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CD8-BINDING POLYPEPTIDES AND USES THEREOF
[eflo<sie ]

[0001] AZFHH AR CD8&G & Z K » K (EFH CD8&E & 2% IK 34 £l
CD8 ZAEWVIEMERY A « % F HABMBEARNGEBIEL A - f£—5%
BT - CD8&EE XN BB ECDI&E S LI KSR CDSLIN 2 i R
EQIN:RLSEE 21N
[oeRidsdin ]

[0002] CD8RESHEREEN » HLRIFENMEEMETHAECD+ T
) LUK E 2t < EAATAE (RS B AR T-4HAE ~ vo THHAE ~ KB R R
At R 8 22 IR AR AR BE BE ) 2 o HE F - CD8EE B H1CD8af#E K CDSB#f R
FECEEE S BAE—SBR T LICD8uy “ BB REL - L4HIEES®T
AMAE.E > CD8FEE THIAE A2 A% (TCR) Z 4k 52 45 LU 58 71 J/ 58 ) K TA A&
b AMEEMETHREEHAEMTCREAG S EA X RHSHEETE R
(MHO)EBHE Z kPR AV G AR - CD8&E M&E & £ AMHCEH
N E & AR B ETCR/FA-MHCH G /E AR E - CD8JRFE M FFLek B 2
CD8o Z {HAEE B AK 5 TCRZ IR EHE » e EA AR THADE(LER L
S o

[0003] THHAE.Z G bR i HA oy 4% ) - sE40IL-2 ~ IL-15 ~ IL-

7 ~ IL-6 ~ IL-12 ~ IFNa ~ IFNB RIFNy « #5HE L THRE A 5 & B 7700

B 1 HEGEHREAD)
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ZHIENENBE-2 (L-2) 5—EFEES TR 2 o6 - 58 8 2888 F
M 2 B RE M R CD8+ T E YRR & - IL-248 5 2
TR R E 2 =(E R E T (L-2a ~ IL-2B Rye) R 2 @ MM 258 -
KHIL-2Z288E e < B EEBE THM e > R i#ElT - BEEEL
THHAE ~ 4H 20 -

[0004] FTHEHCDSEEE LMK » 82 F M0l (5L 0 TR 2 M it § =
CD8+ THHAY LAHE = 4 A 35 ME T4 AR S HE YR T e BE FE A -

[ZFIANE]

[0005] ASCIRHECD4&E & XK - K (HEHCDS&E & £ TG B 4k
ELHE - E—EEHAF - COS&EEZINEE - EEINE S B/
SR ER A o T OCIREE LRI E i (] -

il —EZAL > HEEs 2/ —(#&EE&CD8 Y VHHE @ sz /&
CDR1 » HA-4&SEQ ID NO: 3 ~ 73874 >l E M % ; CDR2 » HAE&
SEQIDNO:4-~12+~14+-22-~27~29~31~75~76~177~78 ~ 798(80~
M AW FP3l o R CDR3 » HAESEQ ID NO: 5 ~ 162018 7 fg A FE 71 -

Bhaf2 WwEmE1 22k - Hp g/ —{H VHHE & & CDR1 -
CDR2 X CDR3 » Rl & FEYISEQ ID NO: 3~ 4553~ 12K
55314533 ~4K16;3~4K%18 ;322553141853 27K
57329533 ~31K5:73 1481874~ 141853~ 75818 ;3 ~
7618 ;3 ~T77k18 ; 3 ~T78 %18 ;3 ~79&%18 ; 53 ~ 80k 18

B3 WMEmAM 122 B g2/ —{H VHHE &
CDRI1 » HA4SEQ ID NO: 37 R %] : CDR2 » HA4SEQ ID NO:

78 Z R FBE PRl ) CDR3 » HALESEQ ID NO: 18 7 fz AR FF51 -

52 HEEHRHAS)
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B4 MERANZ3FE—TH 20K Efh 2/ —({fVHHEE &
VHHIE LS BAE -

B MERGIZ4FE—HZK > Hb 20 —(fVHHEE &
FASEQ ID NO: 2678910~ 11+13~15~17 1920~ 21 -
23 +24+25+26-28-30-81-82-83-84-85-86-87 88~ 89 -
90 ~ 91 ~92~93-94-95-96-97 -~ 98 - 9951007 fr & s F 5 £ /D
85% ~ 90% ~ 95% T % /V99% —FN N i B G 5] o

HBHH6 MERAINZSTE—HZK  EdhZ2 /0 —(fVHHEE &
SEQ ID NO: 6 ~7~8-9~10~11~13+15~17 192021~ 23 -
24 ~25+26~28-30-81-82-83-84-85-86-87 888990 -
91 929394959697 ~ 985995100 fr &L 51 -

THERT WERMIIZ6F(E—IEH LA Kb/ —FVHHEE &
NO: 925100 £z 751 -

TGI8 WMEHAN 2T E—THZZAK
TGO WEHANZTHRE—THZZAK
EFHFI10 MERAIZ2IFE—H L > Kz 2 ilaamEiiE
SEALAHRE N -

A MERAI102 20K HbZeE@irsEtdimrZma e
4t & CD8 2 VHHIS, 2 NI 5t Ci:

EHAIN2 WERAI0E G112 2k » H ek e i S (C4H i
f+FE BIL-2 ~ IL-15 ~ IL-7 ~ IL-6 ~ IL-12 ~ I[FNa ~ IENBE{IFNy » 3¢ H R
FEEE AR = -

BRI WEHIN 212 E—IHZ L HhZSIEEFcE -

i

SEQ

S

Wi {E VHHI -
{E VHHI, -

W m

2=
2=

lll

EE}
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Bt 14 B HEEN3 2 20K - HiZFel@ fl& B HSEQ ID NO: 32-
705¢101-111 2 frE 51 -

Bt 015 B AN3CE A 14 2 220K - Hp sz 2 K& ez
AL T = -

EHapI6 ME G152 2k - H gz RS (B4 & R IL-
2 ~IL-15 ~ IL-7 ~ IL-6 ~ IL-12 ~ IFNa ~ IFNBE(IFNy » ¢ H 5 3 o & (& i
BRI

BHANT WERAI16 220k » HfZ e ZdistdirZme s
#Z Fcl& ~ Cliy

Eh @8 MER N 217THE—THZZ » HFZZKkeaseb—
{El 45 & FrCD8 LS Z FLR Y LR &5 & 3 -

AN ME 182 K » HpZ 2 ke & £/ —(#&&Lag3
CTLA4 ~ TGFBR1 » TGFBR2 - Fas - TNFR2 -~ PD1 ~ PDLI1Z,TIM3 ~ #7
JR&g S -

Bt 7120 0E 118519 2 2Bk » Hpz ka2 —fHsE &L
TZH R4 &  TGFBR1 ~ TGFBR2 -~ Fas ~ TNFR2 -~ 1-92-LFA-3 -~
5T4 ~ 048 E5ZFE ~o-VEESE - dPl1EEE ~ 0dp7TESESZE - AGR2 ~ i1
Lewis-Y ~ Apelin JAZ#2 -~ APRIL -~ B7-H3 -~ B7-H4 - B7-H6 -~ BAFF -
BCMA -~ BTLA -~ C5%H#& ~ C-242 ~ CA9 ~ CA19-9 ~ (Lewis a) ~ IRfE il
9-CD2-~CD3-~CD6 ~CD9 -~CDIla~CDI19 ~ CD20 ~ CD22 -~ CD24 -~
CD25 -~ CD27 ~ CD28 ~ CD30 ~ CD33 - CD38 ~ CD39 » CD40 ~ CD40L -~
CD41 ~ CD44 ~ CD44v6 ~ CD47 ~ CD51 ~ CD52 ~ CD56 ~ CD64 -

CD70 ~ CD71 ~ CD73 ~ CD74 ~ CD80 ~ CD81 ~ CD86 ~ CD95 ~ CDI117 -~
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CD123 ~ CD125 ~ CD132 -~ (IL-2RG) ~ CD133 ~ CD137 ~ CD138 -
CD166 ~ CD172A ~ CD248 ~ CDH6 - CEACAMS (CEA) ~ CEACAMG6
(NCA-90) - CLAUDIN-3 ~ CLAUDIN-4 -~ cMet ~ BJEZ& H -~ Cripto -
CSFR -~ CSFR-1 - CTLA4 -~ CTGF ~ CXCL10 ~ CXCL13 ~ CXCRI1 -
CXCR2 ~ CXCR4 ~ CYRG61 ~ DL44 ~ DLK1 ~ DLL3 ~ DLL4 ~ DPP-4 -
DSG1 - EDA - EDB - EGFR - EGFRviii ~ N ¥ & B &7 #&& (ETBR) -~
ENPP3 - EpCAM -~ EPHA2 - EPHB2 - ERBB3 - RSV F&EHE ~ FAP ~
FcRH5 -~ FGF-2 -~ FGF8 - FGFR1 ~ FGFR2 - FGFR3 - FGFR4 -~ FLT-3 -~
i i <7 f2 o (FRa) - GAL3STI1 - G-CSF -~ G-CSFR - GD2 - GITR -
GLUTI1 ~ GLUT4 - GM-CSF »~ GM-CSFR ~ GP IIb/Illasz 85 ~ Gpl130 -
GPIIB/IITIA -~ GPNMB - GPRC5D -~ GRP78 - HAVCARI1 -~ HER2/neu -
HER3 - HER4 - HGF ~ hGH - HVEM -~ ¥/ Rk B li§ - ICOS -~ IFNa -
IFNB -~ IFNy ~ IgE - IgE~7 & (FceRI) ~ IGF -~ IGFIR -~ IL1B ~ ILIR -
IL2 ~ IL11 ~ IL12 ~ IL12p40 ~ IL-12R ~ IL-12RBT1 ~ IL13 ~ IL13R -
IL15 ~ IL17 ~ IL18 ~ IL21 ~ IL23 ~ IL23R ~ IL27/IL27R (wsx1) ~ IL29 -~
IL-31R ~ IL31/IL31R ~ IL2R ~ IL4 ~ IL4R ~ IL6 ~ IL6R -~ f[RE E7 1 -
PEEIRAC L AE (Jagged Ligand) ~ §EEN1 ~ §EE&,R2 ~ KISS1-R ~ LAG-3 »
LIF-R -~ Lewis X ~ LIGHT - LRP4 - LRRC26 - Ly6G6D ~ LyPDI -
MCSP ~ % -~ MICA - MICB - MRP4 - MUC1 ~ £5& H-16 (MUCI16 -
CA-125) ~ Na/K ATPJi§ - NGF ~ Nicastrin » NotchsZ#g ~ Notch 1 »~ Notch
2 ~ Notch 3 ~ Notch 4 ~ NOV » OSM-R ~ 0X-40 - PAR2 ~ PDGF-AA -
PDGF-BB » PDGFRa » PDGFRJ ~ PD-1 ~ PD-L1 ~ PD-L2 - & A5 it 45 M

% - PIGF - PSCA -~ PSMA - PSGR » RAAGI12 -~ RAGE ~ SLC44A4 -~ 1
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BB 1 B2l - STEAPL ~ STEAP2 - TAG-72 ~ TAPAI -~ TEM-8 -
TGFp - TIGIT » TIM-3 + TLR2 ~ TLR4 ~ TLR6  TLR7 ~ TLR8 ~ TLR9 -
TMEM31 - TNFa » TNFR » TNFRS12A - TRAIL-R1 - TRAIL-R2 - %
EH - ESEHZE - TRK-A - TRK-B + TROP-2 uPAR - VAPI -
VCAM-1 - VEGF - VEGF-A - VEGF-B - VEGF-C - VEGF-D

VEGFR1 + VEGFR2 - VEGFR3 ~ VISTA + WISP-1 - WISP-2E5{WISP-3 o

BHA21 MEHH18E 200 F—H 2 ZH - Kb 2D — A% &K
CD8 LU Z Hi R HY LI 45 & 3 By VHHES,

B f22 MERFI21 2 2k » Hh&&EGRCDSLSNZ Hi R Hi =
& & IOR VHHE,

BEHA23 MBS E21HFF—H 2 - Kb 2P — A& &k
CD8LUNZ HFH R GG B a B8 & LK &E -

Ehif24 MEMFI23 2 20k » HFEEEEFRCDELIINZ HiRAVHL IR
GEOEEEERET SR REETEE -

Bhif2s —HEEFE—FNEE IR EEY  HEZE—ZMK
BOERAI3R240E—H Sk HpZE—LREEE—FE A
HAPZE _ZREESE Fcla » HHPFZE —Fcl& k#Z % _Fcl@tgE =
AIE]

Hhap2e ME RG2S 2 E\EaY  HbzE - Fhaazsb—@Es
CD8 2 VHHI, ~ /Db —{# & MM E (L & R/ 2D —EE Sk
CD8LUN Z HREV LR 45 &3

G127 MR FI26 2/ EY) » HpEZE GRCDSLIAN Z HLIRHY
MFGECHEEE#TEERKHETEE  AIZEETEEMS 28 3%

6 HEEWHREHAS)
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% _Fcla s =N E&E -

Bt 7128 MEHHI25 227 E—H B EaY) » Hp#ZE—Fclad
Froes2 0z s _Fela & e -

Hhp29 F G128 2 EEY) » Hfsz5E —Fcla B aT366WZESE [
256 _FcE A E&T366S ~ L368AKY40TVIESE -

EHAI30 M F 129 2 &%) » HF 5% 5% _Fcli £ & H435R =
H435K 288 o

Bt 131 B HI13 2300 £ —TH Z ZIEHE &Y - H ez ZIKAE
AFRROE N B BAE - SRE T E SV EAEBERA TR -

Bt 32 WEHHN £31FE—H LN EGY - HfizCD8 &
ANFECDS -

B33 EHI32 2 L IREE &) - Hdaz AZECD8E &SEQ ID
NO: 1 2771 o

B34 —fERESEEY HEaWERM1 233FFE—H LK
S &) R AR ST -

EHPI3S MEG34 2 REGEEY) » HhzAEELEEGEE 5
f# Z (calicheamicin) ~ BB (auristatin) ~ )8 2 2 (dolastatin) ~ &
Z (tubulicin) ~ #H3% 5 & (maytansinoid) - 2 EE % ZK (cryptophycin) ~ {Z 2
3 (duocarmycin) ~ {55 11 B 3% (esperamicin) ~ BEEIE - 75 — F O J¢
Wi R AR

Bt {36 —fEEEEHEY HEaWERM1 233FFE—IH LK
A SV B PI 34 E P35 2 RIZE SV R EEEE F a2 2 &

i -

il

>\

57 HEGEWHHRAD)
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HHiPI37 — Ry MR - M E A1 E233F{E—IH L LK
HETY) -
BHhHifI38 —fEaiE - HESME A7 Z%E -
HEasa

B39 —fE7E L4 ZE 37 Z BB E 382
Bk Ae o

40 —HEE AL > HRFAOEHSN £33 F{E—THZ Z KL
=Y

it f4l —MEAMEO 233FE—H2ERNEGH ZH
7% HEETEEAGNRBEZZNEE S R TEENEH 38 Ei
#1392 75 £ 4R

Bt (7142 B HI41 2 0k HiE— b EE i L IEEY) -

G143 —FE INCDS* THHEMIE ~ /7% - HE S TR NE
W1 233 (£ —TH 2 ZRIREE & V) -
T 144 EHHI43 . J705 0 HpZECDS TG ER L
T 145 NEHHI43 .2 T705 0 HpZECDS TG ER N -
FhH46 —EEREIE 2 )75 HE & BHRIE 2 B PR
2 FAMEZWEROIZ330E—TH 2 ZIKEHE &Y E i (7136 2 5

W m

EE}

HHip147 MEHEG46 2 )50k - Hp B E (B AR AIEE - B
B OBSRCREE B BB R PR SR FUE  BEERE T E S
HEBRE S RIBEBE  G@WHSE  HEARGE: TENEREE  /&E
& OIREE C BHSEE C BE O HEE  MERB BN ¢ IR BT
i ERWER  BREEE R R B R /DNIAEREE  JE/D

T

5 8 HEEWREHH)
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AMAEARE - BHEREE © IR GHAEAT#E (squamous carcinoma of the lung) :
2R FEE KRR 0 CIRERE O ONELRE © BRERRE  RUYIRRRE ©
WA BEAAEE - AU ERSRE © WIRARSURE  HERRE A K
B BHIRAAERE B FOUE  HURIRE  TERTBANEE LR
R IN2E O MER  ER R MER (Hodgkin's lymphoma) 5 JEE
s RMER - BAIRHKE R  (&EME (ow grade)/ & IR E & 5 I
& (NHL)  /NREERTE(SL) NHL & A St /g U RINHL ¢ o i3 M FE 5
ZYENHL & @ e S AENHL © & B M R E S AAENHL © 5 &
M/ N IS AN A NHL © SRR NHL (bulky disease NHL) : Z4f]
HEMER » AIDSHE MKME R @ LSRR ENRXEGS ME
(Waldenstrom's macroglobulinemia) ; &M MEEM: 5 MK (CLL) ; &%
ME RN E MK (ALL) » E4IAE B MR & 18 15 ga tE i 85 s

B 48 AIE FE 46547 2 J5k » HilE—F E o AN E R -

149 B HEF148 2 4 - Kz BRIN BRI R PTRER -

HHEFIS0 MEFEBN49 2 J57k - P ZIUREE (R B B EEa B - It
BV BUR] ~ ST IRE - CAR-THRIA RIS HEIRE -

BHPIS1 B R F148 2 )57 - H R BRIN G R R R iR Y B -

BHBIS2 MEREHIS1.2 7% > iz i £ BB R Ml I PD-1 K/
B(PD-L1.Z ZE5 o

HHBIS3 MEHEHIS1. 2057k » Loz i £V BB BAIHIVISTA
gpNMB ~ B7H3 ~ B7H4 - HHLA2 -~ CTLA4E(TIGIT ~ Z% -

P54 B R FI49TE—IE 2 ik - HFZ R RTUR -

BHFISS MEREFIS12 )57k > Ky £V 2R BT = -

59 HEWHRHAS)
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FEB1S6 MEHEHI49 2 J5k% - H sz JiER BCAR-THA -
K BIST MEHEHN49. 2 J57% » Ho sz iR RBERE RS -

P58 MEHiGI46 57T F{E—IH L V5% » HiE—F EEEEUIMk
B ERE S e
GEEEGH D

[0006] [E1A-1BE 0% di 2 =CAH BT M & fla A s F € B i& =UE B
VHH-hIgG1-Fegl & & H Z #[7/CD8a / sdAbHYAE & - [Bl 1A /R BLEE 7y i

JHETH > 454 - BIIBER{E &CDSafa M: ¥ I BELHEK293FS 4H i 2 4

Do
=

==
B
==
B

[0007] [E2A-2BfE R a0%5 o B =40 BRI & iy BT E B9 A& =B By
VHH-hIgGl-Fcl & E H 2 # 5 CD8a 2 sdAbAJ4E & - [EI2AE R ELEE 75 Bk
NHATHINE &5 & - B2BER{E K CD8al2 1 #f i BFAHEK293FS i Ay = 45
/E[\ o

[0008] [&3A-3BE Ra0FE B =040 BRI & g AT E a9 A& =B By
VHH-hIgG1-Fc@l & E H 2 # 7 CD8a sdAbII&E & - [E3AE REL A
CD8a-FLAHAME 45 & (R £ /K CD8a) - [E3BE B E MifECD8a-FLA MY
FZEEE -

[0009] [E4A-4BER0F dom B =040 BRI & g BT e E By A& =B By
VHH-hIgG1l-Fcl & E H 2 # 5 CD8a 2 sdAbHI4E & - [E4AE RELEE 77 B
ANFCD3+ CD4- Tl 2 456 - E4BE &L Tt & Bl ECD3+ CD4-
BB MK EZAR(PBMC) 2 44 -

[0010] [ESA-SBRE MM B =N AEMT ENR S ED
CD8a-hzB7v15 xELL-Fc > 454 - BSAERELASECD3+ CD4- Leuko 29

5 10 HEEHIEREIE)
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THI 2 & & - ESBERERERHKECD3+ CD4- CD16- THN 2 && -

[0011) [EO6A-6CJE 75 BF 4 %I 8 5] IL-2 & CD8a.” VHH-hIgG1 ft &
EHZIL-27E Y - 2ER & EH & CD8a-hzB7v1S KIL-28 H4AY £ 2
BEEIL-2 o B 6AR R A RIWCDS L WEMMH 2 TL-27F 1 - E 6B R
FRBCDS ZIL-28 B4 - IL-2)E 1 - E6CRERFARIL-2 - A&
CD8a-hzB7v31 K R EIL-2ZE & HE Y MEE A M ASRHCDS X IL-25
AR b A E ZE B RV IE B R R B L -2 28 S g 2 JE

[0012]) [E7/E R BERLEEE @S CD8a-hzB7v15 KR BFIL-2 7 i
B O 2B BERE 2 S IR T ey 4R -

[0013] [E8A-8B & /40 #5 i1 B = 4 A0 2 1l 5% 2 69 A& =01k By
VHH#g " E R Fcf & & 08 B2 BFEIL-22¢ 2888 2 VHHIT [ Fcfl & &
HAYE[FCD8aZ sdAbHY &S & » EISAE /REAR] & & AJHCD8a (CD8a-FL)
B 2 HEK 293FiERY4E & - E8BE R & ASHCD8b (CD8b-FL)
s HEK 293F4HRERY&E & -

[0014]) [E9A-9B & /w40 %5 1 B = 4 A0 2 it 5% 2 69 R =0 1R B
VHH#g " E R Fcf & & 08 B2 BFEIL-22¢ 2888 2 VHHIT [ Fcfl & &
FHVEE R CD8a Y sdAbHI&E & - BEIAE R G N2 MmF =8 22 T4
(pan T cel) N 2 CD8 THHAEAV4E & - BEIBE RHRZ G AHEMPEE L
2 THHRE N 2 CD4 TAIIRAYSE & -

[0015] [E10A-10H 408 i i Bl =040 AR = oy A 57 2 iV A8 =k
B VHH-hIgG1-FcRi & & 0 2 ¥ i CD8a” sdAbHy 454 - [B 10A-10B & [&
10E-10FEn Bl g N &M HE & 22 TAHRE(E 10A K 10B) 5 & 2 17K B
Z A (PBMC) (& 10E K [& 10F) NAYCD8 THHAM([E 10A K [E 10D)ECD4 T

11 HEETEREE)
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4Pt (FE 10B Kz [ 10F) 2 45& - [& 10C-10D % [& 10F-10H @R Bl 5 & % 1 i
Iy 8 B IR EZ A (PBMC)WHICDS TR ([E 10C K [ 10G) =X,
CD4 THHAE([E 10D K B 10H) 2 &5 & -

[0016] [E11A-11BE/R AKIHES 2 B MUK ANBISTATS(E5 HE
MAEEE - BonE AB2MbEE 2 THANAICDS THAEE 1A -
11C) 5 38 & ME T4l g (Treg » & 11B)ECCD4 THHAE (& 11D) 7 &Y 8 % (L
STATS (pSTATS) Z & E ([E 11A-11B) =L pSTATS Z Al A 15 73 b (&
11C-11D) - 4l Hf FI & CD8a-hzB7v318,CD8aB7v41 ~ Fcl& K 28 & i &
IL20YRE&EH 5 A& CD8a-hzB7v31 R Fc&(MEIL- )R & EH © A
JE#E R VHH ~ FclE R EIL- 20V & EH » s A AIL- 2 -

[0017]) [E12A-12CRE R B A KHHE R 8 Sl (9 {18 5 S 8 20 e 97 1
Fe—{E KRG H B > B 12A R[] 1 2B ) A 4% i v ek 6 40 A 2 (5 ) B 2K ) i RR
1% A58 ([ 12C) < PBMCAHYCD8 THHAH (B 12A K [E 12C)ECD4 T4
(& 12B)  #4Y » Z FTHHAE A B & CD8a-hzB7v31 ~ Fel& f 288 H#E1L-2
RS EH - §&CD8a-hzB7v31 Fel@(MIL-2)IR & EH © Ba El
[mIVHH ~ Fel& FRFEIL-20R & & 0 5 B0EF A RIL-2 81T HE RS FR B -

[0018] E I3A-I3BEREEWMEFTE B E( mgky) 2B &
CD8a-hzB7v15 ~ Fcl& K28 B M HFIL-2 2 MG EHAVEN - B 13ARTRHE
LEPBMCEERE I3 » (E B4R 8RR T ROVAIAE B B g 2 S (hEE -
[ 13BE R AL 45 BE AT (4 R G BB C R FumEHAKIOT+H A H 77
LE

[0019] [E 14A-14BE Rt ¥ A431 % B AR E & 2 THRH
CD8 T4HAEAT4N AL 3E M (B 14A)SPBMC .~ i 88 i i@ M 4l i 35 1 (ADCO)

il
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([El14B) - A0FT$E/~ » FI B &CD8a-hzB7v31 ~ Fcl& K i HIL-2 28 E R 1Y
MEEN S BEIF R VHH ~ Fel@ RIREIL- 222 EBIMEE D 5 208
4 RITL-2F BFRAM AR - SOFR$E 7~ DAK (5120 e T B B R4 A EE 22 (2001 ~
10:1865:1)/RAMCD8 THHATEPBMC - K EGFRFF S M & FEH1 88 75 % & B4
NINZEE 4B+ Z 4R &Y+ -

[ & 7=

R E S

[0020] AHFEZE F5E2021F7 H20H H 5 2 = B H H £ 5E
63/223,7865% 522021512 H 10 H H 35 2 3= BIER T HH 55 FE 55 63/288, 11157 2
B  REHFEEESGHNEM BRI 2SI ARG A AR -

[0021] ASCFrieHE B i 6] (5 B i CD84S & 2 Ik K HAL & B HI 4l
FERE 2 S8 A 2 FR
K EEE R

[0022] A0 2 = 6 A5 RE 5 Y 4H 4% B A i R e o 15 B FR 1 P
HLAZ ) -

[0023] A5 A 2% XEH(EFEENHGE R - BN ARRE
K Genbank 3 17 45 5% ) 39 LAS I I J7 2 HF A A SO - a0 [F] & {F 7l 275 SRR
A% i HL B gt A ) DA S0 S T A 7 200 AR S —f% -

[0024] ARSCATHECIR R 2 5 il R A2 e K88 b i 24 I T 4 il =&
IR B EE AT AR - WL iR 2 B2 R A
% © Sambrook % A, Molecular Cloning: A Laboratory Manual %3
(2001) Cold Spring Harbor Laboratory Press, Cold Spring Harbor, N.Y.
CURRENT PROTOCOLS IN MOLECULAR BIOLOGY (F. M. Ausubel %
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N4, (2003)) ;s METHODS IN ENZYMOLOGY % %l (Academic Press,
Inc.): PCR 2: A PRACTICAL APPROACH (M. J. MacPherson, B. D.
Hames ;2G. R. Taylor4g(1995)), Harlow sz Lane4g(1988) ANTIBODIES, A
LABORATORY MANUAL, and ANIMAL CELL CULTURE (R. I
Freshney4g(1987)) ; Oligonucleotide Synthesis (M. J. Gait4fg, 1984) ;
Methods in Molecular Biology, Humana Press : Cell Biology: A
Laboratory Notebook (J. E. Cellis4g, 1998) Academic Press ; Animal Cell
Culture (R. I. Freshney)4g, 1987) ; Introduction to Cell and Tissue
Culture (J. P. Mather zP. E. Roberts, 1998) Plenum Press ; Cell and
Tissue Culture Laboratory Procedures (A. Doyle ~ J. B. Griffiths & D. G.
Newell 4, 1993-8) J. Wiley and Sons ; Handbook of Experimental
Immunology (D. M. Weir 5zC. C. Blackwell4f) ; Gene Transfer Vectors
for Mammalian Cells (J. M. Miller M. P. Calos4g, 1987) ; PCR: The
Polymerase Chain Reaction, (MullisZ A 4§, 1994) ; Current Protocols in
Immunology (J. E. ColiganZ A 4, 1991) ; Short Protocols in Molecular
Biology (Wiley and Sons, 1999) ; Immunobiology (C. A. Janeway & P.
Travers, 1997) ; Antibodies (P. Finch, 1997) ; Antibodies: A Practical
Approach (D. Catty & A , IRL Press, 1988-1989) ; Monoclonal
Antibodies: A Practical Approach (P. Shepherd &z C. Dean%s, Oxford
University Press, 2000) ; Using Antibodies: A Laboratory Manual (E.
Harlow FzD. Lane (Cold Spring Harbor Laboratory Press, 1999) ; The
Antibodies (M. Zanetti &xJ. D. Capra4g, Harwood Academic Publishers,

1995) ; X Cancer: Principles and Practice of Oncology (V. T. DeVitaZ A
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4%, 1.B. Lippincott Company, 1993) ; FIHF I AR A o

[0025] FrIEZSINERE » & AISE & A A 2 P2 BRI ity 58
BRE-MRTEEEHEMRE &% - W BRIFBEREA T EE SN
fa > & AIE R E AR E S HE IS E B R EE - B SR
S22 R B E 2 7 H 2 R E2E - RLUASCATIRft 2 B B4 -

[0026] —f%iiE > RIEBKEH H #2785 4R 5% (% Q0 Kabat 5
AN.Sequences of Proteins of Immunological Interest, 5k Public Health
Service, National Institutes of Health, Bethesda, Md.(1991)# ~ EUZ 5]
LR o " WiKabatd JEUKG|[ ) {5f8 AFlgGl EULLR < AR E -

[0027] JFEBRAZ - AT 2 A2 IHE AT T & E14E R
R /8 AR B ERAIAER - BRIEFIMET - BRIMIASCITH - BEE
B " —(a/an) ; R " #(the) , BIEREFESEY) - flosh " 20, fEASCH
ZERABERE SR EZE R AT

[0028]) FEAHGEZ T » 7 E I b R 10 5040 24 IEE T 4% 1l =& Py B
fig - mAI TR, JEAESE T R/, c ERENBH BT 0 T
ZAE FH B IR e — {8 DA b Jir 0008 17 TH B B I -

[0029] R "2FHEm, ~ "2FHE, KT 2FHS ) oA
REEEA £/ —E R ELETIERIVER 20 —BEANREZ
S o AE—EERAI > 2FE LA HEEGM SR RY - 25K hE
AT IEE B AL (R ARG T FAE 2 EHE R/SmRNAZ &8 - BI{ERH
RIFFB LRGP FEZELE K/EmRNAZ GBI REEE - £ — 5% 5F
Hap e 2F5 K5 E E— G - B8 Rl EE 2 A EL - £ —5
BT - 25k BB E BT E ZES & o £ —SE A5 o
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2% 1 il JE A EH BT A SRS » 112 2K B EREA R B Bt s m iE
(B 4045 2 2 E B CDMH BRI E ) < M AG AV o - AL — S EHHEBI o > 251
dnfa AR E [E—(E f% > B2K B 1 (5 fS 7 B E A 2 W 3G A2 — L F i )
» 2E R SR E M E A FERE 2 RYEESRLL - AERRME2S R

HITHEEES - 2 ERE LTI mI T2 R ENE R IE R AE
HiltEHEE 28 REARHEFTEy T R/NEAREEZ ST -
EERE TSR ETIERE - BESS LT W s T2 REE
NEMENHAELERTERIREE L EE > REARHTFE—ESE
LT

[0030] AASCAEZZ iR B R s E G Rl IT Bl H R g 2 BT
MHFTH MR Tk~ TEEREE L~ T RE L ROTUARNE ) ATEE
MRFE S P FE IR AR E M > PIOE—ERRTE IR R - BLERRE
KeoeEB Il BV RIR S R/ BUER ZBE RV AN - TFIED
B~ PR ER EGGE 2R IR RFANRE 2 AT H B E K/EGHE Ml
(B - B~ R B 5E AR ) BRIR IR AL ¢ AL — E AR FE RS B EZ 5 iE AH B
LB RREIR WAL A IR 23R A (P40 > IR ) R &
WINREREER T KIERFER » R/ NMEBFERG ERE B 2T
o VIR JE ) B T UARE ) Z(RRSEEE R ATmE RN T e, Z
AR AR AR 14 2 {18 A B O

[0031] ffosd " =By T, ~ "EEEL R TEERERK, W EBRE
M BHRfEZERESY - BERHRECY I 271 RAK/BIER A%
HEFEEARFDNA - RNAKPNA - TiZEEFA ) HIEE &R XEE
R ERT I EREERFA -

_E_.
W

]Itl-

T2
F 5

S
&
]Itl-
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[0032] ffosg "0k, 81 T &G, W EBREREREREE ZF
e¥) - BARRER/NRE - IHEERERE eV el RANIERA
R BB Ak H AR B A RN BB R AR IR~ BIK - 2% - =ZF.
KZER EREBEARAHREEWENZERT - B PEE2RZER
W Eeh - BloERb - wHRE©t - JBR(E - Wb RIEOEER o 15 -
HRAREH L HEY - T B, BRIEERE - HEEHRAFIZ(EH > 58
AHkR ~ RID R I (E PR BB AR ORSFHY) 2 EH B RFFATHR AT
RIAT - WEF Bl ] B A EHY - WM E B2 B ah 31T S AR
eI M EAEBE ZE ERYEE M PCRIEIY A5 EERY#E 325 L - 1
—EEHOT > ZRBE-FHRBE_INZ "EeY, -

[0033] ffisE " CD8a, K& " CD8, fEA [ HH#AfER - f5 A
A o i B CD8 AT BB A 2 A RV B R AR FNCDS © FrIEFINRE - 4 AL
FEERE K E T A Y KR 2 CDS » GiEMAEY) > SHUBEREEFHY
(BI40 - NHH R B B AR B R R K M e sh P (B0 - /NBURORER) o BT
rg NELFECD8 2 RAGFAL L B BAG > sEM B RR A EENERE -
B PR il M B o Mz Bl 2N 33 CD8 iz £k B B 51] e o ik 91 41 NCBI 3 17 4 5%
NP_001369627.14 - 22RASEQ ID NO. 1 °

[0034] figsh " HRMEE ) EHFEEPURIE A HILHER T+ 78
oy R rEE o H R RORUE IR B &S & Z U7 7A IR R IR BT o T 2R
5 o7 T ER E AR B E 2 S e s & BE BT UM AR s e AR
ERER > FFERGEER R/ECRMNNER > AIMHEER " FEEEE ) K
ST o EHEEIE(sdAb)EE VHH S IR B B AR 2 & S PR B AL

fEVE 2SR - BHeNER - EFSM/RFEFHER > AIH

d

n
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CRRMAES ) T BREe ) NHIE - B0INE > FRUERERESE
CD8PUJF A E S ZsdAbEE VHHZ R BB PR A B & 2 S a b
i CD8F A EABIECDS I FAEE ZEGHMT - MENNER - EE
5 R /B KR E I B B R HYsdADECE VHHZ IR - MRS E# > IR EHE
o Pl RSB RE & 25 — HIR ZsdAbs(E VHH X ik AT AE B0 H] A2
AR RUBBERE G E2F _HIE - WL - "HEMEESs ) T BhES
AOFRE@EETHBBEGEAGEE - —&ME > BF—2 BREEE
BHIEAGE - TRRNL) RiEdocER BB eIRE R

[0035] ffgsE " I (inhibition) ; =¢ " I (inhibit) , (RIEEME
R UV BRI SR L AR - A RE MR EERE LR - T
&, 3¢ THIEH ) BEEM - ShEER/REHBRN2EYR/N - RESE

%

oo AE—EHEIT o TR, BT HE] ) EEE R 10% 0 E £ 2 A8
T AE—SFE R HIT - TR BT HIE] EE BRI/ S0%EE % 2B
7o E—EEHAIT - TRV BT IE] ) E SRR S S RS R TS5 %

85% ~ 90% ~ OSHECE K - fE—EEFEHI T » —EBFE N EXCATiR K Z &
MRS [F] — B B ] A 2 S R T 5 <2 B A =i b -

[0036] 4ASCRTA > flosE " BRG] ) R SR {fo 58 (5 2 3
HY L AG R R E 2 g Ay H A L o AL —EEE AT > AR ERE Z
& > 2 2 B R LTSRN T 18 o S RANHI R & 100 %] > (Ha] By
2/050% ~ 55% ~ 60% ~ 65% ~ 70% ~ 75% ~ 80% ~ 85%=90% -

[0037]) 40ASCATHL > flosd | DURRESR: ) BiETURE 7> Tl
sdAbE & VHHZ ) B IR o T (PIARIR - B EBEE ~ %E - IkR/K(E
BYEIEE) EES 2k - REAEEE A —HEmE ARSI
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Lot sEAINE AR - HINEGERIE - H AR E =#ERSECIRAE
EEfRr el o PUERE R AT i B AR 73+ A Ko/ B REFR MR AR R Ak (D - Bz
Bl ~ ZHB - B BBES)P A - mEAREGIW > EERK - 2T
~ BEE B ) R Z DU R E B AR L 5 BRI B MR UE BB 1T DL Ok
%o MR =ZSERE R R AEREBEAEBEER R ERGEX - 31
FAERETEFBEAIRRZD3ME ~ £/D05{H8E 10 A (B4 - FrEfk
S H ) o A —EEHH T > FUFAEEZ RE/NR20#ZEA MBI - B
B BOZ L) ~ /NP IS{EEE BN 1240 5 A - 35 Wi Piae B — DR
B ptaEs » MH S IUREN ZFE—MEFiRAEE o £ — ST
d o AR AR B AR AS & 7 T b 2 CDRESELAY H— /)N BE B 8 ) 0 SRR
EHk o AE—EEHO > PURAEE TR ML EEEER > HiE—F 2R
RIRGE S 7T 2 BERPUREE ZHE— BB > @)k Z1KF
FEAL o PUIR PR IE AN 0] #E M S A i A9 o (A0 P B I8 BN e B A ]
fan ARG G T HEEH Z— R (#EE - RIEHER R - RAIE
BUURRER L —HEEA R MR EE /AT ENRE G 7T ZIUFRA
EEEH—E 7y - EIRE > WHES ZFELERRR/NITUR A E R R
Vi) - Witk - E—EEHA T - ER BPRAEEZBAREERR
Z PUR Z /MR TURUAE R - MIETUR B ZPURR ERBTPR R E R

= { =

=1
R
S
T

[0038] T IR&RMEPUFERAER ) " BIPHIUERAER ) BafEHin
FAEEEARREZMRGEEr TEG ZMEEEENAYIEMEME 2
IR~ B B R /B o AL —EEHE P - 20— R AR EGUR R EE 2
oA FTeE B 2 AN AR ¢ 2RI > — B (I R AR AT B LAt R AR A
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[0039] "&UHFAEE ) BB FrEEERARREEZT
RéEGr FEESZNEEOENNMEMZIE - AR K/S0H - EE
B AR —SmEAIF o WIEGEMHETIRAEREN AR A T O
ey T ERSS G (SRR - A —EEH T - GMEHUR R E TR
HREAR SRR EEZ PR IR E - Bk EREFHE
HE  HERE o HE o EmE s (EETEEE s T £/ 5 e Bk
FFHIER A AER) -

[0040] flazE "#Hife ) UREZEREEABMEL S NBEIIRS
G EEE > AFEERARNEABGEFa e 2 —REERE /D
—{EREC ) ~ BEIHIAS (sdAb - B & 2 /D —{E VHHIE, K Fcl&) - & VHHZ L
(&2 —EVHHE 2 ) RATiF 2 E—&F 2R B - RELEBAE
MRS G/EMERIT « fE—SFmpIF - filsEs _F - hE _TIERE
EARRNEFHAES(EECHIL » 88 - CH2 &, CH3 » H A CHI1 & Bl
HE IR E I CLEC Y - g s/ 8 A b) R FcE (B &8 # - CH2 K CH3 » H
T E AR -

[0041] figrEbis/MEEERN RN EREIE - NELPRE RN
BE(BIERE) - &R - /NE - AN - eBREESEYE TiE -

[0042] AIASCRATA - isE " RS EH  Giabiie 2 S &R
Z—8hoy o AL —EEHEH T > BEER RS E S =FEH#CDR X
={HESHECDR « HIE > fE—EFHEHF > fFEEEHEE  EfETERE
14 CDR1-FR2-CDR2-FR3-CDR3 K 4 £ 81 iy [F 45 & FT B AU FR 1 K2 /5
FR4 7 AR{A &4y 5 RESHE T & & » H 4 CDR1-FR2-CDR2-FR3-CDR3 }

MR RS ST FEHYFR K /S FRA 2 (LT & 57 - £ — S F il o o
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sdAbE( & VHHZ Ik 2 $i 7 45 & 388 & VHHE 2 ={#CDR - Rt » ff—£k
EhaflF - sdAbE(E VHHZ L 2 FiR 45 & B & VHHE, » % VHHI B &
CDR1-FR2-CDR2-FR3-CDR3 K 4 FF Bl R 2 45 & AT & HUFR 1 & /E(FR4 2
EATER 7T

[0043] WASCHFTA < figsE " VHH | B¢ " VHHE , 5 " VHH$T
F&E G GEEHEETE CMREGE 7y Z B iRE ssEiiEEa
R —SHEHEE T > VHHE & ={HCDRKEIHEEEE - %5
FR1 - CDR1 - FR2 - CDR2 - FR3 -~ CDR3 }; FR4 o {f — & & i {5 & >
VHH U] fENReCClin i » (E R HE &80 FR1 R/EFR4 » BH= %
BRET Y —FANWE - REVHHEE FERTRGS S R EMEI -

[0044] figsh " BEEHIAS o K& " sdAb fEA T E[ G - 51X
A& A8 /D — (] T S B BB B (BE W VHHER) K Fel@ 2 Fis o ff — L5 i )
F o sdAb HWEZ L 2 —FY > AP & ZEE 20— VHHE K& Fc
& o WASCHTH - figsE " EEEHES ) K& T sdAb ) MEEE Z{E VHHE
ZRK 0 AN B A4S REVHH, - VHH,-Fc 5, VHH,-VHH,-VHH;-Fc > % fik » H
HVHH, » VHH: &t VHH; 5] #H [F] 2R [F] -

[0045]) flasE " & VHHZ L | fisE & 2/ — (@ VHHIE Z %k -
fE—SEHAF - VHHZ IRE &M - =@ E00U{E50CE % (8 VHHE, » H
F & VHHE 0 HE R [E] - £ —LFipl+ - @ VHHZ L& Fcl& - 1F
—EE AT - & VHHZ LA #8 FysdAb © 5546 » {F — L& AR E ha 4
1 VHHZ KA R A - @ VHHZ L 2 JEIR & M &5 8 (KL IR By sdAb)
A5 VHH,-Fc ~ VHH,-VHH,-Fc & VHH,-VHH,-VHH;-Fc » HF1 VHH, -

VHH: 5 VHH3 a] f#H [F 2 A 5] » fE IR &R 2 — S E A4 > —{E VHHA]
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AR ER 2 S — VHH » S — (8 VHH A #& i 3 3 T E £ Fe « ff—
IR G o BT E - 20E R AR - B R 1208 EZE i H AR
BRGNS AR - £ — g EEFEE  Gly-
Gly-Gly-Gly (SEQ ID NO: 112) - Gly-Gly-Ser-Gly-Gly-Ser (SEQ ID
NO:113)F /5 Gly-Gly-Ser-Ser-Gly-Ser (SEQ ID NO:114) o 7T — B i {f
F1 - EE&VHHZ KA & Fcliy » Hppk ~ & - It - &4 # VHH,-
VHH>-Fe P Rl %88 » AR R H A& PUERY (JRED » %88 2 A MU {E VHH
) o BUUM > 451 VHH,-VHH,-VHH-Fe P g %88 - RIEE R H RN
BERYRRD » —EE8 EA NE VHHE) -

[0046] flisE " BEikbide , BRIEEE LIE ZHiREHR(EE
sdAbE(EZ VHHZ L) » Bl - B & MEFRS 2 (E AR FR v RE 1 /D B R A
42 ZE B LISMIMEE o BRSNS SR BIERY - Ht B —Hu R AL ES -
AN+ B SR St B BE S 3R (B R E T (BURUR E ) 2R [FIH AR Y 2% PR s
BEMER  SEHRIBHEPE L EEAET - Kt > BEg 2R
&SRR FZ B —H R EE - BEE Bk, R RERE
BY FIE IR EERS 0 BN R AT ERE AR E )T A KRE S
nge - Bl ms > Bk 0] #5 1 Kohler & Milstein, 1975, Nature
256:495 8 R~ B G /7 A8 S - ST EE = B H A554,816,567
St ATt 2 EAHDNA T ERLE o BEIE 0 BRI EEA
McCaffertyZ A > 1990, Nature 348:552-554 1 Fp il >+ iy 42 Bk 09 1 B
A% B P o

[0047] flfzE "CDR | KRR EHIAEE - 02 E I IE 52 g 5 #5

»—TEE R T ESE o AL~ EHEHIF - CORAEE ChothiadR 5k )5
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% ~ Kabatdg5t 7 & ~ KabatBiChothia Z 4H & ~ ADMIE 78 /B0 Rl iE 5
JF—FKEH - VHHE S ={ACDR > f§ 5%CDR1 - CDR2 CDR3 - {£
—EF G - CODRIARIBFADMEZKEFE

[0048] ASCATH - flisk " B EE |, Bf5E a2/ ==
TREBChl ~ g ~ Ca2 RCu3 Z &M - B » BRIESINMER - GRS
goF 2 IR RE BB Mk Ak R FE N iTEE T Bl ERE , L HEA -
JEFR MBI M 2 R B & A Sy ~ 8 Ko o FEPR &M 61 o 1Mk 22 6 1AL 7 &
Bffefkp - SEM#NEEEER—HEIEELY - 20ME > ey ERE
ZUiRE B1gGige - BEdER ZPife KlgDiie - HE &l ERE 2Tt
BE R IgADLRE < BE4h B R EE i HigMiiE - HE SN EE 2
e B IgEfLAS - FEFEAE I H Iy Bl - BHME » IgGiiisa
AREARRIgCl (e EEE) - 1gG2 (Bay:RER) ~ 1gG3 (B &3
ElE) K1gG4 (BavdiEE) ik [gATIREFEEATRRIgAl (BEw ik
ElE) KIgA2 (BE&wREE) T @ HIgMiife BEHE A RN IgMI K&
IgM2 o

[0049]) WIASATA » "Fel& | %58 & CH2 K CH3 2 H i A E &
ZEbgy c AE—ELE A F - FelE &g s - CH2 e CH3 » {F & 18 & Jif {1
b EFclEE SR - SN EM S Fer 2k 2B 81k - Fcl&
Al By RS Fhramil AR PR EE N E&EE A - i —SF @I F » FclE R
IgG1 ~ 1gG2 ~ 1gG3EIgG4 » ff—EF i 7§ - & Feld B & sy - %288

A FEFcEMHENFER - AL —ETHEM T - eG4l B & S228PIRE %

=4

SESUNN

=2

[0050] 4ASCRTamAl - WMASFTALZ "2 ANBEEE ), hEER
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B AR EIRE O RN SR L [F R 4R 2 S v B (Vi) RS 28 2 e AR BE
FURIHESE - i B AR ERE O BRI ERRE 2 288 NEBZE T
S HAME 2 ERFY] » SO &H AR E - £ — ST
T BERE-HUEESHGEO VAR F 2 A NEREE - AR IS 2B H
DFR10 - BP9 B RRS » BUD Y T BTN 6 o B RS o B4
B/DIR3

[0051) TRy, hfsoF(BIahise - & WsdAb » B¢& VHHZ
)< B —& & BB S B (P R) < Ry E L EHE G ER 2
G2 5RIE - X B Y Y 2 ¥R T BCGREBR AN T 8 1] o0 i i
Bt T B (Kp) BKp-zu 2K TR o A w7 iH LR E T E R 2% F A GE
WELISA Kp ~ KinExA ~ R B AAEHI & flg K /8 BB T HIREE) »
AR 2 REREREN - LEFEZEEARRR I R
BIAcore® ~ Octet® = B =UAHAR I & fig < 5 0% -

[0052) AR Zflash " Koy BISHRE G o /PR HEEE
R VR E B - EAERMEE " Koy B » HEFEKp K Kp.#s ©

[0053] fE—&FfAIH - PR &0 F L Kol HRFR IR < 4R
AR ESTHBRE TEMN PO ECHE 2 FEMEEE S HER
(Prism Software graphpad)#& i1/t 8 =UAAH T sk E M o (L — LT
i+ > KpFsKp #a o

[0054] flasE " VSN L BiED F 2 E— RS EAYRE (%
HERNE B R RN - S M EA R ERA) - EYRIE
BFEAARNEEECRE - 55 550 1N 43S JE (GE 0 TH R B 7 ) 55 E B
WEIDAAL R R
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[0055] T {essl, =k " UE b PUaS RN R/ EUE(E B EUR 2 4
VIEVERI DG o A EE AT o (eEI RS o N IR B EL A ETS
MR e /0&y20% ~ 40% ~ 60% ~ 80% ~ 85% S FH % -

[0056] T #E#iA(, - —%E " BHET, =" A0, HiAE o RHIGD - B
ER/EAER B BIUR Z YNSRI - £ —SEHA$ - P
SEeRNnERELEYEEEREZEDE20% - 40% ~ 60% ~ 80%
85% ~ 90% ~ 95% ~ 99% B FH % -

[0057] TORADSIE# ) sdAbECE VHHZ Ik (R 5 HE N AE — %
{HCDR A B — B [ 052 2 AsdAbEE VHHZ ik - B IEE S
ZsdAbEE VHHZ ik - A EE I B sdAbE & VHH 2 JIL 5 i R 2 #7AT
57 o

[0058] 40ASCATA - " AZH{EVHH ) AR HP - ZHERERED
HE FEANEBEEER ZVHH - f—8FNT - ABEEEREL 2K
LEAE(FRBELHIEEANBREREER - 15 - AB{EVHHATE &2
AEFLER R VHRI A FAE R NSRRI TR EE > HafERERE
FEN DU — 2 U K (B {bsdAba VHHZ IRRTAE - £ — S EHEB+ > A
{bsdAbE(E VHHZ I & N dHFclE - iR - NSRRI a8 M —
PP AE R HA —EFonglE il LB -

[0059) ' ETFFatFeld , BEARARFSIFCE . " EThEE 5 -
BIRME T RUELRE ) EIfEFe 2 BB & ¢ Claii & iR B A i & 1t
(CDC) : Fezfigss & MR KR MAIAE B 2 Al E 11 (ADCC) © B lE
A diigREZR(PIOBAlE 2z 2 Tl - DURBAIAE(ESE - ZFX
FEDIRE — M 7f B Fol& BLaE o ik (B a0 i =T 280 40 & H o] {5 F & A8 73 A
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= .

[0060] " RARFFIFclE |, f&BE AR FFEIL L Feld < AP
P —E AR BB P51 - RAFFIANEFc@EERARFFIAKIgG] Fel&(Jk
ARARAD  RIAFYIAEgG2 Fel& 5 RAFFYIAMEIgG3 Feli 5 kR
FeAI NEATgG4 Fel& » DA R R IRFAE < B2 A -

[0061] " #REFcl&  BEBIRAFFIIFCE & f AR FYIMHE 2D
—(E p A B B AR R A BE 5 - e — S EHpIF - "B EFcE ) BEHR
IAFF Y Feld & B Bl Fr 5 AH 72 2 /0 — (Bl A L E 6 - (B PR R Y Fe
& 2 £/ —ERUEY eI AR Y - £ —SEHAI T - BEFc@MEER
RINFHIFc@EBHI N R AL I < Fela B 2 /0 — [ kg A B IR - fl
TER 2R I Fel& F BAE R A 2 ik 2 Fe & &9 — ([ 22 49 -1 {18 fee 2 B HAXC
AL —H 2 &9 T f e BB AU - FE— ST f1F - AU Ay EE R AFe
& B R AP FI el /BB A % Ik 2 Fela BA 2 /0 4980% 7 51l — B i
HERAEDHIODFII—E M ~ £/0&95% ~ £/V0&I96% ~ £/V0&797% -

2/DEI98% » BB H /D499 % Fr HIl—E i

[0062] " Fczf8 ) 8. "FeR , MBI Fc@E & 22/ - fi—
EF i HH » FoyR BRI ANIHFCR o ff—EFii f+ » FcR 545 &1gGht
2 < FcR (y22#3) HEfEFeyRl » FoyRIIK FoyRINEH 2 2788 > BIEH
e L HRARB R RAE TP o FeyRIZEBEIEFoyRIA (1 E
{b52#8 5 )& FeyRIIB ( " fIfI~Z248 1 ) - WE BA F A A E s 5 E A
[FIHVR D AR BE Y1) » JE{EZ B FeyRIIALE AR E P & A AR 2
Ae g e 2 TR (EEAR (ITAM) » fIH]Z 8B FeyRIBAHMAE R T & HER
% 2 Be B B BE 2 H ) AR AS (ITIM) » (22 B 61 40 Daeron, Annu. Rev.

5 26 HEEHIEREIE)

C249070PA docx

111127060 FEHESE A0202 1113287640-0



202321283

Immunol. 15:203-234 (1997)) - FcRZF# 5> ¥ 41 Ravetch & Kinet, Annu.
Rev. Immunol 9:457-92 (1991) ; CapelZ A, Immunomethods 4:25-34

(1994) ; Fzde HaasZE A, J. Lab. Clin. Med. 126:330-41 (1995)tf - HAth

FeR - 0 #E 15 R AR 8 il Y 2 T B FeR » Ry A S0 g sk " FeR | B AL
BHIME > iash " Fei2h8 ) B¢ " FeR ) JNEFER A 528 FcRn » HEAT K
B 1gGHEM 451 (Guyer® A, J. Immunol. 117:587 (1976) KKim% A,
J. Immunol. 24:249 (1994)) H G REIKEH 21858 « BIFcRn 2 &2 &
SHI 35 B B (2 RLFl 40 Ghetie &, Ward, Immunol. Today 18(12):592-598
(1997) ; Ghetie % A, Nature Biotechnology, 15(7):637-640 (1997) ;
Hinton A, J. Biol. Chem. 279(8):6213-6216 (2004) ; WO 2004/92219
(Hinton A))

[0063] #IASCATA - figsh TEHE REL, X TEE FMEE, Fon
W (E S B LA R E8E 2 M 2 BSR4 MR EE R EE RN EYR
B BT o PVE R TE T B A R0 R % W S (DA B 2 P = R AR
/NN B R EY RIS EEN - A —REHAF > WEKESEE

H EAECEEEZEREABBRL TR ZE—F 5%~ 10% ~ 15% ~ 20% -
25%8K50% -

[0064] %Kk "R | HE LTI B ERF 5] A R LUE 5]
A —E M E T2 % - BAF R fRSF R R 79— Bt 2 — 80
» BLR AP Bk B 2 /D 8980 %l A B 7 51| — BUMERY AR W00 M 25 K -
55 % BAS B HI 01 2Rk 2 NoR UG SC R U A I S sk k — B0 % (8 e B i

S

%

BEZ LK - AL —EFHE P - BEBEEF 2D 80% M H B 5 — 2
o FE—EEH AT - BRI EA 2090 % M AR — 8t o £ —

5 27 HEEHIEREIE)

C249070PA docx

111127060 FEHESE A0202 1113287640-0



202321283

|5
W
&

pieE > S EARELR Y 2 IR BT 2 /06995 % g Bk B e 51— 2K

e

[0065) AIASCRATA] > BAREK ~ ZIREIIR A2 T BB Fe 5 —
M TR (%) o R T EDRME ) R BAEEEE A H AR AR DL
PR RFPA =B H e 2 1&g > HA S B Or<F AR 7 51— 20t 2 &6
71 > R EE A o B E IR B IR P52 B B B T Ak — B i A B A
o7 bl o Rt e e A B P 7 — 20k 1 3 BE B By Z BE 3 0] i I T 5% i & (&
N2 &7 AR > BIAE A A B ] A 2 BRGECAE - SE4IBLAST -
BLAST-2 - ALIGNE(MEGALIGNTM (DNASTAR)#t#8 - 2E It IH F fig
Al E E AN ENEH 228 Bttt 2 FylE R NER R KL
HIE L EMEREE -

[0066] B % B A AT L& H A PRI 2 ik 2 — (e BB B 1R
T {E R BB o PIRMERE R R LT - BT EBTRE ZPiie ol AR E
B EUAC - HStEprdFRIEME sk ER EEY) - ZATR AP RS & R /X
E o~ R R /NECADCCECDC B -

%1
FheRE BIRHERUR
Ala (A) Val ; Leu ; Ile
Arg (R) Lys ; Gln ; Asn
Asn (N) Gln ; His ; Asp, Lys ; Arg
Asp (D) Glu ; Asn
Cys (C) Ser ; Ala
GIn (Q) Asn ; Glu
Glu (E) Asp ; Gln
Gly (G) Ala
His (H) Asn ; Gln ; Lys ; Arg
Ile (I) Leu ; Val ; Met ; Ala ; Phe ; 1FHERE
Leu (L) IEHWEES 5 Tle s Val s Met 5 Ala ; Phe
Lys (K) Arg ; Gln ; Asn
Met (M) Leu ; Phe ; Ile
55 28 HEEPERAS)
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Phe (F) Trp 5 Leu ; Val ; Ile ; Ala; Tyr

Pro (P) Ala

Ser (S) Thr

Thr (T) Val ; Ser

Trp (W) Tyr ; Phe

Tyr (Y) Trp ; Phe ; Thr ; Ser

Val (V) Ile ; Leu ; Met ; Phe ; Ala ; 1FH S

[0067] B g m] AR 48 LA (I SRy 14 A AT 70 4

(HERKM: © IEE R ~ Met ~ Ala > Val ~ Leu ~ Ile ;

() 7K M - Cys ~ Ser ~ Thr ~ Asn ~ Gln ;

(3)E&M: - Asp ~ Glu ;

(4)W#1: © His ~ Lys ~ Arg ;

(S)sZ EFE =) 2 784k © Gly ~ Pro ;

(6)754% : Trp ~ Tyr ~ Phe «

[0068] JE{RSFHUAA 5L I S MR 2 —F IR B # RS —(E
Al o

[0069]) flasE " &AS | AT &8 T2 S K & A vl 1115 £ 4 AR
FETE Y — A EE B RN B TR - BT EEI N T
LB EELEERL - — B EER PR AR E 2 I 2 R P P (B
WELE) + F /B8 AEF) R /B — B & (] BE AR sl B R GE W AR R UM B
R TR tE gt d 2 W - G- F L) - ffish " RIER , Hi5
FATARBE TR 2 P E 2 ik S -

[0070) 15 E4HAE , H5 T BECE R as BUaS 70 i AR TP B 2 1%
2 HHIHRAE o 18 EARE T N R AR AR B B AL AT o Bl M B i A A AL R T
ABYMEE > FUNBRESVEIFEREHYVMANE 0 EFEMM0 - sE0E
 FHYIAEAE 0 DAR B SR AEAE o FRPR M BRI FLEN Y 4R B AR (H R R

FANSOZIHE + PER.C6C4HHI(Crucell) b 5293 &, CHOYTHE » R HA7 44 »
26 29 HEEBHRHE)
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S5U1293-6E ~ CHO-DG44 -~ CHO-K1 - CHO-S ), CHO-DS4HAt - 78 F 4 A
BIEEEE MR R HERAERRANRE R - BANEEEZEM A
—E R FAE RIS £ — P RREGE NG DNAMRR T H) - A LA
FRAE TR RS N AR It 2 D H B A 4 -

[0071) AUASCRATA - fiisE " &E0HE, BRIEEHE AR P EE
S ELE 2 2V —BHY T T o BYINES > EXREEEZZIK
ZHREHY 2 /D —ER2H oy oy RS 0 TERZ IR T B, B RIMERRR T
AL - RIDVIE 5 SR 2 54 2 IR 2 B0F i i AR A o e B
Fo U orHE ) ZRE - B EFRERA BEE HRAEE 20T ZERE
EM < — 87 GEMAEDNAFRZ HEL 2155 T B2 NS DNA B &2 52
DNA) » BBt £ B 2 dlifE 2 2 /0 —54f 57 o7 B (P AERNA R H B 2
B TR » TR ERRER &0k, - NI FXAEAE cE8E T
FTaHIDNABE B A R T &0k, -

[0072] figsE ' {FI#2 (individual) ; 81 " 52543 (subject) ; FEASLH
A HRER - HRIEOIAOHABY 28 - £ —EEHEH T - IRIRERH L
VLA REWHABYEEEAIRN A - EEEY -~ BiE - SR8
Vi~ KREEY -~ BREY) - AR - SR - &S I - WILEE
BmEEY)  WABES - WAHERHY LHAEEY - L —EE T
CEES ) Bk T ZEE ) RIERE ISR BURIE L MR EER o £ LT
FE T HEAaRE M EE > REMTSE  ZEREENRER
ELZ 6B AR 2R E - B0 A HY B B W E -

[0073]) 40ASCATAL » " R0 o B0 T IRIE o (RIE TR R/ BT VAR
ZIRML

d\

%

% 30 HEHHRE)
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[0074] BRIESSAHTE R > &AIMIEE " EEMEE, ~ "B, -
CREEE L >~ TR L R/ECTER ) AT EHER - BARfEHREA
T % Ko/ B A 1 0 S S 3 0 e/ B AR ARG 2 (i RE > L TE B G s
BERAFZIEHEYIGE - ILERT EFE B EEEE - BN - AELRE
IR e g B N RS R kL

[0075) flosE "y R "R MEERET RIRMRERE - B
INETBNE BRI R BTAR  BUREEE - PR REEREEFIR
By s ERANRERE - IEERE  BIE O FE MR EME RGE A
& OIRBRE  TESE WERE  KBRERE  GESE A ER
SR TEARRE S RERE IREE  EHSE S BREMEEEE) M
BRI - BRI ERNER  BRUEE R BE 51
A RPEE  HE (BUAD N A~ JR/NAHIRE AT R - B B R R T IR
) BERE R &R OER(E - & - ORI @ IR
B OBREEE  RTPIRRE SRR BRI AL BRI A
o WERARER AR KB BHIRAIRESE B FOUE  HUIRER
o TENXRTBENRE  LRARGRE INE  MERE  BEEFTERK
JEE A 2 KRS T BAR B & AR 2 e (B i (BT 1M T T B DR B A7 < MR
& (NHL) © /NAREERE(SL) NHL A8t /g JUNHL - f Bk 5=
PENHL & M e B AENHL = B MR E A NHL ¢ = i
FE/NJERBECIAENHL © BBV ENHL | EAARE & © AIDSHEHE
& KRS mEKERESME © BMRERRYE B MK (CLL) » S
M BRHAE B Mmm (ALL) © B A MF © Bt aEadiEa mm - A
HAN R R AR R ASE R IR E W 4 E (PTLD) - DUK 8% e 3 JE £

F

=~
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BFBE (A A IR ~ 7K BE (BB W0 1F A IS T8 2 7K iE ) Fe g A% BT BRE 2 BF (Meigs'
syndrome) ©

[0076]) WIASCATH - figsE " JERERHM | (hi5 1 F MHAEAHS -
A IR R R A A L FE (B R IR Y - T4HRE - BAIAE - B AR F(NK)HAL
AR FT (NKT)HAE ~ i 2siRdlift ~ SR - EVRARE - b2 4lRf - &)
HeRFAHAE - RTFARAD - RETE MR AHAD - S DR S RE AT ~ & BF A AR DA
RAUPRHE -~ 0L - Bl - 5 NS~ /Ng - - 72 -2 F
B~ A~ oL - KBS - BF - RUSIRR - KBS - MESE - B REF KB FEE
AR 2 AR - ASCRTA - floeE Tt R A ECEE S (REE IR
7 HEE 68 A BT 40 R / B PR g e ER R N B < FR B TR 4 A

[0077) WASCATA - figsE " EREMIRE N < AHAEE4HER | G5 E
4 Ko /R e R R A G < SRR ~ o~ AHRESNARE /B o R ERIR
A B A R B AR 4% L FE (B A PR S BB I/E 4548 FERE R EIR IS4 A
G B A A AR AR 5 N 2 S BB AR A (EPC) 5 i AH R 4l BRI A AP
AR Eofth BB AR AN EE 240 (ECM) 5 B 28 REHAE © iR 28
AR THHAE © SHETMETHAE(TregdiiD) - Bl MO mER ; HiE
14 Z A A (MDSC) R fir it FE AT R RE e < HoM S J S AR - 50 T SO F
B0+ [ TR i o PR A T 8 ) ek g AT RE R /B AT 7 R RE T ER B N < 4T AR/
HEHY FE -

[0078) fr—sLFHEMIH - "0, B¢ "D ohlEiESETE B
R W INEOR /D - WEVE TEE T E R 5 A - T EEET ) IR A A E A
M E R E A FENEE 2B HEHESGIE iR - &afEic
V)~ BECYIT L B EE S RS EREGES B R P 2 E 2R
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T3~ RRETT -~ R RV RGN E R (] BRI N ECRD) ¢ EH R
Rz RS R AT AL Z T B BGR TR 2 — S M R F GEWIpH ~ BT
SRIE ~ WA T 2 A AL ) BV BURE B3R 08 (7] R sg i siR /) ¢ K/ B AR
WEBHIAE T R EL - WA K Z BRI E - bR RE i & 7 2
B A B EL RO BCA ST i 200 2 AR AR] & 28 73 M 2K b 7

[0079]) 4ASCRTA > " SRR ) BT E e DI EPE 1E 2R
S BRI BRI E AR (DA i B B RS ) iR R /s R e R e - T
TERE | A E SR ME R R R R & ZREEE -

[0080] 4ASCRTA - "IaHE L B AT IERSA MY AT S HY S IR
SR IRTE - WA 0 TIAR ) MEENEE NEEAN ZHAEY 2
BRIR AT AR AR B B Va3 - NS Z HEY > A BT R bR
RERBIEEARRL TR ZEM—NZE © KBS ~ BRITR
AR ~ THPT UL PRIm R (P A0 ES - B #Re 2R EORESS) - THI
LR PRIR E 3% ~ IERBURER IR R - BB RIEIRRE ~ I R R IA
R~ ] BORSR PRI B R~ B SR R 0 R &R A (I g B0 O B5E
) o DIBE ) IR E W EMERR IR B R IRES o ASCATIR Bt 2 TR
Bl FAFEEET RS o RIBELLERTIL > TR /B8R R EIRIE
LA TEE S Z—HEER -

[0081] T 4&f# , BB ARLBUEGHER » — S BEIRT UK
BEEE o T E ) VELRE R R E IR Z R A ]

[0082]) flgsh " HiReRl , FEA P UHEESZRMNGHEHRIEHE
— BB EIE < FER o PR MEAE A 2 HE S SR L FE E A PR B (B VE SRR
T AR GEOME T & - ZRAEIMNR-FeR G e K iiie) « E &
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B4~ CAR-THR L - BRMER TR GEN N EHEZH I K siRNA) KB H
W -

[0083] ffost " AVt &, Bl —EBAVKBIEYSeH G 2
VE - FYEAEBEARNMR@IOEMmM ~ M - @M% - KK~ F
KB - WRARE - gdliiE - BEdiiE - HMAAE - &5 - s 8
wE o~ MRS AR

[0084] ffosE " HlE, 0 " 2%, BRECHA e oMY ZEEY
("RMEE OHORERSASMYZEEYCT BIEER ) - B R
BEEAREZIHY) -

[0085] 40ASCRTA) > "IEEREHE ) B - PHBE - B4 -
Jeib ~ T87E ~ B K/ B B PRI GE A E ) < SE 2 » REAL 28 m] ELA A [E iy
ERIE - ARTEHR Z BRI K/ 2l Be 29 Sl € - A0 #E IRl & B i
PR oL E T EIR PR ETN > (EEZ R F R RN o B
Bl S - AR RIE - SE R SR -

[0086] 4ASCRTA] > " FENG , BLIEAE(EAS B im B 218 3% Uy e
HRTEMEH - Z A8 T fe B Bz R B R B BT ZRR - RIERAEM
E o SRR TR, TS T ) ARRERAER-HEEH
B > AR B 2 S R -

[0087] P&/ 5y T (BB A < " BFEANE ) aRET
N - SFERE ZRAIRR ~ ik ~ EHIREEE - KYE/ 7Tk
Bl B AN (ERR NS ENRE 2T - BFEANENBER LA
HI{E AR BZPE 77+ (R EEE D ZE A E A EFHVE - /8
BHWE &l RGBUREE - "IEFANE ) HREELFERETH
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FEL TR N U E B AT R VB8 KBRS RV & -

[0088] ffost " BS&E:@ACY) ) & " BEEE Y AR - H
HIEFT 2 SRR MR A VEMER R > A 2 SR Ec Yk &% 5 2 H
fe A A Al 2 s 2 AR NE oy R BB o IESRER ECP) B R R HY -

[0089] I B&&852 b ulf~z 2 #0H  (RE IRl b 8 R 2 iR
i~ CPERBORAREMA - R - JEEIAOR - SHECEVEIBCEE] > HE S
BE—REER > —EREkrEER s " BEEEeY ) - BEE LT
BT AR E RORE T B2 e HERICY) < MR HE - &
SEEL | R R 2 BRI BT R Z R B -

[0090] FA—sfEILAMEHEME "4Ha ) REEREER QLT &L
(FROENGR L

[0091] flosg " AGATHE ) £ ASCH A LTS (A% B Al B B 25 fh VG 37
Bl > Hop et /DBl oy A BB o B A — (A R 2 BE A Bt
H 55— GBI 2 R B — B R R B Y - B T R SR B R B
/0 —{FHFEEL -

[0092]) figeh " HKFF o AEA ST DASE (U fE B 2 e R A 2 1%
B EAEE BT ZERR aFEERAEE -

[0093]) A - T&E ) HIER—MEEE P = UM B
SiEmBEE - WL > TG ) BRIETE R 5S % Bl — R B = A
1 15 B — e i P 0] P A 4 B — Tl i B PP 3 2 AR P2 B 5 — T i PR P
2 o

[0094] il " #EmHAE ) MLEREERENIGRIE L %
TR > HEH R L A B R E A B 2 B ERE - R
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ElE - f2fl - dHeBk - R R/EE S ER -

(0095 "&L5 , HBEEED A > F1a0 G R E R B E
(B0 - B RE) L B 2 AR B A (a0 > BEEECEES) B R EMEE
AR 2 A YITREL ZHRst - AL —EEHES T > B EE G AR AT
ASCF A 2 A Z BT AU HESE ~ I E -

[0096] figsh " fEaC ) K " AM{EAIERD o EEEOIAINS & £ Hae i
FUESRFREEGEoH 2B ZHEIEWGI - SE) A =M 287 © 55
RS CEEE R ER S T (AR , o HIE - flosE T SRR L
GoEH ) RIEFARCUEERENGcEZERE - £—EEAHT -
PRAC Ry 1] 2 AF AT AE i B i B 25 U7 R ATEY (S 5f 2 nTEAIERRD - PIa0OF A
R AR < B AR BOE R 2 A MR 2 AV REBBIUEH
A RE AL R B B A E M 2 B e AR RL B e MRV I A MR EH)
HMZEVMREL T ZIR - AR ZIR R E P REEARNLLT
TRCER 1 (R i 2R SRS MR R (B0 ~ 1C ~ 38 ~ 0 ~ T ~ '~ 129
P~ TThu ~ 1°Ho 37 °'Sm) 5 R [R ~ &L (B FITC ~ %5 F1 3
(rhodamine) ~ ff{ %85 fG (lanthanide phosphor)) ~ ERIEEC (B AR 48 &
bl ~ RN ~ detEmBels) © (EE SR © AVRE - M HE
T < FRE Z KPR A E A (B0 8 BRI 5]~ iR 2
fir%s ~ EBEGH - FUFAEERRT) » MELH - FHOLEEY - FH
R REmE AR L R E MR mEASCZ By - I sEEE&?) - &
EARNZE o IR - #ibins > & &2 8 & m8e il IE 0] (=R
sCHY > BEAEE N —&h 7y S e 1% 2 Ry el (= HIHY -

PIRMECDSE & LK
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[0097] ASCIRMEFEHMECDI&E S LK - (EXEE G+ » CD84
SEaEeE /b —(@sSE S CD8 Y VHHE] « {T— 8 HIF » A ATt
ZCD8&EEZIEE—M ~ W - = - FOfE ~ @ -~ <@ -~ HEs/(#
e CD8 2 VHHIE » fE—SF i fil & - ATt 2 CD8G & ZIlE &
GEECD8 Z— ([ ~ WifE - ={EE¢PU{E VHHI, - HLIECD8&E & X Ik B &
— B M E AN R 45 S (FIA0 VHHE) » H4E & — % @R CDS LA B
EEA R/ EE S EBIIZIRFI] - SBOHETZF -

[0098]) fr—&EEMIF » CD8E S LB E 2/ D —(H4E&CD8
VHHE{ K Fcl& - ff —SFhi il » APt 2 CD8&E & X s —
{# ~ Wi ~ ={Es¢PU{E &5 & CD8 2 VHHI &t Fel& » £ — S & i+ - Fc
&P ECD8&E & L AEAE MR T < B 1L » B P AECD8SE & ir B
BhinfEiy %8 - B4lins > B& =(F4% 5 CD8 2 VHHEL K FcE#JCDS
GoZUERERE=E HLEEHEEET  FEUNE_FL 15
CD8&E G 2 AL JEBARR A T LUNE B A ELL -

[0099]) fE—iLEHEHIF » CD8&E G ZINE & X /DR {H VHHE » 1L
F1 8 — VHHI&E & CD8 2 —HiFUAE R A Z VHHE & S CD8 25 —
MIFRREE - ECD8E S LA GG CDS 2 E —HF A EE 2 VHHIE
F&E & CD8 23 ik E By VHHIES » CD8&E S LRI By | B 41
JFOREE ) BT R AN, -

CDS&F 5 2/

[0100] {E&FEE M HIF > 44 CD8 2 VHHIE & & # 5 SEQ 1D

NO: 3 ~ 7374 CDRIF%] ~ #EHSEQ ID NO: 4 ~ 12~ 14 ~ 22~ 27 ~

29 ~31~75-~76~77 ~78 ~ 719 K80 CDR2F%| & #EHSEQ ID NO: 5 -
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16 218 2 CDR3 - {f ZTEE i+ » 455 CDSZ VHHIE ZZEEH LT 2
CDR1 -~ CDR2FECDR3FE%I : SEQ ID NO: 3~ 455 : SEQ ID NO: 3~ 12
F55 3 14K5:3 4%1653~4%18:3~22K5:3 14518327
55 3~29Kk5:5 3315573141874~ 1418 ;3 ~75K18;
37618 :3~77/%18 3~ 781813~ 79818 : DIFE3 ~ 8018 <
HEE A > B VHHIE AL -

[0101]) fE—sFHHHI+F - 454 CD8 2 VHHIE B & Bl 5 SEQ 1D
NO: 2-6-~7-~8-9-~10~11~13-~15+~17 192021 ~23 24~
25+26-28-30-81-82-83-84-85-86-87-88-89-90-91] -
92 ~ 93 +94-95-96-97 98 - 99100 B EEFIIZE/185% ~ /)
90% ~ £/095% ~ £/196% ~ £/097% ~ £/098% ~ £ /099%—5 > Fir ks
B3l - L —LEHpIH > 454CD8 2 VHHE A& HSEQ ID NO: 2 -
6~7-8-9-10~11-13-~15~17 19202123 24-25+26~
28 ~30-81-82-83-84-85-86-87-88-89-90-91-92-93-
94 ~ 959697 -~ 98 ~ 99100 FFEBE T - L —LEEHIF > &4
CD8 VHHI/E &% EHSEQID NO: 2-6-~7-~8-9~10~11~13 15 -
17 ~19 ~ 20~ 21 ~23 ~ 242526 28 30 A Y] » H gLt
XXAEFELE - E—HEFHf+ - &4 CD8 2 VHHIS .2 # 5 SEQ ID NO:
2-6-7-8-9-~10~11~13+~15~17~19-~20~21 232425~
26 ~ 28 ~ 302 M AABE PP A 0 HA A XX 5 Gly-Gly « {f — & Jii (5]
54 CD8 VHHIB E 23 HSEQ ID NO: 2-6-~7~8~9~10~11- 13 -
1517 -19-20~21+23+-24-25-26-~28~30-81-82-83 -84

85-86-~87-88-89-90-~91-92-93-94-95-~96-~97 ~ 98997 }#%
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it

FaFE% » Hh VHHEGE 2288 K117D ~ K117EE{K117R -

[0102) fE—EgHEfI+ > 454 CD8 VHHI /A SSEQ ID NO: 3~
CDR1E% ~ SEQ ID NO: 142 CDR2/F%&SEQ ID NO: 18.2CDR3 ¢ {T
—EFmHF - 55 CD8. VHHE & & Bl B B4 7 7ISEQ ID NO: 252 /)
85% -~ £/090% ~ £/095% ~ £/096% ~ £/097% ~ %£/098% -~ £/099%
— MW EERFY - F—EEAF - &5 CD8Z VHHIE & & SEQ 1D
NO: 25 7 W E B - fF—EEw ¢+ - 455 CD8 Y VHHI A, & SEQ ID
NO: 32 CDR1F%] -~ SEQ ID NO: 78 CDR2/F%(%SEQ ID NO: 18~
CDR3 - {f—EF i il F > 454 CD8 2 VHHEL (. & Bl g B % /7 SEQ 1D
NO: 9285100%/085% ~ Z£/090% ~ £/095% ~ £/096% ~ £/097% -~ &
198% ~ £/V99% —E Y A BEFP Y o AE— L Ehfld - 455 CD8 X VHH
8B & SEQ ID NO: 92 7 M Bl P - At —E &)+ - 454 CD8 Z VHH
4 SEQ ID NO: 100 B EFE 5 o

[0103] {E&MEEHGIF > CD8&E &L INE & —1{F ~ Wi - ={#EK
PU{E 454 CD8 2 VHHI -

[0104]) fE—EEHHIF » $55CD8 2 VHHE W4 AFA{L - AFH(E
PiAS (FE0sdAbsE & VHHZ i) I (E e M0+ » &R E AR
BV BURBREIENIRDUE 2 N R R E - NRSEKIET S HEEETIRA
B 2 ey S HBVINEREI AR - —fii s » ABEIiEE —=
Z i w] 2k - H P CDR (ECHE ) AR IR AN ZRGLES - HFR (BCH A7)
KIFEN NBIEFRS - AB{ETREEN IR EEs NERER 2 £2/0—&
g7 o E—EEHAF o A EES 2 —SFREREL K HIE N HETRE (B
WIS CDREE A 2 $88) & ¥ AU - fEm Pl i B Bk R iks
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B RMEEGRTNTT -

[0105] ANBEALHuAS R H 8IS J7 A&7 AU Bl 41 Almagro K Fransson,
(2008) Front. Biosci. 13: 1619-16331 » Hi#E—HH#m AL T &Fd © f)
#IRiechmann A, (1988) Narure 332:323-329 ; QueenZ A, (1989) Proc.
Natl Acad. Sci. USA 86: 10029-10033 ; 2 [ 5 | 55 5,821,337 %8 « &
7,527,791 %% « 56,982,321 %8 & 57,087,409 %8 ; KashmiriZ% A, (2005)
Methods 36:25-34 ; Padlan, (1991) Mol. Immunol. 28:489-498 (i ™ 3
T 588 (resurfacing | ) ; Dall'Acqua A, (2005) Methods 36:43-60 (3
"FREZ4H | ) 5 K Osbourn® A, (2005) Methods 36:61-68 FzKlimka% A,
(2000) Br. J. Cancer, 83:252-260 (fi i FRIZ4H > "B m B8 | HE) o

[0106)] FTHMAB(LZ NEBREECSEEARKL © F/H " &EE
& (best-fit) § JABEE Z R E (2 RAWSimsFHE A (1993) J. Immunol.
151 :2296) ; KRN ERAEETEE 2 FE FH 2 NEBILE T2
FEZRTE (2 R0 CarterE A (1992) Proc. Natl. Acad. Sci. USA, 89:4285 ;
FPresta®s A (1993) J. Immunol, 151:2623) ; AR 2 (B 4 i 2% 8 ) fs 42
& B A A TE 222 & (2 7 61 20 Almagro & Fransson, (2008) Front.
Biosci. 13:1619-1633) 5 K ARG A ERSEFRE < 2 & (2 A fl0Baca® A,
(1997) J. Biol. Chem. 272: 10678-10684 &z Rosok& A, (1996) J. Biol.
Chem. 271 :22611-22618) - 3% » VHH FRIEEL A MEFRIE B LABIHE A
MU{LVHH » ff—SeF i F - AHFR 2 FEEFRBE K ER DI B AE
{EVHH Z — 5% (1 - BRI EFQKEHREE 2 VHHEIE KX &
"ANER, -

[0107]) FERBEE AT » CD&EE 2K 1T & s Z Fel& 5 A fHFc
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& > BRI ASAFCE -

[0108] F—SLEHEM T - HFENRCD8&E & kT Z FelE A Hm A
MFcl > HAC (R T B3 B ERIgGl E233 ~ L234 K L2357 = {i fig
EBERAL - ASCPHE S " Fe xELL, ° Fo xELLZILAREEFeyR » HA
fiRy P UETARE ) BT SUE T ERR o A —EE AT > xELL Fe
EEGFeRn HR LB A& 2 =M KB FeRny B 2 HIERHE VT

HEAE o
[0109] E—BEFHEH F - BFEHRCD&E & XK FHIFCE 2K F K A
JEFcl& H 8 M252Y &z M428V » KRILHFEIE " Fe-YV | o ff—ibF

FEpF o RSB 2B MEpH (F£416.5) TIE5REIFcRn Z & & »
R tEpH (897.2) FAREAMEA 24 & > (E15FcRny M 8 2 FHIEIRE 58 H -F
& -

[0110) fE—SEEHEHF > AEHRCD8&G & X KT ZFe@ A A
MFclE HE &t ¥ B Gt 228 AP ", kK "THy < 1
—EFHIH > ", FeREERBTI66W « £ —SEHEHF > T H

ZRET366S ~ L368A K Y407V - fE—ELFH IS - FIF R _F(E
ZFclE B EFINEE - MU A B R 2 FE ARG FcH 256
—R B EZRESISAC KA FE FRFcH 2 F B EZHIERSE
Y349C - fE— S FHE A > TR FcH L —(f ik B & & B e H435RE
HA3SKLTHIEEHEAG T - [FARHERFcRE G - AL —EFHEHF > f
FREFcH 2 —(# p B B & (Z e H435RECH435K > [ ffE A Fe¥ 2 55
PR EAEHA35 e A L e - AL B EETEAIT - BERfFcE A& (EafiH435REL
H435K (fE—&F5 T - EEHI HHAISRE > R " H-R,y ) ififFFclE
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NEEEH - E—SmBEX T EERTEEL S _ERBHEFCE - H-R
ZEB I R _ERS 2 ik

[0111] FE—LF)EH F - EIEHRCD84E & 2 ik & Feld 2 F it A
FAFcl& H ik = Clii e e B 78 B (AK447) -

[0112] ®THACD8&E & 2 Mk < JRIR &l 14 plom M Fel& B & 8 & SEQ
ID NO: 32-70 R 101-1117 B FHIMFCE « £ — B Hifh » CD8%E
&2 AFEE S ESEQ ID NO: 33 - 36-52 ~ 68-70%101-111.7 fF &
Fr3EYFcl& o
CD8&EEH I Z Bl MEE

[0113]) TESFEERHIH - A LFTHRMEE 2 CD8&E & % IUE RS /P K /5L
JERS N CD8+ AT - AL — S E G - fERAACE O REt 2 J7E
a] I E RS N R /B E AS N CD8 + 4 B 2 R Bk B 1 -

[0114]) fE—SEFRAIF - A AR 2 CO8GE S X INE & % R4l
REE AL AR BB AE S FRCDS LIS 2 Hi R BRI CD8+ TR~ B RATHT
&G - fE— S EmAF > eRE (LR Z4E SRCD8 LIS~
LR B R 45 G 0T CD8+ JIEUE 36 i > R/ B4 fl & % CD84E & VHH
I D BELfE (5 P B9 BT 2 Mot 8 ) AT BB ME TR - FE— SRR+ - &
AR (C4HAE 1 R A S FRCD8IM 2 SRV R & Sk FMFE i H
g B M B 5] C D8+ T4 A T FAE o

[0115) fE—LEFRAIF » B&REMDELARNTZEREEHRA
TR EE 2 CD8 LS Z Hi R R &5 & Y CD84E & &% IKVE RS I R /25
o A WS TR Y T -

[0116]) fE—SLEHMIH - A AT 2 CD8&E S ZINE & A AT
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et 2 CD8&E & VHH K RIE A E (LA T & - I — LB FE i
ooy g B S B 4H BE 7 & A& 1IL-2 ~ IL-15 ~ IL-7 ~ IL-6 ~ IL-12 -~ IFNa -~
IFNBEGIFNy « ff—E b E i+ - e E (LT E R AR
EAAE( LN R - E—EEHAF - s CHE T ZEEESER
P E LA T 2B MEE S N B A R 2] 2 OEMERTHYZE S - (T
— ST+ B R EMAE AT E 2 CD8&E & X IS B8 N I
CD8+ THHAE(L K IGTE - L —EEhf+ - B rmpE (b £
Z CD8&E LKA ARBIE L AR -

[0117]) JHE(CCD8* THHAL ~ & JE Y IE 0 o] #5 A FETE £ flo o 2 AR A7 5
% BEASE PN R AR TERE o —HEIERGIMEFIRME S MO .
CD8* THHAE o] 5 —E 2 (E A At g8 o B - TAHAE A CellTrace’ X (CTV)
FeE HFEMBICD3IGAEIE(L - PLA IR 2 L kR - HIE®FEHFACS
M e CTVREIERTERIEIE - £ —SEHflF - sE0FEHENE A E
AR i 2 CD8” THM 2 IE » DI—4HEsla of TARE 2 391E
EEUHECDS THHAIE <8 hn - e —EL g+ - UEAKEZ A
{8 = 22 /- A [5] (R R RS <~ TR e sk B 2 /0 A e 2 /D {3 A [5] @ FE
LS~ TAH R THY B Bnny -9 E L =UHE CD8* THAUIE JE ~ 30 -

[0118) AE—SEHMIF » AATiRMA 2 CD8&E & % I B2 CD84E
& VHH F &5 & FRCD8 LA Z i [RH PLIR &S S ok « fF— 2L b3 Fe ol & -
I J[§ {4 Lag3 - CTLA4 - TGFBR1 ~ TGFBR2 - Fas - TNFR2 - PD1 -
PDL1E TIM3  {f — BB 55 i b » 376 5 1-92-LFA-3 ~ 5T4 ~ 0-455 4
- a-VES

- 0dPlE & - adpP7EE & ZE - AGR2 ~ HiLewis-Y

PaEs PaEs

Apelin J~Z 8 -~ APRIL » B7-H3 ~ B7-H4 - B7-H6 -~ BAFF - BCMA -
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BTLA - CSHi A% « C-242 ~ CA9 ~ CA19-9 - (Lewis a) ~ IR BFEG9
CD2 - CD3 -~ CD6 - CD9 -~ CDIla -~ CD19 - CD20 - CD22 - CD24 -
CD25 - CD27 -~ CD28 - CD30 ~ CD33 - CD38 - CD39 ~ CD40 ~ CD40L -
CD41 - CD44 - CD44v6 ~ CD47 -~ CD51 ~ CD52 -~ CD56 -~ CD64 -
CD70 ~ CD71 ~ CD73 -~ CD74 -~ CD80 -~ CD81 ~ CD86 ~ CD95 - CD117 ~
CD123 - CDI25 - CD132 - (IL-2RG) ~ CDI133 - CD137 -~ CD138 -
CD166 - CD172A -~ CD248 -~ CDH6 - CEACAMS5 (CEA) - CEACAMG
(NCA-90) ~ CLAUDIN-3 ~ CLAUDIN-4 ~ cMet - lBHZE 5 - Cripto -
CSFR - CSFR-1 » CTLA4 - CTGF - CXCL10 -~ CXCL13 - CXCR1 -
CXCR2 ~ CXCR4 - CYR61 -~ DL44 -~ DLK1 -~ DLL3 -~ DLL4 - DPP-4 -
DSG1 - EDA - EDB - EGFR - EGFRviii * N ¥ & B % # (ETBR) -
ENPP3 - EpCAM -~ EPHA2 - EPHB2 - ERBB3 - RSV FEHE - FAP -
FcRH5 - FGFE-2 ~ FGF8 - FGFR1 - FGFR2 - FGFR3 - FGFR4 -~ FLT-3 -
= fig =7 8 o (FRa) ~ GAL3STIl - G-CSF - G-CSFR - GD2 - GITR -
GLUTI - GLUT4 - GM-CSF ~ GM-CSFR - GP IIb/I1lasZ £ - Gpl30 -
GPIIB/IIIA -~ GPNMB - GPRC5D - GRP78 - HAVCARI - HER2/neu -
HER3 - HER4 - HGF -~ hGH - HVEM - ¥ R f¢ ¥ - ICOS - IFNa -
IFNB ~ IFNy - IgE - IgE 7 % (FceRI) - IGF - IGFIR ~ IL1B -~ IL1R -
IL2 ~ IL11 ~ IL12 -~ IL12p40 ~ IL-12R -~ IL-12Rp1 -~ IL13 -~ IL13R -
IL15 ~ IL17 ~ IL18 ~ IL21 ~ IL23 ~ IL23R ~ IL27/IL27R (wsx1) ~ IL29 -
IL-31R ~ IL31/IL31R ~ IL2R ~ IL4 - IL4R ~ IL6 ~ IL6R ~ fEE 28 -
FEERECAr R - SEEEARL - $EEEHR2 - KISSI-R ~ LAG-3 ~ LIF-R -~ Lewis

X ~ LIGHT ~ LRP4 ~ LRRC26 ~ Ly6G6D -~ LyPDI1 ~ MCSP ~ fE ¥ & -
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MICA - MICB - MRP4 - MUCI1 ~ $iZ&EH-16 (MUCI16 - CA-125) ~ Na/K
ATPHE ~ NGF - Nicastrin ~ Notchs#& -~ Notch 1 ~ Notch 2 ~ Notch 3 -
Notch 4 ~ NOV » OSM-R ~ OX-40 - PAR2 - PDGF-AA -~ PDGF-BB -
PDGFRo ~ PDGFRJ ~ PD-1 ~ PD-L1 ~ PD-L2 ~ #5445 #8E ~ PIGF ~
PSCA -~ PSMA - PSGR * RAAGI12 » RAGE -~ SLC44A4 ~ {H %% 85 {5 IiF 1 5%
M s ~ STEAP1 - STEAP2 - TAG-72 - TAPAl1l - TEM-8 -~ TGFp -
TIGIT -~ TIM-3 ~ TLR2 -~ TLR4 ~ TLR6 -~ TLR7 ~ TLR8 -~ TLRY9 -
TMEM31 ~ TNFa ~ TNFR ~ TNFRS12A - TRAIL-R1 ~ TRAIL-R2 ~ 7§
EFH - #EH#EH~8 - TRK-A - TRK-B - TROP-2 uPAR - VAPI -
VCAM-1 ~ VEGF -~ VEGF-A - VEGF-B - VEGF-C - VEGF-D
VEGFR1 - VEGFR2 » VEGFR3 -~ VISTA -~ WISP-1 - WISP-25{WISP-3 o
FE—EEHEfF - CD84E & % ik & CD84E & VHH K 45 & g il A fi R
ZPURE T -
ZRERBARELE

[0119] RS HEECDIG & Z K B BRI T T » £ —
EEHIT - B TN A RS [ECDRGE & Ik Z i bR RT B - #%
AT EFYAE HJEEE LA FENR ML Z kg - FIEFRYIE] B KIARE
#H (BCVHH) R E Y > s0n] Ry 55 — T ERRRTE P o

[0120] #%E& 5y ] {5 BEIRH g 2 B 51 2 B sH DNAF g 5K A SR -
FE—EEHGI T - 2By T RN A RS AR T R IR RS

[0121] fIREEEEHFHA AR 2 CD8&EE Xk 2 ay & - It
FES BEE AR DNASS - MR - WEEE - PR EH
RS - E—HEA T o BEEERELCERFHRE GENCHOECHO
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74 Z A EUNS O A R R 3 25 Ik 2 EUAS - (9] M ILE 25 o5 A8 8 221 7 5 4
Running Deer A, Biotechnol. Prog. 20:880-889 (2004)H o

[0122] fE—EEmEHF - CD8&E & Z Kol (R iz A R - 28
WHHE AT © B AR R > BN BERHMEGEOEL) - HYMH
A~ =R S FLEN ARG - I ARFRER AT I 0AR B2 PRI R flr R L RIAV AR
FREfT » i R L LA P~ M B EfEE AR COSHRE - ffE
COS 74y » 2934 MY - B ¥5293-6E4H A - CHO&AH » BLFE CHO-S -
DG44. Lec13 CHO#HME » FzFUTS CHO4HM : PER.C6®4NHE(Crucell) : &
NSO « fE—EFhaf+ » CD8&E & LK Rl L BERF R - 2 A%
B A B ZE S US 2006/0270045 Al5% « fr—HLFh G+ - FFEVEZE
AR E N HE SR E AT EER G T RERE - 20NE @ £—
g A - CHOMRMEA LK » ZF 2 2R (LEE S R 29340 A0
HRTEA ZMEEZ K -

[0123] K—C B GENER) S| A 2 FTFEE T A+ o] #5h
R AR » BEEARN GRS EL - DEAE-Zaj &5 2 #
2 IR E N EEE - BESL - BE - JEF - JERGIMEPIRME ST
SE G M P40 Sambrook % A, Molecular Cloning, A Laboratory Manual,
%5307 Cold Spring Harbor Laboratory Press (2001) 5 o 1% T {548 (T {7 7%
B AN NBEELAN RS TRt -

[0124]) JRREEE S AR BB ECE S 2 18 T 4R - 75
— R E A F o PR R A AT 2 CD84E & % FAHY 18 T 4HME - 15 T 4
A R 2 CD8&E & L Ik vl #E th (R & A4 b - LT AEEE AR
oo R AN A E segi /K A G/ g - e < BAECAS B FEROR1 ECD
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k&G aFclE 2880 - BPlinE - EHEA - EHEG - EHEA/GHIIRE
FAEH AT R aFclE kA {bE&FclE 2 CD8EE XK - HiKiH A.7EH
JEfT > B0 T BECRAEN » R E AR —E XK > FOHE - #ET
STHAJEAT (BN - R T~ S R S e / B R5 Bf  SC IR AT 7 T 38 R B —
20K > PR o R G U T (B0 2 A0/ R B 12 iR ~ M /I il 150
R~ BUKAH B 7F /2 a1 3%~ BRI A0 /58T 30 F) N G ik 4l
{E—5EZK - #FOHRE - WER T ERN AR IR A -

[0125] fE—SEHEBF » CD8&GE & XN L ML St AL - JE
R il P (31 e i A B 2 4R R 2R Bl A0 Sitaraman % A, Methods Mol. Biol.
498:229-44 (2009) : Spirin, Trends Biotechnol. 22: 538-45 (2004) : Endo
F AN, Biotechnol. Adv. 21: 695-713 (2003)H -

[0126] HE—SEHEHIT - RO L3Pt 2 )5 7585 2 CD3
Sok - fE—EEH T > CD8E & X IRIRALE LT R - £ —L&

BHpT - CD8GEE X R AEMAE ARG TELE - e —EHHHF > 4t

HHEY) - E—EERAT HePEafeEm LAt R EH ZCD8EE X
ik - fE—EEHAT - e i S L EAE g T 2 2 CDGE T Ik -
HE—EEHEH T > HeYE &AL ZCDIE S K
{£ F CD8&E & % BIEFERIR Z Bl 7 7%

[0128] H—EEHE T - RIVVEF(ER 2 RAH 2B 2R ACD8LE
BEIRRY A » WA E MR SRR T - sE0CD8* TAM 2 JE &
AL IIEVEERIA - L — L EHE A - = EE R RE ZEIER
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& AE—EEHAIT > JEREE L T AEE BT &S CD8&E S VHH
K G PR AHREE (4P B E4E & R CD8 LIAh 2 Rl g 4 B 7 IR A B R 42 38
HYCD8E & % KA j1CD8+ THIAE < 3 JE K /BUE AL -

[0129]) Frilt /5756 & F{E IS I A S BRIV A SCAT I 2 CD84&G &=
ZIK - BEBIEE T A (et B HEEY) - AL —EFHEH T - IR EEEA
U575 o ARSI ZCD8&E & 2 NG Z JE IR i ME B M g i B
FEER AR - BB BB B IE R TP E i R P
FERRSE  TESE C GEBEE KB RERE  GWEEE B bR
B TENER BER IREE  HEE S FREETERE)  MgE
BEAHAERE AT BHE . BRNRER BB ECE R BE  BmiE ¢
BFE - Al (B NGOREAGE ~ JE/NSHATAT R - B R R R i & SR e R )
BERE OFWE  MESME  OERUE ~ & > DRI © VAR BR
Betdes o AUSIRRSE © SR AR RS AR BRI AR
R RRERE U B  BHIRATREE © B FOUE  RURERE T
BT EWNERE MR AGE  KIMNSE D HER  BEFERIHRERE  JE
EFoRMER B BHARMER  KEME/IEUHEIEETZRMKTSE
(NHL) ~ /NREERPE(SL) NHL » F 8 v FE/ g BINHL & o T 5 08 1
NHL : = @M SR NHL © & B R E S AENHL = E
NATIER S AAENHL © SRR ZENHL (bulky disease NHL) : E4HAEIMK
B - AIDSHEMER » LRESEIFHERERESME @ 8MHREERE
H MmyE (CLL) § Stk S A4l AE B M (ALL) © B4 AE 8 i k18 15 5
BEHAE B M

[0130] T B a(HAE L BICD84E S % Bk » O l 34 b T8 £ it
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mf¢

AT EEAD - AN FE EATEER N - FUARE R 2 FEe - FTUAER
LR EE ~ FTIaR S 2 — A (R R N R R DA Ak R B R B R
fE—EEH A F - [F{E R AR E ZCD8E & HIR—H B R - ff—1i
BT - X548 88 BWHE - §H — K5 E (#5815 008
ERCD8LE G  [{EES A MM E L CD8EEHh BV —R o f£—
L i > IR AEEEP—@H - 2OXNEARED —F 2R
N2 A& B JUB 8 2 CD8 45 & 2k -

[0131]) FE—SEHEFIH - LUARUER (RIS TP B IE R/EE T
RO - SR B GY) o AR N E R BULR PR 88 2 58
B HAEMEEERIRN - BRI 2 A S AT AR E R < Tl o — &

= 0 I REGHEL0.05 me/kgiEE £49100 meg/kg#G H & [E N < B 1%

FAGLRS

[0132] FE—EF M T - CDI&EE 2 Ik Al )& #G N #5 h S AR 1K
Bl ZEARKOFEARRNEFARA - BIIRA - JE&RE - BBFEANELT -
& HH L) B A5 B AR 1S T AR 4R T B e R AR 4

[0133) fE—SEF M » (5 CD84E & Ik 2 a1tk 4 i #5 i
AT 40 Bt 384 58 R/ B0 AL R /B fEC D8+ THH AR Bz A RE REAR ZE Ak - AE—
LB (5 - Y 0T A A 3 T R/ SO AR R E AR &
BEHSY

[0134] fE—SHEHEHIF - BECD8GEEZIK L HEYIEZ % 1d
REE o oA - ERENFEKY T (2 A 64 Gennaro,

I
)Jtﬂﬁ}
=T

Remington: The Science and Practice of Pharmacy with Facts and

Comparisons: Drugfacts Plus, Z520kk. (2003); AnselZE A, Pharmaceutical
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Dosage Forms and Drug Delivery Systems, S57k%, Lippencott Williams
and Wilkins (2004); KibbeZ A, Handbook of Pharmaceutical Excipients,
253k, Pharmaceutical Press (2000)) - ZfEE S22 o]~z ~ & - BE
BTN ~ e fe MR m] HAY © BRAL » RAEEEEEEE R Z B E
ot I pHER A R 4B T R ~ SR SR EnA ~ RBER ~ REE LY - TN G
o AT o JERR &M F~ M B R K - REEAK - AEl - K- W=
% - OfF R HEAAEG -

[0135]) FE—fLEFHEHIF - BEHESY
CD8&hE& %Ik -
HERE

[0136] CD84E& % ik nf BE G EC B HAM A REAE 2 - 55 41 H A B dee B
HEE - BRI HA AN Al - BE EFERE % ORED - W1TE
PP RAE o AL — S EH G F - ARSI 2 B )7 AT E— A B
B O ATARREE LB - EEEE - B EEEE - CAR-THEE
BIRERERE  BIERREREE - i REE - FileUIkR - LER e
HEL ~ 2L - ST EE H R R EEER - S EE B A siRNAZE
B~ #t E AR B AR U/ NRNAZER| ST/ fE R G2 1] - BRI BUR] - 84
e - R RECZ R RESMK-FeR & 88 -

[0137] fE—EFMAIF » AR 2 CD8& & 2 INBLE IR
(FI%OPDI1EPD-L1%) FHF 45 T - PD-1/PD-L IR A 2 B A fE G BT
(nivolumab)(BMS) ; 7 77 % B8 47 (pidilizumab)(CureTech » CT-011) ~ Jg

1

ks

(@

ZRERZE/V10 mg/mLZ

7 ¥ E J1 (pembrolizumab)(Merck) = F & HE i
(durvalumab)(Medimmune/AstraZeneca) ; ey 5 B E i
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(atezolizumab)(Genentech/Roche) ; W 4 & B $1 (avelumab)(Pfizer) ;
AMP-224 (Amplimmune) ; BMS-936559 ; AMP-514 (Amplimmune) ;
MDX-1105 (Merck) ; TSR-042 (Tesaro/AnaptysBio » ANB-011) ; STI-
A1010 (Sorrento Therapeutics) ; STI-A1110 (Sorrento Therapeutics) ; LA
Kt Bt T -1 (PD-DEGE A ESE TRz AR 1 (PD-L1) 2 HoAth Z25] -

[0138] fE—ELFHEHIT » ASCIR AL 2 CD8EE & 25 Ik B oo v IR A
({51400 FeB B8 12 0 X 2 85 8 2 R (TNFRSF) 2 5l B HY fle SR BB 7 22 R Z 1Y
B)[FE 4 T o &% R TNFRSF 5% 8 2 JE R ) 11 & & f£ 0X40 -
GITR - 41BB ~ CD27 &, HVEM -« BT iEk B 2 JEMR &1 & H 8 ECD28 K
ICOS » NIt » £ —SEF A o » AR ZCD84 & % IR 0X40 »
GITR ~ 41BB ~ CD27 ~ HVEM -~ CD28 }/5;1COS 2 {5505 (25 41l 5B bt
A [E 45 T

[0139] fE—SHEHEHIF - ASHRM ZCD84E & L IRBLCAR-T (L
EHREZBTHEMDEL - BREREREL - i 2 5E R/ =) H At iz
7 BE oy T 2 BET (25 40 VISTA ~ gpNMB - B7H3 -~ B7H4 - HHLA2 -
CTLA4 ~ TIGITZ)[E 4T -
7 PR il P B~ M 2l B e 7 0k

[0140) FE—SLFHaGIch - ASCRTHE AT & 0575 18 RIS R4k (8 58 K /24
A B EfG (F40 - BEEEE) L&tk - A —EERAI - FHE (G2 - TR
K8 aR e IEF 2 — %% -

[0141]) FE—EFHEHIF - KA ABaitHtEEE ZF
o~ AFAEREE - AE—EFEHOI - KA 2 A e E s g
FAL ~ AFAERRIRE - Al 2 HEY AT ARz S &R - 2001

5 51 HEEHIEREIE)

C249070PA docx
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alll

FE—EEFHE Ao > AR 2 5 A B S 6 i R B R R B B 2 Al A
ai ok BELAUAS SC T AI  JE R Rl

[0142]) fE—SCEFHERF > BP0 a] R HREGH (B A AT 2 5t
A2 B0 o AL —EE AT

R AT 25 5 [ B R AL VbR 2 AR BY {5 A PR
W o BRI EE B B Ry PR e ak ~ EF B 2P IaE LA

Gl E
B o FERNRIEIRGIPVEE B - EHBLEA O] Ry il WAL T 0 & E e Al (= IR IR

B8R - BB RIE I E LG 2 32 R s a2 2 ZRANEH -
fE—EEHEA T - FiREH (FRE /8B T A - AL —EFHH T > 1
e R E e Rt P M — R A » £ — S E Mo APk 2 HiEs

HIEEE B EIG R T 2B EOA - BN S - BERE N KA R AT
Wl PUAGE S M EGRE B i (R e - R R A2 0E

| v

R B R R R
BALERE Y RO BN » TR LBUAR - LIS T » T g R
B -

[0143) fE—SEH T > LEZE S 716 R VbR AT B B 5%
& o AL EHE B T o B (R e L R 3 0l o e R i N R /B
[E 2R - E—EEEEIT - Wi A RS Tl Z A R ERE R A
B2 ALERREL - A — S E RO T - W B AR S A T Z AT R B

R BRS o S RS A B ER R A SN ARE - KIBE

Bl ~ UNELTE ~ TESHE - B KA o AL ST T - JURR A ERE
EBR T e RA - £ —EEAT - VIR ZATEA -

[0144]) AE—SLEHEHI T > ASCRTAL A T & 2 B VR IR (R DA
TR —EZE  EEME SR BRI BEMNEAAE - SR aEIR A
HE - AR JeBBANAE(EPC) o EAH B GRAE BEAIAE © AMOCATAE - Hth BB 4

C249070PA docx
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HE © BESNERE Z4H 3 (ECM) ¢ Rf 28 RAAE © DUR 2 2E40AE  THHAE & &1
METAHAE - Evdiiy » B e mek o KAz 5 58 41 fd g a2 HAD 2 72 4
AE -
|

[0145] JRRMEEFE A ST AL 2 (E (7] CD84E & % Ik K & i f1 24
RS R EH - A EEHEA T - AFHEEEAG) CD8GE Z K K (i)
FAR (S EH R (ER I FCDE & X IR LRSI EME -

[0146] B NASCATHM Z GV EE KHILHERrFEX > 5
B BIA/INR (BT > E /N ~ FEs ~ L8 T 8 ATEREaE
(B0 > B R B H A (Mylar) B LR R HAAEIY) o EF B G A i — 25 4K
W R/ ECEES - MR EE A A L e Z AR o s FEA
Pl 20 T 7 BR8] = 22 A BE L T & (5 7 R i & L S o ELN o] & — 20 R R
B o AFHEHAT e 2R HE HIEFE LRI LR PHEG0  £48
FRfE LKA EZERERSEHE - B ERHE (P W EEOEE
PR EECH BRI E )N Ry A f2 52 Y - B A JUASAH R 2 st T — i L FE A
PR TREER TR 2RI E - Ao IR 2 Eal - B4
H—T SN EREE G (M8 SCa RV -

[(0147)] FEHKREBEURE - BEGI0 > ZHERE)BECRE ALK
£ - BHME > KRS H R WEE A SCATE R T LU {E RS TR B
RENZAREHFIEN  ZERAGEOLIE 218 318486
#8843 H ~ 4@ H - SEA -6 A - TEA - 8EA - O AKEX
fH P2 E—F - EH T EEZS(EEARE L 77 K ERSRH LR
fEEER (DI de s RICEEF) T RFERERNS e 2 BTHE - £

% 53 HEWHRE)
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— R B AR IR BRI T ER PR
17K AT B — TR 5 7 BB K M R -
%)

(0148 TS0l 2 B 01 B AR B R A8 - FLF RS2 A 0
SRR A S0 - 3 S B VAL I B AR R T A BB B T (7 2 P B SR e
— BB B TRERRR R T T (B R SRS 2 ST o (H
— IR R RE - RIEBIMNET > BRI RERG  SFREATES
FE o ORMELURR R - RSB AR BRI A SRR <
BHI1 : CDSafE & VHHIRZ B4

[0149] 4K A& £ 58S Fe (SEQ ID NO: 72) 2 ACD8a Z fiafh
S 5 P RE B 5 G 5 A B A EICDS 0y B A8 o 725 45 2 B CDSa i B
SR %+ R RS 2 BYWIEY SO0 mULA T o 73 B M B B 2 7 o
BAIRI(PBMC) » FL{fEF Qiagen RNeasy MaxiZ=4l 4 # 4 mRNA » F R %
{# F Thermo Superseript TV i $% 5 J 2% dT3|  (oligo-dT priming)#
{E % —BEcDNA © VHHFF 14 FiPCR{# Fll cDNA { 5 BEBRHS 214 08 AL
S 25 % B R BT o (B VHH-Fe-AGA2RE & B B © Fefy AfHTgGl
Fe (SEQ ID NO: 32) » SifE— st T » VA (8.2 XL HEHY 2 R1gG1
Fc (fF#1Fc xELL ; SEQ ID NO: 33) »

[0150) EE/-RVHH-Fc-AGA2FRt & EH 2 BERIEHEHACD8a ECD 2
BT S IBEE BE > BB TR E (LA ST I (FACS) R B 4 -
(653 SR B LT+ EL D859 B B B 10 O6 FLAR o FL I EL A M e oo
B [ REER Y VHH-FoR BB L BB EED « A H 96T R R

H LR EY) 2 FIE TR E &8 CD8af B g 4y 2 293F4l A (CD8alZ M) 5

5 54 HEETIEREIE)
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REEE I 2 293F4IAE(CD8afa %) - ik > AR SCEIERC Z Hi A#HIgG1 Fe
T piae R o Ao B AR E g o A -

[0151] A5 &E o 7 CDBaly M 4l e K A &5 & i CD8af2 ML 4l i 2
VHHRVIZEE P51 A Fe xELL 4R & [FIfE 28 £ M A B YR EEHE T -
HFE M HEK293 Freestyledlifg (293 F4HAE) BCCHOAAEY § 55 I B8 L 52 i
WIS AL R o 3T RZ B BIEIR - #EEB B AL 7700
ZEHEH > Hi280 nm N ZBOEE KB HRBEETRIRE -

[0152] f#E&EGCD8a s —{ VHHI(4 Z%B7) AF(L - iS5 Z © B7
AR A GEN NAEERARRR - FEhg Ak hE = Bt ae
R ZkEE - H 904 CDR B L s Ze 5 g 1 LS S R MR AT IS - B7 2 g
BBV RSB ABLERARENR T ZFEERIRET - EIEEBT
VHH . FF5I[(SEQ ID NO: 2) & AFE{EfF = hzB7v1-hzB7v 18 (SEQ ID NO:
6-30H] 41 H Cliti BB ML 7 /E 2 Gly-Gly (GO E 1 (R LEFFIRE T
ZXXFIR) o AN HIRBIRAE B Frign < VHHIE B 2 (E—F A 117
Pa Y Bk e B2 (K117) 8] &8 K & fig B2 (K117D) ~ %% iz B2 (K117E) Bt g B2
(K117R) B - &7 44 & hzB7v41 (SEQ ID NO:100) ~ A#H{EVHHE &
KIT7REUGE F e Fp H1 A o LU RS Je o ELIN T #1468 -

[0153] & rid & =\ A AR M & ol A2 &€ 73 B 2 A FACD8+ THHAE. E&F
ErgF (b HCD8a VHH-hIgG1-Fc 2 CD8afE& X IRHVSE & « &L /7 BT 4l
AL 30,000 ([ 4 At/ FL 2R 88 72 96 FLER 2 FACS & &1/ (PBS » 1% BSA » 0.1%
NaN3 » pH 7.4)dr - R& @A HEK293F 4 iy H {E CD8alz M: ¥ i H LA
30,000 AHAE/ FLZE 5 7Y BE A HIRR P o 1R RF A 2 IR IR 2 2x e 8 R T
1000 nM > H#ET3 ~ 4RSEBEEWMEZE - ML FACSEENIRAEE &

55 HEWHRE)
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ke LB - BRI EFRE ZMET » AR ohEaeE4CT
FEE30578% o AI150 pL FACSEEENR/FLIEMRI K Z1& - REAIAEHERZZER
FACS&GEEIR ST » A2 SEIREL T ABEFe e L2000 DULEG & o
H 2 AR HLCDATLAS (48 2 OKT4) DA1: 100F BE{E BB 44 A - {£4°C T 85
Boiik2057 4 o H—XA150 nL FACSEEENR/ LAWK 1% - R E)
F\ A ACH B iy B CDA-AAE(E MGG & Z K - CD8adG G LR EEM &
647nm | Z PEZECH A - B &R H 5 GraphPad Prism 3 T #K 4G 77
ffr o ftIntellicyt iQue Plus BT EN A MALHEMEH] - FricmREE
(Bmax){E & &AM T (Ko) BoR B2 R R3 » HEE G G R B 1A-

BB 2A-BH - @ = Bmax (Bl F f5 g te < AR EEER - S {EBmax{H 1 A8

%22
Rl&EH Bmax (MFI) Ka (nM) SEQ ID NO.

B7-xELL-Fc 50903 0.06072 2,33
hzB7v2-xELL-Fc 51439 0.06946 7,33
hzB7v3-xELL-Fc 50103 0.05792 8,33
hzB7v4-xELL-Fc 50839 0.05671 9,33
hzB7v6-xELL-Fc 43658 0.09356 11,33
hzB7v7-xELL-Fc 58151 0.08346 13, 33
hzB7v8-xELL-Fc 53344 0.05797 15, 33
hzB7v9-xELL-Fc 57324 0.05084 17, 33

723

Rl&EH Bmax (MFI) Ka (nM) SEQ ID NO.

B7-xELL-Fc 39806 0.06663 2,33
hzB7v2-xELL-Fc 38832 0.05951 7,33
hzB7v10-xELL-Fc 26561 0.1065 19, 33
hzB7v11-xELL-Fc 41041 0.06089 20, 33
hzB7v12-xELL-Fc 29460 0.05847 21,33
hzB7v13-xELL-Fc 31494 0.05805 23,33
hzB7v14-xELL-Fc 36208 0.06564 24,33
hzB7v15-xELL-Fc 39345 0.09653 25,33

[0154] 40MEF AR - 1AR2AK ER - FrHlIEACD8&E & % Ik LUK

% 56 HEWHRTE)
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720.2 1M EEAR S B FIEEH0.1 nM 2B %4 AZECDS+ T4 -
f01E | B R B 2B B o b B4 B7-xBLL-Fo.2 Sh B A I3 % Bk R 2 B 84
293 IEANNE.Y B E4E S > HB7-xELL-Fe LU LL 146 & 2 CD8+ T4 i
=R B IB2,00045 2 BRI 145 S BR AN - b B KR R IICD8a%E & S ik
B 45 £ CDS ©
EHI2 . CDSEASHKE N ERARERECDSZ EE

(0155 % b B) =% 4B 1 58 4l 3 408~ HEK293F4IRRET b
P G > A TR A (B CD8a%t & % ik 4% & - HEK293F4H it FA 45 75
> B AR EEHECDSa HE - P FIIRES K GFPRRAS 7 - f4 4T
S ff 41 B LA 30,000 18 41 B/ 71, 2 8 75 96 7L 88 = FACS 48 187 /it (PBS > 1%
BSA > 0.1% NaNs » pH 7.4)55 o [ {4 5 I8 25 T 6 R 2 2 £ 4608 25 500
nM > FEFT3 - ARS{EEMRTE - 850k FACSSE B i (1% bfe
O o WU S ORI E SRR 40D FLE S IR AEATC TRE30
54 o 150 L FACSEME /LM 2 1% » K400 BT HFACS S
@ > Horh A0 5 A el BB DL 1:2000FF 12 « 1E4°C TREE A4
205748 o FE— 2 150 uL FACSSEE LN 15 » 3 i 3=k 40RR 01 2 i
ERISES S0k - fEIntellicyt iQue Plus. b i 577 B2 41 BB 5 45 (50 - =
$CD8a 2 (L A A (2 GFPIG 14 AT L % k45 & B0 5647 nm T2 o
RV - @8ER FL{EFI GraphPad Prisms)f7 8088 317 46 R RH
R4 T SR E3A-BE -

4 1 JECDSa  HEK293F4IH |- 454

111127060

RS EH Bmax (MFI) Ka (nM) SEQ ID NO.
B7-xELL-Fc 189563 0.1448 2,33
hzB7v10-xELL-Fc 171061 0.5654 19, 33
hzB7v15-xELL-Fc 187850 0.1784 25,33
55 57 E(HIHEAE)
C249070PA .docx
FEHEE A0202 1113287640-0
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RS T BEMIECDal: Y HEK293F4If E 2 &5 &

Rl&EH Bmax (MFI) Ka (nM) SEQ ID NO.
B7-xELL-Fc 82948 0.03533 2,33
hzB7v10-xELL-Fc 69358 0.09725 19, 33
hzB7v15-xELL-Fc 82954 0.04056 25,33

[0156]) WE3AKRFATFR » FrHIEICD84E & % IR & &L 4
HEK293F4lii - #Z AR AMACD8a - HRA JJ{K[20.6 nM - [E 3B K
RKSHAR 0 FTHIERYCD84E & Z IR LMK 0.1 nMEVFRAI N4 & R RE
ffifECD8aryHEK293F4If -

HHI3 : CD8GESZMES N AE R RERIER 2 Z4M

(0157 & b Bh =C AT AR 2 ity B9 48 o0 e A H TAl AT s 48 oy B |
WEPBMCEY & b SC P i il 2 R R Wi A\ FH{ECD8adti & % JRaV&E & -
e B EPBMC - R4 7y BEAH A LLEEFL. 200,000 4 A - H Y AZAT
A - LLEE L 50,000 {[# 4 At 25 3 72 96 £ 8 & FACS 4% & /% (PBS » 1%
BSA > 0.1% NaN; - pH 7.4)d - 5 7% K HIG 2% A M0 B 2 2x e &% R 250
nM HE{TA4ZEERTE - EBIFACSEE R BEE _RinfE  HiE - &
RN E SRR 2@t - BRI E4C TEE3078# - H
150 pL FACS&EEIR/FLIE MR R Z 1% » Al F I FACS & EIR + -
B e B it AFEURE DL 1000F B2 LU(HHICD8asE & - H & AL It
CD3{i A% (%1 22.SP34.2) DL 1:40%5 ¥ H 1 CD4$i fS (4 22 OKT4) LA 1:100 75
B - F4C MBI E208# - I —XMA 150 pL FACS% ER L IF <
% FEin = E it ¥ CD3+ CD4-JIAI(HHICD8adE & - f£ It 54l
MEr E 2 4S5 & EM /647 nm [ 2P ESEE A - G ER HEH
GraphPad Prism 47 fT 8k 88 97 7 > £ ACEA Biosciences Novocyte-
Quanteon i B LA AL F AT R B =NAACHE T (HH] - &RE RN RO

% 58 HEWHRTE)
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KT EA4A-BH -
%6 1 AMICD3+ CD4- T4l 2 455

RS EH Bmax (MFI) Ka (nM) SEQ ID NO.
B7-xELL-Fc 111947 0.02335 2,33
hzB7v10-xELL-Fc 102521 0.08498 19, 33
hzB7v15-xELL-Fc 112777 0.02296 25,33
=7 BREWIECD3+ CD4-4lifg F 454
RS EH Bmax (MFI) Ka (nM) SEQ ID NO.
B7-xELL-Fc 180823 0.04832 2,33
hzB7v10-xELL-Fc 142617 0.07370 19, 33
hzB7v15-xELL-Fc 181851 0.05399 25,33

[0158]) WE4ARF6F R - A AIEIHICD84E & % Ik AL 0.1
nMHAVE I 145 & AFACD3+ CD4- T4 - B 4B KFRTHFr » Bl
HYCD84E & 2 Ik LAY 0.08 nMAVR AN ) 48 & B B Il CD3+ CD4-4ffT -

[0159]) #&h 7 &) =N A0 AT & flg ¥ A\ #Hleukopak THHAME & & 2& il 15
PBMC & ECD8a%t & % ikhzB7v15-xELL-Fc 2 4t & o ¥leukopak T#4H At
FACTLH T 88 PR R AR S KRR B RS0 fFLUIR AT - dHREE
400x g NEELSr#E - HEZE FIFK - BB 10{EFL 5200 nM Z ¢ 4R7EE LA
1:338 5% F2hzB7v15-xELL-Fc - FACS4E &R FEIE4S & ¥iE » A%
E4C TR BE30788 o LA400x gl Lo AR S 88 H A5 BB « Jirdiie
—RXRHAAE4C THEHERZN L EHE(FLCD34 A& 4 2 OKT3-BV605
(1:200) ~ HLCD4FTAS 4H ZOKT4-B785 (1:200) k2 AR ZC i AFRFe i
(1:500)H 3077 5% - LA400x gifE.LaorArEES 48 H Z 5% FIFR - dAERI150
nL FACSZEENR M » HF70 pL FACS4EE R B % LLEIE Novocytelfi
BCAAE G R R - SR BRI T RS KEISAT -

[0160] &EEHHEPBMCH CTLELE & 88 1t ik g BB ik e R H 2L &

FL.500,000{ SHAE 2 906 FLUK s AR o - AHAEAE400x g T HEE.0 55738 H

59 HEHHRE)
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EZ8 FER - B10{EFLE30 nMZ 4140 77 MR B DL 13 B EE M BE 48 Alexa
Fluor 647 {222 ~ hzB7v15-xELL-Fc (AF647-hzB7v15-xELL-Fc)
FACS& R M FIREE & IR - HRFsZ A4 C T F207 8 - LL400x ¢
B L T ERS o o8 H 58 OB - iR 150 pl PBSEEENRLHE - HH40
nL FACS%4EfE K ~ 10 pL BV 4% f#7% (Brilliant Stain Buffer Plus ; BD
Biosciences) i E » HEH I R (HiCD3fifa 4l Z2.SP34-BV421 (1:25) ~ 1
CD4#ifE 4l 220KT4-BV785 (1:100) X1 CD163 e 4l 2 3G8-PE (1:100))
FRFACS&ENR S 250 pLE EYIRII 24T - dHMAE4C T 4E2057 8% -
LL400x g Loy frias e H A5 FFK - dfEA 150 nL FACS& R L
M HR70 pL FACS4E f#/® 88 7% LA {£ Novoceyte i B LA A 8 38
8o GRS T RIKESB
=8 1 AFACD3+ CD4- Tl | 2 45 &

=E=

Kq (nM)

SEQ ID NO.

hzB7v15-xELL-Fc

0.09465

25,33

R9 * BEMIECD3+ CD4- CDI16-4IE L2 &

=E=

Kq (nM)

SEQ ID NO.

hzB7v15-xELL-Fc

0.05412

25,33

111127060 FEHESE A0202

[0161) #ESAKFESHFR » hzB7v15-xELL-FcLAE 0.1 nM 2
A 45 & N CD3+ CD4- THAE - B SB R FIF i » hzB7v1s-
XELL-FcDME20.06 nM Z 3R AN )45 & B i CD3+ CD4- CD16-4M1 -
BEH4 - WEIL-2Z CD8all AR &

[0162]) FFIL-2# B4 F 5F E & = CD8a%s & VHH hzB7v15 5
VHH hzB7v313 - Fcl& K ft & £ Fc & > Clif iy R B IL-2 /9 % Bk 69§ &
CD8aZIL-2&EM - MaEL /R _EY » &/ E 21FFcl& RIKZEIL-2.2
VHH hzB7v155(VHH hzB7v3 13Dl @l & £ FHFcl& 2 VHH hzB7v15E;

5 60 HEEHIRIE)

C249070PA docx
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VHH hzB7v313 - Nt » “FREED S W{ECD8ask & VHHIEL - F ([
Fcl@ & — (B IL-2 - 4y B HEK-Blue 1L2%#7 247 F L CD8a” HEK-
Blue IL2 %R At - # H#f% £50 mLEEFE » DL400x gl [ EELES 9y i -
H LLO.5x 1076 {E 4 Atl/ml 2 %% & B B i i & TRUR L 0t i & AL (DMEM
+ 4.5g/LEEHE ~ 2 mM L-Z5FEREEE + 10% 2085 2 FBS + 100U/mL 55 1
Z + 100pug/mLEERZ + 100pug/mL normocin) » A1 73 A7 85 B B o B 2%
REORE 2 — RV ZIKMREER - BHEFLAII100 pL < K100 pnL.2 50,0001
MR 2 EEBTEYRE 2 FIRIGFLEBN & FLF « KZBIECO8F
FHRAE37C NEE20/NF - BIERE R IHE 25 Quanti-Blue )& /K (FF 74
K F BAEACE AR £3T CRE30788) » {E400x g T 55 2 Lo 70 7
RESor¢8 - K100 nL BB IRER 2 ay FRoeFLAASEE R - IR
100 uL/FL .7 Quanti-Blue/5/K * HIE5% COSZEFfEFIE3TC TEEFL-2/)N
0 o ZEEMaxZE & FA£650 nm N EEAUEOLE -

[0163] B O6AFFTR » fEAKRBCD8a L dlif > B HEIL-2
Z B CD8a 2 25 Ik B 3R LL A & JR 8 (=) VHHIE R B A AU TL-2 2 % i BH & B
YIS M © WE6B K E6CH R » fERILCD8a HMIH - f & CD8aks
& VHH R FIL-2 2 Z IR B EVIL-2)5M » HEUNE & IE8
VHH i, 5z 8 A RITL-2 2 25 BRHVE M o B R v VHHIE B EIL-2 2 %
FRAE R IACD8a sy E AL IR E B ERAE N - EHFEERERIL-2)5
P ] A g R i [ A R SR B R I CD8a Z 4R - HEn B b &
AT REGEAE0.01 21 nM ZfH -
BEH5 - HE&CD8aiE & VHH RKFEIL-2 2 % EE &M TH a7

[0164]) I FABERBAHYFAGEERMESED ZCD8+ THAUHE

5 61 HEEHIEREE)
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WMo RE > e EO SRS £ CD8a%s 4 VHH hzB7v15 2 Clii iy &
IL-2 - HE B GREAFAR AT L5115 810.3 meg/kg 2 MEED - fERIGE
AR AR EEARA 2 BTR B RHYRESMES - £
Lymphoprep™ 1 {fi [ %5 &£ #t /0o 2K o B 25 B F] B Y 3 22 0% B2 4% 40 A
(PBMC) » H R ZE LIRS AE R B piis sl & B4/ - B THHM >
B R R ILCDAECD8a{H F £ I BAHAIIESCCD20AICD3+4H A - 58 & M4 T4H
B( " Treg y VEFE K /NRICD2S H EHEK 2 CDI127 & E/YCD4+ THH
Hg - CD4+EH X1 T4HAE( ' CD4+ Tcon , )EFR /A RBCD2SHEFHIEH
CD127 & EHICD4+ T4 - NKAHME £ 5 ZHNKG2A 2 JET K JEB4H
B - $HHCD204E 2[5 M 2 BERS BRI R B AR AN - (58 A9 0% ) =X 41 AR T 2 9t
AE S PBMCRpBE ~ B AT B - H A 4G 818 7 R4 B A ATET BibR
PL&A B2 p B4R T BUKET B iR 5 8 -

[0165] #NME7H AR > 0.3 mg/kg 2 EXH & Z ¥ [AICD8 Z e 1L-
2iERCD8+ THIAE 5.6 HM R NKAIAY 2 2. 8{5 1Y » AR AEECE
CD8-#lffET » f#ETreg - CD4+E KITHHAT K BAHAE - I=m % H 2 CD8+ T
AT EEAE TN 2 3. 248 0 - B 42PBMCEL B AHEE A 45 8 Rl 4R AT 51 8%
W27 o [t % B RE T B 5 CD8a 7 5 35 1L-2 5 B2 M th 3% 2 )F 3 14y
CD8+4HRT AT <~ AT IE IE -

BHHI6 : CD8aiE S IR 293F4HME ERILZ A CDSEEG &

[0166] & i =04 AR & fl /£ 4R % A JECD8aslCD8bi# &
AE T i 4 ~ HEK293F 4 FRFE B & AFA{LCD8a%i & VHHEY ~ Fcl& »
AEFRESRFPEER S EFcE 2 Cliffy 2B RMBIL-2HIZ 2 &6 - &
BERZEEMHE "KiH, BEW A% _FRBFcE > HpmiErz

CDBa%f & VHHI il & £ S Fcl&E Z NI - HEBIL-2ER =% ", Fcl&
55 62 HHTRAS)
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ZClif » EAEBMRETREERL 2 "TKiH ) WEEYRZ P T %
BE o RF AC B 4 A A DU FL 50,000 {[E 4 B 25 3 70 96 FL &~ FACS 4% 181 /1
(PBS > 1% BSA » 0.1% NaNs > pH 7.4)t « BE{2 #5522 TR AR FE 22 2x A 6%
JBRIES00 nM - HAETTOR EEME - MK FACSSE Bk H(F(E &
BE 2 B - KRB ZIOR N2 F BB 2 Mias - Ao mBRaL4CTIEs
30578 - FH150 nL FACSEMENR/ LA R 2 1% - 4l i RRIF N FACS
AR T - K el AAFCHiAS LA 1000 R LLEHICD8SE & - 77
P AE4C THEEE307 88 - M 150 pL FACSEENRL MK — KR 1% » #51h
57 B = 4 B 2 Al A i S citrine 2 P M 2 4HAE (S HI4E S A CD8
K - AFIEFWMEE 2SS K E M K647 nm | 2 198 58 E (MFI) -
£ IntelliCyt iQue Screener Plus I % 77 /% B =4 A HI = o B AT - {F H
GraphPad Prism 73 fretAG g B K oM E R} - SR BRI RI0KESA-BH -

710 @ BRLEE: » HEK293F4IAE E#R3 2 A CD8afy&h &

Fl&EE Bmax (MFI) | K (nM) SEQ ID NO.
th7V;ii)$3§l§%G—KiH 14162685 7 405 81~ 68 ; z)g‘znsilz 69 . %%
th7v§(():ﬁ]:Z_Iélp;t;l;§3§%G—KiH 11553318 4480 82 68 ; z)g‘znsizz 69 . %%
th7v§i:;iE3§%%G-KiH 14220676 534 83~ 68 ; gfz 69 . %%
th7v%i:)ﬁ]::_Iilp;t:;§3§%G—KiH 14341168 3.807 84 ~ 68 ; gﬂsiztz 69 . %%
th7v%t)ﬁ]::_Iilp;t:;§3§%G—KiH 19760589 6543 85~ 68 ; gﬂsisz 69 . %%
th7v%i:)ﬁ]::_Iilp;t:;§3§%G—KiH 1454242 397 86 ~ 68 ; gﬂsﬁ 69 . %%
th7v§i:)ﬁ]:Z_Iélp;t;l;§3§%G—KiH 15047397 4546 87 ~ 68 ; gfz 69 . %%
th7v§z:)ﬁ]::_Iilp;t:;§3§%G—KiH 14456494 3179 88 - 68 ; gﬂsisz 69 . %%
th7v§i:;iE3§%%G-KiH 13748843 5 838 89 ~ 68 ; gﬂsﬁ 69 . %%

hzB7v15-xELL Fc 14220016 0.8207 25 ~ 33

% 63 HEWHRTE)
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[0167] #ESAKZFZI0F R > ATHIGCD8asE & Z IR LIMEREH
i [B N 2R 4SS ASHCD8a © [E8BE R 2 Ik LUE 2 0] RES HY R A0 ) &5
B ANFACDS8D -
BH7 : CD8aE S RATHRZEE

[0168] & it #h =\ AH A & g A£ &8 73 B 2 AT AR EFFE 2 Ik
 ZEZIRNEE AF(ECD8asi & VHHIE ~ Feli » HAEFEEZ L H
fl & EFcli 2 Cli iy 28 B FEIL-2 » EIEL LW P E L T KiH |
FREFE B RS Fcl& - HfATiE R ZCD8a%k& VHHIs Rl & £ FFel 2
Nl - HEEBIL-2E RS 2 "1, Fel& 2 Clii - fEAEBE R T REERLZ
"KiH | BV SV E NP B 288 o Re&E o7 B LA & 1. 50,000 41
R S Y96 FLEE ~ FACS 45 1) ®(PBS » 1% BSA » 0.1% NaNs3 > pH 7.4)
1o BER R 2 IR R 2 2x iR 40 R E200 nM > HAEITS (B EEMRE -
2k Z FACS&E IR FIE(E il 2 B - R Z IR 2 F /A 2
AT - B ERAE4C T B30 8 © f150 L FACS&RENR/ LI IR
R Z1% - i AR AR FE L B A LL1:10007% B LUERICD8add & HY B IR
SLPIABAIgGPuRG fo & YR HiCDAPIAG (§ 2.OKT4 > 1:200)HIFACS 4% {f)
MR o BA1:200077 st {6 Y #E (P L& o VS AT AT B4 » o TR AE4C
TEEE30578 o AEF150 pL FACSGE R — R 2% - i gh=\ 4
R E firf£P1- CD4-AHAE K P1- CD4+dIAE F{HASSE & CD8a L Zfik - 4t
LR R F 2 S & E R 647 nm | 2P ERE (MFI) - {£ACEA
Biosciences Novocyte-Quanteon it 8 =\ 4l AT #&F 2 170 ) LA AL & fig (2

Ml o fEFIGraphPad Prism 7y M#tER 4@ B R M E R - SR B RINF 1 KE
9A-Br o

P
=

AN
OH
%

&
2=
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11 BRLEE: » HEK293F4IAE L #3 2 A CD8ary&h &

Rl & EH Bmax (MFI) K4 (nM) SEQ ID NO.
hZ];ZVIZLg ZXEQI; KiH 287960 00606 |04 ;gi?z‘ TR
hZ];ZVIf);E;I; KiH 246762 000433 |04 gilz TOR
hZ];ZVIiI ;E;I; KiH 276473 orss |2 # gizz TR
hZ];ZVfS ;E;I; KiH 212072 o132 | # gfz TR
hz]lszzvlzﬁt;i% KiH 6068 4,049 94~ 48 ; 5542 70K %%
hZ];Zfo ;E;I; K 245259 007723 | gész TORZR
hZ];ZVij ;E;I; K 272085 008843 | 0% gi% TORZR
hZ];Zfo ;E;I; KiH 209090 oasa |00 g)gfz TR
hz]IBJZVIALIf)ZxDEtI;I; KiH 1704 4434 98 ~ 48 ; i)g‘zisz 70K %%

hzB7v15-xELL Fe 266083 0.07576 2533

(0169] #IE9ARFIFFTR » Fll s CD8a%s & % ik LUE A% SEH
T 2 R BLEL R R 2 BRI 4 & A BCDS AR - B OB R % it
FEEET N HACDA TAIH -

BHIS : CDSaE A S B NER AEHRCDSaZ 658

L0170 5 i B2t 4B i 884 4 46 5 e ST T 40 R 46853 B A
o 0 % D 14 L 7 BB A A (PBMC) 397 6 &5 &5 S XBLL fol@ 2 A
18 ECDSa%% & VHHIEL Y P8 S I ITAE & - B & B REPBMC - #5455
B 481 LA 45 71,200,000 B 48 » L3 5 A S T4RAR - LAAEL100,000(8 48
I 96 FLEE FFACS4E R (PBS » 1% BSA » 0.1% NaN; » pH 7.4)5 o
B (IS FAOFR I S8 2 X AR RS MBS0 M+ FLIAE 35S (5 A 91
FEITE o BEBATFACS 48 (708 70 5 1 — SRIR A8 2 U6 © 6 S RKIR BRI I 2
SR AT o FLS TR E4C FRE30578 - FI150 nL FACSHE(
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BIFLERW R 2 1% - A G FACSE R T - HEZEEHREA
1: 100077 % LUE HICD8adh & 8 AR LI A BATgGHiAR - & AT ALPLCD3
TLAS ((E ST PBMCELUA( » 4l ZSP34.2 » 1:50) R ZEEIEFLILCDAHLAR (4 &
OKT4 » 1:100) = LL1:20007% h0i (L PN $E (PT) LAIE 45 )5 4H B B SE 4 Bt - 4
P AE4C THEEE307 8 - FF— XM 150 L FACSEENRLMK 1% - #51h
i ) ZUAH AR £ flr B PT- (CD3+) CD4-4AE{EAICD8ass & {7 55 4R A
P2 EGEEN K647 nm [ 2155 L 58 E (MFI) - {LACEA Biosciences
Novocyte-Quanteon it Bl = 4 g &5 & 2 77 % B = 4 At R = iy (=000 - {5
GraphPad Prism 73 T §iAS 48 8L K o #r &R} « SR BRI R 12K F 13 K IE

10 A-DH -
212 1 Bl AZECDS T4 (CD4E ETHRN) 2 45 &

RS EH Bmax (MFI) Ka (nM) SEQ ID NO.
hzB7v15-xELL-Fc 287001 0.09133 25,33
hzB7v29-xELL-Fc 292513 0.07587 90, 33
hzB7v31-xELL-Fc 269349 0.09089 92,33
hzB7v35-xELL-Fc 278470 0.07665 99, 33
hzB7v41-xELL-Fc 363856 0.1093 100, 33

*13 1 RERECDS THHAEZ(CD3+ CD4- PBMC) EZ2&&

Rl&EH Bmax (MFI) Ka (nM) SEQ ID NO.
hzB7v15-xELL-Fc 121170 0.02514 25,33
hzB7v29-xELL-Fc 123694 0.03172 90, 33
hzB7v31-xELL-Fc 103591 0.03887 92, 33
hzB7v35-xELL-Fc 110657 0.02359 99, 33
hzB7v41-xELL-Fc 99723 0.04993 100, 33

[0171] 0B 10A KB 10ELL KR I12FFR - ATHIECD8adE & % ik
LLF R B KL 0.1 nMZRAN 1465 & ASHCD8 THHAE - B 10B k [E 10F &R
EFEZIRAEEIR AHCDS TR - 4B 10CKFI3FHTR - FrHlECD8a
& ZIRLER0.04 nsM 2R I 45 & REMIZRCD8 TAAY - [E 10D K [E
I0HERZ A E SN R ERMECDS T -
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BP9 : HE&CDSaE & VHH L REIL-22Z ZIFENRF R IL-2E5R
Ha

[0172] AEpSTATS 73 HEFE 2 Ik < #[FICD8a X IL-27E M » 82 %
Bk 4 CD8%5 4 VHHEL (hzB7v31 » SEQ ID NO: 92 » 5hzB7v41 » SEQ
ID NO:100) ~ Fcl& K BiFcl& 2 Clingl & 2 288 i 1L-2 - HIRE N aiE
2 CD8a%hi & VHHIE K Fe @ HMIL-2 2 % ik ~ BL&IEH = VHH -~ Fcl& F 28
B BIL-2 R EFAMIL-2 2 @& E D « BEE{LSTATS (pSTATS) & EE%R
BpSTATS Z 4HHf B o7 b 2 386 10 (5 5 Hh 4 6 A O 8 == 4 A R 22 il 2R B T -
2B O REFREE LA HEEIP A - FESEZ NETHALL500,000E
ARG/ FLER SN O6FLER 2 S 2 A RIEFEE(RPMI » 10% FBS @ 1 %414 E-§i
R (anti-anti)) & o [E 1% ARG 2 IAFR RS 2 2x i 4% B 200 nMEZS0 nM >
HETABEERR - BEEWBRANEZHEBFAE3TCTEEIS,
## o B R A4 C T Y100 uL 2~ Cytofix [& £ 4% 1/ (BD) 1 [& £ 3077
o fE{1% R AR E200 pL FACSEE DR F e —R HAE4C T Perm&g iy
& IIL (BD Phosflow) F172 7% 30 77 §# - 5 488 /& i i 1L 1x 2 & & 1K
(eBioscience) | /L R4EIL =X » HIERA4C TR EAFSTE LT Z&EE
PRI 2IERERTEF IR - CD4 (OKT4, 1:100) ~ CD3 (SP34-2,

X

1:50) ~ FoxP3 (236A/E7 » 1:40) ~ pSTATS (SRBCZX > 1:70) ~ CD25 (M-
A251 > 1:500) zCD8 (RPA-TS8 » 1:4000) - X H - 40150 uL FACS%:
R % B (E FH ACEA Biosciences Novocyte-Quanteon i &) =4 B 45 47
fr o & A E A CD8 T 4l Ag (CD3+CD8+) B¢ & £ ¥ T 4l Afg (Treg >
CD3+CD4+FoxP3+) | ZpSTATSHYZE SCIR AL bife R By 5 M4l i < 5
EOCTRE B L 2K E BIL-2{E 5 FE - (£ FiGraphPad Prism iy #ft

5 67 HEEHIRIIE)
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RS 48 B R AT Bk -

[0173) WEI1IAREI1ICHE® » f&CD8a%5 4 VHH hzB7v3 15
VHH hzB7v4 11, « Fcl& K Rl & EFcl& > Clift By 52 88 i 3 1L -2 /9 P B 58 22 ik
LU T i 8 14 )7 =0 B DA 72 0.03 nM 2 ECsofs ZpSTATS & & 1 /i 5
pSTATS[5MECDS T B v bbb » BPAAIL-2 (JREE R I T [E4Y
SOBHYIERUEM: » HFECso R KE1.6 nM » EFAERITL2JRPIRER.5 pMZ
ECsos ETreg | ZIL-2Z (55 & > 1fi Treg pSTATSE(pSTATSF5 14
CD4 T4HRE 1 53 EE < B EATHE An-F rf $ 15 CD8a  J ZF 1L-255 & ([& 11 A-
11D) - A& CD8a-hzB7v3 1 fRIL-2 7 ka2 JEH [ VHH ~ Fcl& K 28
BN FIL-2 2 Z iK1 5% AR DR 42 1 pSTATS & & & v (= [
il FER R BN IL-2 48 (m Al A DA ER EIL-2 2 fo (B R E EE M (B 11A-
11D) o
B0 : HEESCD8aE & VHH R EIL- 2 S GFEH Z AFBERZET
AR B (R R AL AR T4l A 2 T 4l F g 7

[0174] FEMZKE NIRRT EE < REEBHEDTORK REKE
fi R N R AL SR < PBMCHEEITHY I JE 70 A A — D ¥ E & CD8akl &
VHH hzB7v313 ~ Fcl& K ft & 2 Fel& 2 Clifi iy 28 & R B IL-2/Y % ik 2 0F
M (A A AR A = 4H (Miltenyi Biotec) HBHSH ~ B Bl 2K R R &
EHHB YR EADTCHEYMEF K - DTCEPBMCRE&IRBEISHEERE T
R B TE 24 Cell Trace 5 (Thermo) fE5C © £ 78 A 10 nMIRIE % ik 58I
ZBKLA200 nMIR RER IR 2 SEMBIRN S 2 A R E A RPMI » 10%
FBS » 1% A R-DLEE) FEEHE - HRES FEE &L VHH-
hIgG1-xELL Fc2 CD8a-hzB7v31Hy% ik ~ A& JE#! 5y VHH-hIgG1-xELL
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Fe R 2e 8 E IL-2 R B AL 20 & & H - IEFEANRNERZE - H
FH¥ICD3 (Hit3 » 1:100) ~ CD4 (OKT4 - 1:200) ~ CD8 (RPA-T8 » 1:200)
JCD45 (HI30 - 1:100) 2 L HURE DA B E PN §E (PT > 1:2000) 2K F5E 3
A AE nE BE DA 73 )5 AR BLSE 4l A - AF TAH A 73 23 By R 3 CD4 5 CD8a 2
CD45+ CD3+ PI-4fHf - 1£55 /N Bt R 5 R Eh=CAH AR & fig & B E T
B ES ¥ 4Hff BT - f£ACEA Biosciences Novocyte-Quanteon i &)=t 4 iz
g FAETT IR B AR E ity 2000 - {5 H GraphPad Prism oy A8k A6 48 B K o7
&R - WA LLHCD8a-hzB7v31-Fe-xELLEE B 2 5 AR 2B (L - 2K E
M A EEIL-2 A5 JE < B0 2 K 2 st By & & -
e EBA ILH AR > H MM EE KA CellTrace &5 L8 E 2 M ATHY
By EEsk e E Y FE 1 o7 EE e

[0175) #E12A KB 12CHFi~ » A& CD8a%E 4 VHH hzB7v31
ik ~ Fcl&@ Kl & £ Felid 2 Clin Y 28 8 R s IL-2 /Y AT A 2 KGR E CD8 T4H
AR e P R 5 T S (@ FR PBMICH B 7H - BY AR AUTL27REEECDS ([E12A
J[E12C) ) CD4 ([& 12B) TAHAE ~ BGFH - 740 # a1 CD8a 2 ZE 58 i 5 IL-2-F
o5 HCD4 THHRE B8 7E - B&CD8a-hzB7v3 1 fitIL-2 2 % Ik f B & JE 8t
=] VHH ~ Felé F 28 8 1L-2 2 Z Ik A eF E CD8ELCD4 T fiE 2 1]
ECRIBE AN - $5 7 B L -2 88 [r SR LA SR EIL-2 2 BB B3 EE IS -
sE XY TE -
BEH11 : HEE&CDSaE & VHH R REIL- 22 ZIFHN R ERBEPBMC
TR AT Al AR

[0176] fEIR NEBEREHY AR &E O HIEE N EMEEYHY
BE, S E H A4 CD8a%E 4 VHH hzB7v15 ~ xELL P329G - (1%
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“EBFCENBEE "I FeZ CEiRTREIL-2 o M E SRR LI1.0 mg/kg
AR NS BIR SEE - EREEO KRBT R 2B EREHEE)
PIUC S 2 M % & o {£ Lymphoprep™ o1 {55 ] %% J& 0 77 it 25 Wiy ] B Y
PBMC H FZ bR i s R piae sl s i - B THREEE
B CD4E(CD8a ~ K R EI BAAIIERLCD200YCD3+4H AT - 38 & 14 T4H A
(" Treg, )EFR HINFRHECD2S H B AEE 2 CD127& EHJCD4+ THIAY -
CD4+E HITHE( T CD4+ Tcon | )EHE & FFEHCD25H BEAEFECDI27
ZEHYCD4+ THIHE - NKAAEE & HRINKG2A 2 JET A IEBAHAE » A ¥
FRCD16 2[5 sefatd: - $HECD204 & 2 (51 < B ER I3 R BAHAE - (2
it Bl = BRI & g B E S PBMCupF @ Y AR T B - A AE 45 217
K4E HT R st B bR DA B2 T B 4R T RORET B iR - (ERESINEE - BER
B F Tt 2 PBMCREEE R B HIKiI6 7RI - S ~ @ #H B4R
EEED - AR A R R AR S Fv & - BEE [ H FoxP3
5k N T A% (1 4% 1 R 4H (e Bioscience) [E &€ 275 - FoxP3 K Ki67H & FHIHF
FE AR PR EOR - TAHIREER A & R CD4ECD8a ~ A~ R B NKAA
ZECNKG2AHYCD3+4liA - S METHHAE( " Treg ) )EFERIRIRICD2S K
FoxP3 7 CD4+ T4fifg - CD4+E I T4HAE( " CD4+ Tcon | YEFE BRI
CD255(FoxP3 2 CD4+ TR - NK4HMIE % HIET H REINKG2A H # ?
CD16 EfGME[a 1 - fEACEA Biosciences Novocyte-Quanteon i 8=\ 4H
A EAETT IR B =CA AR & g (=08 - 8 fdGraphPad Prism 7y ATk G 48 B &

&R - FHHFECREnL 2 M 2 WA R UERGEINES
mL [ o < R Et okt B L EE -

[0177] WE13ATFR - HXKEIE meg/kgHJHE ECD8a 2 JF#F1L-
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257 HISIRECDS THHAE 2 S(EHEIY - DL KRIHCD8a 2 CD16+5CD16-NK4
HEHY3.9(% K 4.7 (& 45 - CDRaf2 1 4HAEE: - 15 Treg ~ CD4+E A THHAY
KB 2 B HAE G SR A S © R 2 BIREZEE I - B13BE NG
A %3 CD8a . (I A B By iy 22 1 ¥ A BE 38 JE AR AL Ki6 7T HY Fp 2L SE D -
Ki67+3E/ECD8 Tl o EEEH E RPN EFLE TR Z58% » 1M
CD16+ k. CD16-NK&H A B £ AH [5] B ] 80 [B] o g /R Ki6 7+ A AE T~ 5 3 In40-
53% - CD8afz L AR EF (B iE Treg e CD4+E K THHIRE) WKi67+EEAGHY T 73
EEAEE o I FERHE R R CD8a ik 1L- 2% 2 1: 1 55 E V& 35 N CD8al;
MESHAE B < dHAEIE IR -
BHH12 . HEECD8ai & VHH R EIL-2Z ZKFEHRYCDS T4 Z 4
B TS 1 R st B A H AR Z DL MR M AT A TS M Y 3 58

[0178] FAEHCD8 THHAY < g AL R 5L o0 A b L v 2 5 B L
HE Z R IR ARSI (ADCO) TR — PR ER Y &G #%
Rl & ¥)8 5 CD8a%5 & VHH hzB7v313 - xELL#FHfE “ERBFcl&E M EE
i E "M Fel Z Cli YR EEIL-2 - HIRE 5 615 6 & JE 4 (5 VHH-
hlgG1-xELL Fc K ZE8FF1L-2 R By A RIL-2yR & EEH © B CD8 THH
RSt oot - KB R AR IR ZPBMCH R /7 #ECDS8 THHAE » HAE
BER L EFAENFFALAKE FAEMIL-250 48 & CD8adl & VHH
hzB7v31-hIgG1-xELL Fc FrZe&EFEIL-2 7 fi& & 3 (S InM) BV EE YN A
ESFF T > AL pg /mUE TS ECD3 2 HiAG (41 & © OKT3)RIFFTE
FAAE3 R - £ HIRAAERAL o i E K - ACYTO-IDAL & HA 4 A 7 i 7
(Enzo)fEEC A43 140/ » P& 96 7L 1 JE I B A2 o LL4,000 {[H 41 A9/ 7L 2E
100 pL > H B EFERT 4/ o i FRRE 2 CD8 THHMIAEPBS FF 58 ik — X H.
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W AT FE 7~ PUA [6] 3+ B2 B AZ A EE (20:1 ~ 10:1 &S 1D)IR D 2 &L 2
A431 H AR T - B E T E S EE-3/74k @40k (Sartorius IR I £ & FL 5 LA
ERIMAIE T - 20/NIF 2 5 tH M Incucyte i a5 E B A T E L BE-3/7 K&
CYTO-ID4L ~ B & ACHI E A43 1752 5E -

[0179] ¥ ADCCH 4 » FACYTO-IDAL & HA4H AR R~ HE Al (Enzo) &2
SLA43 14T - BEEAL96FL-T R E R F LA10,000{E A/ FLZE #1100 pL
HEHREMT 4/ 0N o 8 AZEPBMCHE B H 35 f i B =04 BeCR 2 g G N K4
RUAER - W& FLTTE © 25 uL Incucyte®#f ST 4HMLAE T 1Y A T8 G 1E-3/7
G et (Sartorius) Z B AR f51:2000 » 25 nLEFEASADCCHI AR
ZEBNZCmEIRER20 nM > 25 nLEgEE > FAMEBHIL-2 2 KER
A1 nM > SIL-28 REES DI REBRE &1 oM > 25 uL A
PBMCHYRE FHE 2 B 1{HA431 A 1025 ENKAAAE - (EARE/E =00 T AF
B10575# > R RIEEBEN3TC T Zincucyte i (528 FH#ETTHE - 15/)\
eEHEE AT EDE-3/7KCYTO-IDAL ~ EH B EA4315%58 » H
R KA SEH20 nMPH 2 E B E - 1 GraphPad Prism 317 8158 48
KAy HTET A &R -

[0180) #I[E 14A KB 14BHFiR » A& CD8a% 4 VHH hzB7v31
fg ~ Fel& N @& 2 Feli 2 Clif 2 22 8 )5 3 IL- 21 BRI B 28 IR AL R [E 3+
1 E R4 AR LE T 3 58 CDS TAHAE ~ fH B4R F (B 14A) » AN UAR
{51 B 4L I INPBMCEF W EGFR 5 1 A431 B 41 2 v % & B it
BEE) 2 ADCCIEM:([E 14B) - CD8 TAHAMIE AL LLAT B AR AUTL-2 N &8I 2]
ZIEEE3EAE - (BEADCCH T BIHER - B &JE# = VHH-hIgG1-

xELL Fe k288 k25 IL- 20V Rl & 2 B - A 59 0 I (s e 1 2 H AR A AE L
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Z ADCCIEME - f5/n R BIRE IL- 280 [ U S A LA A E IL-2 2 B8 (5
BE M R s Z AR

[0181] e Bl A SFIH ZAGHECE AT BB R T - A DL
HA R E T ARSI o AT S HE B R L AL B A R A TS 0 Ryl B 1 R PR
il A SR H - AN S%DH s iR R LG i AT B FR A5 S5O s [ 1T S i A2 £ 0 2
o HEAHFEEMNGEEFENE c s kBN A2 RS ERE
FEISASLH -

L F

LT 2 Rk
SEQID |f##tt el
NO
1 AJECDSa » HijEEife |MALPVTALLL PLALLLHAAR PSQFRVSPLD RTWNLGETVE
(E3E Y RS | LKCQVLLSNP TSGCSWLFQP RGAAASPTFL LYLSQNKPKA
1-21) AEGLDTQRFS GKRLGDTFVL TLSDFRRENE GYYFCSALSN
SIMYFSHFVP VFLPAKPTTT PAPRPPTPAP TIASQPLSLR
PEACRPAAGG AVHTRGLDFA CDIYIWAPLA GTCGVLLLSL
VITLYCNHRN RRRVCKCPRP VVKSGDKPSL SARYV
72 N ey fdE > MALPVTALLL PLALLLHAAR PSQFRVSPLD RTWNLGETVE
CD8a-IgV LEcHiJF |LKCQVLLSNP TSGCSWLFQP RGAAASPTFL LYLSQNKPKA
(Z9EF% BlgEsls |AEGLDTQRFS GKRLGDTFVL TLSDFRRENE GYYFCSALSN
1-21) SIMYFSHFVP VFLPAKTGGS GGGGCPPCPA PELPGGPSVFE
VFPPKPKDVL SISGRPEVTC VVVDVGKEDP EVNENWYIDG
VEVRTANTKP KEEQFNSTYR VVSVLPIQHQ DWLTGKEFKC
KVNNKALPAP IERTISKAKG QTREPQVYTL APHREELAKD
TVSVTCLVKG FYPADINVEW QRNGQPESEG TYANTPPQLD
NDGTYFLYSK LSVGKNTWQR GETLTCVVMH EALHNHYTOQOK
SISQSLGK
2 B7 VHH QVQLVQSGGGLVRPGGSLRLSCAASGFTFDDYAMSWVRQAPGK
GLEWVSTITWDGEGTDYAESMKGRFTISRDNAKS TVYLQMNGL
KSEDTAVYVCAKGSPELQYDSWGQGTQVTVKPXX
Hp & XAGlySRAFEAE
3 B7 ~ hzB7vl1 - GFTFDDYAMS
hzB7v2 ~ hzB7v3 ~
hzB7v4 ~ hzZB7v5 ~
hzB7v6 ~ hzZB7v7 ~
hzB7v8 ~ hzB7v9 ~
hzB7v10 ~
hzB7v11 ~
hzB7v12 ~
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hzB7v13 ~
hzB7v14 ~
hzB7v15 ~
hzB7v16 ~ hzB7v17
hzB7v18 ~
hzB7v19 ~
hzB7v20 ~
hzB7v21 ~
hzB7v25 ~
hzB7v26 ~
hzB7v27 ~
hzB7v28 ~
hzB7v29 ~
hzB7v30 ~
hzB7v31 ~
hzB7v33 ~
hzB7v34 ~
hzB7v35 ~
hzB7v36 ~
hzB7v37 ~ hzB7v39
F-hzB7v4027 CDR1

73

hzB7v23 27 CDR1

GEFTEDSYAMS

74

hzB7v24 CDR1

GFTESSYAMS

B7 ~ hzB7v1 -
hzB7v2 ~ hzB7v3 -
hzB7v4 ~ hzB7v5 -
hzB7v8 ~ hzB7v9 -
hzB7v13 zhzB7v14
~Z CDR2

TITWDGEGTD

12

hzB7v6 FthzB7v107
CDR2

TITWEGEGTD

14

hzB7v7 ~ hzB7v11 -
hzB7v15 ~
hzB7v19 ~
hzB7v20 ~
hzB7v21 ~
hzB7v23 ~ hzB7v24
FhzB7v28 7 CDR2

TITWDAEGTD

22

hzB7v127 CDR2

TITWSGEGTD

27

hzB7v1627 CDR2

TITWEGESTD

29

hzB7v1727 CDR2

TITWEGEGTY

31

hzB7v182 CDR2

TITWEGESTY

75

hzB7v252 CDR2

TITWSAEGTD

76

hzB7v26 ~ hzB7v30
F-hzB7v367 CDR2

TITWDAGGTD
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77

hzB7v27 ~ hzB7v29
F-hzB7v3527 CDR2

TITWDAEGTY

78

hzB7v31 F;hzB7v37
~ZCDR2

TITWDAGGTY

79

hzB7v33 2hzB7v39
~ZCDR2

TITWSAEGTY

80

hzB7v34 FzhzB7v40
~ CDR2

TITWSAGGTD

B7 ~ hzB7v1 -
hzB7v2 ~ hzB7v3 ~
hzB7v4 ~ hzB7v5 ~
hzB7v6 ~ hzB7v7 ~
hzB7v10 ~

hzB7vl11 ~
hzB7v12 ~
hzB7v16 ~ hzB7v17
FhzB7v182 CDR3

GSPELQYDS

16

hzB7v8 fthzB7v132
CDR3

GSPELQYES

18

hzB7v9 ~ hzB7v14 -
hzB7v15 ~
hzB7v19 ~
hzB7v20 ~
hzB7v21 ~
hzB7v23 ~
hzB7v24 ~
hzB7v25 ~
hzB7v26 ~
hzB7v27 ~
hzB7v28 ~
hzB7v29 ~
hzB7v30 ~
hzB7v31 ~
hzB7v33 ~
hzB7v34 ~
hzB7v35 ~
hzB7v36 ~
hzB7v37 ~ hzB7v39
FhzB7v4022 CDR3

GSPELQYDT

hzB7vl VHH

EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDGEGTDYAESVKGRETISRDNAKNTLYLOMSSL
RAFEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX

HpEXMGlySR A

hzB7v2 VHH

EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDGEGTDYAESVKGRETISRDNAKNTVYLOMSSL
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RAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX
HpEXAGlySA

8 hzB7v3 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDGEGTDYAESMKGRETISRDNAKNTVYLOMSSL
RAFEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX
HPEXEClYSRATFHE

9 hzB7v4 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDGEGTDYAESMKGRETISRDNAKSTVYLOMSSL
RAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX
HpEXAGlySA

10 hzB7v5 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDGEGTDYAESMKGRETISRDNAKSTVYLOMSSL
RAFEDTAVYVCAKGSPELQYDSWGQGTLVTVKPXX
HPEXEClYSRATFHE

11 hzB7v6 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWEGEGTDYAESMKGRETISRDNAKSTVYLOMSSL
RAFEDTAVYVCAKGSPELQYDSWGQGTLVTVKPXX
HPEXEClySATFHE

13 hzB7v7 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDAEGTDYAESMKGRETISRDNAKSTVYLOMSSL
RAEDTAVYVCAKGSPELQYDSWGQGTLVTVKPXX
HPEXEMClYRATFHE

15 hzB7v8 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDGEGTDYAESMKGRETISRDNAKSTVYLOMSSL
RAFEDTAVYVCAKGSPELQYESWGQGTLVTVKPXX
HPEXEClySATFHE

17 hzB7v9 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDGEGTDYAESMKGRETISRDNAKSTVYLOMSSL
RAFEDTAVYVCAKGSPELQYDTWGQGTLVTVKPXX

Hop & XAGlySRAFHE

19 hzB7v10 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWEGEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPGG

20 hzB7v11 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDAEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAFEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX
HPEXEClySATFHE

21 hzB7v12 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWSGEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAFEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX

Hp & XAGlySRAFH

23 hzB7v13 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDGEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAFEDTAVYYCAKGSPELQYESWGQGTLVTVKPXX
HpEXMGlySR A

24 hzB7v14 VHH EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
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GLEWVSTITWDGEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAFEDTAVYYCAKGSPELQYDTWGQGTLVTVKPXX

HPEXEClYSRATFHE

25

hzB7v15 VHH

EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWDAEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELQYDTWGQGTLVTVKPXX

HpEXAGlySA

26

hzB7v16 VHH

EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWEGESTDYAESVKGRETISRDNAKNTVYLOMSSL
RAFEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX

HPEXEClYSRATFHE

28

hzB7v17 VHH

EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWEGEGTYYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPGG

30

hzB7v18 VHH

EVOLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVROAPGK
GLEWVSTITWEGESTYYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX

H & XARGlySRAFHE

81

hzB7v19 VHH

QVQLVESGGGEVQPGGSLRLSCAASGEFTEFDDYAMSWVROAPGK
GLEWVSTITWDAEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

82

hzB7v20 VHH

EVOLVOSGGGEVQPGGSLRLSCAASGEFTFDDYAMSWVROAPGK
GLEWVSTITWDAEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

83

hzB7v21 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWDAEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP

84

hzB7v23 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETEFDSYAMSWVROAPGK
GLEWVSTITWDAEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

85

hzB7v24 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETESSYAMSWVROAPGK
GLEWVSTITWDAEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP

86

hzB7v25 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWSAEGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP

87

hzB7v26 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWDAGGTDYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

88

hzB7v27 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWDAEGTYYAESVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP

89

hzB7v28 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWDAEGTDYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

90

hzB7v29 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWDAEGTYYAAPVKGRETISRDNAKNTVYLOMSSL
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RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

91

hzB7v30 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWDAGGTDYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

92

hzB7v31 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWDAGGTYYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

93

hzB7v33 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWSAEGTYYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

94

hzB7v34 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWSAGGTDYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

99

hzB7v35 VHH

QVOQLVQOSGGGEVKPGGSLRLSCAASGETEFDDYAMSWVROAPGK
GLEWVSTITWDAEGTYYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

95

hzB7v36 VHH

QVOQLVQOSGGGEVKPGGSLRLSCAASGETEFDDYAMSWVROAPGK
GLEWVSTITWDAGGTDYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

96

hzB7v37 VHH

QVOQLVQOSGGGEVKPGGSLRLSCAASGETEFDDYAMSWVROAPGK
GLEWVSTITWDAGGTYYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

97

hzB7v39 VHH

QVOQLVQOSGGGEVKPGGSLRLSCAASGETEFDDYAMSWVROAPGK
GLEWVSTITWSAEGTYYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

98

hzB7v40 VHH

QVOQLVQOSGGGEVKPGGSLRLSCAASGETEFDDYAMSWVROAPGK
GLEWVSTITWSAGGTDYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELOQYDTWGQGTLVTVKP

100

hzB7v41 VHH

QVQLVQOSGGGEVQPGGSLRLSCAASGETFDDYAMSWVROAPGK
GLEWVSTITWDAGGTYYAAPVKGRETISRDNAKNTVYLOMSSL
RAEDTAVYYCAKGSPELQYDTWGQGTLVTVRP

32

NFEIgGl Fel&

DKTHTCPPC PAPELLGGPS VFLFPPKPKD TLMISRTPEV

TCVVVDVSHE
YRVVSVLTVL
KGQPREPQVY
EWESNGQPEN
GNVESCSVMH

DPEVKFNWYV
HODWLNGKEY
TLPPSRDELT
NYKTTPPVLD
EALHNHYTQK

DGVEVHNAKT KPREEQYNST
KCKVSNKALP APIEKTISKA
KNQVSLTCLV KGEFYPSDIAV
SDGSEFFLYSK LTVDKSRWQOQ
SLSLSPGK

33 AJEIgGl1 Fc xELL DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
HODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLP
PSRDELTKNQVSLTCLVKGEYPSDIAVEWESNGOQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTOQ
KSLSLSPGK

DKTHTCPPCP APELLGGPSV FLFPPKPKDT LYISRTPEVT
CVVVDVSHED PEVKFNWYVD GVEVHNAKTK PREEQYNSTY
RVVSVLTVLH QDWLNGKEYK CKVSNKALPA PIEKTISKAK

GQPREPQVYT LPPCRDELTK NQVSLWCLVK GFYPSDIAVE
78 H(WHHAE)

34 Fcl&mM252Y 7

M428V (YV) S354C
T366WiF
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WESNGQPENN YKTTPPVLDS DGSEFEFLYSKL TVDKSRWQOG
NVESCSVVHE ALHNHYTQKS LSLSPGK
35 FclEaM252Y ~ DKTHTCPPCP APELLGGPSV FLEFPPKPKDT LYISRTPEVT
M428V ~ H435R CVVVDVSHED PEVKFNWYVD GVEVHNAKTK PREEQYNSTY
(YVR) T366S - RVVSVLTVLH QDWLNGKEYK CKVSNKALPA PIEKTISKAK
L368A -~ Y407VFH] GQPREPQVCT LPPSRDELTK NQVSLSCAVK GEFYPSDIAVE
WESNGQPENN YKTTPPVLDS DGSEFEFLVSKL TVDKSRWQOG
NVESCSVVHE ALHNRYTQKS LSLSPGK
36 FclixELL H435R DKTHTC PPCPAPGGPS VFLFPPKPKD TLMISRTPEV
TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVMH EALHNRYTQK SLSLSPGK
37 Fcl&xELL M252Y Jz |DKTHTC PPCPAPGGPS VFLFPPKPKD TLYISRTPEV
M428V (YV) TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVVH EALHNHYTQK SLSLSPGK
38 Fcl&xELL M252Y Jz |DKTHTC PPCPAPGGPS VFLFPPKPKD TLYISRTPEV
M428L (YL) TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVLH EALHNHYTQK SLSLSPGK
39 Fcl#xELL M252Y ~ |DKTHTC PPCPAPGGPS VFLFPPKPKD TLYISRTPEV
M428L -~ H435R TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
(YLR) YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVLH EALHNRYTQK SLSLSPGK
40 FclixELL M252Y ~ |DKTHTC PPCPAPGGPS VFLFPPKPKD TLYISRTPEV
M428V ~ H435R TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
(YVR) YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVVH EALHNRYTQK SLSLSPGK
41 FclixELL S354C DKTHTC PPCPAPGGPS VFLFPPKPKD TLMISRTPEV
T366WHF TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGQPREPQVY TLPPCRDELT KNQVSLWCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVMH EALHNHYTQK SLSLSPGK
42 FclixELL H435R DKTHTC PPCPAPGGPS VFLFPPKPKD TLMISRTPEV
S354C T366WHF TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
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KGQPREPQVY TLPPCRDELT KNQVSLWCLV KGFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSFFLYSK LTVDKSRWQOQ
GNVFSCSVMH EALHNRYTQK SLSLSPGK
43 Fcl@xELL M252Y K, |DKTHTCPPCPAPGGPSVFLFPPKPKDTLYISRTPEVICVVVDV
M428V (YV) S354C |SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
T366WiHF HODWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLP
PCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVVHEALHNHYTQ
KSLSLSPGK
44 Fel@xELL M252Y K, |DKTHTCPPCPAPGGPSVFLFPPKPKDTLYISRTPEVICVVVDV
M428L (YL) S354C |SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
T366WiHF HODWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLP
PCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQ
KSLSLSPGK
45 Fcl&xELL M252Y ~ |DKTHTCPPCPAPGGPSVFLFPPKPKDTLYISRTPEVTCVVVDV
M428L - H435R SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
(YLR) $354C T366W |HODWLNGKE YKCKVSNKALPAPTEKT I SKAKGQPREPQVYTLP
s PCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNRYTQ
KSLSLSPGK
46 Fcl&xELL M252Y ~ |DKTHTCPPCPAPGGPSVFLFPPKPKDTLYISRTPEVTCVVVDV
M428V - H435R SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
(YVR) $354C HODWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLP
T366WHF PCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVVHEALHNRYTQ
KSLSLSPGK
47 Fcl&xELL T366S +  |DKTHTCPPCPAPGGPSVFLEFPPKPKDTLMISRTPEVTCVVVDV
L368A ~ Y407VF] |SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
HODWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLP
PSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQ
KSLSLSPGK
48 Fcl&xELL H435R ~ | DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
T366S ~ L368A - SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
Y407VET HODWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLP
PSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRYTQ
KSLSLSPGK
49 Fcl&xELL M252Y }, | DKTHTCPPCPAPGGPSVFLEFPPKPKDTLYISRTPEVTCVVVDV
M428V (YV) SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
T366S ~ L368A - HODWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLP
Y407VET PSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVVHEALHNHYTQ
KSLSLSPGK
50 Fcl&xELL M252Y }, | DKTHTCPPCPAPGGPSVFLEFPPKPKDTLYISRTPEVTCVVVDV
M428L (YL) SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
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T366S ~ L368A ~ HODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLP
Y407V PSRDELTKNQVSLSCAVKGEYPSDIAVEWESNGOQPENNYKTTP
PVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVLHEALHNHYTOQ
KSLSLSPGK
51 Fcl#xELL M252Y ~ |DKTHTCPPCPAPGGPSVFLFPPKPKDTLYISRTPEVTICVVVDV
M428L -~ H435R SHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
(YLR) T366S ~ HODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLP
L368A -~ Y407VFH] PSRDELTKNQVSLSCAVKGEYPSDIAVEWESNGOQPENNYKTTP
PVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVLHEALHNRYTOQ
KSLSLSPGK
52 Fcl#xELL M252Y ~ |DKTHTCPPCPAPGGPSVFLFPPKPKDTLYISRTPEVTICVVVDV
M428V ~ H435R SHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
(YVR) T366S - HODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLP
L368A -~ Y407VFH] PSRDELTKNQVSLSCAVKGEYPSDIAVEWESNGOQPENNYKTTP
PVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVVHEALHNRYTOQ
KSLSLSPGK
53 FclimH435R DKTHTCPPCP APELLGGPS VFLEFPPKPKD TLMISRTPEV
TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVMH EALHNRYTQK SLSLSPGK
54 FclEaM252Y Kz DKTHTCPPCP APELLGGPS VFLEFPPKPKD TLYISRTPEV
M428V (YV) TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVVH EALHNHYTQK SLSLSPGK
55 FclEaM252Y Kz DKTHTCPPCP APELLGGPS VFLEFPPKPKD TLYISRTPEV
M428L (YL) TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVLH EALHNHYTQK SLSLSPGK
56 FclEaM252Y ~ DKTHTCPPCP APELLGGPS VFLEFPPKPKD TLYISRTPEV
M428L -~ H435R TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
(YLR) YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVLH EALHNRYTQK SLSLSPGK
57 FclEaM252Y ~ DKTHTCPPCP APELLGGPS VFLEFPPKPKD TLYISRTPEV
M428V ~ H435R TCVVVDVSHE DPEVKEFNWYV DGVEVHNAKT KPREEQYNST
(YVR) YRVVSVLTVL HODWLNGKEY KCKVSNKALP APIEKTISKA
KGOQPREPQVY TLPPSRDELT KNQVSLTCLV KGEFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSEFFLYSK LTVDKSRWQQO
GNVESCSVVH EALHNRYTQK SLSLSPGK
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58 Fcl&S354C T366W | DKTHTCPPCP APELLGGPS VFLFPPKPKD TLMISRTPEV
s TCVVVDVSHE DPEVKENWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HQDWLNGKEY KCKVSNKALP APIEKTISKA
KGQPREPQVY TLPPCRDELT KNQVSLWCLV KGFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSFFLYSK LTVDKSRWQQ
GNVFSCSVMH EALHNHYTQK SLSLSPGK
59 FcliH435R S354C | DKTHTCPPCP APELLGGPS VFLFPPKPKD TLMISRTPEV
T366WHF TCVVVDVSHE DPEVKENWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HQDWLNGKEY KCKVSNKALP APIEKTISKA
KGQPREPQVY TLPPCRDELT KNQVSLWCLV KGFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSFFLYSK LTVDKSRWQQ
GNVFSCSVMH EALHNRYTQK SLSLSPGK
60 Fcl@&M252Y DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYISRTPEVTCVV
M428L (YL) S354C |VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
T366WHF TVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVY
TLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNH
YTOKSLSLSPGK
61 Fcl&M252Y ~ DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYISRTPEVTCVV
M428L - H435R VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
(YLR) S354C T366W | TVLHODWLNGKE YKCKVSNKALPAPIEKT I SKAKGQPREPQVY
s TLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNR
YTOKSLSLSPGK
62 Fcl&M252Y ~ DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYISRTPEVTCVV
M428V ~ H435R VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
(YVR) S354C TVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVY
T366WHF TLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVVHEALHNR
YTOKSLSLSPGK
63 Fcl&T3668S DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
L368A ~ YA07VE] |VDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPIEKT ISKAKGQPREPQVC
TLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLVSKLTVDKSRWQQGNVEFSCSVMHEALHNH
YTOKSLSLSPGK
64 Fcl&H435R - DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
T366S - L368A - VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
Y407VE] TVLHQDWLNGKEYKCKVSNKALPAPIEKT ISKAKGQPREPQVC
TLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
YTOKSLSLSPGK
65 FclEM252Y 7 DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYISRTPEVTCVV
M428V (YV) VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
T366S - L368A - TVLHQDWLNGKEYKCKVSNKALPAPIEKT ISKAKGQPREPQVC
Y407VET TLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLVSKLTVDKSRWQQGNVEFSCSVVHEALHNH
YTOKSLSLSPGK
55 82 HETERHAS
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66 Fcl@M252Y DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYISRTPEVTCVV
M428L (YL) VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
T366S ~ L368A ~ TVLHQDWLNGKE YKCKVSNKALPAPIEKT I SKAKGQPREPQVC
Y407VE] TLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVLHEALHNH
YTQKSLSLSPGK
67 Fcl@EM252Y - DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYISRTPEVTCVV
M428L - H435R VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
(YLR) T366S - TVLHQDWLNGKE YKCKVSNKALPAPIEKT I SKAKGQPREPQVC
L368A - Y407VE] |TLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVLHEALHNR
YTQKSLSLSPGK
68 Fcl@xELL P329G ~ | DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVICVVVDV
H435R -~ T366S - SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
L368A * Y407VF] |HQDWLNGKEYKCKVSNKALGAPIEKTISKAKGQPREPQVCTLP
AK447 PSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRYTQ
KSLSLSPG
69 Fcl@xELL P329G ~ | DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVICVVVDV
S354C ~ T366WHF | SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
AK447 HODWLNGKE YKCKVSNKALGAPIEKTISKAKGQPREPQVYTLP
PCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQ
KSLSLSPG
70 Fcl@IgG1 xELL DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
S354C ~ T366WHF | SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
AK447 HODWLNGKE YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLP
PCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQ
KSLSLSPG
101 Fcl&xELL H435R ~ | DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
T366S - L368A - SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
Y407VEIAK447 HODWLNGKE YKCKVSNKALPAPIEKTISKAKGQPREPQVCTLP
PSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRYTQ
KSLSLSPG
102 Fcli&S354C T366W |DKTHTCPPCP APELLGGPS VFLFPPKPKD TLMISRTPEV
i~ AK447 TCVVVDVSHE DPEVKENWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HQDWLNGKEY KCKVSNKALP APIEKTISKA
KGQPREPQVY TLPPCRDELT KNQVSLWCLV KGFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSFFLYSK LTVDKSRWQQ
GNVFSCSVMH EALHNHYTQK SLSLSPG
103 Fcl&H435R $354C  |DKTHTCPPCP APELLGGPS VFLFPPKPKD TLMISRTPEV
T366WHF « AK447 |TCVVVDVSHE DPEVKFNWYV DGVEVHNAKT KPREEQYNST
YRVVSVLTVL HQDWLNGKEY KCKVSNKALP APIEKTISKA
KGQPREPQVY TLPPCRDELT KNQVSLWCLV KGFYPSDIAV
EWESNGQPEN NYKTTPPVLD SDGSFFLYSK LTVDKSRWQQ
GNVFSCSVMH EALHNRYTQK SLSLSPG
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104 FclEaM252Y Kz DKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLYISRTPEVTCVV
M428L (YL) S354C |VDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
T366WHF - AK447 TVLHODWLNGKEYRKCKVSNKALPAPIEKTISKAKGQPREPQVY

TLPPCRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSEFEFLYSKLTVDKSRWOQOGNVESCSVLHEALHNH
YTOQKSLSLSPG

105 FclEaM252Y ~ DKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLYISRTPEVTCVV
M428L -~ H435R VDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
(YLR) S354C T366W | TVLHQDWLNGKEYKCKVSNKALPAPIEKT ISKAKGQPREPQVY
T~ AK447 TLPPCRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYK

TTPPVLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVLHEALHNR
YTOQKSLSLSPG

106 FclEaM252Y ~ DKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLYISRTPEVTCVV
M428V ~ H435R VDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
(YVR) S354C TVLHODWLNGKEYRKCKVSNKALPAPIEKTISKAKGQPREPQVY
T366WHF - AK447 TLPPCRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYK

TTPPVLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVVHEALHNR
YTOQKSLSLSPG

107 Fcl&T366S ~ DKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLMISRTPEVTCVV
L368A ~ Y407VFH ~ |VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
AK447 TVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVC

TLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSEFEFLVSKLTVDKSRWOQOGNVESCSVMHEALHNH
YTOQKSLSLSPG

108 Fcl&aH435R ~ DKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLMISRTPEVTCVV
T366S ~ L368A ~ VDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
Y407VE] ~ AK447 TVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVC

TLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSEFFLVSKLTVDKSRWQOGNVESCSVMHEALHNR
YTOQKSLSLSPG

109 FclEaM252Y Kz DKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLYISRTPEVTCVV
M428V (YV) VDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
T366S ~ L368A ~ TVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVC
Y407VE] ~ AK447 TLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYK

TTPPVLDSDGSEFEFLVSKLTVDKSRWOQOGNVESCSVVHEALHNH
YTOQKSLSLSPG

110 FclEaM252Y Kz DKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLYISRTPEVTCVV
M428L (YL) VDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
T366S -~ L368A - TVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVC
Y407VE] - AK447 TLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYK

TTPPVLDSDGSEFEFLVSKLTVDKSRWOQOGNVESCSVLHEALHNH
YTOQKSLSLSPG

111 FclEaM252Y ~ DKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLYISRTPEVTCVV
M428L ~ H435R VDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
(YLR) T366S - TVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVC
L368A - Y407VE] - TLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYK
AK447 TTPPVLDSDGSEFFLVSKLTVDKSRWQOGNVESCSVLHEALHNR

YTOQKSLSLSPG
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71 By A A HIL-2 APTSSSTKKTQLOQLEHLLLDLOMITLNGINNYRKNPKLTRMLTEK
FYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKNFHLRPRDLI
SNINVIVLELRKGSETTFMCEYADETATIVEFLNRWITFCQSTIT

STLT
112 HIE 1 GGGG
113 HE 2 GGSGGS
114 HIE 3 GGSSGS
25 85 H(SEHHREAE)
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing nonEnglishFreeTextLanguageCode="tw" dtdVersion="VI_3"
fileName="C249070SEQA. xm1" softwareName="WIPO Sequence" softwareVersion="2.1.2"
productionDate="2022-10-12">
<{ApplicantFileReference>01202-0031-00PCT</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/223, 786</ApplicationNumberText>
<FilingDate>2021-07-30</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="tw">%£ ™ 3474 & % 47/, 3] (INHIBRX,
INC. )</ApplicantName>
<ApplicantNameLatin>INHIBRX, INC.</ApplicantNameLatin>
<InventorName languageCode="tw">#3% C FFI(TIMMER, John C. )</InventorName>
<InventorNameLatin>TIMMER, John C. </InventorNameLatin>
<InventionTitle languageCode="tw">CD8%& 4 % Bk & H A £ </InventionTitle>
<SequenceTotalQuantity>114</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>235</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 235</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Human CD8a, precursor (signal
sequence is amino acids 1-21)</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - A#aCD8a - AT E&RE (1% 355 5|14k A
B%1-21)</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 235</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MALPVTALLLPLALLLHAARPSQFRVSPLDRTWNLGETVELKCQVLLSNPTSGCSWLFQPRG
AAASPTFLLYLSQNKPKAAEGLDTQRF SGKRLGDTFVLTLSDFRRENEGYYFCSALSNSIMYF SHFVPVFLPAKPTTTPA
PRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIY IWAPLAGTCGVLLLSLV I TLYCNHRNRRRVCKCPRPVV
KSGDKPSLSARYV</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: B7 VHH</INSDQualifier value>
<{NonEnglishQualifier value>&-sx : BT VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGLVRPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SMKGRFTISRDNAKSTVYLQMNGLKSEDTAVYVCAKGSPELQYDSWGQGTQVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR1 of B7, hzB7vl, hzB7vZ2, hzBTv3,
hzB7v4, hzBTvh, hzB7v6, hzBTv7, hzBTv8, hzBT7v9, hzB7v10, hzBTvll,
hzBTv12, hzBTv13, hzBTv14, hzB7v1lb, hzB7v16, hzB7v17 hzB7v18, hzB7v19, hzB7v20,
hzB7v21, hzB7v2b, hzB7v26, hzB7v27, hzBTv28, hzB7v29, </INSDQualifier value>
<{NonEnglishQualifier value>&-ax : BT ~ hzB7vl ~ hzBTv2 ~ hzB7v3 ~ hzBTv4 ~
hzB7vb ~ hzB7v6 ~ hzB7v7 ~ hzBTv8 ~ hzB7v9 ~ hzB7v10 ~ hzB7v11 ~ hzB7v12 ~ hzB7v13 ~
hzB7v14 ~ hzB7v15 ~ hzB7v16 ~ hzB7v1T ~ hzB7v18 ~ hzB7v19 ~ hzB7v20 ~ hzB7v21 ~
hzBTv25 ~ hzBTv26 ~ hzBTv27T ~ hzB7v28 ~ hzB7v292 CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature - CDR1 of hzB7v3l, hzB7v33, hzB7v34,
hzB7v3b, hzB7v36, hzBT7v37, hzB7v39, and hzB7v40</INSDQualifier value>
<{NonEnglishQualifier value>misc_feature - hzBTv3l ~ hzB7v33 ~ hzB7v34 ~
hzBTv35 ~ hzBTv36 ~ hzBTv3T ~ hzBTv39 AhzB7v402 CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFDDYAMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of B7, hzB7vl, hzB7vZ2, hzBTv3,
hzB7v4, hzB7vb, hzBTv8, hzBT7v9, hzB7vl3, and hzB7v14</INSDQualifier value>
<{NonEnglishQualifier value>&-ax : BT ~ hzB7vl ~ hzBTv2 ~ hzB7v3 ~ hzBTv4 ~
hzBTvb ~ hzB7v8 ~ hzB7v9 ~ hzBTv13 AhzB7v14 2 CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWDGEGTD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR3 of B7, hzB7vl, hzB7vZ2, hzBTv3,
hzBTv4, hzBTvh, hzBTv6, hzBT7v7, hzB7v10, hzB7vll, hzBT7v12, hzBT7v16, hzBTvl7,
andhzB7v18</INSDQualifier_value>
<{NonEnglishQualifier value>&-ax : BT ~ hzB7vl ~ hzBTv2 ~ hzB7v3 ~ hzBTv4 ~
hzB7vb ~ hzB7v6 ~ hzB7v7 ~ hzBTv10 ~ hzB7v1l ~ hzB7v12 ~ hzB7v16 ~ hzB7v17&hzB7v18=
CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPELQYDS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7vl VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>&-ax : hzB7vl VHH</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql5">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SVKGRFTISRDNAKNTLYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7vZ2 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>&-ax : hzB7v2 VHH</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v3 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>&-ax : hzB7v3 VHH</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q20">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q21">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SMKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q22">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v4 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>&-ax : hzB7v4 VHH</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SMKGRFTISRDNAKSTVYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7vb VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>&-ax : hzB7vb VHH</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q26">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q27">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SMKGRFTISRDNAKSTVYLQMSSLRAEDTAVYVCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q28">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v6 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>&-ax : hzB7v6 VHH</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWEGEGTDYAE
SMKGRFTISRDNAKSTVYLQMSSLRAEDTAVYVCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v6 and
hzB7v10</INSDQualifier value>
<{NonEnglishQualifier value>4 sz : hzBTv6 &hzB7v10x=
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWEGEGTD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v7 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>&-ax : hzB7v7 VHH</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg34">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg35">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTDYAE
SMKGRFTISRDNAKSTVYLQMSSLRAEDTAVYVCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q36">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v7, hzBTvll, hzBTvl5,
hzB7v19, hzB7v20, hzB7v21, hzB7v23, hzB7v24, and hzB7v28</INSDQualifier value>
<{NonEnglishQualifier value>4&-sx : hzB7vT7 ~ hzB7vl1 ~ hzB7v1lb ~ hzB7v19 ~
hzBTv20 ~ hzBTv21 ~ hzBTv23 ~ hzBTv24 A hzB7v28 2 CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q37">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>TITWDAEGTD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q38">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v8 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>&-ax : hzB7v8 VHH</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SMKGRFTISRDNAKSTVYLQMSSLRAEDTAVYVCAKGSPELQYESWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR3 of hzB7v8 and
hzB7v13</INSDQualifier value>
<{NonEnglishQualifier value>4 sz : hzBTv8 &hzB7v13x=
CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPELQYES</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v9 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>&-ax : hzB7v9 VHH</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q44">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
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<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg45">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SMKGRFTISRDNAKSTVYLQMSSLRAEDTAVYVCAKGSPELQYDTWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q46">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR3 of hzB7v9, hzBTvl4, hzBTvl5,
hzB7v19, hzB7v20, hzB7Tv21, hzB7v23, hzB7v24, hzB7v25, hzB7v26, hzB7v2T,
hzB7Tv28, hzBTv29, hzBTv30, hzBTv31l, hzB7v33, hzB7v34, hzB7v3h, hzB7v36, hzB7v3T,
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hzB7v39, and hzB7v40</INSDQualifier value>
<{NonEnglishQualifier value>4&-sx : hzB7v9 ~ hzB7v14 ~ hzB7v1lb ~ hzB7v19 ~
hzB7v20 ~ hzB7v21 ~ hzB7v23 ~ hzB7v24 ~ hzB7v25 ~ hzB7v26 ~ hzB7v27 ~ hzBTv28 ~
hzB7v29 ~ hzB7v30 ~ hzB7v3l ~ hzB7v33 ~ hzB7v34 ~ hzB7v35 ~ hzB7v36 ~ hzBTv3T ~
hzBTv39 &ZhzBTv40 2 CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q47">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPELQYDT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q48">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_ value>Synthetic: hzB7v10 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v10 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q49">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWEGEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPGG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb0">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7vll VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7vll VHH</NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v12 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7vl2 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gbb">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWSGEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v12</INSDQualifier_value>
<NonEnglishQualifier value>& sz : hzB7vl2=
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb7">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWSGEGTD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b8">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v13 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7vl3 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYESWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7vl4 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7vl4 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q62">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g63">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDGEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg64">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7vlb VHH</INSDQualifier_ value>
<NonEnglishQualifier value>4 sz : hzB7vl5 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg66">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qb67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v16 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4& sz : hzB7v16 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q68">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg69">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWEGESTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q70">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v16</INSDQualifier_value>
<NonEnglishQualifier value>& sz : hzB7v16=
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q7l1">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWEGESTD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q72">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7vl7 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4& sz : hzB7vlT VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q73">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWEGEGTYYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPGG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q74">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v17</INSDQualifier_value>
<NonEnglishQualifier value>& sz : hzB7vlT=
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q75">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>

111127060 FEH5E A0202 #E348 - K215 (FIR) 1113287640-0



202321283

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWEGEGTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q76">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v18 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v18 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>119. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>misc_feature — Each X is G or is
absent</INSDQualifier value>
<NonEnglishQualifier value>misc_feature - &X{&Gs RiFE4
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWEGESTYYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDSWGQGTLVTVKPXX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v18</INSDQualifier_value>
<NonEnglishQualifier value>4 sz : hzB7v18=
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWEGESTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>misc_feature - human IgGl Fc
region</INSDQualifier_value>
<NonEnglishQualifier_value>misc_feature - A#$ElgGl Fc&
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>misc_feature - human IgGl Fc
xELL</INSDQualifier value>
<{NonEnglishQualifier_value>misc_feature — A#algGl Fc
XELL</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVE SCSVMHEALHNHY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q85">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y and M428V (YV) S354C
T366W knob</INSDQualifier_value>
<NonEnglishQualifier value>& sk : Fc@M252Y &aM428V (YV) S354C T366WHr
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVVHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y, M428V, H435R (YVR)
T366S, L368A, Y407V hole</INSDQualifier_value>
<NonEnglishQualifier value>4 & : Fc@M252Y ~ M428V ~ H435R (YVR) T366S -
L368A ~ Y407V¢3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVVHEALHNRYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region xELL
H43bR</INSDQualifier_value>
<NonEnglishQualifier value>4 s : Fc@&xELL
H435R</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVE SCSVMHEALHNRY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region xELL M252Y and M428V
(YV)</INSDQualifier value>
<{NonEnglishQualifier value>&-ax : Fc@&xELL M252Y & M428V
(YV)</NonEnglishQualifier value>

111127060 FEH5E A0202 BAE - K121B(FIR) 1113287640-0



202321283

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVE SCSVVHEALHNHY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region xELL M252Y and M428L
(YL)</INSDQualifier value>
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<{NonEnglishQualifier value>&-sx : Fc@&xELL M252Y & M428L
(YL)</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q9%4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEF SCSVLHEALHNHY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg95">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier value>Synthetic: Fc region xELL M252Y, M428L, H435R
(YLR)</INSDQualifier value>
<{NonEnglishQualifier value>4& sz : Fc@&XELL M252Y ~ M428L ~ H435R
(YLR)</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVE SCSVLHEALHNRY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q97">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic: Fc region xELL M252Y, M428V, H435R
(YVR)</INSDQualifier value>
<{NonEnglishQualifier value>4 sz : Fc@&XELL M252Y ~ M428V ~ H435R
(YVR)</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVE SCSVVHEALHNRY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region xELL S354C T366W
knob</INSDQualifier value>
<{NonEnglishQualifier value>&- sz : Fc@&xELL S354C T366Wi
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql00">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSL
WCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEF SCSVMHEALHNHY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql01">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region xELL H435R S354C T366W
knob</INSDQualifier value>
<{NonEnglishQualifier value>&-sx : Fc@&xELL H43bR S354C T366WAF
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql02">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSL
WCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEF SCSVMHEALHNRY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql03">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region XxELL M252Y and M428V (YV) S354C
T366W knob</INSDQualifier_value>
<NonEnglishQualifier value>4 s : Fc@&xELL M252Y &M428V (YV) S354C T366Wir
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql04">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSL
WCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEF SCSVVHEALHNHY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
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<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region XxELL M252Y and M428L (YL) S354C
T366W knob</INSDQualifier_value>
<NonEnglishQualifier value>4 s : Fc@&xELL M252Y &M428L (YL) S354C T366Wir
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql06">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSL
WCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVLHEALHNHY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>

111127060 FEH5E A0202 #508 - K215 (FIR) 1113287640-0



202321283

<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql07">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region xELL M252Y, M428L, H435R (YLR)
S3b4C T366Wknob</INSDQualifier value>
<NonEnglishQualifier_value>4-sx : Fc@xXELL M252Y ~ M428L ~ H435R (YLR) S354C
T366WA#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql08">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSL
WCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEF SCSVLHEALHNRYTQKSLSLSP
GK</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql09">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region xELL M252Y, M428V, H435R (YVR)
S3b4C T366Wknob</INSDQualifier value>
<NonEnglishQualifier_value>&-sx : Fc@&xXELL M252Y ~ M428V ~ H435R (YVR) S354C
T366WA#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSL
WCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEF SCSVVHEALHNRY TQKSLSLSP
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GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qlll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic: Fc region xELL T366S, L3684, Y407V
hole</INSDQualifier value>
<{NonEnglishQualifier value>&-sx : Fc@&xELL T366S ~ L368A ~ Y40T7V¢3
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQVSL

111127060 FEH5E A0202 #5338 - K215 (FIR) 1113287640-0



202321283

SCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVE SCSVMHEALHNHY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic: Fc region XxELL H43bR, T366S, L3684, Y407V
hole</INSDQualifier value>
<NonEnglishQualifier_value>4-sz : Fc&XELL H435R ~ T366S ~ L368A ~ Y407V 3
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQVSL
SCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVE SCSVMHEALHNRY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qllb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region XxELL M252Y and M428V (YV)
T366S, L368A, Y407V hole</INSDQualifier_value>
<NonEnglishQualifier_value>4 s : Fc@&xELL M252Y &M428V (YV) T366S -
L368A ~ Y407V¢3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQVSL
SCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVE SCSVVHEALHNHY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region XxELL M252Y and M428L (YL)
T366S, L368A, Y407V hole</INSDQualifier_value>
<NonEnglishQualifier_value>&-sx @ Fc@&xELL M252Y &M428L (YL) T366S -
L368A ~ Y407V¢3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQVSL
SCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVE SCSVLHEALHNHY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region xELL M252Y, M428L, H435R (YLR)
T366S, L368A, Y407V hole</INSDQualifier_value>
<NonEnglishQualifier value>4 s : Fc@&xELL M252Y ~ M428L ~ H435R (YLR)
T366S ~ L368A ~ Y407V¢3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQVSL
SCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVE SCSVLHEALHNRY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>224</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region xELL M252Y, M428V, H435R (YVR)
T366S, L368A, Y407V hole</INSDQualifier_value>
<NonEnglishQualifier value>4 s : Fc@xELL M252Y -~ M428V ~ H435R (YVR)
T366S ~ L368A ~ Y407V¢3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="ql22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQVSL
SCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVE SCSVVHEALHNRY TQKSLSLSP
GK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region H435R</INSDQualifier_value>
<{NonEnglishQualifier value>4& sz : Fc@&H43bR</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="ql24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNRYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y and M428V
(YV)</INSDQualifier value>
<{NonEnglishQualifier value>4& sz : Fc@&M252Y R M428V
(YV)</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVVHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y and M428L
(YL)</INSDQualifier value>
<{NonEnglishQualifier value>4& sz : Fc@M252Y R M428L
(YL)</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region M252Y, M428L, H435R
(YLR)</INSDQualifier value>
<{NonEnglishQualifier value>&-sx : Fc@M252Y ~ M428L ~ H43HR
(YLR)</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNRYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql31">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region M252Y, M428V, H435R
(YVR)</INSDQualifier value>
<{NonEnglishQualifier value>4& sz : Fc@M252Y ~ M428V ~ H43HR
(YVR)</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVVHEALHNRYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region S354C T366W
knob</INSDQualifier value>
<{NonEnglishQualifier value>4& sz : Fc@&S354C T366Wir
</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region H43bR S354C T366W
knob</INSDQualifier value>
<{NonEnglishQualifier value>4& sz : Fc@&H43bR S3b4C T366WAF
</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNRYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y and M428L (YL) S354C
T366W knob</INSDQualifier_value>
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<NonEnglishQualifier value>& sk : Fc@M252Y &aM428L (YL) S354C T366WHr
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql39">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>Synthetic: Fc region M252Y, M428L, H435R (YLR) S354C
T366W knob</INSDQualifier_value>
<NonEnglishQualifier value>4& s : Fc@M252Y ~ M428L ~ H435R (YLR) S354C
T366WA#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNRYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="ql41">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y, M428V, H435R (YVR) S354C
T366W knob</INSDQualifier_value>
<NonEnglishQualifier value>4& s : Fc@M252Y ~ M428V ~ H435R (YVR) S354C
T366WA#</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVVHEALHNRYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region T366S, L3684, Y407V
hole</INSDQualifier value>
<{NonEnglishQualifier value>4& sz : Fc@&T366S ~ L368A ~ Y40TV¢3
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql4b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region H435R, T366S, L368A, Y407V
hole</INSDQualifier value>
<NonEnglishQualifier_value>& sk : Fc@H435R ~ T366S ~ L368A ~ Y407V 3
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y and M428V (YV) T366S,
L368A, Y407Vhole</INSDQualifier value>
<NonEnglishQualifier value>4 sk : Fc@M252Y &aM428V (YV) T366S ~ L368A -
Y407V¢3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVVHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
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<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y and M428L (YL) T366S,
L368A, Y407Vhole</INSDQualifier value>
<NonEnglishQualifier value>4 sk : Fc@M252Y &aM428L (YL) T366S ~ L368A -
Y407V¢3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql50">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql51">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y, M428L, H435R (YLR)
T366S, L368A, Y407V hole</INSDQualifier_value>
<NonEnglishQualifier value>4 s : Fc@M252Y ~ M428L ~ H435R (YLR) T366S -
L368A ~ Y407V¢3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 227</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql52">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVLHEALHNRYTQKSLS
LSPGK</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>223</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql53">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region XxELL P329G, H435R, T366S,
L368A, Y407V holedel taK447</INSDQualifier value>
<NonEnglishQualifier_value>4-sz : Fc@&xXELL P329G ~ H435R ~ T366S ~ L368A -
Y407V¢3 AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql54">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQVSL
SCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVE SCSVMHEALHNRY TQKSLSLSP
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G</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length>223</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region xELL P329G, S3b4C, T366W knob
deltaK447</INSDQualifier_value>
<{NonEnglishQualifier value>&-sx : Fc@&xELL P329G ~ S354C ~ T366WAF
AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql56">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQVSL
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WCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEF SCSVMHEALHNHY TQKSLSLSP
G</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>223</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql57">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc regionlgGl xELL S354C, T366W
knobdel taK447</INSDQualifier value>
<{NonEnglishQualifier value>&- sz : Fc@&IgGl xELL S354C ~ T366WAF
AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql58">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSL
WCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEF SCSVMHEALHNHY TQKSLSLSP
G</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>133</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 133</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql59">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>misc_feature - Wild type human IL-
2</INSDQualifier value>
<{NonEnglishQualifier value>misc_feature - # 4 % AFEIL-
2</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 133</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLT</ INSDSeq
_Sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>368</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 368</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql61">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: CD8a-IgV LFc antigen for immunization
(signal sequenceis amino acids 1-21)</INSDQualifier_value>
<NonEnglishQualifier value>4& sk @ B 74T % 7% 2 CD8a-1gV LFcit R (12354 7
14 A 8% 1-21)</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 368</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MALPVTALLLPLALLLHAARPSQFRVSPLDRTWNLGETVELKCQVLLSNPTSGCSWLFQPRG
AAASPTFLLYLSQNKPKAAEGLDTQRF SGKRLGDTFVLTLSDFRRENEGYYFCSALSNSIMYF SHFVPVFLPAKTGGSGG
GGCPPCPAPELPGGPSVFVFPPKPKDVLSISGRPEVTCVVVDVGKEDPEVNFNWY IDGVEVRTANTKPKEEQFNSTYRVV
SVLPIQHQDWLTGKEFKCKVNNKALPAPIERT I SKAKGQTREPQVYTLAPHREELAKDTVSVTCLVKGFYPADINVEWQR
NGQPESEGTYANTPPQLDNDGTYFLYSKLSVGKNTWQRGETLTCVVMHEALENHYTQKSISQSLGK</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR1 of hzB7v23</INSDQualifier_value>
<NonEnglishQualifier value>& sz : hzB7v23=
CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFDSYAMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR1 of hzB7v24</INSDQualifier_value>
<NonEnglishQualifier value>& sz : hzB7v24=
CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql66">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSYAMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v25</INSDQualifier_value>
<NonEnglishQualifier value>& sz : hzB7v25=
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>

111127060 FEH5E A0202 E82E - H1I21IB(FIE) 1113287640-0



202321283

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWSAEGTD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="76">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="ql69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v26, hzB7v30, and
hzB7v36</INSDQualifier value>
<{NonEnglishQualifier value>&-sx : hzB7v26 ~ hzB7v30 &ZhzB7v36 =
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>TITWDAGGTD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="77">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql71">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v27, hzB7v29, and
hzB7v3b</INSDQualifier value>
<{NonEnglishQualifier value>&-sx : hzB7v2T ~ hzB7v29 A hzBTv35 =
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>TITWDAEGTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="78">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v3l and
hzB7v37</INSDQualifier value>
<{NonEnglishQualifier value>4&-sx : hzB7v3l ZhzBTv3T=
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWDAGGTY</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="79">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v33 and
hzB7v39</INSDQualifier value>
<{NonEnglishQualifier value>4&-sx : hzB7v33 &ZhzB7v39=
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWSAEGTY</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="80">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: CDR2 of hzB7v34 and
hzB7v40</INSDQualifier value>
<{NonEnglishQualifier value>4&-sx : hzB7v34 ZhzB7v40=
CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TITWSAGGTD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="81">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v19 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4& sz : hzB7v19 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="82">
<INSDSeq>
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<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v20 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v20 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="83">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v2l VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v2l VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="84">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql8h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v23 VHH</INSDQualifier_ value>
<NonEnglishQualifier value>4 sz : hzB7v23 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDSYAMSWVRQAPGKGLEWVSTITWDAEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="85">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v24 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v24 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSTITWDAEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="86">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="ql89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v2b VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v25 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVST I TWSAEGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="87">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql91">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_ value>Synthetic: hzB7v26 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v26 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAGGTDYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="88">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v27 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4& sz : hzB7v2T VHH</NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql94">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTYYAE
SVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="89">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql95">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v28 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v28 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTDYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="90">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql97">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v29 VHH</INSDQualifier_ value>
<NonEnglishQualifier value>4 sz : hzB7v29 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTYYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="91">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="ql99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v30 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v30 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q200">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAGGTDYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="92">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q201">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v3l VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v3l VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q202">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAGGTYYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="93">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q203">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v33 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v33 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q204">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWSAEGTYYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="94">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q205">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v34 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v34 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q206">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWSAGGTDYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="95">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q207">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v36 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v36 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q208">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

111127060 FEH5E A0202 Z£101E - #121B(F3RH) 1113287640-0



202321283

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVKPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAGGTDYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="96">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q209">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v37 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4& sz : hzB7v3T VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q210">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVKPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAGGTYYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="97">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q211">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v39 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v39 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q212">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVKPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWSAEGTYYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="98">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q213">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v40 VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v40 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q214">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVKPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWSAGGTDYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="99">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q215">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v3b VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v35 VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q216">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVKPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAEGTYYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVKP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="100">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q2l17">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: hzB7v41l VHH</INSDQualifier_ value>
<{NonEnglishQualifier value>4 sz : hzB7v4l VHH</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q218">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGEVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSTITWDAGGTYYAA
PVKGRFTISRDNAKNTVYLQMSSLRAEDTAVYYCAKGSPELQYDTWGQGTLVTVRP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="101">
<INSDSeq>
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<INSDSeq_length>223</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q219">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic: Fc region XxELL H43bR, T366S, L3684, Y407V
holedel takK447</INSDQualifier value>
<NonEnglishQualifier_value>4-sz : Fc&XELL H435R ~ T366S ~ L368A ~ Y407V 3
AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q220">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQVSL
SCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVE SCSVMHEALHNRY TQKSLSLSP
G</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="102">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q221">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region S354C T366W knob,
deltaK447</INSDQualifier_value>
<{NonEnglishQualifier value>4& sz : Fc@&S354C T366WiF -
AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q222">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLS
LSPG</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="103">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q223">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region H435R S354C T366W knob,
deltaK447</INSDQualifier_value>
<{NonEnglishQualifier value>4& sz : Fc@&H43bR S3b4C T366WAF ~
AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q224">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNRYTQKSLS
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LSPG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="104">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q225">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y and M428L (YL) S354C
T366W knob, deltakK447</INSDQualifier value>
<NonEnglishQualifier value>4& & : Fc@M252Y &aM428L (YL) S354C T366W#r
AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q226">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
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VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLS
LSPG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="105">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q227">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y, M428L, H435R (YLR) S354C
T366W knob, deltakK447</INSDQualifier value>
<NonEnglishQualifier value>4& s : Fc@M252Y ~ M428L ~ H435R (YLR) S354C
T366WA4F ~ AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q228">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNRYTQKSLS
LSPG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="106">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q229">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y, M428V, H435R (YVR) S354C
T366W knob, deltakK447</INSDQualifier value>
<NonEnglishQualifier value>4& s : Fc@M252Y ~ M428V ~ H435R (YVR) S354C
T366WA4F ~ AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q230">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQ
VSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVVHEALHNRYTQKSLS
LSPG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="107">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q231">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region T366S, L3684, Y407V hole,
deltaK447</INSDQualifier_value>
<{NonEnglishQualifier value>&-sx : Fc@&T366S ~ L368A ~ Y407V ~
AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q232">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLS
LSPG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="108">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q233">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Fc region H435R, T366S, L368A, Y407V
hole, deltaK447</INSDQualifier_value>
<NonEnglishQualifier_value>& sk : Fc@&H435R ~ T366S ~ L368A ~ Y40TV¢é3 ~
AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q234">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRYTQKSLS
LSPG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="109">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q235">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y and M428V (YV) T366S,
L368A, Y407Vhole, deltaK447</INSDQualifier_value>
<NonEnglishQualifier value>4 sk : Fc@M252Y &aM428V (YV) T366S ~ L368A -
Y407V¢3 ~ AK447</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q236">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVVHEALHNHYTQKSLS
LSPG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="110">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q237">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y and M428L (YL) T366S,
L368A, Y407Vhole, deltaK447</INSDQualifier_value>
<NonEnglishQualifier value>4 sk : Fc@M252Y &aM428L (YL) T366S ~ L368A -
Y407V¢3 ~ AK447</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q238">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLS
LSPG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="111">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q239">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic: Fc region M252Y, M428L, H435R (YLR)
T366S, L368A, Y407V hole, deltaK447</INSDQualifier_value>
<NonEnglishQualifier value>4 s : Fc@M252Y ~ M428L ~ H435R (YLR) T366S -
L368A ~ Y407V¢s ~ AK447</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 226</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q240">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLY ISRTPEVTCVVVDVSHEDPEVKFNWY VDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVCTLPPSRDELTKNQ
VSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVLHEALHNRYTQKSLS
LSPG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="112">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q241">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Linker 1</INSDQualifier_value>
<{NonEnglishQualifier value>&-sx @ i#&#-F1</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 4</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q242">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="113">
<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q243">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Linker 2</INSDQualifier_value>
<{NonEnglishQualifier value>&-sx @ i#&#-F2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q244">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="114">
<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q245">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic: Linker 3</INSDQualifier_value>
<{NonEnglishQualifier value>&-sx : i##-F3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q246">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSSGS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>
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%

P

814 CDR1 » H
AESEQ ID NO: 3~ 73874 2l A %] ; CDR2 » HAEESEQ ID NO:
4 ~12~14~22-~27+~29~31~75~76~77 78 ~ 79580 7 £ % ¢
515 % CDR3 » HA&SEQ ID NO: 5 ~ 16518 7 g A FE A1 -

[GF°KIH2]

WFEKHELZ LK » Hif 2/ —(# VHHE £ & CDRI  CDR2
CDR3 » o RlEEEAEEFYISEQ ID NO: 3 ~4K5;3~12K5:3 14
533 ~4K165 3481853 ~22K5:3~14Kk18 53 ~27Kk5:3 29
5533 ~31 %573~ 1418 74~ 1418 53 ~75K18 33 ~76K18;
3771853 ~78%18 ;3 ~79k18 ; &3 ~ 80 %18 -

(G5 KH3]

WEEKIAIEEE K IH2 2 2k » Hf /0 —{f VHHI £ &  CDRI >

HA4ESEQ ID NO: 3 A% ; CDR2 » HAESSEQ ID NO: 787 #

ERe Y] o KCDR3 > HA&SEQ ID NO: 18 2 & @ Fr 51
[

s oKIH4]
WEFKIF 1 23 E—IHZ LK - Hr /b — (i VHHIE B S VHHI K
NHE1E -
[E5°KIE5]

WEFKFNE4FE—THZZL > 2/ —(# VHHIR B ZPSEQ ID
NO:2+6~7-8-9-~10~11~13+15-17 192021 ~23 24+

2526 ~28-~30-~81-~82-83-~84-85-~86-87-~88-~89-~90-091-

5 1 HEGEHHEEAEE)

C249070PA docx
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92 93 +~94 959697~ 98 ~ 99T 100 fr &L FE51 £ /085% ~ 90% -
5% 2 /V99% — M IEE L Y -
&5 KIE6]
WHERKFEIZSFE—HZZIK » b2/ —{#VHHEEZSEQ ID
NO: 6~7-8-~9~10~11~13+15~17~19 2021 ~23 2425 -
26 ~28~30-~81-82-83-84-85-86-87~88-89-90-91-92-
93 ~ 94~ 95~ 96 ~ 97 ~ 98 ~ 99571007 FFE L 55
&5 KIAT])
WHERKFEIZ6FE—TH LK » Kb 2/Db—{#VHHE A ZSEQ ID

NO: 928100 R EEFE P51 -

GEED!
S SRIE L ST E—TE 2 Bk BLE A E VHE -
HoRIEY]
S SRIE ST BT Bk A S = (E VHE -
[#350E10]
S35 SRIE 1 SO (E—TE 2 Sk » HP R Bk A s 41 (L 4R
X
SoRIE1)

O3 RIBI02Z B - 3o % G FE A (L4E A B RS 245 & CDS
2 VHHIsk 2 Nt ¢ Clfigg
(#oE12]

ORI 0SR20 » Ho 2 S A A (L 40 11 28 BT
2~ IL-15 ~ IL-7 ~ IL-6 ~ TL-12 ~ IFNa ~ IFNBEGIFNy » B} H 5 & 2 4K (& A

5 2 HEHIHEEAEE)

C249070PA docx
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(#RE13]
WFRIEIE 125 E—TH Y S HPZ S EF -
(kA 14]

WMEFKIAI3ZZK » K #ZFe@ a2 E5SEQ ID NO: 32-70 5 101-

111 Z fEBE 5 -

[55°KIH15]
MERKIAI3GHEKIAI4 Z DK > Hoez L IRE & e E S (b aiE
& -
s KIH16]

WEHKIFLS 2 2K » HZ 2l s (b & KHIL-2 ~ IL-15 ~

IL-7 ~ IL-6 ~ IL-12 ~ IFNq ~ IFNBE{IFNy » ¢ Bk K& af A =L o
[E°KIH17]

WEFKIHL6 Z 2K » o e dif & (L ZER & 2 Fcl& 2 C

Ui ©
[E°KIH18]

WEERKFEI21TH(E—IH LRk » Hf i

CD8LIAN Z FLIR VL IR &6 & 35K -
FAKIH19]

WHERKHEISZ I EfhZEEaE2 /b —(Hsi&Lag3 - CTLA4 -
TGFBRI1 - TGFBR2 - Fas - TNFR2 - PD1 - PDL1 8 TIM3 .~ #ii [ 45 &
1 o

[35°K7H20]

KEasEb—[HE ek

Ny

5 3 HGEHHEEAEE)

C249070PA docx
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WERIHI8E9 2 Z ik » Kz 2 a 2/ b—FEaEa i N ZHiF
%43 1 TGFBR1 ~ TGFBR2 -~ Fas ~ TNFR2 ~ 1-92-LFA-3 ~ 5T4 - q-4%%
SGZFZ ~a-VESE - dplESE ~ udp7E 52 -~ AGR2 ~ HiiLewis-Y »
Apelin J<7# - APRIL - B7-H3 - B7-H4 - B7-H6 - BAFF - BCMA -
BTLA ~ C5%f% + C-242 ~ CA9 ~ CA19-9 - (Lewis a) ~ IR EFEGO -
CD2 - CD3 -~ CD6 - CD9 -~ CDIla -~ CD19 - CD20 - CD22 - CD24 -
CD25 - CD27 -~ CD28 - CD30 ~ CD33 - CD38 - CD39 ~ CD40 ~ CD40L -
CD41 - CD44 - CD44v6 ~ CD47 -~ CD51 ~ CD52 -~ CD56 -~ CD64 -
CD70 ~ CD71 ~ CD73 -~ CD74 -~ CD80 -~ CD81 ~ CD86 ~ CD95 - CD117 ~
CD123 - CDI25 - CD132 - (IL-2RG) ~ CDI133 - CD137 -~ CD138 -
CD166 - CD172A -~ CD248 -~ CDH6 - CEACAMS5 (CEA) - CEACAMG
(NCA-90) ~ CLAUDIN-3 ~ CLAUDIN-4 ~ cMet - lBHZE 5 - Cripto -
CSFR - CSFR-1 » CTLA4 - CTGF - CXCL10 -~ CXCL13 - CXCR1 -
CXCR2 ~ CXCR4 - CYR61 -~ DL44 -~ DLK1 -~ DLL3 -~ DLL4 - DPP-4 -
DSG1 - EDA - EDB - EGFR - EGFRviii * N ¥ & B % # (ETBR) -
ENPP3 - EpCAM -~ EPHA2 - EPHB2 - ERBB3 - RSV FEHE - FAP -
FcRH5 - FGFE-2 ~ FGF8 - FGFR1 - FGFR2 - FGFR3 - FGFR4 -~ FLT-3 -
= fig =7 8 o (FRa) ~ GAL3STIl - G-CSF - G-CSFR - GD2 - GITR -
GLUTI - GLUT4 - GM-CSF ~ GM-CSFR - GP IIb/IIlasZ £ - Gpl30 -
GPIIB/IIIA -~ GPNMB - GPRC5D - GRP78 - HAVCARI - HER2/neu -
HER3 - HER4 - HGF -~ hGH - HVEM - ¥ R f¢ ¥ - ICOS - IFNa -
IFNB ~ IFNy - IgE - IgE 7 % (FceRI) - IGF - IGFIR ~ IL1B -~ IL1R -

IL2 ~ 111 ~ IL12 ~ IL12p40 ~ IL-12R ~ IL-12RB1 ~ IL13 ~ IL13R -

5 4 HEGEYIHEEAEE)

C249070PA docx
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IL15 ~ IL17 ~ IL18 ~ IL21 ~ IL23 ~ IL23R ~ IL27/IL27R (wsx1) ~ IL29 -~
IL-31R ~ IL31/IL31R ~ IL2R ~ IL4 ~ IL4R ~ IL6 ~ IL6R -~ f[RE E7 1 -
SEEEIREL (7 B8 (Jagged Ligand) ~ $EER1 ~ $EE9IR2 ~ KISS1-R ~ LAG-3 -
LIF-R -~ Lewis X ~ LIGHT - LRP4 - LRRC26 - Ly6G6D ~ LyPDI -
MCSP ~ % -~ MICA - MICB - MRP4 - MUC1 ~ £5& H-16 (MUCI16 -
CA-125) ~ Na/K ATPJi§ - NGF ~ Nicastrin » NotchsZ#g ~ Notch 1 »~ Notch
2 ~ Notch 3 ~ Notch 4 ~ NOV » OSM-R ~ 0X-40 - PAR2 ~ PDGF-AA -
PDGF-BB » PDGFRa » PDGFRJ ~ PD-1 ~ PD-L1 ~ PD-L2 - & A5 it 45 M
iz ~ PIGF » PSCA ~ PSMA - PSGR - RAAGI12 - RAGE -~ SLC44A4 -~ 1f
KB IE 1 i 5 i ~ STEAP1 ~ STEAP2 ~ TAG-72 - TAPA1 ~ TEM-8 -~
TGFB ~ TIGIT ~ TIM-3 - TLR2 - TLR4 - TLR6 ~ TLR7 ~ TLRS8 ~ TLR9 -~
TMEM31 ~ TNFa ~ TNFR » TNFRS12A ~ TRAIL-R1 ~ TRAIL-R2 ~ 7#
EFH - HEH#EQ~H - TRK-A - TRK-B - TROP-2 uPAR - VAPI -
VCAM-1 ~ VEGF -~ VEGF-A - VEGF-B - VEGF-C - VEGF-D
VEGFRI1 » VEGFR2 - VEGFR3 ~ VISTA ~ WISP-1 ~ WISP-25(WISP-3 -
[E5°k7H21]

WFEKHEISR20F E—IHZ Lk » Hf 2/ —{H&E &FRCD8LLSNZ
TURB LR &5 &30 R VHHIE -

[55°KTH22]

WEERIA21 2 Zfk - H &4 SRCDS LI 2 TR BV HL R 45 & B 5
VHHI; -
[55°K7H23]

WEFKIFEI8E21 P E—IH Z Zfik - Hir /D —{H&E S FRCDILISNZ

55 HGEHIHFEAEE)

C249070PA docx
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MENMFESE B EEEE RKHETEE -
[F5°K15H24]

WM KIE23 2 Z K - Hh & 45 &R CD8 LIS Z Hil R Vi R 45 &
CEME OB R
[55°KIH25])

—HEEFE—FIMEE LR 2EEY > EFZE - EUH
HIBE24FE—THZIK » HPF&ZFE—-ZHEEFE —Fcla » HHPZSE
CHAMNEEE Fcl@ - HHHPZE —Fcl& k#Z5E _Fc@MHEEAME -
[55°K15H26]

WHFRKHS 2B EY > Hb#ZE _ZlEas2b—(HE&5CD8 L
VHHI, ~ 2 /0 — (e R A E (LA 2 fe /202 D — (@45 G FRCD8 LR
ZHURBY LR & &I o

[55°K7H27]

MEEKIH26 2 EY) » AP EZGERCDILIINZ IR PREG &
S EE SR EE SR ZE#EEEMS 28 &% _FcE
L BN E & -

[55°K7H28]

MF RS LB E—THLHEEY) > HPRE—FeBB & %A

% _FB A& FIZEE -

[F5KTH29]

WEARIFA28 2 W) > HP 4B —Felm B ET366WZEE H %% _Fc
EEET366S ~ L368AK Y40TVZESE -
[F5°KIH30]

5 6 H(EHIHHEAEE)
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WFERIE29 2 EEY) > HP %5 “FelE il & H435RE(H435K 288 o
[55°KTE31]

MERKIAI3 E30PE—IH L ZREEEY) > H o 2 IR £ B R
TRIERE  BHTZESYEERRAE TR -

[ kE32]

{155 RIE | 53 1 E— A 2 S BkSRIE &) » Hep % CD8 B AJECDS -
€ ESEER)

3 RIE32 Y SRR G - Kb AHCDSEESEQ ID NO: 17
F -
[ kE34]

—HRESE Y HESWHEKEI £33 E—IH ZZREEEY K

AR A
&R KIA35]

WMFRKEMZRESE Y > HPzdiEEtiGEE FaEER
(calicheamicin) ~ B g fth )] (auristatin) ~ B )& % 2 (dolastatin) ~ & &=
(tubulicin) ~ #H3E%& & (maytansinoid) ~ =2 ¥k & (cryptophycin) ~ (&5 &
% (duocarmycin) ~ B HT 1 H & (esperamicin) ~ AEI& H AR H F W K W
RFi 4 F (enediyne antibiotic) e

[E53Kk7H36]

—EREEHEY)  HEEWEE RHEIE£33FFE—IHZ ZIKEE &Y
YN KIA34BERRIASS Z B &) - KB EEE ]2 Z &K -
[E53K7H37]

— MR EE I - HRWEWEFRIAI £33 £ —IHZ ZILEEEY) -

55 7 HEGEYIH EEAEE)

C249070PA docx
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s oKTH38]

—rEEAe - HEEWeEKIE3T ZI%E -
s K39 ]

—HETE L QAT > HAE AEE S KIH37 2B BUAER K IH38 Z 8iAE
s oKTH40]

—fETE EAAY - RO RIEI L33 E—IH Z SIREEEY) -
s oKTH41]

—HEEEWEF KIEI £33 E—HZ L RNESY 277k HEEHE
B R RRZZNEE GV ZRF T E WEE KIHA39EGEEKIH40 215 £

AHAE -
[55°KkTH42]

WMEAKIH4V 20k > HE—-DE e iz SRR ESY) -
[55°K7H43]

—EIE JICD8* TANREIEIE < )57 > HAE S (E TR H KIH1 £33
TE—HZ ZIRE SV -
[55°K7H44]

WMEFFKIA43 207k » Ho iz FCD8" THIRE R /ERI) -
[55°KTH45]

WMEFKIA43 207k » Ho iz FCD8" THIRE RSN -
[55°KTR46]

—HEREE LT A HESREREE Z(FEREEEEE FA
B ZMEFERKEIE33PE—TH L ZIRNE P57 KIE36 Z B8 &
Y -

5 8 H(ZHIHFEAEE)
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111127060 FEHESE A0202 1113287640-0



202321283

[55°K75H47]

WEHKIA46 2 U7k - Ho ez it a8 5 AR - IEERE © Bt
B OEE O ISER TR A RS A BEEE D FEEE S AT
o RIBEBE  S&@HsE S LRSE  FENERE S Bk IRES
o OBESE B BB MEBAIRE R HER  EEN
B BlemsE R B R B N o JE/ SRR
Hii R ¢ IR AHAEAT R (squamous carcinoma of the lung) © JBREE & HH8
B S RLA RS CORERE - UM AL BRAECRE BTV R o A RE AL AR
B ESIAE C BERSRE IR ARG HORIEE N KEE  BHIR
ARERE - B |AE  HIRERE S FERTFENERE MR AT S Ib
f24E 0 MER - BT &K MERE (Hodgkin's lymphoma) ; JEE & & R E
& BAIAEME R & (KEMEE (low grade)/ /MBI JEE & &R IMHEE
(NHL) ; /NAHREEBPE(SL) NHL ; s tEE /RO 2INHL ;5 o i 5 e M
NHL ; & @M 5 R & S NHL & @ MR E RS NHL 5 = 8 1 5
/NP HANHL 5 fESEMER#ENHL (bulky disease NHL) ; EHHATM
9 AIDSHREBIRERE © FLME &R M K EEKE 5 ME (Waldenstrom's
macroglobulinemia) ; & Bk B 07 (CLL) 5 S MM E &4 A 3 i
W(ALL) 5 B4 s  RA8 Ms ga L 4l fe 3 1w o

T

T

T

[55°K7H48]

R KIA46E4T 2 )57 > HilE—F B e RSN e R -
[55°KTH49]

EEKIAA8 2 ik » H ez BN BRI R LR | -
[55°K7E50]

5 9 HGEHIHFEAEE)
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MERKIH49 2 )57k - e BB A2 52 aHE - i ey H
B~ HaT 4R Rk - CAR-TIEE RIBIEIR 3 o

[55°KIE51]

WNEFKIA48 2 U7k » K BN B B Y B -
[55°K7E52]

EFKIH49 2 U5k - H it £V SR Rl HIPD-1 K /5(PD-L1.Z
BT -
[55°K7E53]

HIEESRIES 1 2 53 HL o R B AR 9 U B I VISTA ~ gpNMB -
B7H3 - B7H4 ~ HHLA?2 ~ CTLA43{TIGIT . %5 -

[55°KTE54]

R KIFAOFE—IHZ 57k » HOP s BRI B IE -
[55°KTE55]

WMEACKIAS V.2 0k > Ho it £V 2R R = -
[55°KTE56]

MEFFKIA49 207k » HAP @B B CAR-THRX -
[55°K7E57]

WMEFAKIAA9 20k » H @B RsERE -
s KIH58]

WEFKIF46 25T E—IH 2 ik > HilE—S B & E R U /20 s

55 10 H (AT HIEE BB E)
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