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Gene Accession Targeted Tm_CP | Tm_RP |PN(CP;RP) NSID
Region
MAMDC2 MM_153267.3 1525-1625 78 82 326439 ;226439 NM_153267.3:1525

Target Sequence (AJEWs 1)
AGGGAGGTTATGTTGCCCTGGATGATATTTCATTCTCTCCTGTTCACTGCCAGAATCAGACAGAACTTCTGTTCAGTGCCGTGGAAGCCAGCTGCAATTT
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The Industry & Academic Cooperation in Chungnam National University (IAC)

Biomarker for diagnosing breast cancer

A&R therapeutics co., Itd.
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<170> KopatentIn 2.0

<210> 1
<211> 100
<212> DNA

<213> Artificial Sequence

<220><223> polynucleotide fragment of MAMDCZ gene

<400> 1
agggaggtta tgttgccctg gatgatattt cattctctec tgttcactge cagaatcaga 60
cagaacttct gttcagtgcc gtggaagcca getgcaattt 100
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