20147115103 AT I 0000 10100 OO 0 0 0

<

W

(43) International Publication Date

(12) INTERNATIONAL APPLICATION PUBLISHED UNDER THE PATENT COOPERATION TREATY (PCT)

(19) World Intellectual Property Ny
Organization é
International Bureau -,

=

\

(10) International Publication Number

WO 2014/115103 A1

31 July 2014 (31.07.2014) WIPOIPCT
(51) International Patent Classification: (74) Agent: JUPIN, Claude; Cabinet Nony, 3 rue de
CI2N 15/113 (2010.01) AG6IK 31/712 (2006.01) Penthiévre, F-75008 Paris (FR).
(21) International Application Number: (81) Designated States (uniess otherwise indicated, for every
PCT/IB2014/058500 kind of national protection available). AE, AG, AL, AM,
(22) International Filing Date: AO, AT, AU, AZ, BA, BB, BG, BH, BN, BR, BW, BY,
’ BZ, CA, CH, CL, CN, CO, CR, CU, CZ, DE, DK, DM,
23 January 2014 (23.01.2014) DO, DZ. EC, EE, EG, ES, FI, GB, GD, GE, GH, GM, GT,
(25) Filing Language: English HN, HR, HU, ID, IL, IN, IR, IS, JP, KE, KG, KN, KP, KR,
) KZ, LA, LC, LK, LR, LS, LT, LU, LY, MA, MD, ME,
(26) Publication Language: English MG, MK, MN, MW, MX, MY, MZ, NA, NG, NI, NO, NZ,
(30) Priority Data: OM, PA, PE, PG, PH, PL, PT, QA, RO, RS, RU, RW, SA,
13305082.3 24 January 2013 (24.01.2013) EP SC. 8D, SE, SG, SK, SL. SM, ST, 8V, SY, TH, TJ, T™,
TN, TR, TT, TZ, UA, UG, US, UZ, VC, VN, ZA, ZM,
(71) Applicants: PIERRE FABRE MEDICAMENT S.A.S. ZW.
[FR/FR]; 45 Place Abel Gance, F-92654 Boulogne Cedex . L
(FR) FUNDACIO HOSPITAL UNIVERSITARI VALL (84) Des1gnated States (unless otherwise lndlcated, fO}" every
D'HEBRON - INSTITUT DE RECERCA [ES/ES], 119- kind Of regional protection avazlable) ARIPO (BW, GH,
129 Passeig Vall d'Hebron, E-08035 Barcelona (ES). GM, KE, LR, LS, MW’ MZ, NA, RW, SD, SL, SZ, TZ,
UG, ZM, ZW), Eurasian (AM, AZ, BY, KG, KZ, RU, TJ,
(72) Inventors: ASIN, Miguel-Angel; Carretera Barcelona TM), European (AL, AT, BE, BG, CH, CY, CZ, DE, DK,
103-107 2°-2a, E-08290 Cerdanyola Del Valles (ES). EE, ES, FL, FR, GB, GR, HR, HU, IE, IS, IT, LT, LU, LV,
FERRET, Eulalia; c/Flaquer, 16, E-08820 El Prat De MC, MK, MT, NL, NO, PL, PT, RO, RS, SE, SI, SK, SM,
Llobregat (ES). PEREZ, Amadeo; C/Pobla de Lillet,16, TR), OAPI (BF, BJ, CF, CG, CI, CM, GA, GN, GQ, GW,
4°- 4a, E-08028 Barcelona (ES). GOTARDA, Neus KM, ML, MR, NE, SN, TD, TG).
Bellera; DNI 43445420F, Av Meridiana 326 11é4a, E- Published:

08027 Barcelona (ES). RODRIGUEZ SINOVAS, Anto-
nio; DNI 36984974P, C/Floridablanca 55-57 4°3a, E-
08015 Barcelona (ES). VERT, Ignasi Barba; DNI
45461118P, Pg de les lletres 12 1° 4a, E-08225 Terrassa
(ES). GARCIA-DORADO GARCIA, Antonio David;
DNI 1397791N, Av Vallvidrera 18, ler, E-08018 Bar-
celona (ES).

with international search report (Art. 21(3))
with sequence listing part of description (Rule 5.2(a))

(54) Title: COMPOSITION COMPRISING AN ENCAPSULATED ANTAGOMIR

(57) Abstract: The invention relates to a composition comprising an effective amount of at least one inhibitor of a miRNA involved
in the angiogenesis, or a precursor thereot, wherein said inhibitor is microencapsulated into polymeric biodegradable and biocompat-
ible microspheres. The invention also relates to the use of the said composition for preventing or treating cardiac disorders, including
cardiac disorders caused by ischemy.



10

15

20

25

30

WO 2014/115103 PCT/IB2014/058500
1

“Composition comprising an encapsulated antagomir”

Field of the invention

The present invention relates to the field of pharmaceutical formulations aimed at

preventing or treating cardiac disorders, including cardiac ischemic disorders.

Background of the invention

Acute myocardial infarction (AMI), also referred as myocardial infarction and
commonly known as a heart attack, represents a major health risk in most industrialized
nations throughout the world and remains a leading cause of morbidity and mortality
worldwide.

Generally, AMI is caused by a sudden and sustained lack of blood flow to the heart
tissue, which is usually the result of a narrowing or occlusion of a coronary artery. Without
adequate blood supply, the tissue becomes ischemic, leading to the death of
cardiomyocytes (heart muscle cells) and vascular structures.

There have been many advances in the treatment of AMI in recent decades,
primarily in relation to coronary reperfusion in conjunction with pharmacological therapy.
Reperfusion therapy has succeeded in changing the natural progression of AMI by
reducing the infarcted area and improving short-term and long-term morbidity and
mortality. However, there are substantial limitations to the use of the two reperfusion
strategies currently available: fibrinolysis results in a low degree of coronary permeability
and primary angioplasty cannot be applied frequently during the initial hours of evolution
of the AMI. Furthermore, in some catheterized patients, the “no reflow” phenomenon or
absence of microvascular reperfusion despite normal epicardial flow occurs, which results
in adverse functional outcomes. This means that reperfusion therapy has not prevented the
occurrence of deleterious remodelling of the myocardium, a complex intrinsic reparative
process of collagen scar formation resulting in ventricular dilatation, contractile
dysfunction and subsequent heart failure. Its occurrence, in approximately 30% of AMIs,
has been mainly associated to higher infarction size, microvascular obstruction and
unfavourable repair reactions still poorly understood.

Since reparative fibrosis and functional recovery of ischemic tissues is dependent
on establishing networks that supply oxygenated blood, efforts have been made to improve
vascular bed by inducing neoangiogenesis in the healing area for achieving direct

conversion of injured areas to functional tissue i situ.
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Therapeutic induction of angiogenesis could attenuate the occurrence of this
phenomenon. Notwithstanding, the results of several years of clinical trials with
intravenous proangiogenic factors have been unsatisfactory. Without being linked by a
theory, it is considered that one of the reasons accounting for this failure may be that the
intravenous route may not be able to reach and maintain an effective concentration of drug
in the target tissue to promote and maintain a functional vascular network under severely
compromised heart conditions.

In order to address this problem and prevent post-AMI cardiac insufficiency,
research on the possibility of regenerating cardiac muscle and vessels was started within
the last decade. Initial studies administrating pluripotent progenitor cells and infusing
vascular growth factors showed promising results but the translation to the clinical setting
showed inability of these therapies to regenerate neovasculature in an adequate manner for
enabling destroyed cardiac muscle to recover.

At this day, the angiogenesis and repopulation of injured heart with cell therapy as
well as specific drugs and resynchronization therapy can slow down the progression of this
phenomenon but prevention of its occurrence remains a doubting challenge for cardiac
medicine. Therefore, novel treatment strategies preventing adverse left ventricular

remodelling are required.

Summary of the invention

The present invention relates to the treatment of cardiac, preferably ischemic
disorders by administering a composition that reverses or prevents ventricular remodelling
by modulating the activity or expression of microRNAs. More particularly, the invention
provides a composition comprising an inhibitor of a microRNA involved in angiogenesis,
said inhibitor being preferably incorporated into a new delivery vehicle capable of
releasing the inhibitor locally to the ischemic target tissue. In addition, the invention
provides a method of reversing or preventing ventricular remodelling and kits useful for
said method.

This invention relates to a composition comprising an effective amount of at least
one inhibitor of a miRNA involved in the angiogenesis, or a precursor thereof, wherein
said inhibitor is microencapsulated into polymeric biodegradable and biocompatible
microspheres.

In some embodiments of the composition described above, the said miRNA is

selected in the family comprising miR-92 (including miR-92a-1, miR-92a-2 and miR-92b),
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miR-17, miR-503, miR-16 (including miR-16-1 and miR-16-2), miR-374 (including miR-
374a, miR-374b and miR-374c), miR-24 (including miR-24-1 and miR-24-2), miR-483,
miR-34 (including miR-34a, miR-34b and miR-34c), miR-20 (including miR-20a and
miR-20b), miR-15 (including miR-15a and miR-15b).

In some embodiments of the composition described above, the said inhibitor of a
miRNA is an oligonucleotide of 8-49 nucleotides in length having a sequence targeted to
the said miRNA, or a precursor thereof. In certain embodiments, the said oligonucleotide is
an antisense oligonucleotide that is at least partially complementary to the sequence of the
target miRNA, or a precursor thereof. The said antisense oligonucleotide may be selected
from the group consisting of a ribonucleotide, a deoxyribonucleotide, a small RNA, an
antagomir, a LNA, a CDNA, a PNA, a morpholino oligonucleotide or a combination
thereof.

In some embodiments of the composition described above, the said inhibitor of a
miRNA consists of an antagomir, and preferably consists of an antagomir comprising a
nucleotide sequence comprising at least 16 contiguous nucleotides complementary to the
nucleotides of a sequence selected from the group consisting of SEQ ID No. 1 to 58
described herein.

In some embodiments of the composition described above, the said inhibitor of a
miRNA consists of an antagomir comprising the sequence SEQ ID No. 59 or 60 and
modifications excluding base substitutions thereof, and fragments consisting of
subsequences of SEQ ID NO: 59 or 60 of at least 8 contiguous nucleotides thereof.

In some embodiments of the composition described above, the said microspheres
are presenting a diameter which does not exceed 25 um, which encompasses microspheres
having a diameter comprised between 5 and 20 pm, preferentially between 5 and 15 um.

In some embodiments of the composition described above, the said microspheres
are made of a polymer consisting of poly-d,l-lactide (PLA), the said polymer being
optionally blended with one or more other polymers.

This invention also relates to a method for reversing or preventing ventricular
remodelling in a subject in need thereof comprising administering to said subject an
effective amount of a composition as described above.

This invention also pertains to a population of biodegradable and biocompatible
microspheres for use in the treatment or prevention of myocardial infarction, wherein said

microspheres:
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- have an average diameter comprised between 5 and 20 um, preferentially between 5
and 15 um,;
- are made of poly-d,l-lactide-co-glycolide (PLGA) ; poly-d,l-lactide (PLA) or a blend
thereof;
- are incorporating from 1% to 15% w/w of a therapeutic agent capable of preventing
ventricular remodelling,

wherein said therapeutic agent consists of an inhibitor of a miRNA selected from
the group consisting of miR-92 (including miR-92a-1, miR-92a-2 and miR-92b), miR-17,
miR-503, miR-16 (including miR-16-1 and miR-16-2), miR-374 (including miR-374a,
miR-374b and miR-374c¢), miR-24 (including miR-24-1 and miR-24-2), miR-483, miR-34
(including miR-34a, miR-34b and miR-34c), miR-20 (including miR-20a and miR-20b),
miR-15 (including miR-15a and miR-15b) and more preferentially miR-92a, or a precursor

thereof.

Description of the figures

Figure 1 illustrates the morphology of antagomir-92a — PLGA microspheres
determined by scanning electron microscopy;

Figure 2 illustrates the size distribution of antagomir-92a — PLGA microspheres
determined by laser light scattering;

Figure 3 illustrates effects in hemodynamic and left ventricular contractibility by
repeated injections of microspheres until 120mg;

Figure 4 illustrates effects in hemodynamic and left ventricular contractibility by
repeated injections of microspheres until 240mg;

Figure 5 illustrates the protocol of the study of the molecular effect of a single
intracoronary injection of microspheres according to the invention;

Figure 6 illustrates the miR-92a inhibition specificity by the microspheres
according to the invention;

Figure 7 illustrates the encapsulated antagomir-92a induces angiogenesis in
infarcted tissue. Vascular density in infarcted zone, calculated dividing the total number of
vessels by the total infarcted area. N=20. * P< 0.01;

Figure 8: Indirect Measurement. Basal and minimal microvascular resistance index
measured one month after AMI, in the infarct related artery of minipigs treated with
encapsulated antagomir-92a, placebo or saline. (a) Basal microvascular resistance index

(MRI) was calculated by multiplying pressure (mmHg) assessed with a pressure wire in
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positioned in the apical LAD (Pd) and coronary flow (ml/min) quantified by a sensor
positioned in the distal segment of LAD. Minimal microvascular resistance index (MRIpyp)
was calculated with the same parameters measured in maximal hyperemia achieved with
intravenous infusion of 140 micro/Kg/min of adenosine administered through the femoral
vein 12F sheath. n= 12 * p<0.01 ** p=0.05 (b) Correlation between the total number of
vessels in the necrotic area and MRI. R* 0.41, p=0.02, n=12. (c) Correlation between the

total number of vessels in the necrotic area and minimal MRI. R* 0.27, p=0.08, n=12;

Figure 9: Direct Measurement. Baseline and true microcirculatory resistance
measured one month after AMI in the infarct-related artery of minipigs treated and non-
treated with encapsulated antagomir-92a. (a) Baseline microcirculatory resistance (baseline
MR) was calculated by dividing pressure (mmHg) assessed with a pressure wire positioned
in the apical LAD (Pd) by coronary flow (ml/min) quantified by a sensor positioned in the
distal segment of LAD. The baseline MR was significantly lower in the treated group
compared with controls (7.47+1.33 vs 19.62+2.98, p=0.005). n=13. True microcirculatory
resistance (TMR (hyp)) was calculated measuring the same parameters during maximal
hyperemia achieved with intravenous infusion of 140 micro/kg/min of adenosine
administered through the femoral vein 12F sheath. Significantly lower TMR (hyp) was
observed in the treated group compared to controls (5.0+1.15 vs 14.49+2.4, p= 0.006). n=
13 (b) Correlation between the vascular density in all necrotic area and baseline MR.
R’=0.35, P=0.033, n=13. (¢) Correlation between the vascular density in all necrotic area

and TMR (hyp). R*=0.31, P=0.047. n=13.

Figure 10: One month after AMI, the presence of septoapical diskynesia was
evaluated by an echocardiographer blind to the allocated treatment. The percentage of
animals with septoapicaldiskynesia in treated and non-treated animals is shown (83.3% vs
16.7%, p=0.03). n=20.

Figure 11: evaluation of the effects of encapsulated antagomir 92a and non
encapsulated antagomir 92a on the expression of miR92a in vitro.

Figure 12: Effect of encapsulated antagomirs 17 and 20a on their respective

miRNAs

Detailed Description of the invention

Some definitions are given hereunder that are relevant as regards the description of

the whole embodiments that are encompassed by the present invention.
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MicroRNAs (miRs) are small, noncoding RNAs that are emerging as crucial
regulators of biological processes.

“MicroRNA”, “miRNA” or “miR” means a non coding RNA of about 18 to about
25 nucleotides in length. These miRs could originate from multiple origins including: an
individual gene encoding for a miRNA, from introns of protein coding gene, or from poly-
cistronic transcript that often encode multiple, closely related microRNAs.

Current knowledge shows that miRNAs are transcribed by RNA polymerase II (pol
II) or RNA polymerase III (pol III) and arise from initial transcripts, termed primary
miRNA transcripts (pri-miRNAs), that are generally several thousand bases long. Pri-
miRNAs are processed in the nucleus by the RNase Drosha into about 70 to 100-nucleotide
hairpin-shaped precursors (pre-miRNAs). Following transport to the cytoplasm, the hairpin
pre-miRNA is further processed by Dicer to produce a double-stranded microRNA; one of
the strands, the so called mature microRNA, (sometimes both strands can be used) is then
incorporated into the RNA-induced silencing complex (RISC), where it associates with its
target mRNAs by base-pair complementarity. In the relatively rare cases in which a
miRNA base pairs perfectly with a messenger RNA (mRNA) target, it promotes mRNA
degradation. More commonly, microRNAs form imperfect heteroduplexes with target
mRNAs, affecting either mRNA stability or inhibiting mRNA translation.

"Stem-loop sequence" means a RNA having a hairpin structure and containing a
mature microRNA sequence. Pre-miRNA sequences and stem-loop sequences may
overlap. Examples of stem-loop sequences are found in the microRNA database known as
miRBase.

"microRNA precursor”" means a transcript that originates from a genomic DNA and
that comprises a non-coding, structured RNA comprising one or more microRNA
sequences. For example, in certain embodiments a microRNA precursor is a pre-miRNA.
In certain embodiments, a microRNA precursor is a pri-miRNA.

The following specification will follow the standard nomenclature system with the
uncapitalized "mir-X" refers to the pre-miRNA, while a capitalized "miR-X" refers to the
mature form. When two mature microRNAs originate from opposite arms of the same pre-
miRNA, they are denoted with a -3p or -5p suffix. When relative expression levels are
known, an asterisk following the name indicates a microRNA expressed at low levels
relative to the microRNA in the opposite arm of a hairpin.

In the following specification, unless otherwise specified, the use of the expression

miR-X refers to the mature miRNA including both forms -3p and -5p, if any.
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For the avoidance of doubt, in the present specification, the expressions microRNA,

miRNA and miR designate the same product.

In the context of the present invention, it is an objective to modulate angiogenesis
or angiogenic processes with, as a consequence, a particular focus on microRNA involved
in angiogenesis. It is thus an objective of the invention to modulate at least one microRNA
belonging to a family of microRNAs involved in the modulation of the angiogenesis.

By the expression “microRNA family”, it is intended a group of microRNAs with a
related function consisting of the modulation of angiogenesis or angiogenic processes.
More particularly, without limitation, said microRNAs are selected in the group consisting
of microRNAs presenting an antiangiogenic activity.

More particularly, without limitation, such microRNA are selected in the group
consisting of miR-92 (including miR-92a-1, miR-92a-2 and miR-92b), miR-17, miR-503,
miR-16 (including miR-16-1 and miR-16-2), miR-374 (including miR-374a, miR-374b
and miR-374c¢), miR-24 (including miR-24-1 and miR-24-2), miR-483, miR-34 (including
miR-34a, miR-34b and miR-34c), miR-20 (including miR-20a and miR-20b), miR-15
(including miR-15a and miR-15b), or precursors thereof. As it will be obvious for the
person skilled in the art, any miRNA having modulating, preferentially antagonist,
properties on angiogenesis should be considered as part of this microRNA family.

For the avoidance of doubt, the expression microRNA in the following
specification, unless otherwise indicated, shall refer to the mature or processed RNA after
it has been cleaved from its precursor. For the non mature forms, the expression
“precursors” or “microRNA precursors” will be used.

The following table 1 regroups the different sequences of the microRNA precursors

encompassed by the present specification.



WO 2014/115103

PCT/IB2014/058500

1 mir-92a-1 | CUUUCUACACAGGUUGGGAUCGGUUGCAAUGCUGUGUUUCUGUAUGGUAUUG
CACUUGUCCCGGCCUGUUGAGUUUGG

B mir-92a-2 | UCAUCCCUGGGUGGGGAUUUGUUGCAUUACUUGUGUUCUAUAUAAAGUAUUG
CACUUGUCCCGGCCUGUGGAAGA

3 mir-92b CGGGCCCCGGGCGGGCEGGAGGGACGGGACGCGGUGCAGUGUUGUUUUUUCC
CCCGCCAAUAUUGCACUCGUCCCGGCCUCCGGCCCCCCCGGCCT

4 mir-17 GUCAGAAUAAUGUCAAAGUGCUUACAGUGCAGGUAGUGAUAUGUGCAUCUAC
UGCAGUGAAGGCACUUGUAGCAUUAUGGUGAC

5 mir-503 UGCCCUAGCAGCGGGAACAGUUCUGCAGUGAGCGAUCGGUGCUCUGGGGUAU
UGUUUCCGCUGCCAGGGUA

6 mir-16-1 GUCAGCAGUGCCUUAGCAGCACGUAAAUAUUGGCGUUAAGAUUCUAAAAUUA
UCUCCAGUAUUAACUGUGCUGCUGAAGUAAGGUUGAC

7 mir-16-2 GUUCCACUCUAGCAGCACGUAAAUAUUGGCGUAGUGAAAUAUAUAUUAAACA
CCAAUAUUACUGUGCUGCUUUAGUGUGAC

8 mir-374a | UACAUCGGCCAUUAUAAUACAACCUGAUAAGUGUUAUAGCACUUAUCAGAUU
GUAUUGUAAUUGUCUGUGUA

9 mir-374b | ACUCGGAUGGAUAUAAUACAACCUGCUAAGUGUCCUAGCACUUAGCAGGUUG
UAUUAUCAUUGUCCGUGUCU

10 mir-374c | ACACGGACAAUGAUAAUACAACCUGCUAAGUGCUAGGACACUUAGCAGGUUG
UAUUAUAUCCAUCCGAGU

11 mir-24-1 CUCCGGUGCCUACUGAGCUGAUAUCAGUUCUCAUUUUACACACUGGCUCAGU
UCAGCAGGAACAGGAG

12 mir-24-2 CUCUGCCUCCCGUGCCUACUGAGCUGAAACACAGUUGGUUUGUGUACACUGG
CUCAGUUCAGCAGGAACAGGG

13 mir-483 GAGGGGGAAGACGGGAGGAAAGAAGGGAGUGGUUCCAUCACGCCUCCUCACY
CCUCUCCUCCCGUCUUCUCCUCUC

14 mir-34a GGCCAGCUGUGAGUGUUUCUUUGGCAGUGUCUUAGCUGGUUGUUGUGAGCAA
UAGUAAGGAAGCAAUCAGCAAGUAUACUGCCCUAGAAGUGCUGCACGUUGUG
GGGCCC

15 mir-34b GUGCUCGGUUUGUAGGCAGUGUCAUUAGCUGAUUGUACUGUGGUGGUUACAA
UCACUAACUCCACUGCCAUCAAAACAAGGCAC

16 mir-34c AGUCUAGUUACUAGGCAGUGUAGUUAGCUGAUUGCUAAUAGUACCAAUCACU
AACCACACGGCCAGGUAAAAAGAUU

17 mir-20a GUAGCACUAAAGUGCUUAUAGUGCAGGUAGUGUUUAGUUAUCUACUGCAUUA
UGAGCACUUAAAGUACUGC

18 mir-20b AGUACCAAAGUGCUCAUAGUGCAGGUAGUUUUGGCAUGACUCUACUGUAGUA
UGGGCACUUCCAGUACU

19 mir-15a CCUUGGAGUAAAGUAGCAGCACAUAAUGGUUUGUGGAUUUUGAAARAGGUGCA
GGCCAUAUUGUGCUGCCUCAAAAAUACAAGG

20 mir-15b UUGAGGCCUUAAAGUACUGUAGCAGCACAUCAUGGUUUACAUGCUACAGUCA

AGAUGCGAAUCAUUAUUUGCUGCUCUAGAAAUUUAAGGAAAUUCAU

Table 1

The following table 2 indicates, for each microRNA, the sequences of the

microRNA and the corresponding residues into the corresponding precursor sequences (see

table 1).
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21 miR-92a-3p uauugcacuugucccggcecugu 48-69
22 miR-92a-1-5p | agguugggaucgguugcaaugeu | 11-33
23 miR-92a-2-5p | ggguggggauuuguugcauuac 9-30
24 miR-92b-3p uauugcacucgucccggccuce 61-82
25 miR-92b-5p agggacgggacgcggugcagug 20-41
26 miR-l7-3p acugcagugaaggcacuuguag 51-72
27 miR-l7-5p caaagugcuuacagugcagguag 14-36
28 miR-SO3-3p gggguauuguuuccgcugccagg 46-68
20 miR-SO3-5p uagcagcgggaacaguucugcag 6-28
30 miR-l6-l-3p ccaguauuaacugugcugcuga 56-77
31 miR-l6-2-3p ccaauauuacugugcugcuuua 53-74
32 miR-l6-5p uagcagcacguaaauauuggcg 14-35 (for miR-16-1)
or 10-31 (for miR-16-
2)
33 miR-374a-3p cuuaucagauuguauuguaauu 42-63
34 miR-374a-5p uuauaauacaaccugauaagug 12-33
35 miR-374b-3p cuuagcagguuguauuaucauu 41-62
36 miR-374-5p auauaauacaaccugcuaagug 11-32
37 miR-374c-3p cacuuagcagguuguauuauau 39-60
38 miR-374c-5p auaauacaaccugcuaagugcu 13-34
30 miR-24-l-3p uggcucaguucagcaggaacag 44-65
40 miR-24-l-5p ugccuacugagcugauaucagu 7-28
41 miR-24-2-3p uggcucaguucagcaggaacag 50-71
42 miR-24-2-5p ugccuacugagcugaaacacag 13-34
43 miR-483-3p ucacuccucuccucccgucuu 48-68
44 miR-483-5p aagacgggaggaaagaagggag 8-29
45 miR-34a-3p caaucagcaaguauacugcccu ©64-85
46 miR-34a-5p uggcagugucuuagcugguugu 22-43
47 miR-34b-3p caaucacuaacuccacugccau 50-71
48 miR-34b-5p uaggcagugucauuagcugauug 13-35
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49 miR-34c-3p aaucacuaaccacacggccagg 46-67
50 miR-34c-5p aggcaguguaguuagcugauugc 13-35
51 miR-20a-3p acugcauuaugagcacuuaaaqg 44-65
52 miR-ZOa-Sp uaaagugcuuauagugcagguag 8-30

53 miR-20b-3p acuguaguaugggcacuuccag 44-65
54 miR-QOb_Sp caaagugcucauagugcagguag 6-28

55 miR-lSa-3p caggccauauugugcugccuca 51-72
56 miR-lSa-Sp uagcagcacauaaugguuugug 14-35
57 miR-le-3p cgaaucauuauuugcugcucua 58-79
58 miR-le-Sp uagcagcacaucaugguuuaca 20-41

Table 2

Unless otherwise indicated, precursor and microRNA sequences referred to in the
application are human sequences. Nevertheless, in some cases, microRNA human
sequences are homologous to microRNA sequences from other species.

As an example, it can be mentioned here that the human miR-92a is homologous to
miRs from other species. More particularly, the human miR-92a is homologous to miRs
from dme (Drosophila melanogaster), mmu (Mus musculus), rno (Rattus norvegicus), dps
(Drosophila pseudoobscura), aga (Anopheles gambiae), dre (Danio rerio), mml (Macaca
mulatta), xtr (Xenopus tropicalis), ame (Apis mellifera), odi (Oikopleura dioica), cin
(Ciona intestinalis), csa (Ciona savignyi), cta (Canis familiaris) and pig or ssc (Sus
scrofa).

Based on its general knowledge, the person skilled in the art will find easily the
homology between other human microRNA sequences and microRNA sequences from
other species.

Nucleotide sequences of mature microRNAs and their corresponding stem-loop
sequences described herein are the sequences found in miRBase, an online searchable
database of microRNA sequences and annotation. Entries in the miRBase Sequence
database represent a predicted hairpin portion of a microRNA transcript (the stem-loop),
with information on the location and sequence of the mature microRNA sequence. The

microRNA stem-loop sequences in the database are not strictly precursor miRNAs (pre-
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miRNAs), and may in some instances include the pre-miRNA and some flanking sequence
from the presumed primary transcript.

It is thus an objective of the present invention to provide compositions for the
treatment or prevention of ventricular remodelling after AMI comprising an inhibitor of
microRNA, or a combination of inhibitors of several microRNAs, involved in different
reactions governing the physiology of angiogenesis, or precursors thereof.

However, in most of the published studies, the intravenous route is used for
administering microRNA inhibitors in animals. The manipulation of microRNA involved
in the regulation of vascular genes expression represents a novel therapeutic target in
ischaemic disease. Within the biomedical sector, there has been an exponential increase in
research on the administration of RNA modulators especially designed to inhibit a
particular RNA sequence.

Dimmeler et al have shown improvement in contractility and recovery of left
ventricular function after miR-92a inhibition by specific microRNA inhibitor administered
systemically. Since the polycistronic microRNA 17-92a cluster has been linked to
tumorigenesis and because of microRNAs cellular type ubiquity, intravenous
administration in repetitive injections of miR or anti-miRs raises concerns about safety.

Owing to the fact that microRNAs control complex processes and are present in
various cellular pathways, it is highly probable that they also trigger significant side
effects. An issue, among other ones, at present is that treatments with miRNA inhibitors
are not selective.

In addition, given the ubiquitousness and low organ specificity of these molecules,
systemic administration could lead to exercise regulatory functions in tissues where these
miRNAs have different cell-specific functions or where are not normally expressed. This
erroneous regulation would likely lead to triggering side effects. Among the potential risks,
tumorigenesis associated with microRNA manipulation remains one of the primary
concerns when applying this therapy to human pathology. Moreover, in order to obtain an
adequate sustained concentration in the target cells, microRNA inhibitors must be
repeatedly injected at very high doses. Although experimentation on small animals in
controlled conditions carries minor limitations, the transposition to human beings
presupposes obstacles to biosafety as well as logistical and economic hindrances.

In order to solve these problems and enable this new therapeutic approach to be
transferred to patients, it is there considered to generate a release vehicle for transporting

microRNA inhibitors and releasing them directly onto the target organ. An appropriate
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vehicle would direct the microRNA inhibitor straight to the diseased tissue thereby
enabling a reduction in dosage, so as to avoid the administration of repeated injections and
minimise potentially undesirable biological effects on other organs.

The objective is therefore to improve selectivity in order to avoid the side effects of
these treatments by means of releasing the microRNA inhibitors only in target tissue. This
issue is solved, according to the invention, by microencapsulating the microRNA inhibitors
into biodegradable and biocompatible microspheres.

It is thus an objective of the present invention to provide compositions for the
treatment or prevention of ventricular remodelling after AMI comprising at least one
microencapsulated inhibitor of a microRNA belonging to the microRNA family related to
the modulation of angiogenesis, which microRNA family comprises, without limitation,
the miR-92 (including miR-92a-1, miR-92a-2 and miR-92b), miR-17, miR-503, miR-16
(including miR-16-1 and miR-16-2), miR-374 (including miR-374a, miR-374b and miR-
374c¢), miR-24 (including miR-24-1 and miR-24-2), miR-483, miR-34 (including miR-34a,
miR-34b and miR-34c), miR-20 (including miR-20a and miR-20b), miR-15 (including
miR-15a and miR-15b), or a precursor thereof.

By microencapsulating microRNA inhibitors in microspheres, intra-arterial
administration after transluminal angioplasty is facilitated, so that the microspheres are
delivered and retained only in the microvessels, also referred to as capillaries, of the
damaged area; in this way the encapsulated microRNA inhibitors can be released locally.

Intracoronary injection through the culprit artery of AMI enables retention of the
microspheres in the coronary microcirculation and sustained release of the microRNA
inhibitors directly in the target ischemic tissue. The microRNA inhibitors induce
neoangiogenesis which enhances functional recovery of the contractility of the damaged
tissue as well as favourable post-infarction remodelling.

Unexpectedly, it is shown herein that, when it is microencapsulated into
appropriate microspheres, a microRNA inhibitor and especially an inhibitor of a
microRNA belonging to the microRNA family related to the modulation of angiogenesis,
the said microRNA is successfully released to the damaged area of the myocardium so as
to block the biological activity of the target microRNA. As shown in the examples herein,
the administration, by selective intracoronary route, of a given microRNA inhibitor, i.e. as
non limitative example an inhibitor of miR-92a, that is microencapsulated into polymeric
biodegradable and biocompatible microspheres to individuals having undergone a

myocardial infarction leads to myocardial functional recovery.
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Therefore, microspheres retained in microcirculation allow sustained release of the
microRNA inhibitor directly in the target ischemic tissue. The sustained effect of
microRNA inhibitors (also known as down-regulation) of targeted microRNA resulted in a
significant vessel growth and suppression of adverse remodeling in the healing area one
month after injury.

As shown in the examples herein, it has been demonstrated that the occurrence of
adverse ventricular remodelling can be prevented by inducing vasculogenesis through local
and sustained inhibition of a microRNA belonging to the microRNA family related to the
modulation of angiogenesis by encapsulated appropriate microRNA inhibitor administered
in the infarcted related artery. This represents a new delivery method that will facilitate the
next safety translation of gene modulation therapy to patients that suffer an acute
myocardial infarction.

These results clearly show that a composition comprising an inhibitor of
microRNA belonging to the microRNA family related to the modulation of angiogenesis,
such as miR-92 (including miR-92a-1, miR-92a-2 and miR-92b), miR-17, miR-503, miR-
16 (including miR-16-1 and miR-16-2), miR-374 (including miR-374a, miR-374b and
miR-374c), miR-24 (including miR-24-1 and miR-24-2), miR-483, miR-34 (including
miR-34a, miR-34b and miR-34c), miR-20 (including miR-20a and miR-20b), miR-15
(including miR-15a and miR-15b), or a precursor thereof, as disclosed herein allows an
effective local release of the said inhibitor in therapeutically effective amounts and at a
therapeutically effective release rate.

In a first aspect, the invention relates to a composition comprising an effective
amount of at least one inhibitor of a microRNA involved in the angiogenesis, or a
precursor thereof, wherein said inhibitor is microencapsulated into polymeric
biodegradable and biocompatible microspheres.

In another aspect, the invention relates to a composition comprising an effective
amount of at least one inhibitor of a microRNA selected in the family comprising miR-92
(including miR-92a-1, miR-92a-2 and miR-92b), miR-17, miR-503, miR-16 (including
miR-16-1 and miR-16-2), miR-374 (including miR-374a, miR-374b and miR-374c), miR-
24 (including miR-24-1 and miR-24-2), miR-483, miR-34 (including miR-34a, miR-34b
and miR-34c), miR-20 (including miR-20a and miR-20b), miR-15 (including miR-15a and
miR-15b), or a precursor thereof, wherein said inhibitor is microencapsulated into

polymeric biodegradable and biocompatible microspheres.
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In still another aspect of the invention, the invention relates to a composition
comprising an effective amount of at least one inhibitor of miR-92a, or a precursor thereof,
wherein said inhibitor is microencapsulated into polymeric biodegradable and
biocompatible microspheres.

By the expression “microspheres”, it must be understood spherical particles sized
from lpm to few hundred um. The expression “microparticles” includes both
“microspheres” and “microcapsules”. In the present specification, the expression
“microspheres” is used but it must be understood that, when the substitution with a
“microcapsule” is possible and of interest according to the man skilled in the art, the use of
“microspheres” and “microcapsules” is equivalent.

By the expression “encapsulated” or “microencapsulated”, it must be understood

enclosed or embedded in particles for protection or for modified release.

In other words, the invention relates to a pharmaceutical composition comprising
an effective amount of at least one inhibitor of a microRNA involved in angiogenesis, said
inhibitor of a microRNA being preferably selected from the group comprising, or
alternatively consisting of miR-92 (including miR-92a-1, miR-92a-2 and miR-92b), miR-
17, miR-503, miR-16 (including miR-16-1 and miR-16-2), miR-374 (including miR-374a,
miR-374b and miR-374c¢), miR-24 (including miR-24-1 and miR-24-2), miR-483, miR-34
(including miR-34a, miR-34b and miR-34c), miR-20 (including miR-20a and miR-20b),
miR-15 (including miR-15a and miR-15b), or a precursor thereof, microencapsulated in
biodegradable and biocompatible microspheres.

In other words, the invention relates to a pharmaceutical composition comprising
an effective amount of at least one inhibitor of miR-92a, or a precursor thereof,
microencapsulated in biodegradable and biocompatible microspheres.

"Pharmaceutical composition” means a mixture of substances suitable for
administering to an individual that includes a pharmaceutical agent. For example, a
pharmaceutical composition may comprise a miRNA inhibitor and a sterile aqueous
solution.

In an embodiment of the composition of the invention, the said miRNA involved in
angiogenesis consists of a mature miRNA.

In an embodiment of the composition of the invention, the said microRNA consists

of the mature:
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a) miR-92a comprising a sequence selected from the group consisting of SEQ ID
No. 21, 22 or 23 or a sequence having at least 90% nucleotide identity with one of SEQ ID
No. 21, 22 or 23;

b) miR-92b comprising a sequence selected from the group consisting of SEQ ID
No. 24 or 25 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
24 or 25;

¢) miR-17 comprising a sequence selected from the group consisting of SEQ ID
No. 26 or 27 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
26 or 27,

d) miR-503 comprising a sequence selected from the group consisting of SEQ ID
No. 28 or 29 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
28 or 29;

e) miR-16 comprising a sequence selected from the group consisting of SEQ ID
No. 30, 31 or 32 or a sequence having at least 90% nucleotide identity with one of SEQ ID
No. 30, 31 or 32;

f) miR-374 comprising a sequence selected from the group consisting of SEQ ID
No. 33, 34, 35, 36, 37 or 38 or a sequence having at least 90% nucleotide identity with one
of SEQ ID No. 33, 34, 35, 36, 37 or 38;

g) miR-24 comprising a sequence selected from the group consisting of SEQ ID
No. 39, 40, 41 or 42 or a sequence having at least 90% nucleotide identity with one of SEQ
ID No. 39, 40, 41 or 42,

h) miR-483 comprising a sequence selected from the group consisting of SEQ ID
No. 43 or 44 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
43 or 44;

1) miR-34 comprising a sequence selected from the group consisting of SEQ ID No.
45, 46, 47, 48, 49 or 50 or a sequence having at least 90% nucleotide identity with one of
SEQ ID No. 45, 46, 47, 48, 49 or 50;

j) miR-20 comprising a sequence selected from the group consisting of SEQ ID No.
51, 52, 53 or 54 or a sequence having at least 90% nucleotide identity with one of SEQ ID
No. 51, 52, 53 or 54; and

k) miR-15 comprising a sequence selected from the group consisting of SEQ ID
No. 55, 56, 57 or 58 or a sequence having at least 90% nucleotide identity with one of SEQ
ID No. 55, 56, 57 or 58.



10

15

20

25

30

WO 2014/115103 PCT/IB2014/058500
16

In another embodiment of the composition of the invention, the said miR-92a
consists of the mature miR-92a comprising the sequence SEQ ID No. 21 or a sequence
having at least 90%, preferably 95%, nucleotide identity with SEQ ID NO 21.

In another embodiment of the composition of the invention, the said miR-92a
consists of the mature miR-92a comprising the sequence SEQ ID No. 22 or a sequence
having at least 90%, preferably 95% nucleotide identity with SEQ ID NO 22.

In another embodiment of the composition of the invention, the said miR-92a
consists of the mature miR-92a comprising the sequence SEQ ID No. 23 or a sequence
having at least 90%, preferably 95%, nucleotide identity with SEQ ID NO 23.

In the sense of the present invention, the “percentage identity” between two
sequences of nucleic acids means the percentage of identical nucleotides residues between
the two sequences to be compared, obtained after optimal alignment, this percentage being
purely statistical and the differences between the two sequences being distributed
randomly along their length. The comparison of two nucleic acid sequences is traditionally
carried out by comparing the sequences after having optimally aligned them, said
comparison being able to be conducted by segment or by using an “alignment window”.
Optimal alignment of the sequences for comparison can be carried out, in addition to
comparison by hand, by means of the local homology algorithm of Smith and Waterman
(1981), by means of the local homology algorithm of Neddleman and Wunsch (1970, by
means of the similarity search method of Pearson and Lipman (1988) or by means of
computer software using these algorithms (GAP, BESTFIT, FASTA and TFASTA in the
Wisconsin Genetics Software Package, Genetics Computer Group, 575 Science Dr.,
Madison, WI, or by the comparison software BLAST NR or BLAST P).

The percentage identity between two nucleic acid sequences is determined by
comparing the two optimally-aligned sequences in which the nucleic acid sequence to
compare can have additions or deletions compared to the reference sequence for optimal
alignment between the two sequences. Percentage identity is calculated by determining the
number of positions at which the nucleotide residue is identical between the two
sequences, preferably between the two complete sequences, dividing the number of
identical positions by the total number of positions in the alignment window and
multiplying the result by 100 to obtain the percentage identity between the two sequences.

As intended herein, nucleotide sequences having at least 90% nucleotide identity
with a reference sequence encompass those having at least 91%, 92%, 93%, 94%, 95%.,

96%, 97%, 98% and 99% nucleotide identity with the said reference sequence.
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In an embodiment of the composition of the invention, the said miRNA involved in
angiogenesis consists of a precursor of microRNA.

In an embodiment of the invention, the said precursor of microRNA involved in the
angiogenesis consists of’

a) mir-92a-1 comprising the sequence SEQ ID No. 1, or a sequence having at least
90% nucleotide identity with SEQ ID No. 1;

b) mir-92a-2 comprising the sequence SEQ ID No. 2, or a sequence having at least
90% nucleotide identity with SEQ ID No. 2;

¢) mir-92b comprising the sequence SEQ ID No. 3, or a sequence having at least
90% nucleotide identity with SEQ ID No. 3;

d) mir-17 comprising the sequence SEQ ID No. 4 or a sequence having at least 90%
nucleotide identity with SEQ ID No. 4;

e) mir-503 comprising the sequence SEQ ID No. 5 or a sequence having at least
90% nucleotide identity with SEQ ID No. 5;

f) mir-16-1 comprising the sequence SEQ ID No. 6, or a sequence having at least
90% nucleotide identity with SEQ ID No. 6; and

g) mir-16-2 comprising the sequence SEQ ID No. 7, or a sequence having at least
90% nucleotide identity with SEQ ID No. 7;

h) mir-374a comprising the sequence SEQ ID No. 8, or a sequence having at least
90% nucleotide identity with SEQ ID No. 8;

1) mir-374b comprising the sequence SEQ ID No. 9, or a sequence having at least
90% nucleotide identity with SEQ ID No. 9;

j) mir-374c comprising the sequence SEQ ID No. 10, or a sequence having at least
90% nucleotide identity with SEQ ID No. 10;

k) mir-24-1 comprising the sequence SEQ ID No. 11, or a sequence having at least
90% nucleotide identity with SEQ ID No. 11;

1) mir-24-2 comprising the sequence SEQ ID No. 12, or a sequence having at least
90% nucleotide identity with SEQ ID No. 12;

m) mir-483 comprising the sequence SEQ ID No. 13, or a sequence having at least
90% nucleotide identity with SEQ ID No. 13;

n) mir-34a comprising the sequence SEQ ID No. 14, or a sequence having at least
90% nucleotide identity with SEQ ID No. 14;

0) mir-34b comprising the sequence SEQ ID No. 15, or a sequence having at least

90% nucleotide identity with SEQ ID No. 15;



10

15

20

25

30

WO 2014/115103 PCT/IB2014/058500
18

p) mir-34c comprising the sequence SEQ ID No. 16, or a sequence having at least
90% nucleotide identity with SEQ ID No. 16;

q) mir-20a comprising the sequence SEQ ID No. 17, or a sequence having at least
90% nucleotide identity with SEQ ID No. 17,

r) mir-20b comprising the sequence SEQ ID No. 18, or a sequence having at least
90% nucleotide identity with SEQ ID No. 18;

s) mir-15a comprising the sequence SEQ ID No. 19, or a sequence having at least
90% nucleotide identity with SEQ ID No. 19, and

t) mir-15b comprising the sequence SEQ ID No. 20, or a sequence having at least
90% nucleotide identity with SEQ ID No. 20.

Generally speaking, an inhibitor is a molecule which represses or prevents another
molecule from engaging in a reaction.

As used herein, the term "inhibitor of miR-X, or mir-X" refers to any molecule or
compound that decreases or reduces the expression and/or activity of miR-X, or mir-X, or
at least one precursor. This inhibition should, as a consequence, prevent neo-angiogenesis
inhibition, i.e. promote neoangiogenesis so as to prevent the adverse remodelling of
cardiac muscle after the infarction.

In one embodiment of the invention, the said inhibitor of a given microRNA
involved in the angiogenesis is an oligonucleotide of 8-49 nucleotides in length having a
sequence targeted to the said given microRNA, said microRNA being preferably selected
from the group comprising miR-92 (including miR-92a-1, miR-92a-2 and miR-92b), miR-
17, miR-503, miR-16 (including miR-16-1 and miR-16-2), miR-374 (including miR-374a,
miR-374b and miR-374c¢), miR-24 (including miR-24-1 and miR-24-2), miR-483, miR-34
(including miR-34a, miR-34b and miR-34c), miR-20 (including miR-20a and miR-20b),
miR-15 (including miR-15a and miR-15b), or a precursor thereof.

In another embodiment, the said inhibitor of miR-92a is an oligonucleotide of 8-49
nucleotides in length having a sequence targeted to said miR-92a.

The expression "Targeted to" means having a nucleotide sequence that will allow
hybridization to a target nucleic acid to induce a desired effect. In certain embodiments, a
desired effect is reduction and/or inhibition of a target nucleic acid.

"Hybridize" means the annealing of complementary nucleic acids that occurs
through “nucleotide complementarity”, i.e. the ability of two nucleotides to pair non-

covalently via hydrogen bonding.
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On some embodiments, miRNA inhibitor oligonucleotides are 8 to 49 nucleotides
in length.

One having ordinary skill in the art will appreciate that this embodies
oligonucleotides of 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, 21, 22, 23, 24, 25, 26,
27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48 or 49
nucleotides in length, or any range within. In some embodiments, oligonucleotides
according to the invention, are 10 to 20 nucleotides in length. One having ordinary skill in
the art will appreciate that this embodies oligonucleotides of 10, 11, 12, 13, 14, 15, 16, 17,
18, 19 or 20 nucleotides in length, or any range within.

In certain embodiments, the oligonucleotide has a sequence that is complementary
to a miRNA or a precursor thereof.

In one embodiment of the composition of the invention, the said oligonucleotide is
an antisense oligonucleotide that is at least partially complementary to the sequence of the
target miRNA involved in the angiogenesis, said target miRNA being preferentially
selected from miR-92 (including miR-92a-1, miR-92a-2 and miR-92b), miR-17, miR-503,
miR-16 (including miR-16-1 and miR-16-2), miR-374 (including miR-374a, miR-374b
and miR-374c¢), miR-24 (including miR-24-1 and miR-24-2), miR-483, miR-34 (including
miR-34a, miR-34b and miR-34c), miR-20 (including miR-20a and miR-20b), miR-15
(including miR-15a and miR-15b), or a precursor thereof.

In another embodiment of the composition of the invention, the said
oligonucleotide is an antisense oligonucleotide that is at least partially complementary to
the sequence of miR-92a.

The expression "antisense oligonucleotide" refers to an oligonucleotide having a
nucleotide sequence complementary to a specific nucleotide sequence (referred to as a
sense sequence) and capable of hybridizing with the sense sequence.

"Complementarity" means the nucleotide pairing ability between a first nucleic acid
and a second nucleic acid.

In certain embodiments, an antisense oligonucleotide has a nucleotide sequence
that is complementary to a microRNA or a precursor thereof, meaning that the sequence of
the antisense oligonucleotide is a least 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 97%,
98% or 99% identical to the complement of a microRNA or precursor thereof, or that the
two sequences hybridize under stringent hybridization conditions. Accordingly, in certain
embodiments the nucleotide sequence of the antisense oligonucleotide may have one or

more mismatched basepairs with respect to its target microRNA or precursor sequence,
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and is capable of hybridizing to its target sequence. In certain embodiments, the antisense
oligonucleotide has a sequence that is fully complementary to a microRNA or precursor
thereof, meaning that the nucleotide sequence of the antisense oligonucleotide is 100%
identical of the complement of a microRNA or a precursor thereof.

In the context of the present invention, "Complementary" means an antisense
oligonucleotide having a nucleotide sequence that is at least 60%, at least 65%, at least
70%, at least 75%, at least 80%, at least 85%, at least 90%, at least 95%, at least 97%, at
least 98% at least 99%, or 100%, identical to the complement of the nucleotide sequence of
miR-92a, or precursor thereof, over a region of 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19,
20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43,
44, 45, 46, 47, 48 or 49 nucleotides, or that the two sequences hybridize under stringent
hybridization conditions.

"Percent complementarity" means the number of complementary nucleotide in a
nucleic acid divided by the length of the nucleic acid. In certain embodiments, percent
complementarity of an oligonucleotide means the number of nucleotides that are
complementary to the target nucleic acid, divided by the length of the oligonucleotide.

In one embodiment, the antisense oligonucleotide sequence is "fully
complementary" to the sequence of the target microRNA involved in the angiogenesis,
preferentially selected from the group comprising miR-92 (including miR-92a-1, miR-92a-
2 and miR-92b), miR-17, miR-503, miR-16 (including miR-16-1 and miR-16-2), miR-374
(including miR-374a, miR-374b and miR-374c), miR-24 (including miR-24-1 and miR-24-
2), miR-483, miR-34 (including miR-34a, miR-34b and miR-34c¢), miR-20 (including miR-
20a and miR-20b), miR-15 (including miR-15a and miR-15b), and more preferentially
miR-92a, or precursors thereof, which means that each nucleotide of the antisense
oligonucleotide is capable of pairing with a nucleotide at each corresponding position in
the target microRNA or precursor thereof.

In certain embodiment, the antisense oligonucleotide according to the invention has
a sequence that is partially or fully complementary to the sequence of:

a) miR-92a comprising a sequence selected from the group consisting of SEQ ID
No. 21, 22 or 23 or a sequence having at least 90% nucleotide identity with one of SEQ ID
No. 21, 22 or 23;

b) miR-92b comprising a sequence selected from the group consisting SEQ ID No.
24 or 25 or a sequence having at least 90% nucleotide identity with one of SEQ ID No. 24
or 25;
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¢) miR-17 comprising a sequence selected from the group consisting SEQ ID No.
26 or 27 or a sequence having at least 90% nucleotide identity with one of SEQ ID No. 26
or 27,

d) miR-503 comprising a sequence selected from the group consisting SEQ ID No.
28 or 29 or a sequence having at least 90% nucleotide identity with one of SEQ ID No. 28
or 29; and

e) miR-16 comprising a sequence selected from the group consisting SEQ ID No.
30, 31 or 32 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
30, 31 or 32;

f) miR-374 comprising a sequence selected from the group consisting of SEQ ID
No. 33, 34, 35, 36, 37 or 38 or a sequence having at least 90% nucleotide identity with one
of SEQ ID No. 33, 34, 35, 36, 37 or 38;

g) miR-24 comprising a sequence selected from the group consisting of SEQ ID
No. 39, 40, 41 or 42 or a sequence having at least 90% nucleotide identity with one of SEQ
ID No. 39, 40, 41 or 42,

h) miR-483 comprising a sequence selected from the group consisting of SEQ ID
No. 43 or 44 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
43 or 44;

1) miR-34 comprising a sequence selected from the group consisting of SEQ ID No.
45, 46, 47, 48, 49 or 50 or a sequence having at least 90% nucleotide identity with one of
SEQ ID No. 45, 46, 47, 48, 49 or 50;

j) miR-20 comprising a sequence selected from the group consisting of SEQ ID No.
51, 52, 53 or 54 or a sequence having at least 90% nucleotide identity with one of SEQ ID
No. 51, 52, 53 or 54; and

k) miR-15 comprising a sequence selected from the group consisting of SEQ ID
No. 55, 56, 57 or 58 or a sequence having at least 90% nucleotide identity with one of SEQ
ID No. 55, 56, 57 or 58.

In certain embodiments, the antisense oligonucleotide according to the invention
has a sequence that is partially or fully complementary to the sequence of:

a) mir-92a-1 comprising the sequence SEQ ID No. 1, or a sequence having at least
90% nucleotide identity with SEQ ID No. 1;

b) mir-92a-2 comprising the sequence SEQ ID No. 2, or a sequence having at least

90% nucleotide identity with SEQ ID No. 2;
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¢) mir-92b comprising the sequence SEQ ID No. 3, or a sequence having at least
90% nucleotide identity with SEQ ID No. 3;

d) mir-17 comprising the sequence SEQ ID No. 4 or a sequence having at least 90%
nucleotide identity with SEQ ID No. 4;

e) mir-503 comprising the sequence SEQ ID No. 5 or a sequence having at least
90% nucleotide identity with SEQ ID No. 5;

f) mir-16-1 comprising the sequence SEQ ID No. 6, or a sequence having at least
90% nucleotide identity with SEQ ID No. 6; and

g) mir-16-2 comprising the sequence SEQ ID No. 7, or a sequence having at least
90% nucleotide identity with SEQ ID No. 7;

h) mir-374a comprising the sequence SEQ ID No. 8, or a sequence having at least
90% nucleotide identity with SEQ ID No. 8;

1) mir-374b comprising the sequence SEQ ID No. 9, or a sequence having at least
90% nucleotide identity with SEQ ID No. 9;

j) mir-374c comprising the sequence SEQ ID No. 10, or a sequence having at least
90% nucleotide identity with SEQ ID No. 10;

k) mir-24-1 comprising the sequence SEQ ID No. 11, or a sequence having at least
90% nucleotide identity with SEQ ID No. 11;

1) mir-24-2 comprising the sequence SEQ ID No. 12, or a sequence having at least
90% nucleotide identity with SEQ ID No. 12;

m) mir-483 comprising the sequence SEQ ID No. 13, or a sequence having at least
90% nucleotide identity with SEQ ID No. 13;

n) mir-34a comprising the sequence SEQ ID No. 14, or a sequence having at least
90% nucleotide identity with SEQ ID No. 14;

0) mir-34b comprising the sequence SEQ ID No. 15, or a sequence having at least
90% nucleotide identity with SEQ ID No. 15;

p) mir-34c comprising the sequence SEQ ID No. 16, or a sequence having at least
90% nucleotide identity with SEQ ID No. 16;

q) mir-20a comprising the sequence SEQ ID No. 17, or a sequence having at least
90% nucleotide identity with SEQ ID No. 17,

r) mir-20b comprising the sequence SEQ ID No. 18, or a sequence having at least
90% nucleotide identity with SEQ ID No. 18;

s) mir-15a comprising the sequence SEQ ID No. 19, or a sequence having at least

90% nucleotide identity with SEQ ID No. 19, and
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t) mir-15b comprising the sequence SEQ ID No. 20, or a sequence having at least
90% nucleotide identity with SEQ ID No. 20.

In certain embodiments, the antisense oligonucleotide according to the invention
has a sequence that is partially complementary to the sequence of the mir-92a-1 (SEQ ID
NO: 1).

In certain embodiments, the antisense oligonucleotide according to the invention
has a sequence that is fully complementary to the sequence of the mir-92a-1 (SEQ ID NO:
1).

In certain embodiments, the antisense oligonucleotide according to the invention
has a sequence that is partially complementary to the sequence of the mir-92a-2 (SEQ ID
NO: 2).

In certain embodiments, the antisense oligonucleotide according to the invention
has a sequence that is fully complementary to the sequence of the mir-92a-2 (SEQ ID NO:
2).

In one embodiment, the antisense oligonucleotide comprises a modified backbone.
Examples of such backbones are provided by morpholino backbones, carbamate
backbones, siloxane backbones, sulfide, sulfoxide and sulfone backbones, formacetyl and
thioformacetyl backbones, methyleneformacetyl backbones, riboacetyl backbones, alkene
containing backbones, sulfamate, sulfonate and sulfonamide backbones, methyleneimino
and methylenehydrazino backbones, and amide backbones.

Morpholino oligonucleotides have an uncharged backbone in which the
deoxyribose sugar of DNA is replaced by a six membered ring and the phosphodiester
linkage is replaced by a phosphorodiamidate linkage. Morpholino oligonucleotides are
resistant to enzymatic degradation and appear to function as antisense agents by arresting
translation or interfering with pre-mRNA splicing rather than by activating RNase H.

A modified backbone is typically preferred to increase nuclease resistance. A
modified backbone can also be preferred because of its altered affinity for the target
sequence compared to an unmodified backbone. An unmodified backbone can be RNA or
DNA.

Another suitable antisense oligonucleotide comprises a Peptide Nucleic Acid
(PNA), having a modified polyamide backbone. PNA-based molecules are true mimics of
DNA molecules in terms of base-pair recognition. The backbone of the PNA is composed
of 7V-(2-aminoethyl)- glycine units linked by peptide bonds, wherein the nucleobases are
linked to the backbone by methylene carbonyl bonds.
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A further suitable backbone comprises a morpholino nucleotide analog or
equivalent, in which the ribose or deoxyribose sugar is replaced by a 6-membered
morpholino ring. A most preferred nucleotide analog or equivalent comprises a
phosphorodiamidate morpholino oligomer (PMO), in which the ribose or deoxyribose
sugar is replaced by a 6-membered morpholino ring, and the anionic phosphodiester
linkage between adjacent morpholino rings is replaced by a non-ionic phosphorodiamidate
linkage.

In yet a further embodiment, an antisense oligonucleotide of the invention
comprises a substitution of one of the non-bridging oxygens in the phosphodiester linkage.
This modification slightly destabilizes base- pairing but adds significant resistance to
nuclease degradation.

A further suitable antisense oligonucleotide of the invention comprises one or more
sugar moieties that are mono- or disubstituted at the 2', 3' and/or 5' position such as a
-OH; -F; substituted or unsubstituted, linear or branched lower (CI- CIO) alkyl, alkenyl,
alkynyl, alkaryl, allyl, aryl, or aralkyl, that may be interrupted by one or more heteroatoms;
0-, S-, or N-alkyl; 0-, S-, or N-alkenyl; 0-, S-or N-alkynyl; 0-, S-, or N-allyl;
O-alkyl-O-alkyl, -methoxy, -aminopropoxy;, -amino Xy, methoxyethoxy, -
dimethylaminooxyethoxy; and -dimethylaminoethoxyethoxy.

The sugar moiety can be a pyranose or derivative thereof, or a deoxypyranose or
derivative thereof, preferably a ribose or a derivative thereof, or a deoxyribose or a
derivative thereof. Such preferred derivatized sugar moieties comprise Locked Nucleic
Acid.

An LNA is a modified RNA nucleotide wherein the ribose moiety of LNA
nucleotide is modified with an extra bridge connecting 2' and 4' carbons. This enhances the
base stacking and pre-organization, and significantly increases the thermal stability. This
bridge "locks" the ribose in 3'-endo structural conformation, which is often found in A-
form of DNA or RNA. LNA nucleotides used in the present invention can be mixed with
DNA or RNA bases in the oligonucleotide whenever desired.

According to the invention, the said antisense oligonucleotide is selected in the
group consisting of a ribonucleotide, a deoxyribonucleotide, a small RNA, an antagomir, a
LNA, a CDNA, a PNA, a morpholino oligonucleotide or a combination thereof.

In another embodiment, the antisense oligonucleotide can consist of an antagomir.

In a preferred embodiment of the composition of the invention, the said

oligonucleotide consists of an antagomir.
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Antagomirs are chemically engineered oligonucleotides which are used to silence
endogenous microRNA. An antagomir is a small synthetic RNA or DNA that is perfectly
complementary to the specific microRNA target with either mispairing at the cleavage site
or some sort of base modification to inhibit cleavage. Usually, antagomirs have some sort
of modification to make it more resistant to degradation and facilitate cellular
internalization. It is unclear how antagomirization (the process by which an antagomir
inhibits microRNA activity) operates, but it is believed to inhibit by irreversibly binding
the microRNA. Antagomirs are used to constitutively inhibit the activity of specific
microRNAs.

In an embodiment of the invention, the said antagomir comprises a nucleotide
sequence comprising at least 8, 9, 10, 11, 12, 13, 14, 15 or 16 contiguous nucleotides
complementary to a microRNA, or a precursor thereof, the said microRNA having a
sequence selected from the group consisting of SEQ ID No. 1 to 58.

In an embodiment of the invention, the said antagomir comprises a nucleotide
sequence comprising at least 8, 9, 10, 11, 12, 13, 14, 15 or 16 contiguous nucleotides
complementary to the mir-92a of sequence selected from the group consisting of SEQ ID
No. 1, 2 or 3.

In an embodiment of the invention, the said antagomir comprises a nucleotide
sequence comprising at least 8, 9, 10, 11, 12, 13, 14, 15 or 16 contiguous nucleotides
complementary to the miR-92a of sequence selected from the group consisting of SEQ ID
No. 21, 22 or 23.

In another embodiment, the said antagomir comprises a nucleotide sequence
comprising at least 16 contiguous nucleotides complementary to the nucleotides of
sequence SEQ ID No. 21.

In an embodiment of the invention, the said antagomir possesses a DNA backbone.

In said embodiment of the composition of the invention, the said antagomir
comprises the sequence SEQ ID No. 59 and modifications excluding base substitutions
thereof, and fragments consisting of subsequences of SEQ ID NO: 59 of at least 8
contiguous nucleotides thereof.

In another embodiment of the invention, the said antagomir possesses a RNA
backbone.

In said embodiment of the composition of the invention, the said antagomir

comprises the sequence SEQ ID No. 60 and modifications excluding base substitutions



10

15

20

25

30

WO 2014/115103 PCT/IB2014/058500
26

thereof, and fragments consisting of subsequences of SEQ ID NO: 60 of at least 8
contiguous nucleotides thereof.

In one embodiment, the antagomir according to the invention is a fragment
consisting of a subsequence of SEQ ID NO: 59 or 60 of at least 8 contiguous nucleotides
thereof.

In one embodiment, the antagomir according to the invention is a fragment
consisting of a subsequence of SEQ ID NO: 59 or 60 of at least 9 contiguous nucleotides
thereof.

In one embodiment, the antagomir according to the invention is a fragment
consisting of a subsequence of SEQ ID NO: 59 or 60 of at least 10 contiguous nucleotides
thereof.

In one embodiment, the antagomir according to the invention is a fragment
consisting of a subsequence of SEQ ID NO: 59 or 60 of at least 11 contiguous nucleotides
thereof.

In one embodiment, the antagomir according to the invention is a fragment
consisting of a subsequence of SEQ ID NO: 59 or 60 of at least 12 contiguous nucleotides
thereof.

In one embodiment, the antagomir according to the invention is a fragment
consisting of a subsequence of SEQ ID NO: 59 or 60 of at least 13 contiguous nucleotides
thereof.

In one embodiment, the antagomir according to the invention is a fragment
consisting of a subsequence of SEQ ID NO: 59 or 60 of at least 14 contiguous nucleotides
thereof.

In one embodiment, the antagomir according to the invention is a fragment
consisting of a subsequence of SEQ ID NO: 59 or 60 of at least 15 contiguous nucleotides
thereof.

In another embodiment, the said antagomir of sequence SEQ ID No. 59 or 60
presents at least 1, 2, 3, 4, 5, 6 or 7 modified nucleotide(s) by phosphotioate bond(s)
between adjacent nucleotide.

In other embodiment of the invention, the said antagomir can include 2’-O-methyl
modified nucleotide, cholesterol group or any similar or equivalent modification.

Generally, if a pharmaceutical formulation containing a nucleic acid, a peptide and
a protein is administered orally or parenterally, it is degraded by enzymes in the body, and

the efficacy of the pharmaceutical formulation disappears quickly. Various trials have been
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made to conquer the problem. One of which is to formulate a long sustained-release
injectable.

In practice, research is being conducted on the use of stents as a system for the
selective administration of microRNAs. However, rapid endothelialization of the stents
could pose a problem with regard to the sustained release of microRNAs, especially for
biological processes requiring prolonged gene modulation. In addition, liposomes and
nanoparticles have been developed and used in vivo but pass to the circulatory system with
risk of serious side effects have not been avoided. In addition, no studies have
demonstrated efficacy and safety after percutaneous intracoronary administration without
previous aortic clamp.

Another aspect of the invention is based on the use of biodegradable and
biocompatible microspheres.

According to the invention, it has been designed and manufactured a release system
appropriate for localised release of oligonucleotides in the cardiac region, based on the
microencapsulation of said oligonucleotides with biocompatible biodegradable polymers.
The invention allows to obtain microspheres substantially loaded with oligonucleotides,
which have high encapsulation efficiency and no molecule modification/degradation.
According to the invention, the purity and quality of the molecule, without adding either a
stabilising agent or a retention substance, is preserved, thanks to the manufacturing
conditions used, particularly the characteristics of the emulsion created, the concentration
of the polymer solution and the relation between the volumes of the phases involved in the
microencapsulation process. In addition, the microspheres have an appropriate particle-size
distribution to enable them to be retained in the microvessels of the infarcted area without
causing arterial emboliation and without being destroyed by macrophage phagocytic
action.

An object of the present invention is to provide a sustained-release microsphere,
which stably encapsulates a short chain deoxyribonucleic acid or a short chain ribonucleic
acid, and is able to inhibit, for a long period, the inhibition of the expression of a specific
protein, especially a protein whose inhibition is related to a disease.

Generally speaking, “biocompatible” means compatible with living cells, tissues,
organs, or systems, and posing no risk of injury, toxicity, or rejection by the immune
system. A biocompatible microsphere means that the microsphere, and any degradation

products of the microsphere, is non-toxic to the recipient and also presents no significant
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deleterious or untoward effects on the recipient's body, such as an immunological reaction
at the injection site.

Generally speaking, “biodegradable” means capable of being decomposed by the
action of biological agents.

A biodegradable microsphere, as defined herein, means the microsphere will
degrade or erode in vivo to form smaller chemical species. Degradation can result, for
example, by enzymatic, chemical and/or physical processes.

Suitable biocompatible, biodegradable polymers include, for example,
poly(lactide)s,  poly(glycolide)s, poly(lactide-co-glycolide)s, poly(lactic  acid)s,
poly(glycolic acid)s, poly(lactic acid-co-glycolic acid)s, polycaprolactone, polycarbonates,
polyesteramides, polyanhydrides, poly(amino acids), polyorthoesters, polyacetyls,
polycyanoacrylates, polyetheresters, poly(dioxanone)s, poly(alkylene alkylate)s,
copolymers of polyethylene glycol and polyorthoester, biodegradable polyurethanes,
blends and copolymers thereof.

A number of techniques to produce microparticles have been described in the prior
art.

The drug release profile for a microparticle is dependent on numerous factors,
including physicochemical properties of the used polymers, interactions among polymer-
drug-excipients and/or morphology and composition of the resulting microparticles.

In order for the microspheres to be retained by the myocardial capillaries they must
have very specific size distribution so that their destruction through phagocytosis by
macrophages, on the one hand, or embolization of the arteries, on the other, is minimised;
microencapsulation using a biodegradable, biocompatible polymer enables controlled
release of the product from the initial hours for up to 2-3 weeks, the main period during
which post-AMI ventricular remodelling occurs.

In the context of the present invention, as the intracoronary route is preferred, the
average size of these microspheres makes allowance for the size of the myocardial
capillaries; this varies between 5 and 20, preferentially between 5 and 15 microns, to be
retained in the cardiac region, and without particles superior to 25 microns to prevent
arterial embolization.

In one embodiment of the invention, the said microspheres are presenting a
diameter which does not exceed 25 pm.

In one embodiment, 50 to 100% of the microspheres are comprised in the range of

5 to 25 um and no particles upper than 25 pm
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In a preferred embodiment, 60 to 100% of the microspheres are comprised in the
range of 5 to 25 um and no particles upper than 25 um.

In another preferred embodiment, 70 to 100% of the microspheres are comprised in
the range of 5 to 25 um and no particles upper than 25 um.

In a more preferred embodiment, 80 to 100% of the microspheres are comprised in
the range of 5 to 25 um and no particles upper than 25 um.

According to the invention, the average diameter of the microspheres is in the range
of 5 to 20 um.

According to the invention, the average diameter of the microspheres is in the range
of 5to 15 um.

In an alternative embodiment, the said microspheres are presenting an average
diameter from 8 to 11 um.

The microspheres according to the invention load a high amount of the said
inhibitor of microRNA in a biodegradable and biocompatible polymer to sustained release
the drug in the infarcted area.

The inhibitor of microRNA loading is from about 1 to 20% (w/w), preferably from
1 to 15% (w/w), and more preferably 1 to 10 and still more preferably from 5 to 10%. The
drug integrity is conserved.

In one embodiment, the microspheres according to the invention are incorporating
from 1% to 15 % w/w of inhibitor.

In another embodiment, the microspheres according to the invention are
incorporating from 5% to 15 % w/w of inhibitor.

Still in another embodiment, the microspheres according to the invention are
incorporating from 1% to 10%, preferably from 5% to 10 % w/w of inhibitor.

Another characteristic of the invention relates on the nature of the polymer used for
the generation of the microspheres.

In an embodiment of the invention, the said microspheres are made of a polymer
consisting of poly-d,I-lactide (PLA). In an embodiment, the said microspheres are made of
PLA as the sole polymer. In an embodiment, the said microspheres are made of PLA
which is blended with one or more other biocompatible polymers.

In another embodiment of the invention, the said microspheres are made of a
copolymer consisting of poly-d,l-lactide-co-glycolide (PLGA). In an embodiment, the said

microspheres are made of PLGA as the sole polymer. In an embodiment, the said



10

15

20

25

30

WO 2014/115103 PCT/IB2014/058500
30

microspheres are made of PLGA which is blended with one or more other biocompatible
polymers.

Still in another embodiment of the invention, the said microspheres are made of a
blend of polymers consisting of poly-d,l-lactide-co-glycolide (PLGA) and poly-d,I-lactide
(PLA).

By the expression ”blend”, it must be understood that a mixture of two or more
polymers is realized before the dissolution of the said mixture into the same organic
solvent.

The man skilled in the art will easily understand that, contrary to the PLGA
copolymer, the ratio of lactide:glycolide in the PLA polymer is comprised between 100:0
molar ratio.

Regarding the PLGA copolymer, the ratio of lactide:glycolide in the PLGA
polymer is comprised between 50:50 to 95:5 molar ratio.

In a preferred embodiment, the ratio of lactide:glycolide in the PLGA copolymer is
comprised between 50:50 to 90:10 molar ratio, and preferentially between 50:50 to 80:20
molar ratio.

In an embodiment of the invention, the inherent viscosity of the polymer is
comprised between 0.1 and 0.7 dl/g.

In a preferred embodiment, the inherent viscosity of the polymer is comprised
between 0.15 and 0.7 dl/g, preferentially from 0.15 to 0.5 dl/g.

This aspect is of interest in the sense that inherent viscosity is related with the
polymer molecular weight and, therefore, influences in the inhibitor release rate from the
polymeric microspheres.

Accordingly, it is also an object of the present invention to provide a method for
producing a microencapsulated inhibitor of miR-92a which does not include any adjuvant
and which consists of a single population of particles in terms of polymeric composition.

Thus, another aspect of the invention is a method for microencapsulating an
inhibitor of microRNA in polymeric microspheres, comprising: (a) dissolving the inhibitor
of microRNA in purified water, without any stabilizer (b) dissolving polymer in an organic
solvent; (¢) adding (a) to (b) to produce a first emulsion; (d) adding the emulsion of step
(c) to an aqueous solution containing a surfactant and an osmotic agent to produce a

second emulsion; (e) hardening and harvesting the resulting microspheres of step (d); and

(f) drying.
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More particularly, the invention also relates to a method for producing a

composition as above described, characterized in that it comprises the following steps:

a) dissolving the inhibitor of miRNA in purified water, without any stabilizer;

b) dissolving polymer in an organic solvent;

¢) adding (a) to (b) to produce a first emulsion;

d) adding the emulsion of step (¢) to an aqueous solution containing a surfactant and an
osmotic agent to produce a second emulsion; and

e) hardening and harvesting the resulting microspheres of step (d); and

f) drying the obtained microspheres.

Another aspect of the invention consists of the use of the composition according to
the invention in the treatment of the myocardial infarction.

In other word, the invention relates to a composition comprising an effective
amount of at least one inhibitor of microRNA, or a precursor thereof, wherein said
inhibitor 1is microencapsulated into polymeric biodegradable and biocompatible
microspheres for use in the treatment of myocardial infarction.

In a preferred embodiment, the said myocardial infarction consists of the acute
myocardial infarction.

Still another aspect of the invention relates to a method of reversing or preventing
ventricular remodelling in a subject in need thereof comprising administering to said
subject an effective amount of a composition as above described.

In other word, the invention relates to a composition comprising an effective
amount of at least one inhibitor of microRNA, or a precursor thereof, wherein said
inhibitor 1is microencapsulated into polymeric biodegradable and biocompatible
microspheres for use in a method of reversing or preventing ventricular remodelling in a
subject in need thereof.

As already mentioned, the composition according to the invention is suitable for an
administration by intracoronary route.

For administration by intracoronary route, the microspheres must be suspended in
an appropriate vehicle, either a saline solution (PBS) with or without a surfactant or in
another appropriate vehicle for intravenous administration. Suitable dispersants include,
for example, surfactants such as polysorbate 80, polysorbate 20, polyoxyethylene
hydrogenated castor oil 60, carboxymethylcellulose, or polysaccharides such as sodium
alginate; it is also possible add an isotonizing agent such as sodium chloride, mannitol,

sorbitol or glucose, for example. Given the size of coronary arteries, the concentration of
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microspheres in the administration medium is adjusted in order to limit blood flow
alteration and prevent the risk of arterial embolization. This concentration can vary
between 0.05% and 1%, preferably between 0.1% and 0.5%. Administration can be by a
single injection or repeated injections, followed optionally by a saline injection. The
administration could be carried out after the percutaneous coronary angioplasty, without
limitation, using the same catheter.

The method of the invention is characterized in that said administration consists of
an administration by intracoronary route.

This aspect is of particular interest as it addresses several presupposed limitations
of direct intravenous administration of compounds such as oligonucleotide like antagomir.
Among other presupposed limitation, it can be mentioned i) low-level biosafety due to the
ubiquity and low organ specificity of miRNAs, ii) high doses and repeated injections for
the microRNA inhibitor to produce its effect, and iii) high theoretical cost of the calculated
intravenous dose.

Surprisingly, as it will be apparent after the reading of the following examples, all
these issues are addressed by the invention.

More particularly, it is demonstrated that:

a) it is possible to selectively administer the encapsulated antagomir in the artery
supplying the diseased tissue (see Example 5);

b) microspheres are retained in the coronary. (see Example 6);

¢) intra-arterial administration of microspheres is used for tumour embolization,
enabling permanent blood flow interruption and preventing tumour progression, optionally
in combination with active release substances. Taking into consideration these elements,
the existence of the risk of embolization was considered. For this reason, studies were
designed with the objective of ascertaining that the microspheres cause no damage to
cardiac muscle or produce any significant alterations in coronary flow rate. (see Example
7,

d) good stability of the inhibitor of microRNA in the vehicle and sustained release
of said inhibitor from microspheres; this is demonstrated by its biological effect while
inhibiting microRNA for up to 10 days after it is administered (Example 8);

e) administration of microspheres with the miRNA inhibitor promotes contractile

recovery of damaged tissue and prevents the occurrence of adverse post-infarction

remodelling. (see Example 9);
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f) with localised administration of microspheres, the inhibitor dose could be
reduced to a single injection, which would presume a significant reduction of potential side
effects and a clear reduction in cost.

The availability of an appropriate vehicle/system for the controlled administration,
delivery and release of microRNA inhibitors according to the invention has the following
advantages:

- Enhanced biosafety, since bio-distribution of the drug by tissue and organs that
are not the treatment target, is limited

- Avoids repeated intravenous injections 1) reduces hospital admissions and
outpatient hospital visits, by enhancing the quality of patient support, ii) avoids the need
for prolonged mainlining for drug administration as well as potential risks resulting from
this and iii) minimizes the risks inherent in intravenous administration of products
(infections, localised reactions ...)

- Dose reduction allows the reduction in related dose-dependent adverse effects

- Reduction of costs due to a reduction in the doses required as well as the staff and
equipment required for repeated injections

In another embodiment, the invention relates to a population of biodegradable and
biocompatible microspheres for use in the treatment or prevention of ventricular
remodelling after myocardial infarction, wherein said microspheres:

- have an average diameter comprised between 5 and 15 um,;

- are made of poly-d,l-lactide-co-glycolide (PLGA) ; poly-d,l-lactide (PLA) or a blend
thereof;

- are incorporating from 1% to 10 % w/w of a therapeutic agent capable of preventing
ventricular remodelling

wherein said therapeutic agent consists of an inhibitor of a microRNA involved in
angiogenesis, preferentially a microRNA selected from the group consisting of miR-92
(including miR-92a-1, miR-92a-2 and miR-92b), miR-17, miR-503, miR-16 (including
miR-16-1 and miR-16-2), miR-374 (including miR-374a, miR-374b and miR-374c), miR-
24 (including miR-24-1 and miR-24-2), miR-483, miR-34 (including miR-34a, miR-34b
and miR-34c), miR-20 (including miR-20a and miR-20b), miR-15 (including miR-15a and
miR-15b) and more preferentially miR-92a, or a precursor thereof, wherein said inhibitor

of microRNA is preferentially an antagomir.
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The invention also relates to a kit comprising at least i) a composition and/or
microspheres according to the invention and i1) a syringe or vial or ampoule in which the
composition is disposed.

In an embodiment, the kit of the invention further comprises a solvent disposed in a
solvent container. The solvent container may be a vial, an ampoule or a prefilled syringe

The microspheres and the solvent may be disposed in a double compartment
prefilled syringe.

In an embodiment, the kit of the invention may comprise the microspheres in a vial
and the solvent in a separate vial.

In an embodiment, the kit of the invention may comprise the microspheres in a vial
and the solvent in a separate ampoule.

In an embodiment, the kit of the invention may comprise the microspheres in a vial
and the solvent in a prefilled syringe.

In an embodiment, the kit of the invention may comprise the microspheres in a
prefilled syringe and the solvent in a separate vial.

In an embodiment, the kit of the invention may comprise the microspheres in a
prefilled syringe and the solvent in a separate ampoule.

In an embodiment, the kit of the invention may comprise the microspheres and the
solvent separately in a double compartment syringe.

The invention will be better understood in respect to the following examples.

Example 1: Preparation of Microspheres loaded with antagomir-92a

Microspheres were prepared by w/o/w emulsion/solvent evaporation method using
a 50:50 PLGA copolymer, intrinsic viscosity of about 0.2 dL/g, which contains free
carboxyl end groups. 3 ml of methylene chloride were added to 0.6 g or PLGA. 0.3 ml of a
concentrated solution of Antagomir-92a (I-Ssc-miR-92a; molecular mass: 5366 g/mol (also
referred as Da); sequence: CCGGGACAAGTGCAAT, DNA Bases: 9; LNA Bases: 7;
fabricant: IDT (Exiqon)) (222 mg/ml) in purified water was added to the PLGA organic
solution and emulsified by sonication for 20 s. This primary emulsion was added to an
external phase consisting of an aqueous solution of 1% (w/v) polyvinyl alcohol and 1%
(w/v) of sodium chloride and homogenised for 60 s at about 10300 rpm. The second
emulsion (w/o/w) obtained was added to a volume of purified water and the methylene

chloride was allowed to evaporate by stirring. The obtained microspheres were collected
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by centrifugation, washed twice with purified water, and then freeze dried. Average
diameter of microspheres was 9 um, (82% between 5-25 um and 0% upper 25 um) while
encapsulation efficiency was 74%.

A picture of the obtained microspheres is represented in Figure 1.

Figure 2 illustrates the distribution of the microsphere size.

Example 2: Preparation of Microspheres loaded with RNA

Microspheres were prepared by w/o/w emulsion/solvent evaporation method using
a 50:50 PLGA copolymer, intrinsic viscosity of about 0.2 dL/g, which contains free
carboxyl end groups. 3 ml of methylene chloride were added to 0.6 g or PLGA. 0.3 ml of a
concentrated solution of RNA (222 mg/ml) (RNA Sigma 5000-10000Da) in purified water
RNAsa free was added to the PLGA organic solution and emulsified by sonication for 20 s.
This primary emulsion was added to an external phase consisting of an aqueous solution
RNAsa free of 1% (w/v) polyvinyl alcohol and 5% (w/v) of mannitol and homogenised for
60 s at about 10300 rpm. The second emulsion (w/o/w) obtained was added to a volume of
purified water RNAsa free and the methylene chloride was allowed to evaporate by
stirring. The obtained microspheres were collected by centrifugation, washed twice with
purified water RNAsa free, and then freeze dried. Average diameter of microspheres was
10 um, (86% between 5-25 um and 0% upper 25 um) while encapsulation efficiency was
73%.

Example 3: Preparation of placebo Microspheres

Microspheres were prepared by w/o/w emulsion/solvent evaporation method using
a 50:50 PLGA copolymer, intrinsic viscosity of about 0.2 dL/g, which contains free
carboxyl end groups. 3 ml of methylene chloride were added to 0.6 g or PLGA. 0.3 ml of
purified water was added to the PLGA organic solution and emulsified by sonication for 20
s. This primary emulsion was added to an external phase consisting of an aqueous solution
of 1% (w/v) polyvinyl alcohol and 1% (w/v) of sodium chloride and homogenised for 60 s
at about 10300 rpm. The second emulsion (w/o/w) obtained was added to a volume of
purified water and the methylene chloride was allowed to evaporate by stirring. The
obtained microspheres were collected by centrifugation, washed twice with purified water,

and then freeze dried. Average diameter of microspheres was 7 um, (84% between 5-25

um and 0% upper 25 um).
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Example 4: Preparation of Microspheres loaded with albumin fluorescein

isothiocvanate

Microspheres were prepared by w/o/w emulsion/solvent evaporation method using
a 50:50 PLGA copolymer, intrinsic viscosity of about 0.2 dL/g, which contains free
carboxyl end groups. 1 ml of methylene chloride was added to 0.2 g or PLGA. 0.1 ml of an
albumin fluorescein isothiocyanate aqueous solution (20 mg/ml) was added to the PLGA
organic solution and emulsified by sonication for 15 s. This primary emulsion was added
to an external phase consisting of an aqueous solution of 1% (w/v) polyvinyl alcohol and
1% (w/v) and homogenised for 60 s at about 10300 rpm. The second emulsion (w/o/w)
obtained was added to a volume of purified water and the methylene chloride was allowed
to evaporate by stirring. The obtained microspheres were collected by centrifugation,
washed twice with purified water, and then freeze dried. Average diameter of microspheres

was 9 um, (91% between 5-25 um and 0% upper 25 um).

Example S: Study of selective administration in the artery supplying the target

tissue

After triggering an AMI in a Large White pig, 30 mg of microspheres containing
fluorescent albumin, prepared as indicated in example 4, were administered by intra-
coronary route, by means of a 2.5/12 coaxial balloon positioned in the artery responsible
for the AMI, which supplies the infarcted area. The microspheres were suspended in sifu in
10 ml of normal saline solution containing Tween-80; administration was performed in 2
consecutive injections of 5 ml, each followed by 5 ml of normal saline solution.
Experiments showed that the encapsulated antagomir can be selectively administered in the

artery supplying the diseased tissue.

Example 6: Study of retention of the microspheres in the capillaries of the

diseased tissue without allowing outflow into the bloodstream

On a pig model, 4 experiments were conducted by administering by intra-coronary
route through a coaxial balloon positioned in the medial anterior descending branch, 2
injections with 5 ml each of fluorescent microspheres prepared according to example 4.
The 4 animals were euthanized and myocardial samples of the tissue adjoining the anterior
descending branch and the control tissue irrigated by other coronary arteries were obtained.

The samples were observed through an optical fluorescence microscope and the presence
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of microspheres retained in the capillaries of the damaged cardiac muscle as well as their
absence in the control tissue was demonstrated.

To rule out systemic biodistribution, in two of the previous animals, besides
ischemic and control myocardial tissue, 5 replicate samples from lung, spleen and liver
were obtained and visualized by optical microscopy with light B. Fluorescence was
exclusively detected in anterior myocardial wall. This analysis revealed that microspheres
are retained in the heart avoiding systemic release of antagomir92a (reduction of side

effects).

Example 7: Study of retention of microspheres in the capillaries of diseased

tissue without damaging the target tissue itself

Experiments were conducted to investigate the potential local heart toxicity and the
therapeutic safety range of dose. To detect local ischemic damage to the cardiac muscle 2
paired piezoelectric crystals, which are highly sensitive in their ability to detect ischemia
were employed. When cardiac muscle tissue is affected by ischemia, the remaining tissue
becomes dyskinetic and swells; this, along with the blood pressure produced by the
remaining contiguous healthy tissue causes the microcrystals to separate and move further
away from each other. In two pigs after performing a thoracotomy and a pericardiectomy
two pairs of microcrystals were inserted, one control pair in the lateral region and one pair
in the anterior region supplied by the anterior descending branch, through which the
microspheres were administrated. For each pair of medium crystals the distance between
them at two points during the cardiac cycle was measured: at end-diastole (EDL) and end-
systole (ESL). The relation between EDL and ESL is expressed by the parameter SS
(systolic shortening: (EDL — ESL) / EDL. When the left ventricular contraction is
completely dissipated EDL = ESL and SS = 0. The normal values range between 0.2 + 0.1.
As shown in the attached illustration, minimal and transient oscillations after each injection
lasting a few seconds were induced with the dose of the study, corresponding to the first
and second injections. Furthermore and surprisingly, no local side effects were observed
with repeated intracoronary injections of fluorescent microspheres prepared according to
example 4 reaching 14 times the dose of the study. No limiting maximum dose was
associated with irreversible ischemic damage, hemodynamic repercussion or arrhythmias.

In addition, to detect changes in coronary flow a flow sensor was positioned in
middle LAD measuring coronary flow. No significant changes in coronary flow were

observed after intracoronary injections.
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Results are illustrated by Figure 3 wherein 120mg of microspheres were injected

and by Figure 4 wherein 240 mg of micropsheres were injected.

Example 8: Study of the molecular effect of a single intra-coronary injection of

microspheres with a small antagomir dose

In order to demonstrate that small doses of microencapsulated antagomir could
produce a molecular response, the miR-92a expression in vivo, in ischemic and control
tissue, was measured after intracoronary encapsulated antagomir-92a administration. In 3
pigs, 60 mg of microspheres containing antagomir-92a prepared according to example 1
(0.1 mg/Kg) were delivered in LAD. Animals were euthanized at one, three and 10 days
after treatment and expression of miR-92a and endogenous microRNA as controls (miR-
123, 203, and 126) were quantified in 2 replicate infarcted and control samples by total
RNA isolation and real-time quantitative RT-PCR using specific primers (see Figure 5).

In infarcted tissue, miR-92a expression resulted down-regulated by 8-fold in
comparison with control tissue whereas expression of endogenous miRs was not affected
by the treatment. The inhibition began to be present as early as 1 day and it was still
present at day 10, with 5 times lower expression levels than in the control area.

No significant regulation was detected in endogenous miRs. These results reveals
that the vehicle/system provides adequate conditions for enabling controlled delivery and
release of antagomir-92a, thereby producing a sustained inhibition of microRNA-92a with
a single intracoronary administration.

These results, represented in Figure 6, also confirm that the antagomir is not

degraded during the microsphere manufacturing process.

Example 9: Study of the biological effect of a single intra-coronary injection of

microspheres containing low doses of antagomir

In order to demonstrate whether the molecular effect of microsphere-transported
antagomir-92a is accompanied by a biological effect, a pre-clinical study was conducted
with 26 adult minipigs. The purpose of this study was to investigate whether inhibition of
mir-92a by selective intracoronary encapsulated antagomir-92a administration leads to
enhance of angiogenesis in infarcted area, and thus preventing the occurrence of
ventricular remodelling.

3 formulations were administered:

- Saline solution (control formulation)
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- Placebo microspheres prepared according to example 3

- Antagomir-92a microspheres prepared according to example 1, at one antagomir
dose of 3 mg /minipig.

4 weeks after treatment, significant higher vascular density in the necrotic area was
detected in those animals receiving encapsulated antagomir-92a compared to controls,
thereby confirming the proangiogenic activity of antagomir-92a observed in previous study
(161.57+58.71 vs 68.49+23.56 in placebo group vs 73.91+24 .97 in saline group, p=0.001)
i1) the vascular density (see Figure 7).

Microvascularity increased within both, the infarct zone and the peri-infarct rim.
Lower microvascular resistance index in those treated animals was consistently
demonstrated (200.67+104.46 vs 511.73£202.1 in controls, p=0.007) and it was
significantly correlated with vascular density (R* 0.41, p=0.02). (see Figure 8).

The baseline microcirculatory resistance (baseline MR) and the true
microcirculatory resistance (TMR (hyp)) were significantly lower in the treated group
compared with controls (7.47+1.33 vs 19.62+2.98, p=0.005 and 5.0+1.15 vs 14.49+2 4, p=
0.006 respectively). Baseline and true microcirculatory resistance were significantly
correlated with vascular density (R2 0.35, p=0.033 and R2 0.31, p=0.047 respectively (see
Figure 9).

These data indicate that encapsulated antagomir-92a induces sustained
angiogenesis in vivo.

Having found growth vessels, its potential benefits in healing process that occurs
after an AMI was therefore further investigated. To determine the effects of encapsulated
antagomir-92a on ventricular remodelling, morphological and structural parameters by ex
vivo magnetic resonance imaging (CMR) and functional parameters analysed by
intravascular echocardiography (IVE), in the treated and non-treated groups were
compared. Significant more percentage of animals with anterior and septoapical dyskinesia
was present in IVE in controls (p=0.03) (see notably Figure 10) with also significant higher
thinning of the injured ventricular wall and adverse remodelling morphometry changes in
left ventricle in ex-vivo CMR in comparison with treated animals (Table 3).

More particularly, Figure 10 illustrates the results of the analysis of regional wall
motion dysfunction by intravascular echocardiography (IVE). IVE was performed by using
a Vivid Q ultrasound imaging machine (GE Healthcare, Belford, UK) and an AcuNav 10F

ultrasound catheter (Siemens) placed in the apex of the right ventricle.
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The results of the study show that the administration of antagomir-92a
microspheres is associated with a statistically significant reduction in adverse remodelling
following acute myocardial infarction.

Table 3: Parameters of left ventricular remodelling in CMR

Saline Placebo ME Antagomir-92a P
(N=0) (N=5) ME
(N=06)
Number of infarctedCMR 4.8+0.3 4.8+0.4 53402 0.38
slices
T maxinfarctedwall, MM 6.07+£0.9 5.61+£0.5 9.01+0.6 0.006
Percentage of 54.79+4.9 56.74+4.1 22.71£5.5 0.000
minimumthinning, %
T mininfarctedwatl, MM 3.17£0.4 4.02+0.9 435+0.5 0.33
Percentage of 76.40£2.1 | 69.86+4.72 62.54+4.19 0.05
maximumthinning, % 8
Length of the thinning 32.2+1.8 31.7+4 20.5+£3.6 0.03
wall, mm
Dr /Dx 1.93+0.2 2.02+0.2 1.29+0.1 0.03
Dn,mm 14.88+0.6 | 13.78+1.59 17.5¢1.37 0.12
8

Adverse remodeling%o (n) 833 (5) 80 (4) 16.7 (1) 0.03
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Encapsulated antagomir-92a prevents adverse left ventricular remodelling 1 month
after acute myocardial infarction. The different remodelling parameters calculated in all
infarcted slices of ex-vivo CMR in each minipig were dtermined. Representative L2 slice
(being L1 the apex) of four minipigs are shown.Tmax infarcted wal = mean maximum infarcted
wall thickness calculated as ) of the maximum infarct wall thickness in each slice divided
by the number of affected slices; Tnormal posterior wall = mean thickness of normal posterior
wall measured just beside the insertion of posterior papillary muscle calculated as Y’ of the
wall posterior thickness in each affected slice divided by de number of affected slices;
mean percentage of minimum thinning calculated as [100 — (Tmax infarcted wal/ T normal posterior
wall X100)]; Tinin infarcted wall = mean minimum infarcted wall thickness calculated as ). of the
minimum infarct wall thickness in each affected slice divided by the number of affected
slices; mean percentage of maximum thinning calculated as [100 — (Tuin infarcted wait/ T normal
posterior wallX100)]; Dr: mean maximal diameter between infarcted wall and contralateral
normal wall calculated as ) of the maximal diameter between infarcted wall in each
infarcted slice divided by the number of affected slices; Dnx. mean maximal diameter
between normal walls, forming a right angle with Dr and drawn nearest thecenterofthe
ventricularcavity, calculated as ) of the maximal diameter between normal walls in each
infarcted slice divided by the number of affected slices; Dr/ Dn. mean sphericity index
calculated as ), of the Dr/ Dy of each infarcted slice divided by the number of affected
slices. Data of the table are expressed as the mean + s.e.m.

The results of a epresentative CMR show that :

A: Cardiac NMR and IVE of minipig 14 (death immediately after induction of
AMI): Owing to the occurrence of death immediately following the AMI, there was not
enough time for the remodelling process to be triggered. This is why a concentric left
ventricle was seen to have similar dimensions in all of the segments.

B: Cardiac NMR and IVE of the minipig 20 to 30 days post-AMI: evidence of
adverse ventricular remodelling: One month after the AMI, extreme emaciation of the
anterior and septal sections was observed on the CMR as well as an aneurysm formation
with dyskinesia on the IVE which is typical of post-AMI adverse remodelling.

C: Cardiac NMR and IVE of the minipig 22 to 30 days post-AMI: no ventricular
remodelling: One month after AMI, slight reduction of the parietal region in the anterior
and septal areas was observed without aneurysm formation and without dyskinesia in the

IVE. This is a typical case of favourable repair reactions after AMI.
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Example 10: Study of the induction of vascular tumours or effects in short-

term mortality of encapsulated antagomir-92a

No vascular tumors were observed in necropsy analysis performed to all animals,
thereby suggesting the absence of ectopic systemic suppression of microRNA-92a in other
organs at distance. The mortality of the study was of 23 %. No differences were observed

in short-term mortality. Only one minipig allocated to encapsulated antagomir92a died
(p=0.39).

Table 4
Saline Antagomir-92a ME
N=126 Placebo ME (n=9)
(n=9) (n=8)
1 month
6 7 7
follow-up
Death 3 2 1

Example 11: Study of the proarrhythmic profile of encapsulated antagomir-

92a,

In order to know the arrhythmogenic potential of encapsulated antagomir-92a, all
arrhythmic events during the procedures were recorder and analyzed by Collect 5S
software (GE). Moreover, to address this issue, an insertable loop recorder was randomly
implanted in 10 of the 26 minipigs of the study to detect potential episodes of arrhythmia
until sacrifice, at one month postinfarction and treatment. No higher number of maligne
tachyarrhythmias nor bradiarrhythmias were observed in treated group in comparison with
controls, indicating that intracoronary encapsulated antagomir-92a doesn’t exert a

proarrhythmic effect.
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Table 5: Arrhythmias detected during the study

Saline (n=9) Placebo ME Antagomir-92a p
(n=9) ME (n=8)
Ischemic phase (n— 26)
No arrhythmias, n(%) 2(22.2) 0 1(12.5) 0.37
Arrhythmias, n(%) 7(77.8) (100) 7 (87.5)
PVC, n 5 7 5
0 1 1
NSVT, n 3 3 3
Ventricular fibrilation, n
Reperfusion phase (n—26)
No arrhythmias, n(%) 5(55.6) 3(33.3) 3(37.5) 0.6
Arrhythmias, n(%) 4 (44.4) 6 (66.7) 5(62.5)
Sinusal pauses, n 1 1 0
1 0 0
Nodal rhythm,n 0 2 1
4 3 3
IVR, n 0 0 |
PVC, n
NSVT, n
During 30 days after AMI (h=10)
Implantable loop recorder n= n=3 n=3 0.88
No arrhythmias, n(%) 0 (0) 0 (0) 0 (0) 0.38
Arrhythmias, n(%) 2 (50) 3 (100) 3 (100)
Sinusal taquicadia 2 3 3
_ 0 1 0
Sinusal pausa 0 0 1
PVC or PSVC 2(30) 0 0
Not assessable

PVC: premature ventricular complexes, NSVT: non-sustained ventricular

5  taquicardia,

IVR: idioventricular rhythm,

PSVC: premature supraventricular complexes

AMI: acute myocardial infarction
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Example 12: evaluation of the effects of encapsulated antagomir 92a and non

encapsulated antagomir-92a on the expression of miR92a in vitro.

12.1: Material and Method

a. Cells

The human umbilical vein cell line, EA hy926, established by fusing primary
human umbilical vein cells with a thioguanine-resistant clone of lung cells A549 (ATCC®
CRL-2922™) has been used.

b. Treatment

Approximately 500 000 EA hy926 cells were seeded onto six well plates and
incubated under standard condition (37°C, 5% CO2) in RPMI 1640 supplemented in 10%
fetal bovine serum (FBS) and 2 mM L-glutamine (Sigma, L’Isle d’abeau, France)
Medium was then replaced by fresh completed RPMI medium containing the
respective antagomirs and their respective controls (PBS or microspheres).
EA hy926 cells have been treated with either, antagomir 92a (free and three batches
of Antagomir92a microspheres), encapsulated antagomir 17 or encapsulated antagomir
20 at 10 and 150 nM. Cells were incubated for a further 24 h before harvesting for
RNA extraction. Total RNA was extracted and the expression of miRNAs was
quantified by means of quantitative RT-PCR.

c. RNA Extraction

miRNAs were isolated from EA hy926 cells and mini-pig tissues using Qiagen
RNeasy mini-preps (ref. 74106) and RNeasy+ universal kits (ref. 73404), respectively,
according to manufacturers instructions (Qiagen, Courtaboeuf, France). The quantity and
purity of extracted RNA were assessed using a NanoDrop ND 1000 spectrophotometer
(Labtech International, Paris, France).

d. Reverse transcription of miRNAs

miRNAs were reverse-transcribed, using the TagMan MicroRNA Reverse
Transcription Kit (Life Technologies, ref. 4366596), in a final volume of 15 pl containing
5 ng of total RNA and the specific miRNA probe. The samples were incubated at 16°C for
30 min and 42°C for 30 min, and reverse transcriptase was inactivated by heating at 85°C
for 5 min and cooling at 4°C forever.

e. Real-Time RT-PCR

Theoretical Basis. Quantitative values are obtained from the Ct number at which

the increase in signal associated with exponential growth of PCR products starts to be

detected (using the QuantStudio 6 and 7 Flex Software, according to the manufacturer’s
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manual). To control the differences in amounts of starting material, the data were
normalized to the geometric mean of 2 endogenous controls (miRNA103 and miRNA191)
which expression levels have been empirically shown not to change as a function of
treatment. Value of the target miRNA was subsequently normalized such that the value of
the target miRNA in the control equals a value of 1. Results were expressed using the
AACt calculation method (RQ analysis software, Applied Biosystems®).

PCR Amplification. All PCR reactions were performed using a QuantStudio™ 6

Flex Real-Time PCR System and TagMan probes (Applied Biosystems®). The thermal
cycling conditions comprised an initial denaturation step at 95°C for 10 min and 45 cycles

at 95°C for 15 s and 65°C for 1 min. Samples were tested in duplicate.

12.1: Results

miR-92a expression 1is inhibited by both antagomir-92a free and
encapsulated at 10 nM with an approximate 90% reduction.

miR-92a expression is undetectable after both antagomir-92a free and
encapsulated at 150 nM.

Neither miR-17 or miR-20a expression was significantly reduced by
antagomir-92a treatment.

These data are summarized in Figure 11.

Example 13: evaluation in vitro of the effects of three encapsulated antagomirs

(antagomir 17, 20a and 92a) on their respective expression of miRs.

13.1 Preparation of Microspheres loaded with antagomir-17

Microspheres were prepared by an emulsion/solvent evaporation method using a
50:50 PLGA copolymer (i.v. 0.2 dL/g). A solution of antagomir-17 (HSA-miR-17-5p;
molecular mass: 5305Da; sequence: CTGCACTGTAAGCACT; from Exiqon) was
emulsified in the PLGA organic solution. The obtained emulsion was in turn incorporated
in a dispersing aqueous phase and homogenised to obtain the desired particle size. Finally,
after the solvent evaporation, the obtained microspheres were freeze-dried. The average

diameter of microspheres was 10 um and the antagomir-17 content was 7.3%.
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13.2 Preparation of Microspheres loaded with antagomir-20a

Microspheres were prepared by an emulsion/solvent evaporation method using a
50:50 PLGA copolymer (i.v. 0.2 dL/g). A solution of antagomir-20a (HSA-miR-20a;
molecular mass: 5289Da; sequence: CTGCACTATAAGCACT; from Exiqon) was
emulsified in the PLGA organic solution. The obtained emulsion was in turn incorporated
in a dispersing aqueous phase and homogenised to obtain the desired particle size. Finally,
after the solvent evaporation, the obtained microspheres were freeze-dried. The average

diameter of microspheres was 10 um and the antagomir-20a content was 6.8 %.

13.3 Results

Material and method is the salme as in Example 12.

- miR-17 is inhibited at 76% by encapsulated antagomir-17 at 10 nM. miR17
expression is totally abolished by encapsulated antagomir-17 treatment at 150 nM.

- miR-20a is inhibited at 7% by encapsulated antagomir-20a treatment at 10 nM
and at 87% by encapsulated antagomir-20a treatment at 150 nM.

Results are represented in Figure 12.

Example 14: evaluation in_vitro of three batches of Antagomir92a

microspheres. with the characteristics of load, size and ratio Lactide/Glycolide.

14.1 Preparation of Microspheres with low antagomir-92a loading (L.13250 :
Polymer : RESOMER RGS502H)

Microspheres were prepared by an emulsion/solvent evaporation method using a
50:50 PLGA copolymer (i.v. 0.2 dL/g) as described in example 1 but using lower initial
amount of drug and a higher agitation speed in order to prepare smaller microspheres with
low antagomir-92a content. The average diameter of microspheres was 7 um and the

antagomir-92a content was 1.5 %.

14.2 Preparation of Microspheres with high antagomir-92a loading (L.13262 :
Polymer : RESOMER RGS502H)

Microspheres were prepared by an emulsion/solvent evaporation method using a
50:50 PLGA copolymer (i.v. 0.2 dL/g) as described in example 1 but using higher initial

amount of drug and a lower agitation speed in order to prepare bigger microspheres with
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high antagomir-92a content. The average diameter of microspheres was 15.6 um and the

antagomir-92a content was 9.8 %.

14.3 Preparation of Microspheres loaded with antagomir-92a using a long-

5 lasting polymer (L13230: Polymer : LACTEL B6006)

Microspheres were prepared by an emulsion/solvent evaporation method as
described in example 1 but using a 85:15 PLGA copolymer with a high molecular weight
(i.v. 0.64 dL/g), intended for a slow drug release. The average diameter of microspheres
was 12 um and the antagomir-92a content was 3.1%.
10
14.4 Results
The three batches of antagomir-92a microspheres, with the characteristics of load,
size and ratio Lactide/Glycolide have been tested.
According to microsphere content L13250 has been tested at 2 and 30 nM, L13262
15 at 14 and 210 nM, and L13230 at 4 and 66 nM,
L13250, L13262 and L13230 totally abolished miR92a expression.
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CLAIMS

1. Composition comprising an effective amount of at least one inhibitor of a
miRNA involved in the angiogenesis, or a precursor thereof, wherein said inhibitor is

microencapsulated into polymeric biodegradable and biocompatible microspheres.

2. The composition of claim 1, wherein said miRNA is selected in the family
comprising miR-92 (including miR-92a-1, miR-92a-2 and miR-92b), miR-17, miR-503,
miR-16 (including miR-16-1 and miR-16-2), miR-374 (including miR-374a, miR-374b
and miR-374c¢), miR-24 (including miR-24-1 and miR-24-2), miR-483, miR-34 (including
miR-34a, miR-34b and miR-34c), miR-20 (including miR-20a and miR-20b), miR-15
(including miR-15a and miR-15b).

3. The composition of claim 1, wherein said miRNA consists of the mature:

a) miR-92a comprising a sequence selected from the group consisting of SEQ ID
No. 21, 22 or 23 or a sequence having at least 90% nucleotide identity with one of SEQ ID
No. 21, 22 or 23;

b) miR-92b comprising a sequence selected from the group consisting of SEQ ID
No. 24 or 25 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
24 or 25;

¢) miR-17 comprising a sequence selected from the group consisting of SEQ ID
No. 26 or 27 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
26 or 27,

d) miR-503 comprising a sequence selected from the group consisting of SEQ ID
No. 28 or 29 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
28 or 29;

e) miR-16 comprising a sequence selected from the group consisting of SEQ ID
No. 30, 31 or 32 or a sequence having at least 90% nucleotide identity with one of SEQ ID
No. 30, 31 or 32;

f) miR-374 comprising a sequence selected from the group consisting of SEQ ID
No. 33, 34, 35, 36, 37 or 38 or a sequence having at least 90% nucleotide identity with one
of SEQ ID No. 33, 34, 35, 36, 37 or 38;
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g) miR-24 comprising a sequence selected from the group consisting of SEQ ID
No. 39, 40, 41 or 42 or a sequence having at least 90% nucleotide identity with one of SEQ
ID No. 39, 40, 41 or 42;

h) miR-483 comprising a sequence selected from the group consisting of SEQ ID
No. 43 or 44 or a sequence having at least 90% nucleotide identity with one of SEQ ID No.
43 or 44;

1) miR-34 comprising a sequence selected from the group consisting of SEQ ID No.
45, 46, 47, 48, 49 or 50 or a sequence having at least 90% nucleotide identity with one of
SEQ ID No. 45, 46, 47, 48, 49 or 50;

j) miR-20 comprising a sequence selected from the group consisting of SEQ ID No.
51, 52, 53 or 54 or a sequence having at least 90% nucleotide identity with one of SEQ ID
No. 51, 52, 53 or 54; and

k) miR-15 comprising a sequence selected from the group consisting of SEQ ID
No. 55, 56, 57 or 58 or a sequence having at least 90% nucleotide identity with one of SEQ
ID No. 55, 56, 57 or 58.

4. The composition of claim 1, wherein the said precursor of miRNA consists
of:

a) mir-92a-1 comprising the sequence SEQ ID No. 1, or a sequence having at least
90% nucleotide identity with SEQ ID No. 1;

b) mir-92a-2 comprising the sequence SEQ ID No. 2, or a sequence having at least
90% nucleotide identity with SEQ ID No. 2;

¢) mir-92b comprising the sequence SEQ ID No. 3, or a sequence having at least
90% nucleotide identity with SEQ ID No. 3;

d) mir-17 comprising the sequence SEQ ID No. 4 or a sequence having at least 90%
nucleotide identity with SEQ ID No. 4;

e) mir-503 comprising the sequence SEQ ID No. 5 or a sequence having at least
90% nucleotide identity with SEQ ID No. 5;

f) mir-16-1 comprising the sequence SEQ ID No. 6, or a sequence having at least
90% nucleotide identity with SEQ ID No. 6; and

g) mir-16-2 comprising the sequence SEQ ID No. 7, or a sequence having at least
90% nucleotide identity with SEQ ID No. 7

h) mir-374a comprising the sequence SEQ ID No. 8, or a sequence having at least

90% nucleotide identity with SEQ ID No. 8
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1) mir-374b comprising the sequence SEQ ID No. 9, or a sequence having at least

90% nucleotide identity with SEQ ID No. 9

j) mir-374c comprising the sequence SEQ ID No
90% nucleotide identity with SEQ ID No. 10

k) mir-24-1 comprising the sequence SEQ ID No
90% nucleotide identity with SEQ ID No. 11

. 10, or a sequence having at least

. 11, or a sequence having at least

1) mir-24-2 comprising the sequence SEQ ID No. 12, or a sequence having at least

90% nucleotide identity with SEQ ID No. 12

m) mir-483 comprising the sequence SEQ ID No
90% nucleotide identity with SEQ ID No. 13

n) mir-34a comprising the sequence SEQ ID No.
90% nucleotide identity with SEQ ID No. 14

0) mir-34b comprising the sequence SEQ ID No.

90% nucleotide identity with SEQ ID No. 15

p) mir-34c comprising the sequence SEQ ID No.

90% nucleotide identity with SEQ ID No. 16

q) mir-20a comprising the sequence SEQ ID No.

90% nucleotide identity with SEQ ID No. 17

r) mir-20b comprising the sequence SEQ ID No.
90% nucleotide identity with SEQ ID No. 18

s) mir-15a comprising the sequence SEQ ID No.
90% nucleotide identity with SEQ ID No. 19, and

t) mir-15b comprising the sequence SEQ ID No.
90% nucleotide identity with SEQ ID No. 20.

. 13, or a sequence having at least

14, or a sequence having at least

15, or a sequence having at least

16, or a sequence having at least

17, or a sequence having at least

18, or a sequence having at least

19, or a sequence having at least

20, or a sequence having at least

5. The composition of claims 1 to 4, wherein the said inhibitor of a miRNA is

an oligonucleotide of 8-49 nucleotides in length having a sequence targeted to the said

miRNA, or a precursor thereof.

6. The composition of claim 5, wherein the said oligonucleotide is an antisense

oligonucleotide that is at least partially complementa

miRNA, or a precursor thereof.

ry to the sequence of the target
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7. The composition of claim 6, wherein said antisense oligonucleotide is
selected from the group consisting of a ribonucleotide, a deoxyribonucleotide, a small
RNA, an antagomir, a LNA, a CDNA, a PNA, a morpholino oligonucleotide or a

combination thereof.

8. The composition of claim 6, wherein said oligonucleotide consists of an
antagomir.
9. The composition of claim 8, wherein said antagomir comprises a nucleotide

sequence comprising at least 16 contiguous nucleotides complementary to the nucleotides

of a sequence selected from the group consisting of SEQ ID No. 1 to 58.

10.  The composition of claim 9, wherein said antagomir comprises the sequence
SEQ ID No. 59 or 60 and modifications excluding base substitutions thereof, and
fragments consisting of subsequences of SEQ ID NO: 59 or 60 of at least 8 contiguous

nucleotides thereof.

11.  The composition of claims 1 to 10, wherein said microspheres are

presenting a diameter which does not exceed 25 um.

12.  The composition of claims 1 to 10, wherein at least 50% of said
microspheres are presenting a diameter comprised between 5 and 20 um, preferentially

between 5 and 15 pm.

13. The composition of claims 1 to 12, wherein the microspheres are

incorporating from 1% to 15 % w/w of inhibitor.

14.  The composition of claims 1 to 12, wherein the microspheres are

incorporating from 1% to 10 % w/w of inhibitor.

15.  The composition of claims 1 to 14, wherein said microspheres are made of a
polymer consisting of poly-d,I-lactide (PLA), the said polymer being optionally blended

with one or more other polymers.



10

15

20

25

30

WO 2014/115103 PCT/IB2014/058500
52

16.  The composition of claims 1 to 14, wherein said microspheres are made of a
copolymer consisting of poly-d,I-lactide-co-glycolide (PLGA), the said polymer being

optionally blended with one or more other polymers.

17.  The composition of claims 1 to 14, wherein said microspheres are made of a
blend of polymers consisting of poly-d,l-lactide-co-glycolide (PLGA) and poly-d,I-lactide
(PLA).

18.  The composition of claim 16 or 17, wherein the ratio of lactide:glycolide in

the PLGA polymer is comprised between 50:50 to 95:5 molar ratio.

19.  The composition of claims 16 to 18, wherein the inherent viscosity of the

polymer is comprised between 0.1 and 0.70 dl/g.

20.  The composition of any one of the preceding claims for use in the treatment

of the myocardial infarction.

21.  The composition of claim 20 wherein said myocardial infarction consists of

the acute myocardial infarction.

22. A method of reversing or preventing ventricular remodelling in a subject in
need thereof comprising administering to said subject an effective amount of a composition

according to one of the claims 1 to 19.

23. The method of claim 22, wherein said administration consists of an

administration by intracoronary route.

24, A population of biodegradable and biocompatible microspheres for use in
the treatment or prevention of myocardial infarction, wherein said microspheres:
- have an average diameter comprised between 5 and 15 um,;
- are made of poly-d,l-lactide-co-glycolide (PLGA) ; poly-d,l-lactide (PLA) or a blend
thereof;
- are incorporating from 1% to 15% w/w of a therapeutic agent capable of preventing

ventricular remodelling,
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wherein said therapeutic agent consists of an inhibitor of a miRNA selected from
the group consisting of miR-92 (including miR-92a-1, miR-92a-2 and miR-92b), miR-17,
miR-503, miR-16 (including miR-16-1 and miR-16-2), miR-374 (including miR-374a,
miR-374b and miR-374c¢), miR-24 (including miR-24-1 and miR-24-2), miR-483, miR-34
(including miR-34a, miR-34b and miR-34c), miR-20 (including miR-20a and miR-20b),
miR-15 (including miR-15a and miR-15b) and more preferentially miR-92a, or a precursor

thereof.

25.  The microspheres of claim 24, wherein said inhibitor is an antagomir.

26. A kit comprising at least 1) a composition according to claim 1 to 19 and/or
microspheres according to claims 24 or 25 and ii) a syringe or vial or ampoule in which the

composition is disposed.

27.  The kit of claim 26, further comprising a solvent disposed in a solvent

container.
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L — PG, B 5 S BP0 R L8 A R mi RNA B R4 1 & /b — il ), 3
R B $ b SRR 3 B SR S ) A W ] A HL AR DA 2 B K

2. BUFIEESR 1 BRI 24, ForP BT IR mi RNA 3% 1 miR-92 (£9.4% miR-92a—1.miR-92a-2
A1 miR-92b) s miR-17, miR-503, miR-16 ( £ $& miR-16-1 F1 miR-16-2) . miR-374( 3
#5 miR-374a. miR-374b Ml miR-374c) « miR-24 ( 45, #%& miR-24-1 1 miR-24-2) . miR-483.
miR-34 (B FfEmiR-34a.miR-34b A miR-34c) .miR-20 (f34% miR-20a A1 miR-20b) .miR-15 ({3,
FE miR-15a Fl miR-15b) .

3. BURIEESR 1 B 20 A4, Horp BT iA miRNA HH BAR Bis# miRNA 2R,

a) L& I%H SEQ 1D NO :21.22 B 23 [W)JPFES SEQ 1D NO:21.22 823 2 —HA R
> 90 % 1% H I —BUER P F ) miR-92a

b) A5 H SEQ ID NO :24 BY 25 /¥ 3E5 SEQ ID NO :24 B8R 25 2 —HA 2/ 90%
AR — R 7 5 E miR-92b ;

c) Bk H SEQ 1D NO :26 B¢ 27 )7 %85 SEQ ID NO :26 B 27 2 —HA %/ 90%
AR R H ) miR-17

d) &% H SEQ 1D NO :28 B¢ 29 (/7185 SEQ ID NO :28 B 29 . —HA %/ 90%
ZAHETR— R 7 5 miR-503

e) 1% H SEQ ID NO:30.31 BY 32 /P %1Ek5 SEQ 1D NO:30.31 832 2 —HA %
> 90 Y% A% R —EUHE R F1 1) miR-16

) AE%H SEQ 1D NO :33.34.35.36.37 B¢ 38 FIFFEK5 SEQ 1D NO :33.34.35.36.
37 B 38 2 —HAH/D 90 % L H IR —EUE T FIH miR-374 5

g) Bk H SEQ ID NO:39.40.41 B 42 [JJF 385 SEQ ID NO :39.40.41 B{ 42 Z—
BAHZD 0% ZH IR —EPERTFI miR-24 ;

h) A& 3% H SEQ ID NO :43 5L 44 [P 785 SEQ ID NO :43 5t 44 2 —HA %> 90%
B TR — SR 72 miR-483

i) A& H SEQ 1D NO :45.46.47.48.49 ¢ 50 {7455 SEQ ID NO :45.46.47.48.
49 B 50 2 —HAE /D 90 % I IR —E kP B HI miR-34 ;

J) B A SEQ 1D NO :51.52.53 BY 54 [P FIES SEQ 1D NO :51.52.53 B 54 & —
BA 2D 90% %IRRT FI I miR-20 ;41

k) F73% H SEQ ID NO :55.56.57 B¢ 58 {77185 SEQ ID NO :55.56.57 BL 58 Z—
BAZ /A 90 % IR —E k75 E miR-15.

4. BUMER 1 iR A A1), Horp BTk miRNA R4 5 DL 20K -

a) 4 SEQ ID NO :1 FIFFIELS SEQ 1D NO :1 B E /b 90 % Bt e —E0 Itk 5 31 1
mir-92a-1 ;

b) f, 4 SEQ 1D NO :2 [{/5% 85 SEQ 1D NO :2 B3 %/ 90 % &%t B —F 5 71 1
mir-92a-2 ;

¢) A4 SEQ 1D NO :3 [/FFIEE SEQ 1D NO :3 B % /D 90% B i — 5 E )5 71 1
mir-92b ;

d) A4 SEQ 1D NO :4 [{/F %5 SEQ 1D NO :4 B4 % /D 90% B — S L5 51 1

mir—17 ;
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e) FL{ SEQ
mir—503 ;

) 5 SEQ
mir—16—1;

g) 7 SEQ
mir—-16-2 ;

h) %% SEQ
mir—-374a ;

i) 1% SEQ
mir—-374b ;

j) A7 SEQ
1) mir—374c ;

k) 47 SEQ
1) mir-24-1 ;

1) 5% SEQ
1) mir-24-2 ;

m) 7 SEQ
1) mir—483 ;

n) % SEQ
) mir-34a ;

o) £l SEQ
E]’(J mir—34b H

p) A% SEQ
1 mir-34c ;

q) B SEQ
1) mir—20a ;

r) % SEQ
1) mir—20b ;

s) B7 SEQ
1] mir—15a ;F0

t) A7 SEQ
) mir—15b,

ID

ID

ID

ID

ID

1D

1D

1D

1D

ID

ID

ID

ID

ID

1D

1D

N

)

N

O

N

O

N

-]

N

-]

NO

NO

NO

NO

NO

NO

NO

NO

NO

NO

:5 FIFFIEE SEQ 1D NO :5 HA 2/ 90 % % H R — B 71 Y

:6 (7585 SEQ 1D NO :6 HA 2/ 90 % % H R — S 71 1Y

7 HIFFIEE SEQ 1D NO -7 HA 2/ 90 % % R — 2 e Z1 i

8 FIFFES SEQ ID NO :8 B £/ 90 % % H M —EUE M 5 1Y

:9 FIFFIES SEQ 1D NO -9 B £/ 90 % % H M —EUE M 7 1Y

:10 I FIELS SEQ

11 P FIE SEQ

12 P FIES SEQ

13 P FIELS SEQ

14 [P FIEE SEQ

15 [P HIELE SEQ

:16 [P F 80 SEQ

17 (P FIES SEQ

:18 I FIELS SEQ

:19 I FIELS SEQ

1D

1D

1D

1D

1D

1D

1D

1D

1D

1D

NO :20 3185 SEQ 1D

NO

NO

NO

NO

NO

NO

NO

NO

NO

NO

10 A2 /0 90 % 5 — B 51

11 B2/ 90 % 5 — B 51

12 B2 /0 90 % R — B 1

13 A2 /0 90 % R — B 51

14 B E /0 90 % R — B 7 51

1156 B 20 90 % % R — B 7 51

:16 A %/ 90 % A% H IR — BRI 751

17 A ED 90 % R — B 51

18 A 20 90 % % H 1R — BV 51

19 A2 /0 90 % 5 — B 51

NO :20 B &0 90 % % H EE— B FE 7

5. AR EER 1-4 Pk ALY, Horb ik mi RNA #6177 2y 8-49 MZH IR I BAT
LR P i mi RNA BCH AR A9 3 1) R S5 IR o

6. BUFEK b Ird A &9, Hh Irid F % IR

TAMY R UL -
7. RURESR 6 BTk (2G4, o Brik OSSR B 1% B A% MBI 1 R I S8 A W i 1
1% . /)N RNA. antagomir. LNA. CDNA. PNA. "B IR ZEA% H IR B B A I 4 o
8. BUHESR 6 Frid IH A, Hh ik 5% HEE B antagomir ZH k.

3

&5 BTA#E mi RNA B RTAE 2/ 4
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9. RURE R 8 Frid I ZH 54, Horp BTik antagomir £ & 4% H 1 751, Frid 4% H 1 7 518
G 16 MG E SEQ ID NO :1-58 {7 AL T R HAMKELEZL TR «

10. BUCRESR 9 ik A &), Hd Bridk antagomir £92 /7 %1 SEQ ID NO :59 B 60 A&
FLRRAE B e 2 AN B, LA Z /D 8 ANESZAT IR SEQ 1D NO :59 8% 60 [+ /7514
R B

L1 BURIZER 1-10 FriR A4, Horp B sk ) B A I 25 wm.

12. BRI ESR 1-10 Frid &9, Hrb 20 50 % (I BTIAER I B N 5-20 wm, f%
5-15 L m.

13, BURIEER 1-12 iR A A1), Hp Brid ek a8 1% -16% w/w 3015 o

14, BUMIZEER 1-12 iR A A1), Hp Brd ek a8 1% -10% w/w 301 57 o

15, BUMIZER 1-14 Frik A 51, Hrp Frid ok 5 —d, 1- TNACEs (PLA) HRR
E WA TR R AT S — e 2 F AL R AR .

16. BUFJER 1-14 rik A S, Hrp Brid ok RS —d, 1- AACHS - 35 - 4 5CHR
(PLGA) #H R AL R 1, Frik TR G WMEIR L 5 — PhE 2 P A R S ML .

17 BURIER 1-14 ik A S, Hrp Prid ok FH RS —d, 1- HACHS - 3% - 4 5CHR
(PLGA) FIE& —d, 1- AZCHES (PLA) ARSI B-A LR .

18. BUFZE3KR 16 B 17 Frid A4, Howh PLGA AW AACHES : AT LL )y
50:50 & 95:5 EE/R L

19. BMZK 16-18 Pk KA G4, Horb Bk RS9 (0 B A 45 0 0. 1-0. 70d1/g.

20. FEABRESRAT— T TR A AP T8 97 O WU BE G 3

21 BUREESKR 20 Ak A4, b Brik O DUBEZE & S PR O UUBESE -

22. 1575 B0 TT B 32638 vl i SRR O 28 B A B 0 v, A4 1l i 52303 it FH A 3%
SRR E R 1-19 /- — TR -5

23. BUREESR 22 Pk 7732, Horb Bivads i FH 2 Jd ek el IR B bk Ay ads 42 it P o

24. AT B fi HLAE DA AR IO R B AR T30 97 BT (O WIURE BB 1 FH 3%, v B i Ak

K .

- FHEANG-15um ;

- HE —d, 1- HACHEE - ZACHE Y (PLGA) W58 —d, 1- HACHES (PLA) BUEATSLIRY)
il B 5

- 8 1% —15% w/w [IRERS TR O = B AIRIT A 5

Hod Br iR ve J7 F B & B LR AY miRNA B AT AR A 306 57 2 Rk amiR-92 (£ 4
miR-92a-1. miR-92a-2 FI miR-92b) . miR-17. miR-503. miR-16 ( A #E miR-16-1 #/
miR-16-2) . miR-374 ( £5,%% miR-374a. miR-374b I miR-374c) . miR-24 ( £0,3% miR-24-1 I
miR—-24-2) . miR-483. miR—-34 ( £ miR—34a. miR-34b 1 miR-34c) . miR-20 ( £14E miR-20a
M miR-20b) « miR-15 ( £4E miR-15a A miR-15b) , Hii%k miR-92a.

25. BURIEER 24 Fri 9K, Ho b B #7772 antagomir.

26. — P &, AFEER D 1) RIEBRZR 1-19 Frid I S/ SR PERUR) Z R
24 B 25 BTl BIUEK si1) BT AW B S 4 BN B

27. BUREE SR 26 Pk il &, i — 005 8 T 7 2 88 P sl

4
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A4 68 antagomir FIZEE Y

AR G
[0001] A B J 15 AE B B 7o AR » A 4o sl AL P09 14 285 490 1 1) ) A o

HEREA

[0002]  EMECIUBESE (AMI) , BFR O URE B JF 380 &5 B R Ao s A, AR R 2
BT A B S — A 32 g JE R, AT PR 2 THE I 9 R 2R AR Lo 2 (1) 22 A
[0003]  JE', AMT 2 FH 54K HLRFEEk = U A) O T 2H 230 M0 B 31X — e el TR Bl ik e 4%
BRI R . AR IR LSS, Prid 2L AR5 S, i B0 VL4 i COpElLR4nie )
HIILE LA I BE T

[0004] T L4 RAEVRYT AMT HEIR 28t E, 388 K 524y iEM4 & MRl k
VEVE . FRETRTE O a I el /D A5 DT T AR O R AR A 1) s ZE AN B T 2R s
AMI () SRBERE o SR, 58 A B AT ZRAS 00 R PR v SR A SE T MR PR - A1 4 VA R
FEUCFEEE B el RSN Mk M, 78 AMT 35 AT 46 1INy A 18] A 5 A5 2 B2 AT A 158 Rl B
Ao BbAh, 75— B 1 B3, B 7 IR B O /MR M, IR e R i I G Bk = Ul &
PN, B RIS R . XEWAE FET AP ONKAFEY (KEEH
JEIRTE B R N AR E T, RECL =P 5K e dd Dh e FRAS A 5 B0 IE = ) 1K
Ao EAERZ) 30% AMI iy A AR 3 5 5 F A ORI AR A 0 AR S /8 PR 2E A R
(EFERINRE TP

[0005] PRI J94e 52 1 A A R ke T 28 23 1) Ly B VAR A ARA T S 7 A1 I A5 L PR I %, EL 224
55 77 DA 7 R X 3 7 ML TR Aok 5 L A8 PR A T 28 Ji A7 S B 43 0 X I
AR NI RETEA L.

[o006]  HMIL/E AR IR YT PR 2 P DURERIX MO R I KA . TR QI 25 4R i Tk (2 1 5
A R B RS 45 R A N AR ERIR R4, D\ A X Bl R M) B R 2 — &
K AN BE B AE ™ T AZ AR O JIE 25 AF T BIIA FH AR BB A 2 437 A U 23R 2, AN
I YRR D R8P 1 AL Y 45

[0007] A T fifHeaxX AN Il BEHETIES AML JG RO DhREAN A, 7R3 25 TH4F IR T B AR O UURI
MR REVERI IR . it FH 2 Re A4 B AT HE 3 1078 AR K IR F WD A6 BT A W A RN I 45 28
R 211 PR B W~ X R T AN B DR 8 P S A I SR 1O LI 7 =R AR T L

[0008]  A-K, I AL A FH 40 BV 7 (9 52 300 U () P36 B DA A AR5 o I 29 R B[R 20 Ak e
JT REME IR G2 IX P R 1 3k J, AR TR & 1) A AR T O IR R 22 T 28 2 A B M I Bk ko (A1, 75
B A E AL O ZE BRI EIEIT R .

[0009] & BHfR[IR

[0010] A% B % 38 3k i FF 38 3 18 % microRNA BV 12 BR 2 3 ke 300 46 B T B o0 %5 B 44
VL A W6 97 O R e, A B P s o B HAR L, ARk B $ 1A 5 o0 % I & AR B
microRNA R KL G4, Frak 0t 70 D012 A0 25 T Be A8 45 Pl s 401 i 71) Jo 3500 e T80 22 i L 02
MBI IR A BT o HeAh, AR I FR AL 10055 B 7 00 2 BEAG 19 D5 VA T i 7 R 1)
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[0011] AR K—FH AW, HASHBER 2 DR J 8 A A miRNA BT
A (R AT 7R, G At Bt s 0 ot ) ke B0, 3 b B B AR A T B A L AR A 2R B Bk

[0012]  7E FIRZH-BWI—LsL)iti /7 2, Frid miRNA 16 B miR-92 (£3.45 miR-92a-1,
miR-92a-2 F miR-92b) . miR-17. miR-503. miR-16 ( 42 #§ miR-16-1 Fl miR-16-2) .
miR-374 (£3, 45 miR-374a., miR-374b fl miR-374c) . miR-24 ( f44% miR-24-1 Fl miR-24-2) .
miR-483.miR-34 ( £1.5% miR-34a.miR-34b I miR-34c) .miR-20 ( f2.4% miR-20a 1 miR-20b) .
miR-15 (f3.4% miR-15a A miR-15b) [KIZ .

[0013]  7F FiRZH AW -— LSt /7 229, Frid mi RNA FF0H1 52 K A 8-49 IMZFH IR
H AR A BT mi RNA B AT 7 PSSR IR« 7SR SE sy Bh, iR BT IR 25
PR 4 miRNA B HTAE 2080 AN R LEZH R Ik CFEZHIRE B 2
R Wi SAAZFERZ T L /> RNA. antagomir. LNA CDNA. PNA. kA Q% IR B AN T4 5 o
[0014] £ BIRA AWV —LELTt 7 22, Frik miRNA 401 5 B antagomir ZH %, D% H
B EF T IRITHIH antagomir LA, Frid T R)T 55 20 16 5%k 3 A TR R SEQ
ID NO :1-58 [P FI A B BAMYESEAZ T I

[0015]  7E BRZH AW — L sKht /7 22, ik miRNA 400 55 B85 77 71 SEQ 1D NO :59
B 60 1 BRBRAES B e 2 MR, SO R BUR) antagomir 4%, Firid Jv BeHH SEQ ID NO :59
B 60 12D 8 NMELZ IR I+ P FI A R

[oo16]  7E HIRHGW— LK 7 b, Frid ek BEA AR 25 um, BIEEEE N
5-20 wm, 3% 5-15 um IR,

[0017] £ BIRAS VIR — L SKiti )7 2, Frid ik IR —d, 1- IZCER (PLA) AR RS
Wil B BTk AL S — P EL 2 M HAR SR S IR G o

[0018] AR BHIEI Kb i BT 75 42 He (1) 523038 0 2= A I 77325, A48 1) BTk 52403 i
A= ERAEY.

[0019] AR BHIEL I Je A AT B i H A WD AH 25 () Sk B A F T30 97 BT BT O ILARE B 1 FH
i, Horp TR ek -

[0020] - “FHEAHNH-20um, fLik 5-15um;

[0021] - HHEE -d, 1- NACHR - ZACBR LR (PLGA) 58 —d, 1- TNACHR (PLA) BREATHYIR
H IR 5

[0022] - B 1% -15% w/w KRR TR, O = B VETT )

[0023] L BT iR ¥R 97 A B & B DA R B9 miRNA 350 A7 44 59 #0055 4R amiR-92 (£,
#5 miR-92a-1. miR-92a-2 A1 miR-92b) . miR-17. miR-503. miR-16 ( f3 F& miR-16-1 A
miR-16-2) . miR-374 ( £5,%% miR-374a. miR-374b I miR-374c) . miR-24 ( £0,3% miR-24-1 I
miR—-24-2) . miR-483. miR—-34 ( £ miR—34a. miR-34b 1 miR-34c) . miR-20 ( £14E miR-20a
A miR-20b) « miR-15 ( f54% miR-15a F1 miR-15b) , L% miR-92a.

M (& 15 AR
[0024] W& 1 Wit FHE BT E 1Y antagomir—92a—PLGA TERIITEZAS .
[0025] & 2 W iE I BOGEU I ¥ antagomir—-92a-PLGA FEk i) R~T A
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[0026] & 3 W il BB VESHUERES] 120mg A MLV BN 77 57 A e O R Aa PEIVE o
[0027] & 4 Wonidid BB ESIERE D] 240mg A ML BN 7757 A /e O R Aa PEIVE
[0028]  &] 5 W~ LR TEE IR BT K A S AR A A i BH IR Bsk ) 9 A FH R BIF 200 %

[0020]  [&] 6 WWonA K B FUER NS miR-92a [HIil 45 7 12

[0030] P& 7 Won B3 antagomir—92a i FAHALLL L A ()AL AR e T8k i A A B
PLE PR AR U SR DR X R I 25 5 . N = 20. *P<0. 01,

[0031] K 8 (4%l E. AMI J5—A>H, 7ZEHAER antagomir-92a. 22 & 75 Eh /K A FE )
/N B BT 2% 20 ik v 0 2 A R B/ RO AU A B A FR 0. () AL (mmHg) 38 DA et ik it
& (nl/min) ST LRI RE 7 F6 50 (MRY) , Bk ifn s B A7 T- T LAD (Pd) 14 7728001
5, RN o ik U A2 T LAD I8 B B RL 2% 0 . FH R SR 78 L = U AH R S 800 5
AN TR I FEEL (MRT,,,) » B i K 78 M e 3ok o) B ok 1 2F B kv 140mg/min [ BREF
RSEF. n = 12%p<0. 0l3kp = 0. 05, (b) IRFEX UL E BEAMRT Z A< K. R® 0. 41, p
=0.02,n = 12, (c) FRIEX I B M & /N MRT 2 [A[{IKE%R. R 0.27,p = 0.08,n =
12,

[0032] &9 :EHEZME. AMI J5—"H, fEHBET antagomir-92a b FRFIA LI 1) /NE
(R ZEAE SS ) ok A I JE 2 N SE BRI PR R 77 o (2) AL (mmHg) B PATE K= (ml/min)
KVt LR AR 77 (£4% MR) , BITad Ik A A7 T Tt LAD (Pd) B9 72800 &, Fl BT iR 7
okt 3% = F A2 T LAD 328 B B2 8 o ALIRZH AL 48 MR B 25K T X RE (7. 47 £ 1. 33vs
19.6242.98,p = 0.005) « n = 13, 75 K78 ML & I AH [H S 500 5 S2Br UG 1 R 77
(TMR Chyp) ) » BT 3 s K 7 ML IEE It ] A K 12F B8 Dk By 140mg/min BINRTH A SEI. FEAL
T 20 rb I 82 3 55 E AT A R Y TMR Chyp) (5. 01, 15vs 14.4942.4,p = 0.006) . n = 13,
(b) AT RFEIX L8 2 B 5228 MR Z [ 6 R R'=0.35,P = 0.033,n = 13, (c) fif
AIRFEIX P UILE % 5 TMR (hyp) Z SRR R?= 0.31,P = 0.047,n = 13,

[0033]  [&] 10 :AMI J5 — /™ A, H 043 e &b 28 5 v (19 8 75 0 30 B VP 1% B9 10 iz 3 B A5
(septoapical diskynesia) FI4F7E. o 1 ACFEAN R AN AN BB bR a2 FERS Zh 4 11
B4 (83.3% vs 16.7% ,p = 0.03) . n = 20.

[0034] & 11 AEHFEAEERER antagomir 92a FI AL E antagomir 92a %} miR92a F
e R (R

[0035]  [&] 12 A3 antagomir 17 F 20a X 'E414 E miRNA [FI/EF .

[0036] ﬁg EIE jé‘ E N

[0037] DA 25 HH FH AR B e i 1) P A SE it 7 58 )RR AH O 1) — B4 578 X

[0038]  MicroRNA(MiR) A2AE RIS FE IR T 28 10/ BIAESRAS RNA.

[0039]  “MicroRNA”.“miRNA” B “miR” /245 KJE AL 18 B4 25 MZ T ERIIAESD RNA.
X e miR AT DA B 2 Rk Vs, A 45 4RA% miRNA BN IE R, Sk B B A gL R N &1, B
R I 4D 2 NS PRSI microRNA [ 2 i s T EE 4

[0040]  HREIAIFNIR &, miRNA F RNA A6 11 (pol 11) BE RNA A EF 111 (pol 111)
g, HRBA— BT AN K BIFR A HT 28 miRNA %% 324 (pri-miRNA) 1 W) 46 % %
Yho pri-miRNA 7E 40 ffd #% ¥ 4% RNase Drosha il T. B 29 70-100 /™ #% H BR 19 & J& & /i
& (pre-miRNA) o %3z % 21 40 Mo 51 J5 , K % pre—miRNA #t — P 4 Dicer JI T. DA™ A2 XUEE

7
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microRNA SR JE MR Y A microRNA [ b — 258 CHI PRZARES nI T ) #5884 31 RNA
FEFHUTERE AW RISC), Hd s 58 AU 4E mRNA 83 Bl 0f B AN SR B o 8 AH X 22 DL 1
R, RO miRNA B84 5 /5 {8 RNA (mRNA) EEFR 5E A BTN, ‘B AR mRNA Ffg . SE G311,
microRNA 58 mRNA J AN 56 35 1 S AUEE A4, 520 mRNA (R 550E T B il mRNA [R50 2
[0041]  “ZXINFH)” SRR B A K ICEE M H AL B miRNA JEFIH RNA. pre—miRNA J751 il
EMFHR NES . KT F RS n] PAAE 4 8 miRBase ) microRNA 4 2 H & IR
[0042]  “microRNA HiA 725U T HZH DNA HALS &4 — A EE S microRNA FEA1 [
AEgmhD L5 FI AL RNA [R5 324 4, 7R e 52 75 28, mi croRNA B4 /& pre-miRNA. 7R3
S 77 22, microRNA B4R Z pri-miRNA.

[0043]  DAF Ul BHARR G AR e & R, Hh A KSR “mir—X” &8 pre-miRNA, [l K
R miR-X" 2t AL R U microRNA >k HAHIA] pre—miRNA A A, ‘BA1140
SN LA 4% —3p BL —Hpo. AT RIEAKE AN, &G I 2 5 R microRNA AX T
RIE T —2E 1 microRNA DUE/KERIA .

[0044]  FELAF GBS, BRAE S A ULHH, KA miR-X (R0 1936 ) FkFe 4% -3p 1 -5p
PRI 20 24 miRNA

[0045]  Ofy [ G EE R, 7R A UL, RIA microRNA, miRNA A MiR J&F84H [F 4.

[0046]  [AItk, FEA R BH B 3, B 2 B Rr i OGTE E J I 78 A B F) microRNA i 21
B B A R R . PRI, AR I B R T 4% 8 T B U A R R 44 1 mi croRNA 2
JR 1 %2 2 —Fft microRNA.

[0047]  FKIA “microRNA SR ” BAK & 45 AT FH IS LA A B i 8 A pleadt P 40 R TR 2
IHRER —4 microRNA. B EL A&kl H ARFR i PEHE, BT id microRNA 3% F R i I8 A= plvl Pk
) microRNA.

[0048] B EL{AHh, HARPR &M, iX Fb microRNA 1% H miR-92 (£94% miR-92a—1.miR-92a-2
A1 miR-92b) . miR-17. miR-503, miR-16 ( A §F miR-16-1 1 miR-16-2) . miR-374 ( £
#5 miR-374a. miR-374b il miR-374c) » miR-24 ( £ & miR-24-1 1 miR-24-2) . miR-483.
miR-34 (0.#EmiR-34a.miR-34b A miR-34c) \miR—20 (£0.#% miR-20a A miR-20b) \miR-15 (41,
FimiR-15a 1 miR-15b) , B H A4 o of M8 A i LA 18 42 P 5, 038 25 470 P4 (AT 4AT mi RNA
M AIE 1% microRNA SR — 8R4, X0 T AR SURE RN G M 5 A2 811 2 Wi

[0040] Oy 7 aEGSE N, BRAE A UL, LU Ul B 3R A microRNA ¥ 2 fE CaMEN)
HIAR DT B B BB IN T2 RNA . AT Rl IR 2, 16450 F 2R “ B 44 "B “ microRNA A&7,
[0050] T 1 BFA 080 5925 4 microRNA RIAKIAS B ER#EAT 1 E B 4.

[0051]
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1 mir-92a-1 CUTUCUACACAGGUUGGGAUCGGUUGCAAUGCUGUGUUUCUGUA
UGGUAUUGCACUUGUCCCOGCCUGUUGAGUUUGG

2 mir-92a-2 UCAUCCCUGGGUGGGGAUUTUGUUGCATUACUUGUGUUCUAUAL
AAAGUAUUGCACUUG CUGUGGAAGA
3 mir-92b LGGGCCQCG{J(J(J(J(J‘ : (JA(J (JACGGGAC(JL(J(JUGCA(JUGUUG

CCGGCCC
4 mir-17 GUCAGAAUAAUGUCAAAGUGCUUACAGUGCAGGUAGUGAUAUG
UGCAUCUACUGCAGUGAAGGCACUUGUAGCAUUAUGGUGAC

3 mir-503 UGCCCUAGCAGCGGGAACAGUUCUGCAGUGAGCGAUCGGUGCUC
, UGGGGUATUGUUUCCGCUGCCAGGGUA

6 mir-16-1 GUCAGCAGUGCCUUAGCAGCACGUAAAUAUUGGCGUUAAGAUUC
UAAAAUUAUCUCCAGUAUUAACUGUGCUGCUGAAGUAAGGUUG
AC

7 mir-16-2 GUUCCACUCUAGCAGCACGUAAAUAUUGGCGUAGUGAA
AUUAAACACCAAUAUUACUGUGCUGCUUUAGUGUGAC

R mir-3744 UACAUCGGCCAUUAUAAUACAACCUGAUAAGUGUUAUAGCACUU
AUCAGAUUGUAUUGHAALDIGUCUGUGUA

9 mir-374b ACUCGGAUGGAUAUAAUACAACCUGCUAAGUGUCCUAGCACUUA

GCAGGUUGUAUUAUCATUGUCCGUGUCU

10 mir-374¢ ACACGGACAAUGAUAAUACAACCUGCUAAGUGCUAGGACACUUA

GCAGGUUGUAUUAUAUCCAUCCGAGU

1L mir-24-1 CUCCGGUGCCUACUGAGCUGAUAUCAGUUCUCAUUUUACACACU

GGCUCAGUUCAGCAGGAACAGGAG

12 thir-24-2 CUCUGCCUCCCGUGCCUACUGAGCUGAAACACAGUUGGUUUGUG

UACACUGGCUCAGUUCAGCAGGAACAGGG

UAUAU

[0052]

13 mir-483 GAGGGGGAAGACGGGAGGAAAGAAGGGAGUGGUUCCAUCACGC
CUCCUCACUCCUCUCCUCCCcGUCcuUCcUCcucuce

14 mir-34a GGCCAGCUGUGAGUGUUUCUUUGGCAGUGUCUUAGCUGGUUGH
UGUGAGCAAUAGUAAGGAAGCAAUCAGCAAGUAUACUGCCCUAG
AAGUGCUGCACGUUGUGGGGCCC

15 mir-34b GUGCUCGGUUUGUAGGCAGUGUCAUUAGCUGAUUGUACUGUGG
UGGUUACAAUCACUAACUCCACUGCCAUCAAAACAAGGCAC

16 mir-34¢ AGUCUAGUUACUAGGCAGUGUAGUUAGCUGAUUGCUAAUAGUA
CCAAUCACUAACCACACGGCCAGGUAAAAAGAUU

17 mir-20a GUAGCACUAAAGUGCUUAUAGUGCAGGUAGUGUUUAGUUAUCU
ACUGCAUUAUGAGCACUUAAAGUACUGC

18 mir-20b AGUACCAAAGUGCUCAUAGUGCAGGUAGUUUUGGCAUGACUCUA. |
CUGUAGUAUGGGCACUUCCAGUACU

19 mir-15a CCUUGGAGUAAAGUAGCAGCACAUAAUGGUUUGUGGAUUUUGA
AAAGGUGCAGGCCAUAUUGUGCUGCCUCAAAAAUACAAGG

20 mir-15b UUGAGGCCUUAAAGUACUGUAGCAGCACAUCAUGGUUUACAUGC
UACAGUCAAGAUGCGAAUCAUUAUUUGCUGCUCUAGAAAUUUA
AGGAAAUUCAU

[0053] 1

[0054] T4 microRNA, T3 2 7~ microRNA [y B A1 HE N AH R BT A4 7 51 R AH 5k A
(&R D .

[0055]
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21 miR-92a-3p uauugcacuugueceggeougu 48-69

22 miR-92a-1-5p agguugggaucggUIgcaaugeu 11-33

23 miR=92a-2-5p gggugEgeauIlgUIgCalILAC 9-30

24 miR-92b-3p uauugeacuegueceggrouce 61-82

25 miR~92b-5p agggacgggacgrepugcagug 20-41

26 miR-17-3p aCUgCAgUEAAZECACUNZUALE 51-72

27 miR-17-5p aaagUgCUAcagUECagauag 14-36

28 miR-503-3p gggeuauUgIUUCcgeUECCagE 46-68

29 miR-503-5p nageagegggaacaguucugeag 6-28

30 miR=16-1-3p ceaguautsacigugougeuga 56-77

31 miR-16-2-3p ceaauaAlACUZUCUgHIITA 53-74

32 miR-16-5p U14geageacguasauauugzece 14-35 (4 F miR-16-1)3 10-31
(5 F miR-16-2)
33 miR-374a-3p CHUANCAZAUUEIANISUAATY 42-63

34 miR-374a-5p UUANAAUACAACCUSAUAALUE 12-33

35 miR-374b-3p cuuagcagguuguauuaucaun 41-62

36 miR-374-5p AVATAAUALCAACCUZCUAAZUG 11-32

37 miR-374¢-3p cacunageagguuguAuIAIAY 39-60

38 miR-374¢-5p duadugecaaceugeuaagiged 13-34

[0056]

10
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39 miR-24-1-3p uggeucaguycageaggancag 44-65
40 miR-24-1-5p ugecuacygageugauaucagu. 7-28
41 miR-24-2-3p uggeucaglucageaggaacag 50-71
42 miR-24-2-5p | ugccuacugageugaaacacag 13-34
43 miR-483-3p ugacuccucuccucecgucul 48-68
44 miR-483-5p aagacgggageaaagaageeay 8-29
45 miR-34a-3p caaucageaaguanacugeecu 64-85
46 miR-34a-5p ‘uggcagugucuuagcugguugu 22-43
47 miR-34b-3p caaucacuaacuccacugeea 50-71
48 miR-34b-5p uaggeagugucaluageugaung 13-35
49 miR-34¢-3p aaucacuaaccacacggoeagy 46-67
50 miR-34c-5p aggeaguguaguuageuganuge 1335
51 miR-20a-3p aclgeauusugagcacuuagag 44-65
52 miR-20a-5p k uaaagugeuuayagugeagguag 830
53 miR-20b-3p acuguaguauggzeacuuccag 44-65
54 miR-20b-5p CARAGUECUCAULZUZCAZEUAL 6-28
55 miR-15a-3p caggeeatauugugeugeeuca 51-72
56 miR-15a-5p uageageacauaauggUINgUg 14-35
57 miR-15b-3p " cgaaucauuauuuzCugCICa 58-79
58 miR-15b-5p uageageacaucaugEuuuACa 2041

[0057]

f0058] [kl AT Y, A% i 5 e S AT A mi croRNA B A PRI, AT, £

HLF, microRNA A E %1 5k B HAR P HT microRNA %1 [E] 5
YERN—AS26 7] PAR &, A miR-92a 5ok B H AR A0 miR FYR. B4k H,

[0059]

A miR-92a 5 H dme (Drosophila melanogaster, G R UE ) . mmu Mus musculus, /NFK
5 ) - rno (Rattus norvegicus, #9 % i )~ dps (Drosophila pseudoobscura, I s J i ) |
aga (Anopheles gambiae, X LL %) .dre (Danio rerio, B A ) .mm]l (Macaca mulatta,
BE A% )+ xtr (Xenopus  tropicalis, #F JN ) . ame (Apis mellifera, & K A & 8% ) .
odi (Oikopleura dioica, FAE{FZH ). cin(Ciona intestinalis, B{IEHEEE ) | csa(Ciona
savignyi, 7% ECHFEE ) L cfa(Canis familiaris, 2K ) FIFEEK ssc(Sus scrofa, BF5E ) HY

miR [F)Y4 o
MR LA S U, AR SUECE AR N % 25 55 I H At mi croRNA J7 51 1k 5 HiAth

[0060]

PR microRNA %) 2 [a) 1 [R5 P

11
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[0061]  ASCHTIA B microRNA FIRZIR PP 51 LA S EATTAE R ) 2230 e B SR AEAE 26 P k3R
[¥) microRNA J3 F1 FERE O EdE 72 miRBase H R I P31 . miRBase J3° 71| £ A i AARER
TR microRNA % 2R IEH 4y (2238 ), LA microRNA J3 51 (1) Ar F P B1AE B o
4 PE P I microRNA ZE3R 9 B AN & ™ k& IR AT A4 miRNA (pre—miRNA) , 1) 7 5 L8175 ¢ T 7] LA
£ 45 pre—imRNA FIK F 1B 8 W4 e s (A 3 7 771

[o062] DRIk, AR BA I H B &8R4 TR T 8L AML )50 = B A58, Frid 2
AU S s i g AR AR R AN [R] OB Y microRNA B H B A4 1 411 7, 3L A
microRNA B BT HIH IR 25

[0063] AT, 75K 2 B R (I 78, A58 FH & bk 422 171 30 P mi croRNA I 7). 4540
P B ML TR R I8 YR 42 19 mi croRNA AR B L M5 B Ve 7 4 a o 7EAE IR 22 5 THI, X e
FHOCHZ B B4 2 RNA 751 RNA 15 2 I A 2 fa 308 K.

[0064]  Dimmeler 5F T4 58 M, 4= B Jifi FH % /& microRNA I 7l > #)1 il miR-92a o3 T
Je 0 2 DIRE U A MK SE . R R 2 D s - microRNA17-92a 5 -5 iHed K A AH 5C, IR N
microRNA ZH oY (1) s P , 8 bk B SRV 5 miR BT miR 5158 22 4 1 77 1 4R

[0065]  FHT microRNA #2652 2% (13 #2 H AT 7L T35 400 Mo e it 1 — =5 52, A ml Be e AT
W5 R EEREWER . £HAR 2, BETH—A i 202 A miRNA #I0RG 7 2 JEE FE RN .
[0066]  IhAh, HH T 3K L& 55— 1 L i MR A0 (K 2% B R 7 Pk, 4 Bl A nl R 3 B0 H p iR i
miRNA HLAT AN [F 40 s S PE D) BB E AN I AN RA A L b aa sh R DhRE . X RS DR
B R 5| RBIVER] o ZEHAER RS, 5 microRNA #EWHH 3¢ 1 osg 2 A8 58RI
A N X AT I E AL — . I H, 7 ARG M 3RAT R RR AL AL, 2 BAR
e )59 B AV A microRNA 50 JRUE ARSI SR N AE /NS B se B B D B
P, 67 BN SN FARE A4 22 A VR ARG DA A I 22 B s

[0067] Ry T fif HRaX L u] B LA S AT IX AR ey T ik e g e e B i b, BIE A Tis
i mi croRNA HIHI A A R B BSR4 B RN T . A& A T2 microRNA 4
il 77 B 2 5 1l AR 2E 2, AT S 1 B AR R 5 DA 9 7 2 v Wi FH 50 0 LAt 2% B OV AE 1)
A BB ) A E L Bk

[oo68]  [KIIk, E A AR i 1 AE 04 23 HHORE T8 mi croRNA 11 771 T B 4 w18 % 1k DL3EE e
XELYE ST I BIE ] o AR AR B, S LK BTk microRNA $10 70 i B a4 M vl B A HAE W
FHES B AERR A PRI A ] R

[0069]  [Aitk, AR BH H KR4 H TRITECHIRT AMT O = EWAEGY, fridd G
WA 2D — MR E ) microRNA B4, BTiA microRNA J& T 5 1 4% I %8 AL A 5 1)
microRNA ZKJ&, Frik microRNA Sk BR il Pk A5 & miR-92 ({34% miR-92a-1. miR-92a-2
A1 miR-92b) . miR-17. miR-503, miR-16 ( & §F miR-16-1 1 miR-16-2). miR-374 ( &
#5 miR-374a. miR-374b i miR-374c) » miR—24 ( £ #& miR-24-1 1 miR-24-2) . miR-483.
miR-34 (.35 miR-34a.miR-34b A miR-34c) \miR-20 (4% miR-20a A miR-20b) .miR-15 (£,
#5 miR-15a I miR-15b) , BY H Fiif4

[0070]  JHILHS microRNA ]I UL UK, 8k 2 s U8 RO AR 2 Ja BB K A i H
AT Al s 3 326 AR B AE 32 4 X I UL (PR BAIE ) o BB microRNA ]I
il 77 AT BA A Fh 77 205 SRR T8 o

12
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[0071]  J83d AMI AHICEN K 195 TR BNk PR 3 555 ke ask B8 8 AR B8 72 e R B ik R UG 31 5 I
% mi croRNA 18 77 EL 422 55 B i 25 B 1L ZH 2K o mi croRNA 15615771375 59 M 8 A= e, X A2 3
AR S AR TR () S BE TR DA B R A BT )5 B A

[0072]  H-F- ok, ASCR B, M EE A TE R, microRNA #1I5), JLH 2R T
55 i A8 A R DC 1R mi croRNA Z 8 [ mi croRNA (35, BIFid microRNA AR IR 4 0
JLER) 5245 X 38T FELTEE microRNA [RJARWEYE o AR SCSEHAs] Bl 7 » T8 e B 1 1 et R
Bk P9 & 12 1A 28 3 O JULRE B 1 A4 e FH i 60 38 1 5 6 T AR 0 ] B A EL AR A 23 TR BBk 1)
¢5 58 microRNA I, RIAE AR R il P SE 31 1) miR-92a 1] 771 T 200 WL Thae PR 2
[0073]  PAIuth, U8R B T FAE 2R o 453K F0 7F microRNA #i 7) ELEE R 2B R BRI ZH 24
ZA—AH G, 7 A X microRNA #1715 #E microRNA FIFFE/ERH (AT ) 33
A S F A7 AR KRN A 58 B [ 71

[0074] G A SCSEE B B s, ©& R B ] DL A3 A 0& 1Y i A T R FE A 5% 30 ik 19
mi croRNA 1] 7>k & B AN RR AL J& T 45 U AR A 2% 19 mi croRNA ZX7R (19 mi croRNA
K5 T ML AR B AT TR A 35O B EM R A . XARRAE BRI 7 i B 2 kO
WIREBE ) i3 B o e A R (T 1835 T 1

[0075]  IX &Lk BLE R, AR AS)E T 5 #1005 A BAH 2 1 microRNA
JERE microRNA, %41 miR-92 (A1 miR-92a—1. miR-92a-2 I miR-92b) . miR-17. miR-503.
miR-16 ( 4% miR-16-1 FI miR-16-2) . miR-374 (f4.%% miR-374a. miR-374b 1 miR-374c)
miR-24 ( 4, %5 miR-24-1 F1 miR-24-2) . miR-483. miR-34( A, #% miR-34a. miR-34b F0
miR-34c) - miR-20 ( .45 miR-20a Fl miR-20b) . miR-15 (045 miR-15a Fl miR-15b) , B¢ H H
A AT 700 £ 285 eV Bk R AV 74T R0 DL SR YT A BUR IO 22 34T XU R
BRI

[0076]  FESE—ANJ7IH, 48K AW K-S A RER 20— P B & A ) microRNA BY
FERTAAR A1 7R B 2 A4 » ARk i 0 ) Sl 60, R SR A B A ) T R L AR A 2R 1
Ko

[0077]  7E5— AT, AR RAEAE =R E D —Fk EH LU microRNA 3 H /T
A RIEI R A :miR-92 (F3FE miR-92a—1.miR-92a—2 I miR-92b) \miR-17.miR-503.
miR-16 ( 4% miR-16-1 Fl miR-16-2) . miR-374 (f3.%% miR-374a. miR-374b I miR-374c)
miR-24 ( 49, & miR-24-1 M miR-24-2) . miR-483. miR-34( 4, #% miR-34a. miR-34b F
miR-34c) . miR-20 ( £03% miR-20a M1 miR-20b) . miR-15 ( £3.4E miR-15a A miR-15b) , H 4
FIr i $0 1] 7R A 3t R 3R A I AR A T B EL AR 0 AH 2R K

[0078]  IAEA KB S — N7, AR W A5 A R E I 2 /D — Bl miR-92a B4
(AR R 2 B4 o Heols B $ e SR o 3 SR A R A ] B AR A 25 ik
[0079] A “PER” LI N R/ANA Lun BJLHE wn (ERIBTR. 2R “Hok” 55
CRER” MR AEAR VLI A AT R IA IR 7, {H SR A AR U R A R AT R
AR I ge” WIS oy, {5 “REsk” Ao 87 2 55 F 1.

[0080]  FRiA “fuFt” B Rt AR N A S BRI T T RS BUH T OO MR i
ki

[0081] 5 2, AR W K AEH E S RV B E B A YA ek 2 D

13
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— Ml e ML A ) microRNA HUG5 B 25 H 5 P, P ik microRNA 1 I 1% e H A
UL B PLR 4R 4 omiR-92 (A1 FE miR-92a-1. miR-92a—2 I miR-92b) . miR-17.
miR-503. miR-16 ( £ & miR-16-1 Fl miR-16-2) . miR-374 ( G $& miR-374a. miR-374b F
miR-374c) \miR—-24 (045 miR-24-1 A1 miR-24-2) \miR-483.miR-34 (3,45 miR-34a.miR-34b
F1 miR-34c¢) « miR-20 ( 4% miR-20a Al miR-20b) - miR-15 ( £1HE miR-15a FI miR-15b) B H:
HIAE.

[0082]  #uE 2, ANV M A A =B A ] B H A R Rk & b —
Fh miR-92a BILHTARIMIHI I A A A -

[0083] “ZyMIH AN —fa & ZRIE S A Y R IRA Y. B, ZAE G
Y] A5 miRNA 61 RN JE T KL

[0084]  FEAR K EHAH GWI— LT S, Pk il S & AL B miRNA HH A miRNA 46
o

[0085]  FEAN KA AMIH— AL 2, Bk miRNA B BAF 4 miRNA ZH %,

[0086] a) fI& i SEQ 1D NO:21.22 B 23 fFEFEL S SEQ 1D NO :21.22 B; 23 2 —HE
H2D 0% ZHR— B R 7 FH miR-92a

[0087] b) A& E SEQ 1D NO:24 BY 25 f/7 %85 SEQ 1D NO 24 8¢ 25 < —HAZD
90 % 1% H IR — EU MR P B ) miR-92b

[0088] ¢) Uik E SEQ ID NO :26 B¢ 27 K74k SEQ ID NO :26 B, 27 2 — E A F /b
90 % 1% IR — IR P BRI miR-17 5

[o089]  d) G5 SEQ ID NO:28 B¢ 29 /7785 SEQ ID NO :28 B 29 . —HA %/
90 % 1% H 1R — EU MR 7 51 ) miR-503

[0090] ) fU &I H SEQ ID NO:30.31 5L 32 (/£ %Ek 5 SEQ ID NO :30.31 8% 32 2 —H
HZED 0% IZH R — BRI T HIH miR-16 ;

[00901] ) &% EH SEQ ID NO :33.34.35.36.37 B 38 )31 B 5 SEQ ID NO :33.34.35,
3637 8% 38 2 —HAZ /D 90 % I H IR —EPEMFF G miR-374 ;

[0092] @) A& H SEQ ID NO :39.40.41 5% 42 {IFFFI 85 SEQ 1D NO :39.40.41 BY 42
Z—BAZRL 0% ZHR—EIERTHI miR-24

[0093] h) B{FIEE SEQ 1D NO:43 BY 44 /7 %185 SEQ 1D NO :43 8¢ 44 < —HAHZE D
90 % % H IR — EU MR 7 B 1) miR-483

[0094] i) &% SEQ ID NO :45.46.47.48.49 B 50 [¥))¥ 585 SEQ ID NO :45.46.47.
48,49 B¢ 50 2 — B AH F /b 90 BIZH IR — B 51 I miR-34

[0095]  j) A& E SEQ ID NO :51.52.53 5% 54 f/#5Ek5 SEQ 1D NO :51.52.53 5% 54
Z—BAZRD 0% ZHFR—EBMERTFI miR-20 s

[o096] k) f&#EHE SEQ ID NO :55.56.57 B 58 /5535 SEQ 1D NO :55.56.57 X 58
Z—BAZRD0%ZHR—EBMERTFI miR-15,

[0097]  FEARKHAEGWIN 73— AL TT 29, Frif miR-92a HAL{ SEQ 1D NO :21 {57
o5 SEQ 1D NO :21 HA %D 90% 3% 95 % HIAZHBR — Bk Y 7 51 Y i #8 mi R-92a 21 il o
[0098]  FEAKBHAEGWIN I — AL T7 2, Frif miR-92a HAL{ SEQ 1D NO :22 {57
%5 SEQ 1D NO :22 HA F /b 90 % ALtk 95 % A% BR — Sk 18 3 51 1) Bl 24 mi R-92a 4 %o
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[0099]  FEAN KW AMIN J3—ASEHE 7 9, ik miR-92a ALY SEQ ID NO :23 [ f7 5]
o5 SEQ 1D NO :23 HA5 % /D 90% 3% 95 % RIAZHBR — B Y 7 21 A 8 mi R-92a 20 i o
[0100]  7EANK B, PRANMZER 1790 Z [ B “— B0 43 b SR FR AE s LU X Ja 3R A3 A
Ry LLEE P 31 2 TR A R A% R R A 1 4 LE, % 8 2 LR a2 G220, B 7 51 2 H)
ZE IR LK SERENL A o PHANZ IR T B 1 L0 i 3l i e AT e Lo 2 5 R e AT
FISHIHAT , Pk ELER B i i 2 BE S ) “ EUnf i 07 34T [ 7 T L HeE, A T e %
F ) s A e AT BLid I Smi th Al Waterman [ &30 [FYR P 5002 (1981) (i1t Nedd1eman Al
Wunsch 1 J& 38 [F) U5 4 H v (1970) L8 i Pearson F1 Lipman BFHARLEAE 2 757 (1988) B,
T E X B VRt LA (£F Wisconsin Genetics Software Package, Genetics
Computer Group, 575 Science Dr.,Madison 3] GAP.BESTFIT.FASTA 11 TFASTA, B{ EL A B
4 BLAST NR BY BLAST P) k4T

[o101]  PEMZIRFEH 2 I8 1) — 0 7 4 Bl BE B AN def B X i e 20 5, Hoh 570
MNFF Z 8T i LU 225 P 5 b, fr LB A% R 7 71 T LA i stk . — 3%
PEE 4 b DU oH 5 0 PN 7 50 2 18], ARIE PR A 56 8 7 9 2 ) A7 R i A A (] 7
B W AH TR BT B DAL B 1 e e o B A e 5 e DL 100 BISRAS N 731 2 (1) (1)
—HMEE 2.

[0102]  HIASCHTEARN, 555 75 BB 20 90 % R — ST R 7 o5 5 B
RS EFHBEAED 91%.92%.93%.94%.95% .96 % .97 % .98 % 1 99 % % H e — F Pk
ioFiign

[0103]  FEA KGR — ALy Zrh, Ik A A8 A Bl miRNA HH microRNA F i
A2 R

[0104]  FEARK A AW —ASEHE T 2, Bk ¥ S 8 A i) microRNA F R 44 B DA
TN

[0105] &) f,7 SEQ ID NO :1 fFFIELS SEQ 1D NO :1 B A7 FE /A 90 % i H e — B i 5
P mir-92a—1 ;

[0106]  b) 40,7 SEQ ID NO :2 [{/7%18%5 SEQ ID NO :2 HA F /> 90 % 4%t — B 7
) mir-92a-2 ;

[0107]  ¢) A% SEQ ID NO :3 (/731885 SEQ ID NO :3 HA F /> 90 % #% B — I
I mir—92b ;

[0108]  d) 0,7 SEQ ID NO :4 /73185 SEQ ID NO :4 HA F /> 90 % #%H B — 3 E I 7
I mir=17 ;

[0109]  e) 40,7 SEQ ID NO :5 [/731E 5 SEQ ID NO :5 H A FE /> 90 % At B — 3 E i 7
I mir-503 ;

[0110]  f) A0, SEQ ID NO :6 [/F31E 5 SEQ ID NO :6 HA F /> 90 % A%t B — 3 i 7
I mir-16-1 ;

[0111] @) A% SEQ ID NO :7 7385 SEQ 1D NO .7 HA FE /A 90 % #H B — 3 k1Y 5
FH mir-16-2 ;

[0112]  h) A% SEQ ID NO :8 fFFEL 5 SEQ 1D NO :8 H A7 F /> 90 %6 A% H e — 3 i 5
FH mir-374a ;
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[0113] i) A% SEQ ID NO :9 fFFEL 5 SEQ 1D NO :9 H A7 F /> 90 % A H e — 3 i 5
) mir—374b ;

[0114]  j) A% SEQ ID NO :10 fIJFFELE SEQ 1D NO :10 EA %/ 90 % M H e —BUPE )
FEF mir-374c 5

[0115] k) A, SEQ ID NO :11 KIFFFIELS SEQ 1D NO :11 A %/ 90 % % H e — Sk
JFHIE mir-24-1 ;

[o116] 1) A% SEQ ID NO :12 /7 2EK5 SEQ 1D NO :12 HA % /b 90 % A% H R — 21
FFH I mir—24-2 ;

[0117]  m) 5,7 SEQ ID NO :13 [IJFFELS SEQ ID NO :13 HAG &/ 90 % M H 1 —BUEK)
J7 5 mir—-483 ;

[0118]  n) 0,7 SEQ ID NO :14 [IJFFELE SEQ ID NO :14 HA %/ 90 % M H 1 —BUEK)
JFH I mir-34a ;

[0119] o) A0, SEQ ID NO :15 [IJFFELE SEQ ID NO :15 HA &/ 90 % M H 1 —FUEK)
JF A mir=34b ;

[0120]  p) A7 SEQ ID NO :16 {IJFFELE SEQ ID NO :16 HA &/ 90 % K H i —SUEK)
JF A mir-34c ;

[0121]  q) A% SEQ ID NO :17 {IJF AL SEQ 1D NO :17 HA &/ 90 % M H 1 —FUEK)
JF A mir-20a ;

[0122]  r) A% SEQ ID NO :18 {IJF 55 SEQ 1D NO :18 HA &/ 90 % K H 1 —FUE )
JF A mir—-20b ;

[0123] ) A% SEQ ID NO :19 {IJFFELE SEQ 1D NO :19 HA %/ 90 % M H e —FUPEK)
FEF ) mir—15a 340

[0124]  t) A% SEQ ID NO :20 KIJF AL SEQ 1D NO :20 EA %/ 90 % % H e —FUPE )
FFA R mir-15b.,

[0125]  J@AKI &, #IHRE ISR LL 5 — 55 R 5T

[0126]  IAELLATA, ARE“miR-X BX mir—X (4577 2 i Jl > B PR mi R-X\ B mir—X B
Z /N R/ BUE R o F B A Y . R, SRR B2 PR B g AR
FICATI]  BPATE 397 58 A fs AN T B AR AR i A7 35 O L EE A

[0127]  FEAS R BH B —AN S0 5 v, B i S i 78 AR i 1) 25 72 mi croRNA 1 72 K
N 8-49 N IZ AT B () B A 4 1A T IR 45 %8 microRNA (W7 71 (M 52 4% B R, BTk microRNA fiLik
% H miR-92 ( 3,FE miR-92a-1. miR-92a-2 A1 miR-92b) . miR-17. miR-503. miR-16 ( 44§
miR-16-1 F1 miR-16-2) . miR-374 (£3,#F miR-374a. miR-374b F1 miR-374c) . miR-24 (1%
miR-24-1 A1 miR-24-2) \miR-483.miR-34 (4% miR-34a.miR-34b I miR-34c) \miR-20 (A
f miR-20a F1 miR-20b) . miR-15 ( £Ff miR-15a Fl miR-15b) BRI FI{4 .

[0128]  7FH— AL 7 2, BTk miR-92a #1712 K BE Sy 8-49 ANE 114 (1) B A7 88 14 iy
A miR-92a WP FIH ST R -

[0120] A “Efm” 248 BA RV SRR LA IE ST RN Z B R T 5. fEHEL
S 7 ST B R AR R AL R ) FEAICR / B

[0130]  “Z&A8” efgdnt “R R IAN” (RO Z IR IE i A SR E M X IR 7 ) K
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A B AMZ R IR K o

[0131]  7E—2EsKhti 7 2, miRN FIHHISERZ H IR K N 8-49 MZHIR .

[0132]  AGIEE RN o8 i, XA E KA 8.9.10.11.12.13.14.15.16,17.18,19,
20.21.22.23.24,25.26.27.28.29.30.31.32.33.34.35.36.37.38.39.40.41.42.43.44.
45,46.47.48 B 49, B2 WAL FI SEZ TR 76— L85 75 e, M4 A R I ) S A%
BRI FE R 10-20 NMZHER . ARGUSFAR AN SO B, XA S KN 10,.11.12, 13,14, 15,
16171819 B 20, B2 W ATATIE [ I S A% H 1R o

[0133]  7EHLLEESLE Ty b, L H IREA 5 miRNA B HIAE TAMY 751

[0134]  FEARKHHAEMIH— KT S, Irid %1 iR 5 M 8 A S #E miRNA
75 A /D E gy FAN B R XS R R, BT S miRNA 3% 3% [ miR-92 (L4 miR-92a-1,
miR-92a-2 F1 miR-92b) . miR-17. miR-503. miR-16 ( £1, #$& miR-16-1 Al miR-16-2) .
miR-374 ( 49,35 miR-374a. miR-374b I miR-374c) . miR-24 ( f0,3% miR-24-1 FI miR-24-2) .
miR-483.miR-34 ( f15E miR-34a.miR-34b A1 miR-34c) .miR-20 ( fZ.4% miR-20a F1 miR-20b) .
miR-15 (£54% miR-15a A miR-15b) BRI A4

[0135]  FEAK A GWIN )— A SEit 7 B, ik S5 B iR 2 5 miR-92a (K771 2/
S HEANIR LE LR

[0136] KA “ R NUFEZHR” R HA 5K EZE R (FNA 7)) BAMAITES
HEEW 50 X PR HFEZH R .

[0137]  “HAN RIBH —ZIRE 5 IR 1A % H IR EC 0 e

[0138]  FERELLSCE S h, ) XIFEZH R H A5 microRNA BUH AT BANZ EH R 771,
BRE R X EZH R 55 miRNA BOH A4 Bk ME B A 20 60 96,65 % .70 %675 %
80%.85%+90%95% 97 %98 % B 99 % [ —F 1t , BN 7 FITE A8 IR AZ 26 2R 58
I, FE— e T R, RO IR A% BR 7 FAH AT T8 B9 4E microRNA BUH FI A7 71
Al DLVEA — A IO XS, e 5 E R P A 258 FERLLL ST T R, e 5
ZAHREA 5 microRNA BUH TR SE A HANY T, BWE R LEZ TR R TR TS5
miRNA BT R R MAE R A 100 % 1 —F k.

[0139] 7EAKRH FF3cd, “HAN ZH57E 8.9.10.11.12.13.14.15.16.17.18.19.20. 21,
22.23.24.25.26,27.28.29.30.31.32.33.34.35.36.37.38.39.40.41.42.43.44.45.46,
47,48 BL A9 MZH BRI XN , 5 miR-92a WIZ IR P 2 MA L A 2 /0 60% . 2270 65% .
#T70%. 20 T75%. 50 80% . 2 85% B 90% . B 95% . b 97% . B 98 % F
7> 99 %6 B 100 % — B I I U BR B A A, BUR TR IS 7 P AR A8 T 2422
[0140]  “HAMEH 4 LR ABKIE 77 h BAMZ B IR N ERR DRI JE . /£ 285K
Jit 5 e, AL BR ) ELAME 4 bl A R S AR R E MWL B ER AL E 5 LLZ S T R 1)
KA.

[0141]  FE—ASEHtE T B9, ROGEZERIT P58 MR A R EE microRNA /771 “ 58
4= H AR, P id 80 microRNA It 3% 2 1 miR-92 (45 45 miR-92a-1. miR-92a-2 Fl miR-92b) .
miR-17 .miR-503.miR-16 ( f54% miR-16—1 F miR-16-2) .miR-374 (f43% miR-374a.miR-374b
1 miR-374c) » miR-24 ( £, % miR-24-1 A1 miR-24-2) . miR-483. miR-34 ( £ 4% miR-34a.
miR-34b F1 miR-34c) . miR-20 ( 41, #& miR-20a 1 miR-20b) . miR-15( £, & miR-15a #l
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miR-15b) , BEALIE A miR-92a B AT, X EWE R LEZFRNE N Z T RYGRY S
1 microRNA BCH: FiA4 Hh & x RA7 B A% B BR B A -

[0142]  FEREEC Sty S, MR A I ) I SRR AZH IR HAT 5 DU e 51370 B e 4 ELAD
[E5]

[0143] &) &% H SEQ ID NO:21.22 BE 23 (%85 SEQ ID NO :21.22 8% 23 2 —H
A2 90 % I HEE—SUERFH ) miR-92a ;

[0144]  b) BFEE SEQ 1D NO :24 BY 25 [f1/7 %185 SEQ 1D NO :24 8% 25 < —HHZ /D
90 % A% H B — E R T miR-92b

[0145]  ¢) A&k H SEQ 1D NO:26 B¢ 27 F/7FE5 SEQ ID NO :26 Bt 27 < —H A%/
90 % % H IR — EU R T HIH miR-17 5

[o146] ) Bk H SEQ ID NO:28 B¢ 29 {7785 SEQ ID NO :28 Bt 29 . —H A%/
90 % % H IR — EU MR P B ) miR-503

[0147] o) A& E SEQ 1D NO:30.31 B¢ 32 £S5 SEQ D NO :30.31 B; 32 22— K
HED 90 % B —EPERTF) miR-16 ;

[0148] ) 5% 1 SEQ ID NO :33.34.35.36.37 B 38 [¥))¥ 7185 SEQ 1D NO :33.34.35,
36,37 B 38 2 —HAHE /D 90 % IR —EU I T FI R miR-374 5

[0149] @) A& H SEQ ID NO:39.40.41 5L 42 FIFFFIE5 SEQ 1D NO :39.40.41 BY 42
Z—BAZRD 0% ZER—BPERTAIH miR-24

[0150]1  h) {5 H SEQ ID NO :43 B¢ 44 {7785 SEQ ID NO :43 Bg 44 < —HA %/
90 % A% R —EU T 7Y miR—-483

[0151] i) A &% SEQ ID NO :45.46.47.48.49 B 50 ¥ ¥ 5185 SEQ ID NO :45.46.47.,
48,49 ¥ 50 2 —HA R/ 90 %R — B P A K miR-34

[0152]  j) &% HE SEQ 1D NO :51.52.53 B 54 [FF 555 SEQ 1D NO :51.52.53 BE 54
Z—HAZA 90 % ZH R —BWER 73K miR-20 A1

[0153] k) f& % E SEQ ID NO :55.56.57 B 58 [{)/35)5 5 SEQ 1D NO :55.56.57 BY 58
Z—BAZRD 0% ZHR—FIERTFI miR-15,

[0154]  FEREECSLHE T S, WA A K B (1) I SRR IR B A 5 DU 7 510340 BUE 4 ELAD
[P5]

[0155] a) 40,7 SEQ ID NO :1 f/F%18E5 SEQ ID NO :1 HA FE /> 90 % #% 1 B — 1Y 7
) mir-92a-1 ;

[0156]  b) 0,7 SEQ ID NO :2 [/F31E 5 SEQ ID NO :2 H A F /> 90 % A%t e — 3 i 7
) mir-92a-2 ;

[0157]  ¢) A% SEQ ID NO :3 /73185 SEQ 1D NO =3 HA FE /> 90 % it B — 3 1Y 7
I mir—92b ;

[0158]  d) 0,7 SEQ ID NO :4 [/F3E 5 SEQ 1D NO :4 HA FE /A 90 % At B — 3 i 7
I mir=17 ;

[0159]  ¢) A0, SEQ ID NO :5 5385 SEQ 1D NO :5 H A7 FE /> 90 % A% HF e — 3 i 5
) mir—503 ;

[0160]  f) 0, SEQ ID NO :6 fF3EL 5 SEQ 1D NO :6 H A7 F /> 90 % A% H e — 3 i 5
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I mir-16-1 ;
[0161]  g) £95 SEQ ID NO :7 )7 %)Ek5 SEQ 1D NO .7 B A E /b 90 % H B — B 7
FH mir-16-2 ;
[0162]  h) £37 SEQ ID NO :8 [{F %5k SEQ 1D NO :8 B £ /b 90 % H R — B 7
F ) mir-374a ;
[0163] i) 404 SEQ ID NO :9 [{JF%IE 5 SEQ 1D NO :9 B A % /D 90 % e — k)T
) mir—374b ;
[0164]  j) f1& SEQ ID NO :10 FF%E5 SEQ ID NO :10 HA 2 /D 90 % iZH R — B
A mir—374c ;
[0165] k) 425 SEQ ID NO :11 [/F 55 SEQ 1D NO :11 B £/ 90 % I H i —a k1
JFH I mir-24-1 ;
[0166] 1) 425 SEQ ID NO :12 [/ 585 SEQ 1D NO :12 B % /> 90% 1 —a k1
JFH I mir—-24-2 ;
[0167] m) f1& SEQ ID NO :13 fIF a5 SEQ 1D NO :13 B £ /0 90 % ZH R —F R
JFHIE) mir-483 ;
[0168] n) 1,7 SEQ ID NO :14 {IFFFELS SEQ ID NO :14 BA %/ 90 % 1 — S
JFHIE) mir-34a ;
[0169] o) £2% SEQ ID NO :15 [F/F A5 SEQ 1D NO :15 B £ /> 90 % 1 —a k1
JFHIE) mir-34b ;
[0170] p) f52 SEQ ID NO :16 [{)F 5185 SEQ 1D NO :16 HAG % /D 90 % i1 — 31y
JFHIH mir-34c ;
[0171]  q) 497 SEQ ID NO :17 [fJFFBR5 SEQ ID NO :17 A F /b 90 % /%1 B —FU Mk
A mir-20a ;
[0172] +) 494 SEQ ID NO :18 [{J¥%IEL5 SEQ 1D NO :18 E A F /b 90 % /% H e — ki
FFH I mir—20b ;
[0173]  s) f3 & SEQ ID NO :19 FIF%Ek5 SEQ ID NO :19 HA F /D 90 % iZH R —FUHERY
JFH I mir—15a ;1
[0174]  t) 425 SEQ ID NO :20 [F 55 SEQ 1D NO :20 B £/ 90 % I H i —a k1
AR mir—15b,
[0175]  7EHRERESEE 5 R, IR A K HE ) L EZH IR EA Snir-92a-1 {575 (SEQ 1D
NO :1) FrolERar BAN P F .
[0176]  7ER-ULsLfE R, A K HE R XEZHIRAA Snir-92a-1 {55 (SEQ 1D
NO :1) FF5e 4 T AN 51
[0177]  FERERSSLE  Rvb, A K H I ) LEZHIRAA Snir-92a-2 {75 (SEQ 1D
NO :2) FPFER 4 BANMEG P51 .
[0178]  7EHRELLsLfE B, A K H I ) LEZHIRAA S5nir-92a-2 {75 (SEQ 1D
NO :2) FPA5e 4 AN P51
[0179]  FE—ASEHEH R, I UEZERE SO E 28 I8 L0 2B 45 i kA 22

AL,

H N

T PR B4R R A e 2 R AR IR PN 22 | formacetyl Fil thioformacetyl B 22
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methyleneformacetyl ‘B 22 %M 2l (riboacetyl) & 28 &% 0 28 A L G I Tk iR
R B 2 R AR R R B, DA R e i B

[0180]  FELIBRAR S A% 1 R H AT ANy v Aar X0 3, oo DNA (1) B8 502 R 4 7S T IR AR 8, R
R R AR T IR R AR B o R T AT R N I8 B e, ELALTPAE D e SR
I BRI PR BT pre—mRNA BYYT M AN 2 05 RNase H REMEH .

[0181] e 2l o A0 I 45 R A BRI 1 o B AT DADR O 5 SR e v 2 L, i P Bt
BB HLA O AR [ S R T P A . R UM R T DA RNA B DNA.

[0182] 5 —Fh &l i e SUSEAZH B0 7 B A o M SR W e i 3R O K% R (PNA) o 5T~ PNA
(49 4 FEBR AL FL X TR 31 7 T 58 A5 A55077 DNA 43—F» PNA [1)/8F B2 BB ks i e ) 7v- (- " &
F) - HEAMR P e A, Ho A s @t W SR e e 2 A

[0183] Y —Fh & (1 H B A0 S WD B A% 1 BRI AU B S5 550, v A R BB SE A R A S
TCIE MR o BRI (A% 1 R AU B S 0 B0, 15 Tl B — I e B VS RIS 4 (PMO) , Hep
2B EAZ A 7S T D R IR 5 4%, L AH AR A IR IR 2 (7] () R — T St =l o - O e I — Ik
FEBE A0

[0184]  fEBE—DRYSLHETT R, AR AR U IZ T BRALBER BRSPS — A
(VAR o T s L s A A i S FC T AN 5 5 L S 25 385 T 4T A% B A e e (1) 4

[0185] AR FH—FEEMR X EZTREST —ANBEZAE 2 3" /85" 7 - 5
RUEAR (5201 —OH. —F) BIREER 4 7] Bedl— a2 N 2% 5 B 7 ) A R ECR B 1) BB B
SRR AR (CI-CLO) et Mk it L be o e L M TR 0 | 5 BRI ek 50—, S— B N- J
F ;0-0 S— B N= I 3L ;0. S Bk N=- Bk 0-. S— B N- M T 3L 50— ke dk -0- ke k. - AR
R -RERERE - 20 xy PERECEE - TR REEECEIEN - PRI LA
CH K

[0186] M 43 FT LA WLt e A B FLATT AR 40, B0 et Mg A B AT AR ), A e i B B AT AR
W, SO SEAZ R LAT AR . IR IR AT AR DR R B B B B I R

[0187]  LNA A&tk RNA RZH7ER, Horp LNA A% R A% ME I 7 B 82 27 F0 47 B KA
&M, XI5 TR S AT - A, R R T IR e, KRR e e
W RILT A B DNA B RNA (1) 37 - WA R . 4B 75 42, AR B Hh BT FH I LNA %R 7]
DL SEAZT I HH ) DNA B RNA B R & o

[o188]  HR4E A K B, Bk R CTE A% 1 IR 1% B A% B8 % 1 B2 T 80 A% W8 A% 17 R /1y RNA,
antagomir. LNA, CDNA. PNA. "B IR S IR B E A I R4 4 .

[0189] 75— LT R, R LFEZ A EE ] LA antagomir ZH A%,

[0190]  fEAL WA SN —MRILSEiE )y Zh, Irid FEZ B IR B antagomir 41K,

[0191]  Antagomir & HIRUTER N U5 microRNA K4k 22 T AL E#Z H . Antagomir ;&5
52 ¥ microRNA 5635 FLAMEAE B U4 s 2 A7 TIC B A il A2 de Pk DAl B0 13 /N 9 6 ok
RNA B DNA. J8#7 , antagomir B A7 5 ootk DASE X B i 58 0 A otk HAR s 4i e i 7E 4k
Antagomirization (antagomir ##i microRNA yEME IR ) & EFEEERITIATE 2, (HAH
fFE il AT 5 microRNA Z54 KA. Antagomir FKi%ELEAMHI4FE microRNA )3
PEs

[0192]  fEA K W —NEiET R, iFid antagomir 8 &4 %70 8.9.10.11.12.13,
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14,15 B 16 5 microRNA B AR FLANESLAZ H IR FIAZ E ER 751, BT microRNA (17
F3% 1 SEQ ID NO :1-58.

[0193] FEARK A —ALhE ) &, Frik antagomir 8 &4 £/ 8.9.10.11.12. 13,
14,15 8% 16 M5 mir-92a B AMNESAZ TR TR 75, Frid mir-92a [#))7711%& 5 SEQ
ID NO :1.2 5% 3,

[0194]  FEARK I —ANSLHE Z9, Fridk antagomir 48 &H £/ 8.9.10.11.12.13,
14,15 8% 16 N5 mir-92a AN E L% IR K% AR 7 51, Bk mir-92a ()75 H SEQ
ID NO :21.22 8% 23,

[0195]  7EA—ANSLhE T, FTid antagomir A5 &4 %0 16 4~45 SEQ 1D NO :21 )%
R P H) B AN E AT IR AT R T 5

[0196]  FEARKREHMI—SLHET 9, Brid antagomir H A DNA & 2%2,

[0197]  FEPFTRAK A SV T S, Frid antagomir £9.7 SEQ ID NO :59 [ /771 f¢
LR T A e 2 ARSI, AR 2 D 8 MR IZ T IR U SEQ 1D NO :59 [F )7 51 4L R (1)
F B,

[0198]  FEARR M 7 — AL &9, ik antagomir HA RNA B 24E,

[0199]  FEPTRAK A SN T ZH, Frid antagomir £9.7 SEQ ID NO :60 /771 f¢
LR T A ez ARSI, AR 2 D 8 ML T IR 1 SEQ 1D NO =60 [F 7 51 4L Rk (1)
F B,

[0200]  FE—ANSEJE T R, P AR HE antagomir s& HH & /D> 8 MBS TR SEQ
ID NO :59 BX 60 [+ 7 HIH B A B

[0201]  7E—ASEE T &, B A K K antagomir +& B HE /D 9 NEEZIFER I SEQ
ID NO :59 BY 60 {575 4R A B o

[0202]  ZE—ANSLiE &, MREEA R B antagomir J& FH L E /D 10 AMELZ R SEQ
ID NO :59 BY 60 [+ 75 4R A B o

[0203]  FE—ANSEit 7 R, IRIE AR K antagomir s&HIL 2D 11 MELEZ T IRE SEQ
ID NO :59 BY 60 [+ J7 51 H R A B o

[0204]  FE—ANSEHt 7 R H, IRIEA KK antagomir & H I 2D 12 MELEZ T IRE SEQ
ID NO :59 BY 60 [+ J7 51 H R A B o

[0205]  FE—ASEHt 7 B, IRIEA KK antagomir #& HH 2D 13 PMELEZHRE SEQ
ID NO :59 BY 60 [+ J7 51 H R A B o

[0206]  7E—ASEHt 7 R H, IRIEA KK antagomir & FHH 2D 14 MELLZ R SEQ
ID NO :59 BY 60 [+ J7 51 H B A Bt o

[0207]  FE—ASEHt T B, IRIEA KK antagomir & HIH 2D 156 MELEZH R SEQ
ID NO :59 BY 60 [+ J7FH B A B o

[0208]  7F H— A7 g2, ik SEQ ID NO :59 8% 60 [FF[# antagomir It AHARZF
iR 2 ) IR i 88 (phosphotioate bond) RILA /D 1.2.3.4.5.6 5L 7 NUHEAZ IR
[0209]  7E 5 — AL T S, Bk antagomir A LAASHE 27 -0— H AL CUPE A% H IR L[] 7
5 P BT AT A B S 2 B A

[0210] I8, anSRad I O IREU B 46 A S AZ IR AN 8 (B B 9 25 3R, e AEAR P B
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Wi R A, A2 2RI R IR TR BRGNS 2 o D SR A D 22 OR SRR AN il i, Hrp 22 — 2 e
LIRSEVERESS D)) SR TP B

[0211]  FESZERA, LA HISC AR IR FEPEE] microRNA (Y RGEEAT T L. ZRIM, 52
ZRIRPRIE A A AT REXT microRNA {5 SR JECHR H i) L, 0 o) 75 B 1) i DA 8 5 1)
R . BEAN, CTT R TR A K i ST (A A ARk, (H L E LR IR R Ge Aoy
R BEE G ™ SR XU . A, BT IR 78 o AN T Bl bk 1R 28 B et AR50 ik Y e
H e R Zhom e 4Pk

[0212] A 3N A o T 3 T AR mT Rt ELAE R 28 B sk

[0213]  MRAEAK Y], 2T HH R S LM E LY ] FBERR SR a R, it 4
TEMTAACREX IR AR BITE FZH RN B RS . AR FRGEAR L85
HIRM Gk, HEA m AR, By o 5ok / B, WA, BTt A%
i, JCH AT AR LRI R 56 S M0V AR DL B i A b i e vh il e AR AR AR 2 T 114
R ALBAT IS I E R BLR W5 (K% D0 T ARAT T 2> F ISl & . BeAh, Bk AT &
& AR 73 A1, 18 L BE 08 A2 RS X IS Ui 8 rh O B 1 AN 3 s ki 28, HLAS 2 4 B R 24
BB A AR

[0214] A HIE IR At R A1k — P i SR MO sk, HAe e B 17 R e P SR M A% IR B
FERERZ LR, I HAENE K [R) 301 0 R 5 B A RAE I I, e H RS 90 5 PO G Y
Ho

[0215]  —JBki, “AEMIIA” AR SR UL SR B ERGAE, H A 248 Ik Ek
WP R GUHE ST B AR o A WIAH 7R AOTER A 18 I IR L BOZ IR A AE AT A 7 00 12 52 3
Toig, HAHEEH HUEA 277 A ] (A T BN [SONL, BRSO s ) S S L o
[0216]  —JBORUL, “AEMN AT A A& 4R BENE B A M7 IR I 23

[0217] WAL S, AW mT B RO TR A 418 12 TRAUBIORE £ A A B g B3R AR 1l BE /N )
e B LGS N, B AL AT/ B B R i A

[0218]  AIEMIAEMIAN A I AT B R SRS, & (AR ) VR (Z5C8R) -
B (AL -3t - 2228 ) VR (AR VR (4FR) R (AR - 36 - /iR ) RO W,
FORIREE KR IRIRET VR (RER ) R IEIRER polyacetyl RIFH GRS  FRBAER 5%
(i ZEIR O ) VR (R ) VR O MR R RIS LR AT B R R
EeENRNR S ALY

[0219]  IA LR ELfid 1 Hil &Rk i KE A,

[0220]  FiCHE 1) 25 RE TR Bk T 2% M A &, B T I R S B AL TR R 5 - &
Yy — BRI W) B AR FHAT /- BT A3 S0ORE R A AN AL ko

[0221] Dy T AETABRBANIMLE OR B, e A T AR AT AR5 R IR 1 K/ 731 M A e — 7 T
W LA L P R WA P S B — T T S KA ZE IR R /M 5 AR W ml et 1) AR DA
MRSV E B MBI LN BB 2-3 Ji (AMT JG O = EA R AR ) f24
FEIRIRETL o

[0222]  FEA W] R 3Crh, RUAIE IR B K A 3@ 42, IX EERER 10128 K/ 5 2% 18 0 L
BHIME B R/ O T AERBE AR O IE XS, IXAE 5 31 20, H01% 5 B 16 K2 W42k, Hfcf
HERE 25 TR FRURL BB 1L 3 kA 2E .
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[0223]  FEANKHIHI—ASLHE 7 S, Frid ek i BAAAN T 25 wm.

[0224]  FE—ASEHt 77 21, 50 21| 100 %6 HIFUERAE 5-25 v m (56 A, A B0RGE I 25 wm.
[0225]  #F— ML IKISL i 7 22, 60 B 100 % (I ERAE 5-25 wm (11506 BB Y, VA Bk e it
25 L mo

[0226] 7 5 — MG SLiE T Z2H, 70 1 100 % [ERAE 5-25 wm 56 B A, B0 Bk
it 25 um.

[0227]  #E—ANEARIE IS 7 R, 80 3] 100 % [IMERAE 5-25 wm (VG N, %A Bkt
o 25 um.

[0228]  HRHEA K, WERE)- I EARAE 5-20 wm BITEH A o

[0220]  HRHEA K, WEREI- I EARAE 5-15 um BITEHE A o

[0230]  7E 5 — AR &, Frid ok BN 8-11 wm.

[0231]  ARYEA K B BOSERE K B TR microRNA IS BN A vl i H AR WA 25 1
FAMH UAERIBE X IR SR I Z5 M -

[0232]  microRNA 5 FIER 2 ML 1-20% (w/w) LIk 1-15% (w/w) S EALIE 1-10, 354
WAL 5-10% . {REZERNE,

[0233]  FE—ASEHt 7 B, RPEA K B BIRERES 1% -15% w/w 465

[0234] 75— AL S, IR A K I RERE & 5% —15% w/w B4 551 o

[0235]  IOAE SN SEHE T Z R AR I FIHOEREE 1% -10%, Lk 5% —10% w/w [¥]
I 751 o

[0236] A B 73— MRS F T & sk I SR S M SR =G

[0237]  FEA KB —ASEHt 7 S, ek ek FH HH 5K —d, 1- TIACHER (PLA) ARG
hil e FE—NSEHE T S, Bk ek PLA VR RME— R R AWM . 75— S2iE 7 S+, Fir
IR 5 —FhE 2 P A A WA 2R 1 SR S W) LR I PLA k.

[0238]  FEA K B 5 — AN SEHE 7 b, Bk sk FH B3R —d, 1- TR - 3L - 4 ACHE
(PLGA) B TR b e FE—ANSEHETT 28, BTk ik F PLGA /B AME— B R AW .
FE—NSEHE 7 20, Ik ik F 5 — PhEk 2 P HAR A A 25 1 3R A ) HE IR 1 PLGA il o
[0230]  ICAEAEA R B Sy — LT 2, IR sk R —d, 1- NACHER - 3L - 4ACHH
(PLGA) FIE& —d, 1- AZCHES (PLA) I B-A LR i

[0240]  ZRIA “ILIBY)” Wb ER ARG iR VR A W0 A T A R LI 71 2 BT SE i o Ak
ZRRAEMENRSE

[0241]  ASUIRF AN OB E S, 5 PLGA SLRWAH, PLA BAMHALE « 28
(K1 EL 51 Ry 100:0 FEEIREL .

[0242]  XJT PLGA 2L 5R#), PLGA RAM R INACHES « LACBRHI Ly 50:50 %2 95:5 FE/RH .
[0243]  7E— LG ) SE 0t 7 2, PLGA LR h A ZC R « 4B L1 24 50:50 &
95:10 EE/REL, fLi% N 50:50 % 80:20 EE/R L,

[0244]  FEAKBIH—ASLHE Ty =, BRAVEIE AR E R 0. 1-0. 7d1/g.

[0245]  7E — UL IE W SE 0t 7 B, B AW R B A R JE N 0.15-0. 7d1 /g, L 1%
0. 15-0. 5d1/g.

[0246] %77 A2 NGB K, DR B ARG -5 R AW 0+ EAH5C, DRI 52 6 401 1] 77 A
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EA VR R

[0247]  DRIE, A WIS B A3 A2 SR — i A T il 8 AR5 AT AT B3] ELAE SR & W 4Lk I 1
P RSO AR 2E A 1 Sl B 1Y) mi R-92a 57 K 5 72k

[0248] PRI, AR B K) 5 — A U5 T & FH 1% mi croRNA 11l 70 ol B e R 2R 5 M IR Bk ) 5
%, A4+ (2) K microRNA I T AE SRR E W AK T ; (b) BESYETA
HLAEFRIH 5 () % (a) BRINZAE (b) B4R —FL5 5 () #P8R (o) MFLdsinEa & kim
T PR FAMTE S0 A KPR b LU A2 58 =35 5 (o) BEALIFUSER PR (d) th T fS ik A ()

Tk,
fo2as] S EL YAk, A AT KT T 4 L BT AL A I Iy i, U EAET S
R ER

[0250] &) ¥ microRNA $lIl FlVE T A AT R 2RI 2tk K $

[0251]  b) K RAEWETAVIERF

[0252] ) ¥ (a) BIME (b) LI=AEE AR ;

[0253]  d) ¥DER (o) WIFLAGIMZEA &R EEERIAZERR KGR A=A E A
5

[0254] ) WEALIFURERLER (d) HFrigiak ;A

[0255] ) TS HEK.

[0256] AR BA 55— AN 77 2 R4 Ak S H TR 7 O I AR 1) i

[0257] T 2, AR W LA EEHRENZE /D —Ph microRNA B H mi & F #5724 &
W, vl B o F ) A RO B Rl TR T O WU BR 1) 5% 5 0 A T B i L AR WA 2 TR
Ko

[0258]  fE—AMILIE R SEHE T 2, BT O UBEBE A2 2 O JDUAE BT

[0259] AR B HIEA 73— A7 M AR 75 2 H 1 5203 v b A BB O 2= A ) 7712
A4 1) BT 32383 it A = 1 FIR A

[0260] 52, AR HW LA EHRERE /D — P microRNA B H & #0157 24 &
W5 FL P BT S0 S0 A Bl 75 S L () 52 4 i A BT 4 = A (1) v R A 1
RA WD Al H A PAH 2R IR

[0261] TV K, RHE A K I & 903E & T3l ad IR B bk A 842 Jiti F

[0262] AT B RSN IR AHE, MERLIEF T AERA R, B 5BmAEEE
TVEVERIRER KIS (PBS) BOH TR G 5 — R &8N M. A a1 - BOn a4, 4
G T 7, Wi ER L 4 ES 80 5 IL AL 20 KA LM A0 B PRI 6028 B BL A 4k K BUR
W IR AT BRI SR IS I SN B R L AL B BT & R . IS B IR B K
RN VA 1 FH A 5 P AR 494 P DA PR 1 097 4 38 I T sl ko ZE () RV o 14946 T ] DAAE
0.05% —1%, ik 0. 1% —0. 5% Z [A1AF {k. o jita I P DS b B0 003 99 B SR v 3, 456 AT Y
RS o il F ] AFEZ R SRS BB A 2 S » =1 BR i) 12 b e FH A R 548 14T

[0263] A BA TV RRAE 2 , Frid it A e e ok st tR 20 ik v s 428 110 i FH 2EL 1l o

[0264] %77 [ JUH A NBOGHER, RO i vk 7 BLER O AL 54, 19 W14 antagomir
—FERISEAZ IR () JURR P T () PRl o 78 HAd 0 (0 BR Al wh, AT DA A2 1) BHT miRNA {935 ik
PERI 2R B 45 72 P PR A A 2 41, 11) R 7 A8 microRNA #5517 A AR AL =i 7 &
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AIE S, N 111) THERERIKGR &= m IR AR

[0265]  Hh A GECRkHE, BRI AT SR R 500 B ik, AR B AE Y P A I A ] R
[0266] B HL{&M, & RIR -

[0267]  a) A DALEARL N5 A2 20 2 B ik b g 38 14 it FH A /Y antagomir ( 2 WL 5)
[0268]  b) TUEKIREAEBIKH (2 WSLiEs] 6)

[0269]  c) TCER 1K1z ik 4 Jite FH T v 8 4 2, B 4% 7K A T B0 I I BELLE Brlq e, AT 1
EiEMHERRR A G . B8 BIIX LR 2R, 75 B A FE KU AFAE o Ik, DA 8 Tkt O AN
S i AR B TR Ik & L AT AT 2 DU o B R TR (B SRR T)

[0270]  d)microRNA HIH FILE N BT H B R 47 A e P DA S B 3 40 i) 70 A TREK (40 67 S BE L
T E AR M R [EI 2 e S Ktk 10 KA1 microRNA SRAFSE ( SZiEf) 8)

[0271] &) Jit A miRNA $ 77 A fob sk (2 2k 52 PR 20 2R W 4 Vi 52, FHHTP A A AT a2
W RA (ZWEhs 9)

[0272] ) I Jm F0 i FH K, AT RLRE 361 0055 & P AR 22 R IR 5 IX R W 7R R AE H
(1) B Jo B ARG AR e AR 1 B 22>

[0273] MR8 A & I F0 T o it P 3385328 AR JC mi croRNA FII R A A 5T / RGERAT
I PHEEA LU

[0274] - REEEVAVE, FUAZYEA ZIGTT AR HSURI A B 1A o0 A 2 A R
% 5

[0275] - RS EE RIS 1) @I e s R E R SC R R E s AMER T 112802, 11) #
o K B 70 Pk v 5 249 420 it P 10 75 2 DA B B L s s P 9 A RSy, R 1) o e kv B P 0 1)
[l A7 XSS (IS SR S R e oo ) B/ MK

[0276] - /D FRIE SO VFIRD SRS R P AN R ROBE

[0277] - BRI AR B AR DA A EE A2 5 B 75 IR R A 4598

[0278]  FE 55— NSEiE 7 S, AR B S AT Bl HAEM)AE 25 B R AR TV 97 BR
THEH o WUBEFE 5 00 5 F A 1 FH O, b Brd ik

[0279] - FWEANLH-150m;

[0280] - HI%E —d, 1- TAZCHEE - 3 - 27808 (PLGA) 5 —d, 1- TAZCHEE (PLA) B IR
F 5

[0281] - B 1% -10% w/w (IR TRR, O = R VR TT ),

[0282]  H: i Frak i y7 7 B 6 S L A B A mi croRNA B BT A4 6 40/t 7 28 i, f 3% 3% 1
miR-92 (.45 miR-92a-1.miR-92a-2 I miR-92b) \miR-17 .miR-503.miR-16 ( f0.4% miR-16-1
M miR-16-2) \miR-374 (f34% miR-374a.miR-374b FI miR-374c) \miR-24 (£9.4% miR-24-1 Fll
miR—-24-2) . miR-483. miR—-34 ( £ miR—34a. miR-34b 1 miR-34c) . miR-20 ( £14E miR-20a
1 miR-20b) . miR-15 (£0,4E miR-15a F1 miR-15b) [ microRNA, B4 1% miR-92a, H 1 fr ik
microRNA FFIHIFIL L A& antagomir.

[0283] ARG FOARE, A2 1) WIEARKWKASN / BUEK ;11) BT
R 20 B P S AR BN 22 B

[0284]  7E— ALt 7 &, AR ARG — DA E THERAES P RER . FrdiE
FIZS 45 AT LASR /NI 2B e o G 4
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[0285]  FlBRAIVA I A] DL E T X5 = i 7e 20 8T 2 .

[0286]  FE—ANSEJE T G, A< & BH A7) 6 v PAAE /N R A S R, 78 SN R B A

A5

[0287]  FE—ANSEJE 7 G, A A BH A7) 6 mT PAZE /NI RS R, 78 SR 2 B A

E

[0288]  7E—ANSEJfE T 2, A A BH IR 77 v DAAE /N R A S 1R, A8 T 78 Ry 5 28 oh
EVER

[0280] 7N SEit Jr S8 o, A S B (1 70 6 P RAAE F3 78 i o 28 v B 2 RlBR, £ BB

SRR AL A T

[0200] 7N SEit /7 S8 o, AR S B (1170 G m] AR e i B s v AL 5 TR, £ B 2
AL AL VA T

[0201]  7£— NS Ty 58 T, AR 5 T AR i 71 6wl A OGS 9 3 i i o0 i) A 35 TR R
7o

[0202]  Z25 LU SERta ], AR IR SE AT 4 PR Ao

BEAEXHEAR

[0293]  sEjitaf 1 i & #AH antagomir—92a [KIFHER

[0204] I w/o/w FLIR /¥ 575 R T 1 A& sk, AT FH [ ARG FE 8 29 0. 2dL/g HAL R
Ui V5 110 R v 2 2 1) 50:50PLGA 2L . ¥ 3ml — & H B s I & 0. 6gPLGA. % 0. 3ml 26
7K ) Antagomir—92 W45 VAV (1-Ssc—miR-92a ;4 F & :5366g/mol ( W FK N Da) ;&
%1 : CCGGGACAAGTGCAAT ;DNA Bl :9 ;LNA Bl d& : 7 ;4E 7% : IDT (Exiqon)) (222mg/ml) ¥R
2 PLGA A HLIAW T, FFE 5 FLAL 20 KX Mg LRI INE i 1% (w/v) R LJRBERT 1%
(w/v) GALEN I KV B B A A, 3T 29 10300rpm 2154k 60s. B FTREE —3L57) (w/
o/w) BNINE—E AR B ALK F, B P K SR e AT ek i B LY e, A
ALK BRI, SR GV R T TR PR BN 9 um(82% 7F 5-25 um Z[[], 0 % kit
25 um), BE RN T4% .

[0205] & 1 7 tH T Ak R

[0206] &1 2 Ui B} T UER RS B4 A o

[0207]  sEjfafsl] 2 -ffil 2 # A RNA [HREK

[0208] IS w/o/w FLF / RN R TTiEG A&k, £ F ARG B2 0. 2dL/g B
B AR IR R I 50: 50PLGA 3L EEW) . 35 3ml SR EEAINE 0. 6gPLGA. #5 0. 3m1 A7 RNAsa
(K4t Ak 7K HR ) RNA R 477K (222mg/m1) (RNA Sigma 5000-10000Da) ¥Rl ZE PLGA A HLIEW
i, IR FLAL 20s. X FIRIRALANRINZEE 1% (w/v) B 1% (w/v) AL
ASEr RNAsa [ 7K VA A R 4, FE T4 10300rpm 3354 60s. TR A7) (w/o/
w) IR BRI A RNAsa 2tk il bt Ak 8 P . ek 5
O, AN RNAsa (2L K B PRI, ARG VA 5 THE - RSP EAA N 10 um (86 % 1E
5-25 um Z [, 0% @it 25 um) , A FEN 73%.,

[0299]  sZftafs] 3 .l £ 2 R TR

[0300] I w/o/w FLF / W& FRIZE KT iE G &K, 3 AR B2 82 0. 2dL/g HAS 5
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B9 1 A i FR B 1K) 50: 50PLGA FL M. ¥ 3ml & FHEASINE 0. 6gPLGA. #5 0. 3ml 4ifk K
NN E PLGA A ALVEVR T, JHkE A 30K 20s. REXMT LRI 2 H 1% (w/v) R OIGEE
M 1% (w/v) SAENEI KIS A RS, T2 10300rpm 3BTk 60s. R FrfF 5 5L
) w/o/w) BN — AR AR, d i A R~ P . R ek B0k
£, AL AKBEE R IR, SR G R T8 ORI BN T um (84 % 7 5-25 um Z[H], 0%
Lk 250m) .

[0301]  sEjfafsl 4 .l 2 #A 8 1 %O 3 F 0 FUREE 9 R

[0302] IS w/o/w FLF / EFRIZE R T iE A&k, £ F AR BN 2 0. 2dL/g B
B A v FR L (1) 50:50PLGA FL W), 1 Iml & AEAR N2 0. 2gPLGA. K 0. Iml HEEH
W AR ER Sh/K B (20mg/ml) ¥INZ PLGA A HLVAR S, AL 15s. BIXFhH)
HAFNBIMEE 1% w/v) BOIGEA 1% (w/v) KIKBE RSN, 7T 29 10300rpm
BIiAk 60s. KRR AR (w/o/w) IRINZE— BRI Ak F, B i Rk =&
HEE. 1 prfa kim0 O UcER , 2B /K BR3P IR, SR G v R T8 TEkI~F I B AR N
9um(91%AE 5-25 um Z[8],0% it 25 um) .

[0303]  sEjafsl] 5 -fHE I SmAH 27 (1 w5 Ik vboide 5 P i (KT A0T

[0304]  FE KM H iR AMT 2 5, 85 B T RAEAE X I oA AMT 9 53 (I BIIK I 2. 5/12
[F) b A< BK, T8 I e IR Bl bk PN a8 A5 0 L 30mg B0 SR 1 4 it s o] A& O 5 O B AR R A
BRo BRERE A B IF T 10ml 25 Tween—80 B4 FR EL KA 3B BN IRIEST 5ml, BHR G
P ST dml A Eh KA . SRS W ] AR AR N s A 2H 2R 14 B ik Hh st 3% 14 it P A 1)
antagomir,

[0305]  SZjafs] 6 - fRbcERAR BE 7 955 A5 41 2 =6 4 i 5 e o AN A 3 4 I (XTI A

[0306] I8 B T~ H [F) w7 B S [R] Al < sk i R B ik g AR e, 78R 2 B3k 4 1K
RIS, VEST 2 I, BEIR Sml WISEHE] 4 B il SR 4 4 REa SR8, SRAFHELD
T B S (A AL R A L At e DR 0 Bk v gt P 6o B 2 P 0 JUUARE o S Y62 90 ' S A WL 5 A
it UESEAEAEAR B T 32 40 O LB A L8 sk, DL HEASARAE TR R 2

[0307] O T HERR A 5 PEAEW) A 1] RETE, 7E BT 204 I R rb, B sl AT B0 L2
250, M BRI 3RS 5 DN EERES, F B GRS B WS . A AEHTEE O JULEE ks U
B AN T RERIRE A0 IE, B % T antagomir92a 14> S PR (kb ®IE
Do

[0308] s fs] 7 - frisk AR BA 7 95 A8 40 21 1) A A0 I H if AN 45 25 B 20 24U B AT AL

[0309]  BEATSEIGSRIA AR RO AT S MEAGT LM RS0 . AT R sl
PO LIS, SR 7 7E oA I sk i 58 77 b FEBUR R 2 MO e HL iR . SO NI 5Z
B sz mamy, KA H I ) RS IR IK 53X 5 R IE e (@ Be A 24 AL 1Y I & — A
TR AR B I — I B o AEHEAT T T ARALC IR S R R 5 4 N PR TR
i A, — X RE REAE SMI X, A — X0 7E FH AT PSS (ko s A ) BERSITRT X o TR 8%
FEHE AR, W A O BHIR I A S B e R RBE S AEAT 5k &5 W (BDL) AU 4E 45
W (ESL) « EDL 1 ESL Z [A] 20 R H 2% SS (U446 %4 : (EDL - ESL) /EDL) iR, M=
W4 5 4578 R, EDL = ESL, SS = 0. IEHAALE 0. 220, 1 1Y . anb B Frw, B 5555 =175
F YRR S RS JUAD B e /N AT ()R BT, 3 0] BT 58 — ORI 85 — kst . JF H, P
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TRk, H SRR Dk RS R SR 4 1A B RO RR IR B R E ) 14 65, WA
SR RAEIER o FRE PSR A EAE AR WSR2 5E | MRS 7757520 (hemodynamic
repercussion) B/CVERH AR

[0310] b4, Sy T A Bt kit & () A4k, KU S A B B T Hh [B) LAD Rl & el Ik & o e
AR B ke 5 I A M 22 21 5k ko = 1) B S A8 4k

[0311] L5 R ESS T 120mg fERkAIE 3 A A yES T 240mg TUERITE 4 3687
[0312] St 8 . o VbR 2N ik PN v B LA /NSRS antagomir B GMER 1) 4 RN B fE 52
[0313] AN T UEH/NFIEFLAE R antagomir B] BAF= A2 53— I B, bR B0 bk P9 e A B 3 1)
antagomir—92a Il E & M AT BZH L miR-92a AN FRIL. 78 3 HAEH, ¥ 60mg HRAE
SEHE ) 1 A& LT antagomir=92a FIFEK (0. Img/Kg) X% LAD. ALHERJSEE 1 R 3
FANGE 10 T2 SRFE, 4E 2 AT B AU FEAE S, A, 8 8 RNA 2358 DL R AT R A
51 W (r) S22 B RT-PCR 5B & miR-92a ({714, LAV microRNA fE X HE (miR-123.203 FiI
126) (Z LK 5) .

[0314]  FEREFEZHZAH , miR-92a RIS S X RS EL T 1 8 i, 1 W ¥R miR [FRIEA
AR . FHI AR R 1 RIFUEAFAE, FRAESE 10 RAUVRAELE, LLXS R IX R IA KA
5 f%.

[0315]  ZEPNYE miR Ty A I 3 B S5 . X gk SRR, A/ RSN antagomir—92a
[R5 i 28 28 RTURE TS 1R 2 08 S5, AT FH B 0 e IR B Jbk A i FH 7 A4 T mi croRNA-92a [ 4F
LA .

[0316]  [&] 6 I/~ (X L4 SAMAESE | antagomir £EGMER AL RE o 8 1 P

[0317]  SEfafs] 9 - 58 VbR AN ik Ay S A0 S IR & antagomir [ GEK 11 A2 0 20U (K fE 52
[0318] A T Ul TR 4 1% 1Y antagomir-92a [ 4> B RS 75 FFBE AV R, H 26 A
B /N AT T WG R BT 9T 12 0F 70 B B 1) A2 8 25 088 o 208 46 5l AR 30 bk vy it B 3 1)
antagomir-92a RN mir-92a J& 752> T BB AL [X L5 A Bl IF 39 558, AT T 00 25 5 M) 1)
K.

[0319]  JifiFH 3 Al 7 -

[0320]  — EhIKVEME (SRR )

[0321]  — ARPESLHE] 3 il & 1 22 BRI ek

[0322]  — MR S 1 il 44 1) antagomir—92a fiEk, LA 3mg/ /NG N— X antagomir 7l & .
[0323]  AbFRJS 4 JH, 55FRAH LL, 7E 32520 K antagomir—92a 1 S LS B4 Hh FI3RFE X
HhfS I 2 BH 5 B s 0 A R R, T IE SE T AE Z B 70 OU %2 B ) antagomir—92s KI{E
M A BGH T (161,57 £58. Tlvs 22 R4 68. 49 £23. 56vs sh/K [ 73.914£24.97,p =
0.001) ,

[0324] ii) MEESE (S WET)

[0325]  FlIALE T R AERE BT X LA K J A AR A 5 350 3 in o« FIS L8 ab 2 5 4 v (1) At /2 FEL 7
fRE—EH B REK (200. 67 £104. 46vs XFTHEH) 511. 734+202. 1, p = 0. 007) , X 5 M E % E
WEMI (R0.41,p = 0.02) (ZUE8).

[0326]  AbFRAL P K FLERIRIE IR R A7 (FE 2R MR) FSEBRAEERIE /7 (TMR (hyp)) W EILT
SR ZH (43 A& 7.4741.33vs 19.624+2.98,p = 0.005 f1 5.0+1. 15vs 14.49+2.4,p
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= 0.006) o =28 AL bR G PR PR 77 5 i 5 8 B2 OC (43 ) &2 R20. 35, p = 0. 033 Al
R20. 31,p = 0.047) (WK 9) .

[0327]  IXLCEGHE R ) antagomir-92a FEAR N5 T FFELILAE A k.

[0328]  RINAEKIMAE 5, Rk — D& B AL 2 5 RAENE AR AR L.
N T AT antagomir—92a O Z EAYIAE A, PLEE T b3 AN AR L H A (18 1ok ST A4 R
JIRBAZ (CMR) [T AMEE S HL, DLE T I W =030 (TVE) i sheePES 5.
5 R RN IAE L, X REAE TVE 278 B 2 58 = 40 be 9 A BT ORI R DUE s B pS 134 (p
= 0.03) (JLHZILE 10), 78B4k CMR Ff o 2L A B I B (5 (1) 52 45300 2 B ek DA B 0 0 5
HEEMMEEDTH (K3).

[0320]  BF A, & 10 Ui AR 1 a5 Pyl 5 sl B (TVE) 43 X SRR I ) Dh BE B AG 1
LER . B Vivid QA48 (GE Healthcare, Belford, UK) A& T45 0 % T3 [
AT (Siemens) KT,

[0330]  AHHF 7Ll 45 RER B antagomir-92a fiIK5 Stk O ILBESE 5 A FHA M4t
2 FEENA AR,

[0331] 2 3 :OMR /e L E A B H

[0332]
HR A ME Antagomir-92a P
(N=6) (N=5) ME
(N=6)
L CMR K #5c3 4.8+0.3 4.8+0.4 5.3+0.2 0.38
L 6.07+0.9 5.61£0.5 9.01£0.6 0.006
T #kaesms, mm
» [3.23£0.5 13.52+1.8 11.8240.7 0.49
T #% 5%, mm
FoRE A, % 54,79+4.9 56.74+4.1 22.7145.5 0.000
; . 3.17+0.4 4.02+0.9 4.35+0.5 0.33
T % 9vrms, mm
RABAAL, % 76.40+2.18 69.86+4.72 62.5444.19 0.05
BRI RE mm 32.2+1.8 31.7+4 20.543.6 0.03
Dg/Dx 1.93+0.2 2.02+0.2 1.29+0.1 0.03
Dy, min 14.88+0.68 13.78£1.59 17.5¢1.37 0.12
HEEMN% (n) 83.3(5) 80 (4) 16.7 (1) 0.03

[0333] L antagomir—92a FHIEAE SR LAVEESE | D H JEHIA FER L0 FHA. Wz

BN AR OMR I RESE A P i AN A 280, ot T DY RN TP AR TR 12

A LTI ) o Tgpommen = T3 BONBESEERE RS, HI 25 7 e KSR EE J5 11 X B PASE

S A BORTE 5 5T e = £ )5 FL KU A 55 1000 & 00 1275 J5 BE AR~ 28 S, #5525
29
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ey H i R SR ) 3 B LASZ R ) Bk B P /MBI A B A 1100 - (T gesmspes /
Tesee x100) 1 RV T pmme = V-5 B/INBEFUAE JR B, H 45 32 820 Fr v e/ MRE SR BE J 2 1)
YRR B Bk P 3 R 2 EE A (100 = (T pimps /T s me: x100) 1 KT
B D B BEAE 55 56N 1 55 BE 2 0] (P 3 e K ELAR, FH AR BE A R R BT RE 2 [R) e KR LR X

Bk LLZ 52 ma 1 BOR TSR Dy IE W BE 2 [P KRB AR, 5 D JEREM, 5O O

T, L SAEBE B IR RE 2 () B K LRI X Bk BASZ 520 (1) 5 BORTH . 5Dy/Dy: PR BRIE

Ta%, F B0 A D/ DI X B BASZ s ma i Bk vHE . R EIE D IIE £s.eom R
ZINo

[0334] AR ME CMR (45 REH .

[0335] A :/INE 14 ('S AMT 2 JGSZBEFET: ) (¥ E NMR A TVE - B8 T 585 AT 2 J5 R
AEBUT, WA R B TR il AR . X e A2 WS R Rl 3k 22 O BAE A B A
AL RS

[0336] B :AMI Ji5 20-30 K /NJE 0 JIE NMR I TVE o 5.0 = R IEYE (AMT 5 —1H
7 CMR [ 00 22 31| B b B (XA B 98, FEAE TVE bW S22 B0 ks T i AN I 2 [0S, 3 2 L 7R )
AMI JEHFHM.

[0337]  C:AMI J5 22-30 R/NJERICHIE NMR A1 LVE 3G O B AML j5— M H . £E IVE th
L 21 Hi7 g [X e T - X3 e 4 R k2L, A SO T 1, I e 310G . 1X 2 AMT J5 A A&
2R R AU .

[0338]  sZjififsi] 10 ATHHH antagomir—92a 7 S if 5 R B AF 55 HAAE 1 v () 4 B B F 5%
[0330]  FEXF P AT BNABEAT B9 )7 R 20 B o A L 88 1) L J g, BN T 8 B iz 2 8 1 Ho At
B ko6 microRNA-92a [ SFehr A B PEFI . AR AR TS 202 23% . A ME B 503
WEMNER . A — REHAH P antagomir92a FI/NEIET: (p = 0.39) .

[0340] §§ 4
[0341]
N=26 FHHK (n=9) EBH ME 0=9) Antagomir-92a ME (n=8)
1 AR it L] 7 7
R : 3 2 1

[0342]  SEjfafl 11 %] antagomir—92a Bl R 4 i 3 (T 5

[0343] 8 ¥ fiff £ 1) antagomir—92a .0 K K H (1 0] BE Ik, 3 3L Collect 5S AT
(GE) ek IF o Mt AR B A B L AR SR IAh, A 1 R DI AN In] R, 75 B 721 26
R/NEF R 10 A BEALE N 7] 46 N 2008 60 s A DR T3 72 O R 2R I R E LR 3T
o (BT R CA S R G — N H ) o 50 HRAH b, 76 AL TR 20 H 3% A A %2 21 5 30 3 i s
(maligne tachyarrhythmias) B BITE4E (bradiarrhythmias) , 3 BH R 20 Bk N A2 35
antagomir—-92s %A BRI HFIE- .

[0344] 2K 5 -AIF 70 M (R AGr I B0 00 1R O Y

[0345]

30
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7k (n=9) LR ME Antagomir-92a p
(n=9) ME (n=8)
B SR EF, n(%) 1(12.5) 0.37
Bk, n(%) RS
» PV'C,n ?
5 £ i 5(55.6) 3.(33.3) 3(37.5)
. %» (%) 4(44.4) 6 (66.7) 5(62.5)
R 1 ! 9
s J:E‘?ﬁ’tb‘ﬁ"$,ﬁ é 9 ?
. v ; 3*
+ PVC,n 5 p ]
* NSVTL,n '
AMI 30 &
AN AAHAE R n=4 n=3
A »—%‘—k Sn(%) 0(0) 0 (0) 0(0) 0.38
B K, n(%) 2 (50 3.(100) 3.(100)
SRS Hitg 2 3 3
._ 0 1 0‘
_ PVC &PSVC 2 (20).* 0 ;
ESRGE
[0346]  PVC :== % 5Ly B (premature ventricular complexes),NSVT :JE3F4z k== RO
il ik,
[0347]  IVR 0% H 00,
[0348]  PSVC :'% |t Ly Bf
[0349]  AMI : 2P .CoLKEFE
[0350]  =Zjgafol 12 A3 antagomir—92a Fl &AL 5 [ antagomir—92a % miR92a {A&#h &
1A AE B VAR
[0351]  12. 1 :FHEFITT 1
[0352] a. 40
[0353] i1 Fi] ek Fatt A i AN Jo 5 Fk 240 MR B 20 . AS49 (AR IS R4 30 e ( ATCC®

CRL-2922™) %71 A # ik 41 L R EA. hy926.

[0354] b. AbFE

[0355] & K %) 500000 4™ EA. hy926 4 fl 42 Bl 7E 7S FLAR b, 3F T AR s (37°C ,5%
C02) 1EAINA 10% AG4FIL7E (FBS) A1 2mM L- A& W% (Sigma, L’ Isle d’abeau, France)
(] RPMI 1640 ¥ & . SRJ5 R & % E antagomir M HAH R HE (PBS BRUMER ) (K97 i 52 %
PRMI 353 # ks 55L , F 10 A 150nM [ antagomir92a ( JiF 55 i, =it antagomir92a fi
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BR) B antagomirl7 BB K antagomir20 ZbFE EA. hy926 4H il . 78 USEE FH T HEEX RNA

T, 4 S 24h. FREUR RNA, 3B 5E & RT-PCR 528 miRNA fUKIA.

[0356] c. RNA $2H

[0357] MRIEAEF7EHBIULH] (Qiagen, Courtaboeuf, France) , 43 7 Qiagen RNeasy fif %

R (2% 5 74106) Fl RNeasy+ il FH 7 & (255 73404) M EA. hy926 4 fil N g 4 44

B miRNA. A NanoDrop ND 1000 460651t (Labtech International,Paris, France)

TG HZEL K RNA [ 57 E 4L,

[0358]  d. miRNA [{)idi%E 5%

[0359] f#iH] TagMan MicroRNA W% %57 & (Life Technologies, &% 5 4366596) 1E435

7 5ng A RNA FIEFE miRNA BREF(1) 15ml ZARFI L 5% miRNA. AL T 16°CHEE 30 47

B, T A2°CIEE 30 2%, @I 85°C 5 i i b5 LB 3, SR 5 — ELVA AIAE 4°C.

[0360]  e. SEM} RT-PCR

[o361]  FEIRHELAl. M Ct BURATE &1H, 7£1% Ct HUE 5 B3 105 FH a6 A I 1) PCR 79 (1)

TRt KAESE (HAEA 7 T, A QuantStudio 6 and 7 Flex #ff ). N T ¥l E A

HZE T, B E— 2 2 AR RE (miRNATO3 AT miRNAL91) (¥ JLAATF 3450, Bk %) B

RIEAKFET FRWALREAEFR M AR, o B 5 RS mi RNA B(E I — 5 AT o 4 mi RNA

RS 1. 259 DDCt HH57: (RQ Mt , Applied Biosystems® ) %ok,

[0362] PCRY™#. F] QuantStudio™ 6 Flex SEi} PCR R4 TagMan #R4%F (Applied

Biosystems® ) #ATHIAT I PCR o HAEIRKIEIEATIEAZ LA B (95°C, 10 48 )

A1 45 NMEFR (95°C, 155 F165°C, 1 %0 ) o B IFE M .

[0363]  12.1 :%%

[0364]  10nM ¥ &5 ¥ A1 40 3 (1) antagomir—92a 3] T miR-92a ] K ik, H T [E 4

90% .

[0365]  150nM Jif 25 (A1 B antagomir—-92a 2 J& miR-92a [{FRIAA AT,

[0366]  Antagomir—92a AbFEA W /> miR-17 B miR-20a fZRIL.

[0367] & 11 &5 T X LesdiE .

[0368]  SEjiEfil 13 : = Fh B[ antagomir (antagomirl7.20a 1 92a) %t H & H miR Fik

()4 F %) 4 0 P4

[0369]  13. 1 il & A antagomir—17 H]fEK

[0370] 8 ik FL A / V& R 2% R J7 15 A H 50:50PLGA W) (i.v. 0.2dL/g) il & K

Bk, fEPLGA A ML & W P F fb antagomir—17 (HSA-miR-17-5p ; 7 T = :5305Da ; &

F| :CTGCACTGTAAGCACT ;K [ Exiqon) W& %51 I3 FL5RIREA 73 B K AH , JF 3 B4k A

RN e, BRIEN G B HERA R T8 BEKE I EA N 10 um,

antagomir—-17 &N 7.3%.

[0371]  13. 2 | %% A antagomir—20a [FIHER

[0372] 3 &k FL 50 /W& 1 2% K U5 V& AT H 50:50PLGA 3t B ) (1.v.0.2dL/g) il &

Bk, AE PLGA & Nl & W " # 4k antagomir—17 (HSA-miR-20a ; 7 F & :5289Da ; J&

F| :CTGCACTATAAGCACT ;K Exiqon) &M %% 1R A3 FLRIRA 73 BRI K AR, FF3 B4k A

PR, &, BRIENZIG, TR HERE R T MR P EA N 10 un,
32
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antagomir—20a S &N 6.8%.

[0373] 13.3 4%

[0374]  AARLANT S SEhfEfel] 12 AH[H]

[0375]  —miR-17 #% 10nM .3} K] antagomir—17 %] 7 76% . 150nM 3] antagomir—17
AbFESEAVERR T miR17 IRIK .

[0376] —miR—-20a #% 10nM f5 H ) antagomir—20a &b FE 3 6] T 7 %, #% 150nM 45 B [
antagomir—20a ZbFEHH| T 87%

[0377] I 12 7 th 4R

[0378]  sEjffh 14 . A #E KNI CHE / £ AZBRELBERAE 1] =4k antagomir92a fEK
ES @ Zt j\{/ E.—_

[0379]  14. 1 #ill % HA{K antagomir-92a # & 1 fEK (1.13250: A :RESOMER RG502H)
[0380]  fnsLjtafs 1 Bk, I FLA) / VA& K I VES H 50: 50PLGA 2L 54 (1. v. 0. 2dL/g)
il £ K, AER IR I 259007 16 2 s i () 4 0 B2 DA & B i€ antagomir-92a & &
I/ MEER . TEREI T EA N 7 um, antagomir—92a 5T & N 1.5% .

[0381]  14. 2 il £ H A & antagomir—92a # & 1 HEK (1.13262: F-A54) :RESOMER RG502H)
[0382]  fsLftaf 1 pirak, I FL5) / VA28 K JTE H 50: 50PLGA 2L 54 (1. v. 0. 2dL/g)
il A& K, AHR B =1 I 25000 1 2 PN B IR () 4 10 2 DA & B 7 antagomir—92a & &
IR RIER . HERI X EA SN 15. 6 um, antagomir-92a &&= AN 9. 8%

[0383]  14. 3 fF HI KB EWH A antagomir-92a (HER (113230: B-A&W) :1LACTEL
B6006)

[0384] sk fs] 1 prak i FLoR) /B R A K ITER AWK BERH B A &0 F 8
(¥ 85: 16PLGA 3L K ¥ (i.v.0.64dL/g), ARG M B IR FHEAL R 12um,
antagomir-92a &N 3. 1%.

[0385] 14.4 %R

[0386] I E A E . K/ANFTHRES / A2 B ELBAFAE ) =Ht antagomir92a IR,
[0387]  ARAETAIRS &, 7E 2 A1 30nM A5 L13250, 76 14 A1 210nM #&3 L13262, VAR AE 4 Al
66nM 5 i 1.13230.

[0388]  L13250.L13262 A1 L13230 52474 F% T miR92a [IFE L.
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1/14 70

[0001]

[0002]

<110>

<120>

<130>

<150>

<151>

<1605

<170>

L210>

<211>
<212>
213>

<400>

JEHR
PIERRE FABRE MEDICAMENT
FUNDACIO HOSPITAL UNIVERSITARI VALL D'HERBRON-INSTITUT DE
RECERCA
A4 AL E B antagomir 4L E 9

BR96786-PFM

EP13 305082.3
2013-01-24

60

Patentin version 3.5

1

culUCUacac agguUUgEgAU cEgULIBCaay GCUgUEULUC UGUAUEEUAU UgCACUUBUE 60

cCggecugul gaguuugg 78

<210>
«211s
<212>

213>

<A00>

RNA
A

2

UCaUCCCUEE BUEEEgaULL BUUECAUUAC UUZHZUUCUA Ualaaagual ugcacuuguc 60

ccggecupug gaaga 75

<210>

<211>

<212>
<213>

g6

RNA
A

34
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2/14 11

[0003]

<4n0> 3
C8EBCCCCER BCRBECEREA S8RACEELAC ECBLUBCAGL GUUBULILILLIL cececgecaa

uauugcacuc gUcccgeccu CCgEeceeee cegeee

<210> 4

211> 84
<212> RNA
213> FA

<400> 4

gucagaauaa ugucaaagug cuuacaguge agguagugau augugcaucy acugeaguga

aggracuugy ageauuaugg ugac

210> 5
<211> 71
<212> RNA
<213> A

<4005 5

cugecaggsu a

<210> 6
<211> 89
<212> RNA
213> HA

400> 6

gUCAgCagug CCUUAECAEC acguaaallau Uggcguuaag aulcuaaaau uaucuccagu
auUEacuUgUg cUgCUgaagu dagguugac

<210» 7

<211> 81

<212> RNA
213> #A

35

60

96

60

84

60

71

60

89
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3/14 T

[0004]

<400 7
guliccacucu agcageacgl aaaualiugge gUAgULAaaU auaualuaaa caccaauaul

acugugcuge uuuagugugac

<210> 8
211> 72
212> RNA
<213> FA

<400> 8

uacaucggccauuauaauac aaccugauda guguuauagce acutaucaga uuguauugua

AUUGUCUBUE Ua

<210> 9
211> 72
<212> RNA
213> HA

<400> 9

UugUCCcBUgU cU

<2106> 10
<211s> 70
<212> RNA
<213> HA

<400> 1@
acacggacaa ugauaauaca accugcuaag ugcuaggaca cutageaggu uguauuauvau

ccauccgagu
210> 11
«211> £8

<212> RNA
213> FA

36

60

81

60

72

60

72

60

70
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4/14

[0005]

<400> 11
CUCCEEUECE Hacugageug auatcaguue ucauuuuaca cacuggeuca guLicageags

aacaggag

<210>
<211>
<212>
<2133

12
73
RNA

A

<400> 12

CUCUZECUCC CUECCUACY agCugaaac acaguuggul UgUgUacacu ggeucaguuc

<210>
<211>
<212>
<213>

<400>

13
76
RNA

13

gagegegaag acgggaggaa agaagegagu geulccalica CECEUCCUca cuccUticey

CCcgutuucU ceucuc

<210
<211>
212>
<213>

<400>

14
110

RNA

14

gECCAgLUgU agUELILUCU LUZECagugU CUUAECUZEY USUUGUIEAEE AaUaguaagg

Jagcaaucag caaguauacu geccuagaag UgCUgCacgy uguggescce

£210>
211>
212>
213>

15
84
RNA

37

60

68

60

73

60

76

60

110
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[0006]
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