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& 2o WA= F-PD-LL A HAHAY o|2RH fHllE =S R PEE Aedd. ds 53, &0
gel A= PD-L1l At A7 A, 7] A P-L1-A% T 9 fEA, 2 Y] 9ES Eehs
PD-LI-A% ZFEEE At =G F7h2, 2 23] JAe 47l A, A 9l 2 feA R ET
FEEE dzmgshs A, 7] Wb ss sk Az, A7 A, A Gl R A 7 Ee
FE =S Axsts By, 2 OFd 9549 Fel IR & EZFehs PD-LL #d Ao e A e
IHAE AssAY ddshs WS Tehs A7) FA, A @9 2 FEA 2 EHEEE ol 88 W
He At

I

Z2 a3} £S5 2= 1(Programmed death ligand 1)(PD-L1)-2 40 kDa®] E}Y] 1 w3k whaizolc}t, PD-19]
2] 7F=21 PD-L1(17F PD-L1 cDNAE EMBL/GenBank Acc. No. NM_001267706¢] <3 AAlE 7] ML= FA=Y

uh9-2~ PD-L1 cDNAE NM_021893¢l 2Jsf AIA|E %7 H d2 7)) 29 FL-AA AE, s 5o, 24
d st gl A AR e, ols A¥Es uYd Hﬂl%ﬂ e ASE T X782 fFudhs do4s
A5 AT, PD-L1 PD-1& 2ol Alovylﬂgiw oAl AZE frieshs 47l #4 § shdeld. PD-LL
EM Alelde] PD-1 & T Yo HsH(AE F2 % E}%h& Al E7RL A9 FE)E AT Aew u
PD-L1 22 Wy A v oyt 54 TR TF AEF(d T HEgonty feE A

e AxF, 3 dTeRiE fdE MRS, AfRAE=rE fdE AEs, 2

|
e AEF)ANA FAH QA (Vature Immunology (2001), vol. 2, issue 3, p. 261-267.).

_\?_
Z2aWst & 1(PD-1)& (D28, CTLA-4, IC0S, PD-L1, ¥ BILAZ E gl 5819 (D28 w2z Ao},

Z 499l (D282 RuFRg Ao H7F o T Al F2& TUr7Ie 3ol dig 7154 &
s WALt Hutloff et al. (1999) Nature 397:263-266; Hansen et al. (1980) Immunogenics 10:247-
260). PD-1o] thdt 2709] Al ¥ gebwld 2]7=21 PD-L1 ¥ PDL-27} BQIE AL, o8 T Alx &A=
sz dsle= ZoR WE Ao, PD-1029 AshA Alo]|EFFel #u]7} ””@dﬂr(Freeman et al. (2000) J. Exp.
Med. 192:1027-34; Latchman et al. (2001) Nat. Immunol. 2:261-8; Carter et al. (2002) Eur. J. Immunol.
32:634-43; Ohigashi et al. (2005) Clin. Cancer Res. 11:2947-53). PD-L1(B7-H1) % PD-L2(B7-DC) & &%+
= PD-1¢ ZA3el= B7 FAovt. AME EWH oA PD-L1e] #dL FEg [FN-y A= 3] ddxd
= Bow weR

o

o)

PD-L1 &2 Ik &, da @ 2% 4F B ude E5FS X o 7Y 2 A7F delA EAEAY
(Iwai et al. (2002) Proc. Natl. Acad. Sci. USA 99:12293-7; Ohigashi et al. (2005) Clin. Cancer Res.
11:2947-53). PD-L12 #F¥-5o]% T-AHE S22 olFEALE S/ CEN T W0l AT 95
3t Aoz AetE At (Dong et al. (2002) Nat. Med. 8:793-800). T3, PD-L1& & Ao A=y A E o
A& T em, PD-L1¢] AAZE 2 dEE SRS JAGE 3o zﬂ%f&]‘}iB}(Kanal et al. (2003) J.
Immunol. 171:4156-63) .

gige] g
S dst = HA

U2 F-PD-L1 @Alst AdHAY ol 2R Y fllE A= H e Aestaa dn.

HA 9] djd Y
e

= g o] J|AlE= SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11,
SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 23, SEQ ID NO.
25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID NO. 37, SEQ ID
NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ ID NO. 51, SEQ
ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63, SEQ ID NO. 65,
SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO. 77, SEQ ID NO.
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79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID NO. 91, SEQ ID
NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103, SEQ ID NO. 105,
SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID NO. 117, SEQ ID
NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO. 129, SEQ ID NO.
131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141, SEQ ID NO. 143,
SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID NO. 155, SEQ ID
NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO. 167, SEQ ID NO.
169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179, SEQ ID NO. 181,
SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID NO. 193, SEQ ID
NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO. 205, SEQ ID NO.
207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217, SEQ ID NO. 219,
SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID NO. 231, SEQ ID
NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, 2 o]E5¢] %gER FTAHH O
25 AEE oAl HEy Hojx 95% sde S 7bA =wl, 2 SEQ ID NO. 2, SEQ ID NO. 4, SEQ ID
NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID
NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ
ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ ID NO. 44, SEQ ID NO. 46,
SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56, SEQ ID NO. 58, SEQ ID NO.
60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO. 70, SEQ ID NO. 72, SEQ ID
NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID NO. 84, SEQ ID NO. 86, SEQ
ID NO. 88, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ ID NO. 98, SEQ ID NO. 100,
SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO. 110, SEQ ID NO. 112, SEQ ID
NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122, SEQ ID NO. 124, SEQ ID NO.
126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID NO. 136, SEQ ID NO. 138,
SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO. 148, SEQ ID NO. 150, SEQ ID
NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160, SEQ ID NO. 162, SEQ ID NO.
164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID NO. 174, SEQ ID NO. 176,
SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO. 186, SEQ ID NO. 188, SEQ ID
NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198, SEQ ID NO. 200, SEQ ID NO.
202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID NO. 212, SEQ ID NO. 214,
SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO. 224, SEQ ID NO. 226, SEQ ID
NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236, SEQ ID NO. 238, SEQ ID NO.
240, SEQ ID NO. 242, @ o]59 %3qEZ TAHE TOozRE Ay olmwit g Hojx 9546 TUe 72
Jhi mvel AEg 2, Holm 10 Mol A Ao PD-LL AWEZe] AFeE I6 Fe2o) A Azt

2 2
AE AZAT. wFASAE, 1 A FAL T4 L A4 B REE 0, 2] FAE SE D N

1/SEQ ID NO. 2 (EoA Eso= AF€), SEQ ID NO. 3/SEQ ID NO. 4 (EoA E7= AF€), SEQ ID NO.
5/SEQ ID NO. 6 (Eelx E9= AFH), SEQ ID NO. 7/SEQ ID NO. 8 (EYdA E112 AFF), SEQ ID NO.
9/SEQ ID NO. 10 (¥4 F1= AF%E), SEQ ID NO. 11/SEQ ID NO. 12 (E-oA F4= AF=), SEQ ID NO.

13/SEQ ID NO. 14 (¥ QoA F72 AF%¥), SEQ ID NO. 15/SEQ ID NO. 16 (EQelA F8= 5% ), SEQ ID NO.
17/SEQ ID NO. 18 (EollA F112 %), SEQ ID NO. 19/SEQ ID NO. 20 (Edojx G4=Z AFHE), SEQ ID
NO. 21/SEQ ID NO. 22 (¥-olA Go& A+%), SEQ ID NO. 23/SEQ ID NO. 24 (ELolA Gl1= dF%), SEQ
ID NO. 25/SEQ ID NO. 26 (¥-olA G122 AF3%), SEQ ID NO. 27/SEQ ID NO. 28 (EdA HIZ AFH)

SEQ ID NO. 29/SEQ ID NO. 30 (oA H3Z %), SEQ ID NO. 31/SEQ ID NO. 32 (oA H4= AFH),
SEQ ID NO. 33/SEQ ID NO. 34 (¥eolA H52 AFH), SEQ ID NO. 35/SEQ ID NO. 36 (EYolA Heo =2
AF€), SEQ ID NO. 37/SEQ ID NO. 38 (EYo|A HI0o= AFE), SEQ ID NO. 39/SEQ ID NO. 40 (EejA
H122 AF%), SEQ ID NO. 41/SEQ ID NO. 42 (o)A PDL-D2& AFH), SEQ ID NO. 43/SEQ ID NO. 44 (&
o)A PDL-DI1& &%), SEQ ID NO. 45/SEQ ID NO. 46 (¥4 PDL-H1= &%), SEQ ID NO. 47/SEQ ID
NO. 48 (oA RB4Z AFH), SEQ ID NO. 49/SEQ ID NO. 50 (oA RBI1Z AF%), SEQ ID NO. 51/SEQ
ID NO. 52 (¥{lolq RC5E AF3), SEQ ID NO. 53/SEQ ID NO. 54 (2-ollA RF5Z AF%), SEQ ID NO.
55/SEQ ID NO. 56 (¥-olA RGOZ %), SEQ ID NO. 57/SEQ ID NO. 58 (#-ox RDIE AF¥), SEQ ID
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NO. 59/SEQ ID NO. 60 (¥l RF112 AFH), SEQ ID NO. 61/SEQ ID NO. 62 (oA RHI1Z AFH),
SEQ ID NO. 63/SEQ ID NO. 64 (¥-loA] RD9Z <AF¥), SEQ ID NO. 65/SEQ ID NO. 66 (¥-olA] REI0C=
F%¥), SEQ ID NO. 67/SEQ ID NO. 68 (o4 RA3CZ AF%H), SEQ ID NO. 69/SEQ ID NO. 70 (¥4 RG1
o2 AAs¥), SEQ ID NO. 71/SEQ ID NO. 72 (EolA RB1eZ <d3%), SEQ ID NO. 73/SEQ ID NO. 74 (£
oA RG7E AFH), SEQ ID NO. 75/SEQ ID NO. 76 (EYelA RA6CZ <13%), SEQ ID NO. 77/SEQ ID NO. 78
(FQol A RASE F4), SEQ ID NO. 79/SEQ ID NO. 80 (HLellA] RA9Z 1= ), SEQ ID NO. 81/SEQ ID NO.
82 (¥-lolA RB5Z %), SEQ ID NO. 83/SEQ ID NO. 84 (oA RBSE AAFH), SEQ ID NO. 85/SEQ ID
NO. 86 (EelA RC8= AFH), SEQ ID NO. 87/SEQ ID NO. 88 (#{doAl RCI0S= AF#H), SEQ ID NO.
89/SEQ ID NO. 90 (¥-ollA RD2Z A3%), SEQ ID NO. 91/SEQ ID NO. 92 (¥-o|x RESZ AFH), SEQ ID
NO. 93/SEQ ID NO. 94 (¥ ellA RE9Z %), SEQ ID NO. 95/SEQ ID NO. 96 (E LA RGI2E AFH), SEQ
ID NO. 97/SEQ ID NO. 98 (E9elA RSAlS. =2 AF¥), SEQ ID NO. 99/SEQ ID NO. 100 (oAl R2ATE A+
=), SEQ ID NO. 101/SEQ ID NO. 102 (£l R2B12Z <A+-2), SEQ ID NO. 103/SEQ ID NO. 104 (E-LofA]
R2C9= Aw¥), SEQ ID NO. 105/SEQ ID NO. 106 (&E¢lellA R2D5= <AF%), SEQ ID NO. 107/SEQ ID NO. 108
(Bholl X R2D72 AFH), SEQ ID NO. 109/SEQ ID NO. 110 (el R2F4Z AF3), SEQ ID NO. 111/SEQ ID
NO. 112 (¥E-olA R2A102.2 13H), SEQ ID NO. 113/SEQ ID NO. 114 (EolA R2E22 5E), SEQ ID NO.
115/SEQ ID NO. 116 (¥-9eollA4 R3BSZ 215%), SEQ ID NO. 117/SEQ ID NO. 118 (EolA R3C3Z AF3H),
SEQ ID NO. 119/SEQ ID NO. 120 (&9ellA] R3EIZE AH*¥), SEQ ID NO. 121/SEQ ID NO. 122 (€A R3E10L
2 oF¥), SEQ ID NO. 123/SEQ ID NO. 124 (oA R3F7Z AAF%), SEQ ID NO. 125/SEQ ID NO. 126 (¥
o 4] RIF10C.Z AF¥), SEQ ID NO. 127/SEQ ID NO. 128 (¥-ollA R4BI0C.E A3¥), SEQ ID NO. 129/SEQ
ID NO. 130 (E9ollA R4HIE AFH), SEQ ID NO. 131/SEQ ID NO. 132 (E-olA R4A11E AFE), SEQ ID
NO. 133/SEQ ID NO. 134 (EgellA R3D2Z AF4¥), SEQ ID NO. 135/SEQ ID NO. 136 (¥-ollA R5B8Z <
#), SEQ ID NO. 137/SEQ ID NO. 138 (ELellA SHIAIQZ 5¥), SEQ ID NO. 139/SEQ ID NO. 140 (E-olA
SHIB7B(K) & <13%), SEQ ID NO. 141/SEQ ID NO. 142 (EollA SHIC1IZ <1F%), SEQ ID NO. 143/SEQ ID NO.
144 (E-YollA SHIC8Z <13%), SEQ ID NO. 145/SEQ ID NO. 146 (¥-9loA SHIE10.= <l53%), SEQ ID NO.
147/SEQ ID NO. 148 (¥-lo) A SHIE2= <1F%), SEQ ID NO. 149/SEQ ID NO. 150 (¥-flolAd SHIA9E AF4),
SEQ ID NO. 151/SEQ ID NO. 152 (#fleoA] SHIB11= <A3%¥), SEQ ID NO. 153/SEQ ID NO. 154 (¥-ollA] SHIE4
2 AwH), SEQ ID NO. 155/SEQ ID NO. 156 (¢ellA SHIB3Z <Ad%¥), SEQ ID NO. 157/SEQ ID NO. 158 (i
QoA SHID1S.& AF¥), SEQ ID NO. 159/SEQ ID NO. 160 (oA SHID2= %), SEQ ID NO. 161/SEQ
ID NO. 162 (EollA SHID12&E AFH), SEQ ID NO. 163/SEQ ID NO. 164 (E-LollA SHIE1Z %), SEQ ID
NO. 165/SEQ ID NO. 166 (¥-ollAl SHI1GOZ <15E), SEQ ID NO. 167/SEQ ID NO. 168 (oA SHIAIIZE A5
=), SEQ ID NO. 169/SEQ ID NO. 170 (EdelA] SHIC2E <AFH), SEQ ID NO. 171/SEQ ID NO. 172 (EHolA
SHIG8= %), SEQ ID NO. 173/SEQ ID NO. 174 (¥-ollA SHIH2ZE <13%), SEQ ID NO. 175/SEQ ID NO. 176
(E-ollA SHIB10.. 2 dAsF%), SEQ ID NO. 177/SEQ ID NO. 178 (¥-LellA SHIB7A(L)E 5%), SEQ ID NO.
179/SEQ ID NO. 180 (E¥olA SHIE6S.Z <FH), SEQ ID NO. 181/SEQ ID NO. 182 (&4 SHIC11Z
A=), SEQ ID NO. 183/SEQ ID NO. 184 (¥-LeollA SHIA2Z <15%), SEQ ID NO. 185/SEQ ID NO. 186 (¥4
A SHIB1Z <19%), SEQ ID NO. 187/SEQ ID NO. 188 (¥l ReB2Z <lsf%), SEQ ID NO. 189/SEQ ID NO.
190 (E¥ellA R6B7Z A5F4¥), SEQ ID NO. 191/SEQ ID NO. 192 (E<olA R6B11Z <dF%), SEQ ID NO.
193/SEQ ID NO. 194 (¥-LollA R6DIZ %), SEQ ID NO. 195/SEQ ID NO. 196 (oA R6C8= AF4),
SEQ ID NO. 197/SEQ ID NO. 198 (EollA RIG8= <A+ ), SEQ ID NO. 199/SEQ ID NO. 200 (¥ellA R7D1S
2 3%), SEQ ID NO. 201/SEQ ID NO. 202 (EollA R7D22 <15F), SEQ ID NO. 203/SEQ ID NO. 204 (¥
oAl R7TE7Z <13 ), SEQ ID NO. 205/SEQ ID NO. 206 (oA R7F2&2 <13%), SEQ ID NO. 207/SEQ ID NO.
208 (oA R7TF7= A5¥), SEQ ID NO. 209/SEQ ID NO. 210 (&E9elA R9H2ZE <AFH), SEQ ID NO.
211/SEQ ID NO. 212 (¥-YolA RoH6S.Z ¢133F), SEQ ID NO. 213/SEQ ID NO. 214 (-l HEBILZE AFH),
SEQ ID NO. 215/SEQ ID NO. 216 (EollA HeAlS= AFH), SEQ ID NO. 217/SEQ ID NO. 218 (-l H6EB1
o5 A¥¥), SEQ ID NO. 219/SEQ ID NO. 220 (oA H6B2= <AF %), SEQ ID NO. 221/SEQ ID NO. 222 (&
QoA HICE A98), SEQ ID NO. 223/SEQ ID NO. 224 (ELeolA HI10DE AF9), SEQ ID NO. 225/SEQ ID
NO. 226 (EolA HIIFZ <A5%), SEQ ID NO. 227/SEQ ID NO. 228 (¥-oflA HIC1Z <5%E), SEQ ID NO.
229/SEQ ID NO. 230 (¥-lollH GPGIA2= <133), SEQ ID NO. 231/SEQ ID NO. 232 (EdolAd GPGGS=Z AAHFH),
SEQ ID NO. 233/SEQ ID NO. 234 (EolA GPGG10L.Z AF¥), SEQ ID NO. 235/SEQ ID NO. 236 (E-dojA
GPGH7Z <15%¥), SEQ ID NO. 237/SEQ ID NO. 238 (&4 GPGHI0.Z <A5%H), SEQ ID NO. 239/SEQ ID NO.
240 (oA GPGHI1E ¥ ), SEQ ID NO. 241/SEQ ID NO. 242 (¥-olA GPGHIOPE AF%), H o529 %

_7_
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2 o] VAl FHAERFHY Y =rel 99 2 AAEHEHY JMH =Wl 99s ZEE Fab ¢bd 17F &
9AS AFsh, A7) Fab €4 A7F A @2 SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO.
7, SEQ ID NO. 9, SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO.
21, SEQ ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID
NO. 35, SEQ ID NO. 37, SEQ ID NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ
ID NO. 49, SEQ ID NO. 51, SEQ ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61,
SEQ ID NO. 63, SEQ ID NO. 65, SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO.
75, SEQ ID NO. 77, SEQ ID NO. 79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID
NO. 89, SEQ ID NO. 91, SEQ ID NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ
ID NO. 103, SEQ ID NO. 105, SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO.
115, SEQ ID NO. 117, SEQ ID NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127,
SEQ ID NO. 129, SEQ ID NO. 131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID
NO. 141, SEQ ID NO. 143, SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO.
153, SEQ ID NO. 155, SEQ ID NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165,
SEQ ID NO. 167, SEQ ID NO. 169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID
NO. 179, SEQ ID NO. 181, SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO.
191, SEQ ID NO. 193, SEQ ID NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203,
SEQ ID NO. 205, SEQ ID NO. 207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID
NO. 217, SEQ ID NO. 219, SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO.
229, SEQ ID NO. 231, SEQ ID NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241,
g o]5e] ZFER FAE o RHRE HdeEd ofn| At MG Aok 95% A T UMY =HQ AE, Z
SEQ ID NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14,
SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO.
28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID
NO. 42, SEQ ID NO. 44, SEQ ID NO. 46, SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ
ID NO. 56, SEQ ID NO. 58, SEQ ID NO. 60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68,
SEQ ID NO. 70, SEQ ID NO. 72, SEQ ID NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO.
82, SEQ ID NO. 84, SEQ ID NO. 86, SEQ ID NO. 88, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID
NO. 96, SEQ ID NO. 98, SEQ ID NO. 100, SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108,
SEQ ID NO. 110, SEQ ID NO. 112, SEQ ID NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID
NO. 122, SEQ ID NO. 124, SEQ ID NO. 126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO.
134, SEQ ID NO. 136, SEQ ID NO. 138, SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146,
SEQ ID NO. 148, SEQ ID NO. 150, SEQ ID NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID
NO. 160, SEQ ID NO. 162, SEQ ID NO. 164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO.
172, SEQ ID NO. 174, SEQ ID NO. 176, SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184,
SEQ ID NO. 186, SEQ ID NO. 188, SEQ ID NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID
NO. 198, SEQ ID NO. 200, SEQ ID NO. 202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO.
210, SEQ ID NO. 212, SEQ ID NO. 214, SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222,
SEQ ID NO. 224, SEQ ID NO. 226, SEQ ID NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID
NO. 236, SEQ ID NO. 238, SEQ ID NO. 240, SEQ ID NO. 242, % o]lE¢] %X3gER FAH TOoZHEE Ay o}
uxAil ET Hojx: 956 IS A 7 Z=del AES Ztevh. v AE, o A7 34 Fab @
3 7hE = 99 9 A UM EH] 99 ' EFE FAY, 7] A= SEQ ID NO. 1/SEQ ID NO. 2

SEQ ID NO. 3/SEQ ID NO. 4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID
NO. 10, SEQ ID NO. 11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID NO. 16, SEQ ID
NO. 17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 21/SEQ ID NO. 22, SEQ ID NO. 23/SEQ ID
NO. 24, SEQ ID NO. 25/SEQ ID NO. 26, SEQ ID NO. 27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID
NO. 31/SEQ ID NO. 32, SEQ ID NO. 33/SEQ ID NO. 34, SEQ ID NO. 35/SEQ ID NO. 36, SEQ ID NO. 37/SEQ ID
NO. 38, SEQ ID NO. 39/SEQ ID NO. 40, SEQ ID NO. 41/SEQ ID NO. 42, SEQ ID NO. 43/SEQ ID NO. 44, SEQ ID
NO. 45/SEQ ID NO. 46, SEQ ID NO. 47/SEQ ID NO. 48, SEQ ID NO. 49/SEQ ID NO. 50, SEQ ID NO. 51/SEQ ID
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NO. 52, SEQ ID NO. 53/SEQ ID NO. 54, SEQ ID NO. 55/SEQ ID NO. 56, SEQ ID NO. 57/SEQ ID NO. 58, SEQ ID
NO. 59/SEQ ID NO. 60, SEQ ID NO. 61/SEQ ID NO. 62, SEQ ID NO. 63/SEQ ID NO. 64, SEQ ID NO. 65/SEQ ID
NO. 66, SEQ ID NO. 67/SEQ ID NO. 68, SEQ ID NO. 69/SEQ ID NO. 70, SEQ ID NO. 71/SEQ ID NO. 72, SEQ ID
NO. 73/SEQ ID NO. 74, SEQ ID NO. 75/SEQ ID NO. 76, SEQ ID NO. 77/SEQ ID NO. 78, SEQ ID NO. 79/SEQ ID
NO. 80, SEQ ID NO. 81/SEQ ID NO. 82, SEQ ID NO. 83/SEQ ID NO. 84, SEQ ID NO. 85/SEQ ID NO. 86, SEQ ID
NO. 87/SEQ ID NO. 88, SEQ ID NO. 89/SEQ ID NO. 90, SEQ ID NO. 91/SEQ ID NO. 92, SEQ ID NO. 93/SEQ ID
NO. 94, SEQ ID NO. 95/SEQ ID NO. 96, SEQ ID NO. 97/SEQ ID NO. 98, SEQ ID NO. 99/SEQ ID NO. 100, SEQ ID
NO. 101/SEQ ID NO. 102, SEQ ID NO. 103/SEQ ID NO. 104, SEQ ID NO. 105/SEQ ID NO. 106, SEQ ID NO.
107/SEQ ID NO. 108, SEQ ID NO. 109/SEQ ID NO. 110, SEQ ID NO. 111/SEQ ID NO. 112, SEQ ID NO. 113/SEQ
ID NO. 114, SEQ ID NO. 115/SEQ ID NO. 116, SEQ ID NO. 117/SEQ ID NO. 118, SEQ ID NO. 119/SEQ ID NO.
120, SEQ ID NO. 121/SEQ ID NO. 122, SEQ ID NO. 123/SEQ ID NO. 124, SEQ ID NO. 125/SEQ ID NO. 126, SEQ
ID NO. 127/SEQ ID NO. 128, SEQ ID NO. 129/SEQ ID NO. 130, SEQ ID NO. 131/SEQ ID NO. 132, SEQ ID NO.
133/SEQ ID NO. 134, SEQ ID NO. 135/SEQ ID NO. 136, SEQ ID NO. 137/SEQ ID NO. 138, SEQ ID NO. 139/SEQ
ID NO. 140, SEQ ID NO. 141/SEQ ID NO. 142, SEQ ID NO. 143/SEQ ID NO. 144, SEQ ID NO. 145/SEQ ID NO.
146, SEQ ID NO. 147/SEQ ID NO. 148, SEQ ID NO. 149/SEQ ID NO. 150, SEQ ID NO. 151/SEQ ID NO. 152, SEQ
ID NO. 153/SEQ ID NO. 154, SEQ ID NO. 155/SEQ ID NO. 156, SEQ ID NO. 157/SEQ ID NO. 158, SEQ ID NO.
159/SEQ ID NO. 160, SEQ ID NO. 161/SEQ ID NO. 162, SEQ ID NO. 163/SEQ ID NO. 164, SEQ ID NO. 165/SEQ
ID NO. 166, SEQ ID NO. 167/SEQ ID NO. 168, SEQ ID NO. 169/SEQ ID NO. 170, SEQ ID NO. 171/SEQ ID NO.
172, SEQ ID NO. 173/SEQ ID NO. 174, SEQ ID NO. 175/SEQ ID NO. 176, SEQ ID NO. 177/SEQ ID NO. 178, SEQ
ID NO. 179/SEQ ID NO. 180, SEQ ID NO. 181/SEQ ID NO. 182, SEQ ID NO. 183/SEQ ID NO. 184, SEQ ID NO.
185/SEQ ID NO. 186, SEQ ID NO. 187/SEQ ID NO. 188, SEQ ID NO. 189/SEQ ID NO. 190, SEQ ID NO. 191/SEQ
ID NO. 192, SEQ ID NO. 193/SEQ ID NO. 194, SEQ ID NO. 195/SEQ ID NO. 196, SEQ ID NO. 197/SEQ ID NO.
198, SEQ ID NO. 199/SEQ ID NO. 200, SEQ ID NO. 201/SEQ ID NO. 202, SEQ ID NO. 203/SEQ ID NO. 204, SEQ
ID NO. 205/SEQ ID NO. 206, SEQ ID NO. 207/SEQ ID NO. 208, SEQ ID NO. 209/SEQ ID NO. 210, SEQ ID NO.
211/SEQ ID NO. 212, SEQ ID NO. 213/SEQ ID NO. 214, SEQ ID NO. 215/SEQ ID NO. 216, SEQ ID NO. 217/SEQ
ID NO. 218, SEQ ID NO. 219/SEQ ID NO. 220, SEQ ID NO. 221/SEQ ID NO. 222, SEQ ID NO. 223/SEQ ID NO.
224, SEQ ID NO. 225/SEQ ID NO. 226, SEQ ID NO. 227/SEQ ID NO. 228, SEQ ID NO. 229/SEQ ID NO. 230, SEQ
ID NO. 231/SEQ ID NO. 232, SEQ ID NO. 233/SEQ ID NO. 234, SEQ ID NO. 235/SEQ ID NO. 236, SEQ ID NO.
237/SEQ ID NO. 238, SEQ ID NO. 239/SEQ ID NO. 240, SEQ ID NO. 241/SEQ ID NO. 242, ¥ o]5¢ XHFE=
TE TeRRE AduE TH/44 7k =rl MEE et

gol MAE SHRSEY 7P el 99 2 AARSE P el 99 B S R A T =
HQl FHs AAANTI= AE = FAE Ze ddd A FAE Alws, 7] ddd A3 FA= SEQ 1D
NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID
NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ
ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID NO. 37, SEQ ID NO. 39, SEQ ID NO. 41,
SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ ID NO. 51, SEQ ID NO. 53, SEQ ID NO.
55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63, SEQ ID NO. 65, SEQ ID NO. 67, SEQ ID
NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO. 77, SEQ ID NO. 79, SEQ ID NO. 81, SEQ
ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID NO. 91, SEQ ID NO. 93, SEQ ID NO. 95,
SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103, SEQ ID NO. 105, SEQ ID NO. 107, SEQ ID
NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID NO. 117, SEQ ID NO. 119, SEQ ID NO.
121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO. 129, SEQ ID NO. 131, SEQ ID NO. 133,
SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141, SEQ ID NO. 143, SEQ ID NO. 145, SEQ ID
NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID NO. 155, SEQ ID NO. 157, SEQ ID NO.
159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO. 167, SEQ ID NO. 169, SEQ ID NO. 171,
SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179, SEQ ID NO. 181, SEQ ID NO. 183, SEQ ID
NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID NO. 193, SEQ ID NO. 195, SEQ ID NO.
197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO. 205, SEQ ID NO. 207, SEQ ID NO. 209,
SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217, SEQ ID NO. 219, SEQ ID NO. 221, SEQ ID
NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID NO. 231, SEQ ID NO. 233, SEQ ID NO.
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235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, % o]59 %3FEE FAFE O E Heg ofuyx
A A Hojm 95% L T M =9l M, 2 SEQ 1D NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID
NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ
ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 34,
SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ ID NO. 44, SEQ ID NO. 46, SEQ ID NO.
48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56, SEQ ID NO. 58, SEQ ID NO. 60, SEQ ID
NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO. 70, SEQ ID NO. 72, SEQ ID NO. 74, SEQ
ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID NO. 84, SEQ ID NO. 86, SEQ ID NO. 88,
SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ ID NO. 98, SEQ ID NO. 100, SEQ ID NO.
102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO. 110, SEQ ID NO. 112, SEQ ID NO. 114,
SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122, SEQ ID NO. 124, SEQ ID NO. 126, SEQ ID
NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID NO. 136, SEQ ID NO. 138, SEQ ID NO.
140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO. 148, SEQ ID NO. 150, SEQ ID NO. 152,
SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160, SEQ ID NO. 162, SEQ ID NO. 164, SEQ ID
NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID NO. 174, SEQ ID NO. 176, SEQ ID NO.
178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO. 186, SEQ ID NO. 188, SEQ ID NO. 190,
SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198, SEQ ID NO. 200, SEQ ID NO. 202, SEQ ID
NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID NO. 212, SEQ ID NO. 214, SEQ ID NO.
216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO. 224, SEQ ID NO. 226, SEQ ID NO. 228,
SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236, SEQ ID NO. 238, SEQ ID NO. 240, SEQ ID
NO. 242, 2 ol&9] FEZ FAH wozHE AYE ofuwial Adn Holk 95% FU3 A 7pw =Hd
AEe zret, viEEE s, 9zt gl FdAE T vhE T 99 2 A v =ded 99 E
REE AW, A7) dds 9" <z A= SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID NO. 3/SEQ ID NO. 4, SEQ
ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 10, SEQ ID NO. 11/SEQ ID NO.
12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID NO. 16, SEQ ID NO. 17/SEQ ID NO. 18, SEQ ID NO.
19/SEQ ID NO. 20, SEQ ID NO. 21/SEQ ID NO. 22, SEQ ID NO. 23/SEQ ID NO. 24, SEQ ID NO. 25/SEQ ID NO.
26, SEQ 1D NO. 27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID NO. 31/SEQ ID NO. 32, SEQ ID NO.
33/SEQ 1D NO. 34, SEQ ID NO. 35/SEQ ID NO. 36, SEQ ID NO. 37/SEQ ID NO. 38, SEQ ID NO. 39/SEQ ID NO.
40, SEQ 1D NO. 41/SEQ ID NO. 42, SEQ ID NO. 43/SEQ ID NO. 44, SEQ ID NO. 45/SEQ ID NO. 46, SEQ ID NO.
47/SEQ 1D NO. 48, SEQ ID NO. 49/SEQ ID NO. 50, SEQ ID NO. 51/SEQ ID NO. 52, SEQ ID NO. 53/SEQ ID NO.
54, SEQ 1D NO. 55/SEQ ID NO. 56, SEQ ID NO. 57/SEQ ID NO. 58, SEQ ID NO. 59/SEQ ID NO. 60, SEQ ID NO.
61/SEQ ID NO. 62, SEQ ID NO. 63/SEQ ID NO. 64, SEQ ID NO. 65/SEQ ID NO. 66, SEQ ID NO. 67/SEQ ID NO.
68, SEQ ID NO. 69/SEQ ID NO. 70, SEQ ID NO. 71/SEQ ID NO. 72, SEQ ID NO. 73/SEQ ID NO. 74, SEQ ID NO.
75/SEQ 1D NO. 76, SEQ ID NO. 77/SEQ ID NO. 78, SEQ ID NO. 79/SEQ ID NO. 80, SEQ ID NO. 81/SEQ ID NO.
82, SEQ ID NO. 83/SEQ ID NO. 84, SEQ ID NO. 85/SEQ ID NO. 86, SEQ ID NO. 87/SEQ ID NO. 88, SEQ ID NO.
89/SEQ ID NO. 90, SEQ ID NO. 91/SEQ ID NO. 92, SEQ ID NO. 93/SEQ ID NO. 94, SEQ ID NO. 95/SEQ ID NO.
96, SEQ ID NO. 97/SEQ ID NO. 98, SEQ ID NO. 99/SEQ ID NO. 100, SEQ ID NO. 101/SEQ ID NO. 102, SEQ ID
NO. 103/SEQ ID NO. 104, SEQ ID NO. 105/SEQ ID NO. 106, SEQ ID NO. 107/SEQ ID NO. 108, SEQ ID NO.
109/SEQ ID NO. 110, SEQ ID NO. 111/SEQ ID NO. 112, SEQ ID NO. 113/SEQ ID NO. 114, SEQ ID NO. 115/SEQ
ID NO. 116, SEQ ID NO. 117/SEQ ID NO. 118, SEQ ID NO. 119/SEQ ID NO. 120, SEQ ID NO. 121/SEQ ID NO.
122, SEQ ID NO. 123/SEQ ID NO. 124, SEQ ID NO. 125/SEQ ID NO. 126, SEQ ID NO. 127/SEQ ID NO. 128, SEQ
ID NO. 129/SEQ ID NO. 130, SEQ ID NO. 131/SEQ ID NO. 132, SEQ ID NO. 133/SEQ ID NO. 134, SEQ ID NO.
135/SEQ ID NO. 136, SEQ ID NO. 137/SEQ ID NO. 138, SEQ ID NO. 139/SEQ ID NO. 140, SEQ ID NO. 141/SEQ
ID NO. 142, SEQ ID NO. 143/SEQ ID NO. 144, SEQ ID NO. 145/SEQ ID NO. 146, SEQ ID NO. 147/SEQ ID NO.
148, SEQ ID NO. 149/SEQ ID NO. 150, SEQ ID NO. 151/SEQ ID NO. 152, SEQ ID NO. 153/SEQ ID NO. 154, SEQ
ID NO. 155/SEQ ID NO. 156, SEQ ID NO. 157/SEQ ID NO. 158, SEQ ID NO. 159/SEQ ID NO. 160, SEQ ID NO.
161/SEQ ID NO. 162, SEQ ID NO. 163/SEQ ID NO. 164, SEQ ID NO. 165/SEQ ID NO. 166, SEQ ID NO. 167/SEQ
ID NO. 168, SEQ ID NO. 169/SEQ ID NO. 170, SEQ ID NO. 171/SEQ ID NO. 172, SEQ ID NO. 173/SEQ ID NO.
174, SEQ ID NO. 175/SEQ ID NO. 176, SEQ ID NO. 177/SEQ ID NO. 178, SEQ ID NO. 179/SEQ ID NO. 180, SEQ
ID NO. 181/SEQ ID NO. 182, SEQ ID NO. 183/SEQ ID NO. 184, SEQ ID NO. 185/SEQ ID NO. 186, SEQ ID NO.
187/SEQ ID NO. 188, SEQ ID NO. 189/SEQ ID NO. 190, SEQ ID NO. 191/SEQ ID NO. 192, SEQ ID NO. 193/SEQ
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ID NO. 194, SEQ ID NO. 195/SEQ ID NO. 196, SEQ ID NO. 197/SEQ ID NO. 198, SEQ ID NO. 199/SEQ ID NO.
200, SEQ ID NO. 201/SEQ ID NO. 202, SEQ ID NO. 203/SEQ ID NO. 204, SEQ ID NO. 205/SEQ ID NO. 206, SEQ
ID NO. 207/SEQ ID NO. 208, SEQ ID NO. 209/SEQ ID NO. 210, SEQ ID NO. 211/SEQ ID NO. 212, SEQ ID NO.
213/SEQ ID NO. 214, SEQ ID NO. 215/SEQ ID NO. 216, SEQ ID NO. 217/SEQ ID NO. 218, SEQ ID NO. 219/SEQ
ID NO. 220, SEQ ID NO. 221/SEQ ID NO. 222, SEQ ID NO. 223/SEQ ID NO. 224, SEQ ID NO. 225/SEQ ID NO.
226, SEQ ID NO. 227/SEQ ID NO. 228, SEQ ID NO. 229/SEQ ID NO. 230, SEQ ID NO. 231/SEQ ID NO. 232, SEQ
ID NO. 233/SEQ ID NO. 234, SEQ ID NO. 235/SEQ ID NO. 236, SEQ ID NO. 237/SEQ ID NO. 238, SEQ ID NO.
239/SEQ 1D NO. 240, SEQ ID NO. 241/SEQ ID NO. 242, @ o]&5¢] ZXJE=E FAE wo=ZHE Add F4/7
A 7pi =l HEs et

ot
o2
of\
ox,
i
ok
SE
N
N
N
W)
18
i)
o
tlo
b
ol
rlr
ol
i)
o
i
N
N

= B
Me] A%t Xt o= PD-L1 oy Exo] Aftels Ig6 a2 A <zt A, THRFE 7 Tl 99
9 A2 RE] pd mud 998 2 Fab o3 QzF &4 &, FARFE M Tl 49 9 A=
SFE 7h ZeQl 99 @ S 2 A v ZeE]l 998 ddste HAEHE JAE e 9 Az A
9 ol5o] ZFER TAYE TORHE HAEEa;

A7) &3 A3k A& SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO.
11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 23, SEQ ID
NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID NO. 37, SEQ
ID NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ ID NO. 51,
SEQ ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63, SEQ ID NO.
65, SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO. 77, SEQ ID
NO. 79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID NO. 91, SEQ
ID NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103, SEQ ID NO.
105, SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID NO. 117,
SEQ ID NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO. 129, SEQ ID
NO. 131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141, SEQ ID NO.
143, SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID NO. 155,
SEQ ID NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO. 167, SEQ ID
NO. 169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179, SEQ ID NO.
181, SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID NO. 193,
SEQ ID NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO. 205, SEQ ID
NO. 207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217, SEQ ID NO.
219, SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID NO. 231,
SEQ ID NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, ¥ o|59] &=
e worNY e opvnAt Mt Aol 95% FdF T b =wlel A, gl SEQ ID NO. 2, SEQ ID
NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID
NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ
ID NO. 32, SEQ ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ ID NO. 44,
SEQ ID NO. 46, SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56, SEQ ID NO.
58, SEQ ID NO. 60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO. 70, SEQ ID
NO. 72, SEQ ID NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID NO. 84, SEQ
ID NO. 86, SEQ ID NO. 88, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ ID NO. 98,
SEQ ID NO. 100, SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO. 110, SEQ ID
NO. 112, SEQ ID NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122, SEQ ID NO.
124, SEQ ID NO. 126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID NO. 136,
SEQ ID NO. 138, SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO. 148, SEQ ID
NO. 150, SEQ ID NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160, SEQ ID NO.
162, SEQ ID NO. 164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID NO. 174,
SEQ ID NO. 176, SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO. 186, SEQ ID
NO. 188, SEQ ID NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198, SEQ ID NO.
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200, SEQ ID NO. 202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID NO. 212,
SEQ ID NO. 214, SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO. 224, SEQ ID
NO. 226, SEQ ID NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236, SEQ ID NO.
238, SEQ ID NO. 240, SEQ ID NO. 242, % o]E°] XxFEE FAHE To=FE HER opv =it A7 ol
95% AR B HH vl MEE 2

A}7] Fab 9bd <1zF &kA] @+#-& SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9

SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO.
23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID
NO. 37, SEQ ID NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ
ID NO. 51, SEQ ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63,
SEQ ID NO. 65, SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO.
77, SEQ ID NO. 79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID
NO. 91, SEQ ID NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103,
SEQ ID NO. 105, SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID
NO. 117, SEQ ID NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO.
129, SEQ ID NO. 131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141,
SEQ ID NO. 143, SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID
NO. 155, SEQ ID NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO.
167, SEQ ID NO. 169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179,
SEQ ID NO. 181, SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID
NO. 193, SEQ ID NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO.
205, SEQ ID NO. 207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217,
SEQ ID NO. 219, SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID
NO. 231, SEQ ID NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, ¥ o]&9] =%
AT PAE FOoZRE AYE ofnwal Add Holm 954 s F4 sMH Tuel A, = SEQ ID NO.
2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO.
16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID
NO. 30, SEQ ID NO. 32, SEQ ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ
ID NO. 44, SEQ ID NO. 46, SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56,
SEQ ID NO. 58, SEQ ID NO. 60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO.
70, SEQ ID NO. 72, SEQ ID NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID
NO. 84, SEQ ID NO. 86, SEQ ID NO. 83, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ
ID NO. 98, SEQ ID NO. 100, SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO.
110, SEQ ID NO. 112, SEQ ID NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122,
SEQ ID NO. 124, SEQ ID NO. 126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID
NO. 136, SEQ ID NO. 138, SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO.
148, SEQ ID NO. 150, SEQ ID NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160,
SEQ ID NO. 162, SEQ ID NO. 164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID
NO. 174, SEQ ID NO. 176, SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO.
186, SEQ ID NO. 188, SEQ ID NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198,
SEQ ID NO. 200, SEQ ID NO. 202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID
NO. 212, SEQ ID NO. 214, SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO.
224, SEQ ID NO. 226, SEQ ID NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236,
SEQ ID NO. 238, SEQ ID NO. 240, SEQ ID NO. 242, % o]|5¢] %3IJEE FAE FOoZRE Melg oju|xil A
g Aok 956 L A 7t E=HQd AES ZEar

A7) @ <17k A= SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID
NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 23, SEQ
ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID NO. 37,
SEQ ID NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ ID NO.
51, SEQ ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63, SEQ ID
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NO. 65, SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO. 77, SEQ
ID NO. 79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID NO. 91,
SEQ ID NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103, SEQ ID NO.
105, SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID NO. 117,
SEQ ID NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO. 129, SEQ ID
NO. 131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141, SEQ ID NO.
143, SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID NO. 155,
SEQ ID NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO. 167, SEQ ID
NO. 169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179, SEQ ID NO.
181, SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID NO. 193,
SEQ ID NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO. 205, SEQ ID
NO. 207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217, SEQ ID NO.
219, SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID NO. 231,
SEQ ID NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, % olE9] Zg&EZ
A FoRRE MEE ofniit MGy} Holm 95% FUIT Ff b Z=vl A<E, = SEQ ID NO. 2, SEQ ID
NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID
NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ
ID NO. 32, SEQ ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ ID NO. 44,
SEQ ID NO. 46, SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56, SEQ ID NO.
58, SEQ ID NO. 60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO. 70, SEQ ID
NO. 72, SEQ ID NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID NO. 84, SEQ
ID NO. 86, SEQ ID NO. 88, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ ID NO. 98,
SEQ ID NO. 100, SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO. 110, SEQ ID
NO. 112, SEQ ID NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122, SEQ ID NO.
124, SEQ ID NO. 126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID NO. 136,
SEQ ID NO. 138, SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO. 148, SEQ ID
NO. 150, SEQ ID NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160, SEQ ID NO.
162, SEQ ID NO. 164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID NO. 174,
SEQ ID NO. 176, SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO. 186, SEQ ID
NO. 188, SEQ ID NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198, SEQ ID NO.
200, SEQ ID NO. 202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID NO. 212,
SEQ ID NO. 214, SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO. 224, SEQ ID
NO. 226, SEQ ID NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236, SEQ ID NO.
238, SEQ ID NO. 240, SEQ ID NO. 242, % o]lE¢] %X3gER FAH FOoaHE Add ofn|al g3 Hojx
95% TAs A4l 7HH =Ed AES Zer.

v e A, & A7F A T R A & BFE AW, A7) A+ SEQ ID NO. 1/SEQ ID NO. 2 (&
HollA E6oZ A5 H), SEQ ID NO. 3/SEQ ID NO. 4 (EHelA E72 %), SEQ ID NO. 5/SEQ ID NO. 6 (&
Holl A E9Z AFH), SEQ ID NO. 7/SEQ ID NO. 8 (E-elA E11& AFH), SEQ ID NO. 9/SEQ ID NO. 10 (&
Yol A F12 A5%), SEQ ID NO. 11/SEQ ID NO. 12 (EeollA F4= <13FH), SEQ ID NO. 13/SEQ ID NO. 14
(EollM F7= 933), SEQ ID NO. 15/SEQ ID NO. 16 (¥E-9loA F8= o13), SEQ ID NO. 17/SEQ ID NO. 18
(EQolA Fl11= A59), SEQ ID NO. 19/SEQ ID NO. 20 (oA G4= AF+), SEQ ID NO. 21/SEQ ID NO.
22 (RAoA G9E AF), SEQ ID NO. 23/SEQ ID NO. 24 (HLelA Gl1E AAF¥), SEQ ID NO. 25/SEQ ID
NO. 26 (¥l G122 AAFE), SEQ ID NO. 27/SEQ ID NO. 28 (¥l H1Z AAFE), SEQ ID NO. 29/SEQ
ID NO. 30 (EolA H3Z AF4¥), SEQ ID NO. 31/SEQ ID NO. 32 (E-HollA H4= A5%), SEQ ID NO. 33/SEQ
ID NO. 34 (EolM H5= %), SEQ ID NO. 35/SEQ ID NO. 36 (oA H6e= AF%), SEQ ID NO.
37/SEQ 1D NO. 38 (¥E-{loA H100.2 %), SEQ ID NO. 39/SEQ ID NO. 40 (E-dolM H12& AFH), SEQ ID
NO. 41/SEQ ID NO. 42 (oAl PDL-D2= <A55¥), SEQ ID NO. 43/SEQ ID NO. 44 (E9l4 PDL-DI1=
AF%), SEQ ID NO. 45/SEQ ID NO. 46 (¥-{lollA PDL-H1Z 3% ), SEQ ID NO. 47/SEQ ID NO. 48 (oA
RB4& <15%), SEQ ID NO. 49/SEQ ID NO. 50 (*€lollA RB11E A5%), SEQ ID NO. 51/SEQ ID NO. 52 (&<
o A1 RC5E A5%), SEQ ID NO. 53/SEQ ID NO. 54 (oA RF5E <15%), SEQ ID NO. 55/SEQ ID NO. 56

=)
=]
=)
=]
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(EQoll A RGOZ AF45), SEQ ID NO. 57/SEQ ID NO. 58 (#LellA] RD1IZ 1F=), SEQ ID NO. 59/SEQ ID NO.
60 (¥4 RF11E A5¥), SEQ ID NO. 61/SEQ ID NO. 62 (ELolA RHI1ZE <133 ), SEQ ID NO. 63/SEQ ID
NO. 64 (EedlA RDIZ AFH), SEQ ID NO. 65/SEQ ID NO. 66 (oAl REI0S= AF#H), SEQ ID NO.
67/SEQ ID NO. 68 (EQollA RA3S.Z o1F%), SEQ ID NO. 69/SEQ ID NO. 70 (¥-oA RG1e&E A54), SEQ
ID NO. 71/SEQ ID NO. 72 (¥-ollA RB1oZ AAF¥), SEQ ID NO. 73/SEQ ID NO. 74 (¥-ollM RG7TZ AHH),
SEQ ID NO. 75/SEQ ID NO. 76 (&E9elA RA6S.E A5¥), SEQ ID NO. 77/SEQ ID NO. 78 (oA RABZE AF
), SEQ ID NO. 79/SEQ ID NO. 80 (o4 RA9Z <A3H), SEQ ID NO. 81/SEQ ID NO. 82 (¥-¥oflA RBSZ
AF%), SEQ ID NO. 83/SEQ ID NO. 84 (¥-{lox RBSZ F%), SEQ ID NO. 85/SEQ ID NO. 86 (¥-goll A RCS
2 oF¥), SEQ ID NO. 87/SEQ ID NO. 88 (¥-loflA RC1I0.2 ¢13%), SEQ ID NO. 89/SEQ ID NO. 90 (E-d
A RD2Z %), SEQ ID NO. 91/SEQ ID NO. 92 (¥-lolA RE8Z <l5f%), SEQ ID NO. 93/SEQ ID NO. 94 (¥
Hol A RE9Z AF ), SEQ ID NO. 95/SEQ ID NO. 96 (-l RG12Z %), SEQ ID NO. 97/SEQ ID NO. 98
(EollX RSA1C.Z AFH), SEQ ID NO. 99/SEQ ID NO. 100 (¥E-lox R2A7Z AF¥), SEQ ID NO. 101/SEQ
ID NO. 102 (¥l R2B12&E ¢1F%), SEQ ID NO. 103/SEQ ID NO. 104 (HLelA R2C9= AF%), SEQ ID
NO. 105/SEQ ID NO. 106 (&EgelA R2D5Z AF4¥), SEQ ID NO. 107/SEQ ID NO. 108 (¥E-lolA R2D7E A7
=), SEQ ID NO. 109/SEQ ID NO. 110 (ELeA R2F4E AF%H), SEQ ID NO. 111/SEQ ID NO. 112 (EHelA
R2A102.2 <l53%), SEQ ID NO. 113/SEQ ID NO. 114 (EolA R2E2Z AF4¥), SEQ ID NO. 115/SEQ ID NO.
116 (E-dollA R3B8Z <¥), SEQ ID NO. 117/SEQ ID NO. 118 (&4 R3C3Z AFH), SEQ ID NO.
119/SEQ ID NO. 120 (¥-{lolA R3E9Z 1FE), SEQ ID NO. 121/SEQ ID NO. 122 (EelA R3EI0C.E AFH),
SEQ ID NO. 123/SEQ ID NO. 124 (9l R3F7= AF¥E), SEQ ID NO. 125/SEQ ID NO. 126 (oA R3F10L
2 AF%), SEQ ID NO. 127/SEQ ID NO. 128 (¥9lell4 R4B10S.= AF¥), SEQ ID NO. 129/SEQ ID NO. 130
(EQollA R4HIZE o1F=), SEQ ID NO. 131/SEQ ID NO. 132 (H-olA R4A11Z AAFE), SEQ ID NO. 133/SEQ
ID NO. 134 (E9olA R3D2E AFHE), SEQ ID NO. 135/SEQ ID NO. 136 (EollA] R5BSZE A5 H), SEQ ID NO.
137/SEQ ID NO. 138 (E-ollA SHIAIQE 15%), SEQ ID NO. 139/SEQ ID NO. 140 (o)A SHIB7B(K) & AF
=), SEQ ID NO. 141/SEQ ID NO. 142 (Ee]A] SHICIE <AFH), SEQ ID NO. 143/SEQ ID NO. 144 (EHolA
SHIC8=Z %), SEQ ID NO. 145/SEQ ID NO. 146 (&eA] SHIE1I0C.Z AF¥), SEQ ID NO. 147/SEQ ID NO.
148 (EYollA SHIE2Z AF¥), SEQ ID NO. 149/SEQ ID NO. 150 (el SHIA9Z <AFH), SEQ ID NO.
151/SEQ ID NO. 152 (E-QolA SHIB11Z ¢15F%8), SEQ ID NO. 153/SEQ ID NO. 154 (¥$lolA SHIE4Z AFH),
SEQ ID NO. 155/SEQ ID NO. 156 (&-loflA] SHIB3= <1&%), SEQ ID NO. 157/SEQ ID NO. 158 (o4 SHID1
o7 olF®), SEQ ID NO. 159/SEQ ID NO. 160 (¥#-9eA] SHID2Z 1F¥), SEQ ID NO. 161/SEQ ID NO. 162
(E QoA SHIDI2Z 1% ), SEQ ID NO. 163/SEQ ID NO. 164 (¥-olA SHIE1® ¢1F%), SEQ ID NO. 165/SEQ
ID NO. 166 (E-ollA SHIGOE %), SEQ ID NO. 167/SEQ ID NO. 168 (EeolA SHIAILZ <AF%), SEQ ID
NO. 169/SEQ ID NO. 170 (E¢olA SHIC2Z <15 ), SEQ ID NO. 171/SEQ ID NO. 172 (oA SHIG8Z A7
=), SEQ ID NO. 173/SEQ ID NO. 174 (EdelA] SHIHZ2E AFH), SEQ ID NO. 175/SEQ ID NO. 176 (EHolA
SHIB10Co.& A5%), SEQ ID NO. 177/SEQ ID NO. 178 (¥-{leoflA SHIB7A(L)E <15E), SEQ ID NO. 179/SEQ ID
NO. 180(&ollA SHIE6o= AFHE), SEQ ID NO. 181/SEQ ID NO. 182 (E-elA SHIC11Z AFH), SEQ 1D
NO. 183/SEQ ID NO. 184 (¥-%1oA SHIA2=2 <3%), SEQ ID NO. 185/SEQ ID NO. 186 (-9l SHIB1Z <5
=), SEQ ID NO. 187/SEQ ID NO. 188 (ELelAl R6B2E AF%H), SEQ ID NO. 189/SEQ ID NO. 190 (E-LolA
R6B7Z AF4¥), SEQ ID NO. 191/SEQ ID NO. 192 (#-<{loA REB11Z <13F%), SEQ ID NO. 193/SEQ ID NO. 194
(E QoA R6D1IZ A1F3), SEQ ID NO. 195/SEQ ID NO. 196 (ol 4 R6C8= %), SEQ ID NO. 197/SEQ ID
NO. 198 (E-olA RIG8E <13%), SEQ ID NO. 199/SEQ ID NO. 200 (oA R7D1S.2Z AF%), SEQ ID NO.
201/SEQ ID NO. 202 (¥E-lolx R7D22 AFH), SEQ ID NO. 203/SEQ ID NO. 204 (¥-LelA R7TE7Z AFH),
SEQ ID NO. 205/SEQ ID NO. 206 (oA R7F2= A5¥), SEQ ID NO. 207/SEQ ID NO. 208 (iflellA R7F7=
o5), SEQ ID NO. 209/SEQ ID NO. 210 (¥-ollA ROH2Z %), SEQ ID NO. 211/SEQ ID NO. 212 (¥-<loj
A ROH6C. 2 1), SEQ ID NO. 213/SEQ ID NO. 214 (oA H6BILZ <153%), SEQ ID NO. 215/SEQ ID NO.
216 (EYollA HeAleZ <15%), SEQ ID NO. 217/SEQ ID NO. 218 (¥E-eolA HEBleZ AFH), SEQ ID NO.
219/SEQ ID NO. 220 (¥E-dolA HeB2Z AFH), SEQ ID NO. 221/SEQ ID NO. 222 (¥HoA HICE AFH),
SEQ ID NO. 223/SEQ ID NO. 224 ({4 H110D= A%E), SEQ ID NO. 225/SEQ ID NO. 226 (E9A HIIF=Z
AHE), SEQ ID NO. 227/SEQ ID NO. 228 (ELelA HICIE AF¥), SEQ ID NO. 229/SEQ ID NO. 230 (Ed
A GPG1A2Z A%), SEQ ID NO. 231/SEQ ID NO. 232 (E-HollA GPGG8= %), SEQ ID NO. 233/SEQ ID NO.
234 (Eol A GPGG1022 A7), SEQ ID NO. 235/SEQ ID NO. 236 (oA GPGH7= <13H), SEQ ID NO.
237/SEQ ID NO. 238 (E9olA GPGHI0C.2 <133H), SEQ ID NO. 239/SEQ ID NO. 240 (¥l GPGHIIZ A+
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=), SEQ ID NO. 241/SEQ ID NO. 242 (¥-9olA GPGHIPZ AFE), €L o589 2F=E2 FAY TozZREH A
gy S/ hE T IS e, ubEEle, 9 3 A Fab @S F M mudl 99
A4 M =dl 949 B BRFE VAW, v A= SEQ ID NO. 1/SEQ ID NO. 2 (EYolA E6o =
F¥), SEQ ID NO. 3/SEQ ID NO. 4 (€A E72 A5%), SEQ ID NO. 5/SEQ ID NO. 6 (oA E9= <1
#), SEQ ID NO. 7/SEQ ID NO. 8 (&#HellA E11Z A5%E), SEQ ID NO. 9/SEQ ID NO. 10 (#oA Fl1=2
#), SEQ ID NO. 11/SEQ ID NO. 12 (oA F4= AF=), SEQ ID NO. 13/SEQ ID NO. 14 (EHA F7=
%), SEQ ID NO. 15/SEQ ID NO. 16 (¥l F8& AF%), SEQ ID NO. 17/SEQ ID NO. 18 (E-elA F11
AF%), SEQ ID NO. 19/SEQ ID NO. 20 (¥-{lollM G4= AFH), SEQ ID NO. 21/SEQ ID NO. 22 (F-olA
G9E AF¥), SEQ ID NO. 23/SEQ ID NO. 24 (EelA Gl1= Aw¥), SEQ ID NO. 25/SEQ ID NO. 26 (=<l
A G122 ), SEQ ID NO. 27/SEQ ID NO. 28 (¥ellA H1Z <15%), SEQ ID NO. 29/SEQ ID NO. 30 (¥
oAl H3Z A=), SEQ ID NO. 31/SEQ ID NO. 32 (EHeA H4=2 AFE), SEQ ID NO. 33/SEQ ID NO. 34 (&
Hol A H5Z AFH), SEQ ID NO. 35/SEQ ID NO. 36 (EelA H6e =2 <A%), SEQ ID NO. 37/SEQ ID NO. 38
(oA HI0L.2 AFH), SEQ ID NO. 39/SEQ ID NO. 40 (¥olx H12Z AF¥), SEQ ID NO. 41/SEQ ID
NO. 42 (oA PDL-D2& <15%¥), SEQ ID NO. 43/SEQ ID NO. 44 (E9olA PDL-D11Z <15F%), SEQ ID NO.
45/SEQ ID NO. 46 (¥-ollA PDL-H1Z %), SEQ ID NO. 47/SEQ ID NO. 48 (oA RB4Z AFH), SEQ
ID NO. 49/SEQ ID NO. 50 (¥l RBI1Z <13%), SEQ ID NO. 51/SEQ ID NO. 52 (¥4 RC5Z AFH),
SEQ ID NO. 53/SEQ ID NO. 54 (oA RF5= AF¥), SEQ ID NO. 55/SEQ ID NO. 56 (Eel4 RGIZE
AF¥), SEQ ID NO. 57/SEQ ID NO. 58 (E Lol RDIZ %), SEQ ID NO. 59/SEQ ID NO. 60 (F-lojA
RF11= <19%), SEQ ID NO. 61/SEQ ID NO. 62 (¥eA RH11= <Aw4¥), SEQ ID NO. 63/SEQ ID NO. 64 (€
o A] RD9Z A5¥), SEQ ID NO. 65/SEQ ID NO. 66 (oA REI0L.= <AF%¥), SEQ ID NO. 67/SEQ ID NO. 63
(EQolA RA3O.E 1F%), SEQ ID NO. 69/SEQ ID NO. 70 (oA RG1e.Z AF4), SEQ ID NO. 71/SEQ ID
NO. 72 (E{oA RB1o.Z <), SEQ ID NO. 73/SEQ ID NO. 74 (EYelA RG7Z <AFH), SEQ ID NO.
75/SEQ ID NO. 76 (¥-lo)A RAGC.® 1% ), SEQ ID NO. 77/SEQ ID NO. 78 (¥-9ol4 RAS® 1% ), SEQ ID
NO. 79/SEQ ID NO. 80 (¥4 RA9E 1), SEQ ID NO. 81/SEQ ID NO. 82 (¥-lo)A RB5E 549), SEQ
ID NO. 83/SEQ ID NO. 84 (¥-ollA RB8=Z <133 ), SEQ ID NO. 85/SEQ ID NO. 86 (¥-loflA RC8=Z A74),
SEQ ID NO. 87/SEQ ID NO. 88 (oA RC1I0S= AF¥), SEQ ID NO. 89/SEQ ID NO. 90 (Z¥ellA RD2=E <1
%), SEQ ID NO. 91/SEQ ID NO. 92 (¥-oll RESZ %), SEQ ID NO. 93/SEQ ID NO. 94 (¥E-lo|x RE9=
AFH), SEQ ID NO. 95/SEQ ID NO. 96 (E-LollA RGI2E AFH), SEQ ID NO. 97/SEQ ID NO. 98 (E-LollA
RSAIS 2 AF4¥), SEQ ID NO. 99/SEQ ID NO. 100 (EelA] R2A7= A=), SEQ ID NO. 101/SEQ ID NO. 102
(EQolA R2BI2E AF3), SEQ ID NO. 103/SEQ ID NO. 104 (EQolA R2C9= AF%), SEQ ID NO. 105/SEQ
ID NO. 106 (¥E-9delA R2D52 AF¥), SEQ ID NO. 107/SEQ ID NO. 108 (EHollA R2D7Z A5 H), SEQ ID NO.
109/SEQ ID NO. 110 (¥-9elA R2F4= A59), SEQ ID NO. 111/SEQ ID NO. 112 (#LelA R2A100.2 AF4H),
SEQ ID NO. 113/SEQ ID NO. 114 (EolA R2E2= A5¥), SEQ ID NO. 115/SEQ ID NO. 116 (494 R3B8=
A5), SEQ ID NO. 117/SEQ ID NO. 118 (¥-ollA R3C3Z l¥), SEQ ID NO. 119/SEQ ID NO. 120 (¥-loj
4] R3E9Z AF¥E), SEQ ID NO. 121/SEQ ID NO. 122 (el R3E10L.Z AF¥), SEQ ID NO. 123/SEQ ID NO.
124 (¥4 R3F7Z AFH), SEQ ID NO. 125/SEQ ID NO. 126 (#9elA R3F10C.2 <33), SEQ ID NO.
127/SEQ ID NO. 128 (¥-flellA R4B10S.Z AF3), SEQ ID NO. 129/SEQ ID NO. 130 (E-¢ellA] R4HIZE AFH),
SEQ ID NO. 131/SEQ ID NO. 132 (oA R4AI1Z A5%E), SEQ ID NO. 133/SEQ ID NO. 134 (94 R3D2=Z
A5), SEQ ID NO. 135/SEQ ID NO. 136 (¥-ollA R5B8Z <l+¥), SEQ ID NO. 137/SEQ ID NO. 138 (¥-loj
] SHIAIQE <13E), SEQ ID NO. 139/SEQ ID NO. 140 (E-ollA SHIB7B(K)E <13 ), SEQ ID NO. 141/SEQ ID
NO. 142 (E-9dolA SHIC1Z As3¥), SEQ ID NO. 143/SEQ ID NO. 144 (E-YollA SHIC8Z <1F%), SEQ ID NO.
145/SEQ ID NO. 146 (£ollA SHIE102Z AFH), SEQ ID NO. 147/SEQ ID NO. 148 (oA SHIE2Z
A=), SEQ ID NO. 149/SEQ ID NO. 150 (¥-LeollA4 SHIA9Z <15%), SEQ ID NO. 151/SEQ ID NO. 152 (-9
A1 SHIBI1=Z A5%), SEQ ID NO. 153/SEQ ID NO. 154 (¥-ellA] SHIE4Z AA53H), SEQ ID NO. 155/SEQ ID NO.
156 (E-ollA SHIB3Z A7), SEQ ID NO. 157/SEQ ID NO. 158 (¥-glolA SHID1S.2 <15%), SEQ ID NO.
159/SEQ ID NO. 160 (#-LellA] SHID2= <153), SEQ ID NO. 161/SEQ ID NO. 162 (¥l A SHIDI2Z AF4),
SEQ ID NO. 163/SEQ ID NO. 164 (&E9elA SHIE1= Ag#), SEQ ID NO. 165/SEQ ID NO. 166 (A SHIGY
2 g%), SEQ ID NO. 167/SEQ ID NO. 168 (E-olA SHIA11=Z <15E), SEQ ID NO. 169/SEQ ID NO. 170 (&
QoA SHIC2= AF%), SEQ ID NO. 171/SEQ ID NO. 172 (H-LeolA SHIGS= A¥), SEQ ID NO. 173/SEQ ID
NO. 174 (¥4 SHIH2Z AF4¥), SEQ ID NO. 175/SEQ ID NO. 176 (oA SHIB10Lo 2 <55%), SEQ ID
NO. 177/SEQ ID NO. 178 (Z€ellAl SHIB7A(L) = A5¥), SEQ ID NO. 179/SEQ ID NO. 180(E¢ellA SHIE6S =

¢ ol ozl R WE
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AF%), SEQ ID NO. 181/SEQ ID NO. 182 (¥-YollA SHICI1EZ 21F%), SEQ ID NO. 183/SEQ ID NO. 184 (¥
o4 SHIA2E <AF¥), SEQ ID NO. 185/SEQ ID NO. 186 (o)A SHIBIE A3%¥), SEQ ID NO. 187/SEQ ID
NO. 188 (#¢oA R6B2Z <l53%), SEQ ID NO. 189/SEQ ID NO. 190 (¥-{leoflA R6B7= <), SEQ ID NO.
191/SEQ ID NO. 192 (¥-olA REB11Z <¢1F%E), SEQ ID NO. 193/SEQ ID NO. 194 (E-LolA ReDIZ AFH),
SEQ ID NO. 195/SEQ ID NO. 196 (ElollA R6C8= AF¥), SEQ ID NO. 197/SEQ ID NO. 198 (+E9lel4] RIG8=
AF%), SEQ ID NO. 199/SEQ ID NO. 200 (¥-golA R7D1C.2 AFH), SEQ ID NO. 201/SEQ ID NO. 202 (¥
oA R7D2Z %), SEQ ID NO. 203/SEQ ID NO. 204 (¥l R7E7E %), SEQ ID NO. 205/SEQ ID NO.
206 (EYolA R7F2Z AFH), SEQ ID NO. 207/SEQ ID NO. 208 (EYolA R7F7Z <AFH), SEQ ID NO.
209/SEQ ID NO. 210 (#QellA ROH2E <1F3), SEQ ID NO. 211/SEQ ID NO. 212 (¥-oA ROH6O.Z AFH),
SEQ ID NO. 213/SEQ ID NO. 214 (9ellA] HEBILE <154 ), SEQ ID NO. 215/SEQ ID NO. 216 (o4 HEA1S
2 F=), SEQ ID NO. 217/SEQ ID NO. 218 (E-ollA HeBloZ 15E), SEQ ID NO. 219/SEQ ID NO. 220 (&
Aol A HeB2E AFH), SEQ ID NO. 221/SEQ ID NO. 222 (E-9delA HIOCE A3%), SEQ ID NO. 223/SEQ ID
NO. 224 (¥-ellA H110DE AF4¥), SEQ ID NO. 225/SEQ ID NO. 226 (¥-olA H1IFZ A54%), SEQ ID NO.
227/SEQ 1D NO. 228 (EolA HICIZ %), SEQ ID NO. 229/SEQ ID NO. 230 (¥-olA GPGIA2E AFE),
SEQ ID NO. 231/SEQ ID NO. 232 (&9ellA] GPGG8= <AwH), SEQ ID NO. 233/SEQ ID NO. 234 (9l GPGG10
o2 <F%), SEQ ID NO. 235/SEQ ID NO. 236 (¥4 GPGH7E= <53%), SEQ ID NO. 237/SEQ ID NO. 238
(EollA GPGH10C.2 91F%), SEQ ID NO. 239/SEQ ID NO. 240 (ELolA GPGHI1Z %), SEQ ID NO.
241/SEQ 1D NO. 242 (oA GPGHIOPE AFH), R o5 XFERE F4E To2HH Add F/44 7t
H = AL Zheth. naiAEAlE, o QI vl dAlE FA UM =l 9o 2 A UM =
A 99 = 7HAH A7) s 9" 17k 3= SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID NO. 3/SEQ ID
NO. 4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 10, SEQ ID NO.
11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID NO. 16, SEQ ID NO. 17/SEQ ID NO.

= =
255

18, SEQ ID NO. 19/SEQ ID NO.
25/SEQ ID NO. 26, SEQ ID NO.
32, SEQ ID NO. 33/SEQ ID NO.
39/SEQ ID NO. 40, SEQ ID NO.
46, SEQ ID NO. 47/SEQ ID NO.
53/SEQ ID NO. 54, SEQ ID NO.
60, SEQ ID NO. 61/SEQ ID NO.
67/SEQ ID NO. 68, SEQ ID NO.
74, SEQ ID NO. 75/SEQ ID NO.
81/SEQ ID NO. 82, SEQ ID NO.
88, SEQ ID NO. 89/SEQ ID NO.

20, SEQ ID NO.

27/SEQ 1D NO.

34, SEQ ID NO.

41/SEQ 1D NO.

48, SEQ ID NO.

55/SEQ ID NO.

62, SEQ ID NO.

69/SEQ ID NO.

76, SEQ ID NO.

83/SEQ ID NO.

90, SEQ ID NO.

21/SEQ ID NO.
28, SEQ ID NO.
35/SEQ 1D NO.
42, SEQ ID NO.
49/SEQ ID NO.
56, SEQ ID NO.
63/SEQ ID NO.
70, SEQ ID NO.
77/SEQ ID NO.
84, SEQ ID NO.
91/SEQ ID NO.

22, SEQ ID NO.
29/SEQ 1D NO.
36, SEQ ID NO.
43/SEQ 1D NO.
50, SEQ ID NO.
57/SEQ ID NO.
64, SEQ ID NO.
71/SEQ ID NO.
78, SEQ ID NO.
85/SEQ ID NO.
92, SEQ ID NO.

23/SEQ 1D NO.
30, SEQ ID NO.
37/SEQ 1D NO.
44, SEQ ID NO.
51/SEQ ID NO.
58, SEQ ID NO.
65/SEQ ID NO.
72, SEQ ID NO.
79/SEQ ID NO.
86, SEQ ID NO.
93/SEQ ID NO.

24, SEQ
31/SEQ
38, SEQ
45/SEQ
52, SEQ
59/SEQ
66, SEQ
73/SEQ
80, SEQ
87/SEQ
94, SEQ

ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

95/SEQ ID NO. 96, SEQ ID NO. 97/SEQ ID NO. 98, SEQ ID NO. 99/SEQ ID NO. 100, SEQ ID NO. 101/SEQ ID NO.
102, SEQ ID NO. 103/SEQ ID NO. 104, SEQ ID NO. 105/SEQ ID NO. 106, SEQ ID NO. 107/SEQ ID NO. 108, SEQ
ID NO. 109/SEQ ID NO. 110, SEQ ID NO. 111/SEQ ID NO. 112, SEQ ID NO. 113/SEQ ID NO. 114, SEQ ID NO.
115/SEQ ID NO. 116, SEQ ID NO. 117/SEQ ID NO. 118, SEQ ID NO. 119/SEQ ID NO. 120, SEQ ID NO. 121/SEQ
ID NO. 122, SEQ ID NO. 123/SEQ ID NO. 124, SEQ ID NO. 125/SEQ ID NO. 126, SEQ ID NO. 127/SEQ ID NO.
128, SEQ ID NO. 129/SEQ ID NO. 130, SEQ ID NO. 131/SEQ ID NO. 132, SEQ ID NO. 133/SEQ ID NO. 134, SEQ
ID NO. 135/SEQ ID NO. 136, SEQ ID NO. 137/SEQ ID NO. 138, SEQ ID NO. 139/SEQ ID NO. 140, SEQ ID NO.
141/SEQ ID NO. 142, SEQ ID NO. 143/SEQ ID NO. 144, SEQ ID NO. 145/SEQ ID NO. 146, SEQ ID NO. 147/SEQ
ID NO. 148, SEQ ID NO. 149/SEQ ID NO. 150, SEQ ID NO. 151/SEQ ID NO. 152, SEQ ID NO. 153/SEQ ID NO.
154, SEQ ID NO. 155/SEQ ID NO. 156, SEQ ID NO. 157/SEQ ID NO. 158, SEQ ID NO. 159/SEQ ID NO. 160, SEQ
ID NO. 161/SEQ ID NO. 162, SEQ ID NO. 163/SEQ ID NO. 164, SEQ ID NO. 165/SEQ ID NO. 166, SEQ ID NO.
167/SEQ ID NO. 168, SEQ ID NO. 169/SEQ ID NO. 170, SEQ ID NO. 171/SEQ ID NO. 172, SEQ ID NO. 173/SEQ
ID NO. 174, SEQ ID NO. 175/SEQ ID NO. 176, SEQ ID NO. 177/SEQ ID NO. 178, SEQ ID NO. 179/SEQ ID NO.
180, SEQ ID NO. 181/SEQ ID NO. 182, SEQ ID NO. 183/SEQ ID NO. 184, SEQ ID NO. 185/SEQ ID NO. 186, SEQ
ID NO. 187/SEQ ID NO. 188, SEQ ID NO. 189/SEQ ID NO. 190, SEQ ID NO. 191/SEQ ID NO. 192, SEQ ID NO.
193/SEQ ID NO. 194, SEQ ID NO. 195/SEQ ID NO. 196, SEQ ID NO. 197/SEQ ID NO. 198, SEQ ID NO. 199/SEQ
ID NO. 200, SEQ ID NO. 201/SEQ ID NO. 202, SEQ ID NO. 203/SEQ ID NO. 204, SEQ ID NO. 205/SEQ ID NO.
206, SEQ ID NO. 207/SEQ ID NO. 208, SEQ ID NO. 209/SEQ ID NO. 210, SEQ ID NO. 211/SEQ ID NO. 212, SEQ
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NO. 213/SEQ ID NO. 214, SEQ ID NO. 215/SEQ ID NO. 216, SEQ ID NO. 217/SEQ ID NO. 218, SEQ ID NO.
219/SEQ ID NO. 220, SEQ ID NO. 221/SEQ ID NO. 222, SEQ ID NO. 223/SEQ ID NO. 224, SEQ ID NO. 225/SEQ
ID NO. 226, SEQ ID NO. 227/SEQ ID NO. 228, SEQ ID NO. 229/SEQ ID NO. 230, SEQ ID NO. 231/SEQ ID NO.
232, SEQ ID NO. 233/SEQ ID NO. 234, SEQ ID NO. 235/SEQ ID NO. 236, SEQ ID NO. 237/SEQ ID NO. 238, SEQ
ID NO. 239/SEQ ID NO. 240, SEQ ID NO. 241/SEQ ID NO. 242, 2 o]&9 XFEZ TAH wo=ZRyH Adgd
/A 7 el S 2ty

e Als, AEHE FUAS EREE de dad, AP, S99, A, BTEE, APRAE-FA O
FF, WAT NFY, AL fo NG, T-AZ F WDY, B-A e 9ITF, A e FEF, 0
WAL fE B, R oY xPOR TAY TORVEH AuEn. wRHslt, Abag 49 Bt 9%
A AMe 4 A 9%, Ag9s #EE Ay, Tugss, A0ENTEEa, delds g4, FviEs w4
g, BRAY, A4, 289, ¥ 934 FYYoR THY Toryy dgHn

T 18 o7 YEFolA whe e QzF PD-L1o] Agtsls 3-PD-L1 A H6 2 H10 2 100 pM H$19] ECyy 2AS

T 3& JRAlE E-PD-L1 3HA| H1, H6 2 H100] YEF ZF241S oA|etE AS A3}
T 4% 7A€ 3-PD-L1 3A) H100] NK AE Z21S A stE AL EA| ST,

= 5% AR &-PD-L1 &) He 2 H10°] A2 &8s g 7]a, vhgAd HET Fwko] NK A2l A

il
o
i

Wi

T 6 thEAStE SO FH el el edel] the -PD-L1 FA H6 B H109] &S =A|TCh

T 7 F-PD-L1 @A G127t FE oFE wAo® A PD-LIE EdAIAE CHO AlEe Alx zwd Agshs
e Y8 BC50 AIE A3 frAESH Ao Axg =A%t

% 82 F-PD-L1 &4 G127} [Ny 2 FE® BS-2 Wi ¢ AZe AT Fde vx oF wWaos ZAghstol
ES-2 Wi oFF Al AellAe] PD-L1 Bde s S7M7I= A Sk B0 Alx 25 FAE54 243
o Asg E/\]ﬁhi}.

%= 9% F-PD-L1 A G12el o7k CHO A3 el d@de 3 PD-L13} 23 13 PD-1 Abe]o] o289

Zperol digk 1050 HlolE]E EAlgHT).

T 102 HEF g7y MEzddae HEF o digk A anE Bty A% £F "= 9hg(mixed
lymphocyte reaction)(MLR)S EA]3tch.  IL-2 #H]= 3-PD-L1 A7 =Y Ao &4 = FA skl A
SAEAT. AR A= o)A JMAE FA MERHEE AR (in-house) S B3l 5%, olHdl 7MA|
H 3 10A5 % 12A4(Bristol-Myers/Medarex) ¢t Hluate] 7RAE G12 SAFTHORAIH ROl FxaA] Fo|
E3he = vl= 58 =9 2009/0055944%) .

T o11e YE T 5] AE AelAe] vrdy d-PD-L1 Aol ©F PD-L1/PD-1 A= kel anE 95357
e =3 "2 9k (MLR) o] o] &% 74E TAE, IFN-y EH]E @-PD-L1 Q17 mnFayd aae] Ei)
T RAE A AU, AFEE A= o) MAE A ADRRE AR ARG B 55, o
WAlE &A 10A5(Bristol- Myers/Medarex) v sl MAE G12 A G IAU L] Fx2 A B E3y
= v 53 &9 2009/0055944% FE).

125 X a37] AE delAe] F-PD-L1 Ao o3 fxg o] sk Ao avs Hristr] 98l
&gk YIS HES(MLR) O] o] 8¥ AL =AS. T AE 2435 -PD-L1 A3 RxFEd Ao E4 B
Astell Al SAEAT. AREE FA= o] JHAE FA MARFEH AR AES Fa3l F5E, ol dl A
akA 10A5 12A4(Br1stol—Myers/Medarex)9]— Hluate] MAE G12 A QTHINAIU&o] HxZA] Ed
= e 53 E¢ 2009/0055944% ) .

DT
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—
w

o
[H

T 537 AE Aol d-PD-L1 dAld 23 "= FAo] 3k FA o] ayE Hrslr] 9l
J%( MLR)©] o] &8 AL =Nz, T AE &A43= 3F-PD-L1 ¢l 3} x

o rlor
)
o rlo
[kl
{J

)

g il
AEATE. AFEE A= oldel AR A AERFE A WS
}A) 10A5(Brlsto -Myers-Squibb/Medarex) % YW243.55570(Roche/Genentech) e} ®] L
RSAL, RA3, RC5, SHIE2, SHIE4, SHIBI1, 2 SHICS8O|ATHUHAU&o] Fx=A R Totd=, = =3 =
¥ 2009/0055944% % v 53] & US 2010/02030563%.) .

i,
>
ol
ol
2
R
\1,

F
o°1'

T e HET g7 AxoAY Hx g4 figh IdA e arE % % s
LA, L2 BulE &3-PD-L1 Q3 RxFEd A9 &4 EE TZHOMW ZAHJT. A" FAE
ojFel JiAlE A AERFE A AZE FI F5E, oldd siAE A 10A5(Bristol-Myers-
Squibb/Medarex) = YW243.55S70(Roche/Genentech) £} v]alsled 7§A] % H6BIL, RSA1, RA3, RC5, SH1E2, SH1E4,
SH1B11, % SHIC8OIAUTH(MAIW-&o] FE=ZA B X3E=, v 53 =Y 2009/00559445 9 w]= 55
=9 US 2010/0203056%.) .

= 156 "I 5] AEeAe] vde #F-PD-L1 Al ¢3¢k PD-L1/PD-1 A= 2t
“ot FX G WES(MLR)o] o]8¥ RS Z=AIETH.  IFN-y #4H]+= $-PD-L1 217+ E'_J_%E
Astell A SAEAT. AR FAE o] el AR FA AIETH AR YA
# 3] 10A5(Bristol-Myers-Squibb/Medarex) 3 YW243.55570(Roche/Genentech)
RSA1, RA3, RC5, SHI1E2, SH1E4, SH1B11, ¥ SHIC8o]ATH(ZRAIW&o] FHZx=A Y
A 2009/0055944% 9 ml=r 53] &9 US 2010/0203056%) .

C o
o
fol
i
[t
: jines
olN
ol
N
do
%

S ru

3}of 7HA]%1 H6BIL,

Sk
of Z¢AE, NF 58 &

s}

Wy A7 Hek FAF g
AT A9

= g o] J|AlE SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11,
SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 23, SEQ ID NO.
25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID NO. 37, SEQ ID
NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ ID NO. 51, SEQ
ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63, SEQ ID NO. 65,
SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO. 77, SEQ ID NO.
79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID NO. 91, SEQ ID
NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103, SEQ ID NO. 105,
SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID NO. 117, SEQ ID
NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO. 129, SEQ ID NO.
131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141, SEQ ID NO. 143,
SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID NO. 155, SEQ ID
NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO. 167, SEQ ID NO.
169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179, SEQ ID NO. 181,
SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID NO. 193, SEQ ID
NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO. 205, SEQ ID NO.
207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217, SEQ ID NO. 219,
SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID NO. 231, SEQ ID
NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, ¥ o]E¢] X} EZ FHH T2
2 AEE opnmal A Aol 956 LT T 7P =Ml 449, 2 SEQ ID NO. 2, SEQ ID NO. 4,
SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18,
SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO.
32, SEQ ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ ID NO. 44, SEQ ID
NO. 46, SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56, SEQ ID NO. 58, SEQ
ID NO. 60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO. 70, SEQ ID NO. 72,
SEQ ID NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID NO. 84, SEQ ID NO.
86, SEQ ID NO. 83, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ ID NO. 98, SEQ ID
NO. 100, SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO. 110, SEQ ID NO.
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112, SEQ ID NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122, SEQ ID NO. 124,
SEQ ID NO. 126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID NO. 136, SEQ ID
NO. 138, SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO. 148, SEQ ID NO.
150, SEQ ID NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160, SEQ ID NO. 162,
SEQ ID NO. 164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID NO. 174, SEQ ID
NO. 176, SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO. 186, SEQ ID NO.
188, SEQ ID NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198, SEQ ID NO. 200,
SEQ ID NO. 202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID NO. 212, SEQ ID
NO. 214, SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO. 224, SEQ ID NO.
226, SEQ ID NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236, SEQ ID NO. 238,
SEQ ID NO. 240, SEQ ID NO. 242, 2 o]E9] %3IER FAHE FozHE Ay oluwit AEa AHolx 95%
L s) P mejel AEe zhe, 10 M EE 7 vvke] A :spgow PD-L1 oI e AjteE 16
o] & A FAE AT, wiEHSAE, & QA dAE FH L A B EFE /Y, 4]
A= SEQ ID NO. 1/SEQ ID NO. 2 (¥olM Esez F¥), SEQ ID NO. 3/SEQ ID NO. 4 (ElolA E7=

, SEQ ID NO. 5/SEQ ID NO. 6 (ZlA E9= A¥), SEQ ID NO. 7/SEQ ID NO. 8 (A E11=
, SEQ ID NO. 9/SEQ ID NO. 10 (¢4 F1=2 <AgH), SEQ ID NO. 11/SEQ ID NO. 12 (£ F4= A
, SEQ ID NO. 13/SEQ ID NO. 14 (¥l F7= <133), SEQ ID NO. 15/SEQ ID NO. 16 (¥dolA F8= <
, SEQ ID NO. 17/SEQ ID NO. 18 (fdellA F112 AF%), SEQ ID NO. 19/SEQ ID NO. 20 (oA G4=
, SEQ ID NO. 21/SEQ ID NO. 22 (delA G9Z A3¥), SEQ ID NO. 23/SEQ ID NO. 24 (dfdellA] G11
SEQ ID NO. 25/SEQ ID NO. 26 (&eollA G122 Ag), SEQ ID NO. 27/SEQ ID NO. 28 (E-olA
, SEQ ID NO. 29/SEQ ID NO. 30 (¥lolx H3= %), SEQ ID NO. 31/SEQ ID NO. 32 (E-ellA
, SEQ ID NO. 33/SEQ ID NO. 34 (oA H5= AwH), SEQ ID NO. 35/SEQ ID NO. 36 (EolA
H6o 2 1), SEQ ID NO. 37/SEQ ID NO. 38 (ZLollA H10©o=Z A3¥), SEQ ID NO. 39/SEQ ID NO. 40 (&
doll A H122 AF%), SEQ ID NO. 41/SEQ ID NO. 42 (E9olA PDL-D2& 15%), SEQ ID NO. 43/SEQ ID NO.
44 (F-LollA PDL-DI1E A5¥), SEQ ID NO. 45/SEQ ID NO. 46 (¥4 PDL-HIE &%), SEQ ID NO.
47/SEQ ID NO. 48 (¥-9olA RB4E %), SEQ ID NO. 49/SEQ ID NO. 50 (ELolA RB11E %), SEQ ID
NO. 51/SEQ ID NO. 52 (¥4 RC5E 5% ), SEQ ID NO. 53/SEQ ID NO. 54 (E-olA RF5&E A+4%), SEQ
ID NO. 55/SEQ ID NO. 56 (E-olA RGIZ <15%), SEQ ID NO. 57/SEQ ID NO. 58 (EolA RDIZ AFH),
SEQ ID NO. 59/SEQ ID NO. 60 (¥9ollA RF11Z ¢134), SEQ ID NO. 61/SEQ ID NO. 62 (¥olA RHIIE AF
), SEQ ID NO. 63/SEQ ID NO. 64 (ollx RD9Z <A¥), SEQ ID NO. 65/SEQ ID NO. 66 (o] RE10S
2 Ag3), SEQ ID NO. 67/SEQ ID NO. 68 (oA RAZCZ AFH), SEQ ID NO. 69/SEQ ID NO. 70 (-4
A RG1eZ F%), SEQ ID NO. 71/SEQ ID NO. 72 (<94 RB1eZ AFH), SEQ ID NO. 73/SEQ ID NO. 74
(EQollA RG7TE AF%H), SEQ ID NO. 75/SEQ ID NO. 76 (ELelA RA6CE AF%), SEQ ID NO. 77/SEQ ID
NO. 78 (E-9ollA RASE %), SEQ ID NO. 79/SEQ ID NO. 80 (E-ollA RA9E AF%), SEQ ID NO. 81/SEQ
ID NO. 82 (¥olA RB5SZ ¢1&%), SEQ ID NO. 83/SEQ ID NO. 84 (EejAl RBS= &%), SEQ ID NO.
85/SEQ ID NO. 86 (¥-ellA RC8E AF¥), SEQ ID NO. 87/SEQ ID NO. 88 (¥-ojlA RC102.Z AFH), SEQ
ID NO. 89/SEQ ID NO. 90 (¥-olA RD2= <¢15-%), SEQ ID NO. 91/SEQ ID NO. 92 (EolA RES=E FH),
SEQ ID NO. 93/SEQ ID NO. 94 (Eolx RE9Z 3H), SEQ ID NO. 95/SEQ ID NO. 96 (#LoA RG12E AF
=), SEQ ID NO. 97/SEQ ID NO. 98 (& RSAlS= AFHE), SEQ ID NO. 99/SEQ ID NO. 100 (oA
R2A7E A5%¥), SEQ ID NO. 101/SEQ ID NO. 102 (¥-ollA R2B12=2 %), SEQ ID NO. 103/SEQ ID NO. 104
(EQollA R209Z A1F%), SEQ ID NO. 105/SEQ ID NO. 106 (¥4 R2D5E %), SEQ ID NO. 107/SEQ ID
NO. 108 (#olx R2D7E AF%), SEQ ID NO. 109/SEQ ID NO. 110 (¥-ollA R2F42 AF%), SEQ ID NO.
111/SEQ ID NO. 112 (¥-9ellA R2A100.2 AF3), SEQ ID NO. 113/SEQ ID NO. 114 (¥2-9ojA R2E2E AFH),
SEQ ID NO. 115/SEQ ID NO. 116 (o4 R3B8Z A3H), SEQ ID NO. 117/SEQ ID NO. 118 (E¢lelA] R3C3Z
AFH), SEQ ID NO. 119/SEQ ID NO. 120 (2-LollA R3EIZ AFH), SEQ ID NO. 121/SEQ ID NO. 122 (&
Al R3E10S.2 1F%), SEQ ID NO. 123/SEQ ID NO. 124 (E-olA R3F7= <1F%), SEQ ID NO. 125/SEQ ID NO.
126 (#o A RF10L.2 AF¥), SEQ ID NO. 127/SEQ ID NO. 128 (o)A R4B10L.2 AAF¥), SEQ ID NO.
129/SEQ ID NO. 130 (¥4 R4HIE A5%), SEQ ID NO. 131/SEQ ID NO. 132 (E-ollA R4AIIE AFHE),
SEQ ID NO. 133/SEQ ID NO. 134 (o4 R3D2E A3H), SEQ ID NO. 135/SEQ ID NO. 136 (i¢lollA] RSB3Z
AFH), SEQ ID NO. 137/SEQ ID NO. 138 (oA SHIAIQZ 21F%¥), SEQ ID NO. 139/SEQ ID NO. 140 (¥
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o4 SHIB7B(K)Z A7), SEQ ID NO. 141/SEQ ID NO. 142 (EelA SHIC1Z A%), SEQ ID NO. 143/SEQ
ID NO. 144 (E-lollA SHIC8Z AF%), SEQ ID NO. 145/SEQ ID NO. 146 (EelA SHIEI0C.E2 AFE), SEQ
ID NO. 147/SEQ ID NO. 148 (EelA] SHIE2= <A3%¥), SEQ ID NO. 149/SEQ ID NO. 150 (el SH1A9=
F%), SEQ ID NO. 151/SEQ ID NO. 152 (¥-9l1olA4 SHIBI1= ¢1F%), SEQ ID NO. 153/SEQ ID NO. 154 (&L
2] SHIE4Z A5¥), SEQ ID NO. 155/SEQ ID NO. 156 (EellA SHIB3Z A3 ), SEQ ID NO. 157/SEQ ID NO.
158 (£l A SHIDIS.Z <5%), SEQ ID NO. 159/SEQ ID NO. 160 (¥E9elA SHID2Z A3H), SEQ ID NO.
161/SEQ ID NO. 162 (E-olA SHIDI2E <¢1F%8), SEQ ID NO. 163/SEQ ID NO. 164 (ElolA SHIEIZ AFH),
SEQ ID NO. 165/SEQ ID NO. 166 (&€ellA] SHIG9ZE <1w%), SEQ ID NO. 167/SEQ ID NO. 168 (&<l SH1ALl
2 Aw¥), SEQ ID NO. 169/SEQ ID NO. 170 (E9elA SHIC2= <AF%¥), SEQ ID NO. 171/SEQ ID NO. 172 (3
Qo)A SHIG8=E <1F%), SEQ ID NO. 173/SEQ ID NO. 174 (¥-LolA SHIH2E AF¥), SEQ ID NO. 175/SEQ ID
NO. 176 (#-LellA] SHIBI0C.Z 1% ), SEQ ID NO. 177/SEQ ID NO. 178 (#-LoA] SHIB7A(L) & d549), SEQ
ID NO. 179/SEQ ID NO. 180(&ElollA SHIE6C = <1F%), SEQ ID NO. 181/SEQ ID NO. 182 (¥¢lell4 SHIC11=
AF%), SEQ ID NO. 183/SEQ ID NO. 184 (¥-ollA SHIA2Z 215%), SEQ ID NO. 185/SEQ ID NO. 186 (-4
A SHIB1Z 919%), SEQ ID NO. 187/SEQ ID NO. 188 (¥l ReB2Z <l+%), SEQ ID NO. 189/SEQ ID NO.
190 (2ol R6B7Z AF4¥), SEQ ID NO. 191/SEQ ID NO. 192 (E<olA R6B11Z <JIFH), SEQ ID NO.
193/SEQ ID NO. 194 (¥-QollA R6DIZ %), SEQ ID NO. 195/SEQ ID NO. 196 (oA R6C8Z AF4H),
SEQ ID NO. 197/SEQ ID NO. 198 (EollA RIG8= A=), SEQ ID NO. 199/SEQ ID NO. 200 (¢lellA R7D1S
2 A5¥), SEQ ID NO. 201/SEQ ID NO. 202 (EolA R7D2E AF ), SEQ ID NO. 203/SEQ ID NO. 204 (£
oAl R7TE7Z 3% ), SEQ ID NO. 205/SEQ ID NO. 206 (EelA R7F2&2 <AF%), SEQ ID NO. 207/SEQ ID NO.
208 (oA R7TF7Z A5¥), SEQ ID NO. 209/SEQ ID NO. 210 (EeA R9H2ZE <AFE), SEQ ID NO.
211/SEQ ID NO. 212 (¥-YollA RoH6C.Z ¢13%), SEQ ID NO. 213/SEQ ID NO. 214 (¥l A HEBILE AFH),
SEQ ID NO. 215/SEQ ID NO. 216 (EollA HeA1SZ AFH), SEQ ID NO. 217/SEQ ID NO. 218 (el HEB1
o5 A¥¥), SEQ ID NO. 219/SEQ ID NO. 220 (oA H6B2= <AF4H), SEQ ID NO. 221/SEQ ID NO. 222 (&
QoA HI9CE A5398), SEQ ID NO. 223/SEQ ID NO. 224 (ELelA HI110DE AF9), SEQ ID NO. 225/SEQ ID
NO. 226 (EolA HIIFZ <3%), SEQ ID NO. 227/SEQ ID NO. 228 (¥-eoflA HIC1Z <), SEQ ID NO.
229/SEQ ID NO. 230 (¥-%1oA GPGIA2= <¢13%), SEQ ID NO. 231/SEQ ID NO. 232 (E-ol A GPGGSZ AFH),
SEQ ID NO. 233/SEQ ID NO. 234 (EHolA GPGGl0CZ AFH), SEQ ID NO. 235/SEQ ID NO. 236 (E-LelA
GPGH7= A3%¥), SEQ ID NO. 237/SEQ ID NO. 238 (&E9olA GPGHI0S.= A55%), SEQ ID NO. 239/SEQ ID NO.
240 (oA GPGHI1E AFE), SEQ ID NO. 241/SEQ ID NO. 242 (¥-olA GPGHIOPE AF%), % o529 %
FER Y ToRRy d¥d T/ 7hE B AEs et

o o] JiAlE FHEFEH b =del 9 B AHESEH 7P =ddl 49E ZE= Fab ¢ 1
A GHE AFs, A7) Fab & €1zt &4 @S SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO.
7, SEQ ID NO. 9, SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO.
21, SEQ ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID
NO. 35, SEQ ID NO. 37, SEQ ID NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ
ID NO. 49, SEQ ID NO. 51, SEQ ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61,
SEQ ID NO. 63, SEQ ID NO. 65, SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO.
75, SEQ ID NO. 77, SEQ ID NO. 79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID
NO. 89, SEQ ID NO. 91, SEQ ID NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ
ID NO. 103, SEQ ID NO. 105, SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO.
115, SEQ ID NO. 117, SEQ ID NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127,
SEQ ID NO. 129, SEQ ID NO. 131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID
NO. 141, SEQ ID NO. 143, SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO.
153, SEQ ID NO. 155, SEQ ID NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165,
SEQ ID NO. 167, SEQ ID NO. 169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID
NO. 179, SEQ ID NO. 181, SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO.
191, SEQ ID NO. 193, SEQ ID NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203,
SEQ ID NO. 205, SEQ ID NO. 207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID
NO. 217, SEQ ID NO. 219, SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO.
229, SEQ ID NO. 231, SEQ ID NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241,
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4 o5 ZFER FAHE o2 HE AgH oAt AEF Hojk 95% TL F4 b v AME, ¥
SEQ ID NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14,
SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO.
28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID
NO. 42, SEQ ID NO. 44, SEQ ID NO. 46, SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ
ID NO. 56, SEQ ID NO. 58, SEQ ID NO. 60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68,
SEQ ID NO. 70, SEQ ID NO. 72, SEQ ID NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO.
82, SEQ ID NO. 84, SEQ ID NO. 86, SEQ ID NO. 88, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID
NO. 96, SEQ ID NO. 98, SEQ ID NO. 100, SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108,
SEQ ID NO. 110, SEQ ID NO. 112, SEQ ID NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID
NO. 122, SEQ ID NO. 124, SEQ ID NO. 126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO.
134, SEQ ID NO. 136, SEQ ID NO. 138, SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146,
SEQ ID NO. 148, SEQ ID NO. 150, SEQ ID NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID
NO. 160, SEQ ID NO. 162, SEQ ID NO. 164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO.
172, SEQ ID NO. 174, SEQ ID NO. 176, SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184,
SEQ ID NO. 186, SEQ ID NO. 188, SEQ ID NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID
NO. 198, SEQ ID NO. 200, SEQ ID NO. 202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO.
210, SEQ ID NO. 212, SEQ ID NO. 214, SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222,
SEQ ID NO. 224, SEQ ID NO. 226, SEQ ID NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID
NO. 236, SEQ ID NO. 238, SEQ ID NO. 240, SEQ ID NO. 242, % o]lE¢] %XgE7 FAH TOoZHFE Agd o}
uxit T Hojm 956 IS A s Z=del S etk v EAE, & A3 A Fab @A
A 7k =del o9 2 A shE =gl 99 B EFE 7AW, 4] dAlE SEQ 1D NO. 1/SEQ ID NO. 2,
SEQ ID NO. 3/SEQ ID NO. 4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID

NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

10, SEQ ID NO. 11/SEQ ID NO.
17/SEQ ID NO. 18, SEQ ID NO.
24, SEQ ID NO. 25/SEQ ID NO.
31/SEQ ID NO. 32, SEQ ID NO.
38, SEQ ID NO. 39/SEQ ID NO.
45/SEQ ID NO. 46, SEQ ID NO.
52, SEQ ID NO. 53/SEQ ID NO.
59/SEQ 1D NO. 60, SEQ ID NO.
66, SEQ ID NO. 67/SEQ ID NO.
73/SEQ 1D NO. 74, SEQ ID NO.
80, SEQ ID NO. 81/SEQ ID NO.

12, SEQ ID NO.

19/SEQ ID NO.

26, SEQ ID NO.

33/SEQ ID NO.

40, SEQ ID NO.

47/SEQ ID NO.

54, SEQ ID NO.

61/SEQ ID NO.

68, SEQ ID NO.

75/SEQ ID NO.

82, SEQ ID NO.

13/SEQ ID NO.

20, SEQ ID NO.

27/SEQ 1D NO.

34, SEQ ID NO.

41/SEQ ID NO.

48, SEQ ID NO.

55/SEQ ID NO.

62, SEQ ID NO.

69/SEQ ID NO.

76, SEQ ID NO.

83/SEQ ID NO.

14, SEQ ID NO.
21/SEQ ID NO.
28, SEQ ID NO.
35/SEQ 1D NO.
42, SEQ ID NO.
49/SEQ ID NO.
56, SEQ ID NO.
63/SEQ ID NO.
70, SEQ ID NO.
77/SEQ ID NO.
84, SEQ ID NO.

15/SEQ ID NO. 16, SEQ
22, SEQ ID NO. 23/SEQ
29/SEQ ID NO. 30, SEQ
36, SEQ ID NO. 37/SEQ
43/SEQ ID NO. 44, SEQ
50, SEQ ID NO. 51/SEQ
57/SEQ ID NO. 58, SEQ
64, SEQ ID NO. 65/SEQ
71/SEQ ID NO. 72, SEQ
78, SEQ ID NO. 79/SEQ
85/SEQ ID NO. 86, SEQ

ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID

NO. 87/SEQ ID NO. 88, SEQ ID NO. 89/SEQ ID NO. 90, SEQ ID NO. 91/SEQ ID NO. 92, SEQ ID NO. 93/SEQ ID
NO. 94, SEQ ID NO. 95/SEQ ID NO. 96, SEQ ID NO. 97/SEQ ID NO. 98, SEQ ID NO. 99/SEQ ID NO. 100, SEQ ID
NO. 101/SEQ ID NO. 102, SEQ ID NO. 103/SEQ ID NO. 104, SEQ ID NO. 105/SEQ ID NO. 106, SEQ ID NO.
107/SEQ ID NO. 108, SEQ ID NO. 109/SEQ ID NO. 110, SEQ ID NO. 111/SEQ ID NO. 112, SEQ ID NO. 113/SEQ
ID NO. 114, SEQ ID NO. 115/SEQ ID NO. 116, SEQ ID NO. 117/SEQ ID NO. 118, SEQ ID NO. 119/SEQ ID NO.
120, SEQ ID NO. 121/SEQ ID NO. 122, SEQ ID NO. 123/SEQ ID NO. 124, SEQ ID NO. 125/SEQ ID NO. 126, SEQ
ID NO. 127/SEQ ID NO. 128, SEQ ID NO. 129/SEQ ID NO. 130, SEQ ID NO. 131/SEQ ID NO. 132, SEQ ID NO.
133/SEQ ID NO. 134, SEQ ID NO. 135/SEQ ID NO. 136, SEQ ID NO. 137/SEQ ID NO. 138, SEQ ID NO. 139/SEQ
ID NO. 140, SEQ ID NO. 141/SEQ ID NO. 142, SEQ ID NO. 143/SEQ ID NO. 144, SEQ ID NO. 145/SEQ ID NO.
146, SEQ ID NO. 147/SEQ ID NO. 148, SEQ ID NO. 149/SEQ ID NO. 150, SEQ ID NO. 151/SEQ ID NO. 152, SEQ
ID NO. 153/SEQ ID NO. 154, SEQ ID NO. 155/SEQ ID NO. 156, SEQ ID NO. 157/SEQ ID NO. 158, SEQ ID NO.
159/SEQ ID NO. 160, SEQ ID NO. 161/SEQ ID NO. 162, SEQ ID NO. 163/SEQ ID NO. 164, SEQ ID NO. 165/SEQ
ID NO. 166, SEQ ID NO. 167/SEQ ID NO. 168, SEQ ID NO. 169/SEQ ID NO. 170, SEQ ID NO. 171/SEQ ID NO.
172, SEQ ID NO. 173/SEQ ID NO. 174, SEQ ID NO. 175/SEQ ID NO. 176, SEQ ID NO. 177/SEQ ID NO. 178, SEQ
ID NO. 179/SEQ ID NO. 180, SEQ ID NO. 181/SEQ ID NO. 182, SEQ ID NO. 183/SEQ ID NO. 184, SEQ ID NO.
185/SEQ ID NO. 186, SEQ ID NO. 187/SEQ ID NO. 188, SEQ ID NO. 189/SEQ ID NO. 190, SEQ ID NO. 191/SEQ

ID NO. 192, SEQ ID NO. 193/SEQ ID NO. 194, SEQ ID NO. 195/SEQ ID NO. 196, SEQ ID NO. 197/SEQ ID NO.
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198, SEQ ID NO. 199/SEQ ID NO. 200, SEQ ID NO. 201/SEQ ID NO. 202, SEQ ID NO. 203/SEQ ID NO. 204, SEQ
ID NO. 205/SEQ ID NO. 206, SEQ ID NO. 207/SEQ ID NO. 208, SEQ ID NO. 209/SEQ ID NO. 210, SEQ ID NO.
211/SEQ ID NO. 212, SEQ ID NO. 213/SEQ ID NO. 214, SEQ ID NO. 215/SEQ ID NO. 216, SEQ ID NO. 217/SEQ
ID NO. 218, SEQ ID NO. 219/SEQ ID NO. 220, SEQ ID NO. 221/SEQ ID NO. 222, SEQ ID NO. 223/SEQ ID NO.
224, SEQ ID NO. 225/SEQ ID NO. 226, SEQ ID NO. 227/SEQ ID NO. 228, SEQ ID NO. 229/SEQ ID NO. 230, SEQ
ID NO. 231/SEQ ID NO. 232, SEQ ID NO. 233/SEQ ID NO. 234, SEQ ID NO. 235/SEQ ID NO. 236, SEQ ID NO.
237/SEQ ID NO. 238, SEQ ID NO. 239/SEQ ID NO. 240, SEQ ID NO. 241/SEQ ID NO. 242, ¥ o]E9 XHE=
TR ToRRE AU F4/420 Y =gl A et

2

= THEFEH P =<l AAZTEH 7 Eddl 99 2 T 2 A M =
98 Adste HEE IAE Z2E ddd A FAE AT, Y] ddd Az A= SEQ 1D NO.
1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO.
15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID
NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID NO. 37, SEQ ID NO. 39, SEQ ID NO. 41, SEQ
ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ ID NO. 51, SEQ ID NO. 53, SEQ ID NO. 55,
SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63, SEQ ID NO. 65, SEQ ID NO. 67, SEQ ID NO.
69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO. 77, SEQ ID NO. 79, SEQ ID NO. 81, SEQ ID
NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID NO. 91, SEQ ID NO. 93, SEQ ID NO. 95, SEQ
ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103, SEQ ID NO. 105, SEQ ID NO. 107, SEQ ID NO.
109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID NO. 117, SEQ ID NO. 119, SEQ ID NO. 121,
SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO. 129, SEQ ID NO. 131, SEQ ID NO. 133, SEQ ID
NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141, SEQ ID NO. 143, SEQ ID NO. 145, SEQ ID NO.
147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID NO. 155, SEQ ID NO. 157, SEQ ID NO. 159,
SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO. 167, SEQ ID NO. 169, SEQ ID NO. 171, SEQ ID
NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179, SEQ ID NO. 181, SEQ ID NO. 183, SEQ ID NO.
185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID NO. 193, SEQ ID NO. 195, SEQ ID NO. 197,
SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO. 205, SEQ ID NO. 207, SEQ ID NO. 209, SEQ ID
NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217, SEQ ID NO. 219, SEQ ID NO. 221, SEQ ID NO.
223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID NO. 231, SEQ ID NO. 233, SEQ ID NO. 235,
SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, ¥ o]E9 === FAY TozNH Aed olmial A
a7 Aolx 95% wUg T 7HH =wd AE, 2 SEQ ID NO. 2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO.
8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID
NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ ID NO. 32, SEQ ID NO. 34, SEQ
ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ ID NO. 44, SEQ ID NO. 46, SEQ ID NO. 48,
SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56, SEQ ID NO. 58, SEQ ID NO. 60, SEQ ID NO.
62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO. 70, SEQ ID NO. 72, SEQ ID NO. 74, SEQ ID
NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID NO. 84, SEQ ID NO. 86, SEQ ID NO. 88, SEQ
ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ ID NO. 98, SEQ ID NO. 100, SEQ ID NO. 102,
SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO. 110, SEQ ID NO. 112, SEQ ID NO. 114, SEQ ID
NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122, SEQ ID NO. 124, SEQ ID NO. 126, SEQ ID NO.
128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID NO. 136, SEQ ID NO. 138, SEQ ID NO. 140,
SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO. 148, SEQ ID NO. 150, SEQ ID NO. 152, SEQ ID
NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160, SEQ ID NO. 162, SEQ ID NO. 164, SEQ ID NO.
166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID NO. 174, SEQ ID NO. 176, SEQ ID NO. 178,
SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO. 186, SEQ ID NO. 188, SEQ ID NO. 190, SEQ ID
NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198, SEQ ID NO. 200, SEQ ID NO. 202, SEQ ID NO.
204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID NO. 212, SEQ ID NO. 214, SEQ ID NO. 216,
SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO. 224, SEQ ID NO. 226, SEQ ID NO. 228, SEQ ID
NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236, SEQ ID NO. 238, SEQ ID NO. 240, SEQ ID NO.
242, @ olE9] ZFIEFZ TAHHE TOoTHE HMEHE oluxAit AdF) Hojx 954 FASH A spA Tl Ad
S Zerh, e EHAlE, & QA gl dAle 4 M =ded 99 2 A b T 9o E BT

4
ez}
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2 7Y, A7) ddd oA 217k A= SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID NO. 3/SEQ ID NO. 4, SEQ ID
NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 10, SEQ ID NO. 11/SEQ ID NO.

12, SEQ ID NO. 13/SEQ ID NO.
19/SEQ ID NO. 20, SEQ ID NO.
26, SEQ ID NO. 27/SEQ ID NO.
33/SEQ ID NO. 34, SEQ ID NO.
40, SEQ ID NO. 41/SEQ ID NO.
47/SEQ 1D NO. 48, SEQ ID NO.
54, SEQ ID NO. 55/SEQ ID NO.
61/SEQ ID NO. 62, SEQ ID NO.
68, SEQ ID NO. 69/SEQ ID NO.
75/SEQ ID NO. 76, SEQ ID NO.
82, SEQ ID NO. 83/SEQ ID NO.
89/SEQ ID NO. 90, SEQ ID NO.

14, SEQ ID NO.

21/SEQ 1D NO.

28, SEQ 1D NO.

35/SEQ 1D NO.

42, SEQ ID NO.

49/SEQ 1D NO.

56, SEQ ID NO.

63/SEQ 1D NO.

70, SEQ ID NO.

77/SEQ 1D NO.

84, SEQ ID NO.

91/SEQ 1D NO.

15/SEQ ID NO.
22, SEQ ID NO.
29/SEQ 1D NO.
36, SEQ ID NO.
43/SEQ 1D NO.
50, SEQ ID NO.
57/SEQ ID NO.
64, SEQ ID NO.
71/SEQ ID NO.
78, SEQ ID NO.
85/SEQ ID NO.
92, SEQ ID NO.

16, SEQ ID NO.
23/SEQ 1D NO.
30, SEQ ID NO.
37/SEQ 1D NO.
44, SEQ ID NO.
51/SEQ ID NO.
58, SEQ ID NO.
65/SEQ 1D NO.
72, SEQ ID NO.
79/SEQ 1D NO.
86, SEQ ID NO.
93/SEQ 1D NO.

17/SEQ ID NO.

24, SEQ ID NO.

31/SEQ ID NO.

38, SEQ ID NO.

45/SEQ 1D NO.

52, SEQ ID NO.

59/SEQ ID NO.

66, SEQ ID NO.

73/SEQ 1D NO.

80, SEQ ID NO.

87/SEQ 1D NO.

94, SEQ ID NO.

18, SEQ
25/SEQ
32, SEQ
39/SEQ
46, SEQ
53/SEQ
60, SEQ
67/SEQ
74, SEQ
81/SEQ
88, SEQ
95/SEQ

ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

96, SEQ ID NO. 97/SEQ ID NO. 98, SEQ ID NO. 99/SEQ ID NO. 100, SEQ ID NO. 101/SEQ ID NO. 102, SEQ ID
NO. 103/SEQ ID NO. 104, SEQ ID NO. 105/SEQ ID NO. 106, SEQ ID NO. 107/SEQ ID NO. 108, SEQ ID NO.
109/SEQ ID NO. 110, SEQ ID NO. 111/SEQ ID NO. 112, SEQ ID NO. 113/SEQ ID NO. 114, SEQ ID NO. 115/SEQ
ID NO. 116, SEQ ID NO. 117/SEQ ID NO. 118, SEQ ID NO. 119/SEQ ID NO. 120, SEQ ID NO. 121/SEQ ID NO.
122, SEQ ID NO. 123/SEQ ID NO. 124, SEQ ID NO. 125/SEQ ID NO. 126, SEQ ID NO. 127/SEQ ID NO. 128, SEQ
ID NO. 129/SEQ ID NO. 130, SEQ ID NO. 131/SEQ ID NO. 132, SEQ ID NO. 133/SEQ ID NO. 134, SEQ ID NO.
135/SEQ ID NO. 136, SEQ ID NO. 137/SEQ ID NO. 138, SEQ ID NO. 139/SEQ ID NO. 140, SEQ ID NO. 141/SEQ
ID NO. 142, SEQ ID NO. 143/SEQ ID NO. 144, SEQ ID NO. 145/SEQ ID NO. 146, SEQ ID NO. 147/SEQ ID NO.
148, SEQ ID NO. 149/SEQ ID NO. 150, SEQ ID NO. 151/SEQ ID NO. 152, SEQ ID NO. 153/SEQ ID NO. 154, SEQ
ID NO. 155/SEQ ID NO. 156, SEQ ID NO. 157/SEQ ID NO. 158, SEQ ID NO. 159/SEQ ID NO. 160, SEQ ID NO.
161/SEQ ID NO. 162, SEQ ID NO. 163/SEQ ID NO. 164, SEQ ID NO. 165/SEQ ID NO. 166, SEQ ID NO. 167/SEQ
ID NO. 168, SEQ ID NO. 169/SEQ ID NO. 170, SEQ ID NO. 171/SEQ ID NO. 172, SEQ ID NO. 173/SEQ ID NO.
174, SEQ ID NO. 175/SEQ ID NO. 176, SEQ ID NO. 177/SEQ ID NO. 178, SEQ ID NO. 179/SEQ ID NO. 180, SEQ
ID NO. 181/SEQ ID NO. 182, SEQ ID NO. 183/SEQ ID NO. 184, SEQ ID NO. 185/SEQ ID NO. 186, SEQ ID NO.
187/SEQ ID NO. 188, SEQ ID NO. 189/SEQ ID NO. 190, SEQ ID NO. 191/SEQ ID NO. 192, SEQ ID NO. 193/SEQ
ID NO. 194, SEQ ID NO. 195/SEQ ID NO. 196, SEQ ID NO. 197/SEQ ID NO. 198, SEQ ID NO. 199/SEQ ID NO.
200, SEQ ID NO. 201/SEQ ID NO. 202, SEQ ID NO. 203/SEQ ID NO. 204, SEQ ID NO. 205/SEQ ID NO. 206, SEQ
ID NO. 207/SEQ ID NO. 208, SEQ ID NO. 209/SEQ ID NO. 210, SEQ ID NO. 211/SEQ ID NO. 212, SEQ ID NO.
213/SEQ ID NO. 214, SEQ ID NO. 215/SEQ ID NO. 216, SEQ ID NO. 217/SEQ ID NO. 218, SEQ ID NO. 219/SEQ
ID NO. 220, SEQ ID NO. 221/SEQ ID NO. 222, SEQ ID NO. 223/SEQ ID NO. 224, SEQ ID NO. 225/SEQ ID NO.
226, SEQ ID NO. 227/SEQ ID NO. 228, SEQ ID NO. 229/SEQ ID NO. 230, SEQ ID NO. 231/SEQ ID NO. 232, SEQ
ID NO. 233/SEQ ID NO. 234, SEQ ID NO. 235/SEQ ID NO. 236, SEQ ID NO. 237/SEQ ID NO. 238, SEQ ID NO.
239/SEQ ID NO. 240, SEQ ID NO. 241/SEQ ID NO. 242, ¥ ol5¢] %xgEE TAY FozRy Adux /7
A 7hA =AQl AES ZEer.

wowe) AN faZe PP-Ll FelWESE Folshs e Tk PUAY TfE
S

4y % AhEe AP RS P FAR AT, 7] FPLL B EE Mel A
[Sig t%] 755}41

A7) kA 917k 3A]E= SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID NO.
11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 23, SEQ ID
NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID NO. 37, SEQ
ID NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ ID NO. 51,
SEQ ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63, SEQ ID NO.
65, SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO. 77, SEQ ID
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NO. 79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID NO. 91, SEQ
ID NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103, SEQ ID NO.
105, SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID NO. 117,
SEQ ID NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO. 129, SEQ ID
NO. 131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141, SEQ ID NO.
143, SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID NO. 155,
SEQ ID NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO. 167, SEQ ID
NO. 169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179, SEQ ID NO.
181, SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID NO. 193,
SEQ ID NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO. 205, SEQ ID
NO. 207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217, SEQ ID NO.
219, SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID NO. 231,
SEQ ID NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, % olE9] Z3Ez
A FoRRE MEE ofniit My} Holm 95% FUI Ff b vl AE, = SEQ ID NO. 2, SEQ ID
NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID
NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ
ID NO. 32, SEQ ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ ID NO. 44,
SEQ ID NO. 46, SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56, SEQ ID NO.
58, SEQ ID NO. 60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO. 70, SEQ ID
NO. 72, SEQ ID NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID NO. 84, SEQ
ID NO. 86, SEQ ID NO. 88, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ ID NO. 98,
SEQ ID NO. 100, SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO. 110, SEQ ID
NO. 112, SEQ ID NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122, SEQ ID NO.
124, SEQ ID NO. 126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID NO. 136,
SEQ ID NO. 138, SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO. 148, SEQ ID
NO. 150, SEQ ID NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160, SEQ ID NO.
162, SEQ ID NO. 164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID NO. 174,
SEQ ID NO. 176, SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO. 186, SEQ ID
NO. 188, SEQ ID NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198, SEQ ID NO.
200, SEQ ID NO. 202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID NO. 212,
SEQ ID NO. 214, SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO. 224, SEQ ID
NO. 226, SEQ ID NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236, SEQ ID NO.
238, SEQ ID NO. 240, SEQ ID NO. 242, % o]lE¢] %X3gER FAH FoiHE Add opn|ial g3 Hojx
95% TUS A 71 =HQl AES Za;

’37] Fab €+ <1ZF &A whH-& SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9,
SEQ ID NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO.
23, SEQ ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID
NO. 37, SEQ ID NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ
ID NO. 51, SEQ ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63,
SEQ ID NO. 65, SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO.
77, SEQ ID NO. 79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID
NO. 91, SEQ ID NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103,
SEQ ID NO. 105, SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID
NO. 117, SEQ ID NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO.
129, SEQ ID NO. 131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141,
SEQ ID NO. 143, SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID
NO. 155, SEQ ID NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO.
167, SEQ ID NO. 169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179,
SEQ ID NO. 181, SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID
NO. 193, SEQ ID NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO.
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205, SEQ ID NO. 207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217,
SEQ ID NO. 219, SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID
NO. 231, SEQ ID NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, ¥ o]&9] %
T Y ToRNE AddYd opnmal A Aol 95% FAI T 7 =wql A<, B SEQ ID NO.
2, SEQ ID NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO.
16, SEQ ID NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID
NO. 30, SEQ ID NO. 32, SEQ ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ
ID NO. 44, SEQ ID NO. 46, SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56,
SEQ ID NO. 58, SEQ ID NO. 60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO.
70, SEQ ID NO. 72, SEQ ID NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID
NO. 84, SEQ ID NO. 86, SEQ ID NO. 88, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ
ID NO. 98, SEQ ID NO. 100, SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO.
110, SEQ ID NO. 112, SEQ ID NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122,
SEQ ID NO. 124, SEQ ID NO. 126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID
NO. 136, SEQ ID NO. 138, SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO.
148, SEQ ID NO. 150, SEQ ID NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160,
SEQ ID NO. 162, SEQ ID NO. 164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID
NO. 174, SEQ ID NO. 176, SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO.
186, SEQ ID NO. 188, SEQ ID NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198,
SEQ ID NO. 200, SEQ ID NO. 202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID
NO. 212, SEQ ID NO. 214, SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO.
224, SEQ ID NO. 226, SEQ ID NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236,
SEQ ID NO. 238, SEQ ID NO. 240, SEQ ID NO. 242, % ©o|5°] XFEE F4H TOoZFEH e ofn| it A
At Aol 95% LT A 7hd =rl)l MES 2L

7] @da) olzk &A= SEQ ID NO. 1, SEQ ID NO. 3, SEQ ID NO. 5, SEQ ID NO. 7, SEQ ID NO. 9, SEQ ID
NO. 11, SEQ ID NO. 13, SEQ ID NO. 15, SEQ ID NO. 17, SEQ ID NO. 19, SEQ ID NO. 21, SEQ ID NO. 23, SEQ
ID NO. 25, SEQ ID NO. 27, SEQ ID NO. 29, SEQ ID NO. 31, SEQ ID NO. 33, SEQ ID NO. 35, SEQ ID NO. 37,
SEQ ID NO. 39, SEQ ID NO. 41, SEQ ID NO. 43, SEQ ID NO. 45, SEQ ID NO. 47, SEQ ID NO. 49, SEQ ID NO.
51, SEQ ID NO. 53, SEQ ID NO. 55, SEQ ID NO. 57, SEQ ID NO. 59, SEQ ID NO. 61, SEQ ID NO. 63, SEQ ID
NO. 65, SEQ ID NO. 67, SEQ ID NO. 69, SEQ ID NO. 71, SEQ ID NO. 73, SEQ ID NO. 75, SEQ ID NO. 77, SEQ
ID NO. 79, SEQ ID NO. 81, SEQ ID NO. 83, SEQ ID NO. 85, SEQ ID NO. 87, SEQ ID NO. 89, SEQ ID NO. 91,
SEQ ID NO. 93, SEQ ID NO. 95, SEQ ID NO. 97, SEQ ID NO. 99, SEQ ID NO. 101, SEQ ID NO. 103, SEQ ID NO.
105, SEQ ID NO. 107, SEQ ID NO. 109, SEQ ID NO. 111, SEQ ID NO. 113, SEQ ID NO. 115, SEQ ID NO. 117,
SEQ ID NO. 119, SEQ ID NO. 121, SEQ ID NO. 123, SEQ ID NO. 125, SEQ ID NO. 127, SEQ ID NO. 129, SEQ ID
NO. 131, SEQ ID NO. 133, SEQ ID NO. 135, SEQ ID NO. 137, SEQ ID NO. 139, SEQ ID NO. 141, SEQ ID NO.
143, SEQ ID NO. 145, SEQ ID NO. 147, SEQ ID NO. 149, SEQ ID NO. 151, SEQ ID NO. 153, SEQ ID NO. 155,
SEQ ID NO. 157, SEQ ID NO. 159, SEQ ID NO. 161, SEQ ID NO. 163, SEQ ID NO. 165, SEQ ID NO. 167, SEQ ID
NO. 169, SEQ ID NO. 171, SEQ ID NO. 173, SEQ ID NO. 175, SEQ ID NO. 177, SEQ ID NO. 179, SEQ ID NO.
181, SEQ ID NO. 183, SEQ ID NO. 185, SEQ ID NO. 187, SEQ ID NO. 189, SEQ ID NO. 191, SEQ ID NO. 193,
SEQ ID NO. 195, SEQ ID NO. 197, SEQ ID NO. 199, SEQ ID NO. 201, SEQ ID NO. 203, SEQ ID NO. 205, SEQ ID
NO. 207, SEQ ID NO. 209, SEQ ID NO. 211, SEQ ID NO. 213, SEQ ID NO. 215, SEQ ID NO. 217, SEQ ID NO.
219, SEQ ID NO. 221, SEQ ID NO. 223, SEQ ID NO. 225, SEQ ID NO. 227, SEQ ID NO. 229, SEQ ID NO. 231,
SEQ ID NO. 233, SEQ ID NO. 235, SEQ ID NO. 237, SEQ ID NO. 239, SEQ ID NO. 241, % o]E9] Z3E=z
A FoRRE AuE ofniit Ady} Hom 95% FUI F b =l AE, 2 SEQ 1D NO. 2, SEQ ID
NO. 4, SEQ ID NO. 6, SEQ ID NO. 8, SEQ ID NO. 10, SEQ ID NO. 12, SEQ ID NO. 14, SEQ ID NO. 16, SEQ ID
NO. 18, SEQ ID NO. 20, SEQ ID NO. 22, SEQ ID NO. 24, SEQ ID NO. 26, SEQ ID NO. 28, SEQ ID NO. 30, SEQ
ID NO. 32, SEQ ID NO. 34, SEQ ID NO. 36, SEQ ID NO. 38, SEQ ID NO. 40, SEQ ID NO. 42, SEQ ID NO. 44,
SEQ ID NO. 46, SEQ ID NO. 48, SEQ ID NO. 50, SEQ ID NO. 52, SEQ ID NO. 54, SEQ ID NO. 56, SEQ ID NO.
58, SEQ ID NO. 60, SEQ ID NO. 62, SEQ ID NO. 64, SEQ ID NO. 66, SEQ ID NO. 68, SEQ ID NO. 70, SEQ ID
NO. 72, SEQ ID NO. 74, SEQ ID NO. 76, SEQ ID NO. 78, SEQ ID NO. 80, SEQ ID NO. 82, SEQ ID NO. 84, SEQ
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ID NO. 86, SEQ ID NO. 88, SEQ ID NO. 90, SEQ ID NO. 92, SEQ ID NO. 94, SEQ ID NO. 96, SEQ ID NO. 98,
SEQ ID NO. 100, SEQ ID NO. 102, SEQ ID NO. 104, SEQ ID NO. 106, SEQ ID NO. 108, SEQ ID NO. 110, SEQ ID
NO. 112, SEQ ID NO. 114, SEQ ID NO. 116, SEQ ID NO. 118, SEQ ID NO. 120, SEQ ID NO. 122, SEQ ID NO.
124, SEQ ID NO. 126, SEQ ID NO. 128, SEQ ID NO. 130, SEQ ID NO. 132, SEQ ID NO. 134, SEQ ID NO. 136,
SEQ ID NO. 138, SEQ ID NO. 140, SEQ ID NO. 142, SEQ ID NO. 144, SEQ ID NO. 146, SEQ ID NO. 148, SEQ ID
NO. 150, SEQ ID NO. 152, SEQ ID NO. 154, SEQ ID NO. 156, SEQ ID NO. 158, SEQ ID NO. 160, SEQ ID NO.
162, SEQ ID NO. 164, SEQ ID NO. 166, SEQ ID NO. 168, SEQ ID NO. 170, SEQ ID NO. 172, SEQ ID NO. 174,
SEQ ID NO. 176, SEQ ID NO. 178, SEQ ID NO. 180, SEQ ID NO. 182, SEQ ID NO. 184, SEQ ID NO. 186, SEQ ID
NO. 188, SEQ ID NO. 190, SEQ ID NO. 192, SEQ ID NO. 194, SEQ ID NO. 196, SEQ ID NO. 198, SEQ ID NO.
200, SEQ ID NO. 202, SEQ ID NO. 204, SEQ ID NO. 206, SEQ ID NO. 208, SEQ ID NO. 210, SEQ ID NO. 212,
SEQ ID NO. 214, SEQ ID NO. 216, SEQ ID NO. 218, SEQ ID NO. 220, SEQ ID NO. 222, SEQ ID NO. 224, SEQ ID
NO. 226, SEQ ID NO. 228, SEQ ID NO. 230, SEQ ID NO. 232, SEQ ID NO. 234, SEQ ID NO. 236, SEQ ID NO.

238, SEQ ID NO. 240, SEQ ID NO. 242, % ¢]5¢] ZXFERE FAH woRHE ey ofveil Ndn Aol
95% AR B 7P mvldl MEE Zten

shgr el =,

ID NO. 3/SEQ ID NO. 4, SEQ ID NO. 5/SEQ ID

10, SEQ ID NO.

17/SEQ ID NO.

24, SEQ ID NO.

31/SEQ ID NO.

38, SEQ ID NO.

45/SEQ 1D NO.

52, SEQ ID NO.

59/SEQ 1D NO.

66, SEQ ID NO.

73/SEQ 1D NO.

80, SEQ ID NO.

87/SEQ ID NO.

11/SEQ ID NO.
18, SEQ ID NO.
25/SEQ 1D NO.
32, SEQ ID NO.
39/SEQ 1D NO.
46, SEQ ID NO.
53/SEQ 1D NO.
60, SEQ ID NO.
67/SEQ 1D NO.
74, SEQ ID NO.
81/SEQ ID NO.
88, SEQ ID NO.

12, SEQ ID NO.

19/SEQ ID NO.

26, SEQ ID NO.

33/SEQ 1D NO.

40, SEQ ID NO.

47/SEQ 1D NO.

54, SEQ ID NO.

61/SEQ ID NO.

68, SEQ ID NO.

75/SEQ 1D NO.

82, SEQ ID NO.

89/SEQ ID NO.

4 /A A= T 2 A = 2FE 7,

NO. 6, SEQ ID
13/SEQ ID NO.

20, SEQ ID NO.

27/SEQ 1D NO.

34, SEQ ID NO.

41/SEQ 1D NO.

48, SEQ ID NO.

55/SEQ ID NO.

62, SEQ ID NO.

69/SEQ 1D NO.

76, SEQ ID NO.

83/SEQ ID NO.

90, SEQ ID NO.

’$7] A= SEQ ID NO. 1/SEQ ID NO.

NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ

14, SEQ ID NO.
21/SEQ ID NO.
28, SEQ ID NO.
35/SEQ 1D NO.
42, SEQ ID NO.
49/SEQ 1D NO.
56, SEQ ID NO.
63/SEQ ID NO.
70, SEQ ID NO.
77/SEQ 1D NO.
84, SEQ ID NO.
91/SEQ ID NO.

15/SEQ ID NO. 16, SEQ
22, SEQ ID NO. 23/SEQ
29/SEQ ID NO. 30, SEQ
36, SEQ ID NO. 37/SEQ
43/SEQ ID NO. 44, SEQ
50, SEQ ID NO. 51/SEQ
57/SEQ ID NO. 58, SEQ
64, SEQ ID NO. 65/SEQ
71/SEQ ID NO. 72, SEQ
78, SEQ ID NO. 79/SEQ
85/SEQ ID NO. 86, SEQ
92, SEQ ID NO. 93/SEQ

2,
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID

SEQ
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

94, SEQ ID NO. 95/SEQ ID NO. 96, SEQ ID NO. 97/SEQ ID NO. 98, SEQ ID NO. 99/SEQ ID NO. 100, SEQ ID NO.
101/SEQ ID NO. 102, SEQ ID NO. 103/SEQ ID NO. 104, SEQ ID NO. 105/SEQ ID NO. 106, SEQ ID NO. 107/SEQ
ID NO. 108, SEQ ID NO. 109/SEQ ID NO. 110, SEQ ID NO. 111/SEQ ID NO. 112, SEQ ID NO. 113/SEQ ID NO.
114, SEQ ID NO. 115/SEQ ID NO. 116, SEQ ID NO. 117/SEQ ID NO. 118, SEQ ID NO. 119/SEQ ID NO. 120, SEQ
ID NO. 121/SEQ ID NO. 122, SEQ ID NO. 123/SEQ ID NO. 124, SEQ ID NO. 125/SEQ ID NO. 126, SEQ ID NO.
127/SEQ ID NO. 128, SEQ ID NO. 129/SEQ ID NO. 130, SEQ ID NO. 131/SEQ ID NO. 132, SEQ ID NO. 133/SEQ
ID NO. 134, SEQ ID NO. 135/SEQ ID NO. 136, SEQ ID NO. 137/SEQ ID NO. 138, SEQ ID NO. 139/SEQ ID NO.
140, SEQ ID NO. 141/SEQ ID NO. 142, SEQ ID NO. 143/SEQ ID NO. 144, SEQ ID NO. 145/SEQ ID NO. 146, SEQ
ID NO. 147/SEQ ID NO. 148, SEQ ID NO. 149/SEQ ID NO. 150, SEQ ID NO. 151/SEQ ID NO. 152, SEQ ID NO.
153/SEQ ID NO. 154, SEQ ID NO. 155/SEQ ID NO. 156, SEQ ID NO. 157/SEQ ID NO. 158, SEQ ID NO. 159/SEQ
ID NO. 160, SEQ ID NO. 161/SEQ ID NO. 162, SEQ ID NO. 163/SEQ ID NO. 164, SEQ ID NO. 165/SEQ ID NO.
166, SEQ ID NO. 167/SEQ ID NO. 168, SEQ ID NO. 169/SEQ ID NO. 170, SEQ ID NO. 171/SEQ ID NO. 172, SEQ
ID NO. 173/SEQ ID NO. 174, SEQ ID NO. 175/SEQ ID NO. 176, SEQ ID NO. 177/SEQ ID NO. 178, SEQ ID NO.
179/SEQ ID NO. 180, SEQ ID NO. 181/SEQ ID NO. 182, SEQ ID NO. 183/SEQ ID NO. 184, SEQ ID NO. 185/SEQ
ID NO. 186, SEQ ID NO. 187/SEQ ID NO. 188, SEQ ID NO. 189/SEQ ID NO. 190, SEQ ID NO. 191/SEQ ID NO.
192, SEQ ID NO. 193/SEQ ID NO. 194, SEQ ID NO. 195/SEQ ID NO. 196, SEQ ID NO. 197/SEQ ID NO. 198, SEQ
ID NO. 199/SEQ ID NO. 200, SEQ ID NO. 201/SEQ ID NO. 202, SEQ ID NO. 203/SEQ ID NO. 204, SEQ ID NO.
205/SEQ ID NO. 206, SEQ ID NO. 207/SEQ ID NO. 208, SEQ ID NO. 209/SEQ ID NO. 210, SEQ ID NO. 211/SEQ
ID NO. 212, SEQ ID NO. 213/SEQ ID NO. 214, SEQ ID NO. 215/SEQ ID NO. 216, SEQ ID NO. 217/SEQ ID NO.
218, SEQ ID NO. 219/SEQ ID NO. 220, SEQ ID NO. 221/SEQ ID NO. 222, SEQ ID NO. 223/SEQ ID NO. 224, SEQ
ID NO. 225/SEQ ID NO. 226, SEQ ID NO. 227/SEQ ID NO. 228, SEQ ID NO. 229/SEQ ID NO. 230, SEQ ID NO.
231/SEQ ID NO. 232, SEQ ID NO. 233/SEQ ID NO. 234, SEQ ID NO. 235/SEQ ID NO. 236, SEQ ID NO. 237/SEQ
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ID NO. 238, SEQ ID NO. 239/SEQ ID NO. 240, SEQ ID NO. 241/SEQ ID NO. 242, % o]5¢] x¥E& FAH +
oBRE Aug FH/AM 7P Tdd MES Zet, wEEEAE, & Q3 A Fab @S S 7MW
Lol d 2 A U =ddd 99 & EFE 7AW, A7) A= SEQ ID NO. 1/SEQ ID NO. 2, SEQ ID
NO. 3/SEQ ID NO. 4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO. 9/SEQ ID NO. 10,
SEQ ID NO. 11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID NO. 16, SEQ ID NO.
17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 21/SEQ ID NO. 22, SEQ ID NO. 23/SEQ ID NO.
24, SEQ 1D NO. 25/SEQ ID NO. 26, SEQ ID NO. 27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO. 30, SEQ ID NO.
31/SEQ ID NO. 32, SEQ ID NO. 33/SEQ ID NO. 34, SEQ ID NO. 35/SEQ ID NO. 36, SEQ ID NO. 37/SEQ ID NO.
38, SEQ ID NO. 39/SEQ ID NO. 40, SEQ ID NO. 41/SEQ ID NO. 42, SEQ ID NO. 43/SEQ ID NO. 44, SEQ ID NO.
45/SEQ ID NO. 46, SEQ ID NO. 47/SEQ ID NO. 48, SEQ ID NO. 49/SEQ ID NO. 50, SEQ ID NO. 51/SEQ ID NO.
52, SEQ ID NO. 53/SEQ ID NO. 54, SEQ ID NO. 55/SEQ ID NO. 56, SEQ ID NO. 57/SEQ ID NO. 58, SEQ ID NO.
59/SEQ ID NO. 60, SEQ ID NO. 61/SEQ ID NO. 62, SEQ ID NO. 63/SEQ ID NO. 64, SEQ ID NO. 65/SEQ ID NO.
66, SEQ ID NO. 67/SEQ ID NO. 68, SEQ ID NO. 69/SEQ ID NO. 70, SEQ ID NO. 71/SEQ ID NO. 72, SEQ ID NO.
73/SEQ 1D NO. 74, SEQ ID NO. 75/SEQ ID NO. 76, SEQ ID NO. 77/SEQ ID NO. 78, SEQ ID NO. 79/SEQ ID NO.
80, SEQ ID NO. 81/SEQ ID NO. 82, SEQ ID NO. 83/SEQ ID NO. 84, SEQ ID NO. 85/SEQ ID NO. 86, SEQ ID NO.
87/SEQ 1D NO. 88, SEQ ID NO. 89/SEQ ID NO. 90, SEQ ID NO. 91/SEQ ID NO. 92, SEQ ID NO. 93/SEQ ID NO.
94, SEQ ID NO. 95/SEQ ID NO. 96, SEQ ID NO. 97/SEQ ID NO. 98, SEQ ID NO. 99/SEQ ID NO. 100, SEQ ID NO.
101/SEQ ID NO. 102, SEQ ID NO. 103/SEQ ID NO. 104, SEQ ID NO. 105/SEQ ID NO. 106, SEQ ID NO. 107/SEQ
ID NO. 108, SEQ ID NO. 109/SEQ ID NO. 110, SEQ ID NO. 111/SEQ ID NO. 112, SEQ ID NO. 113/SEQ ID NO.
114, SEQ ID NO. 115/SEQ ID NO. 116, SEQ ID NO. 117/SEQ ID NO. 118, SEQ ID NO. 119/SEQ ID NO. 120, SEQ
ID NO. 121/SEQ ID NO. 122, SEQ ID NO. 123/SEQ ID NO. 124, SEQ ID NO. 125/SEQ ID NO. 126, SEQ ID NO.
127/SEQ ID NO. 128, SEQ ID NO. 129/SEQ ID NO. 130, SEQ ID NO. 131/SEQ ID NO. 132, SEQ ID NO. 133/SEQ
ID NO. 134, SEQ ID NO. 135/SEQ ID NO. 136, SEQ ID NO. 137/SEQ ID NO. 138, SEQ ID NO. 139/SEQ ID NO.
140, SEQ ID NO. 141/SEQ ID NO. 142, SEQ ID NO. 143/SEQ ID NO. 144, SEQ ID NO. 145/SEQ ID NO. 146, SEQ
ID NO. 147/SEQ ID NO. 148, SEQ ID NO. 149/SEQ ID NO. 150, SEQ ID NO. 151/SEQ ID NO. 152, SEQ ID NO.
153/SEQ ID NO. 154, SEQ ID NO. 155/SEQ ID NO. 156, SEQ ID NO. 157/SEQ ID NO. 158, SEQ ID NO. 159/SEQ
ID NO. 160, SEQ ID NO. 161/SEQ ID NO. 162, SEQ ID NO. 163/SEQ ID NO. 164, SEQ ID NO. 165/SEQ ID NO.
166, SEQ ID NO. 167/SEQ ID NO. 168, SEQ ID NO. 169/SEQ ID NO. 170, SEQ ID NO. 171/SEQ ID NO. 172, SEQ
ID NO. 173/SEQ ID NO. 174, SEQ ID NO. 175/SEQ ID NO. 176, SEQ ID NO. 177/SEQ ID NO. 178, SEQ ID NO.
179/SEQ ID NO. 180, SEQ ID NO. 181/SEQ ID NO. 182, SEQ ID NO. 183/SEQ ID NO. 184, SEQ ID NO. 185/SEQ
ID NO. 186, SEQ ID NO. 187/SEQ ID NO. 188, SEQ ID NO. 189/SEQ ID NO. 190, SEQ ID NO. 191/SEQ ID NO.
192, SEQ ID NO. 193/SEQ ID NO. 194, SEQ ID NO. 195/SEQ ID NO. 196, SEQ ID NO. 197/SEQ ID NO. 198, SEQ
ID NO. 199/SEQ ID NO. 200, SEQ ID NO. 201/SEQ ID NO. 202, SEQ ID NO. 203/SEQ ID NO. 204, SEQ ID NO.
205/SEQ ID NO. 206, SEQ ID NO. 207/SEQ ID NO. 208, SEQ ID NO. 209/SEQ ID NO. 210, SEQ ID NO. 211/SEQ
ID NO. 212, SEQ ID NO. 213/SEQ ID NO. 214, SEQ ID NO. 215/SEQ ID NO. 216, SEQ ID NO. 217/SEQ ID NO.
218, SEQ ID NO. 219/SEQ ID NO. 220, SEQ ID NO. 221/SEQ ID NO. 222, SEQ ID NO. 223/SEQ ID NO. 224, SEQ
ID NO. 225/SEQ ID NO. 226, SEQ ID NO. 227/SEQ ID NO. 228, SEQ ID NO. 229/SEQ ID NO. 230, SEQ ID NO.
231/SEQ ID NO. 232, SEQ ID NO. 233/SEQ ID NO. 234, SEQ ID NO. 235/SEQ ID NO. 236, SEQ ID NO. 237/SEQ
ID NO. 238, SEQ ID NO. 239/SEQ ID NO. 240, SEQ ID NO. 241/SEQ ID NO. 242, @ o]5¢] %3E= T4 +
ozRE AddE F4/734 b = H4ES et Al sAlE, 9 Q7 b9y dAE T o =
Hel @ = A VM =ddl 99 ' EEE KA, A7) gda $hd 17k &A= SEQ ID NO. 1/SEQ ID
NO. 2, SEQ ID NO. 3/SEQ ID NO. 4, SEQ ID NO. 5/SEQ ID NO. 6, SEQ ID NO. 7/SEQ ID NO. 8, SEQ ID NO.
9/SEQ ID NO. 10, SEQ ID NO. 11/SEQ ID NO. 12, SEQ ID NO. 13/SEQ ID NO. 14, SEQ ID NO. 15/SEQ ID NO.
16, SEQ ID NO. 17/SEQ ID NO. 18, SEQ ID NO. 19/SEQ ID NO. 20, SEQ ID NO. 21/SEQ ID NO. 22, SEQ ID NO.
23/SEQ ID NO. 24, SEQ ID NO. 25/SEQ ID NO. 26, SEQ ID NO. 27/SEQ ID NO. 28, SEQ ID NO. 29/SEQ ID NO.
30, SEQ ID NO. 31/SEQ ID NO. 32, SEQ ID NO. 33/SEQ ID NO. 34, SEQ ID NO. 35/SEQ ID NO. 36, SEQ ID NO.
37/SEQ ID NO. 38, SEQ ID NO. 39/SEQ ID NO. 40, SEQ ID NO. 41/SEQ ID NO. 42, SEQ ID NO. 43/SEQ ID NO.
44, SEQ 1D NO. 45/SEQ ID NO. 46, SEQ ID NO. 47/SEQ ID NO. 48, SEQ ID NO. 49/SEQ ID NO. 50, SEQ ID NO.
51/SEQ ID NO. 52, SEQ ID NO. 53/SEQ ID NO. 54, SEQ ID NO. 55/SEQ ID NO. 56, SEQ ID NO. 57/SEQ ID NO.
58, SEQ ID NO. 59/SEQ ID NO. 60, SEQ ID NO. 61/SEQ ID NO. 62, SEQ ID NO. 63/SEQ ID NO. 64, SEQ ID NO.
65/SEQ 1D NO. 66, SEQ ID NO. 67/SEQ ID NO. 68, SEQ ID NO. 69/SEQ ID NO. 70, SEQ ID NO. 71/SEQ ID NO.
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72, SEQ ID NO. 73/SEQ ID NO. 74, SEQ ID NO. 75/SEQ ID NO. 76, SEQ ID NO. 77/SEQ ID NO. 78, SEQ ID NO.
79/SEQ ID NO. 80, SEQ ID NO. 81/SEQ ID NO. 82, SEQ ID NO. 83/SEQ ID NO. 84, SEQ ID NO. 85/SEQ ID NO.
86, SEQ ID NO. 87/SEQ ID NO. 88, SEQ ID NO. 89/SEQ ID NO. 90, SEQ ID NO. 91/SEQ ID NO. 92, SEQ ID NO.
93/SEQ ID NO. 94, SEQ ID NO. 95/SEQ ID NO. 96, SEQ ID NO. 97/SEQ ID NO. 98, SEQ ID NO. 99/SEQ ID NO.
100, SEQ ID NO. 101/SEQ ID NO. 102, SEQ ID NO. 103/SEQ ID NO. 104, SEQ ID NO. 105/SEQ ID NO. 106, SEQ
ID NO. 107/SEQ ID NO. 108, SEQ ID NO. 109/SEQ ID NO. 110, SEQ ID NO. 111/SEQ ID NO. 112, SEQ ID NO.
113/SEQ ID NO. 114, SEQ ID NO. 115/SEQ ID NO. 116, SEQ ID NO. 117/SEQ ID NO. 118, SEQ ID NO. 119/SEQ
ID NO. 120, SEQ ID NO. 121/SEQ ID NO. 122, SEQ ID NO. 123/SEQ ID NO. 124, SEQ ID NO. 125/SEQ ID NO.
126, SEQ ID NO. 127/SEQ ID NO. 128, SEQ ID NO. 129/SEQ ID NO. 130, SEQ ID NO. 131/SEQ ID NO. 132, SEQ
ID NO. 133/SEQ ID NO. 134, SEQ ID NO. 135/SEQ ID NO. 136, SEQ ID NO. 137/SEQ ID NO. 138, SEQ ID NO.
139/SEQ ID NO. 140, SEQ ID NO. 141/SEQ ID NO. 142, SEQ ID NO. 143/SEQ ID NO. 144, SEQ ID NO. 145/SEQ
ID NO. 146, SEQ ID NO. 147/SEQ ID NO. 148, SEQ ID NO. 149/SEQ ID NO. 150, SEQ ID NO. 151/SEQ ID NO.
152, SEQ ID NO. 153/SEQ ID NO. 154, SEQ ID NO. 155/SEQ ID NO. 156, SEQ ID NO. 157/SEQ ID NO. 158, SEQ
ID NO. 159/SEQ ID NO. 160, SEQ ID NO. 161/SEQ ID NO. 162, SEQ ID NO. 163/SEQ ID NO. 164, SEQ ID NO.
165/SEQ ID NO. 166, SEQ ID NO. 167/SEQ ID NO. 168, SEQ ID NO. 169/SEQ ID NO. 170, SEQ ID NO. 171/SEQ
ID NO. 172, SEQ ID NO. 173/SEQ ID NO. 174, SEQ ID NO. 175/SEQ ID NO. 176, SEQ ID NO. 177/SEQ ID NO.
178, SEQ ID NO. 179/SEQ ID NO. 180, SEQ ID NO. 181/SEQ ID NO. 182, SEQ ID NO. 183/SEQ ID NO. 184, SEQ
ID NO. 185/SEQ ID NO. 186, SEQ ID NO. 187/SEQ ID NO. 1838, SEQ ID NO. 189/SEQ ID NO. 190, SEQ ID NO.
191/SEQ ID NO. 192, SEQ ID NO. 193/SEQ ID NO. 194, SEQ ID NO. 195/SEQ ID NO. 196, SEQ ID NO. 197/SEQ
ID NO. 198, SEQ ID NO. 199/SEQ ID NO. 200, SEQ ID NO. 201/SEQ ID NO. 202, SEQ ID NO. 203/SEQ ID NO.
204, SEQ ID NO. 205/SEQ ID NO. 206, SEQ ID NO. 207/SEQ ID NO. 208, SEQ ID NO. 209/SEQ ID NO. 210, SEQ
ID NO. 211/SEQ ID NO. 212, SEQ ID NO. 213/SEQ ID NO. 214, SEQ ID NO. 215/SEQ ID NO. 216, SEQ ID NO.
217/SEQ 1D NO. 218, SEQ ID NO. 219/SEQ ID NO. 220, SEQ ID NO. 221/SEQ ID NO. 222, SEQ ID NO. 223/SEQ
ID NO. 224, SEQ ID NO. 225/SEQ ID NO. 226, SEQ ID NO. 227/SEQ ID NO. 228, SEQ ID NO. 229/SEQ ID NO.
230, SEQ ID NO. 231/SEQ ID NO. 232, SEQ ID NO. 233/SEQ ID NO. 234, SEQ ID NO. 235/SEQ ID NO. 236, SEQ
ID NO. 237/SEQ ID NO. 238, SEQ ID NO. 239/SEQ ID NO. 240, SEQ ID NO. 241/SEQ ID NO. 242, 2 o]&9] %
FEE PAEE TerRE Adud FA/44 7 =l AEe et

M S, ARHE FAAT ERER Ge wad, AW, UL, AL, TEF, AARAT-FI O
FF, WAT NFY, BAE fo NP, T-AZ F WDY, B-AE fd 9TF, AL e FEF, 0
RAE o Y, 2 olEd xFow pHYE womRH Adud. wwdsls, AtWd AW E= 4%
B Age 4 AT 9%, 299 Bad ARy, BugsE, AAFWHEES, deldx g, FriEs w4
9, EwdY, A, 289, 9 9%y FAYeR P4E ToryE Newuy

(
~

" A vt e o] Ajtele Bt % YR I 2y FiEo] ddore] I A vzl A
S EFA& = dAFHE AYSESE e AAZE e ZYdYa FES ¥des dudolr. Il A
il o] o= A, A GH(dE B0, FA dd A FE), A F=A, 2 dA FAAE £Es
3+ Ast gl e oE Eof, o]2H (DR ExE (DR A =EAE zte tobd vz ~7&Es == oy AJE
=5 238 F . A7) 2AEEE, odE B, ¥ Zd 9N XY F2E AT Y EY
H EdWolE st FA-FH 2AEE BT ollg}, dF 5o, AAAFY THAE £dete A A4
2ANEEE ZFSY, oo AFHA= et dE E9, ¥ [Korndorfer et al., 2003, Proteins:

Structure, Function, and Bioinformatics, Volume 53, Issue 1:121-129; Roque et al., 2004, Biotechnol.
Prog. 20:639-654]& r=xstet.  mgh, JE= A REA('PANY) ¥ ofut AEZEEA FHEUA

(fibronection) A¥S o] &3l 34 RHAE 7|%xE 3 2MZ=7 AHLE 4 U,

dQ AY wude, dE Sol, A w4 MYIRRde] T2E A4 & At WAZRRA S AR ¥
Aolek, Al w4 AAIRRANA, 2z AFGAE FeRES ALY i) AW 4or THHM, 7
Zhe] e shubel ""(oF 25 kDa) 2 shvbel "FA"(SF 50-70 kD) ZEvh 2ol Ab&e] opvw-wg
PR Z9 QAE F2 GPs oF 100 A 10 EE 1 Ewte] opveite] A Qg @t %47
o Apzel AEEa-my FRe Evb) e FE dEse BW 998 AR, Q1 AdE sht me
B AR BREG. FA R, Qe Aok, 99, mt gUEoR RRHM, A9 ofolad (isotype)
27t Igh, 1gD, g6, Igh, 2 1B2 FATTH A 2 F A, /bE R W gL o 127 mE 0 %
se] obulwate] "J' ool o|a) AAY, FAE EF o 107] B 1 k3] opuledte] ') IS £
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sty dwkxlo=® | &3 [Fundamental Immunology Ch. 7 (Paul, W., ed., 2nd ed. Raven Press, N.Y.
(1989) [ (BE 544 dAugo] Fx=A X£FE)S %

azsteh. ztzkel A/ ge) b gele e
=

KR

T =
degrEde] 279 A% B8 2Es A A HeE 4T

kel

At A HYEEEY AFEY 7MY 9 ARG 44 99 e (REE AFHE 19 A7 g Hdd 9
3 ddd duHoz REd Zda 9 FR)Y wdgk dvk FxE vEhdth. N-EdoRRyE C-dde
2,744 2 4 & 5= =99 FR1, CDR1, FR2, CDR2, FR3, CDR3 % FR4Z ¥g3tc}. ZHzhe] mwolo g

o] ofn:abe] 4 H@[Sequences of Proteins of Immmnological Interest, 5 Ed., US Dept. of Health
and Human Services, PHS, NIH, NIH Publication no. 91-3242, 1991] Wj2] Alo]¥l 5 (Kabat et al.)2] 2ol
w2}, HWASZEY AREdA Y ofuxibe]  digk thE dW®E  A[~F2 IMGT.RTM. (international
ImMunoGeneTics information system; Lefranc et al, Dev. Comp. Immunol. 29:185-203; 2005) %!
AHo(Honegger and Pluckthun, J. Mol. Biol. 309(3):657-670; 2001)E 3 3&-3c}.

A= g FY B E Ze WAIFEREUS Tt 94 B 4T 2L TIYeRYEH 52 &
Ak, A7 FATE A AA HEEE A, o5 §A I Bl d& Azt g, A F
Aol AgtE AxES HE 54 FYo ug 5A A% &4S Z2E oF 105 vy AR PR Y] Alx
5 oy ge=e 3 GAld AEA 7= A e oS 54 A A4S 2t A9 vES T
4 4 vk, 7] AR AxE dAE TFT "SR AuE. 450l A AxES 5 dd
of et EA A3 A4S zk= <k 10%, 20%, 30%, 40%, 50%, 60%, 70%, 75%, 80%, 85%, 90%, 95%, 97%, 99%,
EE 99.9%9 FAZ 7449 5 U

"gA e 2] EAEA Ze 3 5F AT diE] 243 gA9 AAste 24 WHIEREY T ol g
A A% BRES ek, 3 2% RES Axg DNA Ve £ 2% dAY asd v ey Ead
o AAHE = k. Y AF FELS E3] Fab, Fab', F(ab'),, Fv, =H¢l 34 (dAbs), @ ARA 2A o

(COR) A, Tl FA(scFv), ZIWg A, dolulri(diabodies), Eotutt](triabodies),
=i %

E
%S Rolale] FRd RejIREAY Ao ARE 43

& AAH 270 Fab @S zt= o)7} whHo|a; Fd @ AL Vy 2 Gy =Wl zha; Fv 9 39 v
olet(arm)e] V, 2 Vy =WelS k3 dAb 9L vy TWel, v &

9#HS Zet(v]= E3] 6,846,6343; 6,696,245%, wWo &Y T/l WS 20/02025123; 2004/0202995% ;
2004/00382913% ; 2004/00095073.; 2003/0039958% , 2 Ward et al., Nature 341:544-546, 1989).

A A (scFv)= Vi 2 Vy GHo] FA(AE B0, ofmal @7]e] 4 M) E Bd dAH A58 &
W ALES PAsE Ao, Y] HAE oA AMEo] dEo® Al E9EH1 4 g A3 HHE Y
Asle= AL 7bsA 7)ol =838 At (dE 9], Bird et al., 1983, Science 242:423-26 and Huston et
al., 1988, Proc. Natl. Acad. Sci. USA 85:5879-83 #=). vUoluit)E 2709 ZEFEHE A1&S sl ol
7} Aol | 474 ZZte] ZEFEE AE2 Y AFE A 2719 =9l Aeld A& AT 7o UF
o}, Ztzke] mH|Qlo] T thE ZEME|= ALE Aol AuA Ty HS o|FEE 3= A o8 dZFH
Vg 2V, EHelSs z3etH(dE 5], Holliger et al., 1993, Proc. Natl. Acad. Sci. USA 90:6444-48, and

Poljak et al., 1994, Structure 2:1121-23 ZZ). Ttloluit]e] 2719 ZAE = Al&Eo] HU3 A5, o5
APPdo iy dAstE tlopultE 2719 FUS 9 A3 FAE M Aojth. Aold Ade ZeE EEF
A A, Eguid

= AEe 249 goldt 39 A PAE 2E tohitdE Azshedl AgE & Atk fAHL
2 HEels 47 37 2 ale] FeREE e TP, AL Fold At ) 2 9 @
A A% PAE 27 FYse FAol,

AzE dAe FrRd A% F9CR) R ZHAHT J(FR)S EA[Kabat et al. %7]; Lefranc et al., %
7] R/ Honegger and Pluckthun, 7)1l &3l 71A1E A|2ES o]&3sle] Feld &4 o). s} o)Ay
CDRe] o5& &9 Z3 dud=z Azxsr] f3 F/F4 £ HFFAR Fxb S8E 5 vk, I3d A%
Ao o 2 FYFEE AlEe dFE-EA (DR(E)S g 4= ALY, (R(E)S & o ZFEE 1E
of TFAoZ AAAL F YA, (R(E)S HlFFHe2 23hs 4= gry. (RS & A% T do] &4
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sol, FAD o8 Age= EAFe] FEeld. C¥E

rIUEE e 2719 iEP“E]‘: AEe] "FdAd HAE"E HFE ggugHE o] 83 GAP HF
E“J(GCG Wisconsin Package® €%, version 10.3 (Accelrys, San Diego, Calif.))S o]&3&le] L&
24 AA ",

|o] "EEwEULEHE", "SYIFEYULEE" @ " E HA AA JEuwdtH o= A§¥™, o] DNA

BA(E S0, cDNA EE #% RNA #2H(el & Eof, mRNA), FEHUSEE fAAE ol 83ty 4%

DNA HE= RNAS FAMAI(E Eo], HEE A 2 H]-2td B FIHLEHE §A), B o9 glolH=

Faheit, i Bale dd-vbg e olT-riad 5= vk, 3 pA|del A, gol it Ak
i |

= =1
A, EE oole B, FEA, FU EE WelAF dayshs

Fec
N

fu to o 50

(n
>
)

e old] Y E TR A4S AER EQAZIEd A8E o Aot W & fPe
S AR LAl F iz 49 iz WY o F b D Ak el Earsreld, o
U Hge) MEE voles WE(dE Sol, BAl 2% dEmulelex, offlmulole s 3 ojfl-7l ol
gz)eln], o}714 F7k DN ATTREL vrol s FAAe] £9E £ dvh. 54 e ofFe] EYHE %
F AL WA AF BAT 5 Arh(E Bol, Heleel Bal /1He TS Heel My % ouE Lh
2 E). ge MEGIE S0, d-dus EHET WE)} 7 Arze 294 £3 Axe faAz
EE, ool od) &% FAAS @A BAHG. 2@ vE = Aun ZehIderse BAL fud
G ool e @ fdeltt,
g

FEULHE AGe 24 Ade] HIULHE AD] WA(AS Fof, WA FF, AV, E )] JB
2 MAE Ao 28 Ade] "AF sbssA AATEY. "2E AD'e 4% sl ddse e wd
(o o), WAL £, AV], EE A FFS v Riolth. 2A ALL, oF o, 2AE 9
ol AR ole] Eag AT & AAL, st ool e BA(AlE Bol, 24 AY R/EE Yl AT
= EeMEE)e) 482 Fa old] ENE WAT F Avh. W AGe] ot Tz, A4 L e Bd
24 0a(dE Bof, JUUFTALY NS TPV 24 D) 37} o, oF Hol, ¥ [Goeddel,

1990, Gene Expressmn Technology: Methods in Enzymology 185, Academic Press, San Diego, Calif. and
Baron et al., 1995, Nucleic Acids Res. 23:3605-06]°l 7|4 = o] L

" ME"E WA, dF 5o, & w4 dis HdsES AMeE e AlEo] &3 AExe 994
E, & B9, E. ZYE colDY F AU, ol IAAE, odE 5o, GHE JAIPE(E 5o, &%
e UE ), AE AX(AE B9, @] = EvlE A& A¥), §& AX(dE 9, A3 AXE, 9%
o] A, AxE HE, HE AE, vl AE, B TF AE) e solrgend & dd. H5F AxY
diE dso] A AE C0S-7 AE(ATCC CRL 1651)(Gluzman et al., 1981, Cell 23:175 =), L A%, C127
A3, 3T3 AZ(ATCC CCL 163), =Folyz= 2y ¢ (CHO) M3 EEE 159 %A, dZ E°], Veggie CHO

W HA-n g Aol A AAAEE 3 A EF(Rasmussen et al., 1998, Cytotechnology 28:31 %) Wi
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DHFRo A AR A1l CHO A% DX-B11(Urlaub et al., 1980, Proc. Natl. Acad. Sci. USA 77:4216-20 %),
HeLa A3, BHK (ATCC CRL 10) MEF, o}=Zg 7} =M Pso] A MEF (VICZRE] f#%E CV1/EBNA AX
F (ATCC CCL 70)(McMahan et al., 1991, EMBO J. 10:2821 3zx), Q1zF mjo} A1 ME, o So], 293,293
EBNA B+ MSR 293, ﬂ?& Ey] M31 AE, 23F Colo205 AE, tE TR AEZF, A FulsA
S w2 RE fald AEF, I AQolAH, HL-60, U937, Hak T=& Jurkat Al

2, &5 AEe o)Fo] &5 AXdA wdd ZYHE E-<dEY ko=

[e) o] =

= — g il A
FAABHAL EAsNHE S Qe MgE AXolth. T ARF £F AL BANE o AN

= £

il
ofh
i)

N
et
)
of o

e Zsht, 24 AY
o 5% AEE EYEel, W AT s AANA Ye A5 AUWHE FEOZ 6% WA B A
29 4 Atk A7) §o] %% AEE 54 A AL Bwr ohieh 37 AZe) ZeA E: @AY Zz
AVE ekl Aol elslEtt. 53 wWPel, A% Fol, Bawe] wt #4 PO A th3

AT 5 o] MEd, 3] = A4 AL
s ool W9l el g

MRS, RSt TH5E e vad, 23, Y BE 0 4F ATE, F4F, ARAE-F7)
ONS <, WoT ey, B-AE Fu WY, T-AL fd 0, BAE fU 9EF, AL G YLE,
MR AE fe %, % olE9 2YEE FHY TomvE Adun

wrg o] JhAle] EEHEEE B 2okl exdE dole iE WS ol&stel AdE 4 du. @ dolA,

B
e Ee ZeREEE Amgehts A AD(E Sol, NS AT Fd UEel FYstu, BAS
z DI

, w3 [Mayfield et al., Proc. Natl. Acad. Sci. USA. 2003
100(2):438-42; Sinclair et al. Protein Expr. Purif. 2002 (1).96—105; Connell N D. Curr. Opin.
Biotechnol. 2001 12(5):446-9; Makrides et al. Microbiol. Rev. 1996 60(3):512-38; and Sharp et al.
Yeast. 1991 7(7):657-781% Zx3}e}.

Cl

AL Z2FS 3 Al Ve, dF Bo], FxEA B EIHE EI[Sambrook et al., Molecular
Cloning: A Laboratory Manual, Vols. 1-3, Cold Spring Harbor Laboratory Press, 2 ed., 1989, or F.
Ausubel et al., Current Protocols in Molecular Biology (Green Publishing and Wiley-Interscience: New
York, 1987)] ‘;‘ F714 dde]Eel 7ol vk, ZYFE=E daYsts DNAE Efss, Hloldx, e
2F FAARTE FAE AW A B 09 28 ok A% sl Addt. ] 28 axt A
A ZERE, A4E 2437 9% 999 4B NG, AT RN HnE 2F PAS A=Y NG, o
A4 g wele] RS 2dss NS TR BE BA 7R s HelnE SFelA HAlsh: H
9 BAA8TY ANE ek A8 §AA7) Foh waE,

¢

M

dAsted 82 ¢ e el fEe 9 Ha AEe 29 4 sl

A#F DNAE 3 dhulg s A

il )19 ol s|2Eld ElZ, FLAG B2, myc BJZL, HA B2, H& GST Bl1E 23shu, o]o] AlghE=A

= ger. gHgel, i, &5, 2 XfeE AX 559 F4 AHEsh] % 448 229 2 ud 9

= ¥3%[Cloning Vectors: A Laboratory Manual, (Elsevier, N.Y., 1985)]oA WA= 4= git}.

e AAlFo] &5 Mz A WS o)gst 5 MER EQEY. AVEE AE EERgols, FH|

F E=EFol=, ZE XAHoE, DEAE-YAER EE 2 EAS o]g3 EdAxAA; vAAEH

(microprojectile bombardment); ZZM; FE A (HEH7 FE4 AEAJ BH)E L, o] A=A
| flgh ok ol G okl FA|EHo] drt. A &5 Axe

Akt vl gols I 4 e I9 S §UIA, dF B9, E. F8 v v # A F(Bacillus spp)E
EZstolty, an, nghA A= AFFEulol M2~ (Saccharomyces) FOZHE Q] W, oE 5o, S. An]A

(S. cerevisiae)7} B3 ZE|FE| =] Aol AH8E o vk, g Lfees T 25 AX WG AlLF0
wk Az %‘ﬂ’f—i% G 717] 98] o]&d = ATk, FF AEA olFA T AAHS A% sF=u)
o] A[Luckow and Summers, (Bio/Technology, 6:47, 1988)] 7|&= o] A},

L‘i
>4
I
o
=
~
o)
=,
~
=
D)
>
[
nﬁ‘;
rlo
M
)
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At TRHEE 7 AEFT dF g ME, C0S-7 5ol A% MxE, V-1, L Al3E, C127, 313, zkoly=
MAE] WA (CHO), <17F wo} A1 A, Hela, 293, 2937, @ BHK AZFE z3act., AAE ZHFE ==
ANz dAs ddA 7] S A s5/9EH AlAgS wjdsto s Az, we AE8S 9, 24
of MAE e F7)9] B ZYFPE =T HEE fg viEAg WHoRA E. ZEdA ZdEHET. o|F, |
WAL wF vix] = AE FEEZFEH HAHG

ool MAE dide ek AX-H AlAES o]&ste] AdE F vk, AV HAS 3, IEHEHE=EE
dzgshs ik AldHY dAbol A mRNAE AAFAI7IE RS 7HsA stal, o)&EHw 54 MEZ-v3G Al=H
Y=, & o], LfHsE T G AX-HEF " Al2d 2= d9AE, oE 59, 2o Ax
-3 e ARl A o] mRNAS] A E-RsHr WS THe Al stes W ojof gt}

PD-L1-A% ZEHAE == =3 34 A (oS 5o, ¥31[Solid Phase Peptide Synthesis, 2nd ed., 1984,
The Pierce Chemical Co., Rockford, III.]ell 7]a1® HhHo| 23h)o] olaf AA=E 4= vk, vl gz ¥

P T3 shebA el ofal AdE o v

)

odgo) e ZYFE = dd glete] FofollA dwtxom FAE o] i &

sl AAE 5 Ak, vAIGAQ] dE FF, A28, 94 (salting out)(dE B, YEF MAIFE E=
w CJEE o]&3 4], ¥ilid, ¥4, zvHdy, S d=rtEdy], ol wd AZwE 1y,
24 AzntEady, FAY a2etEady, 9 azeEady), 4 oy, A £33

g = q
<
A

W ol

1y

=

azrtEads], A/19F, 9% o qele] 2L EFA. HA F, BeRe=
FAZ WD 5 JI/AAG, ol D FAL TYshY ol ARHAEL B G E
F Qelel wpgel ola) 38

£ Hol® 856 wetu, US mAHSE ol 5% wst, b kg
Holw og% wsth. wmol AW 24 @t wAe], BWESE ofRH YYB

S| =it

ZYFE =] WgS Wy

54 A, & aye] A3 ZYPEHEE MYS WIS FUE XFT 7 Adnk. dAAS HYgS o
A HEFE QA opMEst, wds), ADP-E|R A, fHHAEs, @3, t2Rds, R, HeEds ke
ZYFEE S B 274719 Hohs et AnEA, HEE 7heA ZEHEEE v-ob et 84,
A& 59, NA, g T @i, L E2HES T 5 9 Fste] v A e Pef= st o]t
Algat BololElE ZEHE = AFAClAA7 = Adsteltt.  AEAE RojojE= &= 9 dA wE
MAAZI= gk, mgk dd o] Jhedk AQAdS AT, Ed[Raju et al. Biochemistry. 2001 31;

S
40(30):8868-7615 =x3stet. ZERE =Y 71EAel gk 7] vl-opu|xA4t @49 a3 PD-L1 Ee= PD-1
1o 4g 9, oF 9, A T TF AT gt ole] A gzl s AlgE = 3

gt 54 A, B wie] A ZEFEI= wYgE e 2 dge] A ZPESE vjdEy
FHAA AAANTI= AL Eset. 3 BA FAdAA, FEA= T 535 4,640,835%; 4,496,689%;
4,301,144%; 4,670,4175; 4,791,192% HE 4,179,33750] 7119 #2219 Zgddd =8 ("PEG"), Z=

<
=299 222, £ FSA L0t

PEGE Aoz ol&7tsstAvt B wokel de 3AE el wat oddl ZEFe mel-/ SEgel
g3 AxE F AdE 584 FA o]t (Sandler and Karo, Polymer Synthesis, Academic Press, New York,
Vol. 3, pages 138-161). -8&o] "PEG":= PEGO] wetelxle] Wid] Hi= A7]9 A#glo] oo EZejoddl &
= BAE xetes AW AR, o= 8184 X—-0(CHCH0),-1CH,CHOH (Dol o8l d= 4 9lar,
@ Wy, & 5o, Gy EEelth. g FAA A, &
U o] PEGE 3 Wuo A Jlo|EEAl = HEAR FREHY, & XE H = CH;("HEA] PEG")olt}.  PEGE
A kgl "adAY, B4 384 FAHoRRE LA AY, Exte] FEES HH AZE YT Lo
ol F7} 3ty 7| I/ 4 Yok, mI, o]3 PEGE A AAEE s o]4el PEG HHE AE
S zte= PEGE thEoldt(multiarmed) T EX % PEGolth. EX % PEGE, o=

ox
N
Lot
%
1>
>
]

o
[N}
(]
=
>
[N}
w
o
(@]
e
K
<
s
jam]
t
s
)

Sof, FUAE, ALl E, U 220ES £PE O Felgze] Feloud SAlol=e] Frlo o
A AzE 5 A olE 5o}, 4okl EAH PEGE: AEPEeE L oA SAlolmRY AxE >
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ATE. BXH PEGE, dE So], EP-A 0 473 084 @ w3 E3] 5,0932,4625 9 7]AE o] dt}. PEGe 3 )
= grle dat oln 7S Ed) A4d" 2719 PEG =M (PEG2)E X3t} (Monfardini et al., Bioconjugate
Chem. 6 (1995) 62-69).

PIGE 9ol BAH0] Qoit, ., 9 okl A4 Wl wolt, sMuskd n3 Felwel=st APskE & g,

101" —

AE AR BAL wiste Ae ASoR JFHAL. ey pAddA, wsE i3 EeREss
4 Sl AUk, FI Ve £ A A2 welolH el e ATACIL ) YA
mek, 2ol Qe AdE oREs 548 2% B4-2% n3 ZelgEss A, 4] Fees
o 80 WA oF 15070¢] olulndbe 2 Tng Eelel R FHHOR AT PEG Wololelg Tk, 4]

n3 wolele] £2 g Aol shibi ®A Adel weleky, A7) 'n3 FeEEE 100 il wwke) KR EH
of A%et, EHEEANA 30 nl/hr/kg VI FasL AT PEG HololEle 9 Sold #Aus, «F

5ol Cys Wr)=e) Raol ela) "ng FelWelsel RaE & Qw, AV Gys Wle n3 EeWE =) N
]_

© mi N-wds b N-wde] wieh mie We-fa Zbe Abel, i Un3 ZelwEse) (-wd i -ud
3 7bg ke el wi we-fAb b Alolel 91A® = ATk Oys Wl E=@ O AA, 58 B
Al wolahA o £ F Qele] £xo] AW 4 itk PEG WololEl: w@ thE et oE ol of
=]
3w

Wo o] AFAeldel o)

FE = = awd 2o PEG AFAolAL dubkdow PEGY A3t 2 2 A A0 33 wA/HEE e

2o] @At PEG-FIHASl AEFHES s, A7 AT olFo] EAstE L 1A il /HE s
B -(Abuchowski et al., J. Biol. Chem., 252, 3571 (1977) and J. Biol. Chem., 252, 3582 (1977),
Zalipsky, et al., and Harris et. al., in: Poly(ethylene glycol) Chemistry: Bz’otechm’ca] and Biomedical
Applications; (J. M. Harris ed.) Plenum Press: New York, 1992; Chap.21 and 22 #%). PEG &AE 3
st A3t ZYHE =T Egk AFAlolAE gl AR FX|Fo] 9= WA, FAEE PEG A7 ARE g

o AFANAHA e Aow AFD & At Aol AA W

[UIM o&‘i
ot M

PEGS] T}ok3al Bx Az %‘EH, dE So], PD-L1-A4% ZANE =29 AFANHAE 9% ok 1,000 E=(Da) W
=] 100,000 Da(ne 20 WA 230090)2] PEGZF Aeld 4= v}, PEGAIA S WHE 9] "n"e] = dEoRZ 7|4
H EA Aol gk ZAA M. gAstE A Ao 23E B FAeF] PEGrF ofshd gxo A Aow
Az, webs, & FAdA, PEG Ak A A7 100,000 Dag EIeHA Gtk dE Sol, 3719

PEG #AF7F g7l F-2wan, o7]A Zhzte] PEG £A4H7F 12,000 Daol & w4 A (A7 ne oF 2709) &

2 A% @A el piGel AA BA AL oF 36,000 DaCAA ne oF 8209D)0lth. Aol 2AE PHGE] ¥
A RS w3 gk g A, dE Sof, ¥A el 3709 24 & 2709 PEG A= ZHE 5,000 Da(ZH7te]
n2 °F 109D 5 2lar, shube] PEG #4k= 12,000 Da(n oF 2709) Y 4= 2L

= wgel AjAel 54 FACelA, PD-L1 A S = 3904 ——C0-(CHy)—(0CHLH),——0R®] 3hHte] &
e F22=2) 7l eRAeR AdEy, 7] AeA, ZLCER =2212)7]9] —C0(F, 7t2Rd)=
& EYPE = obwy] T shupel obvl= AE @ASta, RE AT &olal, xv 2 EE 3olal, mE oF
450 WA oF 9500]aL, n H me AT EHE =T} Qle Aol £l oF 10 WA 40 kDao] ¥:=F A

geh. @ FAdN, A% ZREE9) YA -oluwer] 7 o] §7S(AG) ofu]wslolt},
A7 AFACIEw g 53| 8484 (11): P--NHCO--(CHy),—(OCH,CHy),——O0R (IDZ AAIE & dom, A7)
AN A=) o

Aol A, P Bl JAE A FLRHEE A(F, opvlw] = g8k (1Do]
AT A obwesl7t glg)elm, R AR @oli, xi 2 EE 30la, ne oF 450 WA °F 9500]3
A% FOREA e AFAGIES ATe] oF 10 A o 40 kDaol HES HeET. waeld A8He
mre] AIZE W WA orlE vk wie] MSlE owd FeolE AgEn], JASIAE PG 719 ¥

FHAAE, dE S0, ddstd A% Y= A ow AEE W, adE e Fo%
Aisfol digk WA, WL, 2 o8 aeAEs 7122 sko] PRGOl g AEe Ak A
o PEG B @A 545 A7 9T old &=

Reviews 100 91-114 (1993)]1% F+x3s}e}.
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& FAdA, PEG vk A ZEHEE e oinxy], dE S, gl vhEAI77] S8 E245E
9l tH(Bencham et al., Anal. Biochem., 131, 25 (1983); Veronese et al., Appl. Biochem., 11, 141 (1985).;
Zalipsky et al., Polymeric Drugs and Drug Delivery Systems, adrs 9-110 ACS Symposium Series 469
(1999); Zalipsky et al., Europ. Polym. J., 19, 1177-1183 (1983); Delgado et al., Biotechnology and
Applied Biochemistry, 12, 119-128 (1990)).

54 FAdNA, PEGY JtEHMC|E o ~H 2% PE-AY FPE= A

ok NN'-HA Aol 2 Bulo] E(DSC)= o Foll g7 o] 1A 7] m= Agt EiE s opvwr]el vk
2 5 ode g EF PEG-AAlelnd FtERUCES FAAI7I7] A8l PEGSFS] wbEelM AREE S k(v
53] 5,281,698% % 5,932,462% Fx). A HE9 HJ%OM L1'-(HulzEelEd) 72 R0 E
H-(2-d )7tz o] Ex= PEG-HIEED &Y (M= 53] 5,382,657
= 27 FAA717) Sl PEGS WHed 5 9l

¢

O
(

}oll we Hl olo i pob

)

Y3 ZagE = AAEE B Hoko] Wi wal, o Sof, A% ZeHE =g AdxHow A4S PG
So o] yE 4 Auh(FFAF: Shearwater Corp., USA, www.shearwatercorp.com). ¥ o] njghz 3t
PEG AloF2, d& £0], N-gto]=FA|A4lolnd 23] 0 ||o] E(PEG-SPA), F-Eloll o] E(PEG-SBA), PEG-214lo]
ng T2 QYolE il EXH N-Slo]=EAAMMoln= | o & S0, nPEG2-NHSo]tt(Monfardini et al.,
Bioconjugate Chem. 6 (1995) 62-69). 7] W2 As ZYRE|= gile f-opmer] = 29 ZfH=
o] N-t olHl7lel A #HAsIA717] 95 o]&=F F Urt.

T o2 FAdCA, PEG £k A ZHSEE Y dEs=drle AZEZHE ¢ th(Sartore et al.
Appl. Biochem. Biotechnol., 27, 45 (1991); Morpurgo et al., Biocon. Chem., 7, 363-368 (1996); Goodson
et al., Bio/Technology (1990) 8, 343; U.S. Patent 5,766,897). W= 53] 6,610,281% % 5,766,8973 0l
= Axsi=gTd AZHE 5 de AAH 9EEA PEG Fol 71AE e ).

=

PEG &27F 23 HeE| = Ao Al=Edl 7)ol AxAleldsE s 45 FAldelA, A=HRD A= A &
YE =l dial] Ak AlzEQD A7) vk, gE Ao, st ol el AlzHIQlD A= A e =
2 e Agdd.  AlzHRD A7lE 2N s 2 s 29 AER sdwert =9d ¢
ATk, o=, dE Bol, sk ol opnxAl VIS AlxEQoR EAMeIsAHoRA Idd F U
AlzEQD A2 EdWelstE AF v R oireAte A", Eded, detd B g e e =
et utgAs A=, AzEHRloR EdWolstE s e FU-=EHE Aot dak Y e v
& 7122 sto] 7)o g IS dSshr] A daglee 3 2okl g A E] giv. Ao,
A% et AAE L ddE = A VxR efo] zZYdeae] 24 2o Aea, ofd wek xu-

eEEE A7P7E AlEE A4S 19 7ls 29 EEFEEY ot IS Rlude sy o5d 5 v
(Himanen et al., Nature. (2001) 20-27; 414(6866):933-8 #=x). & FAdlA, A|=HQ F7]&= N-2d 2

P ZEE s =Y

[HEm G Em ole] A, H F g el A

5 A A, Adstd A% F -4 ofu| ko] obst olm|iy]e] FfHAo® F2E PEG WA
Egretrh. F9 Sold N-Idk A obvlshE &l [Pepinsky et al., (2001) JPET, 297, 10591, % w]=
3] 5,824,784%0] 71AE vk, ©E o] &TlsE I oI E 01%@ chul o] 3hel A OFULEEF% 4
PEG-Ld|slo]| =9 A2 v|= 53] 4,002,531%, A[Wieder et al., (1979) J. Biol. Chem. 254,12579],
& [Chamow et al., (1994) Bioconjugate Chem. 5, 13319 7]A= o] Qit}.

g2 FAdeA, ddstE 23 ZURE=E FA THHeE FAE sy o4 PEG EAbE X s,
7] BAE AdE A3 e N-Ewe] ofu|il ] &u) oju|n)e] FzHETH, Gy HIWH
n B3 370 2002/00449215 2 W0094/014515.¢ WA= o] .

gk FACeA, A FYFEI = C-UdollA HdstEnt. 54 FAdA, duiAe 1=

do] &9 2 2ER9-9A ¥-&(Staudinger reaction) S &3 HE-PEG-EZolEd 220 3FE9 o5 A
ol Mol <ofdl] C-EetolA #HdslEh.  olzigt C-Edt AFAClHd WHE Fd[Cazalis et al., Bioconjug.
Chem. 2004; 15(5):1005-1009]°1 7] A =o] U},

= R i
S

t

At ZPEl =9 2w 3} (monopegylation)s= T3 WO 94/014513. o) 7A€ duk
Th WO 94/01451%0f = Wgs wed opunql -tk WIS e AR <
ZIAE o] Ak, A7) He dAl= Alxd ZEPEEE FAA71AL, o]& N-H

_35_



[0083]

[0084]

[0085]

[0086]

[0087]

[0088]

[0089]

[0090]

ZIHSd 10-2022-0084444

Ft2 R Ao A sl o] AETSHoR FHrlE HIVIE HEdte AL ks, oF Ze|fE s ueA
S4 71E AEAoR ®BEsta, old & Fi 77t WEEHE e BAE] A8 sE4 BE ZEA e vk
2 At olF, EYFPHEE BHIHA & duk opn At &u-vhA: ¥ V1S ATV ) AET
A HE7le] EolAQl el ZEARE FaEtt. RIEEHA S Wk opw|:mAb duk-wA v T]E 3k
HEA R dyEnt. S Rsd v W3E dd b EZEPHEE o]F S V)dA 2EEEo] du WY
H Az 9d 7 ZEREEE FAST. A7) A dA ¢ H sAE ZEE Y] N-Ev 9
T U opv Akl A el wys @A77 e wskE otk

FAlolA HESoA A ZelHMEl= ) A stE PEGY W= oF 1:0.5 WA 1:50, oF 1:1 WA 1:30, =& <
1:5 WA 1:15¢ ¢ k. 23 ZPE =29 PEGY T4 H7Fe Fulztgsty] fd 2 ol thekst
T4 gFdol Agd Ak, & FA A, AMREHE S A pHE ¢F 7.0 WA 9.0tk & TRE A
ool A, pHE 9t G714 B9 W, A5 5o, < 7.5 WA 8.501tk. FTA pH Wl 7M7hE pkags Z2e 9%
A AE B, E2HE gFdo] ALEE = T}
T worell FHE BAA B 2 A 7iE, dF Eol, Y] MA(dE Eo], A o) H o] w3 A=
ntEa vl Hdstd A EYFAEES ZAATT] fE ol&d F k. *M & 3 SDS-PAGEE o] &3}

o] 315’ = dd. 29E 5 U= A Ereddst, yudst, Eduds), Zdudst 2 onedst 2

WEES EHE Y] Hie-

o|E°
FeyAgomn 2289 & Ak o

=

PEGJ ﬂ‘i‘— & 7717 S8 &9 Fa =99 o e 8
90 HAES HM-PEG ZAFFAC)EF} 4 2

92 HAE = Holr 96 HAl S
AFA)ES WMEEL 90 HAE YA 96 HAEO]

gk AeellA, B dwe] Aldstd A% FEE = U, 2 e O 23] PEG RololHE ik, §
TAONA, PEG BolofBl (&) W] gl Aol EAsta/sAY 24 e J5ehs wHoeRyH 9
oA EASk= opvmAl Zrlel Agrevk.  F FAldlelA, PEG-AT EEIE We] PEGO] =FH HEe A
o] ¥4 A7 oF 3,000 Da WA 60,000 Da, ¥el& <F 10,000 Da WAl 36,000 Daolth. & FA|dlolA, 2
skl A9 EFRE S e PEGE AR Hfﬂﬂ =3} PEGe]tt.

& AN, Adste A ZPEE Ul PEGE, olE Sol, A2elA 8 WA 16417k EA
450 mM kel =5 okRI(pH 6.5)& o83 stol=Fdotwl HAE ol 8sfe] HAsbe opvweat AV 2RY Jh
wallE A o, uEhd kg Helnt. @ A, 2] 80% 23, v wEAEAlE AHol= 90%, 7t
F bR el Aol 95%= P Re-PEG-A Y EERE molt

= ohe A, B ougel Adsty A SUNE s s 1384 e wuds pad 4%
st &Ade] Holm 25%, 50%, 60%, 70%, 80%, 85%, 90%, 95% Ei& 100%E H 4T AHolok. 3 FA|deA], A
B YL KD, kyy EE k®] 9131 BIHA PDLIG AFek ool 5HE vheha, @ 54 FAllA,

AAste AR FelRes wnde QA @e AF FAE=e we ppLIoRe] AF FE e

g FAldel A, R=-PEG

e
T
g

1o

g

PEG-Hdd ZFE|=e] d% HA&S WyEx e A ZHE=9 HhEdd s oF 10%, 20%, 30%,
40%, 50%, 60%, 70%, 80%, T AX o] 90%7tA 4" 4 vt PEG-¥EE ZFEHE=E= W EHA &S o
Aol wrgzle] mid) &gEE I E 7P & Aok, PEG-AE e =] vyl Wy ER] e F

g Z e =e ukzbr)o]| uvlE] Aol% 10%, 20%, 30%, 40%, 50%, 60%, 70%, 80%, 90%, 100%, 125%, 150%,
175%, 200%, 250%, 300%, 400% H=x 500%, HEx Alxjo] 1000%7H4 A= = drl. dF FA|doa, dwa

W7 AEE WelA, dE 501, d5d 9 &9 T A Z2Adn. uE AN, @ wk
A7 AW w], dE 5ol, T €4 e uE A e @) wkgvlott,

A5 gy W Fol

© 2o JiAl= PD-LL ABESHH @A Al vtgate] AeS AR A8 dol dwsls s 5%
oz duh. "R e 9 Ee AX dHs SR = ddolt. Fo Ve B FogE 54 &
=] £ R ARHE 54 Aol we gqgFeit, FAAtel o geolstA 2AgE 4 vk, dubHe
2, w72 ABAR ARREE gl Aofe] s 8Tt @ e Bdds Aes xaEUCAE =
g a7sth, weEbA, s ZEEAS dwrHo R o)E5e] Ade #el 7| (dE Eo, FDACl o3 A4H
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S (estradiol), S=EglF2El (estramustine), SIEFAE(etoposide), A B (exemestane), FI1eftsd
(filgrastim), EFth&Rl(fludarabine), EFEEFZEE(fludrocortisone), EF2ZF-2H4 (fluorouracil),
Z 22 A M| 28 2 (fluoxymesterone), ZFEM]=(flutamide), AAIEF (gemcitabine), AUYZ~E]|2l(genistein),
A (goserelin), 3JFo|=F Al 9-#of(hydroxyurea), ©Jt-FH|41(idarubicin), ©]X223}0]=(ifosfamide),
olulE]Y E (imatinib), <IE|#HE(interferon), ©]&x=HZF(irinotecan), ©|ZxHE|Z(ironotecan), HERZE
(letrozole), FEHX ¥ (leucovorin), FXEZZ|=(leuprolide), ul<£(levamisole), ZFZ2¥l (lomustine),
v S 2 €M) (mechlorethamine), WE=SA|ZZ A2~ 2 (medroxyprogesterone), WAIZ=E E (megestrol), HZ
(melphalan), ™ EFH(mercaptopurine), ™Y (mesna), WEEZHAO]E (methotrexate), UlERFO]Al
(mitomycin), V]EE(mitotane), Y|EAFEZ(mitoxantrone), YFEFI|Z=(nilutamide), =3 T}Z(nocodazole),
S EYQE = (octreotide), S2hg] 221 (oxaliplatin), b2 e (paclitaxel), g =2 Y] E
(pamidronate), SEXE}H (pentostatin), Z2]7batold(plicamycin), FE3 W (porfimer), ZZ7I=nIR
(procarbazine), "EEZINE(raltitrexed), =HFAIW(rituximab), Z=EREZAI(streptozocin), FH

(suramin), EFEA]Z(tamoxifen), HIEZZW =(temozolomide), FElYXEA]=(teniposide), HAEEXHE
(testosterone), E] @ 7ol (thioguanine), E] 2 €3} (thiotepa), B4 fF2ge]=(titanocene
dichloride), EXHZ topotecan), E#A2FFT(trastuzumab), EdEx=2(tretinoin), HEg e

(vinblastine), W38 ~€ (vincristine), ¥ EAl(vindesine), % B]x==H" (vinorelbine)S X3}, o= o

A el Aol et

54 oy - SAES o5 8 dAYUS &, dE B0, tad 2& 1F5oE
A=/ A&A, &5 5o, HYud FAA (-EFLE29EH, 29-2ld, 7| A e}
(capecitabine), AAJEFI(gemcitabine) ¥ AJE}gldl(cytarabine)) 2 F3 FAHA, ZHolE ZAdA 2 &
AANA(HZAEFA, EoTFold, AEAEE @ o-Fzad Aol (ZH=gnl)); a4 /FAHEG A 2
|4, dE 5o, Ad BAHE, dF So], Wl dZEo|=(vinca alkaloid) (W1 EE}2~E (vinblastine), ¥ g
2"l (vincristine), % W@V (vinorelbine)), VIAZ tl2=HE (microtubule disruptor), <& E9¢, EAt
(taxane) (FE& g (paclitaxel), ZAE A (docetaxel)), WA EH, HEe2E, =FthZ(nocodazole),
¥ e & (epothilone) 2L vl (navelbine), o ¥t L= 2 E Al (epidipodophyl lotoxin) (o] EXA] =
(etoposide), E|UXEA|=(teniposide)), DNA &4 284 (e vl 2l (actinomycin), A ™ (amsacrine),
StEgtalo] S (anthracycline), Ezevleldl, F<&EF(busulfan), FZEE A (camptothecin), JIE2RZEHE
(carboplatin), ZZ#HA(chlorambucil), *]=Zgt€l(cisplatin), Abo]FZEA30|=(cyclophosphamide),
AbolEAL(cytoxan), HHE]x=mho]Al(dactinomycin), TF$-%=FH] Al (daunorubicin), =2FH]A (doxorubicin), o
¥ FH] A (epirubicin), A xjo e Wl 2} ol & 4h2] & 215l (hexamethy lmelamineoxaliplatin), o|FEAvu| =
(iphosphamide), @& (melphalan), ™HZZ#HEW (merchlorehtamine), F|EwFe]X (mitomycin), WFAIEE
(mitoxantrone), HERZAS-#ok(nitrosourea), E7beteldl(plicamycin), ZE27F2ukRl (procarbazine), B4
(taxol), B4 H 9 (taxotere), HlU¥ A= (teniposide), EfdEdE XA gr=
(triethylenethiophosphoramide) 2 ol E A= (etoposide)(VP16)); A, & Eof, HE|mulo]il(2E =
uko]Al D), thS=FHA, FAFR (o= olulolal), o]tfFH|Al, FEALOlZH, HFAEE, £ onlo]
2, Eg7hrteld (M Egtrtolal) F mEwto]ll; G (L-ofAueitls MR giAA 7], R}Ale] ofA~wteh
& FA4sE 5EHE Z4A &5 AEE GEATE L-ofauggr|uA]); AT A d52/FAHEE A
A A3} 2gA], oS 5o, dA v 2E=(nitrogen mustard)(WEZ 2B (mechlorethamine), AFO]EFRFEA
91 = (cyclophosphamide) R A, Ed&, S2574), dEdowl F dedag (AAtagd gy 3 ge
g, 474 AIolE-REy UYEZASHo(ZFEF A (BONU) 2 fAH, 2EREZRA), EdAl--trt2
vEA  (trazenes——dacarbazinine) (DTIC); @521/ FAMEE A IdjAlE, dE 9, b FARAI(HEES A o]
E); 9a o9 Eds SN2, JlERESE), T27t20F, S| EFA Yok, HEE, ofn|:IF
HEHE;, $28, S28 FAANZERZZ, g85A30, 2ALd, Z2Fev =, dJREr =) 9 ofZulEkA]
AAA(ANERZ, ofY2ERZ); IFI3uAEHAA, F4 a7 o 2 EFNY b AAA); AFLes &
EA(E Eo], x4 Fdzv=d EA4A, Z2EJEIIUYA 2 S2IUA), olxdd, fygtE
(dipyridamole), ElZZ3 W (ticlopidine), FZ3 =1 (clopidogrel), oFBA AT (abciximab); ©]&¥= 2zt
G4 (antimigratory agent); FH] &4 (B ¥ (breveldin)); WA A (Alo]F 222" (cyclosporine),
B} &2 ¥ 2 (tacrolimus) (FK-506), Al&#]F2=(sirolimus)(2Fdato]Al), o}A}E] X" (azathioprine), ®lo]=
H=do]E EH 9 (mycophenolate mofetil)); FF-F&AIAY 33 (INP-470, AU =HQD) 2 A QAR AAA
(A& B9, VEGF GAAl, AFEAE A AX(FGF) AA); M= €2l (angiotensin) A zbekA]; Akst
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dAastE Hax o) Hrtete] AFE ArksiT. AF %, FAogEA mAE -
o % FACS Aria(Becton Dickinson, San Jose, CA)E o]&3 ®Alo] o3 A
AZSIATE. Q1% Ig A9 B {2 Ao WSR2 ET g3tz Alxs -1 (D19 APC-Cy5 Al
1=

o o
1ot fy

AAe 2

AN dE oz g=Z o gigk A e -PD-L1 Ao Ao wRE HAIE Ao, F-PD-L1 FAE &

AetE A e dzZzyro Ao dis AASGY. Tx dN ddl AFEE 3-PD-L1 FA(1 pg/ml)et 3HA

olFol gt & AU, F-PD-L1 A AFES AFAAY A EY H 27 [g AFS o] &3

QAo o HEeFTE. GAE HoE &15H7] s, MEE F-CD3 FITC =+ 3-CD56 APC Aoz F-5
Ig Aok B H=Z Ao AogZFrEdy vkeslng A EE T3k -7 (D19 APC-Cy5

+= FACSAria(Becton Dickinson, San Jose, CA)E o]&3F EXo ulz}
(D19 &4 HEFZHEEH FaAsdt. ZIes D56 F44 NK AlE7F &-PD-L1 A9 wkg-shuk, D3+ T AlX&=

AA ¢ 3

A g S g JiAE -PD-L1 FAe] & AAE AlEett. &-PD-L1 IAE A=l o
g HE] M-S X | thel Ase. 3-PD-L1 34 H1, H6 2 H10S ¥3F d= 7=
BAZZQYAQ(CFSE)Z A9 @2 gl chal Ao wjdEo] 10 pg/mlzZ Z7ksta, &-CD3 (1 ng/ml)e
2 2=k, wjek 39 & A|EE FACS Aria(Becton Dickinson, San Jose, CA)E o] &3 FAE=H 9
d 2 A oisl AAsdn. = 30 AAlE Ade -PD-L1 A7 HEF FAE AT A
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NN
A 4
B AAdE S0 wi] A6 ist A &-PD-L1 Ao thdk NK AlxEe] &3te] AAE AlFsitt. NK Al
2ol $AH ATEL vehE GPL1 FAF olgdtel, T4 oAAel ol FedE AP,
FACS Aria(Becton Dickinson, Dan Jose, CA)S o]-&3%F AX EFol o3&, CD4+, CD8+, CD56+ (NK) E whal+to]
AAE A FSarlnh. )2 wjko s, 1.5 x 10 D4+ A 2 3 x 100 982 H10 8-PD-L1 &4 (10
A7) A Qo] 3-CD3(1 ng/ml)ZE A=L3FFt. Hoje wjkoZ, (D8+ HFE T NK Al
x VS A7) 718 akel #Hrteld ek, Wik 3 &, AIEE {4
e WEy By HERA (s wdd vl A, =

PRMC(1.5 x 10)Z o] &3}¢]

AE} AR RN

AAld 5

2 AN E NK AlE Edstel digh &-PD-L1e] &3e] AAE AFert. JfAlE

I F-PD-L1 FAE HE
Tl EH%H A AR Bl o weld dx do 9 AE Ee gET

dete F3lehs o= =
AR AAE FAeke b= &-PD-L1 A (10 pg/ml)e] =4 e FAfstelM 1L-2(100 U/ml)sh A i
Fetditt. Wl 5 ¥, AEE Ax 2Adste] A=A D259 Al ths) AL, FAESAA 2l
=4tk &= 5ol AlAE Adk= H6 B OH100] AE AYEE P17, v HET feke] K AlER]
A HERY

AAld 6

w A dE st s)e] el oA mu &oll gk HAlE F-PD-L1 A Sl g3te] AAE A
TR F-Ph-L1 A5 MSe] BEleA Ay Arbde HA[EAR) o] WEeHeE finwl vhe-2oA dAne] 3t
e At o5 ol dis A48l Ul%]%_ saET|otuAE FEaA006) FEH= 2 Wds) =
2o FAE ol C57B1/6 vh-2oll A AW S skt AWe] S0l wad ¥, vhe-AE AR F-PD-LI
FA(0.1 mg) H6 2 H10 & ®E5F7F 29 %

)el EHEh Z*}?L Aglstglek. = 60l AAlE Aap= F-PD-L1 A
o] Aol JFS v, He7F AW T

AAld 7

2 AAld= A" G12 -PD-L1 &A1) EAFHS AlFsttk. rhPD-L1S %5 NHS/EDC AZH WHS o83}
o CM5 AA Hell nAANZY. RE S 30 ul/EY FFoZ HBS-EP fFdox 33k, Iz
Ao s F53IEF AL, doleE HFeA717] Y8 1:1 (Langmuir) 23 2dS o] &390},

F 12 G120 tiE AF dHolHE AlE gt

G12
kon M sy | 1.31E+07
Biacore koge (s 4.90E-04
Kd (M) 3.74E-11

AAl 8

B A A= G127} rhPD-13}F rhPD-L1 Abolo] A e z8S Adsls 7; B Ao wrg e Axs 2T
o}, 96— ELISA ZHo|EE W] 4CoA 1 ng/ul PDI/His® FYA|Zl &, PRS & FHAIQlo = sl qitt.

e 3 20 ple A4 20 SMH 1gG(20 pg/mlZH-E AF) ‘;‘ 20 19l 0.25 pl/ml PD-L1/Fco] &%

_4 mlo
;

S 308 &<t QliFule] Al 7]aL, PBS-Tween(PBST)® Z#0]EE 33] AHaqtt. 25 nle] &3F&S ELISA
ZHolER &7]a, W' FA 30 T <liwleldEitt. PBSTE 33 A3t HRP AFAleldE o
2 =917 Fe(FHAIQ) % 1:500)8 H7kelm, 71424 MBS AMgata, 308 H<F WehAZT. 20 LSOE
7betel ubg& FAAIFTE. 450mmel Al 0DE 533t
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32
G12
PD-1/PD-L1 &5 X2 (M) X IC,, | 7.288E-11
Aol 9

B OAAE CHO AEe mTHeA 2dm 7k PD-L1o=29 G129 ZAZd sk AFHU EC, dHlolHE
dAalgitt, I A= Ao Alx A3 9 50% A3 EZSHEC) O EEEw w9t #Ete] Y] Ao uigh
A3 EAS AAST. B AAdeA, A dake o5 2t 50,000701€] CHO-PD-L1 MXZE 100 19
Z N (PBS + 2% FBS) ol 96-4, v-ule ZolE9] Ao EH3TE. A9 FA FH& & 74 AA
S ZbE FACS &5 dloflA Alxsgltt. MEE &3 o A]7]3L, FACS ﬂ%‘—%‘é‘ii 13] Mg 5, 25
19] A & Fo Aoz AAEAATE. 0.547ke] AFwlold 5, AEE FACS &Edo = 13] AlFsta,
50 ule PE-AFAIAE A4 d-2A7F IgG(y-AtE EolF) ozt fsozﬂ(southern Biotech Cat #2040-09)¢l =
HEAH T, AEE 0.5A17F 5 FU1E QFHo]AAIZ]l & FACS gF Moz 13] Al slgct. HEE 25 1
1 FACS 5ol APEA 7|51, FL2-H Aol 53 3 %Eg Intellicyt HIFC FAIZZR7)S o] &35}
AR

A = 7 9 F 39 AAEE 8vFel o], CHO-PD-L1 AE 49 G12 &-PD-L1 skAo] st Al A3t ECspe
1.71E-09 Me]Qlth. dolElE Intellicyt HTFC FAIEZA7] Aol A3 AL, FlowJo 2ZES
Agstal, H-A3 3]4] A3} o]&3te] Graph Pad Prizmel A £A48ta AE3Gith. dolH ERIEE ¢4 &
g AE +/- EF 229 3 833 A=OFDE AA "

ol

o *{Ol‘

i
il
o 2
ofo
ol
o
K &

%3
G112 5
N2 Z& EC50M) | CHO-PD-L1 | 1.71E-09
AA4 10

B AAd= g-PD-L1 A G129 o]k CHO A|¥EoAd 2dE AxFE <AZF PD-1(PD-1-Fc Z1W=z}; Sino
Biologics)¥ QIZF PD-L1 Ateole] F52-8-9] zbeke] tigh Al@T IC, HlolElE AT rh. 7|4, PD-L1&
W E= CHO AIEE rhPD-1-Fc 7]Hle} @A el 7 el G129k 37 o] Qlsfuo]datitt.  <Slsfulold 2
™ wkeE pPD-L1ol Z2E3= PD-12 FAIESA (Intellicyt HIFC; FL-4H)oll ]3] Alexa-Fluor
1 FAE o]g3le] HESATY. E AAdE &-PD-L1 B2 A G127} CHO MXEe] &
PD-L12 =] PD-1¢] AS &Aoo w2 AT + & 35 ved.

A £ 8 @ FE 40 AAEE vk} o], G12¢] 93 PD-1/PD-L1 ME A5 289 ko] gt 10, 1.76E-

& Intellicyt HIFC FAIESA7] AellA 718k, Flowlo &XEdolE o] &3] A3,
H] -4 ﬁﬂ Ae& ol&3to] Graph Pad Prizmoll A E4star zH=agivk.  dlolE ZRIE+= FL-4H Ad +/- &
T At HEE T3 FFoE A

A F, AT E
647 el 7 F-PD-
el dE

i 4
G12
PD-1/PD-L18 &s=g9| CHO-PD-L1/ 1.76E-09
oK 1C50 (M) thPD-1-Fc '
AAle 11

A= BS-2 A7 WA F M) mHolA e PD-L1o® ] G129 Adtel tigh Al@d ECy HlolH
£ gt 2 Arjds A AE 29 % 50% A% ESHECG) M =EHE sEeh g 47l Al

Ag ERS AATT. B AA YA, Ad Hxe uS3 @ BS-2 AxE 7jE dd %
50,00070¢] ES-2 A

)

Z7 N 7171 98 18417 %<t 5001U/ml IFNy & Hdstgdet. % %, 5 2 100 ple
FACS £+ (PBS + 2% FBS) 3 96-9, v-ulet ZHo]ES] o] BH3Yrt. A 34 ZTHS & 94 A H
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FEE Zhe FACS ghsoolAd Alxeltr. AlZE 239 theA7]aL, FACS ¢haeio® 13] AlAHE 5, 25 ple
A & ol Aoz AT, 0.547Fe] Qo] -, AIEZE FACS ¢hFelo® 13] AlHstaL, 50

\

Zo
ule PE-ArAleldE a4 -1zt IgG(y-AF& 5olA) olxk &3 (Southern Biotech Cat #2040-09)° A&
0.5A17F Bot 7tz o] A7l & FACS e=dlog 13 AHsPTt. AEES 25 nl
FACS ¢t5dell AdEA71aL, FL2-H A delA e St 33 2 =5 Intellicyt HIFC FAXSH7IE o] &3l Z
AT},

Ax: & 9 2 F 5 AAEE wpeh o], BS-2 WA 4F AE A 612 F-PD-L1 A i A2 A4F

ECso2 4.58E-11 Mellth. dlo]HE Intellicyt HIFC FMEZH7] AdellX 4313, FlowJo 2ZEgolE o]

g3 Aaa, W-A% 7] 4§ o] £elel Graph Pad Primol A EAGL FEaigict. dolH wIE:

FL-2H A +/- B3 9alA 328 3 990 AAH. 1843 %o& 500 1U/ml AZF hIFNy & °] &
payel

& 27 Do ES-2 WAoF AE Aol Al gg:ﬂ 17+ PD-L1ell wiet 3-PD-L1 mAb G12o] theh A= A ECxol

3 50 AA| AT},
5
G2 13
HE 28 EC50(M) | ES-2 4.58E-11
AAd 12

B AA Y= HEF g7 AXoAe dZg A s A9 s Hrlskr] 8 £ ¥=
(MLR)& AlF3c}. L2 #H]Z 3-pD-L1 <l x =
g 71eH S AAE D4+ T FX T 9 FFold AN AxX=z 7449 5 <
(MLR)o A H7tekdeh, A8 Al ool /A A AU WEo] FxEA B s o 5
3 &9 2009/0055944%)ZHEH AR S FI F5E, ol JAE FA 105 2 12A4(Bristol-
Myers/Medarex) o} vl sle] 7RAIE G12 AT, SR AEXES AZ37] 98, EAS 5 (Percoll) 7Hl &
o] &3t AAlH ﬂﬁ“??— 79 %9k GM-CSF(1,000 U/ml) + IL-4(500 U/ml)<} A wioksilcl.  (D4+ A EE
(D8, (D16, CD19 ¥ (D207 W<l HIQEIHstd FAE o] &3 34 ABo o3 Azxssict. WA Ax

o] AAZ v oH AF A7) HES ol g3kl DA, FAB AZEAZFOAAN(CEE) R EAD 10
4

U
F‘
—
o |
)
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e
il
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otk
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el CDa+ AE 2 10 o] FA AEE THete Do A 552 FHUlegivh. vl 59 %, Alo]EF
AGs 8 A& FA3 ST

AX4 13

E AN JZ 3 g37] AE Aol &-PD-L1 d-Aol &3 PD-L1/PD-1 A &9 xete] a3E d=67] 9
a olg® g = USRS AFst. T AE XIS &-PD-L1 Q3 RneFrY A9 EA T
FAE A S48 THE 12). A9 754 S AA" D4+ T HZF 2 5Foly A Ax= 4
H FFold £ ®EF vRS(LR)OIA etk AR A= ol del JHAE A A ORAWEe] Fx

3L

24 B 23tEE, vj= 53 &9 2009/0055944% B ul= E3 &9 US 2010/0203056% ) ZH-E AR A
< &3l -’FET%, ol @l 7HAlE &A 10A5(Bristol-Myers—Squibb/Medarex) % YW243.55570(Roche/Genentech) 2}
H6BIL, RSA1, RA3, RC5, SHIE2, SHIE4, SHIB11, 2 SHIC8o|glth. FAA MEE A=xd7] 9
(Percoll) ?—HHE o] &3te] AAH T3FZ 79 F<¢F GMN-CSF(1,000 U/ml) + IL-4(500 U/ml)<}
(D4+ AIEZ (DS, (D16, CD19 Z (D203} Hk-&AJ<l H|QE|d3tE IAE o] &3k 24 Aldd
Ll HuA AAE Ho™ AF A7 H=EE o]&ste] @Adsgitt. FAE =25 AEF

:Iog
i
2
J})
) m}ﬂ rkﬂ
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==
o2
ol
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32 32
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ol
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S MO (CFSE) 0.2 BAE 10719 D4+ A 2 10719 2244 AT aasis Ao TAHE =5z 471359
ohoul 59 ¥, AEE S5, A Bt HrEeA 25 Rdd oa FAska. X 248 &
AEZA ols) Z4sich,

AZ Bstel g Avbt = 130 ANRL. BE FPDLL FAE ol gdtel, AL BYTIM F7} U
o = 13914, dlelHE 99 #HrtE= AY At 58 A A-bse A]g g WiEEZE X3
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A},
AN 14

ojgigt Ao, AE FAstAM e F7F Al

10°70¢) BAE 17k D+ AESH A % the 2ol
ozM MRS FHe3t.
IL-4(500 U/m1)S} 37wl Fakoict.
3 MLR wiFEo] H7}etqict.
FEde] FAE 7HsA 8] HaE W e
8ol Fxex o EFH=, v 59 -
8 Al A4e B oIl

FPD-L1 EE

[ea

E =
—=

At

=24 AES Az 98, AA=
944 ELISA 7]E(Biolegend)E
°]

%9 2009/0055944% 2 wl= 53] &
WA
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E=
—_— =

A AT

e Azg 107

AT,

A

[L-29] A& F-PD-L1 A9 H7bel ofsf FF= A

AAld 15

IFN-y

EAUL
I 9kE-(MLR) & Al-F gkt
= Aol 7154 24

z

3 11).

g P v (MLR) oA H sttt

gE=, vw 58 &
q o]

l

FAY AEE AzxE7) Y,
U/ml) + IL-4(500 U/ml)$} 3| wjkabsict.
FAE o] &3 24 Ay o) AZ3AT).
Ak, FAE SEEAF

Wl A FEZ Ao

CD4+

W 59 F, Abol
IFN-y o e

Ag =%

T4 M = 39

QMQLVQSGAEVKKPGSSVKVSCKASGGTFNTYAIS

WVRQAPGQGLEWMGGIIPLFGKADYAQKFQDRVT

ITADESTSTAYMELSSLRSEDTAVYYCARDKGREELG
E6 GNYYYAVDVWGPGTTVTVSS SEQID NO. 1

AAE D4+ T H=X
ARE-E A= ol AAE A AL (A8l
€ US 2010/0203056%.) Z5-E Al
°] doll 7HA1E 3A] 10A5(Bristol-Myers-Squibb/Medarex) 2 YW243.55570(Roche/Genentech)£};

¥ H6BIL, RSA1, RA3, RC5, SHIEZ2, SH1E4, SH1B11,

9 2009/0055944% =\t

A% HF (Percoll)

FHMQA(CFSE) o2 ®AHE 10 7H4 D4+ Al A

7] MAE el s-PD-L1 Al gk PD-L1/PD-1 A& 2] a35 U5

A RiFmd Ao =4

THE F-PD-L1
TR EEeld

59 &

9 SH1C80]§tt.

THE ol gatel JAE BT
MEE (D8, (D16, CD19 ¥ (D203}

Wy AEe] AAZ MeW AF A7) HES o) §

E719 A4S A FENS

-pD-L1 A9 Hrlol| s AH ).

A4 7 =l g9

DIVMTQTPYSVSASVGDRVTITCRASQEVSR
WVAWYQQKPGQAPKSLIYASSRLQSGVPS
RFTASGSGTDFTLVISSLQPEDFATYYCQQYS
RFPLTFGGGTKVEIK SEQ ID NO. 2
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[0226]

E7

E9

E11

F1

F4

F7

F8

F11

G4

G9

G11

QVQLQALGPGLVKPSQTLSLTCAISGDSVSSNSAA
WNWIRQSPSRGLEWLGRTYYRSKWYTNYAVSMRS
RITINPDTSKNQFSLQLNSVTPEDTAVYFCAGGNSSS
HDDYWGQGTLVTVSS SEQID NO. 3

EVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISW
VRQAPGQGLEWMGWISAYNGNTNYAQKLQGRVT
MTTDTSTSTAYMELRSLRSDDTAVYYCARDLFPTIF
WEGGAFDIWGQGTMVTVSS SEQ ID NO. 5

EVQLVQSGAEVKKPGASLKVSCKASGYTFNSYDINW
VRQAPGQGLEWMGWINPNSGGTNYAQKFQGRYV
TMTRDTSTSTVYMELSSLTSEDTAVYYCARDLFPHIY
GNYYGMDIWGQGTTVTVSS SEQID NO. 7
QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 9

EVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMH
WVRQAPGQGLEWMGWINPNSDNTGSAQKFQGR
VFMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQID NO. 11

EVQLVESGGGVVQPGRSLRLSCAASGFTFSSYWMS
WVRQAPGKGLEWVANIKQDGSEKYYVDSVKGRFTI
SRDNAKNSLYLOMNSLRAEDTAVYYCAREGEHDAF
DIWGQGTMVTVSS SEQ ID NO. 13

QVQLVQSGGGVVQPGRSPRLSCAASGFTFNTYGM
HWVRQAPGKGLEWVAVISDGGNNKKYADSVKGRF
TISRDNAKNSLYLOMNSLRAEDTALYYCAKDIGESYY
YYMDVWGKGTTVTVSS SEQ ID NO. 15
QVQLQQSGPGLVKPSQSLSLTCAISGDSLSSNSAAW
NWIRQSPSGGLEWLGRTYYRSKWYNEYVESLKSRIT
INSDISRNQFSLHLNSVTPEDTAVYYCASGTGARGM
DVWGQGTTVTVSS SEQID NO. 17

QVQLQQSGPGLVKPSETLSLTCAISGDSVSENSAAW
NWIRQSPSGGLEWLGRTYYRSKWYNEYVESLKSRIT
INSDISRNQFSLHLNSVTPEDTAVYYCASGTGARGM
DVWGQGTTVTVSS SEQID NO. 19

EVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMH
WVRQAPGQGLEWMGWINPNSDNTGSAQKFQGR
VFMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQID NO. 21

QVQLVQSGAEVKKPGSSVKVSCKASGGTFSRYGVH
WVRQAPGQGLEWMGRLIPIVSMTNYAQKFQDRV
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTVSS SEQ ID NO. 23

ZIHSdl 10-2022-0084444

QPVLTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMVYDVSKRPSGV
SNRFSGSKSGNTASLTISGLQTEDEADYYCSS
YTSSNTRVFGTGTKLTVL SEQID NO. 4

DIVMTQSPSTLSASVGDRVTITCRASQSFTT
YLAWYQQKPGKAPKLLIYQTSNLESGVPSRF
SGSGSGTEFTLTISSLQPDDFATYYCQQYSRY
WWSFGQGTRLEIK SEQID NO. 6

AIQMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSSSTP
LTFGQGTKVEIK SEQ ID NO. 8
QAVLTQPRSVSGSPGQSVTISCTGTSSDVG
GYNYVSWYQQHPGKAPKLMIYDVRTRPSG
VSDRFSGSKSGNTASLSISGLQAEDEADYYC
SSHSSSTTVIFGGGTKLTVL SEQID NO. 10

DIVMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTRLEIK SEQID NO. 12

QAVLTQPPSVSAAPGQRVTISCSGSNSNIAD
TYVSWYQQLPGTAPRLLIYDNDQRPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSGVFGTGTKVTVL SEQ ID NO. 14

QSVLTQPASVSGSPGQSVTISCTGTSSDVGG
FNSVSWYQQHPGKAPKLMIYDVSKRPSEIS
DRFSGSKSGNTASLTISGLQPEDEADYYCSSY
TSSSTLVFGGGTKLTVL SEQID NO. 16
SYVLTQPPSVSVSPGQTASISCSGYKLENKYV
SWYQQRAGQSPVLVIYQDNKRPSGIPERFS
GSNSGNTASLTITGLQPEDEADYYCSAWDS
SLRAWVFGGGTQLTVL SEQID NO. 18

QPVLTQPPSVSVSPGQTASITCSGDELGNKY
VYWYQQKPGRSPVLVIYQDSKRPSGFPARF
SGANSGNTATLTISGTQAMDEADYFCQAW
DSSTAWVFGGGTKLTVL SEQ ID NO. 20

DIVMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTRLEIK SEQ ID NO. 22

LPVLTQPASVSGSPGQSVTISCTGTSSDVGG
HNYVSWYQQHPGKAPKLMIYEVNKRPSGV
PDRFSGSKSDYTASLTISGLQPDDEADYFCSS
YTATTTGVVFGTGTKVTVL SEQID NO. 24
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[0227]

G12

H1

H3

H4

H5

H6

H10

H12

PDL-D2

PDL-D11

PDL-H1

EVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMH
WVRQAPGQGLEWMGWINPNSDNTGSAQKFQGR
VFEMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQID NO. 25
QVQLVQSGAEVKKPGASVKVSCKTSGNTFTNYYMH
WVRQAPGQGLEWMGIMNPSGGSTSYAQKFQGR
VTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI
YGNYYGMDIWGQGTTVTVSS SEQID NO. 27
QVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTASYAQKFQGRVTIT
ADESTTTAYMELSSLRSEDTAVYYCAREGPEYCSGG
TCYSADAFDIWGQGTMVTVSS SEQ ID NO. 29

QVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGRIIPILGIANYAQKFQGRVTITA
DKSTSTAYMELSSLRSEDTAVYYCARSESGSYSHDY
WGQGTTVTVSS SEQID NO. 31

QVQLVESGAEVKKPGASVKVSCKASGYTFTSYYIHW
VRQAPGQGLEWMGIINPSGGSTTYAQKFQGRVSM
TRDTSTRTVYMELSGLISDDTAIYYCARDDDFYSGYP
GDYWGQGTLVTVSS SEQID NO. 33
QMQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAIS
WVRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVT
ITADESTSTAYMELSSLRSEDTAVYYCARGNIVATITP
LDYWGQGTLVTVSS SEQIDNO. 35

EVQLVQSGGGLVQPGGSLRLSCAASGFTFSSYSMN
WVRQAPGKGLEWVSYISSSSSTIYYADSVKGRFTISR
DNAKNSLYLQMNSLRDEDTAVYYCARGDYYYGMD
VWGQGTTVTVSS SEQID NO. 37

QMQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAIS

WVRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVT
ITADESTSTAYMELSSLRSEDTAVYYCARGDFWSGY
RTYYYYYGMDVWGQGTMVTVSS SEQID NO. 39

QVQLVQSGAEVKKPGASVKVSCKTSGYTFTSNAIG
WVRQAPGQGLEWMGWISAYNGNTNYAQNLQGR
VTMTTDTSTSTAYMELRSLRSDDTAVFYCARKGTGL
HFDYWGQGTLVTVSS SEQID NO. 41

QVQLQQSGPGLVKPSQTLSLTCAISGDSVSSNSAA
WNWIRQSPSRGLEWLGRTYYRSKWYNDYAVSVKS
RITINPDTSKNQFSLQLNSVTPEDTAVYYCARGAAG
RAFDIWGQGTMVTVSS SEQID NO. 43
EVQLVQSGGGLVQPGGSLRLSCAASGFTFSSYSMN
WVRQAPGKGLEWVSYISSSSSTIYYADSVKGRFTISR
DNAKNSLYLQMNSLRDEDTAVYYCARGDYYYGMD
VWGQGTTVTVSS SEQID NO. 45

ZIHSdl 10-2022-0084444

DIVMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTRLEIK SEQ ID NO. 26
DIVMTQSPPSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
YTFGQGTKVEIK SEQID NO. 28
QSVVTQPPSVSAAPGQKVTISCSGSTSNIEN
YSVSWYQQIPGTAPKLLIYDNNKRPSGIPDR
FSGSKSGTSATLGITGLQTGDEADYYCGTW
DNRLSSVVFGGGTKVTVL SEQID NO. 30
QPVLTQPPSVSAAPGQKVTISCSGSSSNIGN
SHVSWFQQLPGTAPKLVIYDNDKRPSGIAD
RFSGSKSGTSATLGITGLOQTGDEADYYCGT
WDSSLSAGVFGGGTKLTVL SEQID NO.
32
QAVVTQPPSASGTPGQRVTISCSGSSSNVG
VNHVFWYQHLPGMAPKLLIHRTNQWPSG
VPDRFSGSKSGTSATLGITGLQTGDEADYYC
GTWDSSLSAVFGGGTKLTVL SEQID NO.
34
SYELMQPPSVSVAPGKTATIACGGENIGRKT
VHWYQQKPGQAPVLVIYYDSDRPSGIPERF
SGSNSGNTATLTISRVEAGDEADYYCQVWD
SSSDHRIFGGGTKLTVL SEQID NO. 36

EIVLTQSPSSLSASIGDRVTLTCRASQSIRRFL
NWYQQKPGKAPELLIYTASSLQSGVPSRFSG
SGSGTDFTLTINSLQPEDFATYYCQQSYAVS
PYTFGQGTKVEIR SEQID NO. 38

QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQLPGTAPKLLIYDNNKRPSGIPD
RFSGSKSGTSATLGITGLOQTGDEADYYCGT
WDSSLSAVVFGGGTKLTVL SEQID NO. 40

ALTQPASVSGSLGQSITISCTGSSSDVGGYKY
VSWYQQHPGKAPKLMIYDVINRPSGVSSRF
SGSKSANTASLTISGLQAEDEADYYCFSYSSR
STRIFGSGTKVTVL SEQ ID NO. 42
QTVVTQPPSVSKDLGQTATLTCTGNNNNV
GNHGAAWLQQHQGHPPKLLSYRNNNRPS
GISERLSASRSGNTASLTITGLQPEDEADYYC
SAWDRSLSAWVFGGGTKLTVL SEQID
NO. 44
EIVLTQSPSSLSASIGDRVTLTCRASQSIRRFL
NWYQQKPGKAPELLIYTASSLQSGVPSRFSG
SGSGTDFTLTINSLQPEDFATYYCQQSYAVS
PYTFGQGTKVEIK SEQ ID NO. 46
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[0228]

RB4

RB11

RC5

RF5

RGY

RD1

RF11

RH11

RD9

RE10

RA3

RG1

EVOLVESGGGLVQPGGSLRLSCAASGFYLGSYWMA
WVRQAPGKGLEWVAAIRQDGSETIYVDSVKGRFIIS
RDNGGNSVTLOMTTLRAGDTAVYYCARAHYFGFD
NWGQGTLVTVSS SEQID NO. 47

QMQLVQSGAEVKKPGASVKISCKASGYPFRNYYIH
WVRQAPGQGLEWVGIINPDGGTITYAGKFQGRVS
MTRDTSTSTVYMELSSLTSEDTAVYYCARDLFPHIYG
NYYGMDIWGQGTTVTVSS SEQID NO. 49
EVQLLESGGGVVQPGGSLRLSCAASGFTFSSYWMS
WVRQAPGKGLEWVANIKQDGSEKYYVDSVKGRFTI
SRDNSKNTVSLQMNSLRAEDTAVYYCAKDRYYNFP
LGMDVWGQGTTVTVSS SEQID NO. 51
EVQLLESGAEVKKPGSSVKVSCKSSGDTFTNFAINWI
RQAPGQGLEWMGRIIPLFGTTNYAQKFQGRVTITA
DESTSTAFMDLNSLTSEDTAVYYCARTLGGDYYDSR
GYYNWGQGTLVTVSS SEQ ID NO. 53
QVQLQQSGPGLVKPSQTLSLTCAISGDSVSSNSVV
WNWFRQSPSRGLEWLGRAYYRSKWYNDYAVSVKS
RITINPDTSKNQLSLQLNSVTPEDTAVYYCAKGLDV
WGQGTTVTVSS SEQ ID NO. 55

QVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQH
WGQGTLVTVSS SEQID NO. 57
QVQLVQSGAEVKKPGASVRVSCKASGGTFSSYAIS
WVRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVT
ITADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQ
HWGQGTLVTVSS SEQ ID NO. 59

QMQLVQSGAEVKKPGSSVKVSCKASGGTFNSYPIS
WVRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVT
ITADESTSTAYMELSSLRSEDTAMYYCAKNHPTATL
DYWGQGTLVTVSS SEQID NO. 61
QVQLVQSGGNLVKPGGSLRLSCAASGFSFSSYDMN
WVRQAPGRGLEWVSSISGTGRYEYYSPSVKGRFTIS
RDNANTSLYLQMNSLTADDTAVYFCTRGDILTGASA
MDVWGQGTTVTVSS SEQ ID NO. 63
EVQLLESGGNLVKPGGSLRLSCAASGFSFSSYDMN
WVRQAPGRGLEWVSSISGTGRYEYYSPSVKGRFTIS
RDNANTSLYLQMNSLTADDTAVYFCTRGDILTGASA
MDVWGQGTTVTVSS SEQ ID NO. 65
QMQLVQSGAEVKKPGSSVKVSCKASGGTFSRYGVH
WVRQAPGQGLEWMGRLIPIVSMTNYAQKFQDRV
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTVSS SEQID NO. 67
EVQLVQSGAEVKKPGSSVKVSCKASGGTFSRYGVH
WVRQAPGQGLEWMGRLIPIVSMTNYAQKFQDRV
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTVSS SEQID NO. 69

ZIHSdl 10-2022-0084444

QSVLTQPASVSGSPGQSISVSCTGTSSDVGR
YNFVSWYQQHPGKAPKLMVFDVSNRPSGI
SNRFSGSKSGNTASLTISGLQAEDEADYYCS
SYTTNSTYVFGSGTKVTVL SEQID NO. 48
QPVLTQPPSVSAAPGQKVTISCSGSSSNIAN
NYVSWYQQLPGTAPKLLIFANNKRPSGIPD
RFSGSKSGTSAALDITGLQTGDEADYYCGT
WDSDLRAGVFGGGTKLTVL SEQID NO.
50
AIRMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYTTSSLKSGVPSRFS
GSGSGTDFTLTISRLQPEDFATYYCQQSYSST
WTFGRGTKVEIK SEQ ID NO. 52
QSVLTQPASVSGSPGQSITISCTGTSSDVGSY
NLVSWYQQYPGKAPKLMIYEVSERPSGVPD
RFSGSKSGNTASLTVSGLQAEDEADYYCSSY
TDSNNFRVFGGGTKLTVL SEQID NO. 54
EIVMTQSPSSLYASVGDRVTITCRASQSISSY
LNWYQQKPGKVPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISGLQPEDFATYYCQQSYTP
AWTFGQGTKLEIK SEQID NO. 56
QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQVPGTAPKLLIYDNDKRPSGIPD
RFSGSKSGTSATLAITGLQTGDEADYYCGT
WDSSLNAWVFGGGTKLTVL SEQ ID NO.
58
QSVLTQPPSVSAAPGQKVTISCSGSSSNIEN
NYVSWYQHLPGTAPKLLIYDDFKRPSGIPDR
FSGSKSGTSATLGITGLQTGDEADYYCGTW
DSSLSAVVFGGGTKLTVL SEQ ID NO. 60
QSVLTQPPSASGSPGQSVTISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYEVSKRPSGV
PDRFSGSKSGNTASLTVSGLQAEDEADYYCS
SYAGSNNLGVFGGGTKLTVL SEQID NO.
62
DIQLTQSPSSLSASVGDRVTITCRASQGISS
WLAWYQQKPGKAPKLLIYAASSLQSGVPSR
FSGSGSGTDFTLTISSLQPEDFATYYCQQAN
SFPLTFGGGTKVEIK SEQID NO. 64
DVVMTQSPSTLSASVGDRVTITCRASQSIGT
WLAWYQQKPGKAPNLLIYKASSLESGVPSR
FSGSGSGTEFTLTISSLQPDDFATYYCQQAN
SFPLTFGGGTKVEIK SEQID NO. 66
DIQMTQSPSSLSASVGDRVTITCQASQDISN
YLNWYQQKPGKAPKLLIYDASTLQSGVPSR
FSGSGSGTDFTLTISSLQPEDFATYYCQQSYS
SHWTFGQGTKVEIK SEQID NO. 68
QSVVTQPPSVSGAPGQRVTISCTGSSSNIGA
GYGVHWYQHLPGSAPKLLIYGNSNRPSGVT
DRISGSKSGTSASLAITGLQAEDEAVYYCQSY
DSSLSTSVVFGGGTKLTVL SEQ ID NO. 70
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[0229]

RB1

RG7

RA6

RA8

RA9

RB5

RB8

RC8

RC10

RD2

RE8

QMQLVQSGGGLIQPGGSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 71
EVQLVESGGGVVLPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVYTVSS SEQID NO. 73

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NO. 75

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 77

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 79

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 81

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 83

EVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NO. 85

EVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 87

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NO. 89

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 91

ZIHSdl 10-2022-0084444

QAGLTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYDVTKRPSGV
SNRFSGSKSGNTASLTISGLQAEDEANYYCS
SYTSRSTSVLFGGGTKLTVL SEQID NO. 72
QPVLTQPPSVSEAPRQRVTISCSGSSSNIGH
NAVTWYQQVPGKAPKLLIYYDDLLPSGVSD
RFSGSKSGTSASLAISGLQSEDEADYYCAAW
DDSLNGWVFGGGTKLTVL SEQID NO. 74
QAGLTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYDVSNRPSGV
PDRFSGSKSGNTASLTISGLOQAEDDADYYCA
SYTSTSTLGVVFGGGTKLTVL SEQID NO.
76
QPVLTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQHHPGKAPKLMIFDVNKRPSGV
SNRFSGSKSGNTASLTISGLOQAEDEADYYCN
SYTTSSTYVVFGGGTKLTVL SEQ ID NO. 78
QSVLTQPPSASGTPGQRVTISCSGSSSNIGS
NTVHWYQQLPGTAPKVLIYTNNQRPSGVP
DRFSGSKSGTSASLAISGLQSEDEADYYCAA
WDGRLQGWVFGGGTKLTVL SEQ ID NO.
80
QSVVTQPPSVSAAPGQKVTISCSGSNSNIAN
NYVSWYQQLPGTAPKLLIYDSNKRPSGIPDR
FSGSKSGTSATLGITGLQTGDEADYYCGSW
DSSLSVWMFGGGTKLTVL SEQ ID NO. 82
LPVLTQPRSVSGSPGQSVTISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYDVTKRPSGV
PDRFSGSKSGNTASLTISGLQAEDEADYYCS
SYTGSSTLGPVFGGGTKLTVL SEQID NO.
84
QSVLTQPPSVSAAPGQKVTISCSGNSSNIGN
NYVSWYQQLPGTAPKLLIYDNDKRPSGIPD
RFSGSKSGTSASLAISELRFEDEADYYCAAW
DDTLSGHVFGPGTKLTVL SEQID NO. 86
SYELMQPPSVSVPPGETARITCGGNNIGNK
NVHWYQQKPGQAPVLVVREDSARPAGIPE
RFSGSNSGNSATLTISRVEAGDEADYYCQV
WDNTSDHVVFGGGTKLTVL SEQID NO.
88
SYELMQPPSVSEVPGQRVTISCSGSSSNIGN
NAVNWFQQLPGKAPKLLVYYDDWVPSGIS
GRFSASKSGTSASLAISGLQSGDEGDYYCAV
WDDRLSGVVFGGGTKLTVL SEQ ID NO.
20
QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQIPGTAPTLLIYDSNKRPSVIPDR
FSGSKSGTSATLGITGLQTGDEADYYCGTW
DDSLNGWVFGGGTKLTVL SEQ ID NO. 92
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[0230]

RE9

RG12

RSA1

R2A7

R2B12

R2C9

R2D5

R2D7

R2F4

R2A10

R2E2

EVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTMVTVSS SEQID NO. 93

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 95
EVQLVQSGGGLVQPGGSLRLSCAASGFTFSSYSMN
WVRQAPGKGLEWYVSYISSSSSTIYYADSVKGRFTISR
DNAKNSLYLOMNSLRDEDTAVYYCARGDYYYGMD
VWGQGTTVTVSS SEQID NO. 97
QVQLVQSGSEVKKPGASVKVSCRASGYLFTNYGIS
WVRQAPGQGLEWMGWVSAHGEFTKYAPSLQDR
VTMTSDISTTTAYMELRSLRSDDAGVYYCARDRGA
DHFDTWGQGTLVTVSS SEQID NO. 99
EVQLVQSGAEVKKPGASVKVSCKASGYTFTSYYMH
WVRQAPGQGLEWMGMINPSSATTTYTQKFQGRY
SMTRDTSTSTVYMELSSLTSEDTAVYYCARDLFPHIY
GNYYGMDIWGQGTTVTVSS SEQ ID NO. 101

EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSHVISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSMRSEDTAVYYCATSGVVAATHF
GYWGQGTLVTVSS SEQID NO. 103

QVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARGASGSYFITT
YVDYWGQGTLVTVSS SEQID NO. 105
EVQLVESGGGLVQPGGPLRLSCAASGFTLSSYWMS
WVRQAPGKGLEWVANIKYDGSETYYADSVKGRFTI
SRDNAKNSLYLOMNRLRLEDTAVYYCAREVSSAATS
PLDRWGRGTLVTVSS SEQ ID NO. 107
EVQLVQSGAEVKKPGSSVKVSCKASGGTFSRYGVH
WVRQAPGQGLEWMGRLIPIVSMTNYAQKFQDRV
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTVSS SEQ ID NO. 109

EVQLVESGGGVVQPGGSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 111

EVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 113

ZIHSdl 10-2022-0084444

QSALTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYDVSNRPSGV
SNRFSGSKSGNTASLTISGLOQAEDEADYYCS
SYRSSTLGPVFGGGTKLTVL SEQ ID NO. 94
QAGLTQPPSASGSPGQSVTISCTGTSSDVG
GYNYVSWYQQHPGKAPKLMIYDVSNRPSG
VPDRFSGSKSGNTASLTISGLQAEDEADYYC
SSYTSSSTLVVFGGGTKLTVL SEQ ID NO.
96
NIQMTQSPSSVSASVGDRVTITCRASQDISR
WLAWYQQKPGKAPKLLIYAASSLQSGVPSR
FSGSGSGTDFALTISSLQPEDFATYYCQQAD
SFFSITFGQGTRLEIK SEQ ID NO. 98
AIQLTQSPATLSLSPGERATLSCRASQSVGVY
LAWYQQKPGQSPRLLIYDTSKRATGIPDRFS
ASGSGTDFTLTISRLEPEDFAVYYCHQRHSW
PTTFGQGTRLEIK SEQ ID NO. 100
NIQMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTL
TFGGGTKVEIK SEQ ID NO. 102
QSVLTQPASVSGSPGQSITISCTGTSSDVGD
YNLVSWYQQHPGKAPKLIYEVNKRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YAGYNNLYVFGTGTKVTVL SEQ ID NO.
104
QSALTQPPSASGSPGQSVTISCTGTSSDVGG
YNYVSWYQQHPGKAPKLIIYDVNMRPSGV
PDRFSGSKSGNTASLTISGLQAEDEADYYCS
SYAGLYFPLFGGGTQLTVL SEQID NO.
106
DIVMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSHSS
RYTFGQGTKLEIK SEQ ID NO. 108
QSVVTQPPSVSGAPGQRVTISCTGSSSNIGA
GYGVHWYQHLPGSAPKLLIYGNSNRPSGVT
DRISGSKSGTSASLAITGLQAEDEAVYYCQSY
DSSLSTSVVFGGGTKLTVL SEQID NO. 110
QSVLTQPPSASGTPGQRVTISCSGSSSNIGS
NTVHWYQQLPGTAPKVLIYTNNQRPSGVP
DRFSGSKSGTSASLAISGLQSEDEADYYCAA
WDGRLQGWVFGGGTQLTVL SEQID NO.
112
QAGLTQPPSASGTPGQRVTISCFGSSSDIGS
NTVNWYQQVSGRAPKLLLYTNGQRPSGVP
DRFSGSKSGSSASLAISGLQSEDEADYYCAS
WDDSLKGYVFGTGTKVTVL SEQ ID NO.
114
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[0231]

R3B8

R3C3

R3E9

R3E10

R3F7

R3F10

R4B10

R4H1

R4A11

R3D2

R5B8

SH1A1Q

EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGRIIPILGIANYAQKFQGRVTITA
DKSTSTAYMELSSLRSEDTAVYYCARVGGGAQTPFD
YWGQGTLVTVSS SEQID NO. 115
QVQLVQSGSEVKRPGASVRVSCKASGYIFSQYTIHW
VRQAPGERLEWLGWINAVTGNTKYAQKFQGRVTIT
MDSSASTAFMEMSSLRSEDAGVYFCARDMVPFGG
EIKYGFDFWGQGTMITVSS SEQID NO. 117
QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMH
WVRQAPGKGLEWVALISYDGSNKYYADSMKGRFTI
SRDNSKNTLFLOQMNSLRAEDTAVYYCAKTLMPASI
MGYFTHWGQGTLVTVSS SEQ ID NO. 119
QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYYMH
WVRQAPGQGLEWMGIINPSDGSTSYAQKFQGRVT
MTRDTSTSTVYMELSSLRSEDTAVYYCARGYYGSGI
AMDVWGQGTTVTVSS SEQID NO. 121
QVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRPEDTAVYYCARDNGDLGFDY
WGQGTLVTVSS SEQID NO. 123
EVQLVESGGGLIQPGGSLRLSCAASGFTVSSNYMS
WVRQAPGKGLEWVSVIYSGGTIYYADSVKGRFTISR
DSSKNTLYLHMNSLRAEDTGVYYCAKGVGSWSIFD
YWGQGTLVTVSS SEQID NO. 125
EVQLVESGAELKKPGSSMKVSCKASGGTFSSYAISW
VRQAPGQGLEYIGRIIPIFGVTYYAQKFQGRVTISAD
KSTSTVYLDLRSLRSEDTAVYYCARDLGGGDGDWG
QGTLVTVSS SEQIDNO. 127
EVQLVQSGAEVKKPGSSVKVSCKASGYTFTGYYMH
WVRQAPGQGLEWMGRIIPIFGTANYAQKFQGRVT
ITADESTSTAYMELSSLRSEDTAVYFCVTSAWSDWG
QGTLVTVSS SEQID NO. 129

EVQLVESGGGLVQPGGSLRLSCAASGFTFSSYWMS
WVRQAPGKGLEWVANIKQDGSEKYYVDSVKGRFTI
SRDNSKNTLYLQMNSLGAEDTAVYYCAKGFYYPDH
WGQGTLVTVSS SEQID NO. 131
EVQLVESGGGVVQPGGSLRLSCEVSGFIFSDYGMH
WVRQAPGKGLEWVSSISSSSSYIYYADSVKGRFTISR
DNAKNSLYLOMNSLRAEDTAMYYCARSWNYGRFF
DYWDQGTLVTVSS SEQID NO. 133
EVQLVESGGGLVQPGGSLRLSCAASGFTSSRNWM
HWVRLAPGKGLVWVSLIAPDGSLTTYADSVKGRFTI
SRDTAKNSVQLLLNSLRAEDTGLYFCAREAGVSGGL
DVWGQGTLVTVSS SEQID NO. 135

EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADKSTSTAYMELSSLRSEDTAVYYCAREGTIYDSSGY
SFDYWGQGTLVTVSS SEQID NO. 137

ZIHSdl 10-2022-0084444

QSVLTQPPSVSAAPGQKVTISCSGSSSNIGN
SYVSWYQHLPGTAPKLLIYDNNKRPSGIPDR
FSGSKSATSATLGITGLQTADEADYYCGTW
DSSLGVVFGGGTKLTVL SEQID NO. 116
QSALTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYNVSKRPSGV
SNRFSGSKSGNTASLTISGLQAEDEADYYCS
SYTSSSTFVFGTGTKVTVL SEQID NO. 118
SYELMQPPSVSVAPGETARITCGGNNIGSKS
VHWYQQKPGQAPILVIYYDSGRPSGIPERFS
GSNSGNTATLTISRAEAGDEADYYCHVWDS
YTDHVVFGGGTKLTVL SEQID NO. 120
QPVLTQPPSLSVAPGKTASIACGGNNIGSKR
VHWYQQKPGQAPVLVIYYESDRPSGIPERF
SGTISQNTATLSISRVEAGDEADYYCQVWD
RSSAHVVFGGGTKVTVL SEQID NO. 122
AIQMTQSPSSLSASVGDRVTITCRASQSISTY
LNWYQQKPGKAPKLLIYAASSLONGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQSYST
PRTFGPGTKVDIK SEQID NO. 124
DIQMTQSPSSLSASVGDRVTITCQASQDISN
YLNWYQQKPGKAPKLLIFAGSNLQSGVPSR
FSGSGSGTDFTLTITSLQPEDFATYYCQQSYT
TPTFGQGTKVEIK SEQID NO. 126
QSVVTQPASVSGSPGQSITISCTGTSSDVGS
YNLVSWYQQHPGKAPKLMIYEGSKRPSGVS
TRFSGSKSGNTASLTISGLQAEDESDYYCSSY
TGSAWVFGGGTKLTVL SEQ ID NO. 128
QSVVTQPPSVSATPGQKVTISCSGSDSNIGN
NYVSWFLQLPGTAPKLLIHNNDQRPSGVPD
RFSGSKSGTSASLAITGLQAEDEADYYCQSF
DDSLRGYLFGTGTKVTVL SEQID NO. 130
QAVLTQPPSVSAAPGQKVTISCSGGSSNIAN
NYVSWYQHLPGTAPKLLIYDDNKRPSGIPD
RFSGSKSGTSATLGITGLQTGDGADYYCGT
WDNSLNSDWVFGGGTKL SEQID NO.
132
QSVLTQPPSVSVAPGKTARITCGGNNIGSKS
VHWYQQKPGQAPVLVIYYDSDRPSGIPERF
SGSNSGNTATLTISRVEAGDEADYYCQVWD
SSSDHYVFGTGTKLTVL SEQID NO. 134
VIWMTQSPSSLSASVGDRVTITCRASQTISS
YLNWYQQKPGKAPKLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQANS
FPLTFGGGTKVEIK SEQ ID NO. 136
QSVLTQPPSVSAAPGQKVTISCSGNNSNIA
NNYVSWYQQLPGTAPKLLIYDNNYRPSGIP
DRFSGSKSGTSATLDITGLQTGDEADYYCGV
WDGSLTTGVFGGGTKLTVL SEQID NO.
138
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[0232]

SH1B7B(K)

SH1C1

SH1C8

SH1E10

SH1E2

SH1A9

SH1B11

SH1E4

SH1B3

SH1D1

SH1D2

EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGIINPSGGSTSYAQKFQGRVSM
TRDTSTSTVYMELSSLTSEDTAVYYCARDLFPHIYGN
YYGMDIWGQGTTVTVSS SEQID NO. 139

QVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADKSTSTAYMELSSLRSEDTAVYYCARLAVPGAFDI
WGQGTMVTVSS SEQ ID NO. 141

EVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISYDGSNKYYADSVKGRFTI
SRDNSKNTLYLOMNSLRAEDTAVYYCARGQWLVTE
LDYWGQGTLVTVSS SEQ ID NO. 143

EVQLVESGSEVEKPGSSVKVSCKASGGTFSDSGISW
VRQAPGQGLEWMGGIIPMFATPYYAQKFQDRVTI
TADESTSTVYMELSGLRSDDTAVFYCARDRGRGHLP
WYFDLWGRGTLVTVSS SEQID NO. 145
EVQLVESGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARAPYYYYYMD
VWGQGTTVTVSS SEQID NO. 147
EVQLLESGAEVKKPGSSVKVSCKASGGTLSRYALSW
VRQAPGQGPEWVGAIIPIFGTPHYSKKFQDRVIITV
DTSTNTAFMELSSLRFEDTALYFCARGHDEYDISGYH
RLDYWGQGTLVTVSS SEQID NO. 149
QVQLVQSGSELKKPGSSVKVSCKASGYSFSGYYIHW
VRQAPGQGLEWMGWIDPNSGVTNYVRRFQGRVT
MTRDTSLSTAYMELSGLTADDTAVYYCARDENLWQ
FGYLDYWGQGTLVTVSS SEQID NO. 151

QVQLVQSGAEVKKPGSSVKVSCKASGGTFSRYGVH
WVRQAPGQGLEWMGRLIPIVSMTNYAQKFQDRV
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTVSS SEQ ID NO. 153
QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 155

EVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NO. 157

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 159

ZIHSdl 10-2022-0084444

AIQMTQSPSSLSASVGDRVTITCRASQGISN
YLAWYQQKPGKVPKLLIYAASTLESGVPSRF
SGSGSGTDFTLTISSLQPEDLATYYCQQLHTF
PLTFGGGTKVEIK SEQ ID NO. 140
QPVLTQPPSASGSPGQSVTISCTGTSSDVGA
YNFVSWYRQHPGKAPKLMIYEVNKRPSGV
PDRFSGSKSGNTASLTVSGLQAEDEADYYCS
SYAGTNSLGIFGTGTKLTVL SEQID NO.
142
QSVVTQPPSVSAAPGQKVTISCSGSSSDIGN
HYVSWYQQLPGTAPKLLIYDNNQRPSGIPD
RFSGSKSGTSATLAITGLQTGDEADYYCGT
WDNSLSPHLLFGGGTKLTVL SEQID NO.
144
QSVLTQPPSVSAAPGQKVTISCSGSSSNMG
NNYVSWYKQVPGTAPKLLIYENDKRPSGIP
DRFSGSKSGTSATLGITGLQTGDEADYYCGT
WDNSLSGFVFASGTKVTVL SEQID NO.
146
QSALTQPASVSGSLGQSVTISCTGSSSDVGS
YNLVSWYQQHPGKAPNLMIYDVSKRSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YTGISTVVFGGGTKLTVL SEQ ID NO. 148
QSVLTQPASVSGSPGQSITISCTGTSSDVGSY
NLVSWYQQHPGKAPKLMIYEVSKRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YGGFNNLLFGGGTKLTVL SEQID NO. 150
DIVMTQSPSSLSASIGDRVTITCRASQRISAY
VNWYQQKPGKAPKVLIYAASSLRSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQTYSS
PWTFGQGTKVEIK SEQ ID NO. 152
QSVLTQPPSASGSPGQSVTISCTGTSSDIGG
YDSVSWYQQHPGKAPKLMIYDVSKRPSGV
SNRFSGSKSGNTASLTISGLQAEDEADYYCS
SYTSSSIFFYVFGTGTKVTVL SEQ ID NO.
154
LPVLTQPASVSGSPGQSITISCTGTTSDIGGY
DYVSWYQQHPGKAPKLMIYDVSKRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YTSSSTHVFGTGTKLTVL SEQID NO. 156
QSALTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYDVSNRPSGV
SNRFSGSKSGNTASLTISGLQAEDEADYYCS
SYRSSTLGPVFGGGTKLTVL SEQID NO.
158
QAGLTQPPSVSEAPRQRVTISCSGSSSNIGN
NAVNWYQQLPGKAPKLLIYYDDLLPSGVSD
RFSGSKSGTSASLAISGLQSEDEADYYCAAW
DDSLNGYVFGTGTKLTVL SEQID NO. 160
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[0233]

SH1D12

SH1E1

SH1G9

SH1A11

SH1C2

SH1G8

SH1H2

SH1B10

SH1B7A(L)

SH1E6

SH1C11

EVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 161

EVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NO. 163

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NO. 165

EVQLVQSGGGLVQPGGSLRLSCAASGFTFSDYGMH
WVRQPPGKGLEWLAVISYDGSYKIHADSVQGRFTIS
RDNAKNSVFLOQMNSLKTEDTAVYYCTTDRKWLAW
HGMDVWGQGTTVTVSS SEQID NO. 167
EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQH
WGQGTLVTVSS SEQID NO. 169
EVQLVESGAEVKKPGASVKVSCKASGDTFSRYGITW
VRQAPGRGLEWMGNIVPFFGATNYAQKFQGRLTIT
ADKSSYTSYMDLSSLRSDDTAVYYCARDHFYGSGGY
FDYWGQGTLVTVSS SEQID NO. 171

EVQLLESGAEVKKPGASVKVSCKASGYTFNSYDINW
VRQAPGQGLEWMGGIIPVFGTANYAESFQGRVTM
TADHSTSTAYMELNNLRSEDTAVYYCARDRWHYES
RPMDVWGQGTTVTVSS SEQ ID NO. 173

EVQLVESGGGLVRPGGSLRLACAASGFSFSDYYMT
WIRQAPGRGLEWIAYISDSGQTVHYADSVKGRFTIS
RDNTKNSLFLQVNTLRAEDTAVYYCAREDLLGYYLQ
SWGQGTLVTVSS SEQID NO. 175
QVQLQQSGPGLVKPSQTLSLTCAISGDSVSSNSAA
WNWIRQSPSRGLEWLGRTYYRSKWYNDYAVSVKS
RITINPDTSKNQFSLQLNSVTPEDTAVYYCARDEPRA
VAGSQAYYYYGMDVWGQGTTVTVSS SEQID NO.
177

QVQLVQSGAEVKKPGSSVKVSCKASGGTFSRYGVH
WVRQAPGQGLEWMGRLIPIVSMTNYAQKFQDRV
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTVSS SEQID NO. 179
EVQLVQSGAEVKKPGASVKVSCKASGYTFTSYYMH
WVRQAPGQGLEWMGIINPSDGSTSYAQKFQGRVT
MTRDTSTSTVHMELSSLRSEDTAVYYCARDLFPHIY
GNYYGMDIWGQGTTVTVSS SEQID NO. 181

ZIHSdl 10-2022-0084444

QSALTQPRSVSGSPGQSVTISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYDVSKRPSGV
PDRFSGSKSGNTASLTISGLQAEDEADYYCS
SYTSSTTHVFGTGTKVTVL SEQID NO. 162
QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQLPGTAPKLLIYDNNKRPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSVWVFGGGTQLTVL SEQ ID NO.
164
QSVLTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGRAPRLMIYDVSNRPSGV
SNRFSGSKSGNTASLTISGLQAEDEGDYYCS
SYTSGGTLGPVFGGGTKLTVL SEQ ID NO.
166
QAGLTQPPSASGTPGQRVTISCSGSSSNIGS
NTVNWYQQLPGTAPKLLIYSNNQRPSGVP
DRFSGSKSGTSASLAISGLQSEDEADYYCAA
WDDSLNGWVFGGGTKLTVL SEQ ID NO.
168
AIRMTQSPSSLSASVGDRVTITCRASQSISNY
LNWYQQRPGKAPNLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQTYST
PYTFGQGTKLEIK SEQID NO. 170
QSVLTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYRQHPGKAPKLMIYDVSYRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YTDSSTRYVFGTGTKLTVL SEQID NO. 172
QPVLTQPPSASGTPGQRVAISCSGSRSNIEI
NSVNWYQQIPGTAPKLLIYDNNKRPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGS
WDSSLSADVFGTGTKLTVL SEQ ID NO.
174
QSVLTQPPSVSAAPGKKVTISCSGSSSNIGN
NYVSWYQQLPGTAPKLLIYRNNQRPSGVPD
RFSGSKSGTSASLAISGLQSEDEADYYCATW
DDSLNGWVFGGGTKLTVL SEQ ID NO.
176
QSVVTQPPSVSGAPGQRVTISCTGSSSNIGA
GYDVHWYQQLPGTAPKLLIYGNNNRHSGV
PDRFSGSKSGTSASLAITGLQAEDEAEFFCG
TWDSRLTTYVFGSGTKLTVL SEQID NO.
178
QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQIPGTAPKLLIYDNNKRPSGIPD
RFSGSKSGTSATLGITGLOQTGDEADYYCGT
WDSSLSAVVFGGGTKLTVL SEQ ID NO.
180
VIWMTQSPSSLSASVGDRVTITCRASQSISS
YLNWYQQKPGKAPKLLIYEASTLESGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQSYST
PYTFGQGTKLEIK SEQID NO. 182
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[0234]

SH1A2

SH1B1

R6B2

R6B7

R6B11

R6D1

R6C8

R9G8

R7D1

R7D2

R7E7

QMQLVQSGGGVVQPGRSLRLSCAASGFTFSSYAM
HWVRQAPGKGLEWVAVISFDGSNKYYADSVRGRF
TISRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDR
DIDYWGQGTLVTVSS SEQID NO. 183

QVQLVQSGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 185

EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQH
WGQGTLVTVSS SEQID NO. 187
QMQLVQSGAEVKKPGSSVKVSCKASGGTFNSYPIS
WVRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVT
ITADESTSTAYMELSSLRSEDTAMYYCAKNHPTATL
DYWGQGTLVTVSS SEQ ID NO. 189
QvVQLVQSGGGVVQPGRSLRLSCAASGFPFRSYDM
HWVRQAPGEGLEWVALISSDGSNKYYLDSVKGRFT
ISRDNSKNTLYLQMNSLRAEDTAVYYCAKDLLPYSSS
WDYYYYYGMDVWGQGTTVTVSS SEQ ID NO.
191
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHW
VRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISA
DTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFYA
MDYWGQGTLVTVSS SEQ ID NO. 193

EVQLVESGGGLVKPGGSRKLSCAASGFTFSNYGMH
WVRQAPEKGLEWVAYISSGSSTIYYADTVKGRFTISR
DNAKNTLFLOQMTSLRSEDTAMYYCARRGLLLDYWG
QGTTLTVSS SEQID NO. 195

EVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISW
VRQAPGQGLEWMGWISAYNGNTNYAQKLQGRVT
MTTDTSTSTAYMELRSLRSDDTAVYYCARDLFPTIF
WEGGAFDIWGQGTMVTVSS SEQID NO. 197

QVQLVQSGSEVEKPGSSVKVSCKASGGTFSDSGISW
VRQAPGQGLEWMGGIIPMFATPYYAQKFQDRVTI
TADESTSTVYMELSGLRSDDTAVFYCARDRGRGHLP
WYFDLWGRGTLVTVSS SEQ ID NO. 199
QVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQH
WGQGTLVTVSS SEQID NO. 201

EVQLLESGAEVKKPGSSVKVSCKASGGTFSSYAISWV
RQAPGQGLEWMGRIIPILGIADYAQKFQGRVTITAD
KFTSTAYMELSSLRSEDTAVYYCATVEGWGAVTTFD
YWGQGTLVTVSS SEQID NO. 203

ZIHSdl 10-2022-0084444

QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQVPGTAPKLLIYDNNKRPSGIPD
RFSGSNSDTSATLGITGLQTGDEADYYCGT
WDSSLSAWVFGGGTKLTVL SEQ ID NO.
184
QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQLPGTAPKLLIYDNNKRPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSAGSVVFGGGTKLTVL SEQID NO.
186
QPVLTQPRSVSGSPGQSVTISCTGTSSDVGG
YNFVSWYQQNPGKAPKLMIYDVSKRPSGV
PDRFSGSKSGNTASLTVSGLRAEDEADYYCA
SYAGGRTFVFGGGTKVTVL SEQID NO.
188
QSVLTQSPSSFSASTGDRVTITCRASQGISSY
LAWYQQKPGKAPKLLIYAASTLQSGVPSRFS
GSGSGTDFTLTISCLQSEDFATYYCQQYYSYP
LTFGGGTKVTVL SEQID NO. 190

LPVLTQPASVSASAGQSIAISCTGISSDIGDY
NSVSWYQRHPGKAPKLIIYDVSSRPSGVAD
RFSGSKSGSTASLSISGLQAEDEADYYCASYT
ASDNPVFGGGTKLTVL SEQID NO. 192
SYELMQPPSVSVAPGKTATIACGGENIGRKT
VHWYQQKPGQAPVLVIYYDSDRPSGIPERF
SGSNSGNTATLTISRVEAGDEADYYCQVWD
SSSDHRIFGGGTKLTVL SEQID NO. 194
QSVLTQPPSVSAAPGQEVTISCSGSNSNIGN
NYVSWYQQLPGTAPKLLIYDNNERPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSAGVFGGGTKLTVL SEQ ID NO.
196
QSVLTQPPSVSAAPGQEVTISCSGSNSNIGN
NYVSWYQQLPGTAPKLLIYDNNERPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSAGVFGGGTKLTVL SEQ ID NO.
198
QSVLTQPPSVSAAPGQEVTISCSGSNSNIGN
NYVSWYQQLPGTAPKLLIYDNNERPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSAGVFGGGTKLTVL SEQ ID NO.
200
AIRMTQSPSSLSASVGDRVTITCRASQSISNY
LNWYQQRPGKAPNLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQTYST
PYTFGQGTKLEIK SEQID NO. 202
QSVLTQPPSVSAAPGQEVTISCSGSNSNIGN
NYVSWYQQLPGTAPKLLIYDNNERPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSAGVFGGGTKLTVL SEQ ID NO.
204
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[0235]

R7F2

R7F7

R9H2

R9H6

H6BI1L

H6A1

H6B1

H6B2

H19C

H110D

H11F

H1C1

GPG1A2

QVQLVQSGAEVKKPGSSVKVSCKASGGTLSSYAISW
VRQVPGHGLEWMGRIISMLGVSNYAQNFQGRVTI
TADKSTSTAYMELRSLTSDDTAVYYCATVTIFDGDYY
AMDVWGQGTTVTVSS SEQ ID NO. 205
EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSHVISW
VRQAPGQGLEWMGIILPSFGKTNYAQKFQGRVTM
TGDTSTSTVYMELSSLTSEDTAVYYCVREFSGGYFDY
WGQGTLVTVSS SEQID NO. 207
QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYVIH
WVRQAPGQRLEWMGWIHAGNGHTKYAQNFQGR
VTITRDTSATTAYVEVSSLGSEDTALYYCAREGSDIGL
DLHYWGQGTLVTVSS SEQ ID NO. 209
EVQLVQSGGGVVQPGRSLRLSCEASGFTFRNFAMH
WVRQAPGKGLEWAAVISVDGSREHYADSVKGRFTI
SRDNSQNTVYLOQMNGLRPEDTAEYYCAREGEGST
WSSFDYWGQGTLVTVSS SEQ ID NO. 211
QMQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAYS
WVRQAPGQGLEWMGGIIPSFGTANYAQKFQGRY
TITADESTSTAYMELSSLRSEDTAVYYCARGPIVATIT
PLDYWGQGTLVTVSS SEQID NO. 213
QMQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAYS
WVRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVT
ITADESTSTAYMELSSLRSEDTAVYYCARGPIVATITP
LDYWGQGTLVTVSS SEQID NO. 215
QMQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAYS
WVRQAPGQGLEWMGGIIPSFGTANYAQKFQGRV
TITADESTSTAYMELSSLRSEDTAVYYCARGPIVATIT
PLDYWGQGTLVTVSS SEQ ID NO. 217
QMQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAIS
WVRQAPGQGLEWMGGIIPAFGTANYAQKFQGRV
TITADESTSTAYMELSSLRSEDTAVYYCARGPIVATIT
PLDYWGQGTLVTVSS SEQ ID NO. 219
QVQLVQSGAEVKKPGASVKVSCKTSGNTFTNYALH
WVRQAPGQGLEWMGGMKPSGGSTSIAQKFQGR
VTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI
FGNYYGMDIWGQGTTVTVSS SEQID NO. 221
QVQLVQSGAEVKKPGASVKVSCKTSGNTFTNYYMH
WVRQAPGQGLEWMGSMQPSGGSTSLAQKFQGR
VTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI
LGNYYGMDIWGQGTTVTVSS SEQ ID NO. 223
QVQLVQSGAEVKKPGASVKVSCKTSGNTFTNYPM
HWVRQAPGQGLEWMGSMKPSGGSTSLAPKFQGR
VTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI
IGNYYGMDIWGQGTTVTVSS SEQID NO. 225
QVQLVQSGAEVKKPGASVKVSCKTSGNTFTNYSMH
WVRQAPGQGLEWMGIMNPSGGSTSYAQKFQGR
VTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI
YGNYYGMDIWGQGTTVTVSS SEQID NO. 227
EVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMH
WVRQAPGQGLEWMGWINPNSDNTGSAQKFQGR
VFMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQID NO. 229

ZIHSdl 10-2022-0084444

QSVLTQPPSVSGAPGQRVTISCTGSSSNIGA
GYDVYWYQHLLGKAPKLLIYGNSNRPSGVS
DRFSASKSGTSVSLAITGLQAEDEADYYCQS
YDSSLSGYVFGTGTKLTVL SEQ ID NO. 206
QPVLTQPASVSGSPGQSITISCTGTSSDVGS
YNLVSWYQQHPGKAPKLMIYEVSKRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCNT
YTSSGTYVIGTGTKVTVL SEQ ID NO. 208
QPVLTQPASVSGSPGQSITISCTGTSSDIGRY
NYVSWYQQHPGKAPKVMIYDVSNRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YTSSSTWVFGGGTKLTVL SEQID NO. 210
QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQLPGTAPKILIYDNDKRPSGIPDR
FSGSKSGTSATLGITGLQTGDEADYYCGTW
DRSLSGYVFGTGTKVTVL SEQ ID NO. 212
SYELMQPPSVSVAPGKTATIACGGENIGRKT
VHWYQQKPGQAPVLVIYYDSDRPSGIPERF
SGSNSGNTATLTISRVEAGDEADYYCLVWD
SSSDHRIFGGGTKLTVL SEQID NO. 214
SYELMQPPSVSVAPGKTATIACGGENIGRKT
VHWYQQKPGQAPVLVIYYDSDRPSGIPERF
SGSNSGNTATLTISRVEAGDEADYYCQVWD
SSSDHRIFGGGTKLTVL SEQID NO. 216
SYELMQPPSVSVAPGKTATIACGGENIGRKT
VHWYQQKPGQAPVLVIYYDSDRPSGIPERF
SGSNSGNTATLTISRVEAGDEADYYCQVWD
SSSDHRIFGGGTKLTVL SEQ ID NO. 218
SYELMQPPSVSVAPGKTATIACGGENIGRKT
VHWYQQKPGQAPVLVIYYDSDRPSGIPERF
SGSNSGNTATLTISRVEAGDEADYYCQVWD
SSSDHRIFGGGTKLTVL SEQID NO. 220
DIVMTQSPPSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYATSSLQYGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQGSYSTP
YTFGQGTKVEIK SEQID NO. 222
DIVMTQSPPSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQGSYSTP
YTFGQGTKVEIK SEQID NO. 224
DIVMTQSPPSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQYGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQGSYSTP
YTFGQGTKVEIK SEQID NO. 226
DIVMTQSPPSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
YTFGQGTKVEIK SEQID NO. 228
DIVMTQSPSSLSASVGDRVTITCRASQSISSF
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTKVEIK SEQ ID NO. 230
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[0236]

GPGG8

GPGG10

GPGH7

GPGH10

GPGH11

GPGH10P

QVQLVQSGAEVKKLGASVKVSCKASGYPFTGYYMH
WVRQAPGQGLEWMGWINPNGDNTGLAQKFQGR
VFMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQID NO. 231
QVQLVQSGAEVKKPGASVKVSCKTSGYPFTGYYMH
WVRQAPGQGLEWMGWINPLSDTTGSAQKFQGR
VFMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQID NO. 233
QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMH
WVYRQAPGQGLEWMGWINPLSDNTGSAQKFQGR
VFMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQID NO. 235
QVQLVQSGAEVKKPGASVKVSCKTSGYTFTGYYMH
WVRQAPGQGLEWMGWINPNSDNTGYAQKFQGR
VFMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQID NO. 237
QVQLVQSGAEVKKPGASVKVSCKASGYPFTGYYMH
WVRQAPGQGLEWMGWINPLSDSTGSAQKFQGRV
FMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGYF
DFWGQGTLVTVSS SEQID NO. 2 SEQ ID NO.
239
QVQLVQSGAEVKKPGASVKVSCKTSGYTFTGYYMH
WVRQAPGQGLEWMGWINPNSDNTGYAQKFQGR
VFMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQID NO. 241

ZIHSdl 10-2022-0084444

DIVMTQSPSSLSASVGDRVTITCRATPSTSSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTKLEIK SEQ ID NO. 232
DIVMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTKLEIK SEQ ID NO. 234
DIVMTQSPSSLSASVGDRVTITCRASQSISSF
LNWYQQKPGKAPKLLIYLASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTKVEIK SEQID NO. 236
DIVMTQSPSSLSASVGDRVTITCRASQSISSF
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQAYST
PITFGQGTKVEIK SEQID NO. 238

DIVMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTKLEIK SEQ ID NO. 240

DIVMTQSPSSLSASVGDRVTITCRASQSISSF
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQPYSTP
ITFGQGTKVEIK SEQID NO. 242
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SEQUENCE LISTING

Organization Applicant

Street :
City :
State :
Country :
PostalCode :
PhoneNumber :
FaxNumber :
EmailAddress :
<110> OrganizationName : Sorrento Therapeutics Inc.

Application Project

<120> Title : Antigen Binding Proteins that Bind PD-L1

<130> AppFileReference : PD-L1-1A
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<140> CurrentAppNumber :
<141> CurrentFilingDate : 2013-05-31
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKV SCKASGGTFN TYAISWVRQA PGQGLEWMGG ITPLFGKADY
AQKFQDRVTI TADESTSTAY MELSSLRSED TAVYYCARDK GREELGGNYY YAVDVWGPGT
TVTVSS
<212> Type : PRT
<211> Length : 126
SequenceName : SEQ ID NO: 1
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

DIVMTQTPYS VSASVGDRVT ITCRASQEVS RWVAWYQQKP GQAPKSLIYA SSRLQSGVPS

RFTASGSGTD FTLVISSLQP EDFATYYCQQ YSRFPLTFGG GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 2
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLQQLGPG LVKPSQTLSL TCAISGDSVS SNSAAWNWIR QSPSRGLEWL GRTYYRSKWY
TNYAVSMRSR ITINPDTSKN QFSLQLNSVT PEDTAVYFCA GGNSSSHDDY WGQGTLVTVS

S
<212

> Type : PRT

<211> Length : 121
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SequenceName : SEQ ID NO: 3
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QPVLTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMV YDVSKRPSGV
SNRFSGSKSG NTASLTISGL QTEDEADYYC SSYTSSNTRV FGTGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 4
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
EVQLVQSGAE VKKPGASVKV SCKASGYTFT SYGISWVRQA PGQGLEWMGW ISAYNGNTNY
AQKLQGRVTM TTDTSTSTAY MELRSLRSDD TAVYYCARDL FPTIFWEGGA FDIWGQGTMV
TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 5
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

DIVMTQSPST LSASVGDRVT ITCRASQSFT TYLAWYQQKP GKAPKLLIYQ TSNLESGVPS

RFSGSGSGTE FTLTISSLQP DDFATYYCQQ YSRYWWSFGQ GTRLEIK
<212> Type : PRT
<211> Length : 107

SequenceName : SEQ ID NO: 6

SequenceDescription :
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Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGASLKV SCKASGYTEN SYDINWVRQA PGQGLEWMGW INPNSGGTNY
AQKFQGRVTM TRDTSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV
TVSS
<212
> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 7
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
ATQMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SSSTPLTFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 8
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTEFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTT SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 9

SequenceDescription :

Sequence

_74_

60
120

124

60

107

60

118

SIHS31 10-2022-0084444



<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QAVLTQPRSV SGSPGQSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVRTRPSGV

SDRFSGSKSG NTASLSISGL QAEDEADYYC SSHSSSTTVI FGGGTKLTVL

<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 10
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGASVKV SCKASGYTFT GYYMHWVRQA PGQGLEWMGW INPNSDNTGS
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 11
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTRLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 12
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVESGGG VVQPGRSLRL SCAASGFTES SYWMSWVRQA PGKGLEWVAN IKQDGSEKYY
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VDSVKGRFTI SRDNAKNSLY LQMNSLRAED TAVYYCAREG EHDAFDIWGQ GTMVTVSS

<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 13
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QAVLTQPPSV SAAPGQRVTI SCSGSNSNIA DTYVSWYQQL PGTAPRLLIY DNDQRPSGIP
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSGVE GTGTKVTVL
<212> Type : PRT
<211> Length : 109
SequenceName : SEQ ID NO: 14
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QVQLVQSGGG VVQPGRSPRL SCAASGFTEN TYGMHWVRQA PGKGLEWVAV ISDGGNNKKY
ADSVKGRFTI SRDNAKNSLY LQMNSLRAED TALYYCAKDI GESYYYYMDV WGKGTTVTVS
S
<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 15
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVLTQPASV SGSPGQSVTI SCTGTSSDVG GENSVSWYQQ HPGKAPKLMI YDVSKRPSEI

SDRFSGSKSG NTASLTISGL QPEDEADYYC SSYTSSSTLV FGGGTKLTVL
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<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 16
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLQQSGPG LVKPSQSLSL TCAISGDSLS SNSAAWNWIR QSPSGGLEWL GRTYYRSKWY
NEYVESLKSR ITINSDISRN QFSLHLNSVT PEDTAVYYCA SGTGARGMDV WGQGTTVTVS
S

<

212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 17
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
SYVLTQPPSV SVSPGQTAST SCSGYKLENK YVSWYQQRAG QSPVLVIYQD NKRPSGIPER
FSGSNSGNTA SLTITGLQPE DEADYYCSAW DSSLRAWVEG GGTQLTVL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 18
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVQLQQSGPG LVKPSETLSL TCAISGDSVS ENSAAWNWIR QSPSGGLEWL GRTYYRSKWY
NEYVESLKSR ITINSDISRN QFSLHLNSVT PEDTAVYYCA SGTGARGMDV WGQGTTVTVS
S

<212> Type : PRT
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<211> Length : 121
SequenceName : SEQ ID NO: 19
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QPVLTQPPSV SVSPGQTASI TCSGDELGNK YVYWYQQKPG RSPVLVIYQD SKRPSGFPAR

FSGANSGNTA TLTISGTQAM DEADYFCQAW DSSTAWVEGG GTKLTVL
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 20
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGASVKV SCKASGYTFT GYYMHWVRQA PGQGLEWMGW INPNSDNTGS
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 21

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTRLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 22

SequenceDescription :
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Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVQSGAE VKKPGSSVKV SCKASGGTFS RYGVHWVRQA PGQGLEWMGR LIPIVSMINY

AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GQGTLVTVSS
<212> Type : PRT
<211> Length : 120
SequenceName : SEQ ID NO: 23
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
LPVLTQPASV SGSPGQSVTI SCTGTSSDVG GHNYVSWYQQ HPGKAPKLMI YEVNKRPSGV
PDRFSGSKSD YTASLTISGL QPDDEADYFC SSYTATTTGV VFGTGTKVTV L
<212> Type : PRT
<211> Length @ 111
SequenceName : SEQ ID NO: 24

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGASVKV SCKASGYTET GYYMHWVRQA PGQGLEWMGW INPNSDNTGS
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TATYYCARER SSGYFDFWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 25
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence
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<400> PreSequenceString :

DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTRLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 26
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKTSGNTFT NYYMHWVRQA PGQGLEWMGI MNPSGGSTSY
AQKFQGRVTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV
TVSS

<

212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 27
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPPS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPYTFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 28
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

_80_

60

107

60
120

124

60

107

ZIHSdl 10-2022-0084444



QVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGG ITPIFGTASY
AQKFQGRVTI TADESTTTAY MELSSLRSED TAVYYCAREG PEYCSGGTCY SADAFDIWGQ
GTMVTVSS
<212> Type : PRT
<211> Length : 128
SequenceName : SEQ ID NO: 29
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVVTQPPSV SAAPGQKVTI SCSGSTSNIE NYSVSWYQQL PGTAPKLLIY DNNKRPSGIP

DRESGSKSGT SATLGITGLQ TGDEADYYCG TWDNRLSSVV FGGGTKVTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 30
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGR ITPILGIANY
AQKFQGRVTI TADKSTSTAY MELSSLRSED TAVYYCARSE SGSYSHDYWG QGTTVTVSS
<212> Type : PRT
<211> Length : 119
SequenceName : SEQ ID NO: 31

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QPVLTQPPSV SAAPGQKVTI SCSGSSSNIG NSHVSWFQQL PGTAPKLVIY DNDKRPSGIA

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGV FGGGTKLTVL
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<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 32
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVESGAE VKKPGASVKV SCKASGYTFT SYYIHWVRQA PGQGLEWMGI INPSGGSTTY

AQKFQGRVSM TRDTSTRTVY MELSGLISDD TAIYYCARDD DFYSGYPGDY WGQGTLVTVS
S
<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 33
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QAVVTQPPSA SGTPGQRVTI SCSGSSSNVG VNHVEWYQHL PGMAPKLLIH RTNQWPSGVP
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAVF GGGTKLTVL

<

212> Type : PRT
<211> Length : 109
SequenceName : SEQ ID NO: 34
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKV SCKASGGTES SYAISWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTIT TADESTSTAY MELSSLRSED TAVYYCARGN IVATITPLDY WGQGTLVTVS
S

<212> Type : PRT
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<211> Length : 121
SequenceName : SEQ ID NO: 35

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
SYELMQPPSV SVAPGKTATI ACGGENIGRK TVHWYQQKPG QAPVLVIYYD SDRPSGIPER
FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 36
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVQSGGG LVQPGGSLRL SCAASGFTFS SYSMNWVRQA PGKGLEWVSY ISSSSSTIYY

ADSVKGRFTI SRDNAKNSLY LQMNSLRDED TAVYYCARGD YYYGMDVWGQ GTTVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 37
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EIVLTQSPSS LSASIGDRVT LTCRASQSIR RFLNWYQQKP GKAPELLIYT ASSLQSGVPS
RFSGSGSGTD FTLTINSLQP EDFATYYCQQ SYAVSPYTFG QGTKVEIR
<212> Type : PRT
<211> Length : 108

SequenceName : SEQ ID NO: 38
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SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGD FWSGYRTYYY YYGMDVWGQG
TMVTVSS
<212> Type : PRT
<211> Length : 127
SequenceName : SEQ ID NO: 39
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QSVVTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQL PGTAPKLLIY DNNKRPSGIP
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAVV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 40
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKTSGYTEFT SNAIGWVRQA PGQGLEWMGW ISAYNGNTNY
AQNLQGRVTM TTDTSTSTAY MELRSLRSDD TAVEYCARKG TGLHFDYWGQ GTLVTVSS
<
212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 41

SequenceDescription :
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Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
ALTQPASVSG SLGQSITISC TGSSSDVGGY KYVSWYQQHP GKAPKLMIYD VINRPSGVSS
REFSGSKSANT ASLTISGLQA EDEADYYCFS YSSRSTRIFG SGTKVIVL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 42
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QVQLQQSGPG LVKPSQTLSL TCAISGDSVS SNSAAWNWIR QSPSRGLEWL GRTYYRSKWY
NDYAVSVKSR ITINPDTSKN QFSLQLNSVT PEDTAVYYCA RGAAGRAFDI WGQGTMVTVS
S
<212> Type : PRT
<211> Length @ 121
SequenceName : SEQ ID NO: 43
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QTVVTQPPSV SKDLGQTATL TCTGNNNNVG NHGAAWLQQH QGHPPKLLSY RNNNRPSGIS

ERLSASRSGN TASLTITGLQ PEDEADYYCS AWDRSLSAWV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 44
SequenceDescription -

Sequence
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<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGGG LVQPGGSLRL SCAASGFTES SYSMNWVRQA PGKGLEWVSY ISSSSSTIYY
ADSVKGRFTI SRDNAKNSLY LQMNSLRDED TAVYYCARGD YYYGMDVWGQ GTTVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 45

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EIVLTQSPSS LSASIGDRVT LTCRASQSIR RFLNWYQQKP GKAPELLIYT ASSLQSGVPS
RFSGSGSGTD FTLTINSLQP EDFATYYCQQ SYAVSPYTFG QGTKVEIK
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 46
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVESGGG LVQPGGSLRL SCAASGFYLG SYWMAWVRQA PGKGLEWVAA IRQDGSETIY

VDSVKGRFIT SRDNGGNSVT LQMTTLRAGD TAVYYCARAH YFGFDNWGQG TLVTVSS
<212> Type : PRT
<211> Length : 117
SequenceName : SEQ ID NO: 47
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVLTQPASV SGSPGQSISV SCTGTSSDVG RYNFVSWYQQ HPGKAPKLMV FDVSNRPSGI
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SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTINSTYV FGSGTKVIVL
<212> Type : PRT
<211> Length : 110

SequenceName : SEQ ID NO: 48

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGASVKI SCKASGYPFR NYYTHWVRQA PGQGLEWVGI INPDGGTITY
AGKFQGRVSM TRDTSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV
TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 49
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QPVLTQPPSV SAAPGQKVTI SCSGSSSNIA NNYVSWYQQL PGTAPKLLIF ANNKRPSGIP
DRFSGSKSGT SAALDITGLQ TGDEADYYCG TWDSDLRAGV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 50
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLLESGGG VVQPGGSLRL SCAASGFTFS SYWMSWVRQA PGKGLEWVAN IKQDGSEKYY

VDSVKGRFTI SRDNSKNTVS LQMNSLRAED TAVYYCAKDR YYNFPLGMDV WGQGTTVIVS
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<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 51
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
ATRMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYT TSSLKSGVPS
RESGSGSGTD FTLTISRLQP EDFATYYCQQ SYSSTWTFGR GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 52
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
EVQLLESGAE VKKPGSSVKV SCKSSGDTFT NFAINWIRQA PGQGLEWMGR IIPLFGTTNY
AQKFQGRVTI TADESTSTAF MDLNSLTSED TAVYYCARTL GGDYYDSRGY YNWGQGTLVT
VSS
<212> Type : PRT
<211> Length : 123
SequenceName : SEQ ID NO: 53
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVLTQPASV SGSPGQSITI SCTGTSSDVG SYNLVSWYQQ YPGKAPKLMI YEVSERPSGV

PDRFSGSKSG NTASLTVSGL QAEDEADYYC SSYTDSNNFR VFGGGTKLTV L
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<212> Type : PRT
<211> Length @ 111
SequenceName : SEQ ID NO: 54
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLQQSGPG LVKPSQTLSL TCAISGDSVS SNSVVWNWFR QSPSRGLEWL GRAYYRSKWY
NDYAVSVKSR ITINPDTSKN QLSLQLNSVT PEDTAVYYCA KGLDVWGQGT TVTVSS
<212> Type : PRT
<211> Length : 116
SequenceName : SEQ ID NO: 55

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EIVMTQSPSS LYASVGDRVT ITCRASQSIS SYLNWYQQKP GKVPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISGLQP EDFATYYCQQ SYTPAWTFGQ GTKLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 56
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGG ITPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARDG IVADFQHWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 57
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SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQV PGTAPKLLIY DNDKRPSGIP
DREFSGSKSGT SATLAITGLQ TGDEADYYCG TWDSSLNAWV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 58

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVRV SCKASGGTFS SYAISWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARDG IVADFQHWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 59
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVLTQPPSV SAAPGQKVTI SCSGSSSNIE NNYVSWYQHL PGTAPKLLIY DDFKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAVV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110

SequenceName : SEQ ID NO: 60

SequenceDescription -

Sequence
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<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKV SCKASGGTFN SYPISWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAMYYCAKNH PTATLDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 61

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSA SGSPGQSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YEVSKRPSGV
PDRFSGSKSG NTASLTVSGL QAEDEADYYC SSYAGSNNLG VFGGGTKLTV L
<212> Type : PRT
<211> Length @ 111
SequenceName : SEQ ID NO: 62
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVQSGGN LVKPGGSLRL SCAASGFSFS SYDMNWVRQA PGRGLEWVSS ISGTGRYEYY

SPSVKGRFTI SRDNANTSLY LQMNSLTADD TAVYFCTRGD ILTGASAMDV WGQGTTVTVS
S
<212> Type : PRT
<211> Length @ 121
SequenceName : SEQ ID NO: 63
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
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DIQLTQSPSS LSASVGDRVT ITCRASQGIS SWLAWYQQKP GKAPKLLIYA ASSLQSGVPS

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ ANSFPLTFGG GTKVEIK
<

212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 64
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLLESGGN LVKPGGSLRL SCAASGFSES SYDMNWVRQA PGRGLEWVSS ISGTGRYEYY
SPSVKGRETI SRDNANTSLY LQMNSLTADD TAVYFCTRGD ILTGASAMDV WGQGTTVTVS
S
<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 65

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DVVMTQSPST LSASVGDRVT ITCRASQSIG TWLAWYQQKP GKAPNLLIYK ASSLESGVPS
RFSGSGSGTE FTLTISSLQP DDFATYYCQQ ANSFPLTFGG GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 66
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QMQLVQSGAE VKKPGSSVKV SCKASGGTFS RYGVHWVRQA PGQGLEWMGR LIPIVSMINY
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AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GQGTLVTVSS
<212> Type : PRT
<211> Length : 120
SequenceName : SEQ ID NO: 67
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIQMTQSPSS LSASVGDRVT ITCQASQDIS NYLNWYQQKP GKAPKLLIYD ASTLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSSHWTFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 68

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGGTFS RYGVHWVRQA PGQGLEWMGR LIPIVSMTNY
AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GQGTLVTVSS
<212> Type : PRT
<211> Length : 120
SequenceName : SEQ ID NO: 69
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVVTQPPSV SGAPGQRVTI SCTGSSSNIG AGYGVHWYQH LPGSAPKLLI YGNSNRPSGV

TDRISGSKSG TSASLAITGL QAEDEAVYYC QSYDSSLSTS VVFGGGTKLT VL
<212> Type : PRT

<211> Length : 112
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SequenceName : SEQ ID NO: 70
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGGG LIQPGGSLRL SCAASGFTEFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 71

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QAGLTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVTKRPSGV
SNRFSGSKSG NTASLTISGL QAEDEANYYC SSYTSRSTSV LFGGGTKLTV L
<212> Type : PRT
<211> Length : 111
SequenceName : SEQ ID NO: 72
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVESGGG VVLPGRSLRL SCAASGFTEFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTT SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 73

SequenceDescription -

Sequence
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<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QPVLTQPPSV SEAPRQRVTI SCSGSSSNIG HNAVIWYQQV PGKAPKLLIY YDDLLPSGVS
DREFSGSKSGT SASLAISGLQ SEDEADYYCA AWDDSLNGWV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 74

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 75
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QAGLTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVSNRPSGV

PDRFSGSKSG NTASLTISGL QAEDDADYYC ASYTSTSTLG VVFGGGTKLT VL
<212> Type : PRT
<211> Length @ 112
SequenceName : SEQ ID NO: 76
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
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QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 77

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QPVLTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQH HPGKAPKLMI FDVNKRPSGV
SNRFSGSKSG NTASLTISGL QAEDEADYYC NSYTTSSTYV VFGGGTKLTV L
<212> Type : PRT
<211> Length : 111
SequenceName : SEQ ID NO: 78
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 79
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSA SGTPGQRVTI SCSGSSSNIG SNTVHWYQQL PGTAPKVLIY TNNQRPSGVP
DRFSGSKSGT SASLAISGLQ SEDEADYYCA AWDGRLQGWV FGGGTKLTVL

<212> Type : PRT
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<211> Length : 110
SequenceName : SEQ ID NO: 80

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 81
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVVTQPPSV SAAPGQKVTI SCSGSNSNIA NNYVSWYQQL PGTAPKLLIY DSNKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG SWDSSLSVWM FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 82
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTEFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTT SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 83
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SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
LPVLTQPRSV SGSPGQSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVTKRPSGV
PDRFSGSKSG NTASLTISGL QAEDEADYYC SSYTGSSTLG PVFGGGTKLT VL
<212> Type : PRT
<211> Length : 112
SequenceName : SEQ ID NO: 84
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 85
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSV SAAPGQKVTI SCSGNSSNIG NNYVSWYQQL PGTAPKLLIY DNDKRPSGIP
DRFSGSKSGT SASLAISELR FEDEADYYCA AWDDTLSGHV FGPGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 86

SequenceDescription :

Sequence
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<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG VVQPGRSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 87
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

SYELMQPPSV SVPPGETARI TCGGNNIGNK NVHWYQQKPG QAPVLVVRED SARPAGIPER

FSGSNSGNSA TLTISRVEAG DEADYYCQVW DNTSDHVVEG GGTKLTVL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 88
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTIT SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 89

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
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SYELMQPPSV SEVPGQRVTI SCSGSSSNIG NNAVNWFQQL PGKAPKLLVY YDDWVPSGIS
GRESASKSGT SASLAISGLQ SGDEGDYYCA VWDDRLSGVV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 90
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 91
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQL PGTAPTLLIY DSNKRPSVIP
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDDSLNGWV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 92

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTMVTVSS

<212> Type : PRT
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<211> Length : 118
SequenceName : SEQ ID NO: 93
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSALTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVSNRPSGV

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYRSSTLGP VFGGGTKLTV L
<212> Type : PRT
<211> Length : 111
SequenceName : SEQ ID NO: 94
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 95

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QAGLTQPPSA SGSPGQSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVSNRPSGV
PDRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSTLV VFGGGTKLTV L
<212> Type : PRT
<211> Length : 111
SequenceName : SEQ ID NO: 96

SequenceDescription :
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Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVQSGGG LVQPGGSLRL SCAASGFTFS SYSMNWVRQA PGKGLEWVSY ISSSSSTIYY

ADSVKGRFTI SRDNAKNSLY LQMNSLRDED TAVYYCARGD YYYGMDVWGQ GTTVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 97
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
NIQMTQSPSS VSASVGDRVT ITCRASQDIS RWLAWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FALTISSLQP EDFATYYCQQ ADSFFSITFG QGTRLEIK
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 98

SequenceDescription -

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGSE VKKPGASVKV SCRASGYLFT NYGISWVRQA PGQGLEWMGW VSAHGEFTKY
APSLQDRVTM TSDISTTTAY MELRSLRSDD AGVYYCARDR GADHFDTWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 99
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence
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<400> PreSequenceString :

ATQLTQSPAT LSLSPGERAT LSCRASQSVG VYLAWYQQKP GQSPRLLIYD TSKRATGIPD

RFSASGSGTD FTLTISRLEP EDFAVYYCHQ RHSWPTTFGQ GTRLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 100
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGASVKV SCKASGYTFT SYYMHWVRQA PGQGLEWMGM INPSSATTTY
TQKFQGRVSM TRDTSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV
TVSS

<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 101
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
NIQMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTLTFGGG TKVEIK
<212> Type : PRT
<211> Length : 106
SequenceName : SEQ ID NO: 102
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

- 103 -

60

107

60
120

124

60

106

ZIHSdl 10-2022-0084444



EVQLVQSGAE VKKPGSSVKV SCKASGGTFS SHVISWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSMRSED TAVYYCATSG VVAATHFGYW GQGTLVTVSS
<212> Type : PRT
<211> Length : 120

SequenceName : SEQ ID NO: 103

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPASV SGSPGQSITI SCTGTSSDVG DYNLVSWYQQ HPGKAPKLII YEVNKRPSGV
SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYAGYNNLY VFGTGTKVTV L

<212> Type : PRT
<211> Length : 111
SequenceName : SEQ ID NO: 104
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGA SGSYFITTYV DYWGQGTLVT
VSS
<212> Type : PRT
<211> Length @ 123

SequenceName : SEQ ID NO: 105

SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSALTQPPSA SGSPGQSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLIT YDVNMRPSGV

PDRFSGSKSG NTASLTISGL QAEDEADYYC SSYAGLYFPL FGGGTQLTVL
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<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 106
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVESGGG LVQPGGPLRL SCAASGFTLS SYWMSWVRQA PGKGLEWVAN IKYDGSETYY

ADSVKGRFTI SRDNAKNSLY LQMNRLRLED TAVYYCAREV SSAATSPLDR WGRGTLVTVS
S
<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 107
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SHSSRYTFGQ GTKLEIK

<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 108
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGGTFS RYGVHWVRQA PGQGLEWMGR LIPIVSMINY
AQKFQDRVST TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GQGTLVTVSS
<212> Type : PRT

<211> Length : 120
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SequenceName : SEQ ID NO: 109
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QSVVTQPPSV SGAPGQRVTI SCTGSSSNIG AGYGVHWYQH LPGSAPKLLI YGNSNRPSGV
TDRISGSKSG TSASLAITGL QAEDEAVYYC QSYDSSLSTS VVFGGGTKLT VL
<212> Type : PRT
<211> Length : 112
SequenceName : SEQ ID NO: 110
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG VVQPGGSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 111
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSA SGTPGQRVTI SCSGSSSNIG SNTVHWYQQL PGTAPKVLIY TNNQRPSGVP
DRFSGSKSGT SASLAISGLQ SEDEADYYCA AWDGRLQGWV FGGGTQLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 112
SequenceDescription :

Sequence
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<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
EVQLVESGGG VVQPGRSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 113
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QAGLTQPPSA SGTPGQRVTI SCFGSSSDIG SNTVNWYQQV SGRAPKLLLY TNGQRPSGVP
DREFSGSKSGS SASLAISGLQ SEDEADYYCA SWDDSLKGYV FGTGTKVTVL

<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 114
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGR ITTPILGIANY
AQKFQGRVTI TADKSTSTAY MELSSLRSED TAVYYCARVG GGAQTPFDYW GQGTLVTVSS
<212> Type : PRT
<211> Length : 120
SequenceName : SEQ ID NO: 115
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence
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<400> PreSequenceString :
QSVLTQPPSV SAAPGQKVTI SCSGSSSNIG NSYVSWYQHL PGTAPKLLIY DNNKRPSGIP
DRFSGSKSAT SATLGITGLQ TADEADYYCG TWDSSLGVVE GGGTKLTVL
<212> Type : PRT
<211> Length : 109
SequenceName : SEQ ID NO: 116
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGSE VKRPGASVRV SCKASGYIFS QYTIHWVRQA PGERLEWLGW INAVIGNTKY
AQKFQGRVTI TMDSSASTAF MEMSSLRSED AGVYFCARDM VPFGGEIKYG FDEWGQGTMI

TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 117
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSALTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YNVSKRPSGV
SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSTFV FGTGTKVTVL
<212> Type : PRT
<211> Length : 110

SequenceName : SEQ ID NO: 118

SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYGMHWVRQA PGKGLEWVAL ISYDGSNKYY
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ADSMKGRFTI SRDNSKNTLF LQMNSLRAED TAVYYCAKTL MPASIMGYFT HWGQGTLVTV
SS
<212> Type : PRT
<211> Length : 122
SequenceName : SEQ ID NO: 119
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
SYELMQPPSV SVAPGETARI TCGGNNIGSK SVHWYQQKPG QAPILVIYYD SGRPSGIPER
FSGSNSGNTA TLTISRAEAG DEADYYCHVW DSYTDHVVFG GGTKLTVL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 120
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKASGYTFT SYYMHWVRQA PGQGLEWMGI INPSDGSTSY
AQKFQGRVTM TRDTSTSTVY MELSSLRSED TAVYYCARGY YGSGIAMDVW GQGTTVTVSS

<212> Type : PRT
<211> Length : 120
SequenceName : SEQ ID NO: 121
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QPVLTQPPSL SVAPGKTAST ACGGNNIGSK RVHWYQQKPG QAPVLVIYYE SDRPSGIPER
FSGTISQNTA TLSISRVEAG DEADYYCQVW DRSSAHVVFG GGTKVTVL

<212> Type : PRT
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<211> Length : 108
SequenceName : SEQ ID NO: 122
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRPED TAVYYCARDN GDLGFDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 123
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
ATQMTQSPSS LSASVGDRVT ITCRASQSIS TYLNWYQQKP GKAPKLLIYA ASSLQNGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPRTFGP GTKVDIK

<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 124
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG LIQPGGSLRL SCAASGFTVS SNYMSWVRQA PGKGLEWVSV TYSGGTIYYA
DSVKGRFTIS RDSSKNTLYL HMNSLRAEDT GVYYCAKGVG SWSIFDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 125

SequenceDescription :
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Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
DIQMTQSPSS LSASVGDRVT ITCQASQDIS NYLNWYQQKP GKAPKLLIFA GSNLQSGVPS
RESGSGSGTD FTLTITSLQP EDFATYYCQQ SYTTPTFGQG TKVEIK
<212> Type : PRT
<211> Length : 106
SequenceName : SEQ ID NO: 126
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGAE LKKPGSSMKV SCKASGGTES SYAISWVRQA PGQGLEYIGR IIPIFGVTYY
AQKFQGRVTI SADKSTSTVY LDLRSLRSED TAVYYCARDL GGGDGDWGQG TLVTVSS

<212> Type : PRT
<211> Length : 117
SequenceName : SEQ ID NO: 127
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPASV SGSPGQSITI SCTGTSSDVG SYNLVSWYQQ HPGKAPKLMI YEGSKRPSGV
STRFSGSKSG NTASLTISGL QAEDESDYYC SSYTGSAWVF GGGTKLTVL
<212> Type : PRT
<211> Length : 109
SequenceName : SEQ ID NO: 128
SequenceDescription :

Sequence
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<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGYTFT GYYMHWVRQA PGQGLEWMGR ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYFCVTSA WSDWGQGTLV TVSS
<212> Type : PRT
<211> Length : 114
SequenceName : SEQ ID NO: 129
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SATPGQKVTI SCSGSDSNIG NNYVSWFLQL PGTAPKLLIH NNDQRPSGVP
DRFSGSKSGT SASLAITGLQ AEDEADYYCQ SFDDSLRGYL FGTGTKVTVL

<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 130
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG LVQPGGSLRL SCAASGFTES SYWMSWVRQA PGKGLEWVAN IKQDGSEKYY
VDSVKGRFTI SRDNSKNTLY LQMNSLGAED TAVYYCAKGF YYPDHWGQGT LVTVSS
<212> Type : PRT
<211> Length : 116
SequenceName : SEQ ID NO: 131
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
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QAVLTQPPSV SAAPGQKVTI SCSGGSSNIA NNYVSWYQHL PGTAPKLLIY DDNKRPSGIP
DRFSGSKSGT SATLGITGLQ TGDGADYYCG TWDNSLNSDW VFGGGTKL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 132
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG VVQPGGSLRL SCEVSGFIFS DYGMHWVRQA PGKGLEWVSS ISSSSSYIYY
ADSVKGRFTI SRDNAKNSLY LQMNSLRAED TAMYYCARSW NYGRFFDYWD QGTLVTVSS

<212> Type : PRT
<211> Length : 119
SequenceName : SEQ ID NO: 133
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSV SVAPGKTARI TCGGNNIGSK SVHWYQQKPG QAPVLVIYYD SDRPSGIPER
FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHYVFG TGTKLTVL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 134
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
EVQLVESGGG LVQPGGSLRL SCAASGFTSS RNWMHWVRLA PGKGLVWVSL TAPDGSLTTY
ADSVKGRETI SRDTAKNSVQ LLLNSLRAED TGLYFCAREA GVSGGLDVWG QGTLVTVSS

<212> Type : PRT
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<211> Length : 119
SequenceName : SEQ ID NO: 135
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
VIWMTQSPSS LSASVGDRVT ITCRASQTIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ ANSFPLTFGG GTKVEIK

<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 136
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYATSWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADKSTSTAY MELSSLRSED TAVYYCAREG TIYDSSGYSF DYWGQGTLVT
VSS
<212> Type : PRT
<211> Length : 123

SequenceName : SEQ ID NO: 137

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSV SAAPGQKVTT SCSGNNSNIA NNYVSWYQQL PGTAPKLLIY DNNYRPSGIP
DRFSGSKSGT SATLDITGLQ TGDEADYYCG VWDGSLTTGV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110

SequenceName : SEQ ID NO: 138
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SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVQSGAE VKKPGSSVKV SCKASGGTES SYAISWVRQA PGQGLEWMGI INPSGGSTSY

AQKFQGRVSM TRDTSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV
TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 139
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
ATQMTQSPSS LSASVGDRVT ITCRASQGIS NYLAWYQQKP GKVPKLLIYA ASTLESGVPS
RFSGSGSGTD FTLTISSLQP EDLATYYCQQ LHTFPLTFGG GTKVEIK

<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 140
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGSSVKV SCKASGGTEFS SYAISWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTT TADKSTSTAY MELSSLRSED TAVYYCARLA VPGAFDIWGQ GTMVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 141
SequenceDescription :

Sequence
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<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QPVLTQPPSA SGSPGQSVTI SCTGTSSDVG AYNFVSWYRQ HPGKAPKLMI YEVNKRPSGV
PDRFSGSKSG NTASLTVSGL QAEDEADYYC SSYAGTINSLG IFGTGTKLTV L
<212> Type : PRT
<211> Length : 111
SequenceName : SEQ ID NO: 142
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG VVQPGRSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAV ISYDGSNKYY
ADSVKGRFTI SRDNSKNTLY LQMNSLRAED TAVYYCARGQ WLVTELDYWG QGTLVTVSS

<212> Type : PRT
<211> Length : 119
SequenceName : SEQ ID NO: 143
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SAAPGQKVTI SCSGSSSDIG NHYVSWYQQL PGTAPKLLIY DNNQRPSGIP
DRFSGSKSGT SATLAITGLQ TGDEADYYCG TWDNSLSPHL LFGGGTKLTV L
<212> Type : PRT
<211> Length : 111
SequenceName : SEQ ID NO: 144
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence
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<400> PreSequenceString :
EVQLVESGSE VEKPGSSVKV SCKASGGTES DSGISWVRQA PGQGLEWMGG IIPMFATPYY
AQKFQDRVTI TADESTSTVY MELSGLRSDD TAVFYCARDR GRGHLPWYFD LWGRGTLVTV
SS
<212> Type : PRT
<211> Length : 122
SequenceName : SEQ ID NO: 145
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVLTQPPSV SAAPGQKVTI SCSGSSSNMG NNYVSWYKQV PGTAPKLLIY ENDKRPSGIP

DREFSGSKSGT SATLGITGLQ TGDEADYYCG TWDNSLSGFV FASGTKVTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 146
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGAE VKKPGSSVKV SCKASGGTES SYAISWVRQA PGQGLEWMGG IIPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARAP YYYYYMDVWG QGTTVTVSS
<212> Type : PRT
<211> Length : 119

SequenceName : SEQ ID NO: 147

SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSALTQPASV SGSLGQSVTI SCTGSSSDVG SYNLVSWYQQ HPGKAPNLMI YDVSKRSGVS
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NRFSGSKSGN TASLTISGLQ AEDEADYYCS SYTGISTVVE GGGTKLTVL

<212> Type : PRT

<211> Length : 109
SequenceName : SEQ ID NO: 148
SequenceDescription -

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVQLLESGAE VKKPGSSVKV SCKASGGTLS RYALSWVRQA PGQGPEWVGA TIPIFGTPHY

SKKFQDRVIT TVDTSINTAF MELSSLRFED TALYFCARGH DEYDISGYHR LDYWGQGTLV
TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 149
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPASV SGSPGQSITI SCTGTSSDVG SYNLVSWYQQ HPGKAPKLMI YEVSKRPSGV

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYGGFNNLL FGGGTKLTVL

<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 150
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGSE LKKPGSSVKV SCKASGYSFS GYYIHWVRQA PGQGLEWMGW IDPNSGVINY
VRRFQGRVTM TRDTSLSTAY MELSGLTADD TAVYYCARDE NLWQFGYLDY WGQGTLVTVS
S
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<212> Type : PRT
<211> Length : 121

SequenceName : SEQ ID NO: 151

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPSS LSASIGDRVT ITCRASQRIS AYVNWYQQKP GKAPKVLIYA ASSLRSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ TYSSPWTFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 152
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVQSGAE VKKPGSSVKV SCKASGGTEFS RYGVHWVRQA PGQGLEWMGR LIPIVSMTNY

AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GQGTLVTVSS
<212> Type : PRT
<211> Length : 120
SequenceName : SEQ ID NO: 153
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSA SGSPGQSVTI SCTGTSSDIG GYDSVSWYQQ HPGKAPKLMI YDVSKRPSGV
SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSIFF YVFGTGTKVT VL
<212> Type : PRT

<211> Length : 112
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SequenceName : SEQ ID NO: 154

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 155
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

LPVLTQPASV SGSPGQSITI SCTGTTSDIG GYDYVSWYQQ HPGKAPKLMI YDVSKRPSGV

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSTHV FGTGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 156
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTT SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 157

SequenceDescription :
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Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSALTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVSNRPSGV
SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYRSSTLGP VFGGGTKLTV L
<212> Type : PRT
<211> Length @ 111
SequenceName : SEQ ID NO: 158
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 159
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QAGLTQPPSV SEAPRQRVTI SCSGSSSNIG NNAVNWYQQL PGKAPKLLIY YDDLLPSGVS
DRFSGSKSGT SASLAISGLQ SEDEADYYCA AWDDSLNGYV FGTGTKLTVL
<212> Type : PRT
<211> Length : 110

SequenceName : SEQ ID NO: 160

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
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<400> PreSequenceString :
EVQLVESGGG VVQPGRSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 161
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSALTQPRSV SGSPGQSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVSKRPSGV

PDRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSTTHV FGTGTKVTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 162
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG VVQPGRSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 163

SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQL PGTAPKLLIY DNNKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSVWV FGGGTQLTVL
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<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 164
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 165
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGRAPRLMI YDVSNRPSGV
SNRFSGSKSG NTASLTISGL QAEDEGDYYC SSYTSGGTLG PVFGGGTKLT VL
<212> Type : PRT
<211> Length : 112

SequenceName : SEQ ID NO: 166

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGGG LVQPGGSLRL SCAASGFTFS DYGMHWVRQP PGKGLEWLAV ISYDGSYKIH
ADSVQGRFTT SRDNAKNSVF LQMNSLKTED TAVYYCTTDR KWLAWHGMDV WGQGTTVTVS
S
<212> Type : PRT

<211> Length : 121
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SequenceName : SEQ ID NO: 167
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QAGLTQPPSA SGTPGQRVTI SCSGSSSNIG SNTVNWYQQL PGTAPKLLIY SNNQRPSGVP
DRESGSKSGT SASLAISGLQ SEDEADYYCA AWDDSLNGWV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 168
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYATSWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARDG IVADFQHWGQ GTLVTVSS

<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 169
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
ATRMTQSPSS LSASVGDRVT ITCRASQSIS NYLNWYQQRP GKAPNLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ TYSTPYTFGQ GTKLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 170
SequenceDescription :

Sequence
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<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
EVQLVESGAE VKKPGASVKV SCKASGDTES RYGITWVRQA PGRGLEWMGN IVPFFGATNY
AQKFQGRLTI TADKSSYTSY MDLSSLRSDD TAVYYCARDH FYGSGGYFDY WGQGTLVTVS
S
<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 171
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVLTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYRQ HPGKAPKLMI YDVSYRPSGV

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTDSSTRY VFGTGTKLTV L
<212> Type : PRT
<211> Length : 111
SequenceName : SEQ ID NO: 172
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLLESGAE VKKPGASVKV SCKASGYTEN SYDINWVRQA PGQGLEWMGG ITPVFGTANY
AESFQGRVTM TADHSTSTAY MELNNLRSED TAVYYCARDR WHYESRPMDV WGQGTTVTVS
S

<212> Type : PRT

<211> Length : 121
SequenceName : SEQ ID NO: 173
SequenceDescription :

Sequence
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<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QPVLTQPPSA SGTPGQRVAI SCSGSRSNIE INSVNWYQQL PGTAPKLLIY DNNKRPSGIP
DREFSGSKSGT SATLGITGLQ TGDEADYYCG SWDSSLSADV FGTGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 174
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
EVQLVESGGG LVRPGGSLRL ACAASGFSES DYYMIWIRQA PGRGLEWIAY ISDSGQTVHY
ADSVKGRFTI SRDNTKNSLF LQVNTLRAED TAVYYCARED LLGYYLQSWG QGTLVTVSS
<212> Type : PRT
<211> Length : 119
SequenceName : SEQ ID NO: 175
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSV SAAPGKKVTI SCSGSSSNIG NNYVSWYQQL PGTAPKLLIY RNNQRPSGVP
DRFSGSKSGT SASLAISGLQ SEDEADYYCA TWDDSLNGWV FGGGTKLTVL

<212> Type : PRT

<211> Length : 110
SequenceName : SEQ ID NO: 176
SequenceDescription -

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
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QVQLQQSGPG LVKPSQTLSL TCAISGDSVS SNSAAWNWIR QSPSRGLEWL GRTYYRSKWY
NDYAVSVKSR ITINPDTSKN QFSLQLNSVT PEDTAVYYCA RDEPRAVAGS QAYYYYGMDV
WGQGTTVTVS S

<212> Type : PRT

<211> Length : 131

SequenceName : SEQ ID NO: 177

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SGAPGQRVTI SCTGSSSNIG AGYDVHWYQQ LPGTAPKLLI YGNNNRHSGV
PDRFSGSKSG TSASLAITGL QAEDEAEFFC GTWDSRLTTY VFGSGTKLTV L
<212> Type : PRT
<211> Length : 111
SequenceName : SEQ ID NO: 178
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVQSGAE VKKPGSSVKV SCKASGGTES RYGVHWVRQA PGQGLEWMGR LIPIVSMTNY

AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GQGTLVTVSS
<212> Type : PRT
<211> Length : 120
SequenceName : SEQ ID NO: 179
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQL PGTAPKLLIY DNNKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAVV FGGGTKLTVL
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<212> Type : PRT
<211> Length : 110

SequenceName : SEQ ID NO: 180

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGASVKV SCKASGYTFT SYYMHWVRQA PGQGLEWMGI INPSDGSTSY
AQKFQGRVTM TRDTSTSTVH MELSSLRSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV
TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 181
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
VIWMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYE ASTLESGVPS
RFSGSGSGTE FTLTISSLQP EDFATYYCQQ SYSTPYTFGQ GTKLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 182
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGGG VVQPGRSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

<212> Type : PRT
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<211> Length : 118
SequenceName : SEQ ID NO: 183
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQV PGTAPKLLIY DNNKRPSGIP
DRESGSNSDT SATLGITGLQ TGDEADYYCG TWDSSLSAWV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 184
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QVQLVQSGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 185
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQL PGTAPKLLIY DNNKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGS VVFGGGTKLT VL

<212> Type : PRT
<211> Length : 112
SequenceName : SEQ ID NO: 186

SequenceDescription :
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Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYATSWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARDG IVADFQHWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 187
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QPVLTQPRSV SGSPGQSVTI SCTGTSSDVG GYNFVSWYQQ NPGKAPKLMI YDVSKRPSGV
PDRFSGSKSG NTASLTVSGL RAEDEADYYC ASYAGGRTFV FGGGTKVTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 188
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKV SCKASGGTEN SYPISWVRQA PGQGLEWMGG ITPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAMYYCAKNH PTATLDYWGQ GTLVTVSS

<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 189
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence
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<400> PreSequenceString :
QSVLTQSPSS FSASTGDRVT ITCRASQGIS SYLAWYQQKP GKAPKLLIYA ASTLQSGVPS
RFSGSGSGTD FTLTISCLQS EDFATYYCQQ YYSYPLTFGG GTKVTVL
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 190
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QVQLVQSGGG VVQPGRSLRL SCAASGFPFR SYDMHWVRQA PGEGLEWVAL ISSDGSNKYY
LDSVKGRFTI SRDNSKNTLY LQMNSLRAED TAVYYCAKDL LPYSSSWDYY YYYGMDVWGQ
GTTVTVSS
<212> Type : PRT
<211> Length : 128
SequenceName : SEQ ID NO: 191
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

LPVLTQPASV SASAGQSTAT SCTGISSDIG DYNSVSWYQR HPGKAPKLII YDVSSRPSGV

ADRFSGSKSG STASLSISGL QAEDEADYYC ASYTASDNPV FGGGTKLTVL

<212> Type : PRT

<211> Length : 110
SequenceName : SEQ ID NO: 192
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVQLVESGGG LVQPGGSLRL SCAASGFNIK DTYIHWVRQA PGKGLEWVAR IYPTNGYTRY
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ADSVKGRFTI SADTSKNTAY LQMNSLRAED TAVYYCSRWG GDGFYAMDYW GQGTLVTVSS
<212> Type : PRT
<211> Length : 120

SequenceName : SEQ ID NO: 193

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
SYELMQPPSV SVAPGKTATI ACGGENIGRK TVHWYQQKPG QAPVLVIYYD SDRPSGIPER
FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 194
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVESGGG LVKPGGSRKL SCAASGFTFS NYGMHWVRQA PEKGLEWVAY ISSGSSTIYY

ADTVKGRFTI SRDNAKNTLF LQMTSLRSED TAMYYCARRG LLLDYWGQGT TLTVSS
<212> Type : PRT
<211> Length : 116
SequenceName : SEQ ID NO: 195
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSV SAAPGQEVTT SCSGSNSNIG NNYVSWYQQL PGTAPKLLIY DNNERPSGIP
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGV FGGGTKLTVL
<212> Type : PRT

<211> Length : 110
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SequenceName : SEQ ID NO: 196

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGASVKV SCKASGYTFT SYGISWVRQA PGQGLEWMGW TSAYNGNTNY
AQKLQGRVTM TTDTSTSTAY MELRSLRSDD TAVYYCARDL FPTIFWEGGA FDIWGQGTMV
TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 197
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QSVLTQPPSV SAAPGQEVTI SCSGSNSNIG NNYVSWYQQL PGTAPKLLIY DNNERPSGIP
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 198
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGSE VEKPGSSVKV SCKASGGTES DSGISWVRQA PGQGLEWMGG ITPMFATPYY

AQKFQDRVTI TADESTSTVY MELSGLRSDD TAVFYCARDR GRGHLPWYFD LWGRGTLVTV

SS
<212> Type : PRT

<211> Length : 122
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SequenceName : SEQ ID NO: 199
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSV SAAPGQEVTI SCSGSNSNIG NNYVSWYQQL PGTAPKLLIY DNNERPSGIP
DRESGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110

SequenceName : SEQ ID NO: 200

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARDG IVADFQHWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 201
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

ATRMTQSPSS LSASVGDRVT ITCRASQSIS NYLNWYQQRP GKAPNLLIYA ASSLQSGVPS

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ TYSTPYTFGQ GTKLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 202
SequenceDescription -

Sequence
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<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVQLLESGAE VKKPGSSVKV SCKASGGTES SYAISWVRQA PGQGLEWMGR IIPILGIADY
AQKFQGRVTI TADKFTSTAY MELSSLRSED TAVYYCATVE GWGAVTTEDY WGQGTLVTVS
S

<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 203
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSV SAAPGQEVTI SCSGSNSNIG NNYVSWYQQL PGTAPKLLIY DNNERPSGIP
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 204
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
QVQLVQSGAE VKKPGSSVKV SCKASGGTLS SYAISWVRQV PGHGLEWMGR ITSMLGVSNY
AQNFQGRVTI TADKSTSTAY MELRSLTSDD TAVYYCATVT IFDGDYYAMD VWGQGTTVTV
SS
<212> Type : PRT
<211> Length : 122

SequenceName : SEQ ID NO: 205

SequenceDescription :

Sequence
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<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVLTQPPSV SGAPGQRVTI SCTGSSSNIG AGYDVYWYQH LLGKAPKLLI YGNSNRPSGV

SDRFSASKSG TSVSLAITGL QAEDEADYYC QSYDSSLSGY VFGTGTKLTV L
<212> Type : PRT
<211> Length @ 111
SequenceName : SEQ ID NO: 206
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGGTFS SHVISWVRQA PGQGLEWMGI ILPSFGKTNY
AQKFQGRVTM TGDTSTSTVY MELSSLTSED TAVYYCVREF SGGYFDYWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118

SequenceName : SEQ ID NO: 207

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QPVLTQPASV SGSPGQSITI SCTGTSSDVG SYNLVSWYQQ HPGKAPKLMI YEVSKRPSGV
SNRFSGSKSG NTASLTISGL QAEDEADYYC NTYTSSGTYV IGTGTKVTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 208
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
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QVQLVQSGAE VKKPGASVKV SCKASGYTFT SYVIHWVRQA PGQRLEWMGW IHAGNGHTKY

AQNFQGRVTI TRDTSATTAY VEVSSLGSED TALYYCAREG SDIGLDLHYW GQGTLVTVSS
<212> Type : PRT
<211> Length : 120
SequenceName : SEQ ID NO: 209
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QPVLTQPASV SGSPGQSITI SCTGTSSDIG RYNYVSWYQQ HPGKAPKVMI YDVSNRPSGV
SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSTWV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110

SequenceName : SEQ ID NO: 210

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGGG VVQPGRSLRL SCEASGFTFR NFAMHWVRQA PGKGLEWAAV ISVDGSREHY
ADSVKGRFTI SRDNSQNTVY LQMNGLRPED TAEYYCAREG EGSTWSSFDY WGQGTLVTVS
S
<212> Type : PRT
<211> Length @ 121
SequenceName : SEQ ID NO: 211
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QSVVTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQL PGTAPKILIY DNDKRPSGIP
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DREFSGSKSGT SATLGITGLQ TGDEADYYCG TWDRSLSGYV FGTGTKVTVL
<212> Type : PRT
<211> Length : 110
SequenceName : SEQ ID NO: 212
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAYSWVRQA PGQGLEWMGG ITPSFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGP IVATITPLDY WGQGTLVTVS

S
<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 213
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
SYELMQPPSV SVAPGKTATI ACGGENIGRK TVHWYQQKPG QAPVLVIYYD SDRPSGIPER
FSGSNSGNTA TLTISRVEAG DEADYYCLVW DSSSDHRIFG GGTKLTVL
<212> Type : PRT
<211> Length : 108

SequenceName : SEQ ID NO: 214

SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKV SCKASGGTEFS SYAYSWVRQA PGQGLEWMGG ITPIFGTANY
AQKFQGRVTIT TADESTSTAY MELSSLRSED TAVYYCARGP IVATITPLDY WGQGTLVTVS

S
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<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 215
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
SYELMQPPSV SVAPGKTATI ACGGENIGRK TVHWYQQKPG QAPVLVIYYD SDRPSGIPER
FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 216
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAYSWVRQA PGQGLEWMGG ITPSFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGP IVATITPLDY WGQGTLVTVS

S
<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 217
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
SYELMQPPSV SVAPGKTATI ACGGENIGRK TVHWYQQKPG QAPVLVIYYD SDRPSGIPER
FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL
<212> Type : PRT

<211> Length : 108
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SequenceName : SEQ ID NO: 218

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGG ITPAFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGP IVATITPLDY WGQGTLVTVS
S
<212> Type : PRT
<211> Length : 121
SequenceName : SEQ ID NO: 219
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
SYELMQPPSV SVAPGKTATI ACGGENIGRK TVHWYQQKPG QAPVLVIYYD SDRPSGIPER
FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL
<212> Type : PRT
<211> Length : 108
SequenceName : SEQ ID NO: 220
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKTSGNTFT NYALHWVRQA PGQGLEWMGG MKPSGGSTSI

AQKFQGRVTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FPHIFGNYYG MDIWGQGTTV

TVSS
<212> Type : PRT

<211> Length : 124
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SequenceName : SEQ ID NO: 221
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPPS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA TSSLQYGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQG SYSTPYTFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107

SequenceName : SEQ ID NO: 222

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKTSGNTFT NYYMHWVRQA PGQGLEWMGS MQPSGGSTSL
AQKFQGRVTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FPHILGNYYG MDIWGQGTTV
TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 223
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
DIVMTQSPPS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQG SYSTPYTFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 224

SequenceDescription :
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Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVQLVQSGAE VKKPGASVKV SCKTSGNTFT NYPMHWVRQA PGQGLEWMGS MKPSGGSTSL
APKFQGRVTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FPHIIGNYYG MDIWGQGTTV

TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 225
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPPS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQYGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQG SYSTPYTFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107

SequenceName : SEQ ID NO: 226

SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKTSGNTFT NYSMHWVRQA PGQGLEWMGI MNPSGGSTSY
AQKFQGRVTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV
TVSS
<212> Type : PRT
<211> Length : 124
SequenceName : SEQ ID NO: 227
SequenceDescription :

Sequence
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<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
DIVMTQSPPS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPYTFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 228
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGASVKV SCKASGYTFT GYYMHWVRQA PGQGLEWMGW INPNSDNTGS
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS

<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 229
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SFLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 230
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence
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<400> PreSequenceString :
QVQLVQSGAE VKKLGASVKV SCKASGYPFT GYYMHWVRQA PGQGLEWMGW INPNGDNTGL
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 231
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRATPSTS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTKLEIK

<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 232
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKTSGYPFT GYYMHWVRQA PGQGLEWMGW INPLSDTTGS
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 233
SequenceDescription :
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS

RESGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTKLEIK
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<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 234
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKASGYTFT GYYMHWVRQA PGQGLEWMGW INPLSDNTGS
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDEWGQ GTLVTVSS

<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 235
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SFLNWYQQKP GKAPKLLIYL ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTKVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 236
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVQLVQSGAE VKKPGASVKV SCKTSGYTFT GYYMHWVRQA PGQGLEWMGW INPNSDNTGY
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TATYYCARER SSGYFDFWGQ GTLVTVSS
<212> Type : PRT

<211> Length : 118

SequenceName : SEQ ID NO: 237
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SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SFLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ AYSTPITFGQ GTKVEIK

<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 238
SequenceDescription -
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKASGYPFT GYYMHWVRQA PGQGLEWMGW INPLSDSTGS
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS
<212> Type : PRT
<211> Length : 118
SequenceName : SEQ ID NO: 239
SequenceDescription -
Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTKLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 240
SequenceDescription :

Sequence
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<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKV SCKTSGYTFT GYYMHWVRQA PGQGLEWMGW INPNSDNTGY

AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS

<212> Type : PRT

<211> Length : 118
SequenceName : SEQ ID NO: 241
SequenceDescription -

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :
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DIVMTQSPSSLSASVGDRVTITCRASQSISSFLNWYQQKPGKAPKLL I'YAASSLQSGVPSRESGSGSGTDFTLTISSLQPEDFATYYCQQPYSTPITFGQGT

KVEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ ID NO: 242

SequenceDescription -
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