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Hl 4 7] &

Gy 2 U g S5 A% uFoA b oA A dde] Fa ¢ttt g 5 A%
ol T3 5= HY, A4WE, 89 24 2%, 729 9 7] g9o® <) g7 HA & aE o
bR o g A%, 79 Ao}, eX-7Y(off-loading) S EFahH, A AxHE So], au f A A
ZH(PDGF)) @] Fol e MESH =4S 23

ulo] Z ZRNA(miRNA) &=

= o ool wal E WY dAE FEFOEA F
A WA PAHoR 288 4 A A3 VAol

B2 o]tk (Ambros, Nature
431:350-355(2004); Bartel, Cell 136:215-233(2009)). & +9] 17 mRNA #3]E miRNAQ] ©o]¢] mRNA ¥ 4o
3k =3k nRNA 984 32 AGol3FA tHGuo et al., Nature 2010; 466:835-840).
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=
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(
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r o
=
=
=
lo

o] AERNAE A Ve 24 H FA, @ dF5 2 3 Wi S xSk v A=shE #Aol
#oj 5o glth(Eva Van Rooij and Eric Olson, J. Clin. Invest. 117(9):2369-2376 (2007); Chien, Nature
447:389-390 (2007); Kartha and Subramanian, J. Cardiovasc. Transl. Res. 3:256-270 (2010); Urbich et
al., Cardiovasc. Res. 79:581-588 (2008) #%). miRNA:= FE3F f-7]A|9] dhdo] #ojsls= ZAoRE HIEJO
™ (Ambros, Cell 113 : 673-676 (2003)) wlolelx~ 7+ 34 (Pfeffer et al., Science 304:734-736 (2004))°l
A, oy Z2A A ApEAH o R WA (Xu et al., Curr. Biol. 13:790-795 (2003); Landgraf et al., Cell
129:1401-14(2007)) +4F LA Aol Ath(Calin et al., Proc. Natl. Acad. Sci. USA 101:2999-3004
(2004)); Calin et al., Proc. Natl. Acad. Sci. USA 99(24):15524-15529 (2002)).

Wb, vlolaZRNAS) V1% B/EE BHS 2EsE AL Og 246 B EAA AW AL A&
BEE AN 5 ek T, niRAS EHOR s ek A ARAY Ade ¥ A BAE Ao
S ook 54 niRvel U A% AHE L Sold, AL 5 &&, 2 FEdohd yAe BF ¢une
SEHEJM ARAe AT 2 B4 AAA 4 vk o So], LALFIULEES EHEA e ATl
EYHE FA4L 0 5 A wFdel Aol oJa Basel 242 9e + Ark. Wb, F8% e Ax A
BAE AT R AR £ 9 B9 ohe AEs] R AZW FEdobldl ta $4d Wae A
ek, MR, ARAZL FolHE 24 L 29 olsle] BA Eabsh mAASA e B, FEeok #ao
gE Mg 99 24 wE % Y ABHAL AN B ART 5+ Aot

g J§
ddstef= A

wekA, oS E°] miR-929F &2 miRNAl e AES EFshs HAsta aaHdl SIS LE =T
AalAlel td a7k AT, B A5 AAS FWskr] ffa miRNA RMEr]el tigh mlo] e wiA o] FA el
ek o7 AT, & B SYanIdLEEs tided FolE w fFaA, d9 58, 14 S04, <

4 BB B5ACA olde THE 4 jih

B2 E e
1

Houbge g 1 % ¥ 22%H Aud A9S ¥3steE YunFULEEE AFdt. SYunIFUlEss
2" 0-¢7 B 2 g2 Wygy Hok sluel v I FEUQLHEE X3 4 Q. dF AA G, &
PALFEYLEEE 2'0A 4'29] vEdl BaAZS 2= ol ste] LNAS ¥Fsth. AR AA E o] A
SYAFFULEEE 5 W FF, 3 TR EE 5 E 3 A FRE ZeT. A AA G, 22w
SFHUREEE gl o] EAXRE|QMOIE Ajhs it A AAEINA, SaFIYoEEE 9
A FAER EjQoolE dAAd. w UE AXNHYdAN, LI FIFYLEHEE AWUE JHAH 2FS ¥
gt e, fade] SYIFIUEE EE ol ofFgHor gt 9, ¥ oFfHow FHEUMEe
A e gNAE Edels FstE A Eo] AlTETh. AR A G, FEHo R FHE e "HAE F
2oluA Ak Alzwl A Ak B3A|, YeflE, vlolARave], HlE S odd, uAl, &3k v
EE YEEs x3e

oyl Emg ¥ 204 AEle gSElaw el e =t o] B il A LE|awI Y e = AXE A
FA 715 GAE 28I AEZoA miR-929 S A T AAEE WS AT AR AATE Gl A
AXe EfsE Axen. A AAHFAA, AExes A Be 2§ Axor. A AAH S, AEE
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BA Al e gt AR AAE G, AEzs AfAE, AR, AAIYAE Ee Aoy, ®
e AAE G, AEs A o, A U s AA el EAIR
e EF R 204 AEE sElagrdd e s g o] JiAE 2w I eEEE diel)
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e £ ol niR-92 qAIAE Foldhs WAIE xEFEte] telA A ARE FAA7E PHEE
Aedet. 45 AAE g, niR-92 JAAE miR-920] Aol FEH o HHA NI TFPshs ¥l
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Eohshs 2w eE =, A miR-920] FrAelal 370 olste] 1% INAE EestH, 5 HdelA
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>

3] = AP BAL dA ST NiR-92a AAAE o]F T
Sebd elTE Selen=aRe fAsede] BaS gelAss S xshel FET. A Wel wl

e

J X fro]l AA U A niR-92¢] L AFZHLEE JAA

T A3E dAlgth. & Savs A F AA5(PBS; HlEE - dlxwh), I3 Uy A%

Z3) 2 miR-92(A (SEQ ID NO 7); C (SEQ ID NO. 62)) A& 1§ = = A Al <]t

A A o] A U R FA ] AT s HEES oA L ESR

Z77) 2 miR-92 (A; C) AE 2FY YaFEFULEHE QA 93 &4 A XHe A

ol W Ak e YR ol xF WMEES AT & 5ce PBS(HIFE - HERT),
] %

o
o
X,
[o

BN

At A
ZH(VEGF; <4

o %

| _19, r3

£
Py
o)
1o

R
_N‘_'(

VEGF (%7 thzwt) % miR-92 (A; O) AR 79 a7 dleds AAZNH 49 4 A9 A
Ul mdel A Ao Fol A WAS dAgt. & 5de P S(RIB|E - &), VEGF(¥A thxT) 2 miR-92
(A; O) A 1579 SYIFIULEE AAAZHE S0 A ﬂvgl AA U B A E 7tEAZE
P Hof 27 FA(AR Zow U Ax] WH)Z o ]?11:}. % Se-fv AEAJA/ AR AxRA, W
A%z A3}eS Ab&ake] PBS(H]B|E-ti2w) 2 miR-92(A) A& 2F9 SYnFEULE= gAA o3 &4
B dA Aol AA U BEeA A CA D31t WIHAE(E Se)o] s2AF 9 (D31t (&= 50)%0 =24 UAE o
A gt

% 6a-f 4" A 249 A W 2ol miR-929] &Ly 121:45 oA AL S AN F WA
AT AHRE dAJSTE. = 6a= PBS(RIB|E-txT), VEGF(YA d=d), 4% §% A% AX(PDGF, FA o
Z3) 2 miR-92(A; C) & 189 LuFIYSE = ﬁxﬂxﬂfa—rﬁ & A Al A W oA 9]
Ao AgE s WMEES dAdth = 6bis PBS(H|EE - UlERw), VEGF(YA diZ), PDGR(FA dizxa)

miR-92(A; C) A8 IZFe SawEU e = FAAd o3 E4d A Aol A U o] FAdlA
oA e AR Fob 24 WEES JAFT. & 6ew PBS(HISE - tiET), VEGR(¥HE ),
PDGF(4 o) B miR-92 (A; O AR 259 SHAFTEULEE JAAZTEH 4" A AfFe] A
Ul BElo A Aol Kol 232 WAS dAgtt. & 6di= PBS(HIS|E - tiZT), VEGF(YA oiz), PDGF(YA
) % miR-92 (A; O) A8 2579 SPawSd L= AAAZTE 4" A Ao BA W ZHolA
BHE TtRAZE Bt Sob 24 FAGA For v A WA)E At & e-fe AdHPEE/ I

el AxeA, dqxAstste A8k o) 2 omiR-92(A) AR I2F] SYawIYeE =
Al Aol ogk ERE A Aol A W oM Aol D31+ ¥ AME(E 6e)e] A R D3+ (=

T
los}
2
o
L
)
l-N

2 =4 RT-PCRo| <3l #H7FE db/db »F9-2= AA Aol 3k e A W] AFZHE miR-92a9] &3
LFEFHLE = AgAA] 93 A niR-92a B3 FAAY @A E A g}.
= 8a-dt WY x4 38tS AL8ste Hrke &4 dA X9 AA U BdloA Ao 1TGASS] w6k
ol tist A (v)8)E-%- % 8a), PDGF (A W= = 8b) 2 miR-92(A; & 8c-d) A7 HIFH

Z 9= AAA YAl Ao Uit s-wEAEAL] EAe] adE HXAES ] $% ol FAHIA BAHS
oAtk S-HEAIEAle] AY glE MiR-92a JAAE o5 FAIHIA 2EEH SHAv=Z2HEH FAHZA
o] S GdAste T 7%t B4, dlolE e dAlY AEV EAET

gy e Al et AL Y&

2 UEE niR-929 &4 v VTS dAEE SHAwIIAREE AAlAl L oo xAHdE Y &EE
AFsey. w3k niR-92 EHAIY S miR-92 E¥A|7F B e AFHn

MiR-92+= miR-17-5p, miR-17-3p, miR-18a, miR-19a, miR-20a, miR-19b % miR-92-1%= o]Fo{Z miR-17-92 &
2 ~E o] 91X g} (Venturini et al., Blood 109 10: 4399-4405 (2007)). miR-92¢] t3&+ pre-miRNA A &L A
& MEBp) 2 £EF (F, vloly EE 5p) AER AHEET. 2B AEL 28 B Fxo tE ZRRE A

gE, A7, AH 2L F niR-929 < 2D 2EF niRNA A Fo] AT
17t A% miR-92(5, hsa-miR-92a-3p)(SEQ ID NO: 1)

- UAUUGCACUUGUCCCGGCCUGU-3
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[0032]
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[0034]
[0035]
[0036]
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[0039]

[0040]
[0041]

[0042]

[0043]

[0044]

[0045]

[0046]

SIHS31 10-2017-0103841

17+ miR-92a-1 (2, hsa-miR-92a-1- 5p)(SEQ ID NO: 2)
5 ' ~AGGUUGGGAUCGGUUGCAAUGCU-3'

17k miR-92a-2 (%, hsa-miR-92a-2-5p)(SEQ ID NO: 3)
5'~GGGUGGGGAUUUGUUGCAUUAC-3"

AF A< miR-92(Z, mmu-miR-92a-3p)(SEQ ID NO: 4)
5' ~UAUUGCACUUGUCCCGGCCUG-3'

27 miR—92a—1*(é, mmu-miR-92a-1-5p) (SEQ ID NO: 5)
5' ~AGGUUGGGAUUUGUCGCAAUGCU-3'

A7 miR-92a-2 (%, mmu-miR-92a-2-5p)(SEQ ID NO: 6)
5' ~AGGUGGGGAUUGGUGGCAUUAC-3'

F A% miR-92(%, rno-miR-92a-3p)(SEQ ID NO: 4)
5' ~UAUUGCACUUGUCCCGGCCUG-3'

# miR-92a-1 (%, rno-miR-92a-1-5p)(SEQ 1D NO: 5)
5' ~AGGUUGGGAUUUGUCGCAAUGCU-3'

7 miR-92a-2 (%, rno-miR-92a-2-5p)(SEQ ID NO: 6

5" -AGGUGGGGAUUAGUGCCAUUAC-3'

HFEdoEHESE B . T 999 A 2! 3l k-2 DNA
Aol digk 9= 9 47 gl ] E]U]E] A71E ZEa, RNA A Ed digk Elvd ¢17] didlel $-8d 971E 7t
A Aow o]afert.

AR AAE ol A, miR-920] ARAN NAL Eahehs Lo wirFel LEEE niR-92 AA T niR-920]
HAQ MES 23t g1 wEdL HELE SYRFEULEHE AAA 4 F gk, B B Lo &
HaFIH L= AAA", "antimiR", "AZA", "OLEM_M\_ S AFFULEHE = AS0", ", "QHE
-mlo] AZRNA YA FEHLEE TEE A0, == "9 A (mixmer)"+  miRNAo] €4 e REZRoZ TAI)
stel TA niRNAS] 7% == BHS AP EH vl TZRNAMIRVA)S] B EE= /)5S oAk wu
FEALHE, dSAZEFEYLEHE, WiE JRFEdeHs, HEyE dIAgEFIEYHE e o9
23S 23 S E 2T

E— Hhg o) /\]—%% o] "miR-92"%= pri-—miR-92, pre-miR-92, miR-92, miR-92a, miR-92b, miR-92a-3p % hsa-

AR AAEGelA, B wPe] 54 &

miR-92¢) B4 EE 7% o SR

AEolth, A% AANMFAM, AEE FA  Afol
T

MfobE, AARAAE EE dsAselth. E g A4

i

el A, Alxs A W E=s A I
& B el A, & 2] miR-929] S| IULEE AAE F 3eRFEH AduE fdAet
E2 miR-92 FA ] Al os) S miR-929] 2 SYAFIULLEE AlAe}t HlaLste] T £ &

4o "O& niR-92 JAA"= AE A S FEYULE S, antimiR, antagomiR, =W, AW, e, ZE
Ad, &% A RNA == 4F 3§ = A ARl oo A e FY 2 oH; B/EE nik-
929 W e S oAlste ofES X B I 54 S awIdleHE oAAe 2 I o
AU s AAASH st AE(AE Eol, K AxE, A% AE, W A

)
=
=Z
=
S
e

s

Ay o) ST (e}
X, AFAME, A



[0047]

[0048]

[0049]

[0050]

[0051]

[0052]

d
A RS g

T 1=

T A ol FAFEA 24

FASEADA @ FAdke] 3'UTR Well miR 14 F-915 wiAlshs As 23
glon], meba ofAAl FE o] skl o3

o291 @ waw 5 449 + dvh. 4% Asd wnd
(% Bol, wolEe] FANAAS AEstet A 2 A4 AW Fekavls gol TP F Ja, A&
1248 & A 9 AAEgA, ey

o v7l 3R YA FIFILEEY antimiR-92 FAJ Y A FEA )
FHUSE =T o)lF FAIWEA A A vhel o] <F 50 nM ©]3}, Ei thE A o
20 nM °l3} E= 10 oM °]8te] wEE AV F4E FostA At oF 5o, &

FA A BA oA ARE upel o] ¢F 50 nM ©]8k, 40 nM ©]8F, 30 nM ©]8F FEE 20 nM ©]&te] miR-92 A
o] oAl tg 1650 7+ = Q)

ZHEE JAA(AE £, miR-92)9] A
Ao MAF BE(dE 5o, AF == F 29
mg/kg olate] &Fom #
HoE=E AFANA A

e e

e s 495 AR & gk 9% A4

Bjell A, A& dA(dE 501, BA 7PdAte] e A 39k go] AF0A waHer e (S,

AR AA oA, ST FEYLE = A U &% Dol A A w= FH R AAEG.

228 db/db ABHA (Jackson Cat # 000642 BKS.Cg Dock (Hom) 7m +/+ Leprdb/j)e} #&

Ao 118 Jud AFA}. 3 AAPSGA, RAL AA T IR dA4 HAX AHAS AL},
A

&t o

AN FlA, G BEE AU, SHd(scald) E= SH(burn)S o] &3k, o] AAEHFIA, SHiwE
SEEE AFNA AU e Az FHAY FA(dE B0, A PR Be A SRS w4 F

FollA, B Uy SHIFIULEHEE Foq F
= T 6 EE I ol B9 &3

, Z% miRNA( S E0], miR-92)¢ L IFIFHLEE o

miR-92)9] T2 A7 LEHE AA 9} vluste Hu 42 HlRe Fof ¢ W& B U/gE ¢ 7l

SN FEYLEEY FEYLHE 4GS nRNA T niRNASH Z-& RNAS FEHLEE Ao ddxo=w A
HAY F Qv SHIFIUEHEY] wEULEHE AES nkNA EE niRNA9F 22 RNAS] wEHLEE A¢E
of ¢hd3] drRAd F vk, AR AAEGelA, miRNAE miR-92 Ei= miR-92a0|th. &I EE=E A
= 270, A= 371, Hol= o/, HAoj® 7/ T Ao 9719 LNASF 7 Hojx o] LNAS ¥ et}
AR Aol A, ST IFEULEEE LN 2 85 FEEQEEe] E£3ES 233}, dE 59, &9
IFEYEEE Holk oI e Aok 7/ EE Aok 9/ Fa wEUHE 9 Aok 3ol H e
FEAEHESE F7E 5 U
Ao, SPIFEAE =Y o] W Fg wIHUQEHEY + % Xv SYIFEIALLE =T niR-92 7]
T H/EE S AAATIE AY F U AR AAEHGNA, SEIFEELEEY o] W e wEEL
Heo] 4 9 9= Vg vtet o], S IREUE =Tt AE3 Ul FAIF A B A oF 50 nM o] 3ke]
ST EUEHE oA Ee AdE A £e F BdolX Az o S0mg/kg oldk, L& oF 25mg/kg o] st
o] RO E niR-92 7% W/EE A4S TAA7IE Folth. A AAE S, I FEUSHEY do]
9 A5 FEULE=Y ¢ 2 A= 2 O Ved viel Zo], g ZdE =t M AFH EE
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[0054]
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H EPAA oF 50mg/kg ©]3F, = oF 25mg/kg ©lste] Folgo R 1A ddAe o ZAHE U= miR-92 &
Kel

Aol 571 o]l LNA, Aol 5 wdel]l LNA, A|d9] 3' weke] LNA H= o9 lojo] 3 X Fshe w2
L AL LNAolth. & Eof, SE|aFIYEE=E 37 ¢

JuFgeleel=E 57 o4+ LNA, 5' Zeko] LNA, 3' Zehe] LNA
FTEUE|=E 57 o]/de] LNA, 5' ko] LNA,

s 4= glom, Mde o7t Hox 167] wEH
2 2] = $ds] ARAY ¢ glow, AAHow AR

ol 1 WA 7o) mlamR(dAad, 1 s 2709 vamx)E 7 AT
= miRNA 9AA], E&= antimiRe]th. &

fu
Iy

Bl oA, & dye] P uwEd QE == niRNA(AE £, miR-92)9] X = FGol JRAA A
T o & Holm 5709 LNAS F3HEtl. "miRNAS] A= G Y"S piRNAC 5!

2

51/ to )
B o
o
ol

-~ N

| =
= REoltk. Hojx 5709 LNAZ ETEE niRNA(S 9], miR-92)9 A= o
S ¥FeE SYaFEULEEE 5 Urke] LNA BEE 30 wuke] LNA, HE 5 gy 30w
ek 4= ik, & AA B oA, Zolw 570 LNA, 5' Zhol LNA E/EE 3" Zubel] LNAS ¥ 38}
= N ot A4 LNAE S Zherh. AR AAE A, AEE Zdo|rt Hojx 167
iRNAS] A= ofodo] AdrAQl NI ddxo=

2

[
>

4
N

o o2
2

2 ooF m ) o 40 orlr g oox 2 op R
1)
e o Z
z 1o k1 i
ffo T Y
o TS
k1
4
it
=
to
Buj
y
s
ol
T
o
o

%
to
ful
[
o
o

=
w97 WML GRS St olgel REdess
[e]

M ot o

)
4
it
=
to

at
o
>
2
Gl
o,
=)
i)
4
0 T
O

)

v 53 #6,268,490%, #16,316,198%, #6,403,566%., #16,770,748%, A|6,998,484%, #6,670,461%,
A7,034,133500 71%510] dleh. LNAE "RE FE R/EE vlelAlel3Y T2F FYSE dnes T ®
oEle 2' % 4 WRE Aol F71HQ telE TP WIY FRALHE BE AR o=l

=]
H T
g rEdeAE MPABNE o] Fold 5 3tk LANZ, & 5o, dFo
4

R )

L

(o]

AA A, ST FIULEEE T2 Al YEld FT2E 71 & o] ake] LNA
EE 7R, SPawIdedss 724 Bl vEhd 725 7 sy o] IN 3
Hog e F7tR, SHaFI B =E 734 Co vehd 725 7H sk oo LNAE X §Het.

J2 fopo
o=

Lo

_16_



SIHS31 10-2017-0103841

[0056]

[0057]

=4
P AL U, 4 5o, 244 947 CF FHaE DM 2
5 y o

7] ¢ m sulgA RS 2o Febdor vgd $AW dad A7

[0058] of " g yEeleE="
oEE

el
[0059] B o] 82wy E

rr
=)
H
A
o
Y
>
>
S
»
[oal
D
(o))
fol
W,

[0060] AAA QL AA el A, e rE

v e
[0061] g SYAFEUEE gAAE 9] WY Ee AES ze WY | wEdUeEHEE 28E 5 3
E] =3 HAIEA (5-me-
= , A, el e, 2-obvicotdid, 6-vE B otdid Fopde] vhE 4
-x23 g ootdidy yopde] e & A, 2-Flef-ehd, 2-FQEW B 2-F| A B,
B, s-xmaield b Bl AJEAl B dEjvd f7]e] vhE dkIY frEAl, 6-okx ek, Al
2 El9, 5-9-2d(pseudouracil), 4-E]29-2pd, 8=, g-olnw, 8-E]E, 8-E|LLY, 8-3lo|=FA
02 8- ojeld % Fold, 5-¥7 (5-HER, S-Efo]ZFowdY % g 5-X3H el 2 AR
A EFH, 7-dEgrebd B 7-w"oteld, 2-F-obdid, 2-ofu]m-obdd, 8-ofAbgrobd Bl g-ofxtotuld, 7-v)|
obabTrobd Bl 7-dlopatotdid Bl 3-dlopabgobd B 3-dlopatotdld ) 2e vE A B A SAdrE £
gk, 54 AA G, niR-928 AR SYATIEULHE AlAdE 7] WE(dE 501, 5-E
AEIR) I A sk elabe] BN A (5, LNA)S et

[0062] ool 2@ a R Y EHE JAAE W © Ho|oEHE ke
@ FtRAle] E8 = H|Alo|EE @ =

T YA gl ARAE e B3-S Tedd. 54 A

Atk F7he] ARGl A, T2 3 =

28715 7Hezn Wygdn. Fol oyl 91A & i ool MES HE ¢ dAY =

¢

R oox rlo of
2, oft lo
At



10-2017-0103841

;!

=

=

M

i
=)

Fpel S04

°

e e E = AlA7}

WF L oW
u) =R _— =
a,ar.mmilo%%%w h_oj
+ o s = kT C} g Mm N T bv1|
T8 Ao P B o Euges %
oK o= oﬂpuﬂpu]:u = - oo o B ur =T 9%
iR E ° ¥ T i T T
]%ME&E&E@EMNH Lt Ellq‘lﬂﬂd l.&lﬂﬁl Jl ﬁa‘w S Eﬂ ‘_lﬁﬂ,le
oo OB LT o) T KR g ® TR I vaoﬂn_uzﬂﬁ R
ég,,%ﬂrcu o o B ¥ W ; oy T FE rEEzm g ar.;;ﬁyzumagm%
R ‘EEeT Z ok T SN . =E - EdRwE AM@%u_ngw R
Efigagﬁau%%j © op e 2R SRR 5@%%%%% o»ymﬁw@g%ﬂ%q
ﬂ@%%,wﬁ;;;w BooFgw T cop2” Mufﬁ,ﬂ;mmw Aiow%Ame_lmgm
aq%%oitﬂ_t o o A AL oS o B - .
i SET L) Pl 3 wEE Ly ST EEAdy X R | m v
ol ST EXT® 1 9o o 2 e N ET . o 7 T B os o= LE%]
ol o % o £ PO ) W 0 3 B oM of
@@4%@; =58 B 2 w TS 2 GO M LY 9
Afu%xi ﬂ%m%au ot Aoﬂmaummﬂﬁ,_ mﬁmo W2 5 R - q = ﬂEmﬁowx %%E%%ﬁ
S g o2 Re I = ] = > ~ o )
maluom_z@% L M ;do* T U 1%&5 S 7¢.ME B Nyx ol i
— it N ~ o~ ~ ﬂ.!R _,6D]:A
,m;gar.mzmah% - CEET A ow 3oz XU G EEgmE g iogkwr%%%@za%
oL %,léﬂ I o ﬂmo7§ bl o T o e oo ™ ﬂu%_a%_g%ﬁ o=
MARO_OOOA‘IO.#EEM_IH ‘ILWﬂ_u NJo W o o O.ﬁo = iy _En_mo ,ﬁmz‘*ﬂﬁeﬁapv_
»mﬂ_.ooAT__oﬂﬂ o T Q1%E%OE o.ﬂmﬂ@m&mﬁ ﬂﬁeﬂmaeoﬁ_.wga qu MOATmmEq_ﬂﬁANnﬂS
> XA S o = _ P N X
AT%%%LMQE.%HW (LRI TR =5 ¥ L RFHET Jo By O Zﬂu%.ﬂLaﬂ
aazar&wagbvdr&ae_ < m ° IM%%E%% BT o = o o NN R ANnnur%mr%&,
w3 ;afc%%wbv * Euowr.gewa TN Y Hg%m%lw %%zaﬂar.LOMaryE%ﬂ
I 3 ) = = — —= —
El_&qm,__ng.m*‘o‘;bﬂeﬂ‘_ Lt H,I]qu\,;hq :LmﬂHWTHT A_W.mﬂﬂﬂy]n_vual E;oﬁLCOMOCAT‘.JM/Ia‘DV
oo pE®°FT T ohmmu%oga ﬂigsgﬁ_ 5amww1mum Momuomjfﬂ__]uﬂmwov@r
M o= = — ey = — — JE = 0 o
@a‘_ﬂwﬂawwwﬂﬂwA Hﬁ_w aen_nlﬁE%% im_m@%ef ﬂﬁmmnnlm_.l y,o.V ﬂEOWoHle@MEﬂWQL&uﬂ.‘_
Hzﬁ{ﬂdﬁgg w;r.bvmo%wmwmﬂ_vwmx 5w,1Warw %ﬁ%mﬂuaﬁ%%%w
i%nzmum/a]_wmﬂu‘l ,_,.‘m.m = o dﬂ:‘_i o,_t”.__/l mnmnﬁﬂ&wu lHﬂuorMMﬂ m_mn_EnEaAyﬂaﬂo.ﬁ xﬁﬂ%u
© "2 N 5 = %EEE%% wm = Al ﬂ,xnmooﬂoﬂ mP%u%%ﬂo_aﬂoé
Lﬂtmwﬁwawﬁo%iﬂRﬂﬂEo@EE%ﬂ, am@ﬁ%ﬂﬂe@ ﬂyﬂ%gﬂamamfz
0,A|m7 D_AO‘#L. ~y _ m,0|,0|4ﬂ1&| & W AT — H.t]c 0 S ]L‘NIHEEO_E
JMaL,E.mﬂ@%ﬂq B aa%ﬂﬂm,ﬁﬂnc_a TR é_wmr waﬂ%dwﬂ@%v_x%
W%%mmigw.}ww = %mﬁwﬁbﬂﬁ TTT L w ﬂ&mﬂ,@go goﬂ*ﬁa_sfﬂnw;ﬂm Kz
]4079;0‘:” ! On.ﬂ I~ }‘w‘toLL,l Otl]‘tofll : fl,l_.n,_lrﬂo R il OTA
i SOMEREHE I EEesSRi L E) ZeEtEl SErTiey ded
=0 = — ; 3 _
mgzmwpmgmﬂ;wm w%ﬂw@aa@wws% _maﬁ,waﬁv& Lﬁmz%wi;;g%ﬂ%
. o X 3 - ~
= H%,%,ﬂdoﬂg W % b ,xefioh m <P ~ B HMWuaaLﬂn% ﬂﬂui;ﬂ%ﬂﬂ Gy
= .o¢56zmr§_ i ijlq = o . T = ® < © o fa N °
pET L TETANE T Z 0 e o o RaT o RE R B LTS i o gL
BT T e - T T R o o 8 R PR L g B T o Z
Pame g 53 > DZvom® Z ! e TR w3
S FETI NS 2EoTnL Spiag tifszals T EEE )
Eaiwu T T & L oo oo U B K 8wkﬂﬂlzbmﬂ oo7o»iﬂml%
=N ™ g of <R ﬂﬂ = T RWORT o 2 ) At o oo— T oo K oF ATﬂﬂﬂ X ®
iy X_|9]ﬂﬂ _i — Z(\ﬂﬁi Ec AT,I — 0 - 0! = Lt Lt E ™
aeeTia HWV&E &Mﬂt WHOATE,W_;E.E HE T &%WL#LQM_;MH_/ uATOEEEQEw_ﬁ&aﬂVIﬂHMﬂ
= - 3 0 I o](\,l ™ —
FieEgiTold SR T TEE. BE° 4 frlcuatbsy RS TS L I
— ; — = - = o oo P =
ﬂpligax W_EEJIO].m ,Wo < B 1 e ol = L X T3 o.ﬁlo.ﬁlﬁl J= o o= xaaezoo}aoi/
— < X ™ 5 .laq i B mn X X = W OEm = o] o — - 5 = — =l 1l o
ol < T TO ] Lﬂul 0 - yjlq o
S R0 R T _hfl:mnfv iﬁom&iéi}
=N R %EEm%NQ R G W= o_koﬂP.lﬂdaN%mmﬂ
aa;omés T W= J= B 4ol§m,xﬂ|L =
W oo =TT T TE SR g M 5
P S o T FRZal X o ¥
= 3 M X O 1LE;od/|2
O,AEHT\LI LtOE7OwH J
uﬁaﬁiodﬁLEE
TN

[0063]
[0064]
[0065]
[0066]
[0067]
[0068]

ok
oF

o1&

3

9719 LNAS &
-18 -

k

-
= %
= Aol= ¢

TC

s

[0069]



SIHS31 10-2017-0103841

ohodwidow  LNASl S 2 9= A2 QEETE nRNA BEE miRNAY] V) B €4
kg

KR
=
E= N 29, Ee= 3 23] A% LNAE Zte dd
=

oo o fo W rfr
[
o, i -
%
Ho
ol
ok,
B
v
i~

>
e
o
)
2
1
N}
=
w
=
W
=
}_ﬂ
ir Jo
ol
=
4r
g
&
to
ful

[0070] FEACEE oA Aolw 1], Holw 27), Hol® 37, Hoj® 4] ®i Aol
- ST LEE AAAE Ho% el LNAS
o 7Azhel vl #F FEASEHZE N rEAeHslt. & AN
o] 7 LFZHLE = AAA e 7z
Y QE = dAAY] 5 wHo R
oA,  wdel ATH L ia

57/1¢] DNA el LBl =% 3

o

L
I
S E
o
€]
=

oX
>,
>,
fluj
(o}
)
2
>
fo
)
n K

[
K
fo r K
ooy 9

o
O

¢
=,

[t
K3
>
)
o
0 Hom

i)

(o]
ol
O
)
4
g
=

fo ™ = o M M Jm
9,
>~ 0

o Lo
— &

2
ki

e
oft
i
i
N
o o
=
oty
/)
)
= Ie)
2> o2 2o
o fo

L)

ﬂlm o
__VE,‘
to
Au
[
s
T
g,

£ K
o
~

o rlf KU
L2 5 o
5
o
>

e
e
-
pass

L fo
o
i
>
u)
o2
2
2

2 o E
)
Ay
lo,

N,
iz
2
i
o)

o
N
of{
i,
filo
g
Kl
4
i
o)
to
ful

[

2

[0071]

Lo
1 >,
fu)

e 09,
s
2 N
> =
w rl.u:
m iz
ri ol
lo =
e
N oK
Jﬁ it
1 =
7

. ©
2 e 2
=) m}o
ey B
=
S
By il
(M 12 Hr =
Nl

[

12

2

>

rlr

—

N}

=

By

=

()]

=

fo x

[ to o
Mo
]
_0|£
B
9
>

- e

o rlo
=
7
<o}
Do
10
2,
A
rot
>
g
o

‘E a2
9
K
ML Lo
(o
fetl
32

[

o e
2
ol
ox
f
)
9

i
>,
uj
02

>

o o
K

. &
it

e

]
o, 5
Nl
°
|
L
rlr
O
Jm el
oX
i
>
2
o2
2
>
g
7
(o]
NS}
lo 2

miR-929] &8l1 FFYQE = AAAE 127] FFULE
1

4
it
=

O
Auj

at
o
iy
]
Ll
P

Ir
v
[
i
>
=
Q.
-3
>
B,
7+
<o}
NS}
lo
fiio
o
k1

> o
B
(=]
QID
NG}
Lo
1
L)
=
g
it
o)
to
Au
[
9r 12 4

ke
[
-
=
Ruj
to
-3
%)
[
i
i
o
N

iy
o
[rt
N
N
p
Jm
o
il
> T
=
o2

,d
fron
& Lo
Jm
o
>
>
=
o2
=2
>
2
(=]
&
NG}
o

o
o <7
o
=2
4
it
)
to
o

2
2

g
=
to rr fo o

f
&

uf
y
lo
i)
e
L]
A
ally
O
m
o,
K
¢
i
T
to
uf
r
[
Y
2
t
rlr
Jr
o #t
glN
p‘Lt
i, O
o
oz
0 Lo

lo br
=

A2 o
ik
=
gr
it
k)
to
ful
[

o 17
o
°
o
oz
1o

o

- J?—:‘I
X

o2
&N o

4
it
=
to
Auj
y
o
>
12
o
kel
)
ol
ls
8
|
N}
Lot
fo
W
k1
4
it
=
to
oo~

2 oX mo

fr
ot rE
oft
re
-
LW
£

Rui
02
[\

[
ol

>
>0

i)
fr
E
il
L
2
2
o
LU
rE
-3
(R
B
oX,
m oo =

fu

rE

o

i,

wy [

g &
)

g &
°
o

Qo

= 1

e [o

>,

ft

r,

_O‘ O

K

m e B

o
9% 1o oft
v 4
%0
)
4

>
> N

ﬂ.\.u
N T

o

E o

ol
=
=
=

g e
o q

E fo
et
i)

&P
r

"
2
q
=)
i}
i
(R o> HoaR
Ll
P
o
o
ol

[0
kI i,
of
)

35 e

=

S
oX,
2
N
2

[
12
2,
2,
ox

>
2
o 2
=
=3
ol
ol
£
of\
)
i,
ot to
ofr

%
3
O
of\
)
i,
Ho
fol
oX,
rlo
oz flo
N
o of

32

L
o
=Y

o= & 0
of\
~

g i

rlo

=

)
= &b
FN

o wE N,

)
fo,
N
~
t
e olr
>
oo 2
rJ

u,

)
=z

[0072]

i1
>
fuj

: 5
>
= <
fiio
ik

L K
¢

it
o)
to
ful
[
rlr
&
=
X
5
=
gr
it
=
to
ful
[
1o
>
e
o
ot
fiio
ik
o I my ¢
o)

=y

o In
o o %
>
2
=
2
Il
4 [
to

o)™ | miRNA
, miRNA+,
seiron
o) 50 ekl

f
i
o
f
—
=
—
=
—
—
)
—
w
(L
. c)
2
rr
=
=
=
o
A
)
£

e o o
)

2

4
0,

o

s

e o X
i

=

o ZYQE == niRNAel 23]
ol A, miR-924 & Uth. AF HAAE G A, HoAx Fpte] v Fa
E4 AAHGlA, SYAFIULHE AAAE £

= Al gEgHoz wyPH HAxrY %

m
e
oo o @ fo

e
rE
oft

o 4r

o= >
AC)

= )
3 o

O oo > oo g ox o2 £ H o
a4
N,
et
o
o
e
ko
J

>

fo rlr
)
I

U.Lla
N

2K e > (1o
i
Ho
ol
rlr
4
it
&
to
Auj
i

& foa
9
oﬁm_@
4 =
uy M
)
L0
g
I In
QL
_>H_,—l‘
= 1
2 >
= i
_\%FZ
_ISL'E
JZiH
'10_\1‘1',
HU_IQ;"
E‘_Lu
B 1o
& o 1
(o
23
mﬁoﬁ:rﬂ
g M
T b
= oX
iwwu
2 X
NTNFF
q
A,
T

(@2}

|

>
Mofm S
R

o

oflt
o pi

g
A,
J
of\
)
>
S
R
q
)
i,
ol
ofr

=

rlo

=

=

=

=

2

il

il -
fo
=
=
o,

o &
™
™
=
]
rir
>~
oo
i
=
foi
olr

=

[0073] o2 AAE SN, SYAFEULE = Hojx 167 wEHLEE=Y AdEs x3ge 4 93, SHavgEHe
BlEeo] 5" Wrtoa] 3" Wrkow 13, 6, 8

ER = A R L = TR = S RS

Iy

+ miRNA H& miRNAS] A= ofHo Hojx

_19_



[0074]

[0075]

[0076]

[0077]

[0078]

[0079]

SIHS31 10-2017-0103841

miRNASE, 4 AAEdel A miR-929 4 Stk S AFEHSEE=E niRNAYl e dRAY 9o,
miRNA, ¢ AAEFOlA, niR-92¢ 4 Ut G5 AA RGN, 5 Bho Ry A 2 FEHLHEE 3
gHoz Hygd A A7I(dE 59, SHEAENDE Zssith, g AAE G, SYPIFIHLEE
AANA stetdoz MgH Aihy AV(E)(dE B, 5-HEAEAD Y] &A= LNAY 5ds & 9 /e 9
25 7Y ged oz wmEgE Aayg A7(eE B9, SHEAEN T flE SYawEd e =} vtk
A A e AR W 258 S7MNAY. S71E £2%5S niRNA(YE 9], niR-92) 7% 2/EE ZA4Y =

gt AN S A, SYAFEULEEE Hox 167] wEHE =S AES 3T ¢ 3, &YawIHE
o] 5" ghrlofA Qo 1, 5, 6, 8, 10, 11, 13, 15 2 1691 Y& LNAelY = Uwx] A= 8] 7
= wEULEE0Y, LU FIYLE| = niRNA EE miRNAQl A= o] Hojx REHow AHZo|H,
miRNAY, 95 AAEH Gl niR-929 5 uvt. 45 AASelA, 5" dHo2HY A 2 FEULHEE 53
Mo Wy A A7I(AE 5o, s-HEAEE Xt & HAAHGA, SYLFIULEE oA
A A FstH oz Mgy Aayg A7(E)(dE £, 5-HEAEADY &A% LNAY Tdg & 2 /EE 9F
= 7Y spetd o m BigE daA G715 5o, s-HEAED T gl S Edl L=k nBlaste] A
AW EE ARE U85S ST S7HE S5 niRNA(lE 501, niR-92) 75 H/E= EAe St
1 ad 5 o

e AAEHFdA, SEAFEHLHEE Aojx 167] w2HHES] NES X + i, SHIRIEdL
Hl=o] 5 widea] 3' weo® 1,3, 6, 9, 10, 11, 13, 14 2 16¥H 9= LNAolH Z Umx] ¢ H
Fa wEEeE =, S wEY E =S niRNA T niRNAS A= o] Aol REA oz Au Ao,
miRNAE, 95 AAH Gl niR-929 5 ivk. 45 HAAHSelA, 5" dHog2HY A 2 FEULHEE 33
Mo Wy AihA A7I(AE B0, s-HEAENE EFet. & HAAHGA, SYLFIULEE oA
A A FstH oz Mgy Aay A7(E)(dE 5, 5-MMEAEADY &A% LAY Tdg & 2 /EE 914
S 7MY st om WEYgE AaA A7I(dE 5o, S-HEAEAD T gl A Sl e El =t nlaste] A
AW EE AES W 252 S7MAY. S7ME &% niRNA(A S E9, miR-92) 715 Z/EE A FU)

AF AAJE gl A, 2 g

)= X4 niRNA(AE 59, niR-92)¢] th& AA|S} Hlwske] T4 miRNA(AE E°1, miR-92)9] 75 H/%
E @49 Holm ok 0.5%, FoAw= oF 1%, Holm ok 26, Hol: <k 3%, HoJw= oF 4%, Holx: oF 5%, FHoln
ok 10%, Hol% oF 15%, Zol% oF 20%, Aoj= ok 25%, Ho]x= oF 30%, Zol%® oF 35%, Zolk% °F 40%, %o
9k 45%, Holw <k 50%, HoJw= o 60%, Holm oF 70%, AHolm oF 80%, HolE oF 90% Wi Hoj:E ok 99%
Z3 o] AAE vepd. A e S AEE U, AA 9 2/EE AA el doid = 9l

AAR Gl A, S-HEARAS Eeehs & EHed Aled SHanIEdeHE AAA(dE &

A 5 , miR-92
LY AFEFYLEE AdAA) =

= 593 FEUE = gyt olyel LNA/DNA S-S 74Xy s-HE A EAle] 91
= YA FEFULEI = Husle] A niRNA(lE E9], miR-92)9 7T Z/EE Ao Ziol Aok of
0.5%, HAA® <k 1%, Hojx ok 24, Holx oF 3%, Ho|& oF 4%, Ho]m <k 5%, Hoj& oF 10%, ZHoj% of
15%, Aoj% oF 20%, Holm <k 2 oF 30%, Ao oF 35%, Holm ok 40%, HojE oF 45%, Holm

o o
=1 =1 = =
oF 50%, A% °F 60%, HoJ&= °F 70%, HAAE °F 80%, FoJ&= °oF 90% T HolE oF 99%9] FU) e MAE
il

e Fbe 9w W, AR 9 R/mE A WA Qeld & vk, AN A%, ® uwye

Aozt 7Y

AFd e aFFa Qe gAA W BE LNA A EAS 5-HE A E4] LNAo| T},

H-HF 7Ee e =] tig AR Arego A, FEHLE=E 2" fol= A digh 28 ¥¥gS ¥8st &
ATH. CdE Eof, 2" H¥EL 2 HSAY & 9l StEl A~ Sl ELE =0 2'-88Y FEFULE=e
A (incorporation) & FrEdokAlol st S| FEdLEl= AIAHS S/ 5 b, oA &8
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g FAol o WEd ZewEdeHEE Eete SelawaEdE = 42 FAH Qlar, Caruthers
S

et al., Nucleic Acids Symp. Ser. 7:215-23 (1980)° 4] A|AEF}.

ANl A, SRaFIACEEE K 1Y K 22 A9 A9 TS, 4 EE TS 3

A5 = ES il
SE=7F INAZR:E S vERdn, "d'= wEdlQE =7 DNARkE As UERde; 's"e T e el E =
Atole] IAFRE|QAO]E A YEhlal; "'mdC"= rEH LE =7 5-HE A EAL DNAC] T A WERIT

Z 1
MiR-92 A A

SEQ ID |¥A A E(5' to 3")
NO. Mhe] F A 2 A3 mA 9 sA =D

SEQ ID 92a_LNA_16_PS +CC+GGGHACHAA+G+TGHC+AA+T

NO: 7 1Cs;dCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
SEQ ID 92a_INA_16_1 +CCGGHGHACHAA+G+TGH+CA+A+T

NO: 8 1Cs;dCs;dGs;dGs; 1Gs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs;dAs; 1As; 1T
SEQ ID 92a_LNA_16_4 +CC+GGGHACA+A+G+TGHC+AA+T

NO: 9 1Cs;dCs; 1Gs;dGs;dGs; 1As;dCs;dAs; 1As; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T

#£ 2
F7F MiR-92 Al A

SEQ ID|&A A4 (5" to 3")
NO. (MEe] = HA &2 A7 ﬁ/‘]ﬁﬂr 7 =)

SEQ 1D 92a_Tiny_LNA 1As;1Gs; 1Ts; 1Gs; 1Cs; 1As; 1As; 1T,

NO: 10 HAFGHTHGHCHATAST

SEQ ID 92a_LNA_16_2 1Cs;dCs; 1Gs; 1Gs;dGs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO- 11 +OCHGHGGA+CHAA+GTHGCHAA+T

SEQ ID 92a_LNA_16_3 1Cs;dCs;dGs; 1Gs; 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO:- 12 +0CGHGHGA+CA+A+GTHGCHAA+T

SEQ ID 92a_LNA_16_5 1Cs;dCs; 1Gs;dGs; 1Gs;dAs; 1Cs;dAs; 1As;dGs; 1Ts;dGs; 1Cs;dAs; 1As; 1T
NO- 13 +OCHGGHGA+CA+AGHTGHCA+A+T

SEQ ID 92a_LNA_16_6 1Cs; 1Cs;dGs; 1Gs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: 14 +C+CGHGGHACHAA+GTHGCHAA+T

SEQ ID 92a_LNA_16_7 1Cs;dCs;dGs;dGs; 1Gs;dAs;dCs; 1As;dAs;dGs; 1Ts; 1Gs; 1Cs; 1As; 1As; 1T
NO:- 15 +00GGHGACHAAGHTHGHCHA+A+T

SEQ ID 92a_LNA_16_8 1Cs;dCs;dGs; 1Gs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
NO- 16 +00GHGGHACHAATGHTGHCHAA+T

SEQ ID 92a_LNA_16_9 1Cs;dCs; 1Gs;dGs; 1Gs;dAs;dCs; 1As;dAs; 1Gs;dTs; 1Gs; 1Cs; 1As;dAs; 1T
NO- 17 +OCHGGHGACHAATGT+GHCHAA+T

SEQ ID 92a_LNA_16_10 1Cs;dCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO- 18 +OC+GGGHACHAATGHTGCHA+A+T

SEQ 1D 92a_LNA_16_11 1Cs;1Cs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO- 19 +C+CHGGGHACHAAGHTGCHA+A+T

SEQ ID 92a_LNA_16_12 1Cs;1Cs; 1Gs;dGs; 1Gs;dAs;dCs; 1As;dAs;dGs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO- 20 +C+CHGGHGACHAAGHTGCHA+A+T
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SEQ ID 92a_LNA_16_13 1Cs;1Cs;1Gs;dGs;dGs; 1As;dCs; 1As;dAs;dGs; 1 Ts;dGs; 1Cs; 1As;dAs; 1T
NO: 21 +CHCHGGGHACHAAGHTGHCHAA+T

SEQ ID 92a_LNA_16_14 1Cs;dCs; 1Gs;dGs; 1Gs;dAs; 1Cs;dAs;dAs; 1Gs; 1Ts;dGs; 1Cs;dAs; 1As; 1T
NO: 22 +CCHGGHGA+CAA+GHTGHCATALT

SEQ ID 92a_LNA_16_15 1Cs;1Cs;dGs;dGs; 1Gs;dAs; 1Cs;dAs; 1As;1Gs;dTs; 1Gs; 1Cs;dAs;dAs; 1T
NO: 23 +C+OGGHGA+CA+A+GTHGHCAA+T

SEQ ID 92a_LNA_16_16 1Cs;dCs; 1Gs;dGs;dGs; 1As;dCs; 1As; 1As;dGs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
NO: 24 +CCHGGGHACHA+AGHTGHCHAA+T

SEQ ID 92a_LNA_16_17 1Cs;dCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs; 1Cs; 1As;dAs; IT
NO: 25 +CCHGGGHACHAA+GTHGHCHAALT

SEQ ID 92a_LNA_16_18 1Cs;dCs; 1Gs;dGs; 1Gs;dAs; 1Cs;dAs;dAs; 1Gs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO: 26 +CCHGGHGA+CAA+GHTGCHATALT

SEQ ID 92a_LNA_16_19 1Cs;dCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs;dGs; 1 Ts;dGs; 1Cs; 1As; 1As; 1T
NO: 27 +CCHGGGHACHAAGHTGHCHATALT

SEQ ID 92a_LNA_16_20 1Cs;dCs; 1Gs;dGs; 1Gs;dAs;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
NO: 28 +CCHGGHGACHAA+GHTGHCHAALT

SEQ ID 92a_LNA_16_21 1Cs;1Cs;dGs;dGs; 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T
NO: 29 +C+CGGHGA+CHAAGTGHCA+ALT

SEQ ID 92a_LNA_16_22 1Cs;dCs; 1Gs; 1Gs;dGs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As;dAs; IT
NO: 30 +CCH+GHGGA+CA+A+GTHGCHAA+T

SEQ ID 92a_LNA_16_23 1Cs;dCs;dGs;dGs; 1Gs; 1As; 1Cs;dAs;dAs; 1Gs; 1Ts;dGs; 1Cs;dAs; 1As; 1T
NO: 31 +CCGGHGHA+CAA+GHTGHCATALT

SEQ ID 92a_LNA_16_24 1Cs;dCs;dGs; 1Gs; 1Gs;dAs; 1Cs;dAs;dAs; 1Gs;dTs; 1Gs; 1Cs; 1As;dAs; IT
NO: 32 +CCGHGHGA+CAA+GTHGHCHAALT

SEQ ID 92a_LNA_16_25 1Cs;dCs;dGs; 1Gs; 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: 33 +CCGHGHGA+CHAAGTHGCHAALT

SEQ ID 92a_LNA_15_1 1Cs;dGs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T

NO: 34 +CGGGHACHAA+GHTGHCHAA+T

SEQ ID 92a_LNA_15_2 1Cs;dGs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs;dAs; 1As; 1T

NO: 35 +CGGGHACHAA+GHTGH+CA+A+T

SEQ ID 92a_LNA_15_3 1Cs;dGs; 1Gs;dGs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; IT

NO: 36 +CGHGGA+CHAAGTHGCHAALT

SEQ ID 92a_LNA_15_4 1Cs;dGs;dGs; 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As;dAs; IT

NO: 37 +CGGHGA+CA+A+GT+GCHAA+T

SEQ ID 92a_LNA_15_5 1Cs;dGs;dGs;dGs; 1As;dCs;dAs; 1As;1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T

NO: 38 +CGGGHACA+HA+GHTGHCHAA+T

SEQ ID 92a_LNA_15_6 1Cs;1Gs;dGs; 1Gs;dAs; 1Cs;dAs; 1As;dGs; 1Ts;dGs; 1Cs;dAs;dAs; IT

NO: 39 +C+GGHGA+CA+AGHTGHCAA+T

SEQ ID 92a_LNA_15_7 1Cs;dGs; 1Gs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T

NO: 40 +CGHGGHACHAATGTHGCHAALT

SEQ ID 92a_LNA_15_8 1Cs;dGs;dGs; 1Gs;dAs;dCs; 1As;dAs;dGs;dTs; 1Gs; 1Cs; 1As; 1A IT

NO: 41 +CGGHGACHAAGTHGHCHATALT

SEQ ID 92a_LNA_15_9 1Cs;1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs;dGs;dCs; 1As; 1A 1T

NO: 42 +C+GGGHACHAA+GTGCHA+ALT

SEQ ID 92a_LNA_15_10 1Cs;1Gs;dGs;dGs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs;dCs; 1As; 1A 1T

NO: 43 +C+GGGHACHAAGHTGCHA+ALT

SEQ ID 92a_LNA_15_11 1Cs;1Gs;dGs; 1Gs;dAs;dCs; 1As;dAs;dGs; 1Ts;dGs;dCs; 1As; 1A 1T

NO: 44 +C+GGHGACHAAGHTGCHATALT

SEQ ID 92a_LNA_15_12 1Cs;1Gs;dGs;dGs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs; 1Cs; 1As;dAs; IT

NO: 45 +C+GGGHACHAAGHTGHCHAALT

SEQ ID 92a_LNA_15_13 1Cs;1Gs;dGs; 1Gs;dAs; 1Cs;dAs;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T

NO: 46 +C+GGHGATCAATGTGHCA+ALT

SEQ ID 92a_LNA_15_14 1Cs;dGs;dGs; 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs; 1Cs;dAs;dAs; IT

NO: 47 +CGGHGA+CA+A+GT+G+CAA+T

SEQ ID 92a_LNA_15_15 1Cs;1Gs;dGs;dGs; 1As;dCs;dAs; 1As;dGs; 1Ts;dGs; 1Cs; 1As;dAs; IT

NO: 48 +C+GGGHACATAGHTGHCHAALT

SEQ ID 92a_LNA_15_16 1Cs;1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; IT

NO: 49 +C+GGGHACHAAGTHGCHAALT
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SEQ ID 92a_LNA_15_17 1Cs; 1Gs;dGs;dGs;dAs; 1Cs;dAs;dAs; 1Gs; 1Ts;dGs;dCs; 1As; 1As; 1T

NO: 50 +C+GGGA+CAA+GHTGCHA+A+T

SEQ ID 92a_LNA_15_18 1Cs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs; 1Cs;dAs; 1As; 1T

NO: 51 +C+GGGHACHAAGHTGHCA+ALT

SEQ ID 92a_LNA_15_19 1Cs; 1Gs;dGs; 1Gs;dAs;dCs; 1As;dAs; 1Gs;dTs;dGs; 1Cs; 1As;dAs; 1T

NO: 52 +C+GGHGACHAATGTGHCHAALT

SEQ ID 92a_LNA_15_20 1Cs;dGs;dGs; 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T

NO: 53 +CGGHGA+CHAATGTGHCATALT

SEQ ID 92a_LNA_15_21 1Cs;dGs; 1Gs;dGs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T

NO: 54 +CGHGGA+CA+A+GT+GCHAA+T

SEQ ID 92a_LNA_15_22 1Cs;dGs;dGs; 1Gs; 1As; 1Cs;dAs;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T

NO: 55 +CGGHGHA+CAATGTGHCA+ALT

SEQ ID 92a_LNA_15_23 1Cs;dGs;dGs; 1Gs;dAs; 1Cs;dAs;dAs; 1Gs;dTs; 1Gs; 1Cs; 1As;dAs; 1T

NO: 56 +CGG+GA+CAA+GT+G+CHAA+T

SEQ ID 92a_LNA_15_24 1Cs;dGs;dGs; 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T

NO: 57 +CGGHGA+CHAAGTHGCHAALT

SEQ ID 1Cs;dCs;1Gs;1Gs; 1Gs; 1As;dCs; 1As;dAs; 1Gs;dTs;dGs; 1Cs;dAs;dAs; 1T
NO: 58 +CCH+GH+GHGHACHAA+GTGHCAA+T

SEQ ID 1Cs;dCs;1Gs; 1Gs;dGs; 1As;dCs; 1As; 1As; 1Gs;dTs;dGs; 1Cs;dAs; 1As;dT
NO: 59 +CCHGHGGHACHA+A+GTGHCA+AT

SEQ ID 1Cs;dCs;1Gs;1Gs; 1Gs; 1As;dCs; 1As;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As;dT
NO: 60 +CCH+GH+GHGHACHAA+GTGHCA+AT

SEQ 1D 1Cs;dCs;dGs;dGs; 1Gs; 1As;dCs;dAs; 1As; 1Gs; 1Ts;dGs; 1Cs;dAs; 1As; 1T
NO: 61 +CCGGHGHACA+A+GHTGHCA+A+T

SEQ ID 1Cs;dCs;dGs;dGs; 1Gs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
NO: 62 +CCGGHGHACHAA+GHTGHCHAALT

SEQ 1D 1Cs;mdCs;dGs;dGs; 1Gs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs;dAs; 1As; 1T
NO: 63 +CCGGHGHACHAA+GHTGHCAHALT

SEQ ID 1Cs;mdCs; 1Gs;dGs;dGs; 1As;dCs ;dAs; 1As; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
NO: 64 +CCHGGGHACA+HA+GHTGHCHAA+T

SEQ ID 1Cs:mdCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
NO: 65 +OC+GGGHACHAAFGHTGHCHAA+T

SEQ ID 92a_LNA_14_1 1Gs;dGs;dGs;1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T

NO: 66 +GGGHACHAA+GHTGHCHAA+T

SEQ ID 92a_INA_14_2 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs;dAs; 1As; 1T

NO: 67 GOGHACHAAGHTGHCATAFT

SEQ ID 92a_LNA_14_3 1Gs; 1Gs;dGs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T

NO: 68 +GHGGA+CHAA+GTHGCHAA+T

SEQ ID 92a_ILNA_14_4 1Gs;dGs; 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As; dAs; IT

NO: 69 HGGHGA+CATA+GTHGCHAAFT

SEQ ID 92a_LNA_14_5 1Gs;dGs;dGs; 1As;dCs;dAs; 1As;1Gs; 1Ts;dGs; 1Cs; 1As;dAs; IT

NO: 70 +GGGHACA+A+GHTGHCHAA+T

SEQ ID 92a_ILNA_14_6 1Gs;dGs; 1Gs;dAs; 1Cs;dAs; 1As;dGs; 1Ts;dGs; 1Cs; dAs; dAs; IT

NO: 71 +GG+GA+CA+AGHTGHCAA+T

SEQ ID 92a_LNA_14_7 1Gs; 1Gs;dGs;1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T

NO: 72 +GHGGHACHAA+GTHGCHAA+T

SEQ ID 92a_INA_14_8 1Gs;dGs; 1Gs;dAs;dCs; 1As;dAs;dGs;dTs; 1Gs; 1Cs; 1As; 1As; IT

NO: 73 HGGHGACHAAGT+GHCHATAFT
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SEQ ID 92a_INA_14 9 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs;dGs;dCs; 1As; 1As; 1T
NO: 74 +GGGHACHAA+GTGCHA+A+T

SEQ ID 92a_LNA_14_10 1Gs;dGs;dGs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO= 75 AGGGHACHAAGHTGCHA+A+T

SEQ ID 92a_LNA_14 11 1Gs;dGs; 1Gs;dAs;dCs; 1As;dAs;dGs; 1 Ts;dGs;dCs; 1As; 1As; 1T
NO: 76 +GGHGACHAAGHTGCHA+A+T

SEQ ID 92a_LNA_14_12 1Gs;dGs;dGs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
NO= 77 AGGGHACHAAGHTGHCHAA+T

SEQ ID 92a_LNA_14 13 1Gs;dGs; 1Gs;dAs; 1Cs;dAs;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T
NO: 78 +GGHGA+CAA+GTGHCA+A+T

SEQ ID 92a_INA_14_14 1Gs;dGs; 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs; 1Cs; dAs;dAs; 1T
NO: 79 HGGHGA+CATA+GTHGHCAAFT

SEQ ID 92a_INA_14_15 1Gs;dGs;dGs; 1As;dCs;dAs; 1As;dGs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
NO= &0 AGGGHACAHAGHTGHCHAA+T

SEQ ID 92a_LNA_14_16 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: 81 +GGGHACHAA+GTHGCHAA+T

SEQ ID 92a_INA_14_17 1Gs;dGs;dGs;dAs; 1Cs;dAs;dAs; 1Gs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO= 82 AGGGA+CAAHGHTGCHA+A+T

SEQ ID 92a_LNA_14 18 1Gs;dGs;dGs; 1As;dCs; 1As;dAs;dGs; 1 Ts;dGs; 1Cs;dAs; 1As; 1T
NO: 83 +GGGHACHAAGHTGHCA+A+T

SEQ ID 92a_LNA_14_19 1Gs;dGs; 1Gs;dAs;dCs; 1As;dAs; 1Gs;dTs;dGs; 1Cs; 1As;dAs; 1T
NO= 84 AGGHGACHAMHGTGHCHAA+T

SEQ ID 92a_LNA_14_20 1Gs;dGs; 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T
NO: 85 +GGHGA+CHAA+GTGHCA+A+T

SEQ ID 92a_LNA_14_21 1Gs; 1Gs;dGs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: 86 FGHGGA+CATA+GTHGCHAAFT

SEQ ID 92a_LNA_14 22 1Gs;dGs; 1Gs; 1As; 1Cs;dAs;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T
NO: 87 +GGHGHATCAA+GTGHCA+A+T

SEQ ID 92a_LNA_14 23 1Gs;dGs; 1Gs;dAs; 1Cs;dAs;dAs; 1Gs;dTs; 1Gs; 1Cs; 1As;dAs; LT
NO: 88 HGGHGA+CAAGTHGHCHAAFT

SEQ ID 92a_INA_14 24 1Gs;dGs; 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: 89 +GGHGA+CHAA+GTHGCHAA+T

SEQ ID 92a_LNA_13_1 1Gs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T

NO: 90 FGGHACHAA+GHTGHCHAAT

SEQ ID 92a_INA_13_2 1Gs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs;dAs; 1As; IT

NO: 91

+GGHACHAA+GHTGHCA+A+T
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SEQ ID 92a_INA_13_3 1Gs;dGs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; IT
NO: 92 +GGA+CHAAGTHGCHAAFT
SEQ ID 92a_LNA_13_4 1Gs; 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO:- 93 FGHGA+CA+A+GTHGCHAA+T
SEQ ID 92a_INA_13_5 1Gs;dGs; 1As;dCs;dAs; 1As; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; IT
NO: 94 +GGHACA+A4GHTGHCHAA+T
SEQ ID 92a_LNA_13_6 1Gs; 1Gs;dAs; 1Cs;dAs; 1As;dGs; 1Ts;dGs; 1Cs;dAs;dAs; 1T
NO:= 95 +GHGA+CA+AGHTGHCAA+T
SEQ ID 92a_INA_13_7 1Gs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; IT
NO: 96 +GGHACHAAHGTHGCHAA+T
SEQ ID 92a_LNA_13_8 1Gs; 1Gs;dAs;dCs; 1As;dAs;dGs;dTs; 1Gs; 1Cs; 1As; 1As; 1T
NO- 97 +GHGACHAAGTHGHCHA+A+T
SEQ ID 92a_LNA_13_9 1Gs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs;dGs;dCs; 1As; 1As; IT
NO: 98 +GGHACHAAHGTGCHA+AFT
SEQ ID 92a_LNA_13_10 1Gs;dGs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO= 99 +GGHACHAAGHTGCHA+A+T
SEQ ID 92a_LNA_13_11 1Gs; 1Gs;dAs;dCs; 1As;dAs;dGs; 1Ts;dGs;dCs; 1As; 1As; IT
NO: +GHGACHAAGHTGCHA+AFT
100
SEQ ID 92a_LNA_13_12 1Gs;dGs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
?81 +GGHACHAAGHTGHCHAA+T
SEQ ID 92a_LNA_13_13 1Gs; 1Gs;dAs; 1Cs;dAs;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; IT
NO: +GHGA+CAAGTGHCA+A+T
102
SEQ ID 92a_LNA_13_14 1Gs; 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs; 1Cs;dAs;dAs; 1T
NO: FGHGA+CA+A+GTHGHCAA+T
103
SEQ ID 92a_LNA_13_15 1Gs;dGs; 1As;dCs;dAs; 1As;dGs; 1Ts;dGs; 1Cs; 1As;dAs; IT
NO: +GGHACA+AGHTGHCHAAHT
104
SEQ ID 92a_LNA_13_16 1Gs;dGs; 1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: +GGHACHAA+GTHGCHAA+T
105
SEQ ID 92a_LNA_13_17 1Gs;dGs;dAs; 1Cs;dAs;dAs; 1Gs; 1Ts;dGs;dCs; 1As; 1As; IT
NO: +GGA+CAA+GHTGCHA+A+T
106
SEQ ID 92a_LNA_13_18 1Gs;dGs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs; 1Cs;dAs; 1As; 1T
5118% +GGHACHAAGHTGHCA+A+T
SEQ ID 92a_LNA_13_19 1Gs; 1Gs;dAs;dCs; 1As;dAs; 1Gs;dTs;dGs; 1Cs; 1As;dAs; IT
NO: +GHGACHAAHGTGHCHAA+T
108
SEQ ID 92a_LNA_13_20 1Gs; 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T
ﬁgé HGHGA+CHAA+GTGHCA+A+T
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SEQ ID 92a_LNA_13_21 1Gs;dGs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As;dAs; IT
??6 +GGA+CA+A+GTHGCHAAT

SEQ ID 92a_LNA_13_22 1Gs; 1Gs; 1As; 1Cs; dAs;dAs; 1Gs;dTs; dGs; 1Cs;dAs; 1As; 1T
??i HGHGHATCAATGTGHCATAST

SEQ ID 92a_LNA_13_23 1Gs; 1Gs;dAs; 1Cs;dAs;dAs; 1Gs;dTs; 1Gs; 1Cs; 1As;dAs; IT
T?é +GHGA+CAA+GTHGHCHAA+T

SEQ ID 92a_LNA_13_24 1Gs; 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs; dCs; 1As; dAs; 1T
??é +GHGA+CHAA+GTHGCHAA+T

SEQ ID 92a_INA_12_1 1Gs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
511?4 +GHACHAAFGHTGHCHAA+T

SEQ ID 92a_LNA_12_2 1Gs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; dAs; 1As; 1T
?gé AGHACHAMGHTGHCA+A+T

SEQ ID 92a_INA_12_3 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
??é +GA+CHAAFGTHGCHAA+T

SEQ ID 92a_LNA_12_4 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As; dAs; 1T
NO: +GA+CATA+GTHGCHAA+T
117

SEQ ID 92a_INA_12_5 1Gs; 1As;dCs;dAs; 1As; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
T?é +GHACAHA+GHTGHCHAAFT

SEQ ID 92a_LNA_12_6 1Gs;dAs; 1Cs;dAs; 1As;dGs; 1Ts;dGs; 1Cs; dAs; dAs; 1T
NO: +GA+CATAGHTGHCAA+T
119

SEQ ID 92a_INA_12_7 1Gs; 1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: +GHACHAAGTHGCHAA+T
120

SEQ ID 92a_LNA_12_8 1Gs;dAs;dCs; 1As;dAs;dGs;dTs; 1Gs; 1Cs; 1As; 1As; 1T
NO: FGACHAAGTHGHCHA+A+T
121

SEQ ID 92a_INA_12_9 1Gs; 1As;dCs; 1As;dAs; 1Gs;dTs;dGs;dCs; 1As; 1As; 1T
NO: +GHACHAA+GTGCHA+A+T
122

SEQ ID 92a_LNA_12_10 1Gs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO: +GHACHAAGHTGCHA+A+T
123

SEQ ID 92a_LNA_12_11 1Gs;dAs;dCs; 1As;dAs;dGs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO: +GACHAAGHTGCHA+AHT
124

SEQ ID 92a_LNA_12_12 1Gs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs; 1Cs; 1As; dAs; 1T
NO: FGHACHAAGHTGHCHAAT
125

SEQ ID 92a_LNA_12_13 1Gs;dAs; 1Cs;dAs;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T
NO: +GA+CAA+GTGHCA+A+T
126

SEQ ID 92a_LNA_12_14 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs; 1Cs; dAs; dAs; 1T
511(2)7 +GA+CA+A+GTHGHCAA+T
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SEQ ID 92a_LNA_12_15 1Gs; 1As;dCs;dAs; 1As;dGs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
NO: +GHACAHAGHTGHCHAA+T
128
SEQ ID 92a_LNA_12_16 1Gs; 1As;dCs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: FGHACHAAGT+GCHAAT
129
SEQ ID 92a_LNA_12_17 1Gs;dAs; 1Cs;dAs;dAs; 1Gs; 1Ts;dGs;dCs; 1As; 1As; 1T
NO: +GA+CAAGHTGCHA+A+T
130
SEQ ID 92a_LNA_12_18 1Gs; 1As;dCs; 1As;dAs;dGs; 1Ts;dGs; 1Cs;dAs; 1As; 1T
NO: +GHACHAAGHTGHCA+A+T
131
SEQ ID 92a_LNA_12_19 1Gs;dAs;dCs; 1As;dAs; 1Gs;dTs;dGs; 1Cs; 1As;dAs; 1T
NO: +GACHAA+GTGHCHAAST
132
SEQ ID 92a_LNA_12_20 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs;dGs; 1Cs; dAs; 1As; 1T
NO: FGA+CHAA+GTGHCA+A+T
133
SEQ ID 92a_LNA_12_21 1Gs;dAs; 1Cs;dAs; 1As; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: +GA+CAFA+GTHGCHAA+T
134
SEQ ID 92a_LNA_12_22 1Gs; 1As; 1Cs;dAs;dAs; 1Gs;dTs;dGs; 1Cs;dAs; 1As; 1T
NO: +GHA+CAA+GTGHCA+A+T
135
SEQ ID 92a_LNA_12_23 1Gs;dAs; 1Cs;dAs;dAs; 1Gs;dTs; 1Gs; 1Cs; 1As;dAs; 1T
NO: +GA+CAA+GTHGHCHAA+T
136
SEQ ID 92a_LNA_12_24 1Gs;dAs; 1Cs; 1As;dAs; 1Gs;dTs; 1Gs;dCs; 1As;dAs; 1T
NO: HGA+CHAAGT+GCHAAT
137
SEQ ID 1Cs;dCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1C; 1A dAS LT
ﬁgé +CCHGGGHACHAA+GHTGHCHAA+T
SEQ ID 1Cs;dCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dG; 1C; 1A;dA; 1T
ﬁgé +OCHGGGHACHAATGHTGHCHAA+T
SEQ ID 1Cs;dCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dA; 1G; 1T;dG; 1C; 1A dAS 1T
ﬁgé +CCHGGGHACHAA+GHTGHCHAA+T
SEQ ID 1Cs;dC; 1Gs;dG;dGs; 1A;dCs; 1A;dAs; 1G; 1Ts;dG; 1Cs; 1A;dAs; 1T
?21 +OCHGGGHACHAATGHTGHCHAA+T
SEQ ID 1Cs;dC; 1G5 dGs;dG; 1A;dCs; 1A;dA; 1Gs; 1T;dG; 1Cs; 1A;dA; 1T
§2§ +CCHGGGHACHAA+GHTGHCHAA+T
SEQ ID 1C;dC; 1G;dG;dG; 1A;dC; 1A;dA; 1G; 1T;dG; 1C; 1A dA; 1T
ﬁgé +OCHGGGHACHAATGHTGHCHAA+T
SEQ ID 1Cs;mdCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dAs; 1Gs; 1 Ts;dGs; 1C; 1A;dAS 1T
ﬁgi +CCHGGGHACHAA+GHTGHCHAA+T
SEQ ID 1Cs;mdCs; 1Gs;dGs; dGs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dG; 1C; 1A;dA; 1T
?gé +OCHGGGHACHAATGHTGHCHAA+T
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SEQ ID 1Cs;mdCs; 1Gs;dGs;dGs; 1As;dCs; 1As;dA; 1G; 1T, dG; 1C; 1A dA 1T
ﬁgé +CCHGGGHACHAA+GHTGHCHAA+T

SEQ ID 1Cs;mdC; 1Gs;dG;dGs; 1A;dCs; 1A;dAs; 1G; 1Ts;dG; 1Cs; 1A dAs; 1T
§2% +OCHGGGHACHAATGHTGHCHAA+T

SEQ ID 1Cs;mdC; 1G;dGs;dG; 1A;dCs; 1A;dA; 1Gs; 1T;dG; 1Cs; 1A;dA; 1T
ﬁgé +CCHGGGHACHAA+GHTGHCHAA+T

SEQ ID 1C;mdC; 1G;dG;dG; 1A;dC; 1A;dA; 1G; 1T;dG; 1C; 1A dA; 1T
ﬁgé +OCHGGGHACHAATGHTGHCHAA+T

SEQ ID 1Cs.dmCs.dGs.dGs.1Gs.1As.dCs.1As.dAs. 1Gs.1Ts.dGs.1C.dA. 1A. 1T
§25 +COGGHGHACHAA+GHTGHCA+A+T

SEQ ID ICs.dmCs.dGs.dGs. 1Gs. 1As.dCs. 1As.dAs. 1Gs. 1Ts.dG. 1C.dA. 1A. 1T
ﬁgi +0CGGHGHACHAATGHTGHCA+A+T

SEQ ID 1Cs.dmCs.dGs.dGs.1Gs.1As.dCs.1As.dA.1G.1T.dG.1C.dA. 1A. 1T
ﬁgé +COGGHGHACHAA+GHTGHCA+A+T

SEQ ID ICs.dmC.dGs.dG.1Gs.1A.dCs. 1A.dAs. 1G. 1Ts.dG. 1Cs.dA. 1As. 1T
ﬁgé +0CGGHGHACHAATGHTGHCA+A+T

SEQ ID 1Cs.dmC.dG.dGs.1G.1A.dCs. 1A.dA.1Gs.1T.dG.1Cs.dA. 1A, 1T
ﬁgi +COGGHGHACHAA+GHTGHCA+A+T

SEQ ID 1C.dmC.dG.dG.1G.1A.dC.1A.dA.1G.1T.dG.1C.dA. 1A, IT
ng +0CGGHGHACHAATGHTGHCA+A+T

SEQ ID 1Cs.dmCs.1Gs.dGs.dGs.1As.dCs.dAs.1As.1Gs.1Ts.dGs.1C. 1A.dA. 1T
ﬁgé +CCHGGGHACAHAFGHTGHCHAAHT

SEQ ID ICs.dmCs. 1Gs.dGs.dGs. 1As.dCs.dAs. 1As. 1Gs. 1Ts.dG. 1C. 1A.dA. 1T
qg% +0CHGGGHACA+ATGHTGHCHAA+T

SEQ ID 1Cs.dmCs.1Gs.dGs.dGs.1As.dCs.dAs.1A. 1G.1T.dG.1C.1A.dA. 1T
ﬁgé +CCHGGGHACAHAFGHTGHCHAA+T

SEQ ID ICs.dmC. 1Gs.dG.dGs.1A.dCs.dA. 1As. 1G. 1Ts.dG. 1Cs. 1A.dAs. 1T
ﬁgé +0CHGGGHACA+ATGHTGHCHAA+T

SEQ ID 1Cs.dmC.1G.dGs.dG.1A.dCs.dA.1A.1Gs.1T.dG.1Cs. 1A.dA. 1T
§25 +CCHGGGHACAHAFGHTGHCHAAHT

SEQ ID 1C.dmC.1G.dG.dG.1A.dC.dA. 1A.1G.1T.dG.1C. 1A.dA.IT
ﬁgi +0CHGGGHACAHATGHTGHCHAA+T

SEQ ID 1Cs;dCs;dGs;dGs; 1Gs; 1As;dCs;dAs; 1As; 1Gs; 1Ts;dGs; 1Cs;dAs; 1As; 1T
ﬁgé +CCGGHGHACAHAFGHTGHCA+A+T

SEQ ID 1Cs;dCs;dGs;dGs; 1Gs; 1As;dCs; 1As;dAs; 1Gs; 1Ts;dGs; 1Cs; 1As;dAs; 1T
ﬁgé +0CGGHGHACHAATGHTGHCHAA+T
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A7y Fold didezfE o] AEoA S7HEAY Aol ABARE A5d o, A= ABATE niR-92 A4
1= A

2 AA]ofo A, ACTA2, LACTB, SESN1 % KIAA15980lA A eld s} ojate] fxzbe] =3o] thxa AZ9
7 wE vg AAW" 7)F= vwsie] PgAE s @/mE LPCAT4, MYO5A, ERGIC2, LEPREL2, SERPINDI,
TSPANS, ITGAS, NOMA///NOMO2///NOMO3, NPIN, CD93, LOC100507246, MAN2A1, CNEPIR1, EFR3A, UBE2Q2, RNF4,
ATP6V1B2, FZD6, MYOI1C, PPP3CB, CYYR1, EDEM1, LHFPL2, SEMA3F, UBE2ZEF-E] M®H 3lu} olate] fAxlel 4
7ol ABAT FoJH o2 REH HEAAA F7HEAY AlEo] AuAR Xmnd W, A%E X=2A7) nik-
92 adAeln 9/Er NS F3EH L/EE O niR-92 XAEA(AE £, niR-92 IAA £= &
AN E A 53t7] A3 deE o gt A& Ve

AEY S FAelA gA s o, o] el Aestd AEE 7] A Aol A8 e 7

A=
wo] pHHFHL E dgel Wy A ALEE 4 Qu(eE £9], Clinical Proteolytics: Methods and

Protocols, Vol. 428 in Methods in Molecular Biology, Ed. Antonia Vlahou (2008) #%). A& mRNA ==
didoe] 2ElE F e 499 AETH AES XS 4 k. oyt AEL ¥, dd, g%, 18 %
olo] F&A, A% 24, 25, IF, B2, By, g, FA JA A JA 7, w5, Y 24, &AW, A
oA, Agd FA, ANG, APAN AAHAN(FHN), EE, A, E5, HH 4, dHxd, A 2AER
ol b 24 FEE AE B AES 2T 4 Qo A AA FHAA, AESA AES Y £

"
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w
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=
e
=2
ne

2

™
o
e,
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o =

ATH, A A E NN, AEFLS A5 2}
ol A, MZL AmA FA] AZ T Hol® 1, 2, 3, 4, 6 EE 850 Jojrt. AR AAHIFNA, M
73 FA AF T Ao 1, 2, 3, 4, 5, 6 T 7Y dojth. A¥ AAEHGIA, AEZFLE XSFH FA
o] AlF F Holm 1AIZE, 6A1%F, 12417, 18AIZF Hi= 24A]7be] AojT). th2 AAE Yol A, WIS A 85F
SAS] AE $ Aol dFde] dojxitk

wodgel e we ARAe AmWe WAy A% PEe TR 5 vk AnWe wAsE Qe Aw
FAY FY, AR FAL Rl FIF, Am FA Fol ME, AR FA %ol AW ohiel WA
BoWERE AL @ % 4 gl dole] Mo WA W/EE WPS gt oo AEA vt

AN ANHFANA, Az E5S ARY FAE ALTAEZ APt AsE + dvh A NP A, A
2 e AR FAS FUUAS A4std Asd & k. Q¥ ANHGlA] Am mEe AnH F4
£ WYADAE AR A F Ak D NP AR G5 AR FAH FolFE F/HAAA
EE 4aAUAE Agsed AE S . 9% ARG AR BEe AR FAY Fol MRS WY
FAE Y AsE & Uk 9 ANHPNA, AR BHe AR FAY Fol HF EE UEE WA
PG Agsted AHE 5 dvh AR AAAYIN, AR Gxe 19, 159 Fol 55, 199 AVE uY
FAE Ao AR F Aok D ANAFN Az S FolFe WABAE Agstd e
+ qlrh,

Bogge ARdom AYsNE o HE vhee] FHHA ANdel od Frhz dAdr. g B ou
gol ujFe] ¥ wnel Ak W WS Molubd @ ANE 54 ANHg] Be wAel oFeld & gm
o8 FASAG AR ATE Qe F AeL olsldol vt

AAl4
AN 1. 959 §AA7T HUIVECAA miR-92a & o3 AA3A AR,

A2 w7 G4 729S E&) miR-92a(1nM) i miR-92a¢] L]ufFUEl= A (3E A; SEQ ID NO:
7; 10nM)E HUVECE HAZGA7]aL, RNAS 48A17F Fo 28 Zaaddys 98 EAAT. 2+ (8 g
Al 7 P BAES Z23Y33TE. niR-92a X8 E 9l 3 71A] AEL QCAl IS ar whepa] Aol A
A= AT, FARE miR-92a A= o HARE AEe] oid 2T LFAFEDR p @k <=0.05)] 7]x3}A
A, SrEAE, = 14 =AE vpep o], {§xxe] o] gk AlT1Y A= miR-92a9] S EElLHE
AA Al ol dE AT FHAL] AAAD ATZUATE antimiRel o3 S 2AETE ARES mHT
miR-92a EHIAo] ol 3} FAFHE EE A= niR-92a9 YA FEULEHE AAA o g 2HE

(o, [
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™, miR-92a EHA] ¥H-33le] A FHIFE FAAE miR-92a0] L FEULEIE JAlAe o s %
A}, olE §AAE F 39 EAH AUk

X3

miR-92a 2ol s} AAsA =¥ = FAA
9 olF A FA
NEl | oly) 2, WIRY gk ACTA2
XA EYE PN EWAAHEA 4 LPCAT4
u QA1 VA MYO5A
ERGIC ¥ golgi 2 ERGIC2
22U 3-stol=FAegA 3 LEPREL2
e BEQA 11 SERPIND1
HEZ~vd 8 TSPANS
Qe 27 ab ITGA5
N(])DAL ZA A 1/// NODAL Z& A 2/// NODAL %4 |NOMO1///NOMO2///NOMO3
Al 3
AT el NPTN
(D93 ¥-A} (D93
L0OC100507246

WA G A], Sah, S 24, WY 1 MAN2A1
CID & &3 ¥~9eld 1 24 ABRHY 1 CNEPIR1
EFR3 A A EFR3A
) FAY M3 a4 E2Q sl Wy 2 UBE2Q2
a3 Ere oald 4 RNF4

ATPase, H+ %, g&%x%
B2

56/58kDa, V1 A Hf4

ATP6V1B2

2 Z= FARA(Frizzled homolog) 6 FZD6
(Drosophila)

T QA1 VA MYO1C
gElulAl W E} LACTB
A2EH 1 SESN1
‘Er]_‘j%:é] E23ERA 3, vl A B4, #El ofe]A |PPP3CB
A<l

A 2B Q1B 2 A-F A 1 CYYR1
ER Fal 7Z3kA], T AthA] &du-fAF 1 EDEM1
¢ ¥u} HMGIC &3t JEY-7FAF 2 LHFPL2
Aul =dQl, AY 289 =d(lg), &2 7] |SEMASF

= L]l —Erﬂl%, (ArpEsl) 3F

¥ (shootin) 1

SHIN1 (KIAA1598)

THAY Mg G4 E27 UBE2Z
T 19 EAEI F 3o EAE FAAE o5 FAHQ e S gRlsty] 93 PubMed wd AHAE WAT).
A 7)5S 2t Ao BHudE FAAE 4o dAHAY. ®=3 F 4E antimiR BE miR A7)
W3-8l A% dha o] wjar WHalal olygl f-dxke] 3'UTRo] miR-92acl ol ®A3te A= MIdS E3H3)
I J=EAE EA S}
* 4
AAeA Z2HdE FAxE A osks 3
FAA EA OE B3 v i3} 4 ¥l 2k (A= 9dX) 54 (Hud A 7]
antimiR ©
SERPIND1 aute Bxex} 1.87 -2.59 AN S 313
11 =5
[TGAS Qg1 5 1.38 -2.13 N HAANAE =23
v}
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TSPANS HEg A3 8 1.36 -2.60 AN S 738}
a1, PAD AZedlA
shek = E

FZD6 ITYEs 1.15 -1.27 N A Aol o 3t

FAA 6 =

(Drosophila)

CD93 CD93 #=} 1.07 -1.28 v AN S 313

t}
MYO1C n @ Al VA 1.05 -1.33 N AR Aol Fho] 3t

v}

AA ¢ 2. HUVECH A miR-92a =& 93 431A =4 4.

AAld 19 7]&e® wbie} o], AA wiy] A 7S F3) miR-92a(5nM) FEE miR-92a9] iwﬂi% doE =
A st

=
o] A Al (antagomiR; A(SEQ ID NO. 7); B(SEQ ID NO. 63); C(SEQ ID NO. 64); Z+Zz} 5 nM)= HUVECE &=
Aok, FAZA 24A47F 3, RNAE HEskaL, AAld 1oA mlojaRolye] Zguadygorw IlFl 3149
S AAZF PRE 7Eelqlth. E 3o ZA]E upel o], S HUVEC A A-Fdzke] AelA, nlo]la
"] osf RlE 4719 FHA= miR-92a Ao ¥H§3ste] F7Felal miR-92a Rl §E-g-3)o]
A2FEth. E 39 doltt a2 Y aFIFHoHE glo] NERE FAZTHE HUVECE A3, miR-92a A
A wE kAol wk$-akE= MAN2AL, CNEPIRL, ERGIC2 2 CD93¢] Attia el &S vetdrt. T8 AARA Qe
Foalohd fFda ddo] oo fAet=AE vERd, shakies D dixt &8al A whgste
WS Yl E AS g

AAld 3. HUVECS] A miR-92ao] <&+ <lelad o5 T =4,

)
_IZim
HU
il‘Nﬂ&E
oy o

F

miR-92a Z Aol 93k Sy ad ¢59 AL AA-u/] FADA(E 2a) £E niR-92a(2WA]) T antimiR-
92a S FFU ¥ =(antagomiR; A(SEQ ID NO. 7); B(SEQ ID NO. 63); C(SEQ ID NO. 64))9] % AY(=
2b) & S td FolA HUVECIA ZAeAth. A d-mizl d4739S 94, Wﬂ?— 1 nM, 5 nM, 25 nM &

50 nle® éiézj?éé}ou el gy eE =] 5 AdS fa, AEE 0.01 uM, 0.1 uM = 1
o] FEE = 2bd EAlE EElalrE e e mEsiith. B 2ac] EAlE vpet %01 A - Az
24A12F 5, QlIElZ2® a5 mRNAC] 2 “,Sj% miR-92a Aol Wh3-3lo] F7fstaL miR—92a Hhﬂ ] ik-g-sho] 2t

28, Ay g4 73+ JEﬂ a5 mRNA®] g &2 HUVEC AEolA F
PCRE ZHAle2th. miR-92a SJAA] B & x] of gt Qe o5 mRNAS] Al o %
=7t gl AdE FAAAE HUVECA] el A st ek, = 2boll =AE vk} o], 5 A el
HIY a5 A e SYLFEULHESY koA dxd SfawIEdu=d vE] F7hekltt.
T dY F AdZ™ o5 mRNAS Aoh# IES HUVEC AlEo]A F RNAE 5 % RI-PCRE 7HA}SF ).
miR-92a JAA TE ZHbAle] thdt AdE|rH a5 mRNASl A 2HS SHuFIFULEE glo] FAASR
HUVECe thal Arste vk, 4 mRNA 7] FAbel date], JIH2™ a5 @ide] s & o] A d-nj
N A AENA HALE AT mRNA e Ay FARHA, AA-mi) FAzS

Wi o] Alt] uHEl S piR-92a 0411] —7}6}J_ miR-92a = Pﬂ] ] k-g-ske] s
FA74 4 % a4
&l HAFE AT, miR-92a %*Zﬂxﬂ EEt Eﬂc}xﬂoﬂ Hhg-3}= LEﬂZ% a

HUVECel thal A3kl T,
AAd 4. niR-92 AAA A XS HAES ] 93 o|F FAHEA £4.

MiR-92 AAAE AAlE FE= olF FAHA HEHZ JAAAAZAT (B 4). FAHGA fxHe F44
o] 3" UTR®l miR-92a A= A dof] gt A3 BAE dfalnz, S7Hd FAHZGA F42 71 miR-92a ¢
AS vebdith, FAFEA B4 FAEA § 48Ael SAEAG. e AAAZE 20 2 0.20M Fof gl A
S48 YeElZ] wiZel, 0.020M FolZgS AREsl] AAA £9E wiAT. & 49 7} AAAl 15 e,
T 494, onM T FES H= iR Yehga, 0.20M Fo#e F7F iR Yehga, 0.020M TS $
S 2 e

E

l

2

ol

NI\

E, mik-92 $YAFIHALEE oMM Aol T, dE Sof 5-iY AEAN Le HtHon Wgd
d2A @719 E4 a3} 28 AL2SGT, SN S 9 EE D8 A ek A4 e
sty s, Hela AEE = 9o =AE wpeh go] oF AWk LS niR-92a antagoniR, 3HEHE
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A(A; SEQ ID NO. 7), 33E B(B; SEQ ID NO. 63), 5-mlEA|EAle] ¢l 33E B(B mlolu~ 5-Me; SEQ ID
NO. 8), 3= C(C; SEQ ID NO. 64), 5-Hl€A|EAlC] gl &3&E C(C wholy 2 5-Me; SEQ ID NO. 9), 3h3t&
D(D) T miR-92a ZHHAIZ FAZAANZY. Hela AEE = 99 YEd F=(Z, 10nM, 1nM, 0.1nM T+
0.0InD=E FFEE FAFAAZT. 2 Ay s vt o], FAFHAZDA =EE= Fd79 3' UIR
miR-92a A= Ade] digk AF FAE FHn=E, F7ME FAHGA @4 S7FE niR-92a SAE
b, AarstE FAHEA] @42 wge] SH o8] Ho L FAH A g4 FH0E BAL F
ZAsG . ZF 8gEe WE dA FoF-qAHE VEAERE I ohz} ANOVA #2412 3}§&E BeF B mlojy 2~ 5-
Me Atolell HAstHo = E AL Yo n, 33E BE B vloly A 5-leRt HE &4
O (EF-AY Yz vl AFE B4 multiple comparison post-hoc test)Z O]%fﬂ oFHkglF ANOVA
of 9] <0.059] p-#h). FAR AL F3E C vlolyx 5 WEAEN o 3FEgE Co F
zkol7k 0.05 mvke] p ez TAEHUTE AL YEATH(E AlY tF vl AR B4
ANOVA). 8}5HE Ci= C mloful 2 5-lMeX T}t o &4 o]},

AAd 5: &FE A XF9 AA U 2D antimiR-92 FFE] EA

AntimiR-92 3}§HE (5, miR-92a Sl dlQE= AAADS BA A S 2 A AR FXe AT

AA W wRA AA mdof A Eﬂ/‘EO]-C’iE} Db/db(BKS.Cg Dock(Hom) 7m +/+ Leprdb/j) AL 6F=H7MA] 28
T A AHF FolE o= AoR yepwgth. 2719 #e AT, yolet el Ux] A AH
& AL 55 15'_6}3ﬂﬂr T M9 6mm 27 A WA AAE HFY FFel A= oA JdH o] Aleldl
sA A= AF el wEojxon % X%L WA =g om Y.

100 nm01(~0 55 mg)/ A 8] FolFgow setEs A TPt 24 o Ao W FAE Tl T T
A 2 g B9 49 8o FoJEdTt, 1pg/AA Folgke] Azd 017k VEGF(Z, rhVEGF-165) 2 2 pg/A3]
Fol#kol AxF PDGF-B(H, thDGF B)E dd A XF9 dA dzroez ARSI BsE dRT (S,
o1aked 9k= Aled4=(PRS))S 3 AHE SA xR oRE ARSI

T F 10940 FES AART. AGEste] vE, Sof A ] A wWEE, A¥E 9 Sof A9
FA R SHAS Brier] flE 243 A4S FYsT. 28 242 24X 9 106 T ks X229
Aol 7k i A0 Ane nAsty BE ZREFC wet s Adlstel FAHAT. dm A AL
ettt Fepsdd 9 dedow GAEit. A o|mAE 4-20m) S| FGstaL ovAE
ImageJ(NCBI) & AF&ste] AlGdd] st W&, Kol 22 ] A Wis&, W4 4 77 @ Aad 9 Fol 229

SNECIEEESET LY

279 Az RE dHolErl = Sa-f ¥ = 6a-foll 7tz AAHEY. T 5a Z 6a= AT WEE((1 - [FA
F0 8 e A 4D x 100)S oAlEtaL, &= 5b R 6be Sof AR A 7 A MES((1 - [
A Zog UFE Fol 24 7H4]) x 10002 YERAY. = 5¢ ¥ 6cE AAH e So} 5]4 HAS EA3sta, &
5d 2 6de dAH W] Sob A ] Ht FAE =AIETh VEGF-165v A A FSHE 5a 2 = 6a) 2 Fof

22 5/ (& 5d 2 = 6d)E FskA A S/HAIZIEA Ko 2H oz ALzl 7+ *o‘im <] 3hA
Z7MAFHY (= 5b % 6b). PDGF-BE A A (= 6a) ¥ Sol 24 W AF(E 6b)2 oA S7HAA
=]

)
™
o
o

i Fob 24 WA(L 6c FE) H AR 6)E FolskA @A ST, W, miR-92 A B Co] &2]a
TEULEHE JAAE SoF 24 FAGHAR FoF =4 (= 6b), FoF 224 WA (= 5b & 6b) R A Fof
24 AR 5d B 6d)E ST A= B A AV skl AR S7tE YERIITH(E Sa ® 6a). ol E
AdE miR-929] v S EUEE AAZE VEGE =& PDGF Fefo]l=rwtt & AL 43 A§ 2 A=
& 24 F4E FA90E AL Yehin

miR-92¢] Ee]ayrIFA QB = AAATE WA AL ARE FAATIE W7 Sk D] 719
RO oAAZC. AAIAFYY/ B/ A2 A, 3 A 2 gy AE 52 Hriel] 98 T oY
db/db A A+ ATFREH A5 1%011 s WzAse S ?636}913} w22 sksh Ak (D31l =
ol 4]l 14k FAE 4ume] LA diE A § HRP-AHS 22F Aok DPIR AAske] S(Al 1

Oq, i‘l

" =7 < g4
A S AlZEE Y IRP-AE 23 A2 4und] Eoetasie 24 éj S A% & DABS} dniEAdow
Gkl 7bz Wy BitAeL (Al 2 AT AlZstete] FalEtqltt. F oA e A ow| A& 4-20¢)
& ¥ ImagelollA s AAE 2 olnx] B4 w42 E AREse] A sPAMEClA D31+ T A e}
o A& Atsigitt. ol & o] 1 Aol dizl] = Seoll AAE I Al 2 Aol 3] = 6eol AlAl
ok, fFARH, D314 249 HWAS Image] & AREste] Apest Walo=m Abetalar, Al 1 ATtel g =
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5fol AAIF I A 2 AFo] s = 6fo] AAHTE. F AF EF niR-92 (=
S ARgske] D31+ W3] Al 2 D31+ %2 WA Fo3 TU/HE UF3h. PDG
7F&8hA 71 A BgiT),

miR-92 %24 FHAGE 30 BAHE)S] mRNA Lol We sEo] s 4FH RI-PRES T3 F4s)
Omni BeadRuptorol*] TRIzol A]9f(Life Technologies) ImlZ& ZZFS #&3}3}e] 10-50mge] ¥H ZZ o ZH-H
% RNAE Ee3I9th. & RNA 8l AZRAe] A H(Life Technologies)oll wel $-33}3it). RNA FZ&
NanoDrop 1000(Thermo)ollA] ZA3FATE. F-AxF @ddL A2 A T a4 A4 -8 B4 (RT-PCR)CZ
SAskdth. A W =25 HZe] RT-PCR %ﬁ% 9, 100nge] total RNAE AZAR] el uwht
MultiScribe RT(Life Technologies)ollX <AAMAZT. Fdx #dLS glol= HAEHA wlavk(life
Technologies Tagman) F3A W& o= fﬂo} 0. A 9de GAPDHS} #e -~ 7E A
(housekeeping gene)ell thal] A tst= AL, hxate] Pt} vl A g o ALEJT. B 72 db/db
AF AR FA A & He AA @?i—rﬂ miR-92¢] & AFIHLHE A &g HeE miR-92a
x4 Ao @A E YEdT.

miR-92 %% ITGASS] &id ol digh s3t&Ee] avE HPgxAshE Agste] Hrielgict. W x= 33t
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SEQUENCE LISTING

Gallant-Behm, Corrie Lynn

Dalby, Christina Marie
Hutnick, Kathryn

Jackson, Aimee

Seto, Anita
<120> MIR-92 INHIBITORS AND USES THEREOF

<110> MIRAGEN THERAPEUTICS, INC.
<130> MIRG-050/01W0 308934-2511

<140> PCT/US16/14108
<150> US 62/105,546
<170> PatentIn version 3.5

<141> 2016-01-20
<151> 2015-01-20
<213> Homo sapiens

-
<160> 164
<210> 1
<211> 22
<212> RNA
<400> 1



uauugcacuu gucccggecu gu

<210> 2

<211> 23

<212> RNA

<213> Homo sapiens
<400> 2

agguugggau cgguugcaau gcu
<210> 3

<211> 22

<212> RNA

<213> Homo sapiens
<400> 3

ggguggggau uuguugcauu ac
<210> 4

<211> 21

<212> RNA

<213> Unknown

<220>

<223> May be from Mus sp.

<400> 4

uauugcacuu gucccggecu g

<210> 5

<211> 23

<212

> RNA

<213> Unknown

<220>

<223> May be from Mus sp.

<400> 5

agguugggau uugucgcaau gcu
<210> 6

<211> 22

<212> RNA

<213> Unknown

SIEdd

22

23

22
or Rattus sp.

21
or Rattus sp.

23

_49_
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<220>

<223> May be from Mus sp. or Rattus sp.
<400> 6

agguggggau uagugccauu ac 22
<210> 7

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 PS

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine

<220><221> MOD_RES

<222> (13)..(13)
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<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 7

ccgggacaag tgcaat

<210> 8

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 1

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

_51_
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<222> (11)..(11)

<223> May be locked nucleic acid thymidine

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 8

ccgggacaag tgcaat

<210> 9

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 4

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)
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<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (10)..(10)

<223> May

<220><221>

be locked nucleic acid guanosine

MOD_RES

<222> (11)..(11)

<223> May

<220><221>

be locked nucleic acid thymidine

MOD_RES

<222> (13)..(13)

<223> May

<220><221>

be locked nucleic acid cytidine

MOD_RES

<222> (14)..(14)

<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (16)..(16)

<223> May
<400> 9
ccgggacaag
<210> 10
<211> 8

<212> DNA

be locked nucleic acid thymidine

tgcaat

<213> Artificial Sequence

<220>
<223> 92a

<220><221>

<222> (1)..

<223> May

<220><221>

<222> (1).

<223> May

<220><221>

<222> (2).

<223> May

Tiny LNA
MISC_FEATURE
(8)

be joined through phosphorothioate bonds

MOD_RES

(D

be locked nucleic acid adenosine
MOD_RES

.(2)

be locked nucleic acid guanosine
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<220><221>

<222> (3)..

<223> May

<220><221>

<222> (4)..

<223> May

<220><221>

<222> (5)..

<223> May

<220><221>

<222> (6)..

<223> May

<220><221>

<222> (7)..

<223> May

<220><221>

<222> (8)..

<223> May
<400> 10
agtgcaat
<210> 11
<211> 16

<212> DNA

MOD_RES

(3)

be locked nucleic acid thymidine
MOD_RES

(4)

be locked nucleic acid guanosine
MOD_RES

(5)

be locked nucleic acid cytidine
MOD_RES

(6)

be locked nucleic acid adenosine

MOD_RES

(7)

be locked nucleic acid adenosine
MOD_RES

(8)

be locked nucleic acid thymidine

<213> Artificial Sequence

<220>

<223> 92a
<220><221>
<222> (1)
<223> May

<220><221>

<222> (1)..

<223> May

<220><221>

LNA 16 2
MISC_FEATURE
.. (16)
be joined through phosphorothioate bonds
MOD_RES
(1)

be locked nucleic acid cytidine

MOD_RES
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<222>

<223>

(3)..(3)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(4)..(4)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(14)..(14)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

11

ccgggacaag tgcaat

<210>

<211>

<212>

<213>

<220>

<223>

12
16
DNA

Artificial Sequence

92a LNA 16 3

<220><221> MISC_FEATURE

<222>

<223>

(D). .(16)

May be joined through phosphorothioate bonds
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<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic
<400> 12

ccgggacaag tgcaat

<210> 13

<211> 16

<212> DNA

<213> Artificial Sequence

acid cytidine

acid guanosine

acid guanosine

acid cytidine

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine
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<220>
<223> 92a LNA 16 5
<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic

<400> 13

acid

cytidine

acid guanosine

acid guanosine

acid

acid

acid

acid

acid

acid

cytidine

adenosine

thymidine

cytidine

adenosine

thymidine
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ccgggacaag tgcaat 16
<210> 14

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 6

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (14)..(14)
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<223>

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>
<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

14

ccgggacaag tgcaat

<210>
<211>
<212>
<213>
<220>

<223>

15
16
DNA

Artificial Sequence

92a LNA 16 7

<220><221> MISC_FEATURE

<222>

<223>

(1)..(16)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid cytidine

<220><221> MOD_RES
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<222> (14)..(14)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 15

ccgggacaag tgcaat

<210> 16

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 8

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)
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<223> May

<220><221>

be locked nucleic acid guanosine

MOD_RES

<222> (11)..(11)

<223> May

<220><221>

be locked nucleic acid thymidine

MOD_RES

<222> (13)..(13)

<223> May

<220><221>

be locked nucleic acid cytidine

MOD_RES

<222> (14)..(14)

<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (16)..(16)

<223> May
<400> 16
ccgggacaag
<210> 17
<211> 16

<212> DNA

be locked nucleic acid thymidine

tgcaat

<213> Artificial Sequence

<220>

<223> 92a
<220><221>
<222> (1)
<223> May

<220><221>

<222> (1)..

<223> May

<220><221>

<222> (3).

<223> May

<220><221>

<222> (5).

<223> May

LNA 16 9
MISC_FEATURE

..(16)

be joined through phosphorothioate bonds

MOD_RES
(D

be locked nucleic acid cytidine

MOD_RES

.(3)

be locked nucleic acid guanosine
MOD_RES

.(5)

be locked nucleic acid guanosine
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<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(14)..(14)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

17

ccgggacaag tgcaat

<210>

<211>

<212>

<213>

<220>

<223>

18
16
DNA

Artificial Sequence

92a LNA 16 10

<220><221> MISC_FEATURE

<222>

<223>

(1)..(16)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1)

May be locked nucleic acid cytidine

<220><221> MOD_RES
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<222>

<223>

(3)..(3)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(6)..(6)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(14)..(14)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(15)..(15)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

18

ccgggacaag tgcaat

<210>

<211>

<212>

<213>

<220>

<223>

19
16
DNA

Artificial Sequence

92a LNA 16 11

<220><221> MISC_FEATURE

<222>

<223>

(D). .(16)

May be joined through phosphorothioate bonds
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<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic
<400> 19

ccgggacaag tgcaat

<210> 20

<211> 16

<212> DNA

<213> Artificial Sequence

acid

acid

acid

acid

acid

acid

acid

acid

acid

cytidine

cytidine

guanosine

adenosine

adenosine

thymidine

adenosine

adenosine

thymidine
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<220>
<223> 92a LNA 16 12
<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic

<400> 20

acid

acid

cytidine

cytidine

acid guanosine

acid guanosine

acid

acid

acid

acid

acid

adenosine

thymidine

adenosine

adenosine

thymidine
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ccgggacaag tgcaat 16
<210> 21

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 13

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (14)..(14)
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<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine

<400> 21

ccgggacaag tgcaat 16
<210> 22

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 14

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine

<220><221> MOD_RES
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<222> (13)..(13)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 22

ccgggacaag tgcaat

<210> 23

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 15

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (9)..(9)
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<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (10)..(10)

<223> May

<220><221>

be locked nucleic acid guanosine

MOD_RES

<222> (12)..(12)

<223> May

<220><221>

be locked nucleic acid guanosine

MOD_RES

<222> (13)..(13)

<223> May

<220><221>

be locked nucleic acid cytidine

MOD_RES

<222> (16)..(16)

<223> May
<400> 23
ccgggacaag
<210> 24
<211> 16

<212> DNA

be locked nucleic acid thymidine

tgcaat

<213> Artificial Sequence

<220>

<223> 92a
<220><221>
<222> (1)
<223> May

<220><221>

<222> (1)..

<223> May

<220><221>

<222> (3).

<223> May

<220><221>

<222> (6).

<223> May

LNA 16 16
MISC_FEATURE
..(16)

be joined through phosphorothioate bonds

MOD_RES
(D

be locked nucleic acid cytidine

MOD_RES

.(3)

be locked nucleic acid guanosine
MOD_RES

.(6)

be locked nucleic acid adenosine
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<220><221>

<222> (8)..

<223> May

<220><221>

<222> (9)..

<223> May

<220><221>

MOD_RES

(8)

be locked nucleic acid adenosine
MOD_RES

(9)

be locked nucleic acid adenosine

MOD_RES

<222> (11)..(11)

<223> May

<220><221>

be locked nucleic acid thymidine

MOD_RES

<222> (13)..(13)

<223> May

<220><221>

be locked nucleic acid cytidine

MOD_RES

<222> (14)..(14)

<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (16)..(16)

<223> May
<400> 24
ccgggacaag
<210> 25
<211> 16

<212> DNA

be locked nucleic acid thymidine

tgcaat

<213> Artificial Sequence

<220>

<223> 92a
<220><221>
<222> (1)
<223> May

<220><221>

<222> (1)..

<223> May

<220><221>

LNA 16 17
MISC_FEATURE
.. (16)
be joined through phosphorothioate bonds
MOD_RES
(1)

be locked nucleic acid cytidine

MOD_RES
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<222>

<223>

(3)..(3)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(6)..(6)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(14)..(14)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

25

ccgggacaag tgcaat

<210>

<211>

<212>

<213>

<220>

<223>

26
16
DNA

Artificial Sequence

92a LNA 16 18

<220><221> MISC_FEATURE

<222>

<223>

(D). .(16)

May be joined through phosphorothioate bonds
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<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic
<400> 26

ccgggacaag tgcaat

<210> 27

<211> 16

<212> DNA

<213> Artificial Sequence

acid

cytidine

acid guanosine

acid guanosine

acid

cytidine

acid guanosine

acid

acid

acid

acid

thymidine

adenosine

adenosine

thymidine
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<220>
<223> 92a LNA 16 19
<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic

<400> 27

acid

cytidine

acid guanosine

acid

acid

acid

acid

acid

acid

acid

adenosine

adenosine

thymidine

cytidine

adenosine

adenosine

thymidine

SIHS31 10-2017-0103841



SIHS31 10-2017-0103841

ccgggacaag tgcaat 16
<210> 28

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 20

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (14)..(14)
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<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 28

ccgggacaag tgcaat

<210> 29

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 21

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

_75_

16

SIHS31 10-2017-0103841



<222> (13)..(13)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 29

ccgggacaag tgcaat

<210> 30

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 16 22

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (9)..(9)
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<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic
<400> 30

ccgggacaag tgcaat

<210> 31

<211> 16

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 16 23
<220><221> MISC_FEATURE

<222> (1)..(16)

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine

acid cytidine

acid guanosine
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<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(15)..(15)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

31

ccgggacaag tgcaat

<210>

<211>

<212>

<213>

<220>

<223>

32
16
DNA

Artificial Sequence

92a LNA 16 24

<220><221> MISC_FEATURE

<222>

<223>

(1)..(16)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1)

May be locked nucleic acid cytidine

<220><221> MOD_RES
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<222>

<223>

(4)..(4)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(14)..(14)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

32

ccgggacaag tgcaat

<210>

<211>

<212>

<213>

<220>

<223>

33
16
DNA

Artificial Sequence

92a LNA 16 25

<220><221> MISC_FEATURE

<222>

<223>

(D). .(16)

May be joined through phosphorothioate bonds
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<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic
<400> 33

ccgggacaag tgcaat

<210> 34

<211> 15

<212> DNA

<213> Artificial Sequence

acid cytidine

acid guanosine

acid guanosine

acid cytidine

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine
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<220>
<223> 92a LNA 151
<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic
<400> 34

cgggacaagt gcaat

<210> 35

<211> 15

acid

acid

acid

cytidine

adenosine

adenosine

acid guanosine

acid

acid

acid

acid

thymidine

cytidine

adenosine

thymidine
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<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 2

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine

<400> 35

cgggacaagt gcaat 15
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<210> 36

<211> 15

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 15 3
<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic
<400> 36

cgggacaagt gcaat

<210> 37

<211> 15

acid guanosine

acid cytidine

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine
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<212> DNA
<213> Artificial Sequence

<220>

<223> 92a LNA 15 4
<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 37

cgggacaagt gcaat
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<210> 38

<211> 15

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 15 5
<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic

acid

acid

acid

cytidine

adenosine

adenosine

acid guanosine

acid

acid

acid

acid

thymidine

cytidine

adenosine

thymidine
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<400> 38

cgggacaagt gcaat 15
<210> 39

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 6

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES
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<222> (15)..(15)

<223> May be locked nucleic acid thymidine

<400> 39

cgggacaagt gcaat 15
<210> 40

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 7

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
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<220><221> MOD_RES
<222> (15)..(15)

<223> May be locked nucleic acid thymidine

<400> 40

cgggacaagt gcaat 15
<210> 41

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 8

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES
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<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 41

cgggacaagt gcaat 15

<210> 42

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 9

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (13)..(13)
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<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 42

cgggacaagt gcaat

<210> 43

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 10
<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)
<223>

May be locked nucleic acid thymidine
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<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 43

cgggacaagt gcaat

<210> 44

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 11

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)
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<223> May be locked nucleic acid thymidine
<220><221

> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 44

cgggacaagt gcaat

<210> 45

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 12

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
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<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic
<400> 45

cgggacaagt gcaat

<210> 46

<211> 15

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 15 13
<220><221> MISC_FEATURE

<222> (1)..(15)

acid thymidine

acid cytidine

acid adenosine

acid thymidine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(D

<223> May be locked nucleic

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic

<220><221> MOD_RES

acid cytidine

acid guanosine

acid guanosine
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<222> (6)..(6)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 46

cgggacaagt gcaat

<210> 47

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 14

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (6)..(6)
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<223>

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(9)..(9)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(11)..(1D)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

<400>

(15)..(15)

May be locked nucleic acid thymidine

47

cgggacaagt gcaat

<210>

<211>

<212>

<213>

<220>

<223>

48
15
DNA

Artificial Sequence

92a LNA 15 15

<220><221> MISC_FEATURE

<222>

<223>

(1)..(15)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222>

<223>

(5)..(5)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(15)..(15)
May be locked nucleic acid thymidine

48

cgggacaagt gcaat

<210>

<211>

<212>

<213>

<220>

<223>

49
15
DNA

Artificial Sequence

92a LNA 15 16

<220><221> MISC_FEATURE

<222>

<223>

(1)..(15)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

(2)..(2)
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<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 49

cgggacaagt gcaat

<210> 50

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 15 17

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
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<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(6)..(6)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(9)..(9)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(14)..(14)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(15)..(15)
May be locked nucleic acid thymidine

50

cgggacaagt gcaat

<210>

<211>

<212>

<213>

<220>

<223>

51
15
DNA

Artificial Sequence

92a LNA 15 18

<220><221> MISC_FEATURE

<222>

<223>

(1)..(15)

May be joined through phosphorothioate bonds

<220><221> MOD_RES
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<222>

<223>

(1)..(D)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(14)..(14)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(15)..(15)
May be locked nucleic acid thymidine

51

cgggacaagt gcaat

<210>

<211>

<212>

<213>

<220>

<223>

52
15
DNA

Artificial Sequence

92a LNA 15 19

<220><221> MISC_FEATURE

<222>

<223>

(D). .(15)

May be joined through phosphorothioate bonds
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<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 52

cgggacaagt gcaat

<210> 53

<211> 15

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 15 20

<220><221> MISC_FEATURE
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<222> (1)..(15)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine

<400> 53

cgggacaagt gcaat

<210> 54

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
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<223> 92a LNA 15 21
<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic
<400> 54

cgggacaagt gcaat

<210> 55
<211> 15

<212> DNA

acid cytidine

acid guanosine

acid cytidine

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine
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<213> Artificial Sequence

<220>

<223> 92a LNA 15 22

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 55

cgggacaagt gcaat 15
<210> 56

<211> 15
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<212> DNA
<213> Artificial Sequence

<220>

<223> 92a LNA 15 23
<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid thymidine
<400> 56

cgggacaagt gcaat
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<210> 57

<211> 15

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 15 24
<220><221> MISC_FEATURE

<222> (1)..(15)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic

acid cytidine

acid guanosine

acid cytidine

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine
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<400> 57

cgggacaagt gcaat 15
<210> 58

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222> (13)..(13)

<223> May be locked nucleic acid cytidine

<220><221>

MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine

<400> 58
ccgggacaag
<210> 59
<211> 16

<212> DNA

tgcaat

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221>
<222> (1)
<223> May

<220><221>

<222> (1)..

<223> May

<220><221>

<222> (3)..

<223> May

<220><221>

<222> (4)..

<223> May

<220><221>

<222> (6)..

<223> May

<220><221>

<222> (8)..

<223> May

<220><221>

<222> (9)..

<223> May

MISC_FEATURE
..(16)

be joined through phosphorothioate

MOD_RES
(D

be locked nucleic

MOD_RES

(3)

be locked nucleic
MOD_RES

(4)

be locked nucleic
MOD_RES

(6)

be locked nucleic
MOD_RES

(8)

be locked nucleic
MOD_RES

(9)

be locked nucleic

acid cytidine

acid guanosine

acid guanosine

acid adenosine

acid adenosine

acid adenosine

16

bonds
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<220><221> MOD_RES
<222> (10)..(10)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<400> 59

ccgggacaag tgcaat

<210> 60

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<400> 60

ccgggacaag tgcaat

<210> 61

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)
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<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 61

ccgggacaag tgcaat

<210> 62

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
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<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 62

ccgggacaag tgcaat

<210> 63

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(16)
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<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic acid

<220><221> MOD_RES

<222> (2)..(2)

cytidine

<223> May be 5-methyl deoxycytidine

<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid
<400> 63

ccgggacaag tgcaat

guanosine

adenosine

adenosine

guanosine

thymidine

cytidine

adenosine

thymidine
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<210> 64

<211> 16

<212> DNA

<213> Artificial Sequence
<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (2)..(2)

acid cytidine

<223> May be 5-methyl deoxycytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220

><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic

acid guanosine

acid adenosine

acid adenosine

acid guanosine

acid thymidine

acid cytidine
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<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 64

ccgggacaag tgcaat

<210> 65

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<

223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES
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<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(11)..(1D)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(14)..(14)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

65

ccgggacaag tgcaat

<210>

<211>

<212>

<213>

<220>

<223>

66
14
DNA

Artificial Sequence

92a LNA 14 1

<220><221> MISC_FEATURE

<222>

<223>

(D). .(14)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1D

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(4)..(4)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(6)..(6)

May be locked nucleic acid adenosine
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<220><221>

<222> (8)..

<223> May

<220><221>

<222> (9)..

<223> May

<220><221>

MOD_RES
€)

be locked nucleic acid guanosine

MOD_RES
(9)
be locked nucleic acid thymidine

MOD_RES

<222> (11)..(11)

<223> May

<220><221>

be locked nucleic acid cytidine

MOD_RES

<222> (12)..(12)

<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (14)..(14)

<223> May
<400> 66
gggacaagtg
<210> 67
<211> 14

<212> DNA

be locked nucleic acid thymidine

caat

<213> Artificial Sequence

<220>

<223> 92a
<220><221>
<222> (1)
<223> May

<220><221>

<222> (1).

<223> May

<220><221>

<222> (4).

<223> May

<220><221>

LNA 14 2
MISC_FEATURE
.. (14)
be joined through phosphorothioate bonds
MOD_RES
(D)
be locked nucleic acid guanosine
MOD_RES
L(4)
be locked nucleic acid adenosine

MOD_RES
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<222> (6)..

<223> May

<220><221>

<222> (8)..

<223> May

<220><221>

<222> (9)..

<223> May

<220><221>

(6)

be locked nucleic acid adenosine
MOD_RES

(8)

be locked nucleic acid guanosine
MOD_RES

(9)

be locked nucleic acid thymidine

MOD_RES

<222> (11)..(11)

<223> May

<220><221>

be locked nucleic acid cytidine

MOD_RES

<222> (13)..(13)

<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (14)..(14)

<223> May
<400> 67
gggacaagtg
<210> 68
<211> 14

<212> DNA

be locked nucleic acid thymidine

caat

<213> Artificial Sequence

<220>

<223> 92a
<220><221>
<222> (1)

<223> May

<220><221>

<222> (1).

<223> May

<220><221>

<222> (2).

LNA 14 3
MISC_FEATURE
..(14)

be joined through phosphorothioate bonds

MOD_RES

(D

be locked nucleic acid guanosine
MOD_RES

.(2)
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<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

(5)..(5)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

(6)..(6)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

(8)..(8)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(14)..(14)
May be locked nucleic acid thymidine

68

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

69
14
DNA

Artificial Sequence

92a LNA 14 4

<220><221> MISC_FEATURE

<222>

(D..(14)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223> May be locked nucleic acid guanosine

(1)..(1)
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<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine
<400> 69

gggacaagtg caat

<210> 70

<211> 14

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 14 5

<220><221> MISC_FEATURE

<222> (1)..(14)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D
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<223> May be locked nucleic acid guanosine
<220><221> MOD_RES
<222> (4)..(4)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine

<400> 70

gggacaagtg caat

<210> 71

<211> 14

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 14 6
<220><221> MISC_FEATURE
<222> (1)..(14)

<223> May be joined through phosphorothioate bonds
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<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine
<400> 71

gggacaagtg caat

<210> 72

<211> 14

<212> DNA

<213> Artificial Sequence

<220>

<

223> 92a LNA 14 7

<220><221> MISC_FEATURE

<222> (1)..(14)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
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<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine
<400> 72

gggacaagtg caat

<210> 73

<211> 14

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 14 8

<220><221> MISC_FEATURE

<222> (1)..(14)
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<223>

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(6)..(6)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(11)..(1D)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(14)..(14)
May be locked nucleic acid thymidine

73

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

74
14
DNA

Artificial Sequence

92a LNA 14 9
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<220><221> MISC_FEATURE

<222> (1)..(14)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine

<400> 74

gggacaagtg caat

<210> 75

<211> 14

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 14 10

<220><221> MISC_FEATURE
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<222> (1)..(14)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine
<400> 75

gggacaagtg caat

<210> 76

<211> 14

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 14 11
<220><221> MISC_FEATURE

<222> (1)..(14)
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<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (12)..(12)
<223

> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine
<400> 76

gggacaagtg caat

<210> 77

<211> 14

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 14 12

<220><221> MISC_FEATURE

<222> (1)..(14)

<223> May be joined through phosphorothioate bonds

<220><221
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> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid adenosine
<220

><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine
<400> 77

gggacaagtg caat

<210> 78

<211> 14

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 14 13

<220><221> MISC_FEATURE

<222> (1)..(14)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)
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<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(14)..(14)
May be locked nucleic acid thymidine

78

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

79
14
DNA

Artificial Sequence

92a LNA 14 14

<220><221> MISC_FEATURE

<222>

<223> May be joined through phosphorothioate bonds

(D..(14)

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid guanosine
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<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

<400>

(14)..(14)
May be locked nucleic acid thymidine

79

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

80
14
DNA

Artificial Sequence

92a LNA 14 15

<220><221> MISC_FEATURE

<222>

<223>

(D)..(14)

May be joined through phosphorothioate bonds

<220><221> MOD_RES
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<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (11)..(11)
<223

> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine
<400> 80

gggacaagtg caat

<210> 81

<211> 14

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 14 16

<220><221> MISC_FEATURE

<222> (1)..(14)

<223> May be joined through phosphorothioate bonds
<220><221

> MOD_RES

<222> (1)..(D
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<223>

May be locked

<220><221> MOD_RES

<222>

<223>

(4)..(4)
May be locked

<220><221> MOD_RES

<222>

<223>

(6)..(6)
May be locked

<220><221> MOD_RES

<222>

<223>

(8)..(8)
May be locked

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked

<220><221> MOD_RES

<222>

<223>

<220

(12)..(12)

May be locked

><221> MOD_RES

<222>

<223>

<400>

(14)..(14)
May be locked
81

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

<220><221>

<222>

<223>

82

14

DNA

nucleic

nucleic

nucleic

nucleic

nucleic

nucleic

nucleic

Artificial Sequence

92a LNA 14 17

(D)..(14)

MISC_FEATURE

acid guanosine

acid adenosine

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222>

<223>

(5)..(5)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(9)..(9)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(14)..(14)
May be locked nucleic acid thymidine

82

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

83
14
DNA

Artificial Sequence

92a LNA 14 18

<220><221> MISC_FEATURE

<222>

<223>

(D). .(14)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

(4)..(4)
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<223>

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(6)..(6)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(9)..(9)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(11)..(1D)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(14)..(14)
May be locked nucleic acid thymidine

83

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

84
14
DNA

Artificial Sequence

92a LNA 14 19

<220><221> MISC_FEATURE

<222>

<223>

(D). .(14)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid guanosine
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<220><221>

<222> (6)..

<223> May

<220><221>

<222> (8)..

<223> May

<220><221>

MOD_RES

(6)

be locked nucleic acid adenosine
MOD_RES

(8)

be locked nucleic acid guanosine

MOD_RES

<222> (11)..(11)

<223> May

<220><221>

be locked nucleic acid cytidine

MOD_RES

<222> (12)..(12)

<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (14)..(14)

<223> May
<400> 84
gggacaagtg
<210> 85
<211> 14

<212> DNA

be locked nucleic acid thymidine

caat

<213> Artificial Sequence

<220>

<223> 92a
<220><221>
<222> (1)
<223> May

<220><221>

<222> (1)..

<223> May

<220><221>

<222> (3)..

<223> May

<220><221>

LNA 14 20
MISC_FEATURE
.. (14)
be joined through phosphorothioate bonds
MOD_RES
(1)
be locked nucleic acid guanosine
MOD_RES
(3)

be locked nucleic acid guanosine

MOD_RES
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<222>

<223>

(5)..(5)
May be locked

<220><221> MOD_RES

<222>

<223>

(6)..(6)
May be locked

<220><221> MOD_RES

<222>

<223>

(8)..(8)
May be locked

<220><221> MOD_RES

<222>

<223>

(11)..(1D)

May be locked

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked

<220><221> MOD_RES

<222>

<223>

<400>

(14)..(14)

May be locked

85

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

<220><221>

<222>

<223>

86
14

DNA

nucleic

nucleic

nucleic

nucleic

nucleic

nucleic

Artificial Sequence

92a LNA 14 21

(D..(14)

MISC_FEATURE

acid

acid

cytidine

adenosine

acid guanosine

acid

acid

acid

cytidine

adenosine

thymidine

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be locked nucleic acid guanosine

- 135 -

14

SIHS31 10-2017-0103841



<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(14)..(14)
May be locked nucleic acid thymidine

86

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

87
14
DNA

Artificial Sequence

92a LNA 14 22

<220><221> MISC_FEATURE

<222>

<223>

(D..(14)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1)

May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine
<400> 87

gggacaagtg caat

<210> 88

<211> 14

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 14 23

<220><221> MISC_FEATURE

<222> (1)..(14)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)
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<223>

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(14)..(14)
May be locked nucleic acid thymidine

88

gggacaagtg caat

<210>

<211>

<212>

<213>

<220>

<223>

89
14
DNA

Artificial Sequence

92a LNA 14 24

<220><221> MISC_FEATURE

<222>

<223> May be joined through phosphorothioate bonds

(D..(14)
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<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid thymidine
<400> 89

gggacaagtg caat

<210> 90

<211> 13

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 13 1

<220><221> MISC_FEATURE

<222> (1)..(13)
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<223>

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(13)..(13)
May be locked nucleic acid thymidine

90

ggacaagtgc aat

<210>

<211>

<212>

<213>

<220>

<223>

91
13
DNA

Artificial Sequence

92a LNA 13 2
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<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(1D)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<400> 91

ggacaagtgc aat

<210> 92

<211> 13

<212> DNA

<213> Artificial Sequence

acid

acid

acid

guanosine

adenosine

adenosine

acid guanosine

acid

acid

acid

acid

thymidine

cytidine

adenosine

thymidine
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<220>

<223>

92a LNA 13 3

<220><221> MISC_FEATURE

<222>

<223>

(1)..(13)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(D

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(4)..(4)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(9)..(9)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(13)..(13)
May be locked nucleic acid thymidine

92

ggacaagtgc aat

<210>

<211>

<212>

<213>

<220>

93
13
DNA

Artificial Sequence
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<223> 92a LNA 13 4
<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine
<400> 93

ggacaagtgc aat

<210> 94

<211> 13

<212> DNA

<213> Artificial Sequence
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<220>

<223> 92a LNA 13 5
<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<400> 94

ggacaagtgc aat

<210> 95

<211> 13

acid

acid

acid

guanosine

adenosine

adenosine

acid guanosine

acid

acid

acid

acid

thymidine

cytidine

adenosine

thymidine

13
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<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 13 6
<220><221> MISC_FEATURE
<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine

<400> 95

ggacaagtgc aat 13
<210> 96

<211> 13

<212> DNA
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<213> Artificial Sequence

<220>

<223> 92a LNA 13 7

<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine
<400> 96

ggacaagtgc aat 13

<210> 97
<211> 13
<212> DNA

<213> Artificial Sequence
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<220>
<223> 92a LNA 13 8
<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<400> 97

ggacaagtgc aat

<210> 98

<211> 13

<212> DNA

acid guanosine

acid guanosine

acid adenosine

acid guanosine

acid cytidine

acid adenosine

acid adenosine

acid thymidine

13
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<213> Artificial Sequence

<220>

<223> 92a LNA 13 9
<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(1)
<223> May be locked nucleic
<220><221> MOD_RES
<222> (3)..(3)
<223> May be locked nucleic
<220><221> MOD_RES
<222> (5)..(5)
<223> May be locked nucleic
<220><221> MOD_RES
<222> (7)..(7)
<223> May be locked nucleic
<220><221> MOD_RES
<222> (11)..(11)
<223>
May be locked nucleic acid
<220><221> MOD_RES
<222> (12)..(12)
<223> May be locked nucleic
<220><221> MOD_RES
<222> (13)..(13)
<223> May be locked nucleic
<400> 98
ggacaagtgc aat
<210> 99
<211> 13
<212> DNA

<213> Artificial Sequence

acid guanosine

acid adenosine

acid adenosine

acid guanosine

adenosine

acid adenosine

acid thymidine
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<220>
<223> 92a LNA 13 10
<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221

> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic
<220

><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<400> 99

ggacaagtgc aat

<210> 100

<211> 13

<212> DNA

<213> Artificial Sequence

<220>

acid guanosine

acid

acid

acid

acid

acid

acid

adenosine

adenosine

thymidine

adenosine

adenosine

thymidine
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<223>

92a LNA 13 11

<220><221> MISC_FEATURE

<222>

<223>

(1)..(13)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(D)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(13)..(13)
May be locked nucleic acid thymidine

100

ggacaagtgc aat

<210>

<211>

<212>

<213>

<220>

<223>

101
13
DNA

Artificial Sequence

92a LNA 13 12
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<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid thymidine

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine
<400> 101

ggacaagtgc aat

<210> 102

<211> 13

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 13 13

<220><221> MISC_FEATURE

<222> (1)..(13)
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<223>

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(4)..(4)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(13)..(13)
May be locked nucleic acid thymidine

102

ggacaagtgc aat

<210>

<211>

<212>

<213>

<220>

<223>

103
13
DNA

Artificial Sequence

92a LNA 13 14

<220><221> MISC_FEATURE

<222>

<223>

(1)..(13)

May be joined through phosphorothioate bonds
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<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine

<400> 103

ggacaagtgc aat

<210> 104

<211> 13

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 13 15

<220><221> MISC_FEATURE
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<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine
<400> 104

ggacaagtgc aat

<210> 105

<211> 13

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 13 16
<220><221> MISC_FEATURE

<222> (1)..(13)
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<223>

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(9)..(9)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(13)..(13)
May be locked nucleic acid thymidine

105

ggacaagtgc aat

<210>

<211>

<212>

<213>

<220>

<223>

106
13
DNA

Artificial Sequence

92a LNA 13 17

<220><221> MISC_FEATURE

<222>

<223>

(1)..(13)

May be joined through phosphorothioate bonds

<220><221> MOD_RES
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<222> (1)..(1D)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine

<400> 106

ggacaagtgc aat

<210> 107

<211> 13

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 13 18
<220><221> MISC_FEATURE
<222> (1)..(13)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)
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<223> May be locked

<220><221> MOD_RES

<222>

(3)..(3)

<223> May be locked

<220><221> MOD_RES

<222>

(5)..(5)

<223> May be locked

<220><221> MOD_RES

<222>

(8)..(8)

<223> May be locked

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked

<220><221> MOD_RES

<222>

<223>

<400>

(13)..(13)
May be locked
107

ggacaagtgc aat

<210>

<211>

<212>

<213>

<220>

<223> 92a LNA 13 19

108
13

DNA

nucleic

nucleic

nucleic

nucleic

nucleic

nucleic

nucleic

Artificial Sequence

<220><221> MISC_FEATURE

<222>

(1)..(13)

acid guanosine

acid

acid

acid

acid

acid

acid

adenosine

adenosine

thymidine

cytidine

adenosine

thymidine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

(1)..(1D)

<223> May be locked nucleic acid guanosine
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<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (10)..(10)

<223

> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine
<400> 108

ggacaagtgc aat

<210> 109

<211> 13

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 13 20

<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds
<220><

221> MOD_RES
<222> (1)..(1)
<223> May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222>

<223>

(2)..(2)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(4)..(4)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

<220

(10)..(10)

May be locked nucleic acid cytidine

><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(13)..(13)
May be locked nucleic acid thymidine

109

ggacaagtgc aat

<210>

<211>

<212>

<213>

<220>

<223>

110
13
DNA

Artificial Sequence

92a LNA 13 21

<220><221> MISC_FEATURE

<222>

<223>

(1)..(13)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

(1)..(1)
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<223>

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(4)..(4)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(6)..(6)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(9)..(9)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(11)..(1D)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(13)..(13)

May be locked nucleic acid thymidine

110

ggacaagtgc aat

<210>

<211>

<212>

<213>

<220>

<223>

111
13
DNA

Artificial Sequence

92a LNA 13 22

<220><221> MISC_FEATURE

<222>

<223> May be joined through phosphorothioate bonds

(1)..(13)

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid guanosine
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<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(4)..(4)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(12)..(12)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(13)..(13)
May be locked nucleic acid thymidine

111

ggacaagtgc aat

<210>

<211>

<212>

<213>

<220>

<223>

112
13
DNA

Artificial Sequence

92a LNA 13 23

<220><221> MISC_FEATURE

<222>

<223>

(1)..(13)

May be joined through phosphorothioate bonds

<220><221> MOD_RES
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<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine
<400> 112

ggacaagtgc aat

<210> 113

<211> 13

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 13 24
<220><221> MISC_FEATURE

<222> (1)..(13)
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<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid thymidine
<400> 113

ggacaagtgc aat

<210> 114

<11> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 1

<220><221> MISC_FEATURE
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<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic
<400> 114

gacaagtgca at

<210> 115

<11> 12

<212> DNA

<213> Artificial Sequence

<220>

acid guanosine

acid

acid

adenosine

adenosine

acid guanosine

acid

acid

acid

acid

thymidine

cytidine

adenosine

thymidine
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<223> 92a LNA 12 2
<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1D)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (6)..(6)

adenosine

adenosine

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid

<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid
<400> 115

gacaagtgca at

<210> 116

<11> 12

<212> DNA

thymidine

cytidine

adenosine

thymidine

12
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<213> Artificial Sequence

<220>

<223> 92a LNA 12 3

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 116

gacaagtgca at 12

<210> 117
<211> 12
<212> DNA

<213> Artificial Sequence
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<220>
<223> 92a LNA 12 4
<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic
<400> 117

gacaagtgca at

<210> 118

211> 12

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 12 5

acid guanosine

acid cytidine

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine
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<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 118

gacaagtgca at

<210> 119

<11> 12

<212> DNA

<213> Artificial Sequence

- 168 -

12

SIHS31 10-2017-0103841



<220>

<223>

92a LNA 12 6

<220><221> MISC_FEATURE

<222>

<223>

(D). .(12)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(D

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(9)..(9)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

<400>

(12)..(12)
May be locked nucleic acid thymidine

119

gacaagtgca at

<210>

<211>

<212>

<213>

<220>

<223>

120
12
DNA

Artificial Sequence

92a LNA 12 7

<220><221> MISC_FEATURE

<222>

(D). .(12)
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<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 120

gacaagtgca at 12
<210> 121

211> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 8

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
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<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 121

gacaagtgca at

<210> 122

211> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 9

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D
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<223> May be locked nucleic acid guanosine
<220><221> MOD_RES
<222> (2)..(2)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 122

gacaagtgca at

<210> 123

<211> 12

<212> DNA

<213> Artificial Sequence
<220>

<223> 92a LNA 12 10
<220><221> MISC_FEATURE
<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
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<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(4)..(4)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(11)..(1D)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(12)..(12)
May be locked nucleic acid thymidine

123

gacaagtgca at

<210>

<211>

<212>

<213>

<220>

<223>

124
12
DNA

Artificial Sequence

92a LNA 12 11

<220><221> MISC_FEATURE

<222>

<223>

(D). .(12)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1)

May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine

<400> 124

gacaagtgca at

<210> 125

<211> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 12

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (4)..(4)
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<223> May

<220><221>

<222> (7)..

<223> May

<220><221>

<222> (9)..

<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

(7)

be locked nucleic acid thymidine
MOD_RES

(9)

be locked nucleic acid cytidine

MOD_RES

<222> (10)..(10)

<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (12)..(12)

<223> May
<400> 125
gacaagtgca
<210> 126
211> 12

<212> DNA

be locked nucleic acid thymidine

at

<213> Artificial Sequence

<220>

<223> 92a
<220><221>
<222> (1)
<223> May

<220><221>

<222> (1).

<223> May

<220><221>

<222> (3).

<223> May

<220><221>

<222> (6).

<223> May

LNA 12 13
MISC_FEATURE

..(12)

be joined through phosphorothioate bonds

MOD_RES

(D

be locked nucleic acid guanosine
MOD_RES

.(3)

be locked nucleic acid cytidine
MOD_RES

.(6)

be locked nucleic acid guanosine
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<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 126

gacaagtgca at

<210> 127

211> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 14

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222> (8)..(8)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 127

gacaagtgca at

<210> 128

<211> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 15

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid thymidine

<220><221> MOD_RES

<222> (9)..(9)
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<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 128

gacaagtgca at

<210> 129

11> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 16

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222> (10)..(10)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine

<400> 129

gacaagtgca at 12
<210> 130

11> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 17

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (11)..(11)
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<223>

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>
<223>

<400>

(12)..(12)
May be locked nucleic acid thymidine

130

gacaagtgca at

<210>
<211>
<212>
<213>
<220>

<223>

131
12
DNA

Artificial Sequence

92a LNA 12 18

<220><221> MISC_FEATURE

<222>

<223>

(1)..(12)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(4)..(4)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(7)..(7)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

<223>

(9)..(9)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid adenosine
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<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 131

gacaagtgca at 12
<210> 132

11> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 19

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine

<400> 132
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gacaagtgca at 12
<210> 133

11> 12

<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 20

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 133

gacaagtgca at 12

<210> 134

- 182 -
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<211> 12
<212> DNA
<213> Artificial Sequence

<220>

<223> 92a LNA 12 21
<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic
<400> 134

gacaagtgca at

<210> 135

<211> 12

acid guanosine

acid cytidine

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine

12
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<212> DNA

<213> Artificial Sequence

<220>

<223> 92a LNA 12 22

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine

<400> 135
gacaagtgca at 12
<210> 136
211> 12

<212> DNA
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<213> Artificial Sequence

<220>

<223> 92a LNA 12 23

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid thymidine
<400> 136

gacaagtgca at 12
<210> 137

<11> 12

<212> DNA

<213> Artificial Sequence
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<220>

<223> 92a LNA 12 24
<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic
<400> 137

gacaagtgca at

<210> 138

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

acid guanosine

acid cytidine

acid adenosine

acid guanosine

acid guanosine

acid adenosine

acid thymidine
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<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223

> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 138

ccgggacaag tgcaat 16
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<210> 139

<211> 16

<212> DNA

<213> Artificial Sequence
<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic

acid

cytidine

acid guanosine

acid

acid

adenosine

adenosine

acid guanosine

acid

acid

acid

thymidine

cytidine

adenosine
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<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 139

ccgggacaag tgcaat 16
<210> 140

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(9)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine

<220><221> MOD_RES
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<222> (13)..(13)

<223> May be locked nucleic acid cytidine

<220><221>

MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine

<220><221>

MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine

<400> 140
ccgggacaag
<210> 141
<211> 16

<212> DNA

tgcaat

<213> Artificial Sequence

<220>

<223> MiR-

<220><221>

<222> (1)..

<223> May

<220><221>

<222> (1)..

<223> May

<220><221>

<222> (3)..

<223> May

<220><221>

<222> (3)..

<223> May

<220><221>

<222> (5)..

<223> May

<220><221>

<222> (6)..

<223> May

92 Inhibitor
MISC_FEATURE
(2)

be joined through

MOD_RES

(1)

be locked nucleic
MISC_FEATURE

(4)

be joined through
MOD_RES

(3)

be locked nucleic
MISC_FEATURE

(6)

be joined through
MOD_RES

(6)

be locked nucleic

16

phosphorothioate bonds

acid cytidine

phosphorothioate bonds

acid guanosine

phosphorothioate bonds

acid adenosine
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10-2017-0103841



=T

<220><221> MISC_FEATURE
<222> (7)..(8)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MISC_FEATURE

<222> (9)..(10)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MISC_FEATURE

<222> (11)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220><221> MISC_FEATURE

<222> (13)..(14)
<223

> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MISC_FEATURE

<222> (15)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
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<400> 141
ccgggacaag tgcaat

<210> 142

<211> 16

<212> DNA

<213> Artificial Sequence
<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE
<222> (1)..(2)

<223> May be joined through
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MISC_FEATURE
<222> (4)..(5)

<223> May be joined through
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic

<220><221> MISC_FEATURE
<222> (7)..(8)

<223> May be joined through
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MISC_FEATURE
<222> (10)..(11)

<223> May be joined through

<220><221> MOD_RES

16

phosphorothioate bonds

acid cytidine

acid guanosine

phosphorothioate bonds

acid adenosine

phosphorothioate bonds

acid adenosine

phosphorothioate bonds
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<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220><221> MISC_FEATURE

<222> (13)..(14)

<223

> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 142

ccgggacaag tgcaat

<210> 143

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221

> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)
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<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220

><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 143

ccgggacaag tgcaat

<210> 144

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(D)

<223> May be locked nucleic acid cytidine
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<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220

><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic
<400> 144

ccgggacaag tgcaat

<210> 145

<211> 16

<212> DNA

<213> Artificial Sequence

acid guanosine

acid

acid

adenosine

adenosine

acid guanosine

acid

acid

acid

acid

thymidine

cytidine

adenosine

thymidine
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<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (2)..(2)

acid cytidine

<223> May be 5-methyl deoxycytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic

<220><221> MOD_RES

acid guanosine

acid adenosine

acid adenosine

acid guanosine

acid thymidine

acid cytidine

acid adenosine
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<222> (16)..(16)
<223> May be locked nucleic acid thymidine
<400> 145

ccgggacaag tgcaat 16

<210> 146

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(9)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)
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<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine

<400> 146

ccgggacaag tgcaat

<210> 147

<211> 16

<212> DNA

<213> Artificial Sequence
<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE

<222> (1)..(2)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
<220><221> MISC_FEATURE

<222> (3)..(4)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (3)..(3)

<223> May be locked nucleic acid guanosine
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<220><221> MISC_FEATURE

<222> (5)..(6)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MISC_FEATURE

<222> (7)..(8)

acid adenosine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MISC_FEATURE

<222> (9)..(10)

acid adenosine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MISC_FEATURE

<222> (11)..(12)

acid guanosine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MISC_FEATURE

<222> (13)..(14)

acid thymidine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic

acid cytidine

acid adenosine
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<220><221> MISC_FEATURE

<222> (15)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine

<400> 147

ccgggacaag tgcaat

<210> 148

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(2)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MISC_FEATURE

<222> (4)..(5)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MISC_FEATURE

<222> (7)..(8)
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<223>

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid adenosine

<220><221> MISC_FEATURE

<222>

<223>

(10)..(11)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(11)..(1D)

May be locked nucleic acid thymidine

<220><221> MISC_FEATURE

<222>

<223>

(13)..(14)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(13)..(13)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(14)..(14)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

148

ccgggacaag tgcaat

<210>

<211>

<212>

<213>

<220>

<223>

149
16
DNA

Artificial Sequence

MiR-92 Inhibitor
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<220><221> MOD_RES

<222> (1)..(1D)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic
<400> 149

ccgggacaag tgcaat

<210> 150

acid guanosine

acid

acid

acid

acid

acid

acid

acid

adenosine

adenosine

guanosine

thymidine

cytidine

adenosine

thymidine
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<211> 16

<212> DNA

<213> Artificial Sequence
<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (1)..(D)
<223
> May be locked nucleic acid cytidine
<220><221> MOD_RES
<222> (2)..(2)
<223> May be 5-methyl deoxycytidine
<220><221> MOD_RES
<222> (5)..(5)
<223> May be locked nucleic acid guanosine
<220><221> MOD_RES
<222> (6)..(6)
<223> May be locked nucleic acid adenosine
<220><221> MOD_RES
<222> (8)..(8)
<223> May be locked nucleic acid adenosine
<220><221> MOD_RES
<222> (10)..(10)
<223> May be locked nucleic acid guanosine
<220><221> MOD_RES
<222> (11)..(11)
<223>
May be locked nucleic acid thymidine
<220><221> MOD_RES
<222> (13)..(13)
<223> May be locked nucleic acid cytidine

<220><221> MOD_RES
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<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 150

ccgggacaag tgcaat 16
<210> 151

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (10)..(10)
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<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 151

ccgggacaag tgcaat

<210> 152

<211> 16

<212> DNA

<213> Artificial Sequence
<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE

<222> (1)..(8)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES
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<222> (6)..(6)

<223> May be locked nucleic acid adenosine

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine

<400> 152

ccgggacaag tgcaat

<210> 153

<211> 16

<212> DNA

<213> Artificial Sequence
<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE
<222> (1)..(2)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)
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<223> May

<220><221>

<222> (2)..

<223> May

<220><221>

<222> (3)..

<223> May

<220><221>

<222> (5)..

<223> May

<220><221>

<222> (5)..

<223> May

<220><221>

<222> (6)..

<223> May

<220><221>

<222> (7)..

<223> May

<220><221>

<222> (8)..

<223> May
<220><221>
<222> (9)

<223> May

<220><221>

be locked nucleic
MOD_RES
(2)

=T

acid cytidine

be 5-methyl deoxycytidine

MISC_FEATURE
(4)

be joined through

MISC_FEATURE

(6)

be joined through

MOD_RES

(5)

be locked nucleic

MOD_RES

(6)

be locked nucleic

MISC_FEATURE

(8)

be joined through

MOD_RES

(8)

be locked nucleic
MISC_FEATURE

..(10)

be joined through

MOD_RES

<222> (10)..(10)

<223> May

<220><221>

be locked nucleic

MISC_FEATURE

<222> (11)..(12)

<223> May

<220><221>

be joined through

MOD_RES

<222> (11)..(11)

phosphorothioate bonds

phosphorothioate bonds

acid guanosine

acid adenosine

phosphorothioate bonds

acid adenosine

phosphorothioate bonds

acid guanosine

phosphorothioate bonds
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<223> May be locked nucleic acid thymidine
<220><221> MISC_FEATURE

<222> (13)..(14)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MISC_FEATURE

<222> (15)..(16)

<

223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine

<400> 153

ccgggacaag tgcaat 16
<210> 154

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(2)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
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<220><221> MISC_FEATURE

<222> (4)..(5)

SIEdl

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MISC_FEATURE

<222> (7)..(8)

acid guanosine

acid adenosine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (8)..(8)

<223> May be locked nucleic
<220><221> MISC_FEATURE

<222> (10)..(11)

acid adenosine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MISC_FEATURE

<222> (13)..(14)

acid guanosine

acid thymidine

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES
<222> (13)..(13)

<223> May be locked nucleic

<220><221> MOD_RES
<222> (15)..(15)

<223> May be locked nucleic

acid cytidine

acid adenosine
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<220><221> MOD_RES

<222>
<223>

<400>

(16)..(16)
May be locked nucleic acid thymidine

154

ccgggacaag tgcaat

<210>
<211>
<212>
<213>
<220>

<223>

155
16
DNA

Artificial Sequence

MiR-92 Inhibitor

<220><221> MOD_RES

<222>

<223>

(1)..(1D)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be 5-methyl deoxycytidine

<220><221> MOD_RES

<222>

<223>

(5)..(5)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(6)..(6)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(8)..(8)

May be locked nucleic acid adenosine

<220><221> MOD_RES

<222>

<223>

(10)..(10)

May be locked nucleic acid guanosine

<220><221> MOD_RES

<222>

<223>

(1D)..(1D)

May be locked nucleic acid thymidine

<220><221> MOD_RES

<222>

(13)..(13)
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<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 155

ccgggacaag tgcaat

<210> 156

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(13)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)
<223

> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid adenosine
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<220><221>
<222> (10
<223> May
<220><221>

<222> (11

<223>

MOD_RES

)..(10)

be locked nucleic acid guanosine
MOD_RES

)..(11)

May be locked nucleic acid thymidine

<220><221>
<222> (13
<223> May
<220><221>
<222> (14
<223> May
<220><221>
<222> (16
<223> May
<400> 156
ccgggacaag
<210> 157
<211> 16

<212> DNA
<213> Art

<220>

MOD_RES

)..(13)

be locked nucleic acid cytidine
MOD_RES

)..(14)

be locked nucleic acid adenosine
MOD_RES

)..(16)

be locked nucleic acid thymidine

tgcaat

ificial Sequence

<223> MiR-92 Inhibitor

<220><221>

<222> (1)
<223> May

<220><221>

<222> (1).

<223> May

<220><221>

<222> (2).

<223> May

<220><221>

MISC_FEATURE

..(12)

be joined through phosphorothioate bonds
MOD_RES

(D

be locked nucleic acid cytidine

MOD_RES

.(2)

be 5-methyl deoxycytidine

MOD_RES

-212 -
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<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic
<400> 157

ccgggacaag tgcaat

<210> 158

<211> 16

<212> DNA

<213> Artificial Sequence
<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE

<222> (1)..(9)

acid guanosine

acid

acid

adenosine

adenosine

acid guanosine

acid

acid

acid

acid

thymidine

cytidine

adenosine

thymidine
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<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(1D)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine

<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic

<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic

<400> 158

ccgggacaag tgcaat

acid guanosine

acid

acid

adenosine

adenosine

acid guanosine

acid

acid

acid

acid

thymidine

cytidine

adenosine

thymidine
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<210>
<211>
<212>
<213>
<220>

<223>

=T

159
16
DNA

Artificial Sequence

MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222>

<223>

(1)..(2)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(1)..(1)

May be locked nucleic acid cytidine

<220><221> MOD_RES

<222>

<223>

(2)..(2)

May be 5-methyl deoxycytidine

<220><221> MISC_FEATURE

<222>

<223>

(3)..(4)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(3)..(3)

May be locked nucleic acid guanosine

<220><221> MISC_FEATURE

<222>

<223>

(5)..(6)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222>

<223>

(6)..(6)

May be locked nucleic acid adenosine

<220><221> MISC_FEATURE

<222>

<223>

(7)..(8)

May be joined through phosphorothioate bonds

<220><221> MISC_FEATURE

<222>

<223>

(9)..(10)

May be joined through phosphorothioate bonds

<220><221> MOD_RES

- 215 -
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SISl
<222> (9)..(9)
<223
> May be locked nucleic acid adenosine
<220><221> MOD_RES
<222> (10)..(10)
<223> May be locked nucleic acid guanosine
<220><221> MISC_FEATURE
<222> (11)..(12)
<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES
<222> (11)..(11)
<223> May be locked nucleic acid thymidine
<220><221> MISC_FEATURE
<222> (13)..(14)
<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES
<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><

221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MISC_FEATURE

<222> (15)..(16)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine

<400> 159

ccgggacaag tgcaat 16
<210> 160

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

- 216 -
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<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(2)

<223

> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MISC_FEATURE

<222> (4)..(5)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine

<220><221> MISC_FEATURE
<

222> (7)..(8)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid adenosine
<220><221> MISC_FEATURE

<222> (10)..(11)

<223> May be joined through phosphorothioate bonds
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

- 217 -
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<223> May be locked nucleic acid thymidine
<220><221> MISC_FEATURE
<222> (13)..(14)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 160

ccgggacaag tgcaat 16
<210> 161

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MOD_RES

<222> (1)..(1)

<223> May be locked nucleic acid cytidine

<220><221> MOD_RES

<222> (2)..(2)

<223> May be 5-methyl deoxycytidine
<220><221> MOD_RES

<222> (3)..(3)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine

-218 -



<220><221>

<222> (9)..

<223> May

<220><221>

MOD_RES
(9)
be locked nucleic acid adenosine

MOD_RES

<222> (10)..(10)

<223> May

<220><221>

be locked nucleic acid guanosine

MOD_RES

<222> (11)..(11)

<223> May

<220><221>

be locked nucleic acid thymidine

MOD_RES

<222> (13)..(13)

<223> May

<220><221>

be locked nucleic acid cytidine

MOD_RES

<222> (14)..(14)

<223> May

<220><221>

be locked nucleic acid adenosine

MOD_RES

<222> (16)..(16)

<223> May
<400> 161
ccgggacaag
<210> 162
<211> 16

<212> DNA

be locked nucleic acid thymidine

tgcaat

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221>
<222> (1)

<223> May

<220><221>

<222> (1).

<223> May

<220><221>

MISC_FEATURE
..(16)

be joined through phosphorothioate bonds

MOD_RES
(D)
be locked nucleic acid cytidine

MOD_RES

-219 -
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<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (6)..(6)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (11)..(11)

<223> May be locked nucleic acid thymidine

<220><221> MOD_RES

<222> (13)..(13)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (15)..(15)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine
<400> 162

ccgggacaag tgcaat

<210> 163

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> MiR-92 Inhibitor

<220><221> MISC_FEATURE

<222> (1)..(16)
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<223> May be joined

<220><221> MOD_RES
<222> (1)..(1)
<223> May be locked
<220><221> MOD_RES
<222> (5)..(5)
<223> May be locked
<220><221> MOD_RES
<222> (6)..(6)
<223> May be locked
<220><221> MOD_RES
<222> (8)..(8)
<223> May be locked
<220><221> MOD_RES
<222> (10)..(10)
<223> May be locked
<220><221> MOD_RES
<222> (11)..(11)

<223> May be locked

<220><221> MOD_RES
<222> (13)..(13)
<223> May be locked
<220><221> MOD_RES
<222> (14)..(14)
<223> May be locked
<220><221> MOD_RES
<222> (16)..(16)
<223> May be locked
<400> 163
ccgggacaag tgcaat
<210> 164

<211> 16

<212> DNA

through phosphorothioate bonds

nucleic acid cytidine

nucleic acid guanosine

nucleic acid adenosine

nucleic acid adenosine

nucleic acid guanosine

nucleic acid thymidine

nucleic acid cytidine

nucleic acid adenosine

nucleic acid thymidine
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<213> Artificial Sequence
<220>

<223> MiR-92 Inhibitor
<220><221> MISC_FEATURE
<222> (1)..(16)

<223> May be joined through phosphorothioate bonds

<220><221> MOD_RES

<222> (1)..(D)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (4)..(4)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (5)..(5)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (7)..(7)

<223> May be locked nucleic acid cytidine
<220><221> MOD_RES

<222> (9)..(9)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (10)..(10)

<223> May be locked nucleic acid guanosine

<220><221> MOD_RES

<222> (12)..(12)

<223> May be locked nucleic acid guanosine
<220><221> MOD_RES

<222> (14)..(14)

<223> May be locked nucleic acid adenosine
<220><221> MOD_RES

<222> (16)..(16)

<223> May be locked nucleic acid thymidine

- 222 -
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<400> 164

ccgggacaag tgcaat 16

- 223 -
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