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3796

A58l Ao A,

A7) AR o= EYA-H X golA ©3/o]L3l AR M (natrix-assisted laser desorption/ionization
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A7) FAR SEZX dlolE Ho]AE AniGo2 FHA SEZ XA dolH = [PA(Ingenuity Pathway
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Analysis) 42 2524 fo|g Ho] A<l AS EXoR = whild EFuby.
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ArthrexAke] ACP' (Autologous Conditional Plasma) ©]% FAF7] A|Z~®l(Double Syringe System)< o]-&ato] A
2 5 9a, A7) Az AL e AP JIEsF & 1] EAEo] Utk E&, LR-PRPE ol At], Biomet
BiologicsAl<] GPS' [11(Gravitational Platelet Separation System)< o] &3to] Az 4= 91, A7) Azl
A b5 @S =0 = 20 EAIEe] 9Tt

(2) @i 574 A

of dAlE 7] (LA wat 58 7] dad 35 o2 NE aWds 48t Dot FAd L
2, o] @AE=E (2-1) 58% A719%(isoelectric focusing, IEF) @ AUR =4 AHolE ZgjolzHoln}
ol= A 7] %s (sodium dodecyl sulfate polyacrylamide gel electrophoresis, SDS-PAGE)Z A% 23 A
7195l o8] Eav FH FHorRE wilAE Bkl wat HEd &, A U dk(in-gel digestion)3d}
= @A 2 (2-2) A7) @-D)dAe wep Ao gl digh AREAS AAse gAE 23S 5 oo

o
N

249l A71GFEL Yaow FY GLomyE GuAS 14Hom Ba) 8 544 A7195e A8

il L= SRR Y =
Al B ) awmds Bkl weh ZEletr] flE SDS-PAGEE AAlEtE dAle X £ oolth =, 2%
KN 5 =
[}

o o e
N
N
o
offl
fo
N
N
o |
offt
il
o
oo
ol
o
s
o
£
i,
[o
(\}
_>|J_|‘
rio,
o
il
=
=
ol
o
s
Y,
(o
f
>
ok
ol
=)
—<
ok
o
o

N
Y,
o
S
i
s
o
wm
wm
w
o
D
@]
—t
=
o
=
D
—t
=
=
=
<z
o
=
s
Y,
filo
o
rfo
Lot
>
BN
Y,
o
=
I
ol
ol
lo
s
g
5§
N
[t
v
ol
ol
ol
rlr
ok
e

o M o>
Y

#49 ALy WA dw A T F vk

J7] AR EYA-1x oA g&/o]23t AZFEA (matrix-assisted laser desorption/ionization

mass spectrometry, MALDI MS), #A7|&EF o]23} AZFE

MS) A ZEeEIIY-0]5 HAHEA(liquid chromatography-tandem mass spectrometry, LC-MS/MS)2o.=

o]Folzl WellA AMEE o= s} e F ol WHel A&HE F k. oA, HAZFEA7](nass

spectrometer, MS)E °]&% wid Rejfomss dds sistA] eFal o] 2344171 MALDI #H 3t ESI

Hho] usA) 7 Aok B47])(Time-0f-Flight mass spectrometer, TOF MS)¢} 34 AlgE o 2x FEelo]=9} ¢t
H

>

T
1%
~~
s
@
(@]
Q
o
o
w
o
-
o
<
—
(e}
=]
N
o
=3
[}
]
=]
o
wm
wm
w
o
D
(@]
Q
o
o
=]
D
@
oy
<
3]
w2
<

FAHOR, 37 MALDL HES AT FS, ARE Y Ao} B F ol4E Kol U, Y] =Y
27 ol AR el AASRHUA ARE Az wEu, o] HANA A ANwt darE WA .
o= dekE W Al

iy
ofi
|
-
2
P,L‘
=
oQ
wm
4
=
4
=
oQ
-
0
e
1o,
s
o
K-
=
)
iuf
il
4P
ki
fr
i)
ol
Mr Hr
1%
N,
=
z
fr
N
jins
i,
rir

il <= § o ojFo] o] 2spAl7|= Whieltt.
AHowm, Am7t 23 gofo] FHAA HeRE S vs o, A7) &N nHee] drjasg Q& Be
RS = P MNE WHEo] War, o] o]t AFRAVY] =YRE oEstAl Hrh. olu, 7]

t}. A7) ESIE= o
&

of WAL A4 LERA BAL Ba 47 (wAdl vt B4R A4 wmAe =A% sl vk 2R
s wlelth, FAMCR, o WAE (3-1) A7) (2wl weh aw F dgomvE $HE A4 vy
Ae 2AAF Vel uek BRa A8 A9EE Ageks WA (3-2) 47 A9Ed s wuAe §
A% eB2A dole WeolsdA AAsh: WA 2 (3-3) A7) delguolze A AME v 4] $4

| gaw B9 ggomvy B4R @NAS 2AXF v v BRse v

| g dAE wj skl A7

M
o
o
),
0,
o

olwj, &7 FAA ZERA

nj

JolE] Wlo]2Z A= AmiGo2 FHA 2E=2XA flolE H|o]~ Hi= [PA(Ingenuity
ezl FHA EE2A] "oy Mo 27} A

=3
@glol ALEE 4 ATk TSol, B we] mE guld RRuwe FF deld Awe dolEuo] s suke



[0038]

[0039]

[0040]

[0041]
[0042]
[0043]
[0044]

[0045]

[0046]

[0047]

[0048]

[0049]

[0050]

[0051]

ZIHSd 10-2019-0019707

£ FAGE, P GDUAA] AR A3 4 £9d 29 AF A3 & AgeE g
angiogenesis), A-oFAlE(fibroblast)e] &3}, A 2 FEFAzopn =ZF 7 (Glycosaminoglycan) @] &
d STt =4S Y. oAxid, & e o *é/\]"ﬂoﬂ waw, gz B F(classification)E 93 F3
1Y =24 'Wound healing'S AAStI, ZFZ A FHAHd FAXoR HIdE 7]Y=E 'Angiogenesis
involved in wound healing', 'Fibroblast migration', 'Collagen biosynthetic process', Glycosaminoglycan
biosynthetic process', % 'Glycosaminoglycan binding' S 2H-¥ AgH UAdF oS MAIGH oY, A7) 7]
Aes B 544 weh gdsiAa A4S 5+ A

~

v

A7 AHE AX, £ Iy mEd dA FE @ xshd JAA duESs 28 V) oy B
ATk, & Ao wE AFe] A, dAstE daias, dave Bv B4, d4% T(membranes), 4% -
v PR (microparticle) & a4 disiA] FAHo2 Adye] A 7|Ee] T2 G 4 AT &, 8
2% FH 84 A gigk Z2H S B4 AlgEHATE Aol 9 9r)F ok, EgE, &ul Ay 5 i o
SR k3l g T o] xdsla e AA dmAS FQletal 1 )] upet ARy es BERstow
A, A FH g0 A AAH 75S getd 4 da, dog fHdfof 3 2 Xfe #HE 7%
AF-] vpge] & 4 gy, aEa, B wdge we gdild EFE Fe 4 d4ay 5 849 avE eld)
= AL, olFA7A =] Ha e A% TF g Axe EFFgoE Es & 4 don, 7xosy =
AE vFo R N2 Foke Az ARy e o] &8 AV € 4 U

olal, AAAES B B Wo #AFle] S s AHeix| g, B o] o]# 3 AAAqE dAHEE= R
oty th

< AAe] >

LAy o

714 Azto] ¢l 30t B4 3WES AU eR dgior, 149 ZF 33 F 97l AES AFHE ).
2. 4% F5 g3 A

47) AT 199 AHE 34 AP olgdtel w5 A EE, WAT AP-F2W T FF(leukocyte
L wET ¥
RYA

PN

poor—platelet rich plasma, LP-PRP) ¥ 2 FR-g 03 F45 g% (leukocyte rich-platelet rich
plasma, LR-PRP) E¥-& FH|8te], F 9719 RS wlASAth. o, 7] LP-PRP E LR-PRP= 3}7]9] W
whe} A 2E A

LP-PRP A=

A}71 LP-PRP= ACPTM o]Z FAF7] Al2~®l(Autologous Conditional Plasma Double Syringe System)<= ©]-&3}¢]

Az, = 103 LP-PRP AlZ0] A&-¥l ACP 7] E(ArthrexAb)7} EAIH o] It}

TFAROR, FEATL Bolt AP JIES o)F FAIE ATuige] 4 9ec FEF F, AW Aoz

FAAE 2 Aol Ik ololn, A7) olF FAIE QALY FAH T, AAEe7)E 1500rme] &
]

T2 583 FEEAY. olojA, A AP} Aol AL WAFHA, FAE 5Sccel A7F "4 (Autologous
Conditioned Plasma, ACP)& W FA7|Z o|5A]A LP-PRPE 3 ¢

LR-PRP A=

#7] LR-PRP= GPS' 111 (Gravitational Platelet Separation System)S o] &3¢ AZ31%ch. % 201 LR-
PRP A|Zo]l AFEE GPS' 7] E(Biomet AN 7F EAIE o] <)t}

FAROR, S FEL] 60cc FA]G 6eco] FLTAS war, AP Sicco] AMHL 2EF T A
W gaw FLaAS F Aol Frk. ololA, Av] S FEES QARVH FIA T, AURY]2
3200rpm £ER 1587 TFE5CH ololA], A7 PS FE W9 FAS o] gdte] £7] Aol =ujgl g
) Q_L* 5= %%}(Platelet Poor Plasma, PPP)& A|A3Ia, €75 30%3F sy 2 4L o, d4d4
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META H7}

3ol Aryao e A& A (vhole blood), LP-PRP 2 LR-PRP H¥e] ME TAHL otolmiz dut ey
ZAAF(complete blood cell count, CBC)E At o, 1 AxE 31719 #E 1o Jeidct.

¥ 1
| LP-PRP LR-PRP

IEE B R e el 7 EEs
ATWHEL |6 4010’ /0L [179x10° /0L [1.37x10°/uL [321x10°/uL |22.78x10°/uL 636x10"/uL
A2 |4 e5x10 /0L [210x10° /0L |0.47x10’/uL [323x10°/uL |41.77x10° /L 682x10° /1L
AT |6 78x10°/uL  |187x10°/uL [3.4x10° /0L [470x10°/ul |40.49x10°/uL 840x10"/uL

bz| :ﬁ'— 3 3 3 3 3 3
g 5.05x10° /0L |192x10° L |1.75x10° L |371x10°/0L [35.01x10°/uL 719x10°/ul.

7] & 18 AFEE, 39 Fare] Ad FAe] BT 5,950/ul, A% 192,000/ul 1 Al HlE| LP-PRPE= ¥
g 1,750/ul, A2 371,000/ul, LR-PRP= W&+ 35,010/ul, P43 719,000/ul & YERSLTE. Z, LP-PRP
9 gi»&e Aol At vlsA Hat 2v] AL, LR-PRPE A4S Fof 39 o sFH e A8 &

N=E

rlr _11

2 AAdeA] duld A AT 3o ‘j‘ﬂ Zy7y 53 4% 5 I(LP-PRP ¥ LR-PRP)S o

2 FPint. FAFORE, 3% AT 2 F o/l ZES dideR 2k A7Y9E(two-
dimensional gel electrophoresis, 2DE)S % ’\]f?} & A W dek(in-gel digestion) B HTFEA 3HS 73
ZRE S SAE AAEAT. old, 4] AL sty 1R9 33 wHESIith. shrld @uld 54 dx)

of Wate] FAA R YERf AT

P L e il B B M R4

[ o
—(E
An)
ne

WA, A7) 6719 FE thale] TA4H Hr]dE(isoelectric focusing) & AASte] A7) Zbzbe] TR o 7 HE
dWZAS 1240w Esk & ZHzte] EEH Ay wwE Alxs 15ugol] SDS-PAGE(Mini-PROTEAN, Bio-Rad)=
T3 22 A7 sS AASH

Ak, olu], /7] SDS-PAGEe] <]3] A o] FEApefel uhel EF ATt 7]
SDS-PAGEe] &Y A& Hulx BHFAE BF R-250(Coomassie Brilliant Blue R-250, Bio-Rad)Co.=
AME AL, 10% P EAF(acetic acid) ¥ 30% "W EFS-(methanol)o] H7lE € gaog A3 & A AlLxS g
o18}dth. = 3ol= A7) LP-PRP 2 LR-PRPO )3} SDS-PAGE A7} =AHo i}, olw), 7] = 304 LP1,
LP2 B LIP3 Aol 1, 2, 2 3oR5E 42 Zpzhe] LP-PRPe] tgh SDS-PAGE Zxt& udehls ol
LR1, LR2 & LR3C AFtha 1, 2 ¥ 3028 A& Z}7+e] [R-PRPo| thdk SDS-PAGE A3ZS JehfjE= ot}
ojo} A, A7] A ApHE o]&3le] SDS-PAGEZF Ewt A& wuide] Bxgkol ule}l 10719 FEoz i ¥, 7
Zre] AL 1 mm94 712 Aadts= A W Adk(in-gel digestion)S 38t A7) & 3 Ay, Ao
chld BExlgkol ulel 10709 FEow By Rgo] Wik Moz FAEo] it}

olojA, A7) Autgl Zrzte] AL thalA ) Al A" 2l (Cysteine)d &ZA3F(Alkylation) % 3+ (Reduction) #|
d3A4E A T EYA(1.2 ug)® 37CoA 16417 Eek Eastgdur. Eald EEA MEo]| = (tryptic

peptide)E FZ LM [50mM €822 H (Ammonium bicarbonate), 50% oFMEUYE™- (Acetonitrile), 0.5% E
2 EF L ZOAM EANT

Trifluoroacetic acid)]o& F=33TE. A7) %%d} _/]8]] Aolxl EYA HElo|=
(tryptic peptide) &N& NFHAX7|E o]&slo &3] A=A T, AXES 0.1% ELE4H Formic acid)©]
EodE FH/SF Wulddl &IAA HEol= AEE F53I8T.

7] A AZ19% R A W Au IS B, AFmd

2HY F5% F 6709 ®o] i EApek
whek Zhzb 10702 W 9 duke & fEle|= AR AZFHAE %

uh, % 60709 FEROI= A7} FV)E

=
32

Z 2k A (Mass Spectrometry)
=HE F 6078e] FEtol= sl g AFELAE fls) LCNS/NSE Fdspleon, 47 4L & A=g U
A dkEEkdth A7) LCMS/MSE #r 71 x3st A9 AFTJA (KBS oA on-line Nano-LC Al2=¥] 2 Hybrid
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Quadrupole—OrbitrapTM Mass Spectrometryell o] A]a3}5itt.

dqog, Av] Z4Ze] Melo|= AR 5ulE Ultimate 300 UPLC A]Z~El(Dionex)S o|&3to] EaEaia, v
A7|EE o] FFY(nanoelectrospray ion source, Dionex)o] F&rel AZHEA7](Q-Exactive plus mass
spectrometer, Thermo scientific)® ®A5tgith. oluw, A7) Helol= Hao] A}gd ZHL 15emX75umng
Acclaim® PepMap RSLC C18 reversephase(Thermo Scientific) Zr#H o2, FE 300nl/%E, 2A1 75k 5-65% o}Al
EYEH (AN)o.Z F=Ful(gradient)E AAISH. 7] A&E417](Q Exactive plus mass)ollA BE MS}
MS/MS 2~ EZe  “data-dependent top 107 RE=2 A3t AA NS 270 #IAE= 150 m/z  ~ 2,000
m/z °]aL, MAEE 70,000(m/z 200), AGC HFEFL(AGC target value)= 1 x 10602 HaAsF, 4 w4
(Dynamic  exclusion)E 3022 APFdAk.  u-dyx  FE o] 2] (Higher-energy collisional
dissociation, HCD) =7 4 FYAZ 120mset 35,000(m/z) sd=e] wzsh wwoz %Jf3 o]
AP Ak, o] &8} BFAGS 1.7kV, AMFE] =& 280T, HD F& oA 252 eI

A7) LC-MS/MS 22 R-E A7) eto]l= AlF o]l E£3d diads FAs7] e MASCOT(Matrix science,
version 2.41,www.matrixscience.com)< ©o]&3to] M3, of7]o] AlE&E HolHHo]~E=  “UniprotHuman
o Thild AME” o|tt. 7] AREA FAA dF &kt 2INZ FE o] &2 10 ppmol i A|Z~E|RIS] Fhit
v = v &g o] M (Carbamidomethylation) ¥ WE] 2 (Methionine)®] AFs}H(Oxidation)& MS/MS 2o EA
3 FE = R a# 3.

1‘:_]—1:1147%1 = 73?:

7] LC-MS/MS(Z 60702 HE|= A E, Al89 33 §kE) A3, LP-PRPS} LR-PRPE ¢4 1¥o|2tE 54
dde 1655712 yERgTh. B dBAEES =olv] HlsliA, F 38 AT F 29 oelA EAsta,
A7) AT 189 4253 LP-PRPS} LR-PRP ¥ 5 Hojk 17) o]iolld A" dds 79 "4,
ERrolMel ERdaer o, o sigstsE dWEe Are dA WA 155570 5 6647040}
o] B F 23] o4 AEY dwALS LP-PRPIA FF(LPL, LP2 % LP3) @ Z+2t 41470, 36970, 407
70, Z228]3 LR-PRPeIA ¥E(LR1, LR2 ¥ LR3) 9 Z}7 63370, 58770, 750702 54 FAtk. o] FolA, 2719

% E]

2

P

48 9@ LP-PRP= 379710]5L, LR-PRP= 61871%1o™, o] 5 7kA] PRPo] G522 4 H

A7) BRI @S Jleel el EF357] A8 FE 719 E2A4, AniGo2e] AR 2EZA| A 22 9] X
15 E3¥ oz x3s= 892 "Wound healing"S AASATE. 7] AmiGo 2914 += "Wound healing"ol o3|

4] "The series of events that restore integrity to a damaged tissue, following an injury."® #<slaL
glow, olo] sgeti Gulde 7r8selth,

aga, z22 AHF HAA FAAHSE | Iste 7]9=EA "Angiogenesis involved in wound healing",
"Fibroblast migration", "Collagen biosynthetic process", "Glycosaminoglycan biosynthetic process" %
"Glycosaminoglycan binding"& F712 AMASQPoen, IEAIYAAZ  FASUT. AniGo 20014 A
"Angiogenesis involved in wound healing"< "Blood vessel formation when new vessels emerge from the
proliferation of pre-exisiting blood vessels and contribute to the series of events that restore
integrity to a damaged tissue, following an injury."2 A3tz Jom, ol sl dyde
237/Melty. 2glar, “47] "Fibroblast migration"- "Cell migration that is accomplished by extension and
retraction of a fibroblast pseudopodium. A fibroblast is a connective tissue cell which secretes an
extracellular matrix rich in collagen and other macromolecules."Z Z2|stal o, o] sFst=
42 3070°]t}t. “347] "Collagen biosynthetic process"+ "The chemical reactions and pathway resulting in
formation of collagen, any of a group of fibrous proteins of very high tensile strength that form the
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main component of connective tissue in animals. Collagen is highly enriched in glycine and proline,
occurring predominantly as 3-hydroxyproline."o]2}1l Ao|3tar Jom, oJo] sl w@llze 477) 0]t}

" "The chemical reactions and pathways resulting in the

4}7] "Glycosaminoglycan biosynthetic process
formation of glyscosaminoglycan, any of group of polysaccharides that contain amino sugars."@= %<3}
3 gor, oo st dwWALS 16670°0ltk. A7) "Glycosaminoglycan binding"< "Interacting
selectively and non-covalently with any glycan (polysaccharide) containing a substantial proportion of

aminomonosaccharide residues."Z= Adta Qon, o] s Tl AL 2467] o},
19 Eo] e g FF A3

(1) Wound healing

’37] AmiGo 2014 ZHAME 7)19)= "Wound healing"oll ST & T 778700 ew, 7] LC-MS/MSl we} &
9 EFoA S 66470 ol A 7] "wound healing"2] HFoll E@El—t— AL 125719}, sl7]19 & 20
&7] 125708 @A BFo] ZAE o] v}k, 53], A7) EFUY ©WA 6647] 5 LP-PRPoIARE A E Tz
< 467009, I % "wound healing" T#E wwAL 87(FGG, SERPING1, RAP1B, VCL, FLNA, FBLN1, CLU)°]t}.
Z12]ar, LR-PRPOIAeF E2F whula.e 285700l =1 % "wound healing" T& whia-S 3671 (ANXA2, CAPZAL,
ANXA6, SERPING1, TF, NACA, KRT5, MYL12A, WDR1, F9, KNG1, FGG, HSPA5, GP1BB, RAC2, VCL, C4BPB, FLNA,
ARPC4, TUBA4A, PDIA6, CPB2, AQP1, CFL1, CFD, GNAI2, ITGB3, COL1A2, LAMP2, GP9, CSRP1, MYL9, RAPIB,
CALM1, DMIN, PRIN3)o]t}.

W
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X2

Accesions Gene Description MW pl log(LR/LP) LP-avg LR-avg
P68871 HBB Hemoglobin subunit beta 15988  6.75 -0.4024 16.4054 6.4952
P02042 HBD Hemoglobin subunit delta 16045  7.85 -0.8284 1.5339 0.2277
P02647 APOA1 Apolipoprotein A-| 30759  5.56 -1.3736 0.7818 0.0331
P02787 TF Serotransferrin 77014 6.81 -1.1261 0.4467 0.0334
P01009 SERPINA1  Alpha-1-antitrypsin 46707 5.37 -1.3403 0.3790 0.0173
C9JPQ9 FGG Fibrinogen gamma chain (Fragment) 13538 6.71 -0.9718 0.2901 0.0310
P02675 FGB Fibrinogen beta chain 55892 854 -0.9665 0.2621 0.0283
P02679 FGG Fibrinogen gamma chain 51479 5.37 0.2438

P04264 KRT1 Keratin, type Il cytoskeletal 1 65999 815 -0.9365 0.2012 0.0233
P06702 S100A9 Protein S100-A9 13234 571 -1.3119 0.1839 0.0090
P02768 ALB Serum albumin 69321 5.92 -0.8207 0.2830 0.0428
P01024 a3 Complement C3 187030  6.02 -1.1381 0.2093 0.0152
P01023 A2M Alpha-2-macroglobulin 163188  6.03 -1.1543 0.1424 0.0100
P01008 SERPINC1  Antithrombin-III 52569  6.32 -1.2737 0.1694 0.0090
P69892 HBG2 Hemoglobin subunit gamma-2 16116 6.64 -1.0744 0.2943 0.0248
P69891 HBG1 Hemoglobin subunit gamma-1 16130 6.64 -1.0034 0.2923 0.0290
P32119 PRDX2 Peroxiredoxin-2 21878  5.66 -0.9406 0.0634 0.0073
P63261 ACTG1 Actin, cytoplasmic 2 41766 5.31 -0.8823 0.0961 0.0126
P05109 S100A8 Protein S100-A8 10828  6.51 -1.3153 0.0934 0.0045
P62937 PPIA Peptidyl-prolyl cis-trans isomerase A 18001 7.68 -1.2966 0.0997 0.0050
P02671 FGA Fibrinogen alpha chain 94914 5 ~1.3215 0.0715 0.0034
P02538 KRT6A Keratin, type Il cytoskeletal 6A 60008  8.09 -0.8133 0.0530 0.0081
P02649 APOE Apolipoprotein E 36132 5.65 -1.2883 0.0841 0.0043
P0O7737 PFN1 Profilin-1 15045 844 -1.7137 0.1011 0.0020
P63104 YWHAZ 14-3-3 protein zeta/delta 27728 473 <1.3797 0.0637 0.0027
P13647 KRT5 Keratin, type Il cytoskeletal 5 62340  7.59 -0.8210 0.0467 0.0071
P04114 APOB Apolipoprotein B-100 515283  6.58 -1.1547 0.0768 0.0054
P02775 PPBP Platelet basic protein 13885  9.04 -1.1697 0.0524 0.0035
P05155 SERPING1  Plasma protease C1 inhibitor 55119 6.09 0.0529

P23528 CFL1 Cofilin-1 18491 8.22 0.0494

P61224-3  RAP1B Isoform 3 of Ras-related protein Rap-1b 18767 8.72 0.0310

P01042-2  KNG1 Isoform LMW of Kininogen-1 47853  6.29 -1.2372 0.0470 0.0027
P02749 APOH Beta-2-glycoprotein 1 38273 834 -1.1881 0.0397 0.0026
P00734 F2 Prothrombin 69992  5.64 -0.8933 0.0569 0.0073
P04075 ALDOA Fructose-bisphosphate aldolase A 39395 83 -0.9852 0.0301 0.0031
CIJF17 APOD Apolipoprotein D (Fragment) 24142 5.46 -1.2510 0.0276 0.0015
P00747 PLG Plasminogen 90510  7.04 -1.1048 0.0363 0.0029
P10909-2  CLU Isoform 2 of Clusterin 5779  6.24 -1.2176 0.0250 0.0015
P02743 APCS Serum amyloid P-component 25371 6.1 -1.2721 0.0187 0.0010
P04196 HRG Histidine-rich glycoprotein 59541 7.09 -1.0939 0.0198 0.0016
000299 CLIC1 Chloride intracellular channel protein 1 26906  5.09 -1.4667 0.0247 0.0008
P11142 HSPA8 Heat shock cognate 71 kDa protein 70854 5.37 -1.0269 0.0132 0.0012
P02776 PF4 Platelet factor 4 10838 893 -1.3767 0.0406 0.0017
P05546 SERPIND1  Heparin cofactor 2 57034 641 -1.1263 0.0214 0.0016
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Accesions Gene Description Mw pl log(LR/LP) LP-avg LR-avg
P04004 VTN Vitronectin 54271 5.55 -1.2602 0.0218 0.0012
P08567 PLEK Pleckstrin 40099 8.51 -1.1288 0.0128 0.0009
P06396 GSN Gelsolin 85644 519 -0.9385 0.0184 0.0021
P18206 VCL Vinculin 123722 55 0.0124

P13796 LCP1 Plastin-2 70244 5.29 -1.2317 0.0226 0.0013
Q9Y490 TLN1 Talin-1 269599 577 -0.7896 0.0116 0.0019
P14618 PKM Pyruvate kinase PKM 57900 7.96 -1.0094 0.0102 0.0010
P30044 PRDX5 Peroxiredoxin-5, mitochondrial 22073 893 -1.2382 0.0133 0.0008
HOYAC1 KLKB1 Plasma kallikrein heavy chain (Fragment) 76834 844 -1.1729 0.0133 0.0009
P04083 ANXA1 Annexin A1 38690 6.57 -1.0674 0.0134 0.0011
P00441 SOD1 Superoxide dismutase [Cu-Zn] 15926 57 -0.5889 0.0092 0.0024
P08697 SERPINF2  Alpha-2-antiplasmin 54531 5.87 -0.8600 0.0125 0.0017
P58546 MTPN Myotrophin 12887 5.27 -1.3515 0.0084 0.0004
PATIS6-2  CAPzB  lsoform 2 of Factn-capping protein 35609 569 -1.0683 00066  0.0006
P00488 F13A1 Coagulation factor XIIl A chain 83215 575 -1.1058 0.0095 0.0007
P07225 PROS1 Vitamin K-dependent protein S 75074 5.48 -1.0333 0.0105 0.0010
P07996 THBS1 Thrombospondin-1 129300 471 -1.0377 0.0072 0.0007
P02748 c9 Complement component C9 63133 543 -0.9586 0.0074 0.0008
P61225 RAP2B Ras-related protein Rap-2b 20491 473 -0.8462 0.0042 0.0006
Q01518 CAP1 Adenylyl cyclase-associated protein 1 51869 824 -1.1315 0.0091 0.0007
P35579 MYH9 Myosin-9 226392 5.5 -0.4699 0.0042 0.0014
P07203 GPX1 Glutathione peroxidase 1 22075 6.15 -0.9224 0.0066 0.0008
P12814-3 ACTN1 Isoform 3 of Alpha-actinin-1 105502 5.25 -0.8220 0.0074 0.0011
Q5HY54 FLNA Filamin-A 276378  5.69 0.0056

B77596 TPM1 Tropomyosin alpha-1 chain 31733 485 -1.5487 0.0069 0.0002
P00748 F12 Coagulation factor XII 67748 8.04 -1.2771 0.0070 0.0004
P08758 ANXAS Annexin A5 35914 4.94 -1.0381 0.0056 0.0005
Q86UX7 FERMT3 Fermitin family homolog 3 75905 6.52 -0.2384 0.0011 0.0007
B1AHL2 FBLN1 Fibulin-1 78277 5.23 0.0022

P09486 SPARC SPARC 34610 473 -1.2785 0.0040 0.0002
P04275 VWF von Willebrand factor 309058  5.29 -0.9560 0.0016 0.0002
P40197 GP5 Platelet glycoprotein V 60921 973 -1.3185 0.0049 0.0002
P07355-2  ANXA2 Isoform 2 of Annexin A2 40386 853 0.0004
P52907 CAPZA1 F-actin-capping protein subunit alpha-1 32902 545 0.0005
P07359 GP1BA Platelet glycoprotein Ib alpha chain 71495 5.87 -1.0671 0.0025 0.0002
P04070-2  PROC poform 2 of Vitamin K-dependent protein 57518 624 -08879 00011 00001
P00742 F10 Coagulation factor X 54697 5.68 -0.9400 0.0030 0.0003
P15924 DSP Desmoplakin 331569 644 -0.3691 0.0008 0.0004
P08514 ITGA2B Integrin alpha-Ilb 113306 5.21 -0.7814 0.0025 0.0004
P08519 LPA Apolipoprotein(a) 500995  5.58 -1.4881 0.0006 0.0000
Q13201 MMRN1 Multimerin-1 138023 8.15 -0.7667 0.0004 0.0001
A6NN8O ANXA6 Annexin 75229 5.46 0.0001
HOYI76 KRT5 Keratin, type Il cytoskeletal 5 (Fragment) 23096 4.82 0.0118
J3QRS3 MYL12A Myosin regulatory light chain 12A 20444 462 0.0018
075083 WDR1 WD repeat-containing protein 1 66152 6.17 0.0002
P00740 F9 Coagulation factor IX 51745 5.34 0.0003
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Accesions Gene Description MW pl log(LR/LP) LP-avg LR-avg

P01042 KNG1 Kininogen-1 71912 6.34 0.0014
Isoform Gamma-A of Fibrinogen gamma

P02679-2 FGG ) 49465 57 0.0314
chain

P05154 SERPINAS  Plasma serine protease inhibitor 45646 9.3 -1.2347 0.0060 0.0003

P05160 F13B Coagulation factor XIII B chain 75461 6.01 -0.8708 0.0023 0.0003

P11021 HSPAS 78 kDa glucose-regulated protein 72288 5.07

P12259 F5 Coagulation factor V 251546  5.68 -0.8708 0.0007 0.0001
Isoform 2 of Platelet glycoprotein Ib beta

P13224-2 GP1BB i 43130 1081 0.0001
chain
Ras-related C3 botulinum toxin substrate

P15153 RAC2 9 21415 7.52 0.0004

P18206-2 VCL Isoform 1 of Vinculin 116649 5.83 0.0012

P20851 C4BPB C4b-binding protein beta chain 28338 5.05 0.0008

P21333 FLNA Filamin-A 280564 5.7 0.0013
Isoform 2 of Actin-related protein 2/3

P59998-2  ARPC4 ) 71673 5.59 0.0001
complex subunit 4

P60953 CDC42 Cell division control protein 42 homolog 21245 6.15 -0.9405 0.0071 0.0008

P68366 TUBA4A Tubulin alpha-4A chain 49892 4.95 0.0014

Q04695 KRT17 Keratin, type | cytoskeletal 17 48076 497 -0.8242 0.0249 0.0037
Isoform 5 of Protein disulfide-isomerase

Q15084-5  PDIA6 - 53228 535 0.0001

Qo6lY4 CPB2 Carboxypeptidase B2 48393 7.61 0.0003

HOYAS8 CLU Clusterin beta chain (Fragment) 16167 5.51 0.0616

B4E220 AQP1 Aquaporin-1 35552 5.32 0.0001

E9PK25 CFL1 Cofilin-1 22714 851 0.0020

P00746 CFD Complement factor D 27016 7.64 0.0003
Isoform sGi2 of Guanine nucleotide-

P04899-4  GNAI2 o A B ) 41522 5.66 0.0003
binding protein G(i) subunit alpha-2

P05106 ITGB3 Integrin beta-3 87000 5.09 0.0003

P08123 COL1A2 Collagen alpha-2(l) chain 129235  9.08 0.0000
Isoform LAMP-2C of Lysosome-associated

P13473-3 LAMP2 45141 5.6 0.0001
membrane glycoprotein 2

P14770 GP9 Platelet glycoprotein IX 19034 5.89 0.0005

P21291 CSRP1 Cysteine and glycine-rich protein 1 20554 89 0.0002

P24844 MYL9 Myosin regulatory light polypeptide 9 19814 4.8 0.0015

P61224 RAP1B Ras-related protein Rap-1b 20812 5.65 0.0040

P62158 CALM1 Calmodulin 16827 4.09 0.0004

Q08495 DMTN Dematin 45486 8.94 0.0004

U3KPS2 PRTN3 Myeloblastin 23596 849 0.0007

B4E1FO SERPING1  Plasma protease C1 inhibitor 55734 5.97 0.0026

C9JB55 TF Serotransferrin (Fragment) 7985 452 0.0092

. Nascent polypeptide-associated complex
E9PAV3 NACA . . 205295 9.6 0.0000
subunit alpha, muscle-specific form

[0079]
[0080] (2) Angiogenesis involved in wound healing
[0081] A7 LC-MS/NMSel wheh sA-" Ry @uld FolA Y] AmiGo 2004 HAlE 7]9)= "Angiogenesis
involved in wound healing"®] WHFo X3¥ &= @lde B5F 37109, 51719 % 3o 1 @i H=o] 7]4)
Hojglth. FA2 o2, LP-PRPo = GPX1e], 22]al LR-PRPol:= GPX1, H3BM21 2 ITGB3o] X 3w o]9ltt.
F 3
Accesions Gene Description MW pl log(LR/LP) LP-avg LR-avg
P07203 GPX1 Glutathione peroxidase 1 22075 6.15 -0.9224 0.0066 0.0008
H3BM21 H3BM21 Integrin beta (Fragment) 86923 493 0.0092
[0082] P0O5106 ITGB3 Integrin beta-3 87000 5.09 0.0000
[0083] (3) Fibroblast migration
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A7) LCMS/MSel whet BAHE BERod dwE Fod A7) AmiGo 2014 AAME J)19Y= "Fibroblast
migration"®] o] E3EE wlde BT 2ol S17]9 i 4o I ©d EFo] ZlAEHAY. A4
© & LP-PRP THBS1®], 2@ il LR-PRPoll& THBS1 & DMIN 27§¢] E &% o] Qlt},

5

X 4
Accesions Gene Description Mw pl log(LR/LP) LP-avg LR-avg
P07996 THBS1 Thrombospondin-1 129300 4.71 -1.0377 0.0072 0.0007
Q08495 DMTN Dematin 45486 894 0.0004

(4) Collagen biosynthetic process

A7 LC-MS/MSell wet FA4FE ERdia dwlzE FolA A7) AmiGo 2004 AAE 71Y9= "Collagen
biosynthetic process"e] WHa=el 3|Fsl= Tl dL BF 4700, 51719 ® 50 1 @wld HFo] 7[AH 3]
o}, FAA o2, LP-PRPo&= F2, PRDX5 % SERPINF2¢], —1#]1l LR-PRPol+= F2, PRDX5, SERPINF2 % LTBPlo] 3
LB =

aL 5
Accesions Gene Description MW pl log(LR/LP) LP-avg LR-avg
P00734 F2 Prothrombin 69992 5.64 -0.8933 0.0569  0.0073
P30044 PRDX5 Peroxiredoxin-5, mitochondrial 22073 893 -1.2382 0.0133 0.0008
P08697 SERPINF2 Alpha-2-antiplasmin 54531 587 -0.8600 0.0125  0.0017
Latent-transforming growth
Q14766 LTBP1 186673 5.63 0.0001

factor beta-binding protein 1

(5) Glycosaminoglycan biosynthetic process
AF7] LC-MS/MSol whe} S A-® EFdia @iz FoA A7) AmiGo 2014 #HAME 7]199= "Glycosaminoglycan

biosynthetic process"e] Wl sj@ddls= glde w%= 270l 3l7]e & 6o 7 @l E=o] 77504
q.?ﬂ@QE,W$WﬂtLWﬂ,ZQLLWRWMfwMQCHW}E@QQQW.

X6
Accesions Gene Description MwW pl log(LR/LP) LP-avg LR-avg
P51884 LUM Lumican 38405 6.16 -1.2244 0.0175 0.0010
Q00610-2  CLTC Clathrin heavy chain 1 191493 548 0.0001

(6) Glycosaminoglycan binding

7] LC-MS/NSel wet 54 E ER/ud olA 7] AmiGo 2014 FHAE 7)$)= "Glycosaminoglycan
binding" Wl slEsl= WAL BE 1370, drle] ® 7ol I wME HEFo ]ﬂﬂq%q.
TFAA o2 LP-PRPol= APOE, IGHM, APOB, CFH, HRG, PF4, SERPIND1, VTN, THBS1, ELANE, LPA %, HABP29],
Z12]al LR-PRPOl &= AZUL10] E§HE] o] glt).

ay)
=
iy
= of)
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X7

Accesions Gene Description MW pl log(LR/LP) LP-avg LR-avg
P02649 APOE Apolipoprotein E 36132 5.65 -1.2883 0.0841 0.0043
P01871 IGHM Ig mu chain C region 49276 6.35 -1.2318 0.0713 0.0042
P04114 APOB Apolipoprotein B-100 515283 6.58 -1.1547 0.0768 0.0054
P08603 CFH Complement factor H 139005 6.21 -1.1192 0.0408 0.0031
P04196 HRG Histidine-rich glycoprotein 59541 7.09 -1.0939 0.0198 0.0016
P02776 PF4 Platelet factor 4 10838 893 -1.3767 0.0406 0.0017
P05546 SERPIND1 Heparin cofactor 2 57034 6.41 -1.1263 0.0214 0.0016
P04004 VTN Vitronectin 54271 555 -1.2602 0.0218 0.0012
P07996 THBS1 Thrombospondin-1 129300 47 -1.0377 0.0072 0.0007
P08246 ELANE Neutrophil elastase 28500 9.71 -1.4420 0.0120 0.0004
P08519 LPA Apolipoprotein(a) 500995 5.58 -1.4881 0.0006 0.0000
P20160 AZU1 Azurocidin 26869 9.75 0.0003
Q14520 HABP2 Hyaluronan-binding protein 2 62630 6.09 -1.1242 0.0030 0.0002
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