
125
Leu Tyr Glu

140

Leu Phe Phe
155

Ala Ala Asp

Tyr
30

Val

Cys

Pro

110

Ala

Lys

- 142 -

15

Leu

Thr

Asp

Thr

Glu
95

Asn

Phe

Lys

Ala

175

Gln

Lys

Leu

80

Pro

Leu

His

Arg

Arg

160

Ala
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Cys Leu Leu Pro

Ser Ala Lys

Arg

Lys

225

Val

Arg

Ser

Cys

Leu

305

Arg

Tyr

Cys

385

Tyr

Gln

Ala

210

His

Lys

His

Tyr
370

Asn

Lys

Val

195

Phe

Thr

Asp

Leu

275

Lys

Pro

Thr

355

Leu

Phe

Ser

180

Gln

Lys

Phe

Leu

260

Lys

Asp

Asp

Asp
340

Thr

Lys

Gln

Lys

Arg

Cys

245

Val

Phe

Val

325

Tyr

Leu

Val

Lys

Asn

405

Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser

Leu

Trp

230

Cys

Lys

Cys

Val
310

Phe

Ser

Phe

390

Ala

Thr Pro Thr

Lys

Ala

215

Val

His

Tyr

Cys

Asn

295

Leu

Val

Lys

Asp

375

Asn

Cys

200

Val

Ser

280

Asp

Ser

Val

Cys

360

Glu

Cys

185

Ala

Lys

Asp

Cys

265

Lys

Lys

Met

Leu
345

Cys

Phe

Leu Leu Val

Ser Leu

Arg Leu

Leu Val

235
Leu Leu
250

Glu Asn

Pro Leu

Met Pro

Asp Val

315

Phe Leu
330

Leu Leu

Lys Pro

Leu Phe

395

Arg Tyr

410

Leu Val Glu Val Ser

Gln Lys

205

Ser Gln
220

Thr Asp

Glu Cys

Gln Asp

Leu Glu

285
Ala Asp
300

Cys Lys

Tyr Glu

Arg Leu

Ala Asp

365
Leu Val
380

Glu Gln

Thr Lys

Arg Asn

190

Phe

Arg

Leu

Ser

270

Lys

Leu

Asn

Tyr

Ala

350

Pro

Glu

Leu

Lys

Leu

- 143 -

Phe Pro

Thr Lys

240

Asp Asp

255

Ile Ser

Ser His

Pro Ser

Tyr Ala

320

Ala Arg

335

Lys Thr

His Glu

Glu Pro

400

Val Pro
415

Gly Lys
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420 425

430

Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys

435 440
Ala Glu Asp Tyr Leu Ser Val Val Leu Asn

450 455

Glu Lys Thr Pro Val Ser Asp Arg Val Thr
465 470
Leu Val Asn Arg Arg Pro Cys Phe Ser Ala
485 490
Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr
500 505
Ile Cys Thr Leu Ser Glu Lys Glu Arg Gln

515 520

Leu Val Glu Leu Val Lys His Lys Pro Lys
530 535
Lys Ala Val Met Asp Asp Phe Ala Ala Phe

545 550

Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys

565 570
Ala Ala Ser Gln Ala Ala Leu Gly Leu
580 585
<210> 139
<211> 10

<212> PRT
<

213> Artificial Sequence

<220><223> synthetic construct

<400> 139

Arg Ser Gly Asp Met Ser Ser Asn Pro Ala
1 5 10
<210> 140

<211> 10

<212> PRT

Gln

Lys

475

Leu

Phe

Ile

Ala

Val

555

445

Leu Cys Val Leu His

460

Cys Cys Thr Glu Ser

480

Glu Val Asp Glu Thr

495

Thr Phe His Ala Asp

510

Lys Lys Gln Thr Ala

525

Thr Lys Glu Gln Leu

540

Glu Lys Cys Cys Lys

- 144 -

975

560

Lys Leu Val
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<213> Artificial Sequence

<220><223> synthetic construct

<220><221> MISC_FEATURE

<222> (5)..(5)

<223> Xaa 1is any of Ala, Gly, Leu, Ile and Val
<220><221> MISC_FEATURE

<222> (10)..(10)

<223> Xaa 1is any of Ala, Gly, Leu, Ile and Val
<400> 140

Gly Gly Gly Gly Xaa Gly Gly Gly Gly Xaa

1 5 10

<210> 141

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<220><221> MISC_FEATURE

<222> (5)..(5)

<223> Xaa is any of Ala, Gly, Leu, Ile and Val
<220><221> MISC_FEATURE

<222> (10)..(10)

<223> Xaa is any of Ala, Gly, Leu, Ile and Val
<220><221> MISC_FEATURE

<222> (15)..(15)

<223> Xaa is any of Ala, Gly, Leu, Ile and Val

<400> 141

Gly Gly Gly Gly Xaa Gly Gly Gly Gly Xaa Gly Gly Gly Gly Xaa

1 5 10

<210> 142

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

- 145 -

15
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<400> 142

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10

<210> 143

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 143

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

<210> 144

<211> 680

<212> PRT

<213> Artificial Sequence

<220><223

> synthetic construct

<400> 144

Ser Gln Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1 5 10 15

Trp Ser Asp Asp Phe Gly Glu Tyr Val Trp Cys Glu Leu Thr Tyr Gly

20 25 30

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Tyr His
35 40 45

His Ala His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

50 55 60

Val Ser Leu Ile Cys Arg Ser Gly Asp Met Ser Ser Asn Pro Ala Lys
65 70 75 80
Glu Thr Phe Thr Thr Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Asp
85 90 95
Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu
100 105 110

Asn Phe Lys Ala Leu Val Leu Ile Ala Phe Ala Gln Tyr Leu Gln Gln

- 146 -
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115

Ser Pro Phe
130

Ala Lys Thr

145

Leu His Thr

Glu Thr Tyr

Arg Asn Glu
195
Arg Leu Val
210
Asn Glu Glu
225

His Pro Tyr

Lys Ala Ala

Leu Leu Pro

275

Ala Lys Gln
290

Ala Phe Lys

305

Ala Glu Phe

His Thr Glu

Ala Asp Leu

355

Glu Asp His

Cys Val Ala

150

Leu Phe Gly
165

Gly Glu Met

180

Cys Phe Leu

Arg Pro Glu

Thr Phe Leu
230
Phe Tyr Ala

245

Phe Thr Glu

260

120

Val Lys
135

Asp Glu

Asp Lys

Ala Asp

GIn His

200
Val Asp
215

Lys Lys

Pro Glu

Cys Cys

Leu Val Asn Glu
140
Ser Ala Glu Asn
155
Leu Cys Thr Val
170

Cys Cys Ala Lys

185

Lys Asp Asp Asn

Val Met Cys Thr

220

Tyr Leu Tyr Glu
235

Leu Leu Phe Phe

250

GIn Ala Ala Asp

265

Lys Leu Asp Glu Leu Arg Asp Glu Gly

Arg Leu Lys

Ala Trp Ala
310

Ala Glu Val
325

Cys Cys His

340

Ala Lys Tyr

280
Cys Ala
295

Val Ala

Ser Lys

Gly Asp

Ile Cys

360

Ser Leu Gln Lys
300
Arg Leu Ser Gln

315

Leu Val Thr Asp
330

Leu Leu Glu Cys

345

Glu Asn GIn Asp

125

Val

Cys

Pro

205

Lys

Lys

285

Phe

Arg

Leu

Ser

365

Thr

Asp

Thr

190

Asn

Phe

Lys

Phe

Thr

Asp
350

Ile

- 147 -

Glu Phe

Lys Ser

160

Leu Arg

175

Pro Glu

Leu Pro

His Asp

Arg Arg

240

Arg Tyr

255

Ala Cys

Ser Ser

Glu Arg

Pro Lys

320

Lys Val
335

Asp Arg

Ser Ser
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Lys

His

Tyr
465

Asn

Lys

Val

545

Lys

Val

Val

Cys

Leu Lys Glu

370

Ala Asp Phe

Lys Asp Val
420
Pro Asp Tyr

435

Thr Thr Leu
450

Ala Lys Val

Leu Ile Lys

Phe Gln Asn

500

Ser Thr Pro
515

Ser Lys Cys

530

Asp Tyr Leu

Thr Pro Val

Asn Arg Arg

580

Pro Lys Glu
595

Thr Leu Ser

Cys

Val
405

Phe

Ser

Phe

Thr

Cys

Ser

Ser

565

Pro

Phe

Cys

Asn

390

Leu

Val

Lys

Asp

470

Asn

Leu

Leu

Lys

Val

550

Asp

Cys

Asn

Glu

375

Asp

Ser

Val

Cys

455

Cys

Leu

Val

His

535

Val

Arg

Phe

Ala

Lys

Lys

Met

Leu

440

Cys

Phe

Val

520

Pro

Leu

Val

Ser

Glu
600

Pro

Met

Asp

Phe

425

Leu

Lys

Leu

Arg

505

Val

Asn

Thr

585

Thr

Glu Lys Glu Arg Gln

Leu

Pro

Val

410

Leu

Leu

Pro

Phe

490

Tyr

Ser

Lys

570

Leu

Phe

Leu Glu

380

Ala Asp
395

Cys Lys

Tyr Glu

Arg Leu

Ala Asp
460
Leu Val

475

Thr Lys

Arg Asn

Lys Arg

540
Leu Cys
955

Cys Cys

Glu Val

Thr Phe

Lys Ser

Leu Pro

Asn Tyr

Tyr Ala

430

Ala Lys

445

Pro His

Leu Gly

Lys Val

510

Leu Gly
525

Met Pro

Val Leu

Thr Glu

Asp Glu
590
His Ala

605

Ile Lys Lys Gln Thr

- 148 -

His

Ser

415

Arg

Thr

Pro

495

Pro

Lys

Cys

His

Ser

975

Thr

Asp

Ala

Cys

Leu

400

Arg

Tyr

Cys

480

Tyr

Val

560

Leu

Tyr

Ile

Leu
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610
Val Glu Leu Val Lys

625

Ala Val Met Asp Asp

645

Asp Asp Lys Glu Thr

660

Ala Ser Gln Ala Ala
675
<210> 145
<211> 785

<212> PRT

615 620
His Lys Pro Lys Ala Thr Lys Glu Gln Leu Lys

630 635 640

Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala
650 655
Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala
665 670
Leu Gly Leu

680

<213> Artificial Sequence

<220><223> synthetic construct

<400> 145

Ser GIn Ile Glu Val

1 5
Trp Ser Asp Asp Phe
20
Ile Lys Asp Val Pro
35
His Ala His Tyr Ser
50

Val Ser Leu Ile Cys

65
Glu Thr Phe Thr Thr
85
Gly Gly Gly Gly Arg
100
Val Thr Asp Thr Thr

115

Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

10 15
Gly Glu Tyr Val Trp Cys Glu Leu Thr Tyr Gly
25 30
Gly Asp Arg Thr Thr Ile Asp Leu Trp Tyr His
40 45
Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu
55 60

Arg Ser Gly Asp Met Ser Ser Asn Pro Ala Lys

70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
90 95
Leu Asp Ala Pro Ser Gln Ile Glu Val Lys Asp
105 110
Ala Leu Ile Thr Trp Ser Asp Asp Phe Gly Glu

120 125
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Tyr Val Trp Cys Glu Leu Thr Tyr Gly Ile Lys Asp Val Pro

130 135 140
Arg Thr Thr Ile Asp Leu Trp Tyr His His Ala His Tyr Ser
145 150 155
Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser Leu Ile Cys
165 170
Gly Asp Met Ser Ser Asn Pro Ala Lys Glu Thr Phe Thr Thr
180 185 190

Gly Gly Gly Gly Gly Gly Gly Gly Asp Ala His Lys Ser Glu

195 200 205
His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu
210 215 220
Ile Ala Phe Ala Gln Tyr Leu Gln Gln Ser Pro Phe Glu Asp
225 230 235
Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val
245 250

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe

260 265 270
Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu
275 280 285
Asp Cys Cys Ala Lys Gln Glu Pro Glu Arg Asn Glu Cys Phe
290 295 300
His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro
305 310 315

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe

325 330
Lys Tyr Leu Tyr Glu Ile Ala Arg Arg His Pro Tyr Phe Tyr
340 345 350
Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr
355 360 365

Cys Gln Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu

- 150 -

Gly Asp

[le Gly

160
Arg Ser
175

Gly Gly

Val Ala

Val Leu

His Val

240

Ala Asp

255

Gly Asp

Met Ala

Leu Gln

Glu Val

320

Leu Lys

335

Ala Pro

Glu Cys

Asp Glu
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Leu

385

Lys

Asp

Cys
465

Lys

Lys

Met

Leu

545

Cys

Phe

Val

370

Arg Asp

Ser Leu

Arg Leu

Leu Val
435

Leu Leu

450

Glu Asn

Pro Leu

Met Pro

Asp Val

515
Phe Leu
530

Leu Leu

Ala Ala

Lys Pro

Leu Phe
595
Arg Tyr

610

Glu

Gln

Ser
420

Thr

Leu

500

Cys

Tyr

Arg

Leu

580

Thr

375

Gly Lys Ala

390
Lys Phe Gly
405

Gln Arg Phe

Asp Leu Thr

Cys Ala Asp

455
Asp Ser Ile
470
Glu Lys Ser
485

Asp Leu Pro

Lys Asn Tyr

Glu Tyr Ala
535
Leu Ala Lys
550
Asp Pro His
565

Val Glu Glu

GIn Leu Gly

Ser

Pro

Lys

440

Asp

Ser

His

Ser

520

Arg

Thr

Pro

Glu
600

Ser

Arg

Lys

425

Val

Arg

Ser

Cys

Leu

505

Arg

Tyr

Cys

585

Tyr

Ala

His

Lys

His

Tyr
570

Asn

Lys

Lys Lys Val Pro Gln Val

615

Lys

395

Phe

Thr

Asp

Leu

475

Lys

Pro

Thr

555

Leu

Phe

Ser

380

Gln Arg

Lys Ala

Phe Ala

Glu Cys

445

Leu Ala

460

Lys Glu

Glu Val

Asp Phe

Asp Val

525
Asp Tyr
540

Thr Leu

Lys Val

[le Lys

GIn Asn
605
Thr Pro

620

Leu Lys

Trp Ala

415

430

Cys His

Lys Tyr

Cys Cys

Glu Asn

495
Val Glu
510

Phe Leu

Ser Val

Glu Lys

Phe Asp

975

GIn Asn

590

Ala Leu

Thr Leu
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Cys

400

Val

Ser

480

Asp

Ser

Val

Cys

560

Cys

Leu

Val
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Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys

625

Pro Glu Ala Lys

Leu Asn Gln Leu
660
Val Thr Lys Cys
675
Ser Ala Leu Glu
690

Glu Thr Phe Thr

705

Arg Gln Ile Lys

Pro Lys Ala Thr

740

Ala Phe Val Glu
755

Ala Glu Glu Gly

770
Leu
785
<210> 146
<211> 83

<212> PRT

<213> Artificial Sequence

635

Arg Met Pro Cys Ala Glu Asp

645

Cys

Cys

Val

Phe

Lys

725

Lys

Lys

Lys

650

Val Leu His Glu Lys Thr

665

Thr Glu Ser Leu Val Asn

630

Asp Glu Thr Tyr Val Pro

His Ala Asp Ile Cys Thr

715

Gln Thr Ala Leu Val Glu

730

Glu Gln Leu Lys Ala Val

745

Cys Cys Lys Ala Asp Asp

760

Lys Leu Val Ala Ala Ser

<220><223> synthetic construct

<400> 146

Tyr

Pro

Arg

Lys

700

Leu

Leu

Met

Lys

780

Cys Cys Lys His
640

Leu Ser Val Val

655
Val Ser Asp Arg
670
Arg Pro Cys Phe
685

Glu Phe Asn Ala

Ser Glu Lys Glu

720
Val Lys His Lys
735
Asp Asp Phe Ala
750
Glu Thr Cys Phe
765

Ala Ala Leu Gly

Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Ser

1

5

10

15

Asp Asp Phe Gly Glu Tyr Val Trp Cys Glu Leu Thr Tyr Gly Ile Lys

20

25

30

- 152 -
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Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Tyr His His Ala

35 40 45
His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser
50 55 60
Leu Ile Cys Arg Ser Gly Asp Met Ser Ser Asn Pro Ala Lys Glu Thr
65 70 75 80

Phe Thr Thr

<210> 147

<211> 5

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<220><221> MISC_FEATURE

<222> (5)..(5)

<223> Xaa is any of Ser, Ala, Gly, Leu, Ile, and Val

<400> 147

Gly Gly Gly Gly Xaa

1 5

<210> 148

<211> 5

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 148

Gly Gly Gly Gly Ser

1 5

<210> 149

<211> 5

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct

<400> 149

- 153 -
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Gly Gly Gly Gly Gly

1
<210>
<211>

<212>

<213> Artificial Sequence

<220><223>

<400>

Gly Gly Gly Gly Ala

1

<210>
<211>

<212>

<213> Artificial Sequence

<220><223>

<400>

His His His His His His His His

1

<210>

<211>

<212>

<213>

<220><223>

<400>

5
150
5

PRT

150

5

151
8
PRT

151

5
152
13

PRT

Artificial Sequence

152

synthetic construct

synthetic construct

synthetic construct

Gly Gly Gly Gly Ser His His His His His His His His

1

<210>

<211>

<212>

<213>

<400>

Glu Ala His Lys Ser Glu Ile Ala His Arg Tyr Asn Asp Leu Gly Glu

5
153
584
PRT
mus muscus
153

10

10

- 154 -
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Gln His

Lys Cys

Phe Ala
50

Ser Leu

65

Arg Glu

Glu Arg

Pro Pro

Glu Asn

130
Arg His
145

Tyr Asn

Cys Leu

Ser Val

Arg Ala

210
Asn Ala
225

Val Asn

Arg Ala

Phe Lys Gly Leu
20

Ser Tyr Asp Glu

35

Lys Thr Cys Val

His Thr Leu Phe

70
Asn Tyr Gly Glu
85

Asn Glu Cys Phe

Phe Glu Arg Pro
115

Pro Thr Thr Phe

Pro Tyr Phe Tyr
150
Glu Ile Leu Thr
165
Thr Pro Lys Leu
180

Arg Gln Arg Met

195

Phe Lys Ala Trp

Asp Phe Ala Glu

230

Lys Glu Cys Cys
245

Glu Leu Ala Lys

Val Leu Ile
25
His Ala Lys
40
Ala Asp Glu
55

Gly Asp Lys

Leu Ala Asp

Leu Gln His

105

Met Gly His

135

Ala Pro Glu

Gln Cys Cys

Asp Gly Val

185

Lys Cys Ser

200

Ala Val Ala

Ile Thr Lys

His Gly Asp

Tyr Met Cys

Ala Phe

Leu Val

Ser Ala

Leu Cys

75

Cys Cys

90

Lys Asp

Ala Met

Tyr Leu

Leu Leu

155

170

Lys Glu

Ser Met

Arg Leu

Leu Ala

235

Ser

Thr

Asp

Cys

His

140

Tyr

Lys

Ser
220

Thr

Lys

Asn

Thr

125

Tyr

Asp

Lys

205

Asp

Leu Leu Glu Cys

250

Tyr

30

Val

Cys

Pro

Pro
110

Ser

Val

Lys

Leu

190

Phe

Thr

Leu

Ala

Glu Asn Gln Ala Thr

- 155 -

Leu

Thr

Asp

Asn

95

Ser

Phe

175

Val

Phe

Thr

Asp

255

Ile

Gln

Asp

Lys

Leu

80

Pro

Leu

Lys

Arg

160

Ser

Ser

Pro

Lys

240

Asp

Ser
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Ser

Cys

Arg

Tyr

Cys

Lys

385

Tyr

Val

Val

465

Leu

Tyr

Lys

Leu

290

His

Tyr
370

Asn

Val

450

Lys

Val

Val

260
Leu Gln
275

Ser Glu

Ala Asp

Lys Asp

Pro Asp

340
Ala Thr
355

Gly Thr

Leu Val

Phe Gln

Ser Thr

420
Thr Lys
435

Asp Tyr

Thr Pro

Thr

Val

Phe

Val

325

Tyr

Leu

Val

Lys

Asn

405

Pro

Cys

Leu

Val

Cys

Val
310

Phe

Ser

Leu

Thr

390

Thr

Cys

Ser

Ser

470

Glu Arg Arg Pro

485

Pro Lys Glu Phe

500

Cys

His

295

Leu

Val

Lys

375

Asn

Leu

Thr

Cys

Lys

Asp
280

Asp

Asp

Ser

Cys

360

Cys

Leu

Val

Leu

440

His

Phe

Ala

265

Lys Pro

Thr Met

Thr Phe

330

Leu Leu

345

Cys Ala

Phe Gln

Asp Leu

Val Arg

Pro Glu

Leu Asn

Val Thr

Ser Ala
490
Glu Thr

505

Leu

Pro

Val

315

Leu

Leu

Pro

Tyr

Asp

Arg

Lys
475

Leu

Phe

Leu

Ala

300

Cys

Tyr

Arg

Leu

380

Thr

Arg

Val

460

Cys

Thr

Thr

270
Lys Lys
285

Asp Leu

Lys Asn

Glu Tyr

Leu Ala

350
Asn Pro
365

Val Glu

Lys Leu

Gln Lys

Asn Leu

430

Arg Leu

445

Cys Leu

Cys Ser

Val Asp

Phe His

510

- 156 -

Ala His

Pro Ala

Tyr Ala

320

Ser Arg

335

Lys Lys

Pro Ala

Glu Pro

Gly Glu

400
Ala Pro
415

Gly Arg

Pro Cys

Leu His

Gly Ser

430
Glu Thr
495

Ser Asp
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Ile Cys Thr Leu Pro Glu Lys Glu Lys Gln Ile

515 520

Leu Ala Glu Leu Val Lys His Lys Pro Lys Ala
530 535
Lys Thr Val Met Asp Asp Phe Ala Gln Phe Leu
545 550 555
Ala Ala Asp Lys Asp Thr Cys Phe Ser Thr Glu
565 570

Thr Arg Cys Lys Asp Ala Leu Ala

580

<210> 154

<211> 584

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 154

Glu Ala His Lys Ser Glu Ile Ala His Arg Tyr

1 5 10

GIn His Phe Lys Gly Leu Val Leu Ile Ala Phe
20 25

Lys Ser Ser Tyr Asp Glu His Ala Lys Leu Val

35 40

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala
50 55
Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys
65 70 75
Arg Glu Asn Tyr Gly Glu Leu Ala Asp Cys Cys
85 90
Glu Arg Asn Glu Cys Phe Leu Gln His Lys Asp

100 105

Pro Pro Phe Glu Arg Pro Glu Ala Glu Ala Met

Lys Lys Gln Thr Ala

525
Thr Ala Glu GIn Leu
540
Asp Thr Cys Cys Lys
560
Gly Pro Asn Leu Val

575

Asn Asp Leu Gly Glu
15
Ser Gln Tyr Leu Gln
30
GIn Glu Val Thr Asp

45

Ala Asn Cys Asp Lys
60
Ala Ile Pro Asn Leu
80
Thr Lys Gln Glu Pro
95
Asp Asn Pro Ser Leu

110

Cys Thr Ser Phe Lys

- 157 -
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Glu Asn

130
Arg His
145

Tyr Asn

Cys Leu

Ser Val

Arg Ala

210

Asn Ala

225

Val Asn

Arg Ala

Ser Lys

Cys Leu

290

305

Glu Ala

Arg His

Tyr Glu

115

Pro

Pro

Thr

Arg

195

Phe

Asp

Lys

Leu
275

Ser

Lys

Pro

Ala

355

Thr

Tyr

Pro

180

Gln

Lys

Phe

Leu
260

Gln

Glu

Asp

Asp

Asp

340

Thr

Thr Phe

Phe Tyr

150

Leu Thr

165

Lys Leu

Arg Met

Ala Trp

230

Cys Cys
245

Ala Lys

Thr Cys

Val Glu

Phe Val

310
Val Phe
325

Tyr Ser

Leu Glu

Met

135

Asp

Lys

His

Tyr

Cys

His

295

Leu

Val

Lys

120

Gly His

Pro Glu

Cys Cys

Gly Val

185
Cys Ser
200

Val Ala

Thr Lys

Gly Asp

Met Cys

265
Asp Lys
280

Asp Thr

Asp Gln

Gly Thr

Ser Leu
345
Cys Cys

360

Tyr Leu His

140

Leu Leu Tyr
155

Ala Glu Ala

170

Lys Glu Lys

Ser Met Gln

Arg Leu Ser
220
Leu Ala Thr

235

Leu Leu Glu
250

Glu Asn Gln

Pro Leu Leu

Met Pro Ala
300

Glu Val Cys

315
Phe Leu Tyr
330

Leu Leu Arg

Ala Glu Ala

125

Tyr Ala

Asp Lys

Ala Leu

190
Lys Phe
205

Gln Thr

Asp Leu

Cys Ala

Ala Thr

270
Lys Lys
285

Asp Leu

Lys Asn

Glu Tyr

Leu Ala

350

Asn Pro

365

- 158 -

Ala

Glu

175

Val

Phe

Thr

Asp

255

Pro

Tyr

Ser

335

Lys

Pro

Arg

Gln

160

Ser

Ser

Pro

Lys

240

Asp

Ser

His

320

Arg

Lys

Ala
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Cys

Lys

385

Tyr

Val

Val

465

Leu

Tyr

Leu

Lys

545

Thr

<210>

Tyr Gly Thr
370

Asn Leu Val

Gly Phe Gln

Val

Ser Thr

420

Gly Thr Lys

435

Glu Asp Tyr

450

Lys Thr Pro

Val Glu Arg

Val Pro Lys
500

Cys Thr Leu
515

Ala Glu Leu

530

Thr Val Met

Ala Asp Lys

Arg Ser Lys
580

155

<211> 84

<212>

<213>

PRT

Val

Lys

Asn

405

Pro

Cys

Leu

Val

Arg

485

Pro

Val

Asp

Asp
565

Asp

Leu Ala Glu Phe Gln

Thr

390

Thr

Cys

Ser

Ser

470

Pro

Phe

Lys

Asp

550

Thr

375

Asn

Leu

Thr

Cys

Lys

Lys

His

535

Phe

Cys

Leu

Artificial Sequence

Cys Asp Leu
Leu Val Arg
410
Val Glu Ala

425

Leu Pro Glu

440

Ile Leu Asn

His Val

Thr

Phe Ser Ala

490

Ala Glu Thr
905

Glu Lys Gln

520

Lys Pro Lys

Ala Gln Phe

Phe Ser Thr
570

Ala

Pro Leu Val
380

Tyr Glu Lys

395

Tyr Thr Gln

Ala Arg Asn

Asp Gln Arg
445
Arg Val Cys
460
Lys Cys Cys
475

Leu Thr Val

Phe Thr Phe

Ile Lys Lys

525

Ala Thr Ala
540

Leu Asp Thr

555

Glu Gly Pro

Glu Glu Pro

Leu Gly Glu

400

Lys Ala Pro
415

Leu Gly Arg

430

Leu Pro Cys

Leu Leu His

Ser Gly Ser
480
Asp Glu Thr

495

His Ser Asp
510

Gln Thr Ala

Glu Gln Leu

Cys Cys Lys

560

Asn Leu Val

975
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<220><223> synthetic construct

<400> 155

Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp His
1 5 10 15

Asp Ala Phe Gly Tyr Asp Phe Gly Cys Glu Leu Thr Tyr Gly Ile Lys

20 25 30

Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Pro Asp His Phe His
35 40 45
Asn Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser
50 55 60
Leu Ile Cys Ala Asn Asp His Gly Phe Asp Ser Asn Pro Ala Lys Glu
65 70 75 80
Thr Phe Thr Thr

<210> 156

<211> 84

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 156

Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp His

1 5 10 15

Asp Ala Phe Gly Tyr Asp Phe Gly Cys Glu Leu Thr Tyr Gly Ile Lys

20 25 30

Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Pro Asp His Phe His

35 40 45

GIn Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser

50 55 60
Leu Ile Cys Ala Asn Asp His Gly Phe Asp Ser Asn Pro Ala Lys Glu
65 70 75 80

Thr Phe Thr Thr

- 160 -
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<210> 157

<211> 183

<212> PRT

<213> Artificial Sequence

<220><223>

<400> 157

Ser GIn Ile Glu Val

1

Trp

Ile

Phe

Val
65

Lys

Pro

Thr

His

145

Ala

His

Lys

His

50

Ser

Ser

Trp

130

Phe

Val

Lys

Asp Ala

20
Asp Val
35

Gln Tyr

Leu Ile

Thr Phe

Gln Ile

100
His Asp
115

Lys Asp

His Gln

Ser Leu

5

Phe

Pro

Ser

Cys

Thr

85

Glu

Ala

Val

Tyr

Ile

165

synthetic construct

Lys Asp Val

Gly Tyr Asp

Gly Asp Arg
40
Ile Gly Asn
55
Ala Asn Asp
70

Thr Thr Gly

Val Lys Asp

Phe Gly Tyr
120
Pro Gly Asp

135

Thr Asp Thr Thr

10

Phe Gly Cys Glu

25

Thr Thr Ile Asp

Leu Lys Pro Asp

60

His Gly Phe Asp

75

Gly Gly Gly Ser

90

Val Thr Asp Thr

105

Asp Phe Gly Cys

Arg Thr Thr Ile

140

Ser Ile Gly Asn Leu Lys Pro

150

155

Cys Ala Asn Asp His Gly Phe

Glu Thr Phe Thr Thr

180

<210> 158

<211> 685

170

Ala Leu Ile Thr

15

Leu Thr Tyr Gly

30

Leu Pro Asp His

45

Thr Glu Tyr Glu

Ser Asn Pro Ala

80

Arg Leu Asp Ala

95

Thr Ala Leu Ile

110

Glu Leu Thr Tyr

125

Asp Leu Pro Asp

Asp Thr Glu Tyr

160

Asp Ser Asn Pro
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175
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<212> PRT

<213> Artificial Sequence

<220><223>

<400> 158

synthetic construct

Ser Gln Ile Glu Val Lys Asp Val Thr

1

5

Trp His Asp Ala Phe Gly Tyr Asp Phe

Ile Lys Asp
35
Phe His Gln
50
Val Ser Leu
65

Lys Glu Thr

Asn Asp Leu

115

Ser Gln Tyr
130

Gln Glu Val

Ala Asn Cys

Ala Ile Pro

Thr Lys Gln

195

Asp Asn Pro

20

Val

Tyr

Phe

Leu

Thr

Asp

Pro

Ser

Cys

Thr

Gln

Asp

Lys

165

25
Gly Asp Arg Thr
40
Ile Gly Asn Leu
55
Ala Asn Asp His
70

Thr Gly Gly Gly

Glu Ala His Lys
105
GIn His Phe Lys
120
Lys Ser Ser Tyr
135

Phe Ala Lys Thr

150

Ser Leu His Thr

Asn Leu Arg Glu Asn Tyr

180

185

Asp Thr
10

Gly Cys

Thr Ile

Lys Pro

Gly Phe

75

Gly Ser

90

Ser Glu

Gly Leu

Asp Glu

Cys Val

155
Leu Phe
170

Gly Glu

Thr Ala Leu Ile
15

Glu Leu Thr Tyr

30
Asp Leu Pro Asp
45
Asp Thr Glu Tyr
60

Asp Ser Asn Pro

Gly Gly Gly Gly

95
Ile Ala His Arg
110
Val Leu Ile Ala
125
His Ala Lys Leu
140

Ala Asp Glu Ser

Gly Asp Lys Leu
175
Leu Ala Asp Cys

190

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gln His Lys

Ser

200

205

Thr

His

80

Ser

Tyr

Phe

Val

160

Cys

Cys

Asp

Leu Pro Pro Phe Glu Arg Pro Glu Ala Glu Ala Met
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Cys
225

His

Tyr

Lys

305

Ser

Thr

Leu

385

Cys

Tyr

Arg

210

Thr Ser

Tyr Ala

Asp Lys

275
Ala Leu
290

Lys Phe

Gln Thr

Asp Leu

Cys Ala

355
Ala Thr
370

Lys Lys

Asp Leu

Lys Asn

Glu Tyr
435
Leu Ala

450

Phe

Ala

Val

Phe

Thr

340

Asp

Pro

Tyr
420

Ser

Lys

Lys

Arg

245

Ser

Ser

Pro
325

Lys

Asp

Ser

His

Arg

Lys

215
Glu Asn
230

Arg His

Tyr Asn

Cys Leu

Ser Val

295
Arg Ala
310

Asn Ala

Val Asn

Arg Ala

Ser Lys

375

Cys Leu

390

Glu Ala

Arg His

Pro

Pro

Thr

280

Arg

Phe

Asp

Lys

360

Leu

Ser

Lys

Pro

440

Thr Thr

Tyr Phe

250
[le Leu
265

Pro Lys

Gln Arg

Lys Ala

Phe Ala

330

Glu Cys

345

Leu Ala

Gln Thr

Glu Val

Asp Phe

410
Asp Val
425

Asp Tyr

Tyr Glu Ala Thr Leu

455

Phe

235

Tyr

Thr

Leu

Met

Trp

315

Cys

Lys

Cys

395

Val

Phe

Ser

Glu

220

Met Gly

Ala Pro

Gln Cys

Asp Gly

285
Lys Cys

300

Ile Thr

His Gly

Tyr Met

365
Cys Asp
380

His Asp

Glu Asp

Leu Gly

Val Ser
445
Lys Cys

460

His

Glu

Cys

270

Val

Ser

Lys

Asp

350

Cys

Lys

Thr

Thr
430

Leu

Cys

- 163 -

Tyr Leu
240
Leu Leu

255

Lys Glu

Ser Met

Arg Leu

320
Leu Ala
335

Leu Leu

Glu Asn

Pro Leu

Met Pro

400

Glu Val

415

Phe Leu

Leu Leu

Ala Glu

ZIHSd 10-2024-0093725



Ala Asn Pro Pro Ala Cys Tyr

465

Leu Val Glu

Glu Lys Leu

Thr Gln Lys
515

Arg Asn Leu

530
Gln Arg Leu
545

Val Cys Leu

Cys Cys Ser

Thr Val Asp

595
Thr Phe His
610
Lys Lys Gln
625

Thr Ala Glu

Asp Thr Cys

Gly Pro Asn
675

<210> 159

<211> 782

<212> PRT

Glu Pro

485
Gly Glu
500

Ala Pro

Gly Arg

Pro Cys

Leu His

565
Gly Ser
580

Glu Thr

Ser Asp

Thr Ala

Gln Leu

645

Cys Lys

660

Leu Val

470

Lys Asn

Tyr Gly

Val Gly

Val Glu
550

Glu Lys

Leu Val

Tyr Val

Ile Cys

615
Leu Ala
630

Lys Thr

Thr Arg

Gly Thr

Leu Val

Phe Gln

505

Ser Thr

520

Thr Lys

Asp Tyr

Thr Pro

Glu Arg

585

Pro Lys

600

Thr Leu

Glu Leu

Val Met

Asp Lys

665
Ser Lys

680

Val

Lys

490

Asn

Pro

Cys

Leu

Val

570

Arg

Pro

Val

Asp

650

Asp

Asp

Leu Ala Glu Phe Gln Pro

475

Thr

Thr

Cys

Ser
555

Ser

Pro

Phe

Lys
635

Asp

Thr

Asn Cys Asp

Leu

495

480

Tyr

Ile Leu Val Arg Tyr

510
Leu Val Glu
525

Thr Leu Pro

540

Ala Ile Leu

Glu His Val

Cys Phe Ser

590

Lys Ala Glu

Lys Glu Lys
620

His Lys Pro

Phe Ala GIn

Ala

Glu

Asn

Thr

575

Ala

Thr

Gln

Lys

Phe

655

Asp

Arg

560

Lys

Leu

Phe

640

Leu

Cys Phe Ser Thr Glu

670
Leu Ala

685

- 164 -
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ZIHSdl 10-2024-0093725

<213> Artificial Sequence

<220><223> synthetic construct

<400> 159

Ser Gln Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr
1 5 10 15

Trp His Asp Ala Phe Gly Tyr Asp Phe Gly Cys Glu Leu Thr Tyr Gly

20 25 30

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Pro Asp His
35 40 45
Phe His Gln Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu
50 55 60
Val Ser Leu Ile Cys Ala Asn Asp His Gly Phe Asp Ser Asn Pro Ala
65 70 75 80
Lys Glu Thr Phe Thr Thr Thr Gly Gly Gly Gly Ser Arg Leu Asp Ala

85 90 95

Pro Ser Gln Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile
100 105 110
Thr Trp His Asp Ala Phe Gly Tyr Asp Phe Gly Cys Glu Leu Thr Tyr
115 120 125
Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Pro Asp
130 135 140
His Phe His Gln Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr

145 150 155 160

Glu Val Ser Leu Ile Cys Ala Asn Asp His Gly Phe Asp Ser Asn Pro
165 170 175
Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Gly Ser Gly Gly Gly Gly
180 185 190
Ser Gly Gly Gly Gly Ser Glu Ala His Lys Ser Glu Ile Ala His Arg
195 200 205
Tyr Asn Asp Leu Gly Glu Gln His Phe Lys Gly Leu Val Leu Ile Ala

210 215 220
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Phe Ser
225

Val Gln

Ala Ala

Cys Ala

Cys Thr

290
Asp Asp
305

Met Cys

Leu His

Leu Tyr

Glu Ala

370
Glu Lys
385

Met Gln

Leu Ser

Ala Thr

Leu Glu

450

Asn

275

Lys

Asn

Thr

Tyr
355

Asp

Lys

Asp
435

Cys

Tyr

Val

Cys

260

Pro

Pro

Ser

Val

340

Lys

Leu

Phe

Thr
420

Leu

Ala

Asn Gln Ala Thr

Leu Gln Lys Ser

Thr
245

Asp

Asn

Ser

Phe

325

Val

405

Phe

Thr

Asp

Ile

230

Asp

Lys

Leu

Pro

Leu

310

Lys

Arg

Ser

Ser

390

Pro

Lys

Asp

Ser

Phe Ala

Ser Leu

Arg Glu

280

Glu Arg
295

Pro Pro

Glu Asn

Arg His

Tyr Asn

360
Cys Leu
375

Ser Val

Arg Ala

Asn Ala

Ser

Lys

His

265

Asn

Asn

Phe

Pro

Pro

345

Thr

Arg

Phe

Asp

425

Tyr

Thr

250

Thr

Tyr

Thr
330

Tyr

Pro

Gln

Lys

410

Phe

Asp Glu His Ala
235

Cys Val Ala Asp

Leu Phe Gly Asp
270
Gly Glu Leu Ala

285

Cys Phe Leu Gln
300

Arg Pro Glu Ala

315

Thr Phe Met Gly

Phe Tyr Ala Pro

350

Leu Thr Gln Cys
365
Lys Leu Asp Gly
380
Arg Met Lys Cys
395

Ala Trp Ala Val

Ala Glu Ile Thr

430

Val Asn Lys Glu Cys Cys His Gly

440

445

Arg Ala Glu Leu Ala Lys Tyr Met

455

460

Ser Lys Leu Gln Thr Cys Cys Asp
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Lys

Glu

255

Lys

Asp

His

His

335

Cys

Val

Ser

415

Lys

Asp

Cys

Lys

Leu

240

Ser

Leu

Cys

Lys

320

Tyr

Leu

Lys

Ser

400

Arg

Leu

Leu

Glu

Pro
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465

Leu Leu

Pro Ala

Val Cys

Leu Tyr

530

Leu Arg
545

Glu Ala

Pro Leu

Tyr Glu

Tyr Thr

610
Ala Arg
625

Asp Gln

Arg Val

Lys Cys

Leu Thr
690
Phe Thr

705

Lys

Asp

Lys

515

Leu

Asn

Val

Lys

595

Asn

Arg

Cys

Cys
675

Val

Phe

470

Lys Ala His
485

Leu Pro Ala

500

Asn Tyr Ala

Tyr Ser Arg

Ala Lys Lys
550
Pro Pro Ala
565
Glu Glu Pro
580

Leu Gly Glu

Lys Ala Pro

Leu Gly Arg

630

Leu Pro Cys
645

Leu Leu His

660

Ser Gly Ser

Asp Glu Thr

His Ser Asp

710

Cys Leu

520
Arg His

535

Tyr Glu

Cys Tyr

Lys Asn

Tyr Gly

600

Gln Val
615

Val Gly

Val Glu

Glu Lys

Leu Val

630
Tyr Val
695

Ile Cys

Ser

505

Lys

Pro

Leu
585

Phe

Ser

Thr

Asp

Thr

665

Pro

Thr

475

Glu Val
490

Asp Phe

Asp Val

Asp Tyr

Thr Leu

555
Thr Val
570

Val Lys

Gln Asn

Thr Pro

Lys Cys

635
Tyr Leu
650

Pro Val

Arg Arg

Lys Glu

Glu

Val

Phe

Ser

540

Leu

Thr

Thr

620

Cys

Ser

Ser

Pro

Phe

700

His

Leu
525

Val

Lys

Asn

605

Leu

Thr

Cys
685

Lys

Leu Pro Glu Lys

715

Asp

Asp

510

Ser

Cys

Cys
590

Leu

Val

Leu

His

670

Phe

Glu
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480

Thr Met

495

Gln Glu

Thr Phe

Leu Leu

Cys Ala

Phe Gln
575

Asp Leu

Val Arg

Pro Glu

640
Leu Asn
655

Val Thr

Ser Ala

Glu Thr

Lys Gln

720
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[le Lys Lys Gln Thr Ala Leu Ala Glu

725

Ala Thr Ala Glu Gln Leu Lys Thr Val
740 745

Leu Asp Thr Cys Cys Lys Ala Ala Asp
755 760

Glu Gly Pro Asn Leu Val Thr Arg Ser

770 775

<210> 160

<211> 84

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 160

Ile Glu Val Lys Asp Val Thr Asp Thr

1 5
Asp Pro Ser Gly Tyr Asp Phe Trp Cys
20 25
Asp Val Pro Gly Asp Arg Thr Thr Ile
35 40
Asn Tyr Ser Ile Gly Asn Leu Lys Pro
50 95

Leu Ile Cys Ala Asn Asp His Gly Phe

65 70

Thr Phe Thr Thr

<210> 161

<211> &4

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct

<400> 161

Leu

730

Met

Lys

Lys

Thr

10

Asp

Asp

Asp

Val

Asp

Asp

Asp

Leu

Leu

Thr

Ser

75

Lys His Lys Pro

735

Asp Phe Ala Gln
750
Thr Cys Phe Ser
765
Ala Leu Ala

780

Leu Ile Thr Trp

15
Thr Tyr Gly Ile
30
Pro Asp His Phe
45
Glu Tyr Glu Val
60

Tyr Pro Ala Lys
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Lys

Phe

Thr

His

Lys

His

Ser

80
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Ile Glu Val Lys Asp Val Thr Asp Thr

1 5

Asp Pro Ser Gly Tyr Asp Phe Trp Cys
20 25

Asp Val Pro Gly Asp Arg Thr Thr Ile

35 40
Gln Tyr Ser Ile Gly Asn Leu Lys Pro
50 55
Leu Ile Cys Ala Asn Asp His Gly Phe
65 70

Thr Phe Thr Thr

<210> 162

<211> 183

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<400> 162

Ser Gln Ile Glu Val Lys Asp Val Thr

1 5
Trp His Asp Pro Ser Gly Tyr Asp Phe
20 25
Ile Lys Asp Val Pro Gly Asp Arg Thr
35 40
Phe His Gln Tyr Ser Ile Gly Asn Leu
50 95

Val Ser Leu Ile Cys Ala Asn Asp His

65 70

Thr Ala
10

Glu Leu

Asp Leu

Asp Thr

Asp Ser

75

Asp Thr

10

Trp Cys

Thr Ile

Lys Pro

Gly Phe

75

Leu

Thr

Pro

60

Tyr

Thr

Asp

Asp
60

Asp

Lys Glu Thr Phe Thr Thr Thr Gly Gly Gly Gly Ser

85

90

Pro Ser GIn Ile Glu Val Lys Asp Val Thr Asp Thr

100 105

ZIHSd 10-2024-0093725

Ile Thr Trp His
15
Tyr Gly Ile Lys
30

Asp His Phe His

45

Tyr Glu Val Ser

Pro Ala Lys Glu

80

Ala Leu Ile Thr

15
Leu Thr Tyr Gly
30
Leu Pro Asp His
45

Thr Glu Tyr Glu

Ser Tyr Pro Ala

80

Arg Leu Asp Ala
95

Thr Ala Leu Ile

110
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Thr Trp His Asp Pro Ser Gly Tyr Asp Phe
115 120

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr

130 135
His Phe His Gln Tyr Ser Ile Gly Asn Leu
145 150
Glu Val Ser Leu Ile Cys Ala Asn Asp His

165 170
Ala Lys Glu Thr Phe Thr Thr
180

<210> 163
<211> 685
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct

<400> 163

Ser Gln Ile Glu Val Lys Asp Val Thr Asp

1 5 10
Trp His Asp Pro Ser Gly Tyr Asp Phe Trp
20 25
Ile Lys Asp Val Pro Gly Asp Arg Thr Thr
35 40
Phe His Gln Tyr Ser Ile Gly Asn Leu Lys
50 95

Val Ser Leu Ile Cys Ala Asn Asp His Gly

65 70

Lys Glu Thr Phe Thr Thr Gly Gly Gly Gly

Trp

Thr

Lys
155

Gly

Thr

Cys

Pro

Phe

75

Ser

85

90

Gly Gly Gly Gly Ser Glu Ala His Lys Ser

100 105

Glu

Cys Glu Leu
125

Ile Asp Leu

140

Pro Asp Thr

Phe Asp Ser

Thr Ala Leu

Glu Leu Thr
30
Asp Leu Pro
45
Asp Thr Glu
60

Asp Ser Tyr

Gly Gly Gly

Ile Ala His

110

Asn Asp Leu Gly Glu Gln His Phe Lys Gly Leu Val Leu Ile

115 120

125

- 170 -

Thr

Pro

Tyr

175

15

Tyr

Asp

Tyr

Pro

95

Tyr

Asp

Tyr
160

Pro

Thr

His

80

Ser

Arg Tyr

Ala Phe
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Ser

Thr

Asp

Cys

225

His

Tyr

Lys

305

Ser

Thr

Glu

Gln

Gln Tyr

Asn Cys

Ile Pro

Lys Gln

195
Asn Pro
210

Thr Ser

Tyr Ala

Asp Lys

275
Ala Leu
290

Lys Phe

Gln Thr

Asp Leu

Cys Ala
355

Ala Thr

Leu Gln Lys Ser Ser

Thr

Asp

Asn

180

Ser

Phe

Val

Phe

Thr
340

Asp

Ile

Asp

Lys

165

Leu

Pro

Leu

Lys

Arg

245

Ser

Ser

Pro

325

Lys

Asp

Ser

135
Phe Ala Lys
150

Ser Leu His

Arg Glu Asn

Glu Arg Asn

200
Pro Pro Phe
215
Glu Asn Pro
230

Arg His Pro

Tyr Asn Glu

Cys Leu Thr
280
Ser Val Arg
295
Arg Ala Phe
310

Asn Ala Asp

Val Asn Lys

Tyr

Thr

Thr

Tyr

185

Thr

Tyr

265

Pro

Gln

Lys

Phe

Glu

345

Asp Glu His

Cys

Leu

170

Cys

Arg

Thr

Phe

250

Leu

Lys

Arg

330

Cys

Arg Ala Glu Leu Ala

360

Ser Lys Leu Gln Thr

Val
155

Phe

Phe

Pro

Phe

235

Tyr

Thr

Leu

Met

Trp

315

Cys

Lys

Cys

140

Ala

Asp

Lys

Glu

Gly Asp Lys

Leu

Leu

220

Met

Asp

Lys

300

His

Tyr

Cys

Ala

Pro

Cys

285

Cys

Val

Thr

Met
365

Asp

Asp
190

His

His

Cys

270

Val

Ser

Lys

Asp
350

Cys

Lys

-171 -

Leu

Ser

Leu

175

Cys

Lys

Tyr

Leu

255

Lys

Ser

Arg

Leu

335

Leu

Glu

Pro

Val

160

Cys

Cys

Asp

Met

Leu

240

Leu

Met

Leu

320

Leu

Asn

Leu
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Leu

385

Cys

Tyr

Arg

465

Leu

Thr

Arg

545

Val

Cys

Thr

Thr

370

Lys

Asp

Lys

Leu

450

Asn

Val

Lys

Asn

530

Arg

Cys

Cys

Val

Phe

610

Lys Ala His

Leu Pro Ala
405
Asn Tyr Ala
420
Tyr Ser Arg
435

Ala Lys Lys

Pro Pro Ala

Glu Glu Pro

485

Leu Gly Glu
500

Lys Ala Pro

515

Leu Gly Arg

Leu Pro Cys

Leu Leu His
565

Ser Gly Ser

580
Asp Glu Thr
595

His Ser Asp

Cys

390

Arg

Tyr

Cys
470

Lys

Tyr

Val

Val

550

Glu

Leu

Tyr

Ile

375

Leu Ser

Ala Lys

His Pro

440

455

Tyr Gly

Asn Leu

Gly Phe

Val Ser

520
Gly Thr
535

Glu Asp

Lys Thr

Val Glu

Val Pro
600
Cys Thr

615

Glu Val Glu

395
Asp Phe Val
410
Asp Val Phe
425

Asp Tyr Ser

Thr Leu Glu

Thr Val Leu
475
Val Lys Thr
490
GIn Asn Ala
505

Thr Pro Thr

Lys Cys Cys

Tyr Leu Ser

955

Pro Val Ser
570

Arg Arg Pro

585

Lys Glu Phe

Leu Pro Glu

380

His

Leu

Val

Lys

460

Asn

Leu

Thr

540

Glu

Cys

Lys

Lys

620

Asp Thr

Asp Gln

Gly Thr

430

Ser Leu

445

Cys Cys

Glu Phe

Cys Asp

Leu Val

510

Val Glu

525

Leu Pro

Ile Leu

His Val

Phe Ser

590

605

Glu Lys
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Met

415

Phe

Leu

Leu
495

Arg

Asn

Thr

975

Thr

Gln

Pro

400

Val

Leu

Leu

Pro
480

Tyr

Tyr

Asp

Arg

560

Lys

Leu

Phe

Ile
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Lys Lys Gln Thr Ala Leu Ala Glu Leu Val
625 630

Thr Ala Glu Gln Leu Lys Thr Val Met Asp

645 650
Asp Thr Cys Cys Lys Ala Ala Asp Lys Asp
660 665
Gly Pro Asn Leu Val Thr Arg Ser Lys Asp
675 680
<210> 164
<211> 782
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 164
Ser Gln Ile Glu Val Lys Asp Val Thr Asp

1 5 10

Trp His Asp Pro Ser Gly Tyr Asp Phe Trp
20 25
Ile Lys Asp Val Pro Gly Asp Arg Thr Thr
35 40
Phe His Gln Tyr Ser Ile Gly Asn Leu Lys
50 95
Val Ser Leu Ile Cys Ala Asn Asp His Gly

65 70

Lys Glu Thr Phe Thr Thr Thr Gly Gly Gly
85 90
Pro Ser GIn Ile Glu Val Lys Asp Val Thr
100 105
Thr Trp His Asp Pro Ser Gly Tyr Asp Phe
115 120

Gly Ile Lys Asp Val Pro Gly Asp Arg Thr

Lys
635

Asp

Thr

Thr

Cys

Pro

Phe

75

Gly

Asp

Trp

Thr

His

Phe

Cys

Leu

Thr

Asp

Asp

60

Asp

Ser

Thr

Cys

Ile

Lys Pro Lys Ala
640

Ala Gln Phe Leu

655
Phe Ser Thr Glu
670
Ala

685

Ala Leu Ile Thr

15

Leu Thr Tyr Gly
30

Leu Pro Asp His

45

Thr Glu Tyr Glu

Ser Tyr Pro Ala
30

Arg Leu Asp Ala
95
Thr Ala Leu Ile
110
Glu Leu Thr Tyr
125

Asp Leu Pro Asp

- 173 -
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His

145

Ser

Tyr

Phe

225

Val

Cys

Cys

Asp

305

Met

Leu

Leu

Glu

130

Phe

Val

Lys

Asn
210

Ser

Thr
290

Asp

Cys

His

Tyr

Ala

370

His Gln

Ser Leu

Asp Leu

Gln Tyr

Asn Cys

260

Ile Pro
275

Lys Gln

Asn Pro

Thr Ser

Glu Val

340
Tyr Ala
355

Asp Lys

135

Tyr Ser Ile
150

[le Cys Ala

Phe Thr Thr

215
Leu Gln Lys
230
Thr Asp Phe
245

Asp Lys Ser

Asn Leu Arg

Glu Pro Glu

295

Ser Leu Pro
310

Phe Lys Glu

325

Ala Arg Arg

Glu Gln Tyr

Glu Ser Cys

375

140

Gly Asn Leu Lys Pro

Asn Asp

Gly Gly
185
Ala His

200

His Phe

Ser Ser

Ala Lys

Leu His

265

Glu Asn
280

Arg Asn

Pro Phe

Asn Pro

His Pro

345
Asn Glu
360

Leu Thr

His
170

Gly

Lys

Lys

Tyr

Thr
250

Thr

Tyr

Thr
330

Tyr

Pro

155

Gly Phe

Gly Ser

Ser Glu

Gly Leu

220
Asp Glu
235

Cys Val

Leu Phe

Cys Phe

300
Arg Pro
315

Thr Phe

Phe Tyr

Leu Thr

Lys Leu

380

Asp Thr

Asp Ser

205

Val Leu

His Ala

Ala Asp

Gly Asp

270

Leu Ala
285

Leu Gln

Met Gly

Ala Pro

350
Gln Cys
365

Asp Gly

~174 -

Tyr

175

His

Lys

255

Lys

Asp

His

His

335

Cys

Val

Tyr
160

Pro

Arg

Leu
240

Ser

Leu

Cys

Lys

320

Tyr

Leu

Lys
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Glu

385

Met

Leu

Leu

Asn

465

Leu

Pro

Val

Leu

Leu

545

Pro

Tyr

Tyr

Ala

Lys Ala Leu

Gln Lys Phe

Ser Gln Thr

420

Thr Asp Leu
435

Glu Cys Ala

Gln Ala Thr

Leu Lys Lys

Ala Asp Leu
500
Cys Lys Asn

515

Tyr Glu Tyr
530

Arg Leu Ala

Ala Asn Pro

Leu Val Glu

580

Glu Lys Leu
595

Thr Gln Lys

610

Arg Asn Leu

Val Ser Ser Val Arg

390

Gly Glu Arg Ala Phe
405
Phe Pro Asn Ala Asp
425
Thr Lys Val Asn Lys
440
Asp Asp Arg Ala Glu

455

Ile Ser Ser Lys Leu
470
Ala His Cys Leu Ser
485
Pro Ala Ile Ala Ala
505
Tyr Ala Glu Ala Lys

520

Ser Arg Arg His Pro
535
Lys Lys Tyr Glu Ala
550
Pro Ala Cys Tyr Gly
565
Glu Pro Lys Asn Leu

585

Gly Glu Tyr Gly Phe
600
Ala Pro Gln Val Ser
615

Gly Arg Val Gly Thr

Gln Arg

395

Lys Ala
410

Phe Ala

Glu Cys

Leu Ala

Gln Thr

475
Glu Val
490

Asp Phe

Asp Val

Asp Tyr

Thr Leu

555

Thr Val

570

Val Lys

GIn Asn

Thr Pro

Lys Cys

Met

Trp

Cys

Lys

460

Cys

Val

Phe

Ser

540

Leu

Thr

Thr
620

Cys

Lys

His
445

Tyr

Cys

His

Leu

525

Val

Lys

Asn

605

Leu

Thr

Cys

Val

Thr

430

Met

Asp

Asp

Asp

510

Ser

Cys

Cys

590

Leu

Val

Leu
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Ser

415

Lys

Asp

Cys

Lys

Thr

495

Thr

Leu

Cys

Phe

975

Asp

Val

Glu

Pro

Ser

400

Arg

Leu

Leu

Pro
480

Met

Phe

Leu

Leu

Arg

Ala

Glu
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625

Asp Gln

Arg Val

Lys Cys

Leu Thr
690
Phe Thr

705

Ile Lys

Ala Thr

Leu Asp

Glu Gly

770

<210>
<211>
<212>
<213>
<220><2

<400>

630
Arg Leu Pro Cys Val Glu

645

Cys Leu Leu His Glu Lys
660
Cys Ser Gly Ser Leu Val
675 680
Val Asp Glu Thr Tyr Val
695
Phe His Ser Asp Ile Cys

710

Lys Gln Thr Ala Leu Ala
725
Ala Glu Gln Leu Lys Thr
740
Thr Cys Cys Lys Ala Ala
755 760
Pro Asn Leu Val Thr Arg

775

165

86

PRT

Artificial Sequence

23> synthetic construct

165

Asp

Thr

665

Pro

Thr

Glu

Val

745

Asp

Ser

Ile Glu Val Lys Asp Val Thr Asp Thr

1

5

Pro Gly Glu Arg Ile Trp Met Phe Thr

20

25

Ile Lys Asp Val Pro Gly Asp Arg Thr

35 40

635 640
Tyr Leu Ser Ala Ile Leu Asn

650 655

Pro Val Ser Glu His Val Thr
670
Arg Arg Pro Cys Phe Ser Ala
685
Lys Glu Phe Lys Ala Glu Thr
700
Leu Pro Glu Lys Glu Lys Gln

715 720

Leu Val Lys His Lys Pro Lys
730 735
Met Asp Asp Phe Ala Gln Phe
750
Lys Asp Thr Cys Phe Ser Thr
765
Lys Asp Ala Leu Ala

780

Thr Ala Leu Ile Thr Trp Ser

10 15

Gly Cys Glu Leu Thr Tyr Gly
30

Thr Ile Asp Leu Thr Glu Asp

45
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Glu Asn Gln Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu

50

55

60

Val Ser Leu Ile Cys Pro Asn Tyr Glu Arg Ile Ser Asn Pro Ala Lys

65

Glu Thr Phe Thr
<210> 166
<211> 784
<212> PRT
<213>
<220><223>
<400> 166
Ser Gln Ile Glu

1

Trp Ser Pro Gly
20
Tyr Gly Ile Lys
35
Glu Asp Glu Asn
50
Tyr Glu Val Ser

65

Ala Lys Glu Thr

Ala Pro Ser Gln

100

Ile Thr Trp Ser
115

Leu Thr Tyr Gly

130

Leu Thr Glu Asp

145

70
Thr Thr

85

Artificial Sequence

synthetic construct

Val Lys Asp Val

5

Glu Arg Ile Trp

Asp Val Pro Gly
40
GIn Tyr Ser Ile
95
Leu Ile Cys Pro

70

Phe Thr Thr Thr
85

Ile Glu Val Lys

Pro Gly Glu Arg
120
Ile Lys Asp Val

135

Glu Asn Gln Tyr

150

75 80

Thr Asp Thr Thr Ala Leu Ile Thr

10 15

Met Phe Thr Gly Cys Glu Leu Thr

25 30

Asp Arg Thr Thr Ile Asp Leu Thr

45
Gly Asn Leu Lys Pro Asp Thr
60
Asn Tyr Glu Arg Ile Ser Asn Pro

75 80

Gly Gly Gly Gly Ser Arg Leu Asp
90 95

Asp Val Thr Asp Thr Thr Ala Leu

105 110

Ile Trp Met Phe Thr Gly Cys
125

Pro Gly Asp

Arg Thr Thr Ile Asp

140

Ser Ile Gly Asn Leu Lys Pro Asp

155 160
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Thr Glu Tyr

Asn Pro Ala

Gly Gly Ser
195

His Arg Tyr

210

[le Ala Phe

225

Leu Val

Lys

Ser Ala

Lys Leu Cys
275

Asp Cys Cys
290

His Lys Asp

305

Glu Ala Met

His Tyr Leu

Glu Leu Leu
355

Cys Ala Glu

370

Val Lys Glu

385

Ser Ser Met

Glu

Lys

180

Asn

Ser

Thr

Asp

Cys

His
340

Tyr

Lys

Gln

Val

165

Asp

245

Asn

Lys

Asn

Thr

325

Tyr

Asp

Ala

Lys

Ser

Thr

Gly

Leu

Tyr

230

Val

Cys

Pro

Pro
310

Ser

Val

Lys

Leu

390

Leu Ile Cys
Phe Thr Thr
185
Gly Ser

200

Gly Glu Gln
215

Leu Gln Lys

Thr Asp Phe

Ser

Asp Lys

265

Asn Leu Arg
280

Glu Pro Glu

295

Ser Leu Pro

Phe Lys

Ala Arg Arg

345

Glu Gln Tyr

360

Glu Ser Cys
375

Val Ser Ser

Pro Asn
170

Gly Gly

Ala His

His Phe

Ser Ser

235

Ala Lys

250

Leu His

Glu Asn

Arg Asn

Pro Phe

315

Asn Pro

330

His Pro

Asn Glu

Leu Thr

Val Arg

395

Phe Gly Glu Arg Ala Phe

Tyr

Lys

Lys
220

Tyr

Thr

Thr

Tyr

Thr

Tyr

Pro
380

Gln

Lys

Glu Arg

Gly Ser
190
Ser

205

Gly Leu

Asp Glu

Cys Val

Leu Phe

270

Arg Pro

Thr Phe

Phe Tyr
350

Leu Thr

365

Leu

Lys

Arg Met

Ala Trp

- 178 -

Val Leu

His

240

Ala Asp

255

Gly Asp

Leu Ala

Leu Gln

Met

335

Ala Pro

Gln Cys

Asp Gly

Lys Cys

400

Ala Val
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Ala Arg Leu

Lys Leu Ala
435
Asp Leu Leu

450

Cys Glu Asn
465

Lys Pro Leu

Thr Met Pro

Gln Glu Val

515

Thr Phe Leu
530

Leu Leu Leu

545

Cys Ala Glu

Phe Gln Pro

Asp Leu Tyr
595
Val Arg Tyr

610

Pro Glu Asp

405
Ser Gln Thr Phe Pro Asn
420 425
Thr Asp Leu Thr Lys Val
440
Glu Cys Ala Asp Asp Arg

455

GIn Ala Thr Ile Ser Ser
470
Leu Lys Lys Ala His Cys
485
Ala Asp Leu Pro Ala Ile
500 505
Cys Lys Asn Tyr Ala Glu

520

Tyr Glu Tyr Ser Arg Arg
935
Arg Leu Ala Lys Lys Tyr
550
Ala Asn Pro Pro Ala Cys
565
Leu Val Glu Glu Pro Lys

580 585

Glu Lys Leu Gly Glu Tyr
600
Thr Gln Lys Ala Pro Gln
615
Arg Asn Leu Gly Arg Val
630
GIn Arg Leu Pro Cys Val

645

410

Ala Asp

Asn Lys

Lys Leu
475
Leu Ser

490

Ala Lys

His Pro

555
Tyr Gly
570

Asn Leu

Gly Phe

Val Ser

Gly Thr
635
Glu Asp

650

Phe Ala Glu

430

Glu Cys Cys
445

Leu Ala Lys

460

Gln Thr Cys

Glu Val Glu

Asp Phe Val
510
Asp Val Phe

525

Asp Tyr Ser
540

Thr Leu Glu

Thr Val Leu

Val Lys Thr

590

GIn Asn Ala
605

Thr Pro Thr

620

Lys Cys Cys

Tyr Leu Ser
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415

Ile Thr

His Gly

Tyr Met

Cys Asp

480
His Asp
495

Glu Asp

Leu Gly

Val Ser

Lys Cys

560

975

Asn Cys

Ile Leu

Leu Val

Thr Leu
640
Ala Ile

655
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Leu Asn Arg Val
660
Val Thr Lys Cys
675
Ser Ala Leu Thr
690
Glu Thr Phe Thr

705

Lys Gln Ile Lys

Pro Lys Ala Thr

740

GIn Phe Leu Asp
755

Ser Thr Glu Gly

770

<210> 167
<211> 83
<212> PRT
<213>
<220><223>
<400> 167
Ile Glu Val Lys
1
Asp Asp Phe Gly
20
Asp Val Pro Gly

35

His Tyr Ser Ile
50
Leu Ile Cys Arg

65

Cys Leu Leu His

Cys Ser Gly Ser

680

Val Asp Glu Thr
695

Phe His Ser Asp

710

Lys Gln Thr Ala
725

Ala Glu GIn Leu

Thr Cys Cys Lys
760
Pro Asn Leu Val

775

Artificial Sequence

synthetic construct

Asp Val Thr Asp
5

Glu Tyr Val Trp

Asp Arg Thr Thr

40

Gly Asn Leu Lys
55
Ser Gly Asp Met

70

Glu Lys
665

Leu Val

Tyr Val

Ile Cys

Leu Ala
730
Lys Thr

745

Thr Arg

Thr Thr

10
Cys Glu
25

Ile Asp

Pro Asp

Ser Ser

Thr Pro Val

Glu Arg Arg

685

Pro Lys Glu
700

Thr Leu Pro

715

Glu Leu Val

Val Met Asp

Asp Lys Asp
765
Ser Lys Asp

780

Ala Leu Ile

Leu Thr Tyr

Leu Trp Tyr

45

Thr Glu Tyr
60
Asn Pro Ala

75

Ser Glu His
670

Pro Cys Phe

Phe Lys Ala

Glu Lys Glu

720

Lys His Lys
735

Asp Phe Ala

750

Thr Cys Phe

Ala Leu Ala

Thr Trp Ser
15

Gly Ile Lys

His His Ala

Glu Val Ser

Lys Glu Thr

80
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Phe Thr Thr

<210> 168

<211> 83

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<220><221> MISC_FEATURE

<222> (16)..(16)

<223> Xaa is Ser or Leu
<220><221> MISC_FEATURE

<222> (18)..(18)

<223> Xaa is Asp or Glu

<220><221> MISC_FEATURE

<222> (19)..(19)

<223> Xaa is any of His, Ile, Val, Phe or Trp
<220><221> MISC_FEATURE

<222> (20)..(20)

<223> Xaa is any of Ala, Gly, Glu or Asp
<220><221> MISC_FEATURE

<222> (21)..(21)

<223> Xaa is any of Glu, Leu, Gln, Ser, Asp or Asn
<220><221> MISC_FEATURE

<222> (22)..(22)

<223> Xaa is any of Phe or Tyr

<220><221> MISC_FEATURE

<222> (23)..(23)

<223> Xaa is any of Ile, Val, His, Glu or Asp

<220><221> MISC_FEATURE

<222> (24)..(24)
<223> Xaa is any of Gly, Trp or Val
<220><221> MISC_FEATURE

<222> (45)..(45)
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<223> Xaa is any of Trp, Phe or Tyr
<220><221> MISC_FEATURE

<222> (47)..(47)

<223> Xaa is any of Ser, Gln, Met or His
<220><221> MISC_FEATURE

<222> (49)..(49)

<223> Xaa is any Trp or His

<220><221> MISC_FEATURE

<222> (69)..(69)

<223> Xaa is any of Arg or Ser

<400> 168

Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Xaa

1 5 10

15

Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Glu Leu Thr Tyr Gly Ile Lys

20 25

30

Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Xaa His Xaa Ala

35 40

45

Xaa Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser

50 55

60

Leu Ile Cys Arg Xaa Gly Asp Met Ser Ser Asn Pro Ala Lys Glu Thr

65 70 75

Phe Thr Thr

<210> 169

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<220><221> MISC_FEATURE

<222> (1)..(1)

<223> Xaa is any of Ser or Leu
<220><221> MISC_FEATURE

<222> (3)..(3)
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<223> Xaa

<220><221>

<222> (4)..

<223> Xaa

<220><221>

<222> (5)..

<223> Xaa

<220><221>

<222> (6)..

<223> Xaa

<220><221>

<222> (7)..

<223> Xaa

<220><221>

<222> (8)..

<223> Xaa

<220><221>

<222> (9)..

<223> Xaa

<400> 169

1s any of Asp or Glu

MISC_FEATURE

(4)

is any of His, Ile, Val, Phe or Trp
MISC_FEATURE

(5)

1s any of Ala, Gly, Glu or Asp
MISC_FEATURE

(6)

is any of Glu, Leu, Gln, Ser, Asp or Asn

MISC_FEATURE

(7)

1s any of Phe or Tyr

MISC_FEATURE

(8)

1s any of Ile, Val, His, Glu or Asp
MISC_FEATURE

(9)

1s any of Gly, Trp or Val

Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1
<210> 170
<211> 6

<212> PRT

5

<213> Artificial Sequence

<220><223>

<220><221>

<222> (2).

<223> Xaa

<220><221>

<222> (4).

<223> Xaa

synthetic construct

MISC_FEATURE

.(2)

is any of Trp, Phe or Tyr
MISC_FEATURE

L(4)

1s any of Ser, Gln, Met or His
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<220><221> MISC_FEATURE

<222> (6)..(6)

<223> Xaa is any of Trp or His
<400> 170

Trp Xaa His Xaa Ala Xaa

1 5

<210> 171

<211> 10

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<220><221> MISC_FEATURE

<222> (2)..(2)

<223> Xaa is Arg or Ser

<400> 171

Arg Xaa Gly Asp Met Ser Ser Asn Pro Ala

1 5 10
<210> 172

<211> 87

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<220><221> MISC_FEATURE

<222> (4)..(4)

<223> Xaa is Lys or Glu
<220><221> MISC_FEATURE

<222> (16)..(16)

<223> Xaa is Thr or Ile
<220><221> MISC_FEATURE

<222> (17)..(17)

<223> Xaa is Asn or Ala
<220><221> MISC_FEATURE

<222> (20)..(20)

<223> Xaa is any of Ser, Leu, Ala, Phe and Tyr
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<220><221> MISC_FEATURE

<222> (21)..(21)

<223>

Xaa is any of Tyr, Ala,

<220><221> MISC_FEATURE

<222> (22)..(22)

<223> Xaa is any of Tyr,

<220><221> MISC_FEATURE

<222> (23)..(23)

<223> Xaa is any of Asn,

<220><221> MISC_FEATURE

<222> (24)..(24)

<223> Xaa is any of Leu,

<220><221> MISC_FEATURE

<222> (25)..(25)

<223> Xaa is any of His,

<220><221> MISC_FEATURE

<222> (26)..(26)

<223> Xaa is any of Gly,

<220><221> MISC_FEATURE
<222> (30)..(30)

<223> Xaa is Ala or Thr
<220><221> MISC_FEATURE
<222> (46)..(46)

<223> Xaa is any of Ser
<220><221> MISC_FEATURE

<222> (47)..(47)

<223> Xaa is any of Ser,

<220><221> MISC_FEATURE

<222> (48)..(48)

, Asn,

Ser,

Asp,

Phe,

Pro,

Phe,

Gln,

, Val, Ile and Ser

Ala and His

His and Tyr

His and Tyr

Ser, Leu and Asp

His and Tyr

Glu, Arg and Asp

Thr, Asn and Ala

<223> Xaa is absent or is any of Pro, Val, Ile and Ala

<220><221> MISC_FEATURE

<222> (49)..(49)

<223> Xaa is absent or is Ile
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<220><221> MISC_FEATURE
<222> (63)..(63)

<223> Xaa is Glu or Lys

<220><221> MISC_FEATURE
<222> (78)..(78)
<223> Xaa is any of

<400> 172

[le Glu Val Xaa Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp

1 5 10

Xaa Arg Ser Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Glu Leu Xaa Tyr

20 25

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Xaa Xaa

35 40

Xaa Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Xaa

50 55

Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Xaa Asn

65 70 75
Ala Lys Glu Thr Phe Thr Thr
85
<210> 173
<211> 7
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<220><221> MISC_FEATURE
<222> (4)..(4)
<223> Xaa is Ala or Thr
<400> 173
Cys Glu Leu Xaa Tyr Gly Ile
1 5

<210> 174

11> 7

60

30

45
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15

Xaa

Xaa

Tyr

Pro

80
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<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<220><221> MISC_FEATURE
<222> (1)..(D)

<223> Xaa is Lys or Glu
<400> 174

Xaa Asp Val Thr Asp Thr Thr
1 5

<210> 175

<211> 11

<212> PRT

<213> Artificial Sequence
<220><223> synthetic construct
<220><221> MISC_FEATURE
<222> (1)..(1)

<223> Xaa is Thr or Ile
<220><221> MISC_FEATURE
<222> (2)..(2)

<223> Xaa is Asn or Ala
<220><221> MISC_FEATURE

<222> (5)..(5)

<223> Xaa is any of Ser, Leu, Ala, Phe and Tyr
<220><221> MISC_FEATURE

<222> (6)..(6)

<223> Xaa is any of Tyr, Ala, Gly, Val, Ile and Ser
<220><221> MISC_FEATURE

<222> (7)..(7)

<223> Xaa is any of Tyr, Ser, Ala and His
<220><221> MISC_FEATURE

<222> (8)..(8)

<223> Xaa is any of Asn, Asp, His and Tyr
<220><221> MISC_FEATURE

<222> (9)..(9)
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<223> Xaa is any of Leu, Phe, His and Tyr
<220><221> MISC_FEATURE
<222> (10)..(10)

<223> Xaa is any of His, Pro, Ser, Leu and Asp

<220><221> MISC_FEATURE

<222> (11)..(11)

<223> Xaa is any of Gly, Phe, His and Tyr
<400> 175

Xaa Xaa Arg Ser Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 176

11> 7

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<220><221> MISC_FEATURE

<222> (1)..(1)

<223> Xaa is any of Ser, Asn, Glu, Arg and Asp
<220><221> MISC_FEATURE

<222> (2)..(2)

<223> Xaa is any of Ser, Gln, Thr, Asn and Ala

<220><221> MISC_FEATURE

<222> (3)..(3)

<223> Xaa is not present or is any of Pro, Val,

<220><221> MISC_FEATURE

<222> (4)..(4)

<223> Xaa is not present or is Ile
<400> 176

Xaa Xaa Xaa Xaa Tyr Val His

1 5

<210> 177

<211> 8

<212> PRT

Ile and Ala
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<213> Artificial Sequence

<220><223> synthetic construct
<220><221> MISC_FEATURE

<222> (8)..0

<223> Xaa is Glu or Lys

<220><221> misc_feature

<222> (8)..(8)

<223> Xaa can be any naturally occurring amino acid
<400

> 177

Gly Asn Leu Lys Pro Asp Thr Xaa

1 5

<210> 178

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct
<220><221> MISC_FEATURE

<222> (8)..(8)

<223> Xaa is Ser or Asn

<400> 178

Leu Thr Thr Asp Gly Thr Tyr Xaa Asn Pro Ala
1 5 10
<210> 179

<211> 69

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct
<220><221> misc_feature

<222> (19)..(19)

<223> N is any of G, A, T, and C

<220><221> misc_feature
<222> (22)..(22)

<223> N is any of G, A, T, and C
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<220><221> misc_feature

<222> (28)..(28)

<223> N is any of G, A, T, and C
<220><221> misc_feature

<222> (34)..(34)

<223> N is any of G, A, T, and C
<220><221> misc_feature

<222> (37)..(37)

<223> N is any of G, A, T, and C
<220><221> misc_feature

<222> (40)..(40)

<223> N is any of G, A, T, and C
<400> 179

accgcgetga ttacctggnh tnhtscgnht gstnhtnhtn htggetgtga actgacctat

ggcattaaa

<210> 180

<211> 75

<212> DNA

<213> Artificial Sequence
<220><223> synthetic construct
<220><221> misc_feature

<222> (19)..(19)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (22)..(22)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (28)..(28)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (31)..(31)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (34)..(34)
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<223> N is

<220

any of G, A, T and C

><221> misc_feature

<222> (37).
<223> N is
<220><221>

<222> (40).
<223> N is
<220><221>

<222> (43).
<223> N is
<220><221>

<222> (46).
<223> N is

<400> 180

accgcgetga ttacctggnh tnhtbstnht nhtnhtnhtn htnhtnhtgg ctgtgaactg

.(37)

any of G, A, T and C
misc_feature

.(40)

any of G, A, T and C
misc_feature

.(43)

any of G, A, T and C
misc_feature

.(46)

any of G, A, T and C

acctatggca ttaaa

<210> 181

<211> 78

<212> DNA

<213> Artificial Sequence

<220><223>
<220><221>
<222> (19).
<223> N is
<220><221>
<222> (28).
<223> N is
<220><221>
<222> (31).
<223> N is
<220><221>
<222> (34).

<223> N is

synthetic construct
misc_feature

.(19)

any of A, G, T and C
misc_feature

.(28)

any of A, G, T and C
misc_feature

.(3D)

any of A, G, T and C
misc_feature

.(34)

any of A, G, T and C
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<220><221>

<222> (43).

misc_feature

.(43)

<223> N is any of A, G, T and C

<220><221>

<222> (49).

misc_feature

.(49)

<223> N is any of A, G, T and C

<400> 181

accgcgetga ttacctggnh tvmaccgnht nhtnhtrrer genhtvttnh tggetgtgaa

ctgacctatg gcattaaa

<210> 182
<211> 64

<212> DNA

<213> Artificial Sequence

<220><223>
<220><221>
<222> (23).
<223> N is
<220><221>
<222> (26).
<223> N is

<220><221>

<222> (29).
<223> N is
<220><221>

<222> (32).
<223> N is
<220><221>

<222> (35).
<223> N is
<220><221>

<222> (38).
<223> N is

<400> 182

synthetic construct

misc_feature

.(23)

any of A, G, T

misc_feature
.(26)
any of A, G,

misc_feature

.(29)
any of A, G,
misc_feature
.(32)
any of A, G,
misc_feature
.(35)
any of A, G,
misc_feature

.(38)

any of A, G, T

and C

and C

and C

and C

and C

and C

- 192 -
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cgatcgcacc accatagatc tgnhtnhtnh tnhtnhtnht tatagcattg gtaacctgaa

accg
<210> 183
<211> 73

<212> DNA

<213> Artificial Sequence

<220><223>
<220><221>
<222> (25).
<223> N is
<220><221>
<222> (31).
<223> N is
<220><221>
<222> (34).
<223> N is
<220><221>
<222> (40).
<223> N is
<220><221>
<222> (43).
<223> N is
<220><221>
<222> (46).

<223> N is

<400> 183

synthetic construct

misc_feature

.(25)

any of A, G, T

misc_feature
.(31)
any of A, G,
misc_feature
.(34)
any of A, G,
misc_feature
.(40)
any of A, G,
misc_feature
.(43)
any of A, G,
misc_feature

.(46)

any of A, G, T

and C

and C

and C

and C

and C

and C

gaatatgaag tgagcctgat ttgenhtams nhtnhtggtn htnhtnhtkc gaaagaaacc

tttaccaccg gtg

<210> 184

<211> 76

<212> DNA

<213> Artificial Sequence

<220><223>

synthetic construct

- 193 -
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<220><221>
<222> (25).
<223> N is
<220><221>
<222> (31).
<223> N is
<220><221>
<222> (34).

<223> N is

<220><221>
<222> (37).
<223> N is
<220><221>
<222>  (40).
<223> N is
<220><221>
<222> (46).
<223> N is

<400> 184

gaatatgaag tgagcctgat ttgenhtams nhtnhtnhtn htrgenhtcc ggcgaaagaa

misc_feature
.(25)
any of A, G,
misc_feature
.(31)
any of A, G,
misc_feature
.(34)

any of A, G,

misc_feature
.(37)

any of A, G,
misc_feature
.(40)

any of A, G,
misc_feature

.(46)

and C

and C

and C

and C

and C

any of A, G, T and C

acctttacca ccggtg

<210> 185
<211> 79

<212> DNA

<213> Artificial Sequence

<220><223>

<220><221>
<222> (25).
<223> N is
<220><221>
<222> (31).
<223> N is

<220><221>

synthetic construct

misc_feature

.(25)

any of A, G, T and C

misc_feature

.(31)

any of A, G, T and C

misc_feature

- 194 -
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<222> (34)..(34)

<223> N is any of A, G, T and C

<220><221> misc_feature

<222> (40)..(40)

<223> N is any of A, G, T and C

<220><221> misc_feature

<222> (43)..(43)

<223> N is any of A, G, T and C

<400> 185

gaatatgaag tgagcctgat ttgenhtams nhtnhtggtn htnhtagcaa cccggegaaa 60

gaaaccttta ccaccggtg 79

<210> 186

<211> 57

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct

<400> 186

cagatctatg gtggtgcgat cgcccggecac atctttaatg ccataggtca gttcaca 57
<210> 187

<211> 53

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct

<400> 187

gcaaatcagg ctcacttcat attcggtatc cggtttcagg ttaccaatge tat 53
<210> 188

<211> 42

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct

<400> 188

cgggtcecggtt ggggtaccge caccggtggt aaaggtttet tt 42

<210> 189

- 195 -



<211> 16

<212> DNA

<213> Artificial Sequence
<220><223> synthetic construct
<400> 189

cgggteggtt ggggta

<210> 190

<211> 67

<212> DNA

<213> Artificial Sequence
<220><223> synthetic construct
<400> 190

ggcccagecg gecatggecg ccattgaagt gaaagatgtg accgatacca ccgegetgat
tacctgg

<210> 191

<211> 73

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct

<220><221> misc_feature

<222> (22)..(24)

<223> NNN encodes for all amino acids except Cys
<220><221> misc_feature

<222> (25)..(27)

<223> NNN encodes for Ala or Pro

<220><221> misc_feature

<222> (28)..(30)

<223> NNN encodes for all amino acids except Cys
<220><221> misc_feature

<222> (31)..(33)

<223> NNN encodes for Ala or Gly

<220><221> misc_feature

<222> (34)..(36)

<223> NNN encodes for all amino acids except Cys

- 196 -
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<220><221> misc_feature

<222> (37)..(39)

<223> NNN encodes for all amino acids except Cys

<220><221> misc_feature

<222> (40)..(42)

<223> NNN encodes for all amino acids except Cys

<400> 191

accgcgcetga ttacctggtc tnnnnnnnnn nnnnnnnnnn nnggctgtga actgacctat 60
ggcattaaag atg 73
<210> 192

<211> 69

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct

<220><221> misc_feature

<222> (19)..(20)

<223> each N is any of A, G, T and C

<220><221> misc_feature

<222> (22)..(23)

<223> each N is any of A, G, T and C
<220><221> misc_feature

<222> (28)..(29)

<223> each N is any of A, G, T and C
<220><221> misc_feature

<222> (34)..(35)

<223> each N is any of A, G, T and C
<220><221> misc_feature

<222> (37)..(38)

<223> each N is any of A, G, T and C
<220><221> misc_feature

<222> (40)..(41)

<223> each N is any of A, G, T and C

<400> 192

- 197 -
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accgcgcetga ttacctggnn knnksmgnnk gstnnknnkn nkggctgtga actgacctat

ggcattaaa

<210> 193

<211> 69

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct
<220><221> misc_feature

<222> (19)..(20)

<223> each N isany of A, T, Cor T
<220><221> misc_feature

<222> (22)..(23)

<223> each N is any of G, A, C and T
<220><221> misc_feature

<222> (25)..(26)

<223> each N is any of G, A, C and T
<220><221> misc_feature

<222> (28)..(29)

<223> each N is any of G, A, C and T

<220><221> misc_feature

<222> (31)..(32)

<223> each N is any of G, A, C and T
<220><221> misc_feature

<222> (34)..(35)

<223> each N is any of G, A, C and T
<220><221> misc_feature

<222> (37)..(37)

<223> N is any of G, A, C and T
<220><221> misc_feature

<222> (40)..(41)

<223> each N is any of G, A, C and T
<220><221> misc_feature

<222> (43)..(44)

69
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<223> each N is any of G, A, C and T

<400> 193

accgcgcetga ttacctggnn knnknnknnk nnknnknhtn nknnktgtga actgacctat 60
ggcattaaa 69
<210> 194

<211> 76

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct

<220><221> misc_feature

<222> (34)..(36)

<223> NNN encodes for all amino acids except Cys
<220><221> misc_feature

<222> (37)..(39)

<223> NNN encodes for all amino acids except Cys
<220><221> misc_feature

<222> (40)..(42)

<223> NNN encodes for all amino acids except Cys
<220><221> misc_feature

<222> (43)..(45)

<223> NNN encodes for all amino acids except Cys
<220><221> misc_feature

<222> (46)..(49)

<223> NNN encodes for all amino acids except Cys
<220><221> misc_feature

<222> (50)..(51)

<223> NNN encodes for all amino acids except Cys

<400> 194

gatgtgccgg gegatcgcecac caccatagat ctgnnnnnnn nnnnnnnnnn ntatagcatt 60
ggtaacctga aaccgg 76
<210> 195

<211> 23

<212> DNA

- 199 -



<213> Artificial Sequence

<220><223> synthetic construct

<400> 195

ccaggtaatc agcgeggtgg tat

<210> 196

<211> 23

<212> DNA

<213> Artificial Sequence
<220><223> synthetic construct
<400> 196

cagatctatg gtggtgcgat cgc
<210> 197

<211> 29

<212> DNA

<213> Artificial Sequence
<220><223> synthetic construct
<400> 197

tgtgaactga cctatggcat taaagatgt
<210> 198

<211> 75

<212> DNA
<213

> Artificial Sequence
<220><223> synthetic construct
<220><221> misc_feature

<222> (19)..(19)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (22)..(22)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (26)..(26)

<223> N is any of G, A, T and C

<220><221> misc_feature

23

23

29

SIHS31 10-2024-0093725



SIHS31 10-2024-0093725

<222> (28)..(28)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (31)..(31)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (34)..(34)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (37)..(37)

<223> nisa, c, g, ort
<220><221> misc_feature

<222> (38)..(38)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (40)..(40)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (43)..(43)

<223> N is any of G, A, T and C
<220><221> misc_feature

<222> (46)..(46)

<223> N is any of G, A, T and C
<400> 198

accgecgetga ttacctggnh tnhtvntnht nhtnhtnhtn htnhtnhtgg ctgtgaactg 60

acctatggca ttaaa 75
<210> 199

<211> 75

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct

<220><221> misc_feature

<222> (19)..(19)

- 201 -



<223> N is
<220><221>
<222> (22).
<223> N is
<220><221>
<222> (26).
<223> N is
<220><221>
<222> (28).

<223> N is

<220><221

any of G, A, T

misc_feature

.(22)

any of G, A, T

misc_feature

.(26)

any of G, A, T

misc_feature

.(28)

any of G, A, T

> misc_feature

<222> (31).
<223> N is
<220><221>

<222> (34).
<223> N is
<220><221>

<222> (37).
<223> N is
<220><221>

<222> (40).
<223> N is
<220><221>

<222> (43).
<223> N is
<220><221>

<222> (46).
<223> N is

<220><221>

<222

.(3D)

any of G, A, T

misc_feature
.(34)
any of G, A,
misc_feature
.(37)
any of G, A,
misc_feature
.(40)
any of G, A,
misc_feature
.(43)
any of G, A,
misc_feature
.(46)
any of G, A,

misc_feature

> (49)..(49)

and C

and C

and C

and C

and C

and C

and C

and C

and C

and C

<223> N is any of G, A, T and C

<400> 199

accgcgetga ttacctggnh tnhtvntnht nhtnhtnhtn htnhtnhtnh ttgtgaactg

- 202 -
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acctatggca ttaaa 75
<210> 200

<211> 67

<212> DNA

<213> Artificial Sequence

<220><223> synthetic construct

<400> 200

ggcccagecg gecatggecg ccattgaagt ggaagatgtg accgatacca ccgegetgat 60
tacctgg 67
<210> 201

<211> 585
<

212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 201

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu

1 5 10 15

Glu Asn Phe Lys Ala Leu Val Leu Ile Ala Phe Ala Gln Tyr Leu Gln

20 25 30

Gln Ser Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu

35 40 45

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys

50 55 60
Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu
65 70 75 80
Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys GIn Glu Pro
85 90 95
Glu Arg Asn Glu Cys Phe Leu Gln His Lys Asp Asp Asn Pro Asn Leu
100 105 110

Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His

115 120 125

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu Ile Ala Arg

- 203 -
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Arg
145

Tyr

Cys

Ser

Arg

Lys

225

Val

Arg

Ser

Cys

Leu

305

Arg

Tyr

Cys

130

His Pro

Lys Ala

Leu Leu

His Thr

Ala Asp

Lys Leu

Ala Lys

His Pro

Glu Thr

355

Tyr Ala

370

Tyr Phe

Ala Phe

165

Pro Lys

180

Gln Arg

Lys Ala

Phe Ala

Glu Cys

245
Leu Ala
260

Lys Glu

Glu Val

Asp Phe

Asp Val

325
Asp Tyr
340

Thr Leu

Lys Val

135
Tyr Ala Pro Glu
150

Thr Glu Cys Cys

Leu Asp Glu Leu

185
Leu Lys Cys Ala
200
Trp Ala Val Ala
215
Glu Val Ser Lys
230

Cys His Gly Asp

Lys Tyr Ile Cys
265
Cys Cys Glu Lys
280
Glu Asn Asp Glu
295

Val Glu Ser Lys

310

Phe Leu Gly Met

Ser Val Val Leu

345

Glu Lys Cys Cys
360

Phe Asp Glu Phe

375

Leu

170

Arg

Ser

Arg

Leu

Leu

250

Pro

Met

Asp

Phe
330

Leu

Lys

140
Leu Phe Phe Ala Lys
155

Ala Ala Asp Lys Ala

Asp Glu Gly Lys Ala

190
Leu Gln Lys Phe Gly
205
Leu Ser Gln Arg Phe
220
Val Thr Asp Leu Thr
235

Leu Glu Cys Ala Asp

255
Asn Gln Asp Ser Ile
270
Leu Leu Glu Lys Ser
285
Pro Ala Asp Leu Pro
300

Val Cys Lys Asn Tyr

315
Leu Tyr Glu Tyr Ala
335
Leu Arg Leu Ala Lys
350
Ala Ala Asp Pro His
365

Pro Leu Val Glu Glu

380

- 204 -

Arg

160

Ser

Pro

Lys

240

Asp

Ser

His

Ser

320

Arg

Thr

Pro
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Gln Asn Leu
385

Tyr Lys Phe

Ser

Val Gly Ser

435

Ala Glu Asp
450

Glu Lys Thr
465

Leu Val

Asn

Tyr Val Pro

Ile Cys Thr

515

Leu Val

530

Lys Ala Val
545

Ala Asp Asp

Ala Ala Ser
<210> 202
<211> 683
<212> PRT
<213>
<220><223>

<400> 202

Ile Lys

GIn Asn

405
Thr Pro
420

Lys Cys

Tyr Leu

Pro Val

Arg Arg

485

Lys Glu

500

Leu Ser

Leu Val

Met

Asp

Lys Glu

GIn Asn Cys Glu Leu Phe Glu Gln Leu Gly Glu

390

Ala

Thr

Cys

Ser

Ser

470

Pro

Phe

Lys

Asp
550

Thr

Leu

Leu

Lys

Val

455

Asp

Cys

Asn

Lys

His

535

Phe

Cys

Leu

Artificial Sequence

Leu Val Arg

410

Val Glu Val
425

His Pro Glu

440

Val Leu Asn

Arg Val Thr

Phe Ser Ala
490

Ala Glu Thr

505
Glu Arg Gln
520

Lys Pro Lys

Ala Ala Phe

Phe Ala Glu

570
Gly Leu

585

synthetic construct

395

Tyr Thr Lys

Ser Arg Asn

Ala Lys Arg

445
Gln Leu Cys
460
Lys Cys Cys
475

Leu Glu Val

Phe Thr Phe

Ile Leu Lys
525
Ala Thr Lys
540
Val Glu Lys
955

Glu Gly Lys

- 205 -

Lys

Leu

430

Met

Val

Thr

Asp

His

510

Cys

Lys

400

Val Pro

415

Gly Lys

Pro Cys

Asn His

Glu Ser

480

Glu Thr

Ala Asp

Thr Ala

Gln Leu

Cys Lys

560

Leu Val

975
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Ser

Trp

Tyr

Tyr
65

Pro

Leu

Thr

145

Asp

Thr

Asn

Phe
225

Ala

Gln Ile

Thr Asn

Gly Ile

35
Pro Tyr
50

Glu Val

Ala Lys

Ser Asp

Glu Glu

115
GIn Gln
130

Glu Phe

Lys Ser

Leu Arg

Pro Glu

195

Leu Pro

210

His Asp

Arg Arg

Glu Val
5

Arg Ser

20

Lys Asp

Val His

Ser Leu

Glu Thr

85

Ala His
100

Asn Phe

Ser Pro

Ala Lys

Leu His

165
Glu Thr
180

Arg Asn

Arg Leu

Asn Glu

Glu Asp Val Thr Asp

Ser

Val

Tyr

70

Phe

Lys

Lys

Phe

Thr

150

Thr

Tyr

Val

Glu
230

Tyr

Pro

Ser

55

Cys

Thr

Ser

135

Cys

Leu

Cys

Arg

215

Thr

10
Ser Asn Leu

25

Gly Asp Arg
40

Ile Gly Asn

Leu Thr Thr

Thr Gly Gly

90

Glu Val Ala
105

Leu Val Leu

120

Asp His Val

Val Ala Asp

Phe Gly Asp
170
Glu Met Ala
185
Phe Leu Gln
200

Pro Glu Val

Phe Leu Lys

Thr

His

Thr

Leu

Asp

75

His

Lys

155

Lys

Asp

Asp

Lys

235

Thr Ala

Gly Cys

Thr Ile

45
Lys Pro
60

Gly Thr

Arg Phe

Ala Phe

125
Leu Val
140

Ser Ala

Leu Cys

Cys Cys

Lys Asp

205

Val Met
220

Tyr Leu

Leu

30

Asp

Asp

Tyr

Lys

110

Asn

Thr

190

Asp

Cys

Tyr

His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe

- 206 -

Ile Thr
15

Leu Ala

Leu Asn

Thr Glu

Asn Asn

95

Asp Leu

Gln Tyr

Asn Cys

160

Val Ala
175

Lys Gln

Asn Pro

Thr Ala

Glu Ile
240

Phe Ala
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Lys

305

Phe

Thr

Asp

Ser
385

Pro

Tyr

Lys

His

465

Arg Tyr

Ala Cys

275

Ser Ser
290

Glu Arg

Pro Lys

Lys Val

Asp Arg

355
Ser Ser
370

His Cys

Ser Leu

Arg Arg

435
Thr Tyr
450

Glu Cys

245
Lys Ala Ala
260

Leu Leu Pro

Phe

Lys

Thr Glu
265
Leu Asp

280

Ala Lys Gln Arg Leu Lys

Ala Phe Lys

310

Ala Glu Phe
325

His Thr Glu

340

Ala Asp Leu

Lys Leu Lys

390
Ala Ala Asp

405

Ala Lys Asp
420

His Pro Asp

Glu Thr Thr

Tyr Ala Lys

470

Glu Pro Gln Asn Leu Ile

485

295

Ala

Cys

375

Val

Phe

Val

Tyr

Leu

455

Val

Lys

Trp Ala

Cys His

345

Lys Tyr
360

Cys Cys

Glu Asn

Val Glu

Phe Leu

425
Ser Val
440

Glu Lys

Phe Asp

GIn Asn

250

Cys

Cys

Val

Ser

330

Asp

Ser

410

Val

Cys

Cys

Leu

315

Lys

Asp

Cys

Lys

395

Lys

Met

Leu

Cys

Phe

475

255

GIn Ala Ala Asp Lys

270

Arg Asp Glu Gly Lys

285

Ser Leu Gln
300

Arg Leu Ser

Leu Val Thr

Leu Leu Glu

Glu Asn Gln
365

Pro Leu Leu

380

Met Pro Ala

Asp Val Cys

Phe Leu Tyr
430

Lys

Asp
335

Cys

Asp

Asp

Lys

415

Glu

Phe

Arg

320

Leu

Ser

Lys

Leu

400

Asn

Tyr

Leu Leu Arg Leu Ala

445
Ala Ala Ala
460

Lys Pro Leu

Asp

Val

Pro

480

Cys Glu Leu Phe Glu Gln Leu

490

- 207 -
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Gly Glu

Val Pro

Gly Lys

530

Pro Cys
545

Leu His

Glu Ser

Glu Thr

Ala Asp

610
Thr Ala
625

Gln Leu

Cys Lys

Leu Val

<210>
<211>
<212>
<213>
<220><2

<400>

Tyr

515

Val

Leu

Tyr

595

Leu

Lys

675
203
683

PRT

Lys Phe Gln Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys

500

Val

Gly

Lys

Val

580

Val

Cys

Val

Asp

660

Ser

Ser

Asp

Thr

565

Thr Pro Thr
520
Lys Cys Cys

535

Tyr Leu Ser
550

Pro Val Ser

505

Leu

Lys

Val

Asp

Asn Arg Arg Pro Cys

585

Pro Lys Glu Phe Asn

Thr

Glu

Val

645

Asp

Ser

600

Leu Ser Glu
615

Leu Val Lys

630

Met Asp Asp

Lys Glu Thr

Lys

His

Phe

Cys

665

510

Val Glu Val Ser Arg
525

His Pro Glu Ala Lys

540

Val Leu Asn Gln Leu
555
Arg Val Thr Lys Cys
570
Phe Ser Ala Leu Glu
590
Ala Glu Thr Phe Thr

605

Glu Arg Gln Ile Lys
620
Lys Pro Lys Ala Thr
635
Ala Ala Phe Val Glu
650
Phe Ala Glu Glu Gly

670

GIn Ala Ala Leu Gly Leu

680

Artificial Sequence

23>

203

synthetic construct

Asn Leu

Arg Met

Cys Val

560
Cys Thr
575

Val Asp

Phe His

Lys Gln

Lys Glu

640
Lys Cys
655

Lys Lys

Ser GIn Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1

5

10

- 208 -

15
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Trp

Tyr

Tyr
65

Pro

Leu

Thr

145

Asp

Thr

Asn

Phe

225

Ala

Lys

Thr Asn

Gly Ile

35
Pro Tyr
50

Glu Val

Ala Lys

Gly Asp

Glu Glu

115
GIn Gln
130

Glu Phe

Lys Ser

Leu Arg

Pro Glu

195
Leu Pro
210

His Asp

Arg Arg

Arg Tyr

Arg
20

Lys

Val

Ser

100

Asn

Ser

Leu

180

Arg

Arg

Asn

His

Lys

Ser

Asp

His

Leu

Thr

85

His

Phe

Pro

Lys

His

165

Thr

Asn

Leu

Pro
245

Ala

Ser

Val

Tyr

70

Phe

Lys

Lys

Phe

Thr

150

Thr

Tyr

Val

230

Tyr

Ala

Tyr Ser Asn Leu
25

Pro Gly Asp Arg

40
Ser Ile Gly Asn
55
Cys Leu Thr Thr

Thr Thr Gly Gly
90

Ser Glu Val Ala

105
Ala Leu Val Leu
120
Glu Asp His Val
135
Val

Cys Ala Asp

Leu Phe Gly Asp

170
Gly Glu Met Ala
185
Cys Phe Leu Gln
200
Arg Pro Glu Val
215

Thr Phe Leu Lys

Phe Tyr Ala Pro
250

Phe Thr Glu Cys

His

Thr

Leu

Asp

75

Gly

His

Lys

155

Lys

Asp

His

Asp

Lys

235

Glu

Cys

Gly Cys Glu
30

Thr Ile Asp

45
Lys Pro Asp
60

Gly Thr Tyr

Arg Phe Lys

110

Ala Phe Ala
125

Leu Val Asn
140
Ser

Leu Cys Thr

Cys Cys
190

Lys Asp Asp

205

Val Met Cys

220

Tyr Leu Tyr

Leu Leu Phe

GIn Ala Ala

- 209 -

Leu

Leu

Thr

Asn

95

Asp

Asn

Val

175

Lys

Asn

Thr

Phe
255

Asp

Thr

Asn

Leu

Tyr

Val

Cys

160

Pro

240

Ala

Lys
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Ala

305

Phe

Thr

Asp

Ser
385

Pro

Tyr

Lys

His

465

Glu

Gly

Ala Cys
275

Ser Ser

290

Glu Arg

Pro Lys

Lys Val

Asp Arg

355
Ser Ser
370

His Cys

Ser Leu

Arg Arg

435
Thr Tyr
450

Glu Cys

Pro Gln

Glu Tyr

260

Leu Leu

Ala Lys

Ala Phe

Ala Glu

325
His Thr
340

Ala Asp

Lys Leu

Ala Ala
405

Ala Lys

420

His Pro

Glu Thr

Tyr Ala

Asn Leu

485
Lys Phe

500

265
Pro Lys Leu Asp
280

Gln Arg Leu Lys

295
Lys Ala Trp Ala
310

Phe Ala Glu Val

Glu Cys Cys His
345

Leu Ala Lys Tyr

360
Lys Glu Cys Cys
375
Glu Val Glu Asn
390

Asp Phe Val Glu

Asp Val Phe Leu

425
Asp Tyr Ser Val
440
Thr Leu Glu Lys
455
Lys Val Phe Asp
470

Ile Lys GIn Asn

Glu Leu Arg Asp

Cys

Val

Ser

330

Asp

Ser

410

Val

Cys

Cys

490

315

Lys

Asp

Cys

Lys

395

Lys

Met

Leu

Cys

Phe

475

GIn Asn Ala Leu Leu Val

505

285

Ser Leu

300

Arg Leu

Leu Val

Leu Leu

Glu Asn

365
Pro Leu
380

Met Pro

Asp Val

Phe Leu

Leu Leu

445
Ala Ala
460

Lys Pro

Leu Phe

Arg Tyr

270

Ser

Thr

Leu

Cys

Tyr

430

Arg

Leu

Thr

510

-210 -

Gly

Lys

Asp
335

Cys

Asp

Asp

Lys

415

Glu

Leu

Asp

Val

Gln

495

Lys

Lys

Phe

Arg
320

Leu

Ser

Lys

Leu

400

Asn

Tyr

Ala

Pro

480

Leu

Lys
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Val Pro

Gly Lys
530

Pro Cys

545

Leu His

Glu Ser

Glu Thr

Ala Asp

610
Thr Ala
625

Gln Leu

Cys Lys

Leu Val

<210>
<211>
<212>
<213>
<220><2

<400>

Gln Val
515

Val Gly

Ala Glu

Glu Lys

Leu Val

580
Tyr Val
595

Ile Cys

Leu Val

Lys Ala

Ala Asp
660
Ala Ala

675

204
791

PRT

Ser

Ser

Asp

Thr

565

Asn

Pro

Thr

Val
645

Asp

Ser

Thr Pro Thr

520

Lys Cys Cys
535

Tyr Leu Ser

550

Pro Val Ser

Arg Arg Pro

Lys Glu Phe
600

Leu Ser Glu

615
Leu Val Lys
630

Met Asp Asp

Lys Glu Thr

Gln Ala Ala
680

Artificial Sequence

23> synthetic construct

204

Leu

Lys

Val

Asp

Cys

585

Asn

Lys

His

Phe

Cys

665

Leu

Val Glu

His Pro

Val Leu

555
Arg Val
570

Phe Ser

Glu Arg

Lys Pro

635

650

Phe Ala

Gly Leu

Val Ser Arg Asn Leu
525

Glu Ala Lys Arg Met

540

Asn Gln Leu Cys Val

560
Thr Lys Cys Cys Thr
575
Ala Leu Glu Val Asp
590
Thr Phe Thr Phe His
605

Gln Ile Lys Lys Gln

620
Lys Ala Thr Lys Glu
640
Phe Val Glu Lys Cys
655
Glu Glu Gly Lys Lys

670

Ser GIn Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1

5

10

15

Trp Thr Asn Arg Ser Ser Tyr Ser Asn Leu His Gly Cys Glu Leu Ala

20

25

30

-211 -
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Tyr

Tyr
65

Pro

Val

Ser

Asp

145

His

Leu

Thr

His

Phe

225

Pro

Lys

His

Pro

50

Ser

Ser
130

Val

Tyr

Phe

Lys

210

Lys

Phe

Thr

Thr

Ile

35

Tyr

Val

Lys

Asp

115

Tyr

Pro

Ser

Cys

Thr

195

Ser

Cys

Lys

Val

Ser

100

Val

Ser

Leu
180

Thr

Leu

Asp

Val
260

Asp

His

Leu

Thr

85

Thr

Asn

Asp

165

Thr

Val

Val

His

245

Ala

Val

Tyr

Asp

Leu

Arg

150

Asn

Thr

Leu

230

Val

Asp

Leu Phe Gly Asp

Pro Gly Asp Arg

40

Ser Ile Gly Asn
55

Cys Leu Thr Thr

Thr Thr Gly Gly

Ser Arg Leu Asp

105

Thr Thr Ala Leu
120

His Gly Cys Glu

135

Thr Thr Ile Asp

Leu Lys Pro Asp

170

Asp Gly Thr Tyr
185
Gly Gly Ser Gly
200
His Arg Phe Lys
215

Ile Ala Phe Ala

Lys Leu Val Asn

250

Glu Ser Ala Glu
265

Lys Leu Cys Thr

Thr Thr Ile Asp Leu

45

Leu Lys Pro Asp Thr
60
Asp Gly Thr Tyr Asn

75

Ala Pro Ser Gln Ile

110

Ile Thr Trp Thr Asn
125
Leu Ala Tyr Gly Ile
140
Leu Asn Gln Pro Tyr
155
Thr Glu Tyr Glu Val

175

Asn Asn Pro Ala Lys
190
Gly Gly Gly Ser Asp
205
Asp Leu Gly Glu Glu
220
GIn Tyr Leu Gln Gln

235

Glu Val Thr Glu Phe

255

Asn Cys Asp Lys Ser
270

Val Ala Thr Leu Arg

-212 -

Asn

Arg

Lys

Val

160

Ser

Asn

Ser

240

Leu

Glu
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Thr Tyr

290

Asn Glu
305

Leu Val

Glu Glu

Pro Tyr

370
Leu Pro
385

Lys Gln

Phe Lys

Glu Phe

Thr Glu

450
Asp Leu
465

Leu Lys

Ala Glu

Ala Asp

275

Gly Glu

Cys Phe

Arg Pro

Thr Phe

340

Phe Tyr

355

Phe Thr

Lys Leu

Arg Leu

Ala Trp
420

Ala Glu

435

Cys Cys

Ala Lys

Glu Cys

Met

Leu

Glu

325

Leu

Asp

Lys

405

Val

His

Tyr

Cys

485

Ala Asp

295

Gln His
310

Val Asp

Lys Lys

Pro Glu

Cys Cys

375
Glu Leu
390

Cys Ala

Val Ala

Ser Lys

Gly Asp

455
Ile Cys
470

Glu Lys

Val Glu Asn Asp Glu

500

Phe Val Glu Ser Lys

515

280

Cys Cys Ala Lys

Lys Asp Asp Asn

315

Val Met Cys Thr

330

Tyr Leu Tyr Glu

345

Leu Leu Phe Phe

360

GIn Ala Ala Asp

285
Gln Glu

300

Pro Asn

Ala Phe

Ala Lys

365

Lys Ala

380

Arg Asp Glu Gly Lys Ala

395

Ser Leu Gln Lys

410

Arg Leu Ser Gln

425

Leu Val Thr Asp

440

Leu Leu Glu Cys

Glu Asn Gln Asp

475

Phe Gly

Arg Phe

Leu Thr

445
Ala Asp
460

Ser Ile

Pro Leu Leu Glu Lys Ser

490

Met Pro Ala Asp

505

Leu Pro

Asp Val Cys Lys Asn Tyr

520

525

Pro Glu Arg

Leu Pro Arg

His

Arg

350

Arg

Ser

Pro

430

Lys

Asp

Ser

His

Ser

510

Ala

- 213 -

Asp
335

Arg

Tyr

Cys

Ser

Arg

415

Lys

Val

Arg

Ser

Cys

495

Leu

Glu

320

Asn

His

Lys

Leu

His

Lys

480

Ala

Ala
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Lys

Pro

545

Thr

Leu

Phe

Ser

625

Ser

Asp

Thr

Asn

Pro
705

Thr

Asp
530

Asp

Thr

Lys

610

Thr

Lys

Tyr

Pro

Arg
690

Lys

Leu

Val

Tyr

Leu

Val

Lys

595

Asn

Pro

Cys

Leu

Val

675

Arg

Ser

Glu Leu Val

Val

Asp

Met

Lys

Asp
755

Glu

Phe Leu Gly Met Phe Leu Tyr Glu

Ser

Phe

580

Thr

Cys

Ser

660

Ser

Pro

Phe

Lys

740

Asp

Thr

Val

Lys

565

Asp

Asn

Leu

Leu

Lys

645

Val

Asp

Cys

Asn

Lys

725

His

Phe

Cys

Val

550

Cys

Cys

Leu

Val

630

His

Val

Arg

Phe

Lys

Ala

Phe

535

Leu Leu Leu Arg Leu

555

Cys Ala Ala Ala Asp

Phe Lys

Glu Leu

600

Val Arg

615

Pro Glu

Leu Asn

Val Thr

680

Ser Ala

695

Glu Thr

Arg Gln

Pro Lys

Ala Phe

760

Pro
585

Phe

Tyr

Ser

665

Lys

Leu

Phe

745

Val

570

Leu Val

Thr Lys

Arg Asn

635
Lys Arg
650

Leu Cys

Cys Cys

Glu Val

Thr Phe

715
Lys Lys
730

Thr Lys

Glu Lys

Ala Glu Glu Gly Lys

Tyr Ala Arg Arg His

540

Ala Lys

Pro His

Glu Glu

Leu Gly

605

Lys Val

620

Leu Gly

Met Pro

Val Leu

Thr Glu

685

Asp Glu
700

His Ala

GIn Thr

Glu Gln

Cys Cys
765

Lys Leu

Thr

Pro
590

Glu

Pro

Lys

Cys

His

670

Ser

Thr

Asp

Leu

750

Lys

Val

- 214 -

Tyr

Cys

575

Tyr

Val

Leu

Tyr

Leu
735

Lys

Ala

Ala

560

Tyr

Asn

Lys

Val

Lys

Val

Val

Cys

720

Val

Asp

Ala
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ZIHSdl 10-2024-0093725

770 775 780
Ser Gln Ala Ala Leu Gly Leu
785 790
<210> 205
<211> 791
<212> PRT
<213> Artificial Sequence
<220><223> synthetic construct
<400> 205
Ser Gln Ile Glu Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1 5 10 15

Trp Thr Asn Arg Ser Ser Tyr Ser Asn Leu His Gly Cys Glu Leu Thr
20 25 30
Tyr Gly Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn
35 40 45
Gln Pro Tyr Val His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu
50 95 60
Tyr Glu Val Ser Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Asn Asn

65 70 75 80

Pro Ala Lys Glu Thr Phe Thr Thr Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Arg Leu Asp Ala Pro Ser Gln Ile Glu
100 105 110
Val Glu Asp Val Thr Asp Thr Thr Ala Leu Ile Thr Trp Thr Asn Arg
115 120 125
Ser Ser Tyr Ser Asn Leu His Gly Cys Glu Leu Ala Tyr Gly Ile Lys

130 135 140

Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Asn Gln Pro Tyr Val

145 150 155 160

His Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val Ser
165 170 175

Leu Ile Cys Leu Thr Thr Asp Gly Thr Tyr Asn Asn Pro Ala Lys Glu

- 215 -



Thr

His

Phe

225

Pro

Lys

His

Thr

Asn

305

Leu

Pro

Leu

385

Lys

Phe

Phe

Lys

210

Lys

Phe

Thr

Thr

Tyr

290

Val

Tyr

370

Pro

Gln

Lys

Thr

195

Ser

Cys

Leu

275

Cys

Arg

Thr

Phe

355

Phe

Lys

Arg

Ala

180

185

190

Thr Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

Glu Val Ala

Leu Val Leu

230

Asp His Val
245

Val Ala Asp

260

Phe Gly Asp

Glu Met Ala

Phe Leu Gln
310
Pro Glu Val

325

Phe Leu Lys
340

Tyr Ala Pro

Thr Glu Cys

Leu Asp Glu

390

Leu Lys Cys
405
Trp Ala Val

420

His

215

Ile

Lys

Glu

Lys

Asp

295

His

Asp

Lys

Glu

Cys

375

Leu

Ala

200

Arg Phe Lys Asp

Ala Phe Ala GIn

235

Leu Val Asn Glu
250

Ser Ala Glu Asn

265

Leu Cys Thr Val
280

Cys Cys Ala Lys

Lys Asp Asp Asn
315
Val Met Cys Thr

330

Tyr Leu Tyr Glu
345

Leu Leu Phe Phe

360

GIn Ala Ala Asp

Arg Asp Glu Gly

395

Ser Leu GIn Lys
410
Arg Leu Ser Gln

425

205

Leu Gly Glu
220

Tyr Leu Gln

Val Thr Glu

Cys Asp Lys

270

Ala Thr Leu
285

GIn Glu Pro

300

Pro Asn Leu

Ala Phe His

Ile Ala Arg
350
Ala Lys Arg
365
Lys Ala Ala
380

Lys Ala Ser

Phe Gly Glu

Arg Phe Pro

430

- 216 -

Asp

Glu

Gln

Phe

255

Ser

Arg

Glu

Pro

Asp

335

Arg

Tyr

Cys

Ser

Arg
415

Lys

Ala

Asn

Ser

240

Ala

Leu

Glu

Arg

Arg

320

Asn

His

Lys

Leu

400

Ala

Ala
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Glu Phe Ala Glu Val

Thr

Asp
465

Leu

Lys

Pro

545

Thr

Leu

Phe

Ser

625

Ser

Asp

Thr

450

Leu

Lys

Asp

Asp

530

Asp

Thr

Lys

610

Thr

Lys

Tyr

Pro

435

Cys

Val

Phe

515

Val

Tyr

Leu

Val

Lys

595

Asn

Pro

Cys

Leu

Val

Cys

Lys

Cys

500

Val

Phe

Ser

Phe

580

Thr

Cys

Ser

660

Ser

His

Tyr

Cys

485

Asn

Leu

Val

Lys

565

Asp

Asn

Leu

Leu

Lys

645

Val

Asp

Ser Lys Leu Val
440
Gly Asp Leu Leu

455

Ile Cys Glu Asn
470

Glu Lys Pro Leu

Asp Glu Met Pro
505
Ser Lys Asp Val

520

Gly Met Phe Leu
535

Val Leu Leu Leu

950

Cys Cys Ala Ala

Glu Phe Lys Pro

585

Cys Glu Leu Phe
600
Leu Val Arg Tyr
615
Val Glu Val Ser
630

His Pro Glu Ala

Val Leu Asn Gln
665

Arg Val Thr Lys

Thr

Leu

490

Cys

Tyr

Arg

570

Leu

Thr

Arg

Lys

650

Leu

Cys

Asp

Cys

Asp

475

Asp

Lys

Leu
555

Asp

Val

Lys

Asn

635

Arg

Cys

Cys

Leu

460

Ser

Lys

Leu

Asn

Tyr

540

Pro

Leu

Lys

620

Leu

Met

Val

Thr

Thr Lys
445

Asp Asp

Ile Ser

Ser His

Pro Ser

510

Tyr Ala

525

Ala Arg

Lys Thr

His Glu

Glu Pro

590

Gly Glu
605

Val Pro

Gly Lys

Pro Cys

Leu His
670

Glu Ser

- 217 -

Val

Arg

Ser

Cys

495

Leu

Arg

Tyr

Cys

975

Tyr

Val

655

Glu

Leu

His

Lys

480

His

560

Tyr

Asn

Lys

Val

Lys

Val
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675 680
Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val
690 695
Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe

705 710 715

Thr Leu Ser Glu Lys Glu Arg Gln Ile Lys Lys
725 730
Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys
740 745
Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys
755 760
Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys

770 775

Ser Gln Ala Ala Leu Gly Leu

785 790

<210> 206

<211> 190

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 206

Ser Gln Ile Glu Val Lys Asp Val Thr Asp Thr

1 5 10

Trp Ser Asp Glu Phe Gly His Tyr Asp Gly Cys
20 25

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile

35 40

Ser Ala Trp Tyr Ser Ile Gly Asn Leu Lys Pro
50 95

Val Ser Leu Ile Cys Tyr Thr Asp Gln Glu Ala

65 70 75

Glu Thr Phe Thr Thr Gly Gly Gly Gly Ser Gly

685
Asp Glu Thr Tyr Val
700
His Ala Asp Ile Cys

720

GIn Thr Ala Leu Val
735
Glu Gln Leu Lys Ala
750
Cys Cys Lys Ala Asp
765
Lys Leu Val Ala Ala

780

Thr Ala Leu Ile Thr
15
Glu Leu Thr Tyr Gly
30
Asp Leu Trp Trp His

45

Asp Thr Glu Tyr Glu

60

Gly Asn Pro Ala Lys
80

Gly Gly Gly Ser Gly

-218 -
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85 90
Gly Gly Gly Ser Arg Leu Asp Ala Pro Ser

100 105

Val Thr Asp Thr Thr Ala Leu Ile Thr Trp
115 120
Tyr Asp Gly Cys Glu Leu Thr Tyr Gly Ile
130 135
Arg Thr Thr Ile Asp Leu Trp Trp His Ser
145 150
Asn Leu Lys Pro Asp Thr Glu Tyr Glu Val

165 170

Asp Gln Glu Ala Gly Asn Pro Ala Lys Glu
180 185

<210> 207

<211> 680

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 207

Ser Gln Ile Glu Val Lys Asp Val Thr Asp

1 5 10

Ser

Lys

155

Ser

Thr

Thr

Trp Ser Asp Glu Phe Gly His Tyr Asp Gly Cys

20 25

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr

35 40
Ser Ala Trp Tyr Ser Ile Gly Asn Leu Lys

50 55

Pro

95
Ile Glu Val Lys Asp

110

Asp Glu Phe Gly His
125
Asp Val Pro Gly Asp
140
Trp Tyr Ser Ile Gly
160
Leu Ile Cys Tyr Thr

175

Phe Thr Thr

190

Thr Ala Leu Ile Thr
15
Glu Leu Thr Tyr Gly
30

Asp Leu Trp Trp His

45
Asp Thr Glu Tyr Glu

60

Val Ser Leu Ile Cys Tyr Thr Asp Gln Glu Ala Gly Asn Pro Ala Lys

65 70

75

80

Glu Thr Phe Thr Thr Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp

85 90

95

-219 -

SIHS31 10-2024-0093725



Ala His Lys

Asn Phe Lys
115
Ser Pro Phe
130
Ala Lys Thr
145

Leu His Thr

Glu Thr Tyr

Arg Asn Glu

195

Arg Leu Val
210

Asn Glu Glu

225

His Pro Tyr

Lys Ala Ala

Leu Leu Pro
275

Ala Lys Gln

290
Ala Phe Lys
305

Ala Glu Phe

His Thr Glu

Ser Glu

100

Ala Leu

Glu Asp

Cys Val

Leu Phe

Cys Phe

Arg Pro

Thr Phe

Phe Tyr

245
Phe Thr
260

Lys Leu

Arg Leu

Ala Trp

Ala Glu
325

Cys Cys

Val

Val

His

150

Gly

Met

Leu

Leu

230

Glu

Asp

Lys

310

Val

His

Ala His

Leu Ile

120
Val Lys
135

Asp Glu

Asp Lys

Ala Asp

200
Val Asp
215

Lys Lys

Pro Glu

Cys Cys

Glu Leu

280

Cys Ala

295

Val Ala

Ser Lys

Gly Asp

Arg Phe

105

Ala Phe

Leu Val

Ser Ala

Leu Cys

170

Cys Cys

185

Lys Asp

Val Met

Tyr Leu

Leu Leu

250

265

Arg Asp

Ser Leu

Arg Leu

Leu Val
330

Leu Leu

Lys Asp Leu Gly Glu Glu

110
Ala Gln Tyr Leu
125
Asn Glu Val Thr
140
Glu Asn Cys Asp
155

Thr Val Ala Thr

Ala Lys Gln Glu
190
Asp Asn Pro Asn
205
Cys Thr Ala Phe
220

Tyr Glu Ile Ala

235

Phe Phe Ala Lys

Ala Asp Lys Ala

Glu Gly Lys Ala
285

Gln Lys Phe Gly

300
Ser Gln Arg Phe
315

Thr Asp Leu Thr

Glu Cys Ala Asp

- 220 -

Gln

Glu

Lys

Leu

175

Pro

Leu

His

Arg

Arg

255

Ser

Pro

Lys
335

Asp

Gln

Phe

Ser

160

Arg

Pro

Asp

Arg

240

Tyr

Cys

Ser

Arg

Lys
320

Val

Arg
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Ala Asp Leu

Lys

His

Tyr
465

Asn

Lys

Val

545

Lys

Val

Leu

370

Lys

Pro

Thr

450

Leu

Phe

Ser

Ser

530

Asp

Thr

Asn

355

Lys

Asp

Asp

Asp
435

Thr

Lys

Thr
515

Lys

Tyr

Pro

Arg

340

Val

Phe

Val

420

Tyr

Leu

Val

Lys

Asn

500

Pro

Cys

Leu

Val

Lys

Cys

Val
405

Phe

Ser

Phe

Thr

Cys

Ser

Ser

565

Tyr

Cys

Asn

390

Leu

Val

Lys

Asp

470

Asn

Leu

Leu

Lys

Val

550

Asp

Arg Pro Cys

580

Ile

375

Asp

Ser

Val

Cys

455

Cys

Leu

Val

His

535

Val

Arg

Phe

345

Cys Glu

360

Lys Pro

Glu Met

Lys Asp

Met Phe

425
Leu Leu
440

Cys Ala

Phe Lys

Glu Leu

Val Arg

505
Glu Val
520

Pro Glu

Asn

Leu

Pro

Val

410

Leu

Leu

Pro

Phe

490

Tyr

Ser

Ala

Gln Asp

Leu Glu

380
Ala Asp
395

Cys Lys

Tyr Glu

Arg Leu

Ala Asp

460

Leu Val

475

Thr Lys

Arg Asn

Lys Arg

540

Leu Asn Gln Leu Cys

Val Thr

Ser Ala

585

Lys
570

Leu

555

Cys Cys

Glu Val

350

Ser Ile Ser

365

Lys Ser His

Leu Pro Ser

Asn Tyr Ala
415

Tyr Ala Arg

430
Ala Lys Thr
445

Pro His Glu

Glu Glu Pro

Leu Gly Glu

495
Lys Val Pro
510
Leu Gly Lys
525

Met Pro Cys

Val Leu His

Thr Glu Ser
575
Asp Glu Thr

590
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Ser

Cys

Leu

400

Arg

Tyr

Cys

480

Tyr

Val

560

Leu

Tyr
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Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp Ile
595 600 605

Cys Thr Leu Ser Glu Lys Glu Arg Gln Ile Lys Lys Gln Thr Ala Leu

610 615 620

Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu GIn Leu Lys
625 630 635 640
Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala
645 650 655
Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala
660 665 670
Ala Ser Gln Ala Ala Leu Gly Leu

675 680

<210> 208

<211> 785

<212> PRT

<213> Artificial Sequence

<220><223> synthetic construct

<400> 208

Ser Gln Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr

1 5 10 15

Trp Ser Asp Glu Phe Gly His Tyr Asp Gly Cys Glu Leu Thr Tyr Gly
20 25 30

Ile Lys Asp Val Pro Gly Asp Arg Thr Thr Ile Asp Leu Trp Trp His

35 40 45

Ser Ala Trp Tyr Ser Ile Gly Asn Leu Lys Pro Asp Thr Glu Tyr Glu
50 55 60
Val Ser Leu Ile Cys Tyr Thr Asp Gln Glu Ala Gly Asn Pro Ala Lys
65 70 75 80
Glu Thr Phe Thr Thr Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
85 90 95

Gly Gly Gly Ser Arg Leu Asp Ala Pro Ser Gln Ile Glu Val Lys Asp
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Val

Tyr

Arg

145

Asn

Asp

His

225

Lys

Lys

Asp

His

305

Asp

Lys

Thr

Asp

130

Thr

Leu

Arg

210

Leu

Ser

Leu

Cys

290

Lys

Val

Tyr

Asp

115

Thr

Lys

Ser
195

Phe

Phe

Val

Cys
275

Cys

Asp

Met

Leu

100

Thr Thr

Cys Glu

Ile Asp

Pro Asp

165

Lys Asp

Asn Glu

245
Glu Asn
260

Thr Val

Ala Lys

Asp Asn

Cys Thr

325
Tyr Glu
340

Ala

Leu

Leu
150

Thr

Asn

Leu

Tyr

230

Val

Cys

Pro

310

Ile

105

Leu Ile Thr
120

Thr Tyr Gly

135

Trp Trp His

Glu Tyr Glu

Pro Ala Lys
185
Gly Ser Asp

200

Leu Gln Gln

Thr Glu Phe

Asp Lys Ser

265

Thr Leu Arg
280

Glu Pro Glu

295

Asn Leu Pro

Phe His Asp

Trp Ser

Ile Lys

Ser Ala

155

Val Ser

170

Glu Thr

Ala His

Asn Phe

Ser Pro

235

Ala Lys
250

Leu His

Glu Thr

Arg Asn

Arg Leu
315
Asn Glu

330

110

Asp Glu Phe
125

Asp Val Pro

140

Trp Tyr Ser

Leu Ile Cys

Phe Thr Thr
190
Lys Ser Glu
205
Lys Ala Leu
220

Phe Glu Asp

Thr Cys Val

Thr Leu Phe

270

Tyr Gly Glu

Glu Cys Phe
300

Val Arg Pro

Glu Thr Phe

Ala Arg Arg His Pro Tyr Phe Tyr

345

350
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Gly

Gly

Ile

Tyr

175

Val

Val

His

Met

Leu

Leu
335

Ala

His

Asp

Gly

160

Thr

Leu

Val

240

Asp

Asp

Val
320

Lys

Pro
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Glu

Cys

Leu

385

Lys

Asp

Cys

465

Lys

Lys

Met

Leu

545

Cys

Phe

Glu

Leu Leu

355

Gln Ala
370

Arg Asp

Ser Leu

Arg Leu

Leu Val

435
Leu Leu
450

Glu Asn

Pro Leu

Met Pro

Asp Val

515
Phe Leu
530

Leu Leu

Lys Pro

Leu Phe

Phe Phe Ala Lys

Ala Asp Lys Ala

Glu Gly Lys Ala
390
Gln Lys Phe Gly
405
Ser Gln Arg Phe

420

Thr Asp Leu Thr

Glu Cys Ala Asp

455

GIn Asp Ser Ile
470

Leu Glu Lys Ser

485

Ala Asp Leu Pro
500

Cys Lys Asn Tyr

Tyr Glu Tyr Ala
535
Arg Leu Ala Lys

550

Ala Asp Pro His
565

Leu Val Glu Glu

580

Glu Gln Leu Gly

Arg Tyr

360

Ala Cys

Ser Ser

Glu Arg

Pro Lys

425

Lys Val

440

Asp Arg

Ser Ser

His Cys

Ser Leu

505

520

Arg Arg

Thr Tyr

Glu Cys

Pro Gln
585

Glu Tyr

Lys

Leu

His

Lys

His

Tyr
570

Asn

Lys

Ala Ala Phe Thr

365

Leu Pro Lys Leu

Lys
395

Phe

Thr

Asp

Leu

475

Lys

Pro

Thr

555

Leu

380

Gln

Lys

Phe

Leu
460

Lys

Asp

Asp

Asp

540

Thr

Lys

Ile

Arg Leu

Ala Trp

430

Cys Cys
445

Ala Lys

Glu Cys

Val Glu

Phe Val

510
Val Phe
525

Tyr Ser

Leu Glu

Val Phe

Lys Gln

590

Phe Gln Asn Ala
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Glu

Asp

Lys

415

Val

His

Tyr

Cys

Asn

495

Leu

Val

Lys

Asp
575

Asn

Leu

Cys

Glu

Cys

400

Val

Ser

480

Asp

Ser

Val

Cys

560

Cys

Leu
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595

Val Arg Tyr Thr Lys Lys

610

625

Pro Glu

Leu Asn

Val Thr

Ser Ala

690
Glu Thr
705

Arg Gln

Pro Lys

Ala Phe

Ala Glu
770
Leu
785
<210>
<211>
<212>
<213>
<220><2

<400>

Ser Arg Asn Leu
630
Ala Lys Arg Met
645
Gln Leu Cys Val
660
Lys Cys Cys Thr

675

Leu Glu Val Asp

Phe Thr Phe His

710

Ile Lys Lys Gln
725

Ala Thr Lys Glu

740

Val Glu Lys Cys
755

Glu Gly Lys Lys

209
190

PRT

600
Val Pro

615

Gly Lys

Pro Cys

Leu His

Glu Ser

680

Glu Thr

Ala Asp

Thr Ala

Gln Leu

Cys Lys
760
Leu Val

775

Artificial Sequence

23> synthetic construct

209

Gln Val

Val Gly

Ala Glu

650
Glu Lys
665

Leu Val

Tyr Val

Ile Cys

Leu Val

730

Lys Ala

745

Ala Asp

Ala Ala

Ser

Ser

635

Asp

Thr

Asn

Pro

Thr

715

Val

Asp

Ser

605
Thr Pro

620

Lys Cys

Tyr Leu

Pro Val

Arg Arg

685

Lys Glu

700

Leu Ser

Leu Val

Met Asp

Lys Glu

765

Thr

Cys

Ser

Ser

670

Pro

Phe

Lys

Asp

750

Thr

Leu Val

Lys His

640
Val Val
655

Asp Arg

Cys Phe

Asn Ala

Lys Glu

720
His Lys
735

Phe Ala

Cys Phe

Gln Ala Ala Leu Gly

780

Ser GIn Ile Glu Val Lys Asp Val Thr Asp Thr Thr Ala Leu Ile Thr
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Trp Ser

Ile Lys

His Ala
50
Val Ser

65

Glu Thr

Val Thr

Tyr Val

130

Arg Thr
145

Asn Leu

Gly Asp

<210>
<211>
<212>
<213>
<220><2

<400>

Asp Asp Phe Gly Glu Tyr Val Trp
20 25
Asp Val Pro Gly Asp Arg Thr Thr
35 40
His Tyr Ser Ile Gly Asn Leu Lys
55
Leu Ile Cys Arg Ser Gly Asp Met

70

Phe Thr Thr Gly Gly Gly Gly Ser
85 90
Gly Ser Arg Leu Asp Ala Pro Ser
100 105
Asp Thr Thr Ala Leu Ile Thr Trp
115 120
Trp Cys Glu Leu Thr Tyr Gly Ile

135

Thr Ile Asp Leu Trp Tyr His His
150

Lys Pro Asp Thr Glu Tyr Glu Val
165 170

Met Ser Ser Asn Pro Ala Lys Glu

180 185

210

26

PRT

Artificial Sequence

23> synthetic construct

210

Cys Glu Leu Thr
30
Ile Asp Leu Trp
45
Pro Asp Thr Glu
60
Ser Ser Asn Pro

75

Gly Gly Gly Gly

GIn Ile Glu Val

110

Ser Asp Asp Phe
125

Lys Asp Val Pro

140

Ala His Tyr Ser
155

Ser Leu Ile Cys

Thr Phe Thr Thr
190

15

Tyr Gly

Tyr His

Tyr Glu

Ala Lys

80

Ser Gly

95

Lys Asp

Gly Glu

Gly Asp

Arg Ser

175

Met Thr Asn Ile Thr Lys Arg Ser Leu Val Ala Ala Gly Val Leu Ala
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Ala Leu Met Ala Gly Asn Val Ala Met Ala

20 25
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