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O (19) it =53] % (KR) (11) Z/AME  10-2022-0168090

(12) FNESFR(A) (43) FALA 20229129229
(51) =AE3+F(Int. Cl.) (71) &4
GOIN 33/574 (2006.01) C12q 1/6886 (2018.01) AEHQ opiIALE EA A
(52) CPCS31 %+ NEEEA $3T 29N 2437 88 (FHE)
GOIN 33/57438 (2019.01) SRS ASFHE
C129 1/6886 (2022.01) A T WS R 93(F71F)
(21) 2993 10-2021-0077677 (72) W)
(22) =94 2021306415 e
A TAA 20213906215 ASEHN 37 LR 2437 88(ZEE)
A%d
A &E A —LJHL 92 435, 221% 20023 (
AHE, stag e
(RHe] A=)
(74) =l

S Adeidoln

A AT ¢ F 9 @
ol
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(57) 2 o

A AZWNEE FF AGE vl entA 2HE L o] o]§F WY ABWEH FF Ave] BeH YuE A
Fah wHel BE o=, AF ARy 1 AESA AN SI0048, 100,
(D163, ACTIR3 59 W& = ol5 IYste Aol & % A e F5 vlalst
of A% AANEN FFe Augrems, Welea w4 ] L Seivhe A%
AZWEE Fope] 27] Ave] bsetna, WG AAWRH FF AW D AR oA FE3HA 282 2
oltt.
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Log2 fold change
Fold-change => 1.5, BH-corrected p-value <=
0.05
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(52) CPCESEHF 129

C12Q 2600/158 (2013.01) AEEHA] S 2dF 24372 88(FH%)
(72) gz}

717351

ALEHA £ YT F 435, 113% 34015 (2]

He, gage)

<)

AEEEA S35 &Y 2434 83(FHEE)
o] Mg X Ps FUFAFNEALY

A TGHE 1345315360

HAHS 2018R1D1A1B07048823

T2 EAS S

A B () 7188 AT AS

@;A}og,ng MA71Z=AT(WFH) (R&D)

AT A A74<] Eicosanoid WA #41& &3, g WY w7 B 9 TEASA
AlA 7% AT

7] o & 1/2

A58 7] Agolig e

A7) 7¢ 2020.03.01 ~ 2021.02.28
o] Mg AAg FUFAFNEALY

A LHFHE 1711119859

IHAH & 2020M3A914038667

2 57| &G BEFAE

HA T (AT 718Y AT A

SEREE:
SEERE
7)o &

3418 7] 773
17713k

ko] 2. o) 271 N (R&D)
A Sl B A Fo 0
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Agobary g
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g Al Al

FrHY
ATE 1

-

S100A8, S100A9, (D163 % ACTR3Z TFAlE 7O 2 HE XEEH+= 3l o]e] vz e o5 FAY3dl= F2AX
94 sy =S zxq—(ﬂ 2~ o)1- xﬂxﬂ P

]
T UE MW ER] Z9F(Pancreas NeuroEndocrine Tumor) gk
& dlojevtA 2 E.

AT 2

A 18el]l A,

ANXA1, ARHGDIB, MMRN1, APP, AMY1A, MMP9, CLC, THBS1, GP5, CTSG, ANXA3, PPBP, SPARC, GPI, DYSF, LTBP1,
ASGR2, TKT, TALDO1, PGD, LTA4H, PSMA7, RDX @ CALUR TFAE wTOoZRE AUEE s} ojite] whuld =
o8 AYsl= A B 5 SHY § UE AAE FUrE xetE A, A AAWER T4 A
& wlolomtA 2AHE

0

AT% 3

A7) gl By s SAT § e AAs A7) dfdd Boldor Asle ExERd A, &
29 34, 7|92 (chimeric) &A, 8]7+=, PNA(Peptide nucleic acid), e} (aptamer) T¥ Ux3EZF

A7) dilds Fgshe fHAe] B FEs AT S Ade A 7] A el om Ajtshe et
oW 24, Xan E QEAA FEEl Qe =R, A AAUEY] T TS vlolomntA =AE.

AT% 5

AL WA A3 F o= 3k Foll 7| E vlelentr] £AES Edets, A AFUEY T4 JAdEE T1E
A7 6

MNAZEE 53 PETA BZolA S100A8, SI00A9, (D163 2 ACTR3Z TAH TOoRFE MU= sl o
el @A e ol IYshe fHAe] wE FEs SASe 9AE e, A AAUE TF Ad
of Hag JuE AFshs WY

AGe ol A,

ANXA1, ARHGDIB, MMRN1, APP, AMY1A, MMP9, CLC, THBS1, GP5, CTSG, ANXA3, PPBP, SPARC, GPI, DYSF, LTBP1,
ASGR2, TKT, TALDO1, PGD, LTA4H, PSMA7, RDX 2 CALUR FAE O RRE AdyE shy ol wald mwe=
°olF FY3te A Ud FES SA4ste dAE FUME 2dEte AN, A AR T g 3
23 ARE ATste= HE.

A7 8

47) Gua EE o mYst fAAe] WA £Ee] AY ARV £5¢ PRGN BNA F3F 23
FERT 71 A9l A4 AANE Fdom Adshs WAS FE e, A4 AANEY £% A
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A AR B WG volovt] 2YE 2 olF ol§w
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273U F % (NeuroEndocrine Tumor; NET)-& AIZAWEH] Mazel A 7IQlste] 91743, #A7¢ B A FolA F=
WAshs Aom, WAEC] W2 FhoIANE, FF] Av|er Fdol wet ot FFe 54ES dEhT] il
7] A A=449 Anrt 2o FF T sholn.

A AAWER ZF9%(Pancreas NeuroEndocrine Tumor; PNET)S #HA&olA 2As= ZEko o 1~2%9)
Fsi, A Fded mEt Ve v AATLeRE ERY ¢ Aoy, By LdeRe Tl ofuE g
A AAUYEH 22 AdE S Id ARE FEE 5 ok AT, <F 80%4 A S/de]l YERUA]
%7] wZol ko] A= A7t Bt

PNETS oF 10993 139 §98(0.0010)& Hehle o2 Seld qout, ols pale Fve] A77} 3%
Sha, ARORE & WANA Gt AP AT S AT A o} AW o2t FAE AW F shi

S EE
o, A WA NEs} FEI Frksa v,

sk, PNETE zldslr] 998k o|m)d el 24 CT, MRI, 68Ga-labeled somatostatin analog PET-CTE &&3t 7
AZE JAIRE HFAelar aivte] nlgo] @ tEo] o] A @4tk H, PNETE Hdstr] 91§k who] enbA
24 Chromogranin A(CgA)7} Bl E¢lon}, W% 43.1%, Eol% 91.1%, BEL 62.7%S Yehl= Aoz o
151+ (Surgery. 2017 Jul;162(1):120-130).

olof, E wWHxEL rdsta Hd WHoR A AAWEH FUS HAIsA A £ e v onAE
Malz] Yate], A AANER] FF Sxpel AT gzdte] dH WZo dwAs BAS S35 A}
A7s i xa7 vuste] §olstA wao] =718k S100A8, S100A9, (D163, ACTR3S S< kel 2 M3lo =xn
oS dAdEd

17 2NN EH] Z9%(Pancreas NeuroEndocrine Tumor; PNET)S
AWEH] T JAdg npo)ontA ZAHES AlFE=d Ut

AU FF 9§ 71ES AFsed Ao

E ook BAHe, 4] volontA 2HES o gdtel AF AFUEH T vk Bad I AFHE P

A7) B gAsly] Yske], A %S S100A8, S100A9, (D163  ACTR3E TAE Fo=3RE] MEEE v
olake] Ghula = o]2 @ulal: SR M 43S A3 £ g AAS dtel:, HF AAURE =

9F(Pancreas NeuroEndocrine Tumor; PNET) Z¢hg nlo)oulr| ZAES AF3it).
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7] vlolwlA FAdE-2 ANXAL, ARHGDIB, MMRN1, APP, AMY1A, MMP9, CLC, THBS1, GP5, CTSG, ANXA3, PPBP,
SPARC, GPI, DYSF, LTBP1, ASGR2, TKT, TALDO1, PGD, LTA4H, PSMA7, RDX ¥ CALUZ TA4%¥ TS 2HE A
= oeh) ool Wl EE ol% ;s fUAe] BE £E2 34T 5 b AAE Flw 29T 5 9

o},

20 "S100A8(S100 calcium-binding protein A8)"+ calgranulin A, 60B8AG, CAGA, CFAG, CGLA, CP-10, LlAg,
MA387, MIF, MRP8, NIF Hi= P8etiite H2]9-w, S100 oz sjde]e] &3h= Zd- 9 ofd-A3 dilds o
ugol, S100 © A2 FHLAS AEe Alxd Z/EE g HAsH ME F7] A 9D Bahep ZE o A
oA Ao #olsla, FFAIQ Z]vbolA (casein kinase)e] Al W Alo]EFRQIO R 7)5d 4 glom, #W

€0 "S100A9(S100 calcium-binding protein A9)"+= calgranulin B, migration inhibitory factor-related
protein 14 (MRP14), 60B8AG, CAGB, CFAG, CGLB, L1AG, LIAG, MAC387, MIF, NIF T+ Pl4#lne &I-9-9,
S100 ©uid sdefe] £eh= Zg- B obAd-Ad 9ujES om|gith. S100A9% =5 AE AlEel o8 A T
A A5 HH T AEe e LAEe, S100A9+ S100 el thE AUl S100A8%) &l H =k
ol E YPAAY, 5F 7leS T ExrE I = vk 17F S100A9%= °F 13 kDao| EAEFS 7h
A 114 opnieab V]2 3 ETh. S100A8/A9 A= S100A9 % dutet Ado|E R ZE|Rte] st
&5 &3, & SI00A8/A9 HeAl B 15 &3t & Uy Aol o mxAoR IEHE 2R3
=287 A5 &S S, el A% & 4 . S100A9 @ AELe v]Ef

oy, ®3, o EA] shell, S100A8 H S100A9+ ZE wxo ME Xdo #FAsle= o=

k3

el

Do
¢
=,
5
ry
=
)
T
X
o
i)
o,
>
A rlo

948 B9 A3 L 45 PANA BolsHm BAA. S100A0% He
Fro) vale 9% Relzol o5S AFae] o A¥s} ulm M¥ol FHHo} o FES S, NF- kB

<
o} QlZ&eu} (inflammasome) S SASAIA o= Q17 T34 F F¥ T o3 TNFa, IL—lé, IL-69k

e ApelEFIRIe YIS f sl Aoz LA vk, T3, S100A9+ A AE ZHE, gsie] dist et
fFEAlelar, TATe et o3k WgA AbAaF Aol mpd =3 fiAlolw | NF-k Bl AdEZEviES A
AP o= el o o3k MIP-1a, RANTES, MCP-1, IL-6 Z TNFa 9} 22 x}o]lEFIQl BHE §E3ts 7o
i e}

8-o] "CD163(Cluster of Differentiation 163)"- Scavenger receptor cysteine-rich type 1 protein M130,
M130, MM130 Hi= SCARIIZ}A®E HE]9H, SRIS2Z2W-FEFZN H5gAo] gt 2 Hshgd ~7NA F84
(scavenger receptor)& <u|gtth, (D163 whal /A M E AlG 9 AE wiAolw, a7 g 2L 18 24
ol tig A W AN JEE ste Aow deEA .

£-0] "ACTR3(Actin-related protein 3)"S ARP3ZILE E-g]$-m, ARP2/3 B3 Aol F8 FAHLAE 9u g},
ACTR39] EA 7158 ofd w3 x|#x] &gkor}, ARP2/3 E3tA|:= AME FwHo| X8 lamellipodial acting
i e}

=
29 W EES B AE RY % 2540 B5H GBS S Ao deld du

=
A4 AW EH] Z9F(Pancreas NeuroEndocrine Tumor; PNET)"S A1 7Z7A1& W84 Z3Zo] B uhy
AU TFY dFoR, A WEH AR A TSk Al FYEH] TS ] gt

].

o

=
zeHEolE E k(g Bol, mRWA ), A,
b

s 2
) T 2 #7 AA B4 55 2HE

oA F@ejol A, PNET #Ape} A%sh tzwre] ol AEelA whildx #2415 g A3, PNET 3] doH
AMZo A S100A8, S100A9, (D163, ACTR3, ANXA1l(Annexin Al, lipocortin I, ANX1, LPC1), ARHGDIB(Rho GDP-
dissociation inhibitor 2, D4, GDIA2, GDID4, LYGDI, Ly-GDI, RAP1GN1, RhoGDI2), MMRNI(Multimerin-1,
elastin microfibril interfacer 4, EMILIN4), APP(Amyloid-beta precursor protein, AAA, ABETA, ABPP, AD1,
APPI, C(TFgamma, CVAP, PN-II, PN2, preA4, alpha-sAPP), AMYIA(Alpha—amylase 1), MMP9(Matrix
metallopeptidase 9, CLG4B, GELB, MANDP2, MMP-9, 92 kDa type IV collagenase, 92 kDa gelatinase,
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gelatinase B), CLC(Galectin-10, GAL10, Gal-10, LGALS10, LGALS10A, LPPL_HUMAN, Charcot-Leyden crystal
galectin), THBS1(Thrombospondin 1, THBS, THBS-1, TSP, TSP-1, TSP1), GP5(Glycoprotein V platelet, CD42d
(Cluster of Differentiation 42d), GPV), CISG(Cathepsin G, CATG), ANXA3(Annexin A3, ANX3),
PPBP(Chemokine (C-X-C motif) ligand, B-TGl, Beta-TG, CTAP-I1I1I, CTAP3, CTAPIII, CXCL7, LA-PF4, LDGF,
MDGF, NAP-2, PBP, SCYB7, TCl, TC2, TGB, TGB1, THBGB, THBGBl, pro-platelet basic protein),
SPARC(Basement -membr ane protein 40), GPT(Glucose-6-phosphate isomerase, phosphoglucose
isomerase/phosphoglucoisomerase (PGI), phosphohexose isomerase (PHI)), DYSF(dystrophy-associated fer-
1-like protein, FERIL1, LGMD2B, MMD1, dysferlin, LGMDR2), LTBP1(Latent-transforming growth factor
beta-binding protein 1), ASGR2(asialoglycoprotein receptor 2), TKT(Transketolase),
TALDO1(Transaldolase), PGD(6-phosphogluconate dehydrogenase, decarboxylating), LTA4H(Leukotriene A4
hydrolase), PSMA7(Proteasome subunit alpha type-7, 20S proteasome subunit alpha-4, C6, HSPC, RC6-1,
XAPC7, HEL-S-276, proteasome subunit alpha 7, proteasome 20S subunit alpha 7), RDX(Radixin, DFNB24) %
CALU(Calumenin) ©¥Ae] & ¢FEo] {35 F71e AL S0 & vk, 53], A7) 28%F9 @¥d F
ME AR gzt div] PNET $habe] dof AlZoA] S100A8, S100A9, (D163 2 ACTR3 wde] wta S=3o] &
AstA 7t e AT F At

7] 28%F9]

| Al FFS Aass] gt A LA BN ¥
7] 28] Wl Fol A %

e Al
Fol A off9l o gmidel Wy AwE FoldE gHoR,
[¢) 7

Fub ool L 3 F7] Tl o

ete] BolH o= AFetes EAE ol &t dwAe] & IIstE Aotk
A7) dwdel el FES SAT 7 UE AAE A7) @ de)] SolFow Ajste RuedRd @A, 7
7 ) e UksEHE

ol #3 4 WHo=zE ¢l~wl E8Y (Western blotting), ELISA(enzyme linked immunosorbent assay), &
2] (Radioimmunoassay; RIA), HAFA™ A (radioimmunodiffusion), 2% HZY (Ouchterlony)

Gk, ZAE(rocket) W79, W

(immunohistochemical analysis), XA 37 &4 (Complement Fixation Assay), FACS(Fluorescence

activated cell sorter) =+ @& FH(protein chip) 5ol Yo, ol AFHE= AL oy},

L han
AGxH A9 (immunoprecipitation assay), WgxA 3 sty &

A7) wHAS mgse fAde] BE £Ed 54 A% AFURH FFL A9 skl AAe] R
A AEAA 37 8F] BHAS TYSHE G094 FAA o= shpe] £ iRt 1 fAde] WA JEE
gt PO, 4] FAAe FoldoR AWSHE BAE ol gatel faAe ¥ HAAse Rolth.

A7) WA mgehs FAAY B FES AT S e AdE ) faR Soldor Agshe e
A e} 2~ F/] Q] =

- o
PCR), AA7r S3as AfukS-(real time-polymerase chain reaction), RNase H3& 221 (RNase B& #4
H (RNase protection assay; RPA), =% E3t8 (Northern blotting) & DNA 3 So] glovy, ol A3ty += A

& oput},

UE 2, A7) volem] 2AES Edehe A ABUEH T AdE 7|EE ATt

¢

71 71Ew MARSE 2dd Aeetd AEE ol8ste] I AAUHE] FdE G 5 v AR
o, A7 71EE AAEREH AFHE N AES olgste] HF AW FdE G o+ vk AAERE
golstA MAL = Qe o AESE o) &Ftel wel B ideta A o A AFWER] FE
z71ge] 7hed 4 .

A7) AEAE 7] Bmd EE R BE £ES P57 A% AR ohld, WS BAdA U
MHoR AFHE BT, A% ol X§E & At

H7) B wE Aokl 9 dw, AF WA, dF b5d AEE AT £ de 24 BA, w9, oA,
AAA, FEA, PREA ol ZHW & glort, ol ARHE A ohirh. EA BHe]l Ead Al
Ra WS 54T 5 JE /14 2 0 ZAAE TIT 5 Ak GAE hed A, B84 9Ast
e TA Az AP sleRerld FAE MU0 HENE $F, oF Fol PBSI U, ¥
A gAY A dw Felsdd, Feddd, FUZegd, Fodsus, FeladsvEd, Ba 54, 7
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A A=l MARS14 AH (100 x 4.6 mm; Agilent Technology, Palo Alto, CA, USA)S o]&3}o] AFm vz
w23t & o]& Suspension-trap(S-trap) kitE AR&3ste], ALY RLOZHEEH AFHT 40 po] A A3
20Y PPEE Axs A B4e Fass,

TAAHoR, 40 wel FF BES =9 (buffer) A(Agilent; 5185-5987)% 4w} 3213}, Shimadzu HPLC
LC20AT AlZ2~®1e] MARS14 ZA# o] Fste] e x3w A9 14719 FHe g (22w IgA, IgG, IgM, a
- EHA, al-2F e | ol = detua Al O}i 17‘“’4'“"7—;1 A2, complement C3, EWAHH, a2-v}a=
ZE2EY, EdxEoldd, FEZEZN B

U o

AgHA e Aek: dF dMEe 285 H1xT Fo 5% 4w = AFo]E(sodium dodecyl
sulfate; SDS) % 50 mM E|dE8dEF Se2F4A (triethylammonium bicarbonate; TEAB) ¢tFfo=2 A543}
o] 10 mle] H%EE 1,4-tJE| S Ed o] &(1,4-Dithiothreitol)S H7Fslal 95ColA] 108 &<k WHEAIA o]st4
SHe SHAAAT. 2gal A, d3E Yel 20 mio] HEE olo] Q EolA|Eolu| = (iodoacetamide) S H7}s}t

I Fe] A2oA 308 Bk wkEA B 10 ugol trypsin/LysC mixtureE Z7Fste] 37Tl 16417 FoF
Ea5te] AE=S Az, AxE FE =S 8535t F= EF(CentriVap Cold Traps, LABCONCO) .2 &
A Azxsta A w7bA] g5k 80TAA HAsIth

Z 37y ¥ AZEHE dudS AGFHo=R FAe] A, dAIRntEDHI-ZAFEA 7] (Liguid
chromatography-Mass spectrometry)< ©]&3sFo] wldx] F4 7]}l DDA(Date-Dependent Acquisition)= ©]
313t

A F2rtE aHu-dy 23 22U (Liquid chromatography-tandem mass spectrometry; LC-MS/MS) #2 =
of, Axd HME= AEE 150 wo] EF N A0.1% formic acid in HPLC water)® %<9 Fol 5 wE LC-
MS/MSel F4&tdtt. AZEe 3t 28 LC-MS/MS Ao & Q Exactive™ Plus Hybrid Quadrupole—Orbitrap™
Mass Spectrometer(Thermo Fisher Scientific)& ARgste]l #4319tk LC #8lE& ¢3l, UltiMate™ 3000
BioRS Systems(Thermo Fisher Scientific)olA Acclaim PepMap™ 100 C18 ZH=H (100 pum x 2 cm, 7]& 7]

100 A)T/P B4 AP o7 Acclaim PepMap™ RSLC Z# (75 pm x 50 cm, YA} =71 3 um, 71¥ =7] 100 A)
o] 2LE 50TCE AT, MES &5 AE AFE3lY] 3 wl/min®] F&Ho2 EH Agle] 2983t 107
S gl E3ES A5 A0.1 % formic acid, 5% DMSO in HPLC water)<} €459 B(0.1 % formic acid, 5%
DMSO, 80% acetonitrile in HPLC water)& AF&3Fe] 2008 %9F 250 nL/ming] G&£o8 L FHlE 3 2y
Z S8, ¢ BE 1508 Fob 0-40% WAskaL, 28 Fob 40-95% W ASkaL, 23% FoF 95-95%
WA I, 108 B9 95-5%%2 F-A&ta, 158 B¢t 562 FA| 83T},

MS vl W4 o3 o] AAEY: A AHEHE AR 2703 20709 dlo]E F4 MS/MS 270 Apolo
A AE ASEE dolH & RITolA sk, 35
O

0 ~ 1800 A= o A5} ng(m/z)fﬂ]*i AeiE AR A0
|

HEH 3 3 ZHE 100 msolal, MS19] #8)%2 400 m/zell A 70,000°]
Ark. 2 Da A7A o] Eel F % 27 AatstE FE UAE AREElaL, NS/NSS o2 %A g Hd F
01 Amo] 50 msolil MS29] &35l 400 m/zellAl 17,500 WAl 1,000,0002.%2 AAstlch. whng e =o] &

AUER Axd 94 @ud AF IS 1SR BAR] 2ol B4 3k Bateh bias® Hxsalr] 919
AR e £AG0m LCUSNS B S,
AN 4. dolE B4

37708 MZof il LC-MS/MS #41& '}1:530}04 37Me] =AM EH (spectrum) ZIE F 53T, &5 RAV o]
E|:=  UNIPROTS] SwissProt ¢17F @®d Mg do]EHo]~ (20193 690 tE2=)o] tha] Proteome
Discoverer (8] 2.2, Thermo Fisher Scientific, USA)ollA SequestHTES Ab&3le] AT, A wjr) W=

T ugd WYgor AzHl-7hbE-vEEE Eetehs v ges AdAstal, 7 oA 23 fHE A
e slget, i WPgo s N-wek opA"st Bl vEed Absks AAE3IY. A= A o] 27
A7 \AA7E Ao 10 ppmo]aL, F&¥ @ AT JAIE 20 ppno2 AAE NS e sy, o
d& fetol=e] &g o %6 Hepol 2ok T felel =5 BF ARt 2 gl A% 7 dnd
o] a1

3 fE| ol W3 93 BeE Abgate] FaE



[0053]

[0054]

[0055]

[0056]

SIMES 10-2022-0168090
3TN AMERHE T 1,073/ 9 AES HAd B AF . & 1o e mRe} o], 179 o] #HA W]
H A %%3¢4u1%m4 173 Hre] Aafste g AEe] 4% JRE 21 2~
Y (Log scale)® A A7}, AAFS e Sk, wek, Xy giFR2are 3o % s
ol A 80% o]A 7HZ=%'AAl MARS-14 high abundant protein depletiono] THEE R ¢FS & 5497 WA LS A
ZF ARG o]gsy BA B4S FHsAL.

AAle 5. TAH 4

N
o
B=)
i)
N
=
S
T
>
o
of\
02
F A
_ﬁ

oh Zke] A o7 ey v ‘(DEP)° laty] flske], wlRSs

Z7 "ol %ié-¢%—}3§@WHammMmmwmmwyrmksm test) WS ol&3tq PEks Al ¥,

o7 @A S 2ol PSS s HASE st A1E SFI) HUgﬂ 7}/ (familywise error rate;

FWER)S 27317 9814 Benjamini-Horchberg WH-S H &3l BAgH PEhs AXtsle] 0.05 olahe] oA
ALl

J
¢

A}, ol9} I e bl Bete] 2ol (&¥ 27])7F 1.58 Zhol7h vis whald S F Aol aL
Hate] A AAUEY T BAA = Fo R EASkE 29719 dWAS b o] AEEIItH(E 1 %
= 2).
# 1
No. |&¥3d 53 37 A9 Pt
1 S100A8(Protein S100-A8) 3.060 1.53E-07
S100A9(Protein S100-A9) 3.021 1.05E-06
3 (D163 (Scavenger receptor cysteine-rich type 1 protein 3.016 8.25E-07
M130)
4 ANXA1 (Annexin Al) 2.142 4.02E-06
5 ARHGDIB (Rho GDP-dissociation inhibitor 2) 2.074 4.03E-06
6 MMRNI (Multimerin-1) 2.036 2.41E-04
7 APP (Amyloid-beta precursor protein) 1.999 2.74E-05
8 AMYIA (Alpha-amylase 1A) 1.941 4.47E-03
9 MMP9 (Matrix metalloproteinase-9) 1.713 2.26E-04
10 CLC (Galectin-10) 1.701 4.54E-06
11 THBS1 (Thrombospondin-1) 1.675 2.44E-05
12 GP5 (Platelet glycoprotein V) 1.663 6.71E-05
13 CTSG (Cathepsin G) 1.586 8.39E-04
14 ANXA3 (Annexin A3) 1.484 7.51E-04
15 PPBP (Platelet basic protein) 1.466 1.64E-04
16 SPARC (Basement-membrane protein 40) 1.405 4.16E-04
17 GPI (Glucose-6-phosphate isomerase) 1.398 5.95E-03
18 DYSF (Dysferlin) 1.243 1.70E-04
19 LTBP1(Latent-transforming growth factor beta-binding 1.201 4.64E-03
protein 1)
20 ACTR3 (Actin-related protein 3) 1.134 2.61E-02
21 ASGRZ2 (Asialoglycoprotein receptor 2) 1.116 1.84E-02
22 TKT (Transketolase) 1.086 1.17E-02
23 TALDO1 (Transaldolase) 0.956 1.02E-02
24 PGD (6-phosphogluconate dehydrogenase, decarboxylating) 0.871 1.70E-02
25 LTA4H (Leukotriene A-4 hydrolase) 0.829 1.45E-03
26 PSMA7 (Proteasome subunit alpha type=7) 0.749 4.90E-02
27 RDX (Radixin) 0.667 2.41E-02
28 CALU (Calumenin) 0.613 4.93E-02
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