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This disclosure relates to methods and compositions for treating cancer including lymphoma using an

inducible cytokine prodrug, and to a combination therapy comprising an inducible cytokine prodrug in
combination with anti-PD-1 and anti-PD-L1 antibodies.
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This disclosure relates to methods and compositions for treating
cancer including lymphoma using an inducible cytokine prodrug, and to a
combination therapy comprising an inducible cytokine prodrug in

combination with anti-PD-1 and anti-PD-L1 antibodies.
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[0 E ]
(o 548
7% 3 B A1 2 A 9 R PD- 1/PD-LI 4 2030
E3C Tk

INDUCIBLE CYTOKINE PRODRUG AND PD-1/PD-L1
COMBINATION THERAPY
[ st ]
(AT ]

[0001]) PN B 28 55 W02019/222294 5% ~ 55 W02019/222295
g8 ~ FEW02019/2222965% ~ EEW02021/0973765F F1 # #it T 5% & U A1 PE 54
FHIE  ELAE R R o A B W R R B L 4 T PR
TR 52 4 S M Y R ARG EE » DRSS e PR T 0 25 T JE o I 5 i
T B T AR S Bk > A P 1 W T ZUARE T P A
[H EF 1k (blocking domain) & # & > = H] £ & 1 (half-life extension
domain) » fil#0 » TL-2 A% 0] G55 K ARIL-243 T » LL4E 1 26 (5 W o ZLfiR 028
BT T LR RE R (I B A EARBEES R B B
VHIS) 2 IL-2FH B 70 {4 (blocking element) (40 » $AIL-24 8845 & F FX -
SEANFab) (T B R TL-2 5 8 T 3 4 b 2 TL-2B/y 2B AE & - 1608
TR 05 P B 1 G ] U B T RS - AEIB R R R 2 E M R A
TL-2 L) 0 R B R 0 S -

[0002] 4 fh o B4 5 P EF TANR IR > B - TAIRERLIED)
B AR RIAR A ENEE - HREEEE EREEEE -
3 T G S I ST B RIS » BT 5 1 — T ) B AR (1
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TR E B IEE] - EECH DU R SEAVHIG] o IR 2 A A e 4
Mok E R EY o B VIR R TR E R R E e AR E S
MG AE B DI THHRR S 1T -« eEia BERIE O GFEMIWPD-1 » HeE S
fir # PD-L1 (B7-H1 » CD274) & PD-L2 (B7-DC > CD273) ; CTLA-4
(CD152) » H4&54B7-1 (CD80)KB7-2 (CD86) 5 LAG 3 (CD223) » HiEd
Galectin3 ~ LSECtin &ZFGL1 ; TIM3 (HAVCR2) » H4E & fir B Ceacaml
% Galectin9 ; TIGIT (VSTM3 » WUCAM) » H 454 CD112 K CD155 ;
BTLA (CD272) » H454HVEM (TNFRSF14) ; B7-H3 (CD276) ~ B7-H4
(VTCN1) ~ VISTA (B7-H5) ~ KIR - CD44 (2B4) -~ CD160 (BYS55) » 4%
& HVEM ; CD134 (TNRFSR4 » 0X40) » H454CD252 (0X-40L) -

[0003] EH&EHEAVIEER <& fEaaiiEn HAH HE R
DS MR SE RS < BRI - BE 0] r i R R R A 2 Tt R B
Bl - & & i PD1 #i A2 > JK BD iH 1% #] Bk B $1 (pembrolizumab)
(KEYTRUDA) ~ % #if 1] B8 #7 (dostarlimab) (JEMPERLI) ~ JH K UC B8 $7{
(cemiplimab)-rwlc (LIBATYO) ~ 4] B i (nivolumab) (OPDIVO) -
IR IL ¥R B P (camrelizumab) ~ 48 8] ER B {7 (tislelizumab) ~ ¥ T A B 1
(toripalimab) J& #7 # F| B #7 (sintilimab) (TYVYT) ; $iPD-L1$i 8% » JRH[
fi] 4 % BE 7 (avelumab) (BAVENCIO) - f& F, % B % (durvalumab)
(IMFINZI) & [ 4% ¥ B $77 (atezolizumab) (TECENTRIQ) ; $#7-CTLA-4%7
% > JRRIPFIEE S (ipilimumab) (YERVOY) o (@& (£ 45 % % e & BL A
HIE 2 FE R EERERME TES - BRERYRNRE - gHEESE
7E AR Y e A BRI 2 Bk

[0004] MEREA—4HEE MR MERE - RN SEHE -
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FEMEE T - R R4 2 E (LB G 2 R HY IE & P 48 5 1 fl g A AR i 1y
AR RIS - b W] Or 5 R R A AR S0 i TAHAR 8 2 A% © (Ansell, SM
Hematology Am Soc, Hematol Educ Program (2017), 2017(1):618-621 « )
{5 A (e EI LA (H140 - $1CD27 ~ $CD40 ~ $iiCD137) 2 & E &
A AR E R - (BACEE R R E T SR E R m R - ZE R E
g T < oy D e R R B PR ([F ) -

[0005] ¥EFRRIEAY B INEAFERMmEREFREE K -
[#HHNE]

[0006] AU GHEANRIEFEERE T MREBN L - ZIEEER
B S 8 0y 5h SRR R AU EE - HAR B BB AN e R - sE NI {EEIA IR
Pl e /B 0 e f A BE AR (P40 > BIPD-14Hi88 BCHiPD-LI1FIER)4HE - A
FHHINFN —E I R AEREE e - HE e haR MR R Al EE &
BN ERE » sE MBS a R R /2 Rty B BRI B (B4 - HUPD-14i4e
B HIPD-L1GIER)

[0007] AZEIGEARIERMER S < FIER L HEEHREFK
B YA S YA 2R AU EE R FUPD- 1 HIAG B iPD-LIHAS « AZHAIRBRR —
fEu] e G - BHEE s E A R AT 88 R UIPD- 1S 5
HUPD-L1GiAG o /£ —2L[F 0 T - HiPD-1 51 RS i Bl 5% 5 A 4 A R 3= A 82 40
& o AE—EER T  JIPD-LIGife & B S AV AR R A 240 & -

[0008] &% & 44 4 it )% & A1 25 & & B & % IK[A] ~ FHER T

S AFAE L PR R T [H] R & 5 0 m] Ry 2 IO R 1 -
R R 2 K S AR 3R TR B e (F DA R AR B R A < PR ETE R T GG 17
1) #5 i & O B vT R AR Y 20 BR B B AT E Oy B 2 s BRI Al &
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A 4E B s SHAE R 2 BR S BE M - S E A AR Al ZE RV Sl R
ZRE LRt e AR M EC M ] AR T ELE ZABE I
< Z KA R R 2 e B (LS R 2 D&Y 104 -

[0009]) «HAE®Z 2 KA BIL-2 ~ IL-12 ~ FiEFRa > TR - F
BRyEE EH (mutein) » BUHTIUE—F Z7EME R Ex o AR Z KA
RIL-2EVZERER ~ BER - /GMR K > BT —= Z KEIT - Al
REMRAI BIL- 12802 B EH ~ BEE - JEMER R iHE—& 2 KE
e AEBERZIRAT BT ERe  TEZRP - TERyNEZES - A
F—BEMREE -

[0010] SEEAIMATMZREAIEE T H A T~

[A]-[L1]-[H]-[L2]-[D]

[DI-[L2]-[H]-[L1]-[A]

[A]-[L1]-[D]-[L2]-[H]

[H]-[L2]-[D]-[L1]-[A]

[H]-[L1]-[A]-[L2']-[D]

[DI-[L1]-[A]-[L2']-[H]

[0011] ARSHAEE 2L > DRATHEEL T - H-F=IIERER T -
L1 & EE N o] R e 2 IE R T - L2 R AUIE L B B B 0] AR Y 2 I 2E 2
T HL2'REA M XA S INERE T -

[0012] S5ERIMMALR R AuEE o] B B — 2 Ik o 558 TR A
gEnl e 2/ WIRZINE - FEUMEHERTIETEE 20 =R -

[0013] dHfE@m=prgca]wa(bayl ~ a2 bae?3 - ke
VI4BCHT A R B R Y2 B - (ba?/1 & SEQ ID NO: 1 2B —%fik
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## 2 SEQ ID NO:5S 75 "% fk#E » B{baW 2 HERTFIIEEBTTEE
BISEQ ID NO:1 BA £ /D&80%—E M« F—Z I & FISEQ ID NO:5 K
HE/DVEIB0%—E M2 56 — % - (&2 B &SEQ ID NO:2 2 55—
% K# X SEQ 1D NO:5 55 " %k - B &2 M Bl Fry| & R
& HBISEQ ID NO2EH & /D4y80% — M 2 % — % fk ## R BISEQ ID
NO:SEHAE/DLI80%—H M2 5 LMk - (b&Y3 B &SEQ ID NO:3
ZE—Z KX SEQ ID NO:5 2255 "2k - A{ba¥)3 2 AN FIIE
HEEE T EESEQ ID NO:3EAH 2 /V&I80%—E M2 B — 2 Ik K FLISEQ
ID NOSSEAZDEH80D —E M2 — 20K - (&4 THEESEQ ID
NO:4> E—%k## K SEQ ID NO:5 > E %kt » H{b&Y4 AT
P EZE T E & PSEQ ID NO:4 B2 /D&I80%—EU M 2 55— 25 A8 K Bl
SEQ ID NO:5 &

[0014]) SFEMMAADRERTZET BLEYS - (LEW6 - L&aWT -
EE&Y8 ~ (LEWIB(L a0 - BChT ~ M BB P72 288 - (LaWSH]
B&SEQ ID NO: 6 25— ki X SEQ ID NO:12 25 "%k - A({b&
Y5 2 W ZL B P 58 BAS Al /L & BISEQ ID NO: 6 BA £/0&y80%— M 2
F— IR BFISEQ ID NO: 1257 Z/D&I80%—EU 2 56 Ik - (b
Y16 7] f&SEQ ID NO: 7256 —%k# K SEQ ID NO: 12 25 "%k
o Blbamer MERFIIZERZB A EPSEQ ID NO:TEFHE /DL
80% — M 2 5H— 2K K BISEQ ID NO: 1257 £/0&80% —EM: 25
“ 5% RKEE - (ST A& SEQ ID NO: 825 —% L ## % SEQ ID NO: 13
2L - BALEYT 2 AR E B A S BISEQ ID NO: 85

HEDB0%—E M2 F—Z R BSEQ ID NO: 1357 £ /D0&y80%—
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M2 B LK - (b P18 & SEQ ID NO: 9. 25— % Ik ## K SEQ ID
NO: 1328 % ik - Hba¥8 AR FYE Rie ] 8 & #ISEQ ID
NO: 9HAH £/0&80% —E Mt 2 55— Ik K BASEQ ID NO: 1375 %/
180%— M2 B LR - (LEY9AEESEQID NO: 10255 — % ik #
KSEQ ID NO: 132 B %k - HLEeVIZERFIEREEE a2 M
SEQ ID NO: 10H 71 £/0&)80%— M 25— % Ik X FASEQ ID NO: 13
BERHZEDH80%—EMEZE 2 K#E - (£S5 107 &1ESEQ ID NO: 112
F—Z K SEQ ID NO: 132 B X fikifE - HAESP10. 2 g &l 75
R EEHSEQ ID NO: 11 HA £ /D&y80% — 21 2 56 — 2% ik ## K
SEQ ID NO: 13EH £/0&80%— 1M 2 5 2 Ik -

[0015] SAEAILNAUNEATEE ] E &5 EHSEQ ID NO 14-20. 2 74
Bz EASEQ ID NO 14-20 54 £ /0&y80% — F M Z Fr B Fe 71l -

[0016] FEHIER THNAAMMBEEED ~ G ABHMEHE
HZPIRGET ZIK ~ BCREKEBFeH A & -

[0017] EEMTRFEEE TR SREAEHEBL T ZEGBH
fRHY A ¢ A RER E (kallikrein) ~ GEMAG - BEALEE - IKEBA ~ HEE
Hbg - BWMESN - PR3 - UMM 5EHME  EEHCBEEAMH
(matrix metalloproteinase * MMP) - ADAM -~ FAP ~ @ 4EE H 50 RE{L
AT (plasminogen activator) ~ AT EHN - MHRE B8 (tryptase) B fE fE
EHEE -

[0018] Frilit - EEMGHBEHHME B ~ HSEBEC ~ HEK
FEHAMED ~ S ECMME - H&ECONEK - dHSEABLIGHEERIEG -

Rl it > & BB A8 5 & E &8 E A B MMP) - H 5MMPL ~ MMP2 -

\

6 HEEWHREHAS)

C24991 IPA docx

111131042 FEHESE A0202 1113317611-0



202320838

MMP3 - MMP8 - MMP9 - MMP10 - MMP11 - MMP12 - MMP13 &
MMP14 -

[0019] FHEr CH: &S &AM E 2K - THE T o] B & s R
2k 2 AR R RV BC i BG 45 &/ B ~ S E NI R 2 IR 2 Fiiesidn
e MEEGRE - PUREIRGEE R R RS el E 2 IR Z B
2 -~ FabalscFv o

[0020]) S5E AT AT 3= A 22 o[ FE RSN ARE] - PIaEEIEHEA -
o fe A R A E (0 HTPD- 1 A8 SRt PD-L1 51 88) Aty ~ B H [E] g B A
HZ @i -

[0021] H1 PD-1#i %8 W] # 5 1 LA T 4 sk 2 B © AMP-224
(AstraZeneca) ~ 609A (3SBio) ~ 704 (3SBio) ~ 705 (3SBio) ~ ABBV-181
(AbbVie) ~ ADU-1503 / bion-004 (Chinook Therapeutics) ~ AGEN2034 /
E R F B Hi(balstilimab) (Agenus) - AK103 (Akeso) ~ AK104 (Akeso) ~
AK112 (Akeso) ~ AK123 (Akeso) ~ AMG 256 (Amgen) ~ AMG 404
(Amgen) ~ ANBO030 (AnaptysBio) -~ ANKEBIO#7PDI1 & 5 (Anhui Anke
Biotechnology) ~ $iiPD-1 /#{CD47 (DiNonA) - ASKG915 (Ask Gene
Pharmaceuticals) - AV-MEL-1 (Aivita Biomedical) - BCD-100 (Biocad
CJSC) -~ BI 754091 (Boehringer Ingelheim) - BiCKI-IL-7 (OSE
Immunotherapeutics) - Boehringer-PD-1- >k %I (unknown) (Boehringer
Ingelheim) - BSK-050K01 (Biosion) ~ ¥X 37 ¥k B $i{ (Jiangsu Hengrui
Medicine) ~ CB201 (Crescendo Biologics) ~ CB213 (Crescendo
Biologics) ~ CC-90006 (AnaptsBio) ~ & g ] B2 {7 (cetrelimab) (J&J) ~

chPD1 (Kiromic Biopharma) - CMAB819 (Mabpharm) ~ CS1003 (CStone
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Pharmaceuticals) ~ CS17938 (Shenzhen Chipscreen Biosciences) ~ CTX-
8371 (Compass Therapeutics) ~ CX-072 (CytomX Therapeutics) ~ CX-188
(CytomX Therapeutics) ~ fH ] ¥f B #i (palivizumab) (Harbin Gloria
Pharmaceuticals) . DB004 (DotBio) . EMBO02 (EpimAb
Biotherapeutics) -~ 2 I iH B 7 (Geptanblimab) / £ £ ¥ EH i
(genolimzumab) (Apollomics) . GS19 (Suzhou Zelgen
Biopharmaceuticals) - HLX10 (Shanghai Henlius Biotech) -~ HXO008
(Taizhou HanZhong Pharmaceuticals) ~ HY003 (Juventas Cell Therapy) -
IBI315 / BH2950 (Innovent Biologics) ~ IBI318 (Innovent Biologics) ~
IBI319 (Innovent Biologics) ~ IMM1802 (ImmuneOnco Biopharma) -~
IMT200 (TrueBinding) ~ Jemperli /287 F]E i (AnaptysBio) ~ JTX-4014
(Jounce Therapeutics) - Keytruda /fH {& | & B i (Merck) - LBL-006
(Nanjing Leads Biolabs) - Libtayo /M| K UT B #1 -rwlc (Regeneron
Pharmaceuticals) -~ LVGN3616 (Lyvgen Biopharma) -~ LXF821
(Novartis) ~ LYO1015 (Luye Pharma Group) ~ LY3462817 (Eli Lilly) -
MCLA-134 (Merus N.V.) ~ MEDI5752 (AstraZenica) -~ NIR178
(Novartis) ~ ONCR-177 (Oncorus) ~ ONO-4685 (Ono Pharmaceutical) -~
Opdivo /4 EF] JG B 1 (Ono Pharmaceutical) ~ MGDO019 (MacroGenius) -
PD1-GDT CAR-T (Kiromic Biopharma) -~ )Jik % % | B8 $ii (penpulimab)
(Akeso) ~ PSB205 (Qilu Puget Sound Biotherapeutics) ~ PT-001
(Merck) ~ PT627 (Merck) ~ RB-M1 (Refuge Biotechnologies) ~ ¥ G I B2
#i(Retifanlimab) (MacroGenics) ~ RG6139 (Roche) » RG6279 (Roche) ~

RTX-002 (RubrYc Therapeutics) ~ [E 3= fl| B8 #{ (sasanlimab) (Pfizer) -
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Servier-PD1xLAG3- >k 4l (Servier) ~ SL-279252 / TAK-252 (Shattuck
Labs) - Sofusa #i{ -PD1 (Sorrento Therapeutics) ~ H7 5 & | B {1
(spartalizumab) (Novartis) ~ SSI-361 (Lyvgen Biopharma) - SymO021
(Servier) ~ B )4 ] B #7 (Tebotelimab) (MacroGenics) ~ 4%E & ¥f B #7
(BeiGene) - TSR-075 (AnaptsBio) -~ Tuhura-DO/PD-1- & %I (Tuhura
Biopharma) ~ %435 A B2 $i (Shanghai Junshi Biosciences) ~ il ] B iy
(Innovent Biologics) ~ Unicar-CAR-T&PD-1- 2k %1 (Shanghai Unicar-
Therapy Bio-Medicine Technology) - Xdivane (Xbrane Biopharma) -
XmAb20717 (Xencor) -~ XmAb23104 (Xencor) -~ YBL-006 (Y-
Biologics) ~ EMHF|E i (zimberelimab) (Arcus Biosciences) °

[0022] MHFERIERELT - ZHTAIELT ~ AOREEST-rwlc ~ gHEHIT0
B - IRALEREEPT ~ SEHERES ~ Rl S M E T ~ B M B Bt (£ —
B ARV R ERHIPD-L1HAE -

[0023] $HiPD-L1fuds o] 2 5 LA N aHE < BF © A167 (Sichuan
Kelun) ~ ABL501 (ABL Bio) - ABL503 (ABL Bio) - ABSK041 (Abbisko
Therapeutics) ~ ACE1708 (Acepodia) ~ ACE-NK-PDL1 (Acepodia) -~
ADG104 (Adagene) - AK106 (Akeso) ~ ALPN-202 (Alpine Immune
Sciences) ~ AN4005 (Adlai Nortye Biopharma) - BMS-936559 / MDX-
1105 (BMS) ~ APL-502 / TQB2450 (Apollomics) ~ Arbutus-PD-L1->K4&]
(Arbutus Biopharma) - ASC22 (Ascletis Pharma) -~ ATG-101
(Antengene) - AVA-004 (Avacta Group) - AVAO21 (Avacta Group) -
AVAOQ027 (Avacta Group) * AVA-040-100 (Avacta Group) ~ AVAO4-Vbp

(Avacta Group) ~ Bavencio /[ 4 & B #1 (Merck) ~ BCD-135 (Biocad
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CJSC) ~ BGB-A333 (BeiGene) ~ Bintrafusp alfa/ GSK4045154 (Merck) ~
CA-170 / aupm-170 (Dr. Reddy's Laboratories) -~ CCX559
(ChemoCentryx) * CDR101 (CDR-Life) - # # | B #7T (cosibelimab)
(Checkpoint Therapeutics) ~ CTX-8371 (Compass Therapeutics)

DiNonA- & #8 & & - & %1 (DiNonA) - DR30207 (Zhejiang Doer
Biologics) * DuoBody-PD-L1x4-1BB (Ligand Pharmaceuticals) ~ BXF|
B8 J7 (envafolimab) (Alphamab Oncology) - EPIM-001 (Elpis
Biopharmaceuticals) ~ ES101 (Elpiscience Biopharma) - INBRX-105
(Inhibrx) ~ FAZ0O53 (Novartis) ~ FS118 (F-star Therapeutics) + GB262
(Genor Biopharma) -~ GS-4224 (Gilead) -~ GT900008 (Kintor
Pharmaceuticals) - GX-P2 (Genexine) ~ Hamni-PS-L1/CD47->& %1 (Hanmi
Pharmaceutical) ~ HBM7015 (HBM Holdings) - HBM9167 (HBM
Holdings) ~ HLX20 (Shanghai Henlius Biotech) -~ HTI-1088 (Jiangsu
Hengrui Medicine) ~ IBI318 (Innovent Biologics) ~ IBI322 (Innovent
Biologics) ~ 1IBI323 (Innovent Biologics) -~ IGM-7354 (IGM
Biosciences) ~ IMC-001 (Sorrento Therapeutics) ~ Imfinzi /{& L& E i
(AstraZenica) ~ IMM25 (ImmuneOnco Biopharma) -~ IMM2502
(ImmuneOnco Biopharma) ~ IMM2503 (ImmuneOnco Biopharma)

IMM2504 (ImmuneOnco Biopharma) - INCB86550 (Incyte) ~ 10103 (10
Biotech) ~ JS003 (Shanghai Junshi Biosciences) ~ Jubilant-PD-L1- 7 %[
(Jubilant Therapeutics) ~ KD033 (Kadmon Holdings) ~ KN046 (Alphamab
Oncology) ~ KY1003 (Sanofi) ~ KY1043 (Sanofi) ~ LY3300054 (El

Lilly) ~ LY3415244 (Eli Lilly) -~ MRNA-6981 (Moderna) ~ MSB2311

5 10 HEEHIEREIE)
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(Transcenta Holding) -~ MT-6035 (Molecular Templates) ~ NDO021 /
NM21-1480 (Numab Therapeutics) . OX001R (Oxford
BioTherapeutics) ~ ZAPD-L1_ 2 BsAb (I-Mab) ~ PD-L1 Boltbody ISAC
(Bolt Biotherapeutics) + PDL-GEX (Glycotope GmbH) - PMC-122
(PharmAbcine) - PMIO6 (D&D Pharmatech) - Protheragen-RV-scFv-
PDL1->& &l (Protheragen) ~ PRS-344 (Pieris Pharmaceuticals) ~ Q-1802
(Merck) ~ RC98 (Yantai Rongchang Pharmaceutical) -~ RV-scFv-PDLI1
(Protheragen) -~ Senl_TAAx22P (Hebei Senlang Biotechnology)
SHC020 (Nanjing Sanhome Pharmaceutical) -~ £7A&FI[EE Hi(sugemalimab)
(Ligand Pharmaceuticals) ~ [a] £F ¥ B8 §1 (Roche) ~ TSTO005 (Transcenta
Holding) ~ TT-01 (Topmunnity Therapeutics) ~ TTX-siPDL1 (TransCode
Therapeutics) ~ UniCAR-T-PD-L1 (GEMoaB monoclonals) *+ Vaximm
(VXM10) & YBL-013 (Y-Biologics) °

[0024] (4B - EREEG ~ MR EREHR AT E—& 24
YR Ry ERYHIPD-1H1EE -

[0025] (E2a BB PO HEBEEGRE ~  HE (RLE)H
(mechlorethamine) ~ 35 /£ 3 (melphalan) ~ & 7F KX T 8 - £ IE bk i i
(ifosfamide) ~ W B% 4 ftt, 5 Al (busulfan) ~ N-ZEG4 £ -N-H IR (MNU) ~ F
¥ H|) ] (carmustine) (BCNU) ~ J& ¥ 5], ] (lomustine) (CCNU) -~ 5] E&E 5], T
(semustine) (MeCCNU) -~ %8 5 5 )] (fotemustine) -~ # (£ f# =
(streptozotocin) ~ £ E & (dacarbazine) ~ KL 7 (mitozolomide) ~ &
5 Mg (temozolomide) ~ BE B JR (thiotepa) ~ & H &= ~ i Iy FiE

(diaziquone) (AZQ) -~ JIH $8 (cisplatin) ~ K §H (carboplatin) ~ H /b F] $4

11 HEETEREE)
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(oxaliplatin) ~ PN + E [ (procarbazine) ~ 7N H %
(hexamethylmelamine) - HH B 1% 4 == g 22 (pemetrexed) - & FR WEIE
(BI40 > S-wRMELE) ~ RIS M/E (capecitabine) ~ [T HEHZTF (cytarabine)
E A& (gemcitabine) ~ H#i 5l )& (decitabine) ~ [l ELH+ (azacitidine) ~
g 72 17 )& (fludarabine) ~ Z5$7 )& (nelarabine) ~ 72 #7 JF /& (cladribine) ~ &
7EF1 & (clofarabine) ~ '8 5] {t T (pentostatin) ~ ki & IE I (thioguanine) ~
Y UE 0% (mercaptopurine) ~ & & 7 W (vincristine) - & & 1G
(vinblastine) ~ & &F¥; & (vinorelbine) -~ & & H# 3 (vindesine) - EH & =
(vinflunine) - & 2 [E (paclitaxel) ~ % P fi & (docetaxel) ~ & 5L )8 &
(etoposide) ~ & J& JH E (teniposide) ~ /N4[ & (doxorubicin) ~ & L £
(daunorubicin) - 2L B (epirubicin) ~ fft#Z L & (idarubicin) ~ L2 E
(pirarubicin) ~ P2 L & (aclarubicin) ~ KL E R (mitoxantrone) ~ L H &
# (actinomycin) ~ @ ZR (bleomycin) ~ [LAEEf (bisantrene) ~ & PfilE
Ko /BT g A DA e AR AT 4H & o

[0026] ASCFT#E R ZI7AMEEREMEIE < PRt EEREE
ARPRE EREEE - ILFTE - WERE - EPANE - BERAEE - I8
BEEE - BE B B ZREERE - FEEMUFHE
(carcinoma of unknown primary origin) ~ L fRHERE - TESHE - HEEE ~
KRR~ REBEEBE - BWER - LB (ductal carcinoma) ~ I a4l A
B TENRERE  ZEBRE - eEE - BRI AR - Sk S
B ~ LKW (Ewing sarcoma) ~ HRE ~ FJEANAENERE - IERE - ©
SR EEER  SBEERE - &k % E iR )N (gestational
trophoblastic disease) ~ IR EfE ~ BHIERE - FFAHARE - sHA AN 4=
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JiE ~ TUA¥E (hypopharyngeal cancer) ~ IRNEERE - BREMER -
78 K A B (Kaposi sarcoma) ~ B & - B A8 2 4 fZ & 8K ER 3 2 E
(Langerhans cell histiocytosis) - "& % (laryngeal cancer) ~ /& & LI - BF
B NERAE - B - EXEQME - EREGEsEnE - 2aeR
& ~ 15 50 F AHAERE (Merkel cell carcinoma) ~ [ f79 ~ BEABMREEM: 2
RS M iR S~ P R NUTE A 2 #1482 (midline tract carcinoma) ~ [
B~ ZRVEN I E R © A EE R (mycosis fungoide) ~ HREHE
FREGES - BHEE AR/ BB AENER  SKEREISEE - S
B PSR AR - JR/ NIRRT - CURE - B - OV - BRREE
ATHINEIE - BIHAEETR - BRI ~ 280 - W - SRl - &=
AefEE - MORERR AL - AUSURRRE - EREE - BUME - B RRE

o AR SRR - WAL - R AR R - 2B BROOKE % BE (Sezary
syndrome) ~ (7 ~ /NG ~ DB RE - SHBRE - BEEERE - §
-~ THROMER - BEiaR - AR - THIERE (throat cancer) ~ YRR TS K
MoRRFE ~ HOIRBRFE ~ FREE - TEE - RER I ERBEBRE
(Wilms tumor) - J7/RIREBE AR KGR -~ FikE - BERE - SR
AR B HRERE - JE/ A MM (NSCLC) ~ /N 4l F Af #2
(SCLC) ~ 5H S &0 4 iR 4 A 2 (HNSCC) ~ 8 B {A] £ <5 £ bk B2 8 (classical
Hodgkin lymphoma - cHL) - J& % ¥4 4t f& K B 4H A )tk 2 & (primary
mediastinal large B cell lymphoma » PMBCL) - /& & i B R 8 2 1 B 4
Fit {& 15 &k [ % 8 fiE (microsatellite instability high or mismatch repair
deficient cancer) ~ FEMEE AR E M NEECEEGGR RBEBRE -
B BEE > TESE - AR MHCO) - g5 M AiEMCC) ~ 4
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BEJE (RCC) ~ FENERE - = 5 fE 28 2 & i #2 fE (tumor mutational
burden high cancer) - % B i 4% 40 ffl 5 (cutaneous squamous cell
carcinoma > ¢SCC) ~ =[&M:#,J& (triple negative breast cancer » TNBC) -
FRIE P~ RIGEBEECEEER o B o] &S 1 B % U5 4 e =
BHRETERARRE -

[0027]) FEFEeEHEHIF - BIE AR E R  S50BARRMREE - T4
BT ~ FRA] B IR ISR - ol 4 < IROMEE R~ 5% 14 KB 4 A bk 2
B~ R VEEE R BATREMR R ~ IR MR ESE ~ N ER R - 181
MREIRM:EME - BEEREE - REMKEE - LS IR HKER
% [ [ (Waldenstrom's macroglobulinemia) ~ {5 5 %5 bk E2 &8 (Burkitt
lymphoma) - &2 TARME & - BT M RMAMORER ~ (8 % &5 4 AT
MERE - B THMMERE - T REwE RGEMRER - KEKD R (grey
zone lymphoma) ~ % T 83k 2 &4 (double hit lymphoma) ~ = B Tk
g (triple hit lymphoma) ~ 5R%14% (not otherwise specified) . =4k RIB4HAE
R~ M SRR R~ M E AR AR R - MALTIRE & - BAZER
FEBAHAMR SR ~ B A% T (natural killer - NK)SHFME B - EHEBE
W~ ERAEGREE - B R TA MR ETE ~ AFARy/0 THHARMK S B R AR
HETE -

[0028]) fEFFEEMBIGF > BEGEHRLUTNHKZE - BEBE
o~ IR/ NHREATE - SESH AT SR AT - BRI (R O - R MM
fRABAHAMIEIE ~ PRIE F R ~ & iR BN R E M B I B R hh A 2
B - 5E - BBEE - TESE - FFHEE - B mEeE - BafE -
FENEE  DLEASREAM ERAEENET - &8 SR E &
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=fetEA g -

[0029] AZEDHIREAN B & BRI AATR R I gE - RSN e R B (GE A
(BB TG R Je /2 0 e f B S AN B (B 40 - $iPD-151AE 2 i PD-L14i#8))
-&ichag g LR RS R/ N EEPIN: A= itk o I A
PD-1E(iPD-L1§iAG K i s Y B Sl &) - B oW ] & R AFik
NIl 2 i Redl &) - BEEl o] hREZEGY) - BRESY T AR
{5 A 7KE R LS G i RN & B 2 SR C IRy Rz 0 =) -

GEEEGH D

[0030] EIIAZEIFETRHFEEMIL-25]%E - HiPDI1FiAGEGEE EA
IL-271 88 ) fiPD 1 fiRg pa 2 /N EE Y B R (PR Re TR R/ BURR ) -

[0031] EE2AZEE2BEAHEEMIL-2/18% - HIPD1HLAG ek E A
IL-271 88 ) fiPD 1 fiRg pa 2 /N EE Y B R (PR Re TR R/ BURR ) -

[0032] MEI3A SR RBI6FIOMEREHEL b~ EEEEERENE - H
FFH100 pglE&P1 ~ 200 pglb &1 BB HERR B /N - K 1x 107 fE
AR ARV EIIE T HEE AR AR - — BEBEF30E60 mm’ 2 F
HEets > FEPkER o HaagE - FERH = NEREEREAEE

[0033] 3B RBIOFIOEREM b~ EREEELEREE - H
F 100 pgfba?l ~ 200 pgBHIBHIPIPD-1§i42(RMP1-14) ~ 100 pgfba
P11 200 pgHiPD-1518E (RMP1-14) =0 (% f Bz B /N B8, o RF 1 10° ([ & 78
AR ARV EIIE T HEE AR AR - — BEBEF30E60 mm’ 2 F
HEets > FEPkER o HaagE - FERH = NEREEREAEE

[0034] 475 RBIOFIOERHA ~iGEERNE - KT HLEe
P11~ (L&Y 1 R RMP1- 1450 % R BN B, © 5 1 10° (i fl 8 4 B tE A B

o
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IRy RIRE F LB IR A & - — BEREFI302 60 mm’ 2 FIFHTE » K
BIYIbET o 4H H 4G5 - BIERIH =X E -

[0035] MBISA B o~ 72 6 A PR B A207/]N B A g 15 28 o o5 7 55 2 A
IL- 125 8 (WWO0757/636) 7 45819 [E - 2B E T30 ng WWO0757/636
(ZEF) ~ 100 ng WWO0757/636 (J558) K300 pg WW0757/636 (EIE)EE .~
/NEFERE EHERS B T R RS - EEATK MR e EEE R (EA &AM
BRSTE 2 b7 4% (top line)) « FHRIEIR - FIWWO0757/636 L5 = R [E R
B /N B H Y R R S TR G I B s R HE A% DA 2 AU M 7 AT

[0036] & SB & B o~ (E 5] A PR BY A20 /) Ba il Jeg 158 2 v o5 7 375 2 Y
IFNaFZEWWO06 10 2 &5 R HYE - HERH45 ng WW0610 (ZEJP) 133 pg
WWO0610 (J588) i H 2 /N E PR E R AT I i e i - BT R |
BEfE~EARKNEERE S FT8R - ERER > AWWO0610LLE 5
IR BB /)N B8, F B PR g S T G T e R HE A DA 2 f0cRE e Uy Al )

[0037) ME6A &R R{EEZERREGT.OVA /N EE BRI b 534 55
ARITL-12R182(WWO0757/636) 2 45 R AV IE - HE 30 ng WWO0757/636
(ZEF) ~ 100 ng WWO0757/636 (J558) K300 pg WW0757/636 (EIE)EE .~
/NEFER EHER A TR R o EEER M RCREEER(ESEI8RA
A KERREER 2 LG - BREIR - AWWO0757/636 LUK =R
FEE i B /N B, Y e R R A 00 I P R R A% DA 22 (8 1y =TIl

[0038]) [E 6B & E ~FEERBEGT.OVA/NEHE B ER d 2517 55
BRITFNaF|EE(WWO0610) 2 &5 R AVE - HERAH45 ng WW0610 (ZEP) K&
133 ng WWO0610 (J780) BRI /N FER E R 8y TR RS i - BB
Bl R eEEE~(2F I8 REARRKBRBEEER Z EITGR) - BiE

5 16 HEEHIEREIE)

C24991 IPA docx

111131042 FEHESE A0202 1113317611-0



202320838

o FAWWO6 10 DASE =R & B B /)N B8, B e g 6 158 0 m s Rl 4 % DA
&AM 7 A

[0039] B 7A % = o~ A 4% %I (PBS - [H ) ~ 5% & 4 IL-2 fij 5
(WWO0621/WWO0523 » 758]) ~ $1PD-1 (=£8) » ELWWO0621/WW0523 K1
PD-1 (EP)EHE /N 2 FHE R ENIE - 7NEBR4SEIF 12 (5758) -

[0040) B 7BZ B 7E & F #£ %] (B 7B) ~ WW0621/WW0523 (&
7C) ~ $iiPD-1 (E7D) ~ LWWO0621/WWO0523 K $iPD-1 ([E7E)fE > {7
/INERZ BE TR RS TERY [

[0041] BE 7F % = 7~ A 4 & (PBS & B ) ~ 55 & 4 IL-2 Fi 5
(WW0621/WWO0523 » 758]) ~ $1PD-1 (=) - LR WW0621/WW0523
HPD-1 (EW)EE 2 /N 2 PR ENE -

[ & 7=
AE R Y 55 3R

[0042] AHHFEFERP2021F8H 17 H H 5 2 = B EENG H 55 K5
63/234,001 5% & 722021511 H4 H H 55 2 = BIEE IS H 35 F5563/275,7 14537
ZFER > HEBUEEIHZ FAMA -

A. FEBMEBE

[0043] REBIRGRANEH 20— 02 I8 B 20200 2 7H W (# =2
FL(E LI FEIMANERTEE - FEMHEAT S WIS E
(Fs0 » TL-2 ~ TL-12E71FN) ~ [HETTCF - &0 R 0] R E B 1 S =T
RILHF o (ERIAERR A AN E T B AT A 3 0E 2 55 B AR AR R % kAT 2E -
PR R B AR RN B E » F5010-2 ~ IL-7 ~ IL-12 ~ IL-15 -
IL-18 ~ IL-21 ~ IL-23 ; IFN-a (@40 > AEIFN-al ~ ASEIFN-02 ~ A E
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IFN-04 -~ A#HIFN-a5 -~ ASHIFN-a6 ~ A MHIFN-a7 - A ZHIFN-a8 - A%H
IFN-a10 ~ AFHIFN-013 ~ A#HIFN-al14 + A#HIFN-al6 ~ AZHIFN-al7 -
ANFHIFN-a2) ~ IFN-B ~ IFN-k2(IFN-¢ ; #E&H & ; TGF-f1 ; TGFB2 ;
TGFB3 ; GM-CSF ; CXCL10 ; CCL19 ; CCL20 ; CCL21 Kk gij#li{t—F&
e i EREUZE B EH - IR AS g R 2 55 B AR RR Al gE Ry S (Al AT
MR RIL-2 ~ IL-12 ~ IFN ~ ZE2EH ~ DR B RS M Dfe A BRI T —
HLREIL -

[0044] A& 2 5% BRI 2R (F140 > IL-2 ~ IL-12E(IFN) Fif £
B AR ER Z iR (e XORE T AR 2T R - 55 B AR
2 RGeS M S i PH B T R Rk 5S - 1 FRIIE = U R AT B 40 4K i 22 E 5

E (e 5y © PHET CAE $03E mJE L E &S S AR (P40 > S & R IL-
2 ~ IL-123(IFN) fo /s Z= FfHEr 7 fe &S 2K BHET i M R L 28l 83— &2
AS (e OB M - AL EE B e ] R AR B - 2Ry > RECE A VEME (B4 - EE
AMAERR 2 IKAT 88 5 BB VIR R = - B - PR Z AR
BA MR R 2 IkATEE s 2 /0 108/ E M - BEM - Frl i AR R
BALEWAEBRZREYIEE /020 » £2/030F ~ £2/0504F ~ £/0100
&~ £/0200(5% ~ £/0300(% ~ £/0500(% ~ £/01000(5F - £/04710,000{%
B S A -

[0045] Ae5fkERIGNAEM R AT B R AR R < MR R P 2V E B
A4 FAEE FRORRATFAEZAEE RS =T - 85
o BN RIS 2 A BT & - B RV EOERR - N B 1ERSEL
A A R 2R A B 2 (e SR U R Rk 55 LU M A R R ER B T P U M A R (4
0 B VERER) o

I
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[0046] Z\EILIAR &R AR - ZIKERVEE Koot ~ PRI
I ~ BN AT R P T R B TR (e BRI C R 280y > sE A VHIE
BCVLIOAE 2 R E R B ] 8L B % SasH w g - A ERT
HILFAEAE -

[0047] SFERMEHEAETRESE —SRE - BE > E—ZK
H oV s B R ZINAL > [HETCHID] ~ =0T &I HI RES
g o] BB B T~ [L] - SHAERER A2 IR 0] FE i 25 B iy A SRR 3 2 7 LA ]
fE VAR EHE O ~ P RITH S HE L R PR oo i
e

[0048] @40 > XA EAXDEVDRZE—F -

[A]-[L1]-[H]-[L2]-[D] (I) ;

[D]-[L2]-[H]-[L1]-[A] (I) ;

[A]-[L1]-[D]-[L2]-[H] (III)

[H]-[L2]-[D]-[L1]-[A] (IV) :

[H]-[L1]-[A]-[L2"]-[D] (V) ;

[D]-[L1]-[A]-[L2"]-[H] (VD)

[0049] M ZEVDH - [ALRAIATHMEZ K - [DIRIHET T
[H1 B P =RERIcfE > (L1 AEE N 0] R 2 INERE T - [L2IREIE
DUEE BB AT R 2 IR E R T > HIL2' 1 R E B R o] Y 2 IRE R T
[L1] Rz [L21E[L 1] Fe [L2') o] 5 7 22 B9 A1 (5] A (5] B B B B2 P 51 e/ Bk
H - 2R S (B L2 Ry iE B il ] R ) -

[0050] SEQ ID NO: 21-30 &M z0(D) £ (VD= HAR B A SE I {E
LR BRIL-2F1 88 R E E B - SEQ ID NO 21-30 K B F> HE M 2 ZA51M
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EifE R BIFE ABFEEWO02021/0973765% F -

[0051] SEQ ID NO: 31-40 & f=0(D) £ (VD) ikzE HIRE AL I A
L EATL- 12518209 FF EE ) - SEQ ID NO: 31-40 K Bt HE 1 2 #H5k
A 6 48 n 1Y B R R 35 2% %5 PCT/US2021/33014 5% Fe B FE 4 B 5 56
W02019/2222955 9 -

[0052] fE—EBENRT - BE—ZAE SV E S @R EZINAL
REET T (JRENZE MR Er 2 00) [D] - & 5 b ] R AR E B 1 [L] AR AL
A EHERITMF - FHET T (DA & HIATHS ABSAE G HSA Z Hifs sidife
F B (B4 > scFv) -

[0053] fEREG » LK EAF(VID  [D]-[L1]-[A]-[L2]-[D] -
SEQ ID NO: 14-20 R #R 8 A2 IHE A ~ S5 B AIIFNFT 2Ry fr E E 9] - SEQ
ID NO: 14-20 F B 7> H & M 2 % 50 4 &7 18 7~ 7 B FE 35 &5 28
PCT/US2020/060624%E 1

[0054] fE—2E4F T > SEEBIIFNAF] &2 0] B 2 TFNZ AL [A] - FHER
JLEID] ~ PR HE R ICAF(H R & S B o] SRR E B2+ [L] © IFN [A]ZJKH]
Fe R O Ne T AR A R DU R ARy U R 2 TR T - P EHTER T
SPRETCE - PRIVE RN E -

[0055] TFN % Jik K BH B T (4 Fe o= BIIE & oo (-5 h & 3 g 7T R AR
A2 IRLART#R0F 7 20 R - Bl - ZIRTEAROZAX) T ZF—F -

[A]-[L1]-[H]-[L2]-[D] (I) ;

[D]-[L2]-[H]-[L1]-[A] (II) ;

[A]-[L1]-[D]-[L2]-[H] (III) ;

[H]-[L2]-[D]-[L1]-[A] (IV) ;
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[H]-[L1]-[A]-[L2']-[D] (V) :

[D]-[L1]-[A]-[L2"]-[H] (VD) :

[H]-[L]-[D]-[L2]-[A]-[L3]-[D'] (VII) ;

[D]-[L]-[A]-[L2]-[D']-[L3]-[H] (VIII)

[D]-[L]-[H]-[L2]-[D']-[L3]-[A] (IX) :

[0056] (M EAX)H > [AIRKIFNZ L > [D]&IFNRHEr T4 (F1
40 - IFNaszf51 (IFNARD)EIFNasZ#22 (IFNAR2) ZHESMER57) > [D'] &
IFNa~zf81 (IFNAR1)EIFNasZ882 (IFNAR2) » HAEFELAERIDIH » [H] &
FREIERITH > (L1 BEEN T HENZIERET - [L215HRIENES
Mg o RAR 2 ZKERE T > HIL2IBEGM I HENZINERET - [L11K
(L2101 1] R [L2'] R 15 75 B 5 A [E] A (5] By i B e P 51 B/ B0 EE B i -3
A {1 Bh (B L2 By 28 5 g 1 AR )

[0057] AL iR ah BB R SEREEA —FHF=
HME Ry e — W BT e - (BB Ti il &A1 FAERR [E — 2 IR E 3 f
5] 2 JIk o b B W (E 2 2 4H oy - ¥ b TR BH B A Frig m KB
PHEr T Z8H 5y AT AL A8 LY 2 IR E o B0 - 55— 2 IR n BLiE A
P (VL+CL) B g ] 28 (VL) > HE “ R EFEEE - L2
VL+ CLECVL G Z fiiAs B #Fab 5 B2 (VH + CH1) B E# 0] 2 35(VH) - 1E
BB T o WEHE S AHEKE Y T & o UP RS S AR - sE s
B AR (F140 - TIL-2 ~ TL-12BCIFN) H Rk 55 di A RS M 2 Fab -

[0058] fan > s BRI R #E AT B AR X-XD ZFE—Z K -
X © [DI-[L]-[A]-[L2]-[H]E¢# XT © [H]-[L]-[A]-[L2]-[D] » ££30(X) £

(XD > [Al R4 E 20K > (DI Piis EifFabR E2(VH + CH1)E(E#
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A2 (VH) > [Hl B =T RocfF > L1 R E B B o] 3ERRY 2 Ik 32
T [L21 BRI R E B B ] ey 2 TRE R T - HIL2' R E A B 1] AR
ZRERET o [L1] R [L2]EL1] R [L2']A] 15 7 B2 53 A [5) 2l (5] B e B g
FPY /B EE B - AR AL BE (B L2 R BB Mg v AERY) © 35 2 IR Pras ie o
(VL+CL)B(ES g v 35k (VL) B1VH + CHIZ(VH G ] -

[0059] @40 - sAERIGHATM R AT T B E W RZIKE - F—2 0K
o E SN EZIR - Eal I HEEE T - FEIZER WD
& —Pife i B BT AMIIE B E B (HSA)) K& & MR HER (F1a
IL-2 ~ IL-12ZX B L (IR RIp35 ~ p40Ep35p40 5k — FHE & 1)) sIFN) Z kg
HYVHECHI - 56 “Zik# ] B &8 < VLK CL » ZiileE adimE
(fZ0 > 1IL-2 ~ IL-12K B IT(JRBIp35 ~ p40Eip35p405E —HAGH & V1) 5L
IFN) H #238 — 2% ik #f < VH R CH1 —ifE /P ple & & S R & (40 - IL-2 -
IL-12 X B L (JR Hlp35 ~ p40Ep35p40 % — A5 1 & #)) BIFN) % iKY
Fab -

[0060] {L&E¥L -2 3RARMBAXHEER 2B WK ZINHE L
i SHIIL-2FT B R EE B - AEa?1 ~ 2~ 3 R4 KRB HUE 1 2 BN R

BEWO02021/097376F -

=

i

OH
e

R 1. ERIIL-2 i %

TL-271 % F—%RK EHRK
L&y SEQ ID NO:1 SEQ ID NO:5
1L&Y2 SEQ ID NO:2 SEQ ID NO:5
1L&Y3 SEQ ID NO:3 SEQ ID NO:5
1L&Y4 SEQ ID NO:4 SEQ ID NO:5

[0061]) & W 2 T (EEMIL-12) 2 A M =78 0] & W (2 5
ZAEARFERIZ IR - B0 > B — 2 KB EIL- 127 By R GF R 7 AL Z T

C24991 IPA docx
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Broctt o BEAL o HET LA A& SR — & B i ] R 3 1 LT R 0E 5 =
BFEEIL-12REIC - FoFRE TR ESEME _ENM T HEEE T &
BRI AL ZIL-120HEr e PURT R 0E 7 sUE B2 2 P =TT R oC AFRYIL-12

REJC » BHFAL > IL-12[HEr ot o] & b &E 5 g w8 3 1 1 DUAT R 0
FE R R IL-1270EE T > Ba] & i IR O 2R B I o] AR 2 3B 1 1 DL AT iR fF
HAER R EIERICY - B—REFE ST E—FSZHIL-12[HEC
- B —Z I ZIL-127XEJC Rp3Shy » 55 IR ZIL- 12K E L B

p40 > HESR I ZIL-127XE I BpaOks » 55 % kA ZIL-12 8T
Fyp3S o fHEr T BEEIL-12 2 BEFIRSETIRE SR & - LEEY
2 BT R T AT A E R E]

[0062] S5ERIMALHZR 2 IKATge o] & = - FE8IZ K - fa
—RZ KA Ep355p40 IL-12XEISLHEIIEME » HEFE _ZREEH—
IL-2RESLHRE =ZRa Bttt 220 —8a@EHm) - F—2 0K
BaIL-12XE L HiERa st =T&ot - EFL  FEHLR
JLPE TS i 8B H e P SR T DL PR (R S FUE R £ IL- 12K BT

[0063] S _Z K EEIL-12REIT - PieK# 2 2/ VIFEGE S
oy i Ae B L RGBTy KRB R FAE L =T R I - BFAE
PR RICO Ry - TS & A Ny o] R BT DUa R (E AU R 2
IL-127X 80 > HPtAG R B i a) (K 1 58 25 1 i 1] S48 8 19 1~ DL a]
TE A BB B IL- 12K BT - Bib) & i 00 1B bt 7 A < 0] S8 78 P 5 DAL HT 48
B =CE R 2RI R T -

[0064] FE=XFRHSHE BT Z8EH G /2 PTG E# R

Fes ey BURE 2 2 E#E G H e K P IL- 1245 &

n>
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LB TILAC RS - B — A ZIL-12 KRBT Hp35h » £ _ZikF 2
IL-12RE L /p40 - HE S — LI F ZIL-12XE T Bp40iF » £ -k
ZIL-12R BT Fyp3s - fEEE &Y+ - IL-12[HEr o R E B Hias 2 iR
GahE - REER ERaFREBHE ZREEN 2/ VHFEEES

R OB EENE/ VIIREESE 7 o WSEEMIL-12ZMEaY+ 2
& OB ] Mg E R A HE R E] -

[0065]) SRERZINE SV ] B EWIEAFRIZ AL » Hedp35 Kp40
LA —Z K8 b - B — 2 IR# & & p35 ~ p40 ~ FEHIER TH K
MR s 2/OPIRGEEE oy o p3S kpd0 ] LALL AT R 5 0 3% - H P52
HIE R F el & s —E B e o] R g E B DUAT e /F U7 U 3% £ p40 H L
R REE A& hEON A HagER DAl r=UERE s
p35 -

[0066] (Ui - FEHERIT A AT & & 0BG o] R E R DAl
PRE NER 2p3Ss Al 2 R &l o & hE by ] g ERE+
DART#E 5 CERE £p40  F LN EEHE LI 28§ 4 4 0[5
P RIL- 1285 S B o B EEN 2 PIRE S 7 - RS+
< B OB R g R A EECRFE] -

[0067) BB F » F—L MR o]/ &p35 ~ p40 ~ FEHER
TR ERE . 2/ VHFESEEE 7T o p35 Kpd40n] DLLL AT # (F 7 20
Pt HYEEHIE R T & & B B ] AR 3R DLal e 7 =0 B 2
p40 - HEigSE# ~ HiJR&E &80 0 vl &8 h & 1 B m] 3R i B+ DA el #R1E
TCEPE R P35S o B » PRI R T T & & 5 B n] S E R DL o]
BE AN EH 2p3Ss HiRREE R E S o & s _E Ol A X

5 24 HEEYIEREIE)
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BT DU R E A UE R £p40 - F_FRBEEHE
H. 78 [F] 32 B B IL- 1245

EALE Z PUAS R Y 2

GV 2 E By A SR E R T i A E B F]

[0068] L& {

—ZKREA TR ZE LI
[L1]-[A]Z[B]-[L1]-[A]-[L2]-[D]=[D]-[L1]-[A]-[L2]-[B] >

EQINCRPA = NN
DIRGEE T o IEHE

iy

IL-R2FREaVIEE - AEEHETTEZSE
[A]-[L1]-[B]-[L3]-[D] =% [D]-[L3]-[B]-

H A RIL-

12WEIT S LIS —EG M XA ERE T L2R5E _E Gl o] e E

BT

L3 B 1% M AL 2 Al

Erocit: -

[LT1]-[A]
Fp35Ep40 -
Fp358(pd40 ; L1 &5 —

e/l

EQIN: P

RIL-12F1 85 286 - ba®5-6-~7
PEEM: 2 BRI N Y B PR R EF RSB PCT/US2021/33014 5% -
2 A EAITL- 1251 2%

IL-125ij&8 F—%K EZHK
1L&w5 SEQ ID NO: 6 SEQ ID NO: 12
{L&Y6 SEQ ID NO: 7 SEQ ID NO: 12
is=xul SEQ ID NO: 8 SEQ ID NO:13
1L&Y78 SEQ ID NO: 9 SEQ ID NO:13
1L&P9 SEQ ID NO: 10 SEQ ID NO:13
1E&EY10 SEQ ID NO: 11 SEQ ID NO:13

[0069] X5 —EHIF » F—BEE T :
HBEZZHEA T
H & ABp35H > A'Ep40

HEREET

[A']-[L2]-[B]E[B]-[L2]-[A']

BR =Wt /oot © HDRIE

[A]-[L1]-[D]=[D]-
» HFA
H&ABp4OHE » A'Bp35 : A
EOM A RERE T L2 EA
BR P EMERILH » EDREE T -

Zl
=<

(0070 {E&¥5 678 9RI0RIRIEASZIHERH Z 6 E Wik

C24991 IPA docx

111131042

FEHESE A0202

5 25 HEETIERBIE)
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[0071] 40 ESCATHAL > EFRE - dERET HEEED - diEH
ZEBEARYEEN - PIAIEAIL-12/1L-2/TFNAZ 85 {e 8508 S 14
B. IR RITH

[0072] -=HIE RO IIVE RS N -1 2= 1] 12 0tah E AT AR =R

A SE 2 08 2 B R BB 152 o AR AR PRI RIC
BRI RN EFER AR ZEE T i BB IR -
fE—EEHEA T - R AR FETERIZES @ FEITERICH
AP BRI R~ sHE2E ~ SN ZIEEUE SR Z DR o A 2B R
> R LK 282y 8) IR BT S AR s 2 IR REG G R~
BS < TCH 0 R A2 RS GEUNN K2 AR 2 FeRnAZ 8 R 88 B 1 A2 /S ) P 1B IR
FAE ZBEREMIEEEERE T EE - =AM 2 E8 (340 > AHIgG
HSA (Bif B2) R E B NBIMIE o 2 7 S B ER(E B AN TR
=152 - A/ H B AR IR IR B ReRe T [ 8% 2 "7 B SS G HYRE

- IEEFEEHE ERIREFcRniE & HRE S HAM 2 K DU R HL i
B EH - HSANH ERE SR B e mmuER T8 - IR
AHSAZ R Bz - HSARH R el EHE L A =IERICFE#E -
N#E1gG K Fef/ Bn ] 2 AR (LI DI RE -

[0073) MEB-FEMERITTHNI BESHREARIFEVENZE
HOHRES S > EGENMEFHES « E#EG KHLEOY) o
IRz EMEEPREEER R - BiEZ e - ElETUE - N - A
MAbyiee - HiEn] 8 R B (scFv) ~ BIPiiE GEE il n] B (VH) - K
(VL) R B BE A (camelid-type) 2R fifg < 1] EI(VHH)) ~ dAb K H
B - HfhE & 2 RGeS E ARG TR S G K/ G R 2 IR REER

)
Nt

Jcii

5 26 HEEHIEREIE)
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EHAED - sEWPUEE S O (anticalin) ~ [A3EM (affilin) ~ FRAEE 75+
(affibody molecule) - [i] JE B& (affimer) ~ [ JE ;T (affitin) ~ o £
(alphabody) ~ = B I ME % % #& (avimer) ~ TS 2 HEOEHEE O
(DARPin) ~ JES5EL (fynomer) ~ L/22%3K ik (kunitz domain peptide) ~ B
REFLAS B AR 7 HoMth 48 T2 s 2 & 2R (S5 0 SpA ~ GroEL ~ @i 4E4E &
B - Be'E# & & H (lipocallin) . CTLA4F ZR)HI&E &1 - RS ZIR 2
HitgEPBEEmEIBZEMUE IRBZRUBE Sy - HEER
(lectin) Je & & > — 2 25 fe B8 (] 70 R B B — B 2% B ) 70 R 4 &5 2 K

[0074)] WAZFRMEZEPEER THRESANBEMEAEG
HSA&E &, UREGE NBEMEAEANREIREOFCERER B2 R
S INE

[0075]) =5 AIAADR AT EE 2 F = I R oo (4 T = 55 E B 40 AT
ZAIEZCEEZEDPEWK - =K QUK - NAKX - GAK - QGC
R~ KR~ GILR - YIORHFEL K -
C. FHErTH

[0076] [HErCH M R&EG AR E AN&aRRE2RES
EALEAZBE 2 R JTHY ARl ek o BEERIC (4 o7 R 4B A & (B4 - TL-2
IL-12ECIFN) & & K /BOE(LE 2 B8V AE TT » I 20F5 rh 2= 61 FH By Ko/ 50
FRILEE G MR E S - AR Z BT T4 SR IL-2 - IL-
12 (40 » p35 ~ p40ECHE T #8)ECIFN (f40 » TFN-a (40 - AZHAIFN-
al ~ AMEIFN-02 + AZHIFN-04 - AJEHIFN-o5 + A SEIFN-a6 - A G IFN-

x5

a7 ~ ANFHIFN-a8 ~ AZHIFN-al0 - AFHIFN-al3 - A JHIFN-al4 -~ A%

IFN-a16 ~ AFHIFN-al7 -~ AZHIFN-a2) ~ IFN-B ~ IFN-vy) -

5 27 HEEHIEREIE)
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[0077]) & FHETH 2 S 06 &S E @ - IL-2 ~ IL-125
IFN) 2 [E1EZ 80 & RN E- S e R BEEEED - IL-2 2 [FEZ
BS Pl HIL-2 offf ~ TL-2 B ~ IL-2 vy HAH & o TL- 1227 [EEZ 8 0] AIL-
12RB1 2 /BCIL-12RP2 « IFN 7 [A] JfE 57 #% 7] Ry IFNGR %2 g B H &) 73 < {3l
W EFTEELIRIFN. > 552 INFo2alF > [HEr T4 o B INFaiZ #8 1
(IFNARD B H TR ZE S B E O 2N 77 » BIFNa 2 #82
(IFNAR) S H TR ZGE G 8RB EL 2N T - E TEEZN S

IFNyH; > BHEr T ] AIFNyZ2 821 (IFNGRDE(CH TERG &3 77 28 2
EH RSNy o BIFNYAZH52 (IFNGR2)S(E T B R GE Gl o S8 &

S 0Pl <iPsy

[0078]) JRAIfERPIAG R ARG = h B > BEZERPUE - EdU
Az~ NEADURE - ASEDURE ~ BRI Ee(scFv) ~ B TiG GEE #
HEEIE(VH)) ~ BE 5 a] S (VL) R B Bu R 5 R P se £ a] 238 (VHH)) ~ dAb
FEBOY) » HEES M E I > IL-2 ~ IL-12ECIFN) « JRA] {1 45
ERMAEH RN EME N RGS & - BERERTIRE o K/
BIEREIRERAED > sBUPUERES - FIIEMN - s - FIE
EoPIRT cofe c AL TR  HERGTZMESEEES ~ JEE
o~ FLIEZRIK ~ B RE DUAG R A Y HoAth 48 TR DS 2 B AR (S8 40 SpA
GroEL - di#EE G EH ~ IFEESER KCTLAYERNGEEH - Ba L
RE B 25 ok By LAt & B 475 2= R U | B BE B LR iR 2 R 2 SE G RI 2 K - A A

f > REERER AN E e E R R ICE - B4 RS s EKEEEEY
(FE4OPEG)ifi & i 2 JIK W] AF 22 6] L 301 ) = PH 1F 4 Al g 3= B HL <2 88 2 &5

& NHEREARMBFIFEMZZMEGHR E > FUmMEFAES(NHE

5 28 HEHIEREIE)
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MEEEH) - REKEHFc - EEEQ KHEMY > DURBEZIRZR
BRREEEN -

[0079] Fhl@ e ZIHET LI R EME T E R E2(scFv)E(Fab 5 £ -

[0080] AR fe n—fiahk ERI AR R Al gEe - Ko S AN
ZEHAREMEZHE cH RE—TER =T RH -

[0081] PHEr LA BT & 7 WAl B 20 fd (7 AL R [5] — 2% ik i E BB O
Zfk e B2 o 55— 2 K AT B 75 DU AR S8 98 (VL +CL) Bio i g | 528 3
(VL) SR “Z K] BRI — 2k L Z VL + CLECVL 4 #f Z HifS E ## Fab
FEZ(VH + CHL)ECE# AT ZIk(VH) - fLIERE R T I 2 ALk
eyt e llP bR E oL E > S50 & i EE (B4 > IL-2 ~ IL-

2 ~ IFN) H 55 d A B = G 1 L Fab -
D. EHMTHEEET

[0082] AIASCATIG R @ A BB R E R — N HERE T
FPA e BT FRAI R DU 2 IR 2 R Bt mT et > (15 G20 FH B T 14 5E S 3l
wIMIAE M R 20t - R A A AR R T~ SRR R IC R R/
SCFHEr T 2 - WA ST - 55 BRI R AT S a2 E E e 0] R AE

BT EHEHEER TSN NS EMEEAEZ— 2
HAEALES - WUEEH > FTERE OIS E S I M R MR B R S Z A
FEL [ AL BE(BIA0 - MR R ET) o (NIE - S5 B BRI A 3R AT 5 (B S B 13
PR AL BT BT R R E M B 15 i B e LR

[0083]) & LT HE /NR&100E e AR o IBERHE T B
AAFERE - FE0 U E BB (B140 - Gly) Z=30{W Bz ZL B ~ 1 iz Z B% 240
(e Bl ~ (el BB 22 SO B A % ~ 1 (I B 2Bk 2 60 B B ~ 1 27011

5 29 HEEHIEREIE)
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ML ~ 1 2 80{f Mg Al - 1 £ 00H fg Bl o 1 £ 10011 B BBz - £ — 5
Rl - HEpE T REREDEL ~ &2~ &3~ &4 0 &5~ 10 ~ 15
4920 ~ &925 ~ &930 ~ 935 ~ £940 ~ €945 ~ £950 ~ 4955 ~ £960 ~ 4965 ~ &Y
70 ~ Y75 ~ 80 ~ &Y8S5 ~ &Y90 ~ YIS 1001 g Bl o EEEERETIEE
Ry &5l e £ B8 22 &Y 30l it £ B -

[0084]) ZE# T REWEML2EI0MBEAR 2R L - HEHSF
1 B AR T 1T (58 23 32 A 3 P 48 9% S AR 7 B 1 R e D 4 {7 PR A1
FEEEE HEF T - BT AT RE D B 2 KR AR R B TR
SEHMREUE AL —SERT > ERTaE SRR - ERE
TR E-EOMRAEE - ERE TS 2 BCE 2 E B b 2
% o Blan > 2{W AR BL ~ 3 KA ALES ~ 4(FRARALERS ~ SR LA I Bh
NER - fEETEE2MNESHEARAEUR BT - HAEE
Al AR [E 2 B B A (5] 2B B I AR - B0 A (1A B 2 (3R I B 2 T P
fiky " ERBERET ) o W{EECE B (ERM AL ] LERAER REE - &
FEABA PR — (1A R i Bh B 5 — R BR A BEAHAS ~ — ([ SLAE (L B B 59 — 2R
r BE BB - B {8 AR (I BE 1R 19 55— SRR (1 B LA Wi (f SR B A Bh 2 [ 7 A
R FEE -

[0085) ASFHALHE AT RIEEL N A HEERHT © IR
£ R EEERE AR N EEVORIR 2 RN T 2L B KR E
H B ] R ERRYERE T o Pl BLEEER (B - £ AT GOAEEE - A
FEREWERIRE ZRNATEAE T > Bl KRR E R TR IR T 2
HENERA Z/DRG10E ~ £2/0&1001F ~ £2/0851000F £ /D4

10,000f% -

[TH]

% 30 HEHHRE)
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[0086] %0 By 588 4 At =G 4H S MH R <~ BB B0 95 B A TR S 45 e
EEN -~ PR EON - REXEEREOR - stiBEON - 2EERE-
B~ BEON - RAREINEAED - MBFECOL - HMECDLE - H8E
HEgB ~ tHEEHEEC - HEMESBD - tHSEHME - dH8EQMG ~ 4
GEOBK - HEEAML - IR E - hKl ~ hK10 ~ hK15 ~ @dEEH
whg - BREQR  IVHERBFEREQR  AEHAE - R+Xa - REALED
BefEECON - REOBEEQNR - BHEOBEEON - 2R EEDLR
HFEON - T REE OB (actinidain) ~ BAEE - §5ECOMN - AT &EO
B - AT &EBEM-3 ~ Mirl-CP ~ K/l ~ HIV-1ZE 5 - HSVEH B -
CMVEHNs - BFl - & - §&EOM - BEEQN - 23x&EH - Pt
WeBGE O BE - FERE R E O ER - B SMAEE (metalloexopeptidase) ~ /BN
ik W (metalloendopeptidase) -~ £ & 4 B & [ § (MMP) + MMPI -
MMP2 - MMP3 + MMP8 + MMP9  MMP13 + MMP11 - MMP14 ~ F7 3%
44 TE (9 758 [FUE (B R T (urokinase plasminogen activator » uPA) ~ B
B ~ AIYIRR R Z MR (PSA » hK3) ~ /rHE-1BE (LB - SEmls - FAP
(FAPa) ~ ik A K BE ~ % 0K 25 5 B8 (meprin) ~ FKIBE R — PR EAERIV
(DPPIV/CD26) - Fe%0 3 g i 5 + B B I B 71 (HLm] A AT i 2 i &%
B% P 5 4mis) < B C B o] I 20 28 5 i DA T 4R pk 2 B ¢ AT SRR B LR
(PSA) ~ BEEEBEHMMMP) - % F KB EHB(A Disintigrin and
a Metalloproteinase * ADAM) ~ B4 EH AR FEEHNT - dHEEGR -
AUEON - BEdEREEOREEEGR - MMP O] fla R B E &
BEOM2 (MMP2) - RESBEHMI (MMPY) - AESBEEHM14
(MMP14) - SH U - HRE Pl fE S E O @ SBEOHSKEC N

5 31 HEEHIEREIE)
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B~ tHEEBMEC ~ sHMEBND ~ HMEBNE - tHEEBMEG ~ HEE
HEgK Fe /s sH &k H MG LR - BN - HRE T 0] FE i MMP 14 504 & &
HESLZL AR -

[0087]) 78 F e 3 1 L 388 e I A SCRT e 7 Z 57 B AL AT =
AIEEVEE 2N RIT - HPURIEES b R R 2N R4T -

3R RIEIEAR L EH M

EAK | FEE HARRAR
1 FT AR 77 08 -
FERIAEB (grB) {EAspFERL 7 1% 34 (asp- Gl R R T i 2 A IRRAEFE _EBAER
ase) BEELLE QM A AR
FHHIBERA (grA) BEEE AR - AR E T | SRR E s 2 B
EESSE
FEAIESH (grH) RAZEFF R G s & 3 i 2 Y
H PRI R FT AR 708 (3500
FEEEFAIE AT
JTEARE-8 {EASpFEEL 7 1% 5300 Fhthte &gl 2 A . ETCRFEE
AR AET SRR o R B S E FH - i R R TTAY
7 T1ER
FEEHRBEMREEAH | fEAER R TR A 2 1R SR FHthie & S is 2 A T EECBMIKR
AX(MALT1) M EREERRFT T E AR REE T
fE MR R
g E O iR HAEE - mEUW4EER] - maE | IER4iE skt & g i 2 A
HEEE P ~ AR bR O ERAE  HHNE DU AR aE e i e
(prourokinase) FLEW TR 2 Koy -8 B B HIHIRS 2
TGFB ; (ESoEgfescks | {IMIEA UM HApra i aim ks
Wl TR L 2 1 SR 1T ML 5 N SE 1A
il HE : FGF-2 - srMElL B H R JER S SR E A RE
HB-EGF - H1&&H(Osteo- | T~ B{LHAZE KHEIMER 205N « 581k
pontin) ~ PDGF ~ VEGF VEGF:AE 7 HhE ; FEAEER 5 1
BT JHENLIm
tFLR A AL E O RN E | BRI RIS E g i 2
M TR AR R 1%
HEH
FRIKERA (MC- HIK R EH 2 Climdfdhr 2 | SN & B & O by 2 7
CPA) M52
KRR E HE S8 iR R T e Y SRTERAS A E
BRI ~ AR B (pro- (eI R T E © @k g R
urokinase)
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EON FEE HARRE

sE MR 2R R HAEE : E-5535& H (E- Mg Bk ER e R T R A [
cadherin) ~ GM-CSF ~ IL- ECM4H%y ;s SREnSE B M IE  JH BT
1~IL-2~1L-6~IL8 - EorEE
p38MAPK  TNFa ~ VE-§E%k
E£H

“H4%ZE A BSG HAE : EGF ~ ENA-78 ~ IL- | 43Hlt 5 G i 2 J8 48 © [RAEECMEH 5T
8 ~ MCP-1 ~ MMP-2 ~ MT1- | GiinEk Z (L2 S [FER] + FHEN3E 3 S FE
MMP - (AR T
PAI-1 - RANTES - TGFp -
TNFa

PR-3 HAE : ENA-78 ~ IL-8 ~ IL- | 45falie s Qi 2 5 (RERE R E
18 ~ INK ~ p38MAPK . TNFo | JH{L{E BT (E9EEE

FEHIBEEM (grM) fEMetf EAtr IR S R | Slelfe & is 2 A (EENKEHAE
TKVEFREL 7 18 54 P

$5 & H iR TEArgBIGly 2 fEi3df% FHtlie & S Rs e © s5fsElE - DSk

I e 2 TE S 52 M RE R 2 AR

T4 PRI E B B E B B0 A

EOks BT SEQ ID NO:
MMP7 KRALGLPG 375
MMP7 (DE)sRPLALWRS(DR)s 376
MMP9 PR(S/T)(L/I)(S/T)
MMP9 LEATA 378
MMP11 GGAANLVRGG 379
MMP14 SGRIGFLRTA 380
MMP PLGLAG 381
MMP PLGLAX 382
MMP PLGC(me)AG 383
MMP ESPAYYTA 384
MMP RLQLKL 385
MMP RLQLKAC 386
MMP2 + MMP9 + MMP14 EP(Cit)G(Hof)YL 387
PRSI R H RS S (LR - (uPA) SGRSA 388
PRSI R H RS S (LR - (uPA) DAFK 389
PRSI R H RS S (LR - (uPA) GGGRR 390
BBEAS AR GFLG 391
BBEAS R ALAL 392
BBEAS R FK
KH4% 25 HBSB NLL
KH4% 25 HBED PIC(Et)FF 395
AH4%E HBK GGPRGLPG 396
AR DR HSSKLQ 397
AR DR HSSKLQL 398
5 33 E(BHHHAE
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EAES et Al SEQ ID NO:
ISR S LR HSSKLQEDA 399
HamWeE ik LVLASSSFGY 400
HIVE T GVSQNYPIVG 401
CMVE LR GVVQASCRLA 402

SEITER F(Pip)RS

LI DPRSFL 404
LI PPRSFL 405
ST EARS-3 DEVD 406
JACEHEE-3 DEVDP 407
ST EHER-3 KGSGDVEG 408
a1 BN GWEHDG 409
e EDDDDKA 410
FAP KQEQNPGST 411
WK RE I ER2 GKAFRR 412
R AR DAFK 413
R AR DVLK 414
R AR DAFK 415
TOP ALLLALL 416
GPLGVRG 417
IPVSLRSG 418
VPLSLYSG 419
SGESPAYYTA 420

R T
BPET

[0088] @I it 5 e HT 3
Aot [T ol ] 2 e 7
4H & 2B B I 0] A

BEIE T - ADAMH ZLER
BT~ 58 B B ] 3R

T M E AN RS BN T AR E R T
HRRE G N o] X E T B AR EEA R -
BRI P ~ ADAMUA[RERE B 1 ~ CTSL1H] R R 7 7
T RASEE M KRR T

MMP /= 4H & 25 5 B X -

C24991 IPA docx

111131042

[0089]) ASCHT& R o7 BEE 7r

FEHESE A0202

i /N 10016 iz

5 34 HEEPIEREIE)

AR E R AN R P IR i 22 7]
- BEFLEE T R E R T - FRIAEE AT R R
AR EMEE O R ER T - FAPH 2
AT - PR-3T] SRR IE BT - TR IEM T 2 AR
- BE 2B E 0B (MMP) o] 2 7 B
BT E O e R R T
FESZ » MMPOH 2
FAPon] 3 fi i

— S EE A M R E R T R

BBz - IEHH T B
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Hora] B A AERE - s a0 VAR (a0 > Gly) 2 30{F ke 2 Eg - 11 Bz
BB 2 A0 B BB ~ V(E B B BE 2 SO i A B ~ 1 i A B 22 60 (il i &=
Bz ~ 1270 Bz BBz ~ 1 280 [ B £ BE ~ 1 2 90l i £ B& Ko 1 %2 100 {1 fiig £
B - E—EEHHEH T > BHRETZREREDGL - &2~ &3 ~ 494~ 5
710 ~ 15 ~ &920 ~ 925 ~ £930 ~ Y35 ~ £940 ~ 4945 ~ £950 ~ 4955 ~ &Y

ju|
~~

0~ 4965 ~ &70 ~ &Y75 ~ €80 ~ &Y85 ~ £y90 ~ &y95E LY 1001 par AL -
(o B A R & S (I M B I 22 43 Ol e B iR -

[0000) @37 EEWEE2EI0[FEBER 2 RIE L st &%
i EACTE I B B A 3 2 38 2 R8T B0 G 7F e i el PR &)

[0091) fE—SFHAIF - EEFBEELLTNFH - GPAGLYAQ
(SEQ ID NO: 195) : GPAGMKGL (SEQ ID NO: 196) ; PGGPAGIG (SEQ
ID NO: 197) : ALFKSSFP (SEQ ID NO: 198) : ALFFSSPP (SEQ ID NO:
199) : LAQRLRSS (SEQ ID NO: 200) ; LAQKLKSS (SEQ ID NO: 201) :
GALFKSSFPSGGGPAGLYAQGGSGKGGSGK (SEQ ID NO: 202) :
RGSGGGPAGLYAQGSGGGPAGLYAQGGSGK (SEQ ID NO: 203) :
KGGGPAGLYAQGPAGLYAQGPAGLYAQGSR (SEQ ID NO: 204) ;
RGGPAGLYAQGGPAGLYAQGGGPAGLYAQK (SEQ ID NO: 205) ;
KGGALFKSSFPGGPAGIGPLAQKLKSSGGS (SEQ ID NO: 206) :
SGGPGGPAGIGALFKSSFPLAQKLKSSGGG (SEQ ID NO: 207) :
RGPLAQKLKSSALFKSSFPGGPAGIGGGGK (SEQ ID NO: 208) ;
GGGALFKSSFPLAQKLKSSPGGPAGIGGGR (SEQ ID NO: 209) ;
RGPGGPAGIGPLAQKLKSSALFKSSFPGGG (SEQ ID NO: 210) ;

RGGPLAQKLKSSPGGPAGIGALFKSSFPGK (SEQ ID NO: 211)

5 35 HEEHIEREIE)
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RSGGPAGLYAQALFKSSFPLAQKLKSSGGG (SEQ ID NO: 212)
GGPLAQKLKSSALFKSSFPGPAGLYAQGGR (SEQ ID NO: 213) ;
GGALFKSSFPGPAGLYAQPLAQKLKSSGGK (SEQ ID NO: 214) :
RGGALFKSSFPLAQKLKSSGPAGLYAQGGK (SEQ ID NO: 215)
RGGGPAGLYAQPLAQKLKSSALFKSSFPGG (SEQ ID NO: 216) :
SGPLAQKLKSSGPAGLYAQALFKSSFPGSK (SEQ ID NO: 217)
KGGPGGPAGIGPLAQRLRSSALFKSSFPGR (SEQ ID NO: 218)
KSGPGGPAGIGALFFSSPPLAQKLKSSGGR (SEQ ID NO: 219) ; =%
SGGFPRSGGSFNPRTFGSKRKRRGSRGGGG (SEQ ID NO: 220) -
[0092] FELigfE o HE 7 B & FF5IGPAGLYAQ (SEQ ID NO:
195)5{ ALFKSSFP (SEQ ID NO: 198) - A X8R S a o me—
B TEAE EEA F R R ER Y B EE - pEl s TEE1 -2 3
4 - SEEZMABER KN EERE - a3 30EEER 2 THEE 7 &
H2UEXRFEBE Y EERE  3ENBEENYEERENEES -
T2 "R B R ) (rE AR BWIN  RESEEEQN ZEEM
IR IR DA AR R B AL B (P10 - [0F) o R 24 50 DU R SY g /Y
B 77 - A0 > THAEEE REE(E Y E S SEQ ID NO: 195-2205SEQ ID NO:
447-448F 2 (F—F 2 HBETHIE/DEIS50% ~ £955% ~ £960% ~ £4970% -
4J80% ~ &J85% ~ £995% B FH = HI KRR -
[0093] E&% N —(EHEER 277 #EE0 73 0] 2 5 SEQ ID NO:
195-2015SEQ ID NO: 447-448 & HA4H & A4S %A —(F SUfR e > ik

TrEEER 7y Bl = #EH SEQ 1D NO: 202-220 2 Bz £

s

W

ol

N

[0094]) # f# F H] A & ALFKSSFP (SEQ ID NO: 198) K&

% 36 HEWHRE)
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GPAGLYAQ (SEQ ID NO: 195 Wi # - ¥ a&H BEAFY
GPAGLYAQ (SEQ ID NO: 195). Wi{E R HEE - &AM E S HiET
A& % HEHFYIALFKSSFP (SEQ ID NO: 198) 7 [ {lH i tEfs -
P OB S AR [E SR B S = SR A -

[0095] fE—HEhf+ » HEHEFHEE{ESEQ ID NO: 195-2205
SEQ ID NO: 447-448 7 4 E FHISEQ ID NO: 195%SEQ ID NO: 2205
SEQ ID NO: 447-448F /L #j90% ~ £ /D &J95% ~ £ /D &J96% ~ £ /D&
97% ~ B /DAII8% K ZE /1 99%—F > B EFL 5 o

[0096) A #HBE/NEE XA 2 SEQ ID NO: 195-220%SEQ ID NO:
447-448 7 ST EETR Y I SHAE S HAS - A4S SEQ ID NO: 195-2205SEQ ID
NO: 447-448 7 Sy B3 4y B T AE 8 HAE — AL BASEQ ID NO: 195-2205SEQ
ID NO: 447-4481F 7%= —(H S 5% (H R A & (B ~ B~ i AL F
HE) > HEE FMrFEEREQRHEE RS -

[0097) FHEHAESSEQ ID NO: 195-2208(SEQ ID NO: 447-448
ZorHEE oy o DIRE B R 2 A 20— S EE AR AU - shESHEA -

WET AT > DR ERESIEESEQ ID NO: 195-220 2 2 #8712 /)
FY10 ~ NFR8 ~ /NFRS ~ NFY4 ~ R  ANFY 2B — (i B BB AL - Pl RE
BB LA B SS » AL HAMERE AT - AHERSEQ ID NO: 195-220=(SEQ
ID NO: 447-448 > jgc S EZ B HES1 234567~ 8~ 95 10(&
R R AU o B AR B HLACA] By O sr M EACEGE PR SFIEELA - (BERERIRSF
PR -
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[0098] frE:fi e GRS » HEFEESEQ ID NO: 195-2205(SEQ
ID NO: 447-448 7 7382 4y » 7Bkl 2 e S B8 nf &1 ~ 2 ~ 3 ~ 45¢
S{FI = %5 (9 (RSP M B MR = F 7 SF 1 B A W A T £l 30 35 G TR e
Mg sa - ERT 2 B RBRESHRAR - 2+ 3 - 45 AEER
R -

[0099] 53 BiH 43 o BT 48 7 2 B 268 1 41 FT B8 ph WA 5 W Csciissile)
i T P A G B © P T B 4 R
S{EIfE B E O 28 (41 > SEQ ID No: 195-2015,SEQ ID No: 447-
448) 7 TR EL i &EP4 - P3 -~ P2 ~ P1 ~ P1'~ P2' ~ P3' ~ PA' R & H AL
¥ o P SR {EPIEPL R - B4 & F5IGPAGLYAQ (SEQ ID

NO: 195) 2 HE T AR AL B AT i T

G P A G | L Y A Q
P4 | P3 P2 | Pl | P | P2 | P3 | P&

{87~ 5SEQ ID NO: 1952 "GPAGLYAQ | -
[0100] & &FHIALFKSSFP (SEQ ID NO: 198) . # #3F ( fir H %
fir B T A

A L F K S S F P
P4 P3 P2 P1 P1' pP2' P3' P4'

#8775 5SEQ ID NO: 198> T ALFKSSFP | -

[0101]) B - B LM AL B (FHI%0 - SEQ ID NO: 195-2015
SEQ ID NO: 447-448 2 i1 BEP1 &P 1)y Bl R &K HUAL -

[0102]) fEEMPIF - H¥EFHEFFIGPAGLYAQ (SEQ ID NO:
195)5; ALFKSSFP (SEQ ID NO: 198)ZSEQ ID NO: 195 ThAs % B A8t
SEQ ID NO: 1987 BhAE S H A8 o 41 A S Fiiut - PAGLYAQ (SEQ ID NO:

447)ECALFKSSFP (SEQ ID NO: 198) 2 Ujge B REG v B & — s (F a5

% 38 HEWHRIE)
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B HEE R EMEORAE RS - HRESZ » GPAGLYAQ
(SEQ ID NO: 195).7 I B (A MMP1434% » H ALFKSSFP (SEQ
ID NO: 198) 7 The # R A HHME N IEL (CTSL1)HME - DI ZEIN
PR AT A A B (B0 > RIS EEE QM2 BB HIRE) B L SR A
fR 7 He ST - 40 » GPAGLYAQ (SEQ ID NO: 195)8f ALFKSSFP (SEQ ID
NO: 198) 2 TjhE % 288 77 il (= & B 2 e AL B P 5 GPAGLYAQ (SEQ ID
NO: 195)8X ALFKSSFP (SEQ ID NO: 198) # B FHI % /V&I50% ~ &5
55% ~ £960% ~ 4970% ~ 4980% ~ 4985% ~ 4995 %u B = iy SURR LAY

[0103) @ (& # > fH @ % GPAGLYAQ (SEQ ID NO: 195) 5
ALFKSSFP (SEQ ID NO: 198) » GPAGLYAQ (SEQ ID NO: 195) %
ALFKSSFP (SEQ ID NO: 198) 7 hAs & B M E R AR ~ 2~ 3 ~ 45(5(H
PRSFIEREEBR AU - Sl - T BEPIRPI' R 2 AR ARKHA < SEQ ID
NO: 1954 Z fir BEP1 K P1'EEAY Rz BL B BG KL - HSEQ ID NO: 19871 7 fir
BEP1KPIRA A /HKES -

[0104] GPAGLYAQ (SEQ ID NO: 195) 7 e R intta s
AT —8E%E  a)I BPAIR L AG R B e B LA S DI B P33R 2 B
B ~ GRMEEE ~ R A Bl e SO e B e BB LA 5 o)L B P2R 2 TR A% Tl e e
BeEUA DI BEPIEE 2 4R - KRBT AR ol E
PURR 2 RAFRRE - 2O B0 R e he B BE AU 5 DL B P2 R < R B R
B e BB B L B P3 R 2 TH e BE - VB e I 5 TN e B e B I L
5 NI BEPA R 2 SR - 55N i I S0 e B8 e B BE LA« DATT Rk
B2 HUfCAEGPAGLYAQ (SEQ ID NO: 195) 2 Thfe B RS T KA FIHY © a)fiz
BEP3E A AR O b BEP2E 2 WKL » O BEPIE ~ &

B
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Bz » DL EP' A RE ~ HRERE - REBEM NERE L © )L EP2' e 2
REMEH RN, © DL EP3 R REME I P4 m 2 I - 1+
— B EF M > GPAGLYAQ (SEQ ID NO: 195) 7 Ujges &
P1 R /B8P a2 Wi Bl LA

[0105] GPAGLYAQ (SEQ ID NO: 195)” Pjfe % 45 HY % 2B HL
RRER S EPAR/EPY i 2 AR AU - #]20 - GPAGLYAQ (SEQ
ID NO: 195) 2 Vige B A S U BEP4 < HEl. - sUr P4k < %l
B ~ BB ~ BERE B BRI RL - B A ES 4 - GPAGLYAQ (SEQ
D NO: 195) 2 Dife B R Ea L EP4 < T ek ~ 75 PN B BE B0HH B

e

=
RSP

[0106] {£—EEHifil® » GPAGLYAQ (SEQ ID NO: 195) 2 fir &
P2EGP2 ' Jig i Fr B B A IR I 2 Y
[0107] {E£—EEHifil® » GPAGLYAQ (SEQ ID NO: 195) IhAs
G S AE ] &3 FISEQ ID NO: 221-295 fr K %1 - GPAGLYAQ (SEQ
ID NO: 195)7 4% Uy fE 4% % 82 @ FEGPLGLYAQ (SEQ ID NO: 259) &
GPAGLKGA (SEQ ID NO: 249) o
[0108] LFKSSFP (SEQ ID NO: 448) Dhfc % B et (kA
PERE Z B HUAC - LEKSSFP (SEQ ID NO: 448) 7 Tfj5E 8 F A4S vl i+
ThZ—H%%E (N BEP4m 2 BElE I - HREEE - el ~ BAEEAEE -
=| FBRECR N © (DI EP3 G ~ Bl BE - HREBE - T e L -
i C RABERE - ANKER  OLEP2R ZEREE - OB - Wi
- BEEN B AR, 0 (DL BEPIE < R NKEEE - AR - afiEBE - N
BEECERBRICEL » (I BEP'm < 4HIE I ~ B REBE - R BE - NREBE - 22

~

5
=
=
=
5

&
P

/

s
[

&
5
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Hilt ~ BABEREEZ - BERABZ ERE BEBE -

[0109] fESEQ ID NO: 448 2 1)jfe & B e T E IR L g Bz o /208
M B — i Ry A FHY B R Ry o DUT B 25 B HUAC /£ LFKSSFP (SEQ 1D
NO: 448) ZTHRE B RS ISR A FHY @ (L EP3BL < NWIEEE - 7B BZ =
Bl 0 (DI EP2 < FlE R ~ eriele - H B sUR X HaBE © (o)L EPI
i < MR EE (DL EPU' R ZHfE R © (L EP2'E < HEE: + (D EP3
P < BERE BB ERRE B, (LB P4 R L R L Rg I -

[0110] LFKSSFP (SEQ ID NO: 448) 7 Tjjxi % FL A5 0V i Bl HUIK
WEE G EP4 /P L AR - £ —SEHAT > (IEP4 R 2
LFKSSFP (SEQ ID NO: 448) 2 T)jfig 5 FE 55 #Y g 2 B AL IR HY -

[0111])] fFE—8EHHF+ » LEFKSSFP (SEQ ID NO: 448) . 155 &

0

&

B

FLBE 6] &% 5 SEQ ID NO: 296-374 7 f# £ 551 - LFKSSFP (SEQ ID
NO: 448) 7 ¥ 7 If fE % # B8 41 5 ALFFSSPP (SEQ ID NO: 199) -
ALFKSFPP (SEQ ID NO: 346) - ALFKSLPP (SEQ ID NO: 347) :
ALFKHSPP (SEQ ID NO: 335) : ALFKSIPP (SEQ ID NO: 348) :
ALFKSSLP (SEQ ID NO: 356) ; 5(SPFRSSRQ (SEQ ID NO: 297) -
(O112] ARSCHT#e7R 2 oy BESl o7 vl A A4 B AR 1 T B EL s o 7 R R g
FRAIBIAN > WO TR ERIEE - (RN RES & O B3R - P40 » B T1E
a3 T R AR E Ay (B140 - A AR B AR R 28 ) H A B () iz 3% (78 R HE g

5 41 HEETIEREIE)
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ORI S R g - NIt > B EJIL T ERPAZR e 2 IKAVaE
ML BFEAS R 2 BT S SR BERAAEER T T B AT &
Ay ER P T R/ B R R R W) 1 » R0 > EAE TR E (P40 > BB
BRI Ry o R T A RO R DU R T R e 28 oy B
BB IR 2080 T E R 2\ L o iy - = ) R B s 1 -

[0113]) EPETHAERTRFRBEZD2NE ~ 205/~ £/
10/NEF ~ ZE2/DIS/NES ~ £/D20/N ~ £/024/N0 ~ £/D30/NE ~ 27035
INEF o~ B0/~ BDAS/NEE ~ 2/DS0/NES ~ £/D60/NE ~ £/D65/)
f ~ 2/DT0/NE ~ 2080/~ /DIO/NRFECE X

(0114]) fE—SEEHEH T > BHETALERT ZHELEELERTED
90% ~ 80% ~ 70% ~ 60% ~ 50% ~ 40% ~ 30% ~ 20% ~ 20% ~ 5% 1% - {£
FFEREHRERER T ZIOER T - BTN RIEER - AT - ERE
PG ZBORRIE BB R - H T R DLS [RERT B 2 38k oy i
BN DUER

[0115] AEFIHBREBAN A AT~ 25k BRI R AT &2 (B2 - &
ZIL-2% Ik R IL-12 Z IR BCIFN 2 ik 2 S5 BRI AR 22 ) T ZAE — & B — ¢
ZMEEINR K & DU RIE GEUMER) e HE e » s {LEIa R
(fan > EmRufahy ~ HE (RIEHIE ~ Fikm > Sk T B - EREER
Bz~ BEE AT RN~ N-EE 9 & -N-H E R (MNU) ~ REFT(BCNU) ~ %
HE)T(CCNU) ~ 5 F]T(MeCCNU) ~ 1B F]T ~ ##ILfR - ZRE
F o~ ORFEMERE ~ B MR~ BEEUR - SGREE - IV ER(AZQ) ~ IFSH - R
$H - BOAIEE - WREM ~ NHER - HEIRE - BEREZE - s EE
(BI40 > S-wPRWELE) ~ REEA/E - PIREREH ~ S vEMh/E - HvufE - Pk

5 42 HEEYIEREE)
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REE ~ SRR - REDE - wiEE - ROAAE C BWEM T - BIEE
M - RENW - BERECH REWE REMFE REAE P
B2~ ZEME - (EEEHE - Blents ~ /NlE - BiElLE - RELEE - 7
ZEEEE - MESREEE - PIREEE - KRR - BNE R - BREE - 4
BE >~ HPHMIE - PIREARTE R EAAEY)) e e R B e K R A B A
HIE(FIan - $IPD-L1 ~ $iCTLA4 ~ §TPD-1 ~ $1CD47 ~ $iiGD2) ; &K
= M AT -

[0116] AR R ek B MR R (H40 » IL-2 ~ IL-12 )2 IFN)
Fif 4% 0] BT {F] AT AR SN DU BIAR & o A SCATIE R 2 5 B A R 3R (1)
70 > 1L-2 ~ 1L-12 K IFN) il &% 0] B o] Bt Z T PD- 1 51 A8 BUAE (7] Fr B4 PD-
L1fiassis -

(0117] wEEEEATAAM R A &40 & Z BRI PD- 1k B iE{E
N FE 7> AMP-224 (AstraZenica) ~ 609A (3SBio) ~ 704 (3SBio) - 705
(3SBio) ~ ABBV-181 (AbbVie) ~ ADU-1503 / bion-004 (Chinook
Therapeutics) -~ AGEN2034 /E 32 #] B #1 (Agenus) ~ AK103 (Akeso) ~
AK104 (Akeso) ~ AK112 (Akeso) -~ AK123 (Akeso) -~ AMG 256
(Amgen) ~ AMG 404 (Amgen) ~ ANB030 (AnaptysBio) -+ ANKEBIO
PD1 jE i: (Anhui Anke Biotechnology) ~ #iPD-1 /1 CD47 (DiNonA) -
ASKG915 (Ask Gene Pharmaceuticals) ~ AV-MEL-1 (Aivita
Biomedical) ~ BCD-100 (Biocad CJSC) -~ BI 754091 (Boehringer
Ingelheim) ~ BiCKI-IL-7 (OSE Immunotherapeutics) ~ Boehringer-PD-1-
K %1 (Boehringer Ingelheim) - BSK-050KO01 (Biosion) ~ IX 17 ¥k B i1

(Jiangsu Hengrui Medicine) ~ CB201 (Crescendo Biologics) ~ CB213

5 43 HEETIEREE)

C24991 IPA docx

111131042 FEHESE A0202 1113317611-0



202320838

(Crescendo Biologics) * CC-90006 (AnaptsBio) - ZE i f| BE 1 J&J) ~
chPD1 (Kiromic Biopharma) - CMAB819 (Mabpharm) ~ CS1003 (CStone
Pharmaceuticals) ~ CS17938 (Shenzhen Chipscreen Biosciences) ~ CTX-
8371 (Compass Therapeutics) ~ CX-072 (CytomX Therapeutics) ~ CX-188
(CytomX Therapeutics) ~ fHF]ER E i (Harbin Gloria Pharmaceuticals) ~
DB004 (DotBio) - EMB02 (EpimAb Biotherapeutics) ~ 2 & H B i/ £t 55
¥E B 1 (Apollomics) ~ GS19 (Suzhou Zelgen Biopharmaceuticals) -
HLX10 (Shanghai Henlius Biotech) - HX008 (Taizhou HanZhong
Pharmaceuticals) ~ HY003 (Juventas Cell Therapy) ~ IBI315 / BH2950
(Innovent Biologics) ~ IBI318 (Innovent Biologics) ~ IBI319 (Innovent
Biologics) ~ IMMI1802 (ImmuneOnco Biopharma) -~ IMT200
(TrueBinding) ~ Jemperli /2 #7 ¥ B $7{ (AnaptysBio) ~ JTX-4014 (Jounce
Therapeutics) - Keytruda /fH {# | ¥k B 7t (Merck) ~ LBL-006 (Nanjing
Leads Biolabs) -~ Libtayo / Ml >k Ut B i -rwlc (Regeneron
Pharmaceuticals) -~ LVGN3616 (Lyvgen Biopharma) -~ LXF821
(Novartis) ~ LYO1015 (Luye Pharma Group) ~ LY3462817 (Eli Lilly) -
MCLA-134 (Merus N.V.) ~ MEDI5752 (AstraZenica) -~ NIR178
(Novartis) ~ ONCR-177 (Oncorus) ~ ONO-4685 (Ono Pharmaceutical) -~
Opdivo /4 EF] JG B 1 (Ono Pharmaceutical) ~ MGDO019 (MacroGenius) -
PD1-GDT CAR-T (Kiromic Biopharma) - )k % 3% fl] B #1 (Akeso) -~
PSB205 (Qilu Puget Sound Biotherapeutics) ~ PT-001 (Merck) ~ PT627
(Merck) - RB-M1 (Refuge Biotechnologies) -~ ZXg #fF K] E I

(MacroGenics) ~ RG6139 (Roche) ~ RG6279 (Roche) ~ RTX-002 (RubrYc
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Therapeutics) ~ [E 3= F| B §i (Pfizer) - Servier-PDIXLAG3- k& 4l
(Servier) ~ SL-279252 / TAK-252 (Shattuck Labs) - Sofusa #7 -PD1
(Sorrento Therapeutics) ~ 7 iH 2 Fl| BE 1 (Novartis) ~ SSI-361 (Lyvgen
Biopharma) ~ Sym021 (Servier) ~ £ A F] B H#i (MacroGenics) ~ 42 & Ef B
#1 (BeiGene) ~ TSR-075 (AnaptsBio) » Tuhura-DO/PD-1- 2k HI (Tuhura
Biopharma) ~ %435 A B2 $i (Shanghai Junshi Biosciences) ~ il ] B iy
(Innovent Biologics) ~ Unicar-CAR-T&PD-1- 2k %1 (Shanghai Unicar-
Therapy Bio-Medicine Technology) - Xdivane (Xbrane Biopharma) -
XmAb20717 (Xencor) ~ XmAb23104 (Xencor) ~ YBL-006 (Y-Biologics)
K Z M F|E 7 (Arcus Biosciences) °

[0118] wEAGEEATANAT M R A 2240 S WY HiPD- 1 JUaG i /iZ A DT
PD-1§ife - M AEFPD-1FI R EFEE A RN BEMERES(KEYTRUDA)
2 B M BB HL(JEMPERLI) ~ HIPKIEE f-rwlc (LIBATYO) ~ # R AL B4
(OPDIVO) ~ IRILERE P ~ e PIEREHT ~ &5 I & F B 51 K B 8 A1) B 1
(TYVYT) -

[0119] w] Bk AL 4 B9 0% 22 A 8% 4H & 1Y B R ME U PD-L1Hi S B &
B APEFSAL167 (Sichuan Kelun) ~ ABL501 (ABL Bio) ~ ABL503 (ABL
Bio) ~ ABSK041 (Abbisko Therapeutics) ~ ACE1708 (Acepodia) ~ ACE-
NK-PDL1 (Acepodia) ~ ADG104 (Adagene) - AK106 (Akeso) ~ ALPN-
202 (Alpine Immune Sciences) * AN4005 (Adlai Nortye Biopharma) -~
BMS-936559 / MDX-1105 (BMS) ~ APL-502 / TQB2450 (Apollomics) -
Arbutus-PD-L1-KHI(Arbutus Biopharma) ~ ASC22 (Ascletis Pharma) -

ATG-101 (Antengene) ~ AVA-004 (Avacta Group) ~ AVAO21 (Avacta
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Group) ~ AVAO027 (Avacta Group) ~ AVA-040-100 (Avacta Group) -
AVA04-Vbp (Avacta Group) ~ Bavencio /[ 4fE& B {1 (Merck) ~ BCD-135
(Biocad CJSC) ~ BGB-A333 (BeiGene) ~ Bintrafusp alfa / GSK4045154
(Merck) ~ CA-170 / aupm-170 (Dr. Reddy's Laboratories) ~ CCX559
(ChemoCentryx) -~ CDR101 (CDR-Life) - #fo] % F] B #7 (Checkpoint
Therapeutics) ~ CTX-8371 (Compass Therapeutics) ~ DiNonA-&#5 f& 5 -
& %1 (DiNonA) ~ DR30207 (Zhejiang Doer Biologics) * DuoBody-PD-
L1x4-1BB (Ligand Pharmaceuticals) ~ B X F] B 7 (Alphamab
Oncology) ~ EPIM-001 (Elpis Biopharmaceuticals) * ES101 (Elpiscience
Biopharma) ~ INBRX-105 (Inhibrx) - FAZ053 (Novartis) ~ FS118 (F-star
Therapeutics) ~ GB262 (Genor Biopharma) ~ GS-4224 (Gilead)

GT900008 (Kintor Pharmaceuticals) - GX-P2 (Genexine) - Hamni-PS-
L1/CD47-& #1(Hanmi Pharmaceutical) ~ HBM7015 (HBM Holdings) ~
HBM9167 (HBM Holdings) ~ HLX20 (Shanghai Henlius Biotech) ~ HTI-
1088 (Jiangsu Hengrui Medicine) ~ IBI318 (Innovent Biologics) ~ IBI322
(Innovent Biologics) ~ IBI323 (Innovent Biologics) ~ IGM-7354 (IGM
Biosciences) ~ IMC-001 (Sorrento Therapeutics) ~ Imfinzi /{& L& E i
(AstraZenica) ~ IMM25 (ImmuneOnco Biopharma) -~ IMM2502
(ImmuneOnco Biopharma) ~ IMM2503 (ImmuneOnco Biopharma)

IMM2504 (ImmuneOnco Biopharma) - INCB86550 (Incyte) ~ 10103 (10
Biotech) ~ JS003 (Shanghai Junshi Biosciences) ~ Jubilant-PD-L1- 7k %[
(Jubilant Therapeutics) ~ KD033 (Kadmon Holdings) ~ KN046 (Alphamab

Oncology) ~ KY1003 (Sanofi) ~ KY1043 (Sanofi) ~ LY3300054 (El
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Lilly) ~ LY3415244 (Eli Lilly) ~ MRNA-6981 (Moderna) - MSB2311
(Transcenta Holding) -~ MT-6035 (Molecular Templates) ~ NDO021 /
NM21-1480 (Numab Therapeutics) . OX001R (Oxford
BioTherapeutics) ~ ZAPD-L1_ 2 BsAb (I-Mab) ~ PD-L1 Boltbody ISAC
(Bolt Biotherapeutics) + PDL-GEX (Glycotope GmbH) - PMC-122
(PharmAbcine) - PMIO6 (D&D Pharmatech) - Protheragen-RV-scFv-
PDL1->& &l (Protheragen) ~ PRS-344 (Pieris Pharmaceuticals) ~ Q-1802
(Merck) ~ RC98 (Yantai Rongchang Pharmaceutical) -~ RV-scFv-PDLI1
(Protheragen) -~ Senl_TAAx22P (Hebei Senlang Biotechnology)
SHC020 (Nanjing Sanhome Pharmaceutical) -~ &7 £% ] B #1 (Ligand
Pharmaceuticals) ~ P47 2R B Hi(Roche) ~ TSTO0S5 (Transcenta Holding) ~
TT-01 (Topmunnity Therapeutics) ~ TTX-siPDL1 (TransCode
Therapeutics) ~ UniCAR-T-PD-L1 (GEMoaB monoclonals) *+ Vaximm
(VXM10) & YBL-013 (Y-Biologics) °

[0120] W] BLak AL A A % 32 B 8% 4H S Y BUPD-L 1 HidG il 5 i &
it PD-L1 $i e - % 4 #i PD-1 u 88 &L 5 (H A R 72 B 4 & B it
(BAVENCIO) ~ {E= F & BE 7 (IMFINZI) I [ 45 2k B #1 (TECENTRIQ) -
E. HAKBRESY

[0121] A3 IAARA R (6 A 55 E A B E A &2 (f40 > 1L-2 ~ 1L-
12ECIFNY AR E OREERE)EY )70 » A GRENEM R IR A2 BEEH e
Yy BiEEH S BRI R AT (B0 o IL-2 ~ TL-1230IFN) DL 404 S
AT i 2 BRTE BaY B 8240 &) -

[0122] AZFIHE—F HREAIN —EIaRERECKE RN A A
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(£ A& BRI AR Z AU &5 (B0 - IL-2 ~ IL-12BKIFN) 81— B A 4 A
Y R E R IE GEME &) Z BN R S RVH e B > BARRINA
R A2 BHE oY) - BfEa AR R &I - IL-2 -
IL-12BCIFN) 83 — B 2 f 40 A SC AT aii B9 76 73 9 i (B8 AR ES ) Z BT S/ M S
HENEEEEY) -

[0123] AHE TR EHEE BOASHE R ZIPD-15i%
S PiPD-LIfife sl & 2 oF BRI = Ar &g (0 > IL-2 ~ IL-12EKIFN)HY
HERRBREERN A - HRERAREEFAZBEEEY) > UfmeH
FAIPD- 1 fS B PD-L1 i iS4 & < 5% B AV AN = A &8 (Bl 40 > 1L-2
IL-12ECIFN)Hy B 8228 &= 1)

[0124] AREWPEREARIGHFERBIEL L Z > HEaRAFEZHEER
B B RV SH 2Bk 0 s R B IRES B I A A R BT #E R A PD- 147
A2 SCPTPD-L1GiAG o (7 (i 55 £ B 55 25 1 A 08 3% A 4% K i PD-1 JL g Bidn
PD-L1§i8G @ (S RIfEERH 2 e S5V S8 - (NIt - s EAAREER
AIEE O] A IPD- 1S EPIPD-L1HAS Z AT ~ Z1& ~ B[] B BfE H 2
(periprocedurally)f&Bi o {1 ik 2 — S EEEF - HIPD-1HAEPIPD-L15T
A (AL o BRI AR R A 2 A B » (LA —EEET - KEFPD-
LIRS B PTIPD-L14i%8 @ R AL B S8 B 2 1% - 5% BER E AL A AT 2= A

H

I

Maiyy

)
T

By

%
sy

[0125] 558 AIAMAE 3= Ao 2% K 1 PD-1/ i PD-L1 i 82 48 ' B 40 %8
PO IR P S B FE R AR N £ = B MR P B o ] (o F LA AR A 2 B - 3
M ~ JEAERS - BEARA - ERFARIA - BAEIA - BEEEN - BILIAIN ~ KT
WEN ~ &E57 ~ BFN - BRI ~ IR/ A~ R8I &K 1 S SRE §R (bronchoscopy)

!

5 48 HEEHIEREIE)
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[0126] AF#E R HAMRMEEGY A AR GFEEAEE ZRIE
THEREE  sBEOREER - P10 AR A REEYI AT H
RaFE R ESEE MRALL) ~ a8 E mHEAML) ~ 5 BB
g ALFTE - WEE - EPAE - BRAEE - S8 - IBEE - Bt
B FE o U SORERERE - RBMEAEE - LREER  TESE -5
R~ KIBE - REBERE - BWER - 8% - Ridieg - 72N
B ZERE - REE - QUM RS - dhdEH SRR - TR
A - IR - ETEAIAEIER - IERE - B FiENEEE -  FEEAERE
i ERIZEAIRA - BRI - BHSEE - BRI - SR
AAE ~ ARSRMRER - THE  RANBRERE - REAEERE - RN
AR - B2 - MRS EAAEE SR 2 - W - B R OHERE - BHE - /D
ERAE - Bk - ERESMIE - TIEEGEHSIEE - BaRE -
AR ~ M - BARMERERSE SR SR SE - B RNUTERZ
TERTE ~ O~ ZRENILEIEGRE - LTS HE - EREER - &
PEEREAN REGE - FHEEE AR/ I AENLER RERESEE
SR - K EAIRERE - JE/ NIRRT - D ~ B - ONELRE ~ BRAE
& ABINEE » BT - BIFIRIRE - 1258 - TE - IS8R
- ERGER - MRS AR - FEE T REME RGRER - YR
& HigE - BdigE - BFaAERER - SHEESAEE - S -
IR - ERAIEMEE - EE - NAREME - NEE - SREESAE - B
FAREE - B - TARNRER - B - R - TWiEE - iLE K
BRJE ~ HORBRSE ~ PRI ~ 7208 ~ [REE - ISR KEHBE -

i3]
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[0127]) fEFEEHHI T > AR Z N AREEY A AR IGE
B ERRECEE - ALFTE - ERE - ERAEE - BRdAiEE - S - gE
B B - B AE > SCRERER - REMEAEE - LEERE - TE
Sk - BRE - KBE - KBEBE - BWER - ALEE - IRRdEE
TEWNEREE  =ZE5EE - 8RR - SURMEHEIRAERE - diEasann
i~ TXXKRAE - IRE - EEAEERE - BRE - 5% FEEEEE -
B A B R IRIZEMIRR - BRI - B - AFCAERE -
CHERANAEIE A E ~ AR OMER - TR - BRNEBRGERE - REAiEE
B~ RRERNE - 5%  HRBEARESEEZIE - BE - BROE
B B o NERACE - B - BEERES MIE - IR SAEE SR
BRI - B EAEE - B - BARMER S CEE R EE o
KNUTERN Z 4R ~ L - ZRMENINBIERER - EREER - &E
KEI=EE - W - AR - JR DA - O - SRR -
OF SR - MR - FLEEINRE - B ETRE - BIRRARE - [RERE - W
& VSRS AIATRE - ARG - MR DA - PRSI e ARG E
&~ BIYIRRE - B - BAEE - BaKRERE - HHEESAE - 1=
SOV ~ EER AR ~ ERAUEME - B - /NAIEME - NERE - Bl
AR - BEEERE - B TARKER - Bk - SUE - THERE
Ha R 88 K R R ~ WHOIRBRE ~ FRIERE ~ T B2 - 128 - SIS - £
ERRERE - BESH IS - T B A ] R R R R AR R

[0128]) fER L@ EEHEG T - A2 HAREEYRRE
BRORME - JE/NAREHifE (NSCLC) ~ /NIHAEAf £ (SCLC) ~ B8 5 &) iR
AAE R (HNSCC) ~ #i A fa] £ 5 BR R EE &8 (cHL) ~ [ 38 1: e B R B 4l ARk 2

T

% 50 HEEHSRE)
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& (PMBCL) ~ fRiE b R ~ /& e B A 18 e MR Bk e (2 15 a2
iE - SEMEEABENNEIEEHREERNEERE - 5% aEE
T B - AR HCO) ~ fg 5w M A& MCC) ~ B Al (RCCO) ~ 1
BEWNEE - SEBEEEESWEE - KEBIRMAERE (cSCC) ~ =21
#(TNBC) ~ [RiB L - REEEBRENEERER -

[0129]) fER SR EEM T - A2 HAREEYRRE
g 5o B AR (MCC) ~ R E R (UC) ~ B (RCC) ~ JE/NAHAE AT
F(NSCLC) ~ /Nl fhfifE (SCLC) ~ =[R2 MEFARE(TNBC) ~ T 5 NEHE ~ &
BB IR A A 8 (CSCO) ~ B R AHAERE (BCC) ~ BB E R R ~ &l AR fH K2
g~ BRI 5 O EE & (cHL) ~ BESHER S IR 4HATRE (SCCHN) ~ AR A
(HCC) ~ wIiE R SHAERE (ESCC) ~ JEBHRIE/ NG AE At 2 B A & (NPC) -

[0130]) #XEEHT - AT R Z A REEVIHRIGFEREE ~ Aif
T RO - FAlEEGLE

[0131]) fEREMEEM T » ACfgr 2 HAREEVRRE
HERORE - (FREY > KA 2 A REEY AR IGREER A A
Ut RO R B L MR THRCERE - (ERm—8 0 - ACATHE
mZhAERBEEVHTRREAEC2URZIEAEAMREE Z R
(involvement of lymph node).Z BB (2 ~ (M AS HYEH BN /G ¢ -

[0132] fEREEMEEHM T - AR 2 HAREEYRRE
I/ NIRRT E (NSCLC) © fERE B - AT R Z ARGV TR R
R EBEAHFRIEPD-L1 2 NSCLC (40 - A& g LE I EF 47 (Tumor Proportion
Score » TPS) >1%) 7 {H A& HFYNSCLC » LA FDAM A 2 HIE I E - Hd
MEEGFREVALKE NG RERE 2 - H & ¢ I - H o (ERRf & FilrtlBrek

5 51 HEEHIEREIE)
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T E AL BRI 2 (B8 SR - (E RSB —E0 » ARt~z )ik
KA EYa R B A ES 1 NSCLC > B I fyNSCLC » DL FDAHE
A HENE - BE 2 BB ERBPD-L1 (TPS 21%) » HAEF#ET &4
LA SRR BER - (FERE 80 » AR TEREEY
o] B 35 28 R SAE BRI A A & A ME B AL 1 FE B IANSCLC -~ fiEEGFR
BECALKEL RS FE g I 48~ S B Y — &R (first-line) )G9 - fER S —EHP » A
SMATHR 2 T A R ARG YT B R A R RS EE ECE H - 45 & R 2B (paclitaxel
protein-bound)#f & FI{F B B A M BHANSCLC Y B EHYE — 418K -

[0133] FEggEF MO+ - AR A REEGY RN A
FSCLC « fEREN] » KPR IR EY W AT ERE BHEB
SCLC {H A8 HYSCLC » H o Eim (1T B P 0 2 AL AN EiE H 2
R HEA £V —EHM I FERE -

[0134] FERE@EFMOIF - AR A REEGY AR E
FHNSCC - EREW - AFIBT~ 2 ARG AN EREBERER
Mk B AR A Tk~ 3 EHNSCC 2 {88 AV HNSCC » HfE g %R
PD-L1 (ffl#0 > 45& P854 (Combined Positive Score » CPS) >1) » DL
FDAH#E A& ZEURIE « fE RS —E B KXig 2 I ARG v AR
AR EBHE SN ERES EHNSCC 2 {H#8 FAYHNSCC » H R BERA TS
SUEEFRERG R RERE - (FRE—EH - AXiar s iERES
Vi B R m RN G A B A E R EA A TR - B EM
HNSCC . BENE — LA -

[0135) fEREEMEEM T - ACfan 2 HAREEVRRE

BcHL  fEREY - AR A REEY I R aREBHE MR
5 52 HEHTRS)
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HbMcHL Z @A FHYCHL « (E B5—80 » A8~ HEREEY
A RATER BA A cHLE /L 2fH 20 B 2 VA 4R ~ 12 18 3% 2 cHLAY 5
E {EfE FHYcHL -

[0136] TRt fEFPIF - ARz A REEGY RN A
FPMBCL « {E BB » KLFTIE R A REGY T AN EREE RS
MPMBCLAY (AR E2 N E Z LA AR E 2 B EZNEBFH
PMBCL -

[0137] FEREE@gEF MO - AR A REEGY RN E
WIRE R - (ERED » KX A RACY AR EFEER +
PR bR Hh @S EREH B S R g ARG
2 IE LB BEE 2 R B HCORE 8 R 37 DL FD A A 2 15000 2 #Y PD-L 1
(B0 - &R &R (CPS) 210) » BR EPD-L HIREEAIA] » 52 S (HAR 1 17
GRS EEEE R - (FES—8H - KR TEREEY)
AR A BT B SRS M PR 1 R 2 (F RS VPR YRR 0 3
SEBESHLERENEN BN R &M LEREETHHY
(neoadjuvant) ECEFE AR 1210 H N B A BEHRER - (ERE—8H » A
PR A RBEY TR ERERTF 2 RE FRE  ZEFARBERAFR
/1 (Bacillus Calmette-Guerin » BCG)-f% 7 JE - = B ~ JEAL A B
BE MK & (non-muscle invasive bladder cancer » NMIBC)fELLEHE R EH
FLEEGIA FE 8 = SR AL 88 (CIS) T 1 175 & HE 1T 5 B D B i = A% BB 131 o 1T
R DR A

[0138]) et EF MG+ - AR A REEGY RN E

B 2 AR E - s (MSI-H) Bt o B sk I 2 (AMMRYEE - (ERE

5 53 HEEHIEREIE)

C24991 IPA docx

111131042 FEHESE A0202 1113317611-0



202320838

B > AR R 2 A RS ] R Ie R EA A U ER M B RS
MSI-HE(dMMR £ i 2 {[i #8 FHYMSI-HECAMMRE E » H o 5 HS fE B {1 5T
AR 2 iR HERS BEA S NMERSE UK EE » HF RIBEER
AL A& ELE - BLDFI$A K 118 B (irinotecan) A% Z 12 HEE -

[0139]) FEHESCUEFRAIT - A~ A REEVRNE
P B AR E ME -1 = (MST-H) B85 B (Z 1B d1 R 2 (AMMR) KEG B RG#& - 1F
FED KRR 2 A R &Y AT AR B 5 o] U bR M siEis
MST-HE(dMMR X B B B 2 < (i 88 HF fYMSI-HEdMMR R 5 E IS 4 -

[0140] FEHESEEFRAIT - A~ TEAREEVRNE
WEE - EREY - AHER e IERMEY TR EREREST 2 H
B oZEFEREAERUERENMPNEEHEE N T e ER SRR E
(junction adenocarcinoma) » Hf&E & Fe I DL FD A A 2 58I & HYPD-
L1 (40 - &EEF5 MR (CPS) >1) » HAn g1 #1728 20 5 % i Jo il
REFEEERER  ZFaRGEESAEEREHEEREALEEE
BFEHER2/neu-# [ %

[0141] FERESEEFROIT - A~ TEAREEVRNE
WEIEE - ERED - AXFrians A RAEYI TR ERER = Ek
W e A% 11 & 78 20 H B 18 # & JiE (gastroesophageal junction > GEJ) ({4
W EEEASNGET 1252470 Z .0 (epicenter)) & < {F #& 1 #Y & 18
B HAAN B ST T il U bR e E M (LB U DA R AR 1 88 S BR it s i e < b
BEL - EES—80  f£—HEZ AN EH R FDAR A 2 AIEUR
7EZPD-L1 (CPS >10) . K 4 AT 40 4% 22 Rl Jg 19 568 & 69 e iy &2 B MR DA 3 4
L& AR A RSV R R aR BA E M sE s M A

5 54 HEETIEREIE)
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BH BIEMER(GEY (FId - BB EASIGE] 125470 2900 [
REREYEIERE - AN B AN il V)b e E AL -

[0142] FEHESUEEFAIT - A~ A REEVRNE
W ESE - FREY - AR A REEY RN aEEHES
MBS M 7 B R L A P ey 7 E B - PR T L RAR 5
fEH 2% - M58 2 R R H LM FDAHAL A 2RISR EAYPD-L1 (]
a0 - &FEFEMEEE 7 (CPS) 1) -

[0143] FEHESIEFRAIT - A~ TEAREEVRNE
FHCC - (EHE R » AR A RAEY TR ERECTHE AR
JEJE (sorafenib)5¥% (s T HYHCC -

[0144] FEHESIEFRAIT - A~ A REEVRNE
BEMCC « (ERER - A r 2 A REEY T AN EREBERHESME
o5 B3 B B s g8 A% MEMCC > {8 B P B9 MCC -

[0145] FEHESEEFRAIT - A~ TEAREEVRNE
BERCC - {EREG » KPR L7725 KA &) o] B 4 JT (axitinib)
HE RN BEAGEIRCC Y BENE — 56 -

[0146] FEHELUEFRAIT - A~ A REEVRNE
BTFENERE - EREY - AXFE R LT ERBEY ] HLELE T
(lenvatinib) 40 & H VG B A M+ 2 NEE » BIJEMSI-HE(dMMR 2
(ERS » 3% F AL pl £ B MERAR B A RR R B A RET 8 i
BRI < B8 -

[0147] FEHESEEFROIT - A~ TEAREEVRNE
R R 22 2 A - = (TMB-I)EIE - fERED) - AR Z A RE

5 55 HEEHIEREIE)
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YR AR EER A YIRS M R R B S - s (P4 > =210
{282/ Jk fim A (megabase) (mut/Mb)) & f2 i~ (A2 7 Y TMB-HE L >
LI FDASE AR Z AR IANE - ZFFRALANaR L REFER LA R
SNREE UG EETE -

[0148]) fEXEEMEEFM T - A~ HAREEVRRE
15 12 & IR A E (cSCC) » fERE B > ASCATian 2 A KE &Y H
B IE R B A 8] I T BB U e 2 AR 3 1 B RS M 7 IR A R 2 (E
B P HJcSCC -

[0149]) fEREMEEFM T » AR HAREEVRRE
B2 FLE(TNBC) - (ERE D - AP HAREEY) Al E(LE
BAHEE RN GEEA B EZEA TUIPRMEEEEETNBC Z S - #%
= (5 8GRl R IR LA FD AL & 2 HIEUATE RYPD-L1 (B0 > S &P 14
77 (CPS) >10) -

[0150) fEREEMEEFG T - ASCfgr 2 HAREEY AT AR
A AR MCO) - (ERED > EfEE Rl ZHa TRk E
EAHERBMEMCC (@ FHIMCC -

[0151]) fER SR EEHA T » AR HARMEY AT HR
A RE EEUC) - (ERED - BElMEEERZHaTHRIEHEE
A BRI EE R UC Z(HEE TRIUC » s F ML 172 s LB AR
B EH 2R EARRER - (ERm—80 > GEMEEEHi2HETH
e ER BRI EER L UCZ [HiE T HYUC - ZEMIEEH 28
AT R B B B e Z 1 2(6 H W E AR E -

[0152] fER SR EEHAI T » AR HARMBEY T AR

% 56 HEWHRTE)
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A B AR (RCC) - (ERED > B ES B KM EEC ZHEH
REAREIIRCC . (HEg+ -

[0153) fEREEmEEHAI T » AR HARMBEY AT AR
A RE EEUC) - ERED > BERAEERZHEGTHRERE
A B E R R PR e R 2 (FRE TRV UC - ZE B ET S8
ERANEBERE R BEARKER - (ERh5—80 > G2 LEENL
He ] AR aEEH BRI R MR8 E R 2 MAe P RYUC » % 5F
{688 12 H & SR B SRR T Wi B s B Ve 2 1206 H W B A IR m e -

[0154]) fER SR EEHMI T » AR HARMBEY T HR
AR IR/ NIRE RS (NSCLC) - fERE P > e f@LEE N ZEGTHRNE

BEA A AU B - THPIE/ N AU A 2 (NSCLC) Z {# 78 FHYNSCLC > %
F RS < B A1 [E ey 3 AR By R 30 Z AL B2 A R IR A Z & i R A
@ o

[0155] FEREesgfEF P+ - AR A REEY TR
AR/ NHRE AT (SCLC) « fERER > A& ELE B2 HE KR
H R FEEIESIE S - R B EZ B/ AT (extensive-stage
small cell lung cancer * ES-SCLC) 7 it - {[Hl BE Y 5 — 43 )6 % -

[0156] e fEF P+ - AR I EREEY TR
ARRIE FEEUC) - (ERE - BEMRESRER ST AREEE
A5 B i e B PR B R 2 R (AR FAIUC - 2B FEB A fTEa
IE $0 {0829 5 = d {4 B L F g 22 3R DA FD At A 2 RIEURIE Y PD-L1 (3]
70 - PD-LIfEfERE-ZEMEREEREICIEE SPEREEE) » A8
PD-LRBRAMA » ZEFERB A S ER &2 RE R S EM &

5 57 HEEHIEREIE)
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SAAE BRI R B B 2 R B A 1T W B Bl BB 2 A Z 1218 A W B
AR -

[0157) fER SR EEHA T » AR HARMEY AT HR
/BENSCLC - fERED - Sl RERZE G THREFEERERIE
NSCLC Z p M AS FHINSCLC » LA FDA# A 2 HIEURIE - ZE (R 2
& B A = PD-LIRIE (40 - PD-L1 > S0%EREAMAUITC = 50%]=k
PD-L1x (i - = B M R A ICIE &= 10% R EE(IC > 10%]) » f&
EGFRECALKE NG EREE - (ER S —E Y > SR kEIIZHEH]
B H (X PR B P (bevacizumab) ~ HRIZHE K R$HH & AN MEGFRECALK &
RS PR I 8 B R M JEBEARNSCLC 2 A (R AV SE — 4368 - E
RuE—80 > el rRERZHa mES-EEeRVERRHEHEHGH
R EGFRECA LKA NG e g ey 82 2 SR R 1 IR B IANS CLC Z i - (E S
R —&aR - (ER7m—E0 > BaliFRENZEGTHRERERHE
BMENSCLC Z R (# RS PHYNSCLC - ZF (WAL & 1T & 0 (L2 FAHIE
B H 2% B RAERE -

[0158]) feRsEmfEE AT » AR HARMEEY AT AR
A=A E(INBC) - fERER] - IR FDARLE ZHFHME - B2
FREMZH e REH- e R PBREG AR EEER A TR
i AR RS E TNBC Z 48 - ZF (M Ae Z e R3ITPD-L1 (fl40 > {E
a5 B 2 PD-L1 (B R R ME R R dRRIIC1 B == 1% fE R &)

[0159]) fEREEmEEHAI T » AR HARMBEY AT HR
A /NIAERE (SCLC) - fER/RER] > BEMrREZH e THRHE &
{E6HFH & AR B A B Z /N AT 2 (ES-SCLC) Z B [ AS HY 55 — &%

% 58 HEWHRTE)
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=y

[0160] fEX LR EEHMI T » AR HARMEY AT HR
AT ENEE - (EREP > LM FDAHfLA ZMEUINE - Ba& 2 ErFlE it
Z &G ] A IE R BT 26 B B 1 6k [ B (dMMR) {8 88 11 B 3] 52 Y B2
ZHCEERE TR T E W - HEAH ST FETeanaFER UL H 2
RHERE -

[0161] fEX SR EEHMI T » AR HARMBEY AT HR
JE TR L T IR A HE (CSCO) » fERE R > B&HPRIEEFT-rwle Z 81 & 1]
AR BB B A BB M B 8R4 E B (mCSCO) B¢ /5 & i 3] CSCC
(1aCSCC) Z {2 FHICSCC » Z F(ERR AL IE By AT G m M T ilr 2 i M i
B2 AR BE -

[0162] fEXEEwEEHMI T » AR HARMBEY AT HR
A ERANEEBCC) - fERER - BaPRILEF-rwlc Z HE A

HABCC (1aBCC)=A 7 & i S S A 400 ) 2] {1l A% - HYB CC e

[0163]) FEXEEETHAIT - AXFTER 2 A REEY AT AR
JEBENSCLC » fEEEH » A& WK ICE T -rwlc 2 4H & 7] R A 5 ([ 82
ZNSCLC » LI FDA#E A 2 HISUHIE - ZF (AR BB EASPD-LI&
B0 - EERELEFIEE 5y (TPS) > 50%) » fEEGFR - ALKE(ROS 1R &
PR EPeH] » Hooh(EEE A B T-ifa DIk s E MR B i 2 (e B » B Ry i
Bt -

[0164]) FEXEEETHAIT - AXFTERZ A REEYIAT R
ERBRORE - EREDN - HaWEN LRI & 0] 1E & H—sUk =

59 HEHHRE)
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PHCEFIsH G HRaEE A S TUIREREEE R aRB MR T R e
ZR - ERm—80 > BeWEACEIZEE TARCEERR T Ia %
E&RESE 2V ZEA BEAMESSZ R (ymph node involvement) S(#E S
MR 2 BaRBHERE TR RCER -

[0165) fEXsEmfEE AT » AR HARMEEY AT HR
/BENSCLC - fEREP] - L FDAH#LA ZAGUIE - BaE A BT
ZHE T AR AEBRARIEPD-L1 (>1%) 2 #E&1:IE/N 1 AR 2 Bk
A2 THYNSCLC » H i ftEGFRECALKEL (NG R g iy & - (F /Ry B UL EE 140
B —GER  Ehm—80 E&NSCLCZHEG RN ERERE
14 518 S8 1 JE /N AR AT B AR EGFRECA LK A& R S il 8 I 62 7 hi A (F S
TR ORI o (FREGICE G K2 8 2 $7- — H%(doublet) (LEH A
HEHIE—&IEE - (ER3—E0 - BENSCLCZH e ANGEER
PR IR /N RGBT (A T Y BB (0 2 EL A A (TR R $A (B BB TR R B
FEHZ R HHERE -

[0166] feX e fEEHEMI T » AR HARMBEY AT HR
AR MR RE O - (ERED > BRI CEITZEE A (F BB FTIT
B G ZF— SRR IGEEA A 1 DI FrM: M i B P R g 2
A TP Y S B R ] B2

[0167]) fEX Lo EEHAI T » AR HARMBEY AT HR
JEFRCC - (EREP - BEWEMNLTERZEGAEHRFLEEFES 2

GUBE R ER B TR B R R R AR 2 (F S FEYRCC -
Ehm—80 B2WHAMNLTERZEGTFEREREEC
(cabozantinib) 4 & 2 55— &IBH F NG 7R B 16 B B A 2 (8 A2 T /Y

% 60 HEWHRTE)
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RCC - (ERS—EY > B2 AN ILET ZHE THRIGHEE 2RIt
M 2 R A 2 BRI AR 2 (F A2 P HIRCC -

[0168]) fEX @i fEE M T - A fgn 2 HAREEY AT AR
Ja et HL AL (] B MR (cHL) » (ERE S > B2 WEATER ZEEH]
AT B E B cHL Z 5 38 Ay cHL » 8% cHL AL B 8 75 M ¥ 4l AR #% 15
(HSCT) Fe A% E B i g 27T (brentuximab vedotin) B 3fH 8 % M (L 15
HEEHSCT Z £ 5 MIaH & Z IR EH B E

[0169]) fEXEEmfEEHEAI T » AR HARMBEY AT HR
/6 95 A SH 0 AR AR (SCCHN) - fERE S > BaWEAMTERZEE
AR R B B (2 38 M B RS 1 BH SA BN B IR A A ~ AT AR 0 2R A
HRF BE H 2 1& B B i e 2 (32 P HYSCCHN -

[0170) fER SR EEHAI T » AR HARMBEY AT AR
A RIE EREUC) - (ERED - BEWEAN CEITZH &1 R IGE
B Bl H B R M R iE B R 2 (FRE TP RIUC » iz FERRAL T &4
(BB AT B HL 2 1% ELAA P 0 2 e BloA e A 2 s (B B R TR A T Bl B =
SR aE 2 12(0 H W E A RAERE -

[0171) fER SR EEHM T » AR HARMEY AT HR
BFERNEEERE - ERES  BaWEFTET ZEE T HNGEER M
2 FE e ME-fm (MSI-H) Bish A (2 18 61 3 2 (AMMR) B RS 1 KRS RS 2
ZAERE T YRS E G - A &ML - BRI R IR R E—
B R ILE s e RE A EE -

[0172] fER S EEHM T » AR HARMEY AT HR
JAEE AT AR (HCO) - (EREH - BB LERZEG T HARERE

5 61 HEEHIEREE)
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AHCC Y EFHS R AIIRC/E B B — s B B A I BB i 4 & B9 (A A
FVHCC -
[0173]) fER S EFERKIF » AR HERMEY T HR
AR E SRR (ESCC) - (EHER > SR LERZEETH
P ERAL e A B N B UE S B 0 2 AL BB RE 2 18 B R mT DI BR MR H -
183 1 B RS M & i TR Al A < (38 P HYES CC -

[0174]) fFEFEEEFEHKI T  SERIIKRER ZHSTHRE
cHL -

[0175]) fERLbgEERAIF » B EEYBREHN ZHS T HRE:
FEEEIRIE /NIRRT - AR EREFERY T - SafPHRERZEETH
P B 4HRAE R (HCO) -

[0176] {EXLmEEHF » G imE B HETHRE
BEPRE F R - AE RS EERAT - GafmEMER e ARE
REOERE - T REREFERYF - BaFmE A B 2 HETTRRIEE
SIHJE (NPC) o

[0177) fEFESIEFERK T - Sl N E 2H a3 HRE:
FEEHIRIE N AT - AE LR EE AT - Sl A E 2 HE 9 H
FRig#EcHL -

[0178]) #R{E A A7 2 J5 7 R 4R & W06 % B 8 i 0] B B8 14 ez
iE o AFTE R 7 ARG H] A TG R M B A A AR S
KEENREERR -

[0179]) fEREFHAI G > BE BMRERE - & 0IFTHESRKE
B~ T EE RO - WO M R BAAE M - R 55 ML FR B A AR 2
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B~ R MERESE - NRE RIS 1B MREER MO MR - B G Rk
R - HEAKRERE - LEES MK BERES IAE - @A KREHE -
B ZETHRIRE R - BT MERMERER - M RESAEKER - K8
THHARARES G ~ FfE S M D ~ IREME R - BEfTRMEE - =
BEITEMEE - KRG SS B BAMKER - RE AR ERE - HE
SRR EESE - MALTIHER - B BAMMKER « B AR T (NK)A
B - EEEER - ERAICERE - B THRKEE - FFRy/S T
A A AR 2 R R HAFLUMK SR -

(0180 .WhBERF » o] [a) { #S 1% B 40 A SO ot 2 ZRAN )G A -
o WEESNEERE BTUEE > sEE A FEEI(FIan o TR
(adriamycin) ~ ZR&L & (cerubidine) - HAEZE ~ [/ 5c il (alkeran) ~ &
F g (velban) ~ Z 0] F- (oncovin) ~ # FRIENE - BEE IR ~ HAZLERS ~ EEA
BY « 5 WL (noantrone) ~ B B IE IS (thiguanine) ~ [ 5 £ (cytaribine) ~
AR E M (procarabizine)) ; EA % etk & B FIEI(F140 - FLCTLA4 (7
ICEHL(YERVOY)) © HAMYHMDHRE GEAIIL-12 ~ FHERTL- 125728 - 554
BITFN ~ A ZBIIFNFT 8% ~ 1L-28C1L-2/78%) © M8 4 iR R HiAs2EY)
EEYWI > R ESUE M (trastuzumab emtansine) (KADCYLA) -
27 PR EE iR B fr Ik (deruxtecan) (ENHERTU) ~ B35 Bifii(enfortumab) 4k
% ;T (PADCEV) ~ X% /b 3% ¥k B #i1 & 4 ¥F IX (sacituzumab govitecan)
(TRODELVY) ; 4BM& 8% (F41 » CAR-T ~ TCT-T - T-4RAIEE » 2540
FERRR M IR (TIL)BE) © BRIRE I EER/BUNTF -

[0181] FSMEREI O] BplaEEiZE - SALE2EER - F#0 - &

C =R
P - EB-SERZE - fRERE - B e 2 L8 Ia R s & &
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):‘[: o

[0182] ASFHAJRER NN & A &5 B4 4 AL B 3= BT 4% K H1PD-1 2051 PD-
LI 2 e ey > AN GEE S AR IaFBIE ZH R

[0183] BEEHEGY 2L - PlaliEse - Higo= - HilH

HEGHIRS S D2 2 & h - BREEEE bl A7 7 sl P D &
EEHTY L IREME Ty B BV S EEHAM T EA G FER 0 I8
R e BS I EAp R A 5 e A EFE L EYRUER A ZE AR EmE&H
LB EERICY Bl E YR A o A B AE - SAE B s R AR R oy
e AR 2 R (R HLEE (RS T < F B & (F Rl 2 (X

[0184] @& & N HFFHACY)HE 7L Remington: The Science and

il

A
g

T

iy

Practice of Pharmacy, 214k, David B. Troy4g, Lippicott Williams &
Wilkins (2005) - B&BEEL |57 7 &M 69 & B EFEE A RN EE K -
AHEEK ~ FEAOMAE AR (Ringer's solution) Z & BIE R S A TEME AR ©
HAECR SR E R R - e A R EFEMEL I B RS KR EY
B2 ERE - RE RS > P - BEE 8 S - eS|
A Ry BE(ERY o PEAR G BUARTE Rt B SH S YIRYRE T E - SR K iE
FRF a2 B At {18 B8 1 B ik & 25 PR B4R S ik & 20 K 2 I BE P PR R

[0185] A IRELRS TS 1 BT 60 #5 M B /K MR B IR K M8 TR ~ 0%
R FLE « JEKMEAE R AN R - B4 8 - MY)HGEOEE )
KA RS PREE GEAUHEE Z88) o AKMEBIEEK - BARKER - FR
BRI - BEEAHEKREE N E - JREBHEEEESALIRER - g
A TERE ~ A TENE S BALER - FLEEMRAS FORBCN 2 Mo - F AR A 2428 71 6
AR e B - AR E R (FE 0 A MRS IR R e < 1 S R
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B D) R Y o SAAE DA IS B R A AR IR > SE O A
MALE - ZeB REERE R LB - BE > £REY) T EREE
B EE bl REz 2B LIS By FIREY - BB SRECY) W] &S R B
SRHY o AR pH— R R4S R EYSEKIT£T.5 -

[0186] MW EEEH LAY EFERE ~ AR - A8 - BE -
B~ RE - EER - R R - BRIV SR - AORK - BUEISORME

ER - iR R HEOEE R BB RE FREN -

[0187] AN EBL L HEY B KEGEKENE - BE - #8
BCHE R 2 BOBI SRR~ RORIREOE IR o TR - SRR - MR - FL
EE] ~ D EENEISRE S BIG EB0 Aa T &2y -

[0188] A#UAJEAN —TEELH - HEFEEEHEY)  ZBEHS
YiagH  fEEERE s - NE - R ECHERIY) TR 2 RS H &
VIECREZ AR SV AW H SRR E R #EH S Y) - Rb)EE & & g (F]
W N BT EGHEDY) F A 2R AR A G Y EUREZAE S TP =AY I
HABREHAEY) - BEAETE— S AEHME T - SFORNERRGZHES
V) < SEEROKEC A B K -

F. E&

[0189] FRIEFEINES - &RIASCATEEM AT A Ul - 755k K H A
PIEMsE RN R ARG AR BERERENFERE L 2%E - £ —8FN
T BT BERERR/EBENRSS  KXERLEFEREHERE &
FWMEE - KA SCETE MR E R AL AR B For B TR il 1 — A%
B 2 72 5 o SAE I TH R o B — A% B 47 B AR A P BT R I BICHR R <~ Bl K
B HEEERE A A AR > s5%Sambrook A, Molecular Cloning:
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A Laboratory Manual 5415 (2012) Cold Spring Harbor Laboratory Press,
Cold Spring Harbor, NY J il ~ BT FIH 2 o+ EIE % - HFEZE -
frIESAMEH » SRS R T EEHE AR CEFE T GRBREERE
TEFe L BRI LT -

[0190] THHREHZE | B— AR TER T isE - H{BERRE
G SRR A o BLAE By o 0% 240 < SRR Ry — R e R s e E 0 (S W
NTHEXRTER)F ZE—F - JHNAAE R 2B EE S T AT
ZXZMNBEBEEARNERERRFF > 350 TGF-a X TGF-B (40 »
TGFB1 ~ TGFB2 ~ TGFB3) ; +BE » FBEWTER-0 - THEE-B - TIEE-
v FBZ«RFEZ -0 1EHZE > #WIL-1 ~ IL-1a ~ IL-2 ~ IL-3 ~ IL-
4 ~IL-5 ~ IL-6 ~ IL-7 ~ IL-8 ~ IL-9 ~ TL-10 ~ IL-11 ~ IL-12 ~ IL-13 ~ IL-
14 ~ IL-15 ~ TL-16 ~ IL-17 ~ IL-18 ~ IL-21 B1L-25 ; BRI SALER T - 2540
EEELAAFoMEEFER > BIEREM N C-X-CHERBBLHZEIL
(CXCL10) + CCL19 + CCL20 - CCL21) J % fir B - Bf 7% M) 3% (R T (GM-
CS) » DARE(CHRERE < A2 88 2 BERZ KT /R B2 (JRBI AT 2 2y fe 14
FED o TEMEERE ) BILEE R 2 —irsE 0 HAEEAEI R IEN
AR EE M LM RN — RSN E R 2 —5F -

[0191]) WIARSCATA - figsg " SHEL | (GIE(F AR 2 —3 T HE
H (JREJIL-2 ~ TL-12ECIFN)&E & H A7 88 H A1 Rl et BR 4% o L R i 2 1 3R
EVERVEE T o AP fE R £ 55 B B A AR R A &% B A RS HY BEC A AR R
(e 14 » B A R g Tl ER B o SR B RE U S MR SRR =R -

[0192] T IEK§5AY , V&M EH PR AR E (KRR » TL-2 ~ TL-12
SCIFN) ZOEVERELEL - A& M R aE H AR (KRR » IL-2 ~ IL-12ECIFN)
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e SR M AR » AR RARMAE B R RN > IL-2 ~ IL-12BKIFN) » AL
Frfg s 2 F BRI E A 208106 - 20450 ~ £/049100
&~ £2/0&2504F ~ £/D&YS5001F ~ £ /D EI1000F B 5 (K e BOBUE 1 2 T
IRV R 2 R e SR EM: - fERE R ORI T R - BIE RS
MR ER - B > PR AR R A tbarge L IL- 22888 biEt e 2
DEJ10ME ~ 208504 ~ £/0E1004 ~ £/089250(8 ~ £2/DEIS00FEE
D&J100008 Z AHRAEHE R 2 /e (e BB S M -

[0193]) 4ASCRTA > flasd "Bk, ~ T2k, =R TEH ) BIZHA
B aR DR S8 A 2 2 W (W BB 2% W R 2R BE » B8 ~ IR R 2 IRAEA SR ]
AR REER Y] - EEEE] - s8R SR A AR R E
2T Z WA R R E NGB H ARSI 2 KT 2 £ 2% TR B %
RENES -

[0194] xR HAmA - "#ER, TRBEESY) > EREHALD
QLIRS I - I IR NI B T I E ST E SN = A VAN -4
K™= B (guinea pig)) ~ BH ~ [TV - WEEY) - AR M HEMEY) -
Z MosE A fEn B AR E R B A » PRI - 5 s 2 T 1 e PR B Bl 5 R BT 2
SU(ERS - AASCATA > T BT RS I AR E A B TR A RN L
ARE(BIAD > B iE) L AS - flosh B E B Ae Bl i B R BRR B2 A -

[0195] 4ASCATHL - fias | )& (treatment/ treat/ treating) ; {5
TV PRI BUR IR 2 52 B EOBRIR BRI ZEAREY STk o INIEE - AT 25
A BEAEEDA10% ~ £2/0820% ~ £/0E30% ~ £/0E540% ~ £
HE50% ~ £/0&60% ~ £/VET0% ~ £/VEI80% ~ £/VE90%NEE I

58 2 kD FIT I Bl 2 R I B IR Y 1B BE A TR BRI B AREYIE AR » SE A0 FE R
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AefEiR/ ) ~ B EE D ~ ST ABURD » B0 - S (E RS T L BRI Y — B
2 FEE AR AR T 7 S B AR IR 10 % - RITI BV A R R IR Y 5 04 BIUAR Ry JE B -
B MHER RAH REREE - BPa /10% ~ 20% ~ 30% ~ 40% -
50% ~ 60% ~ 70% ~ 80% ~ 90% ~ 100% 2% 10% E1100% & B T4 Jak /D 1
orEE - JEHEER > JBERDARIERIF - IR ECE TRIE R IR Z EAR BT S B
TELRR -

[0196] 40 A SCRT A » o 58 % W IR iE < " FE I (prevent/
preventing/ prevention) ; {4f5 P41 Bk & 2 RBER IS R & 2 Ik Z % B2
FPHVEIAT By > B2AT Ry 3 A2 0 (8 BE B 4R R 7 R0 BUR E & — B RRE AR 2 A1
SR G [F] BB ] > HATI R BIOIE &% PR I BRI E < — B 25 FRE IR By 3% 1 B
& -

[0197) WASCHT A » HEENBSHHRHEREE » £ " FEK
(decreasing) ; ~ " Jg/D(reducing) ; 2 "I, ®IEZED10% - £/04
20% ~ £/0&y30% ~ £/0E40% ~ £V ES50% ~ 2VE60% ~ £V
70% ~ £/0&80% ~ £/ VEI90%E KHYE (L - MR AT B (ER 2 E
i) L RE B ME (R A0 (e AR E M) 2 SE = M B -

[0198] ffisE " FPhlB R, REHR2EFZNEAEHE LHEUZE
VEEER AR FYIA FS 2K AR > URiERS2E I EAE
B ERCZ ARG B EAEE RS 2EG B B
YA ERI B 2 BB P - s - T FPYIBREE ) ARSI TEBR
PP Y B 228 P 5l 2 1 R B B Bz T B P 5 & FE AR Bl (4D > 22 /0 &980% 44
B0y o #AE TR it & & 25 3 T A% A0 ) i 2 W e 25 IR B FE A% B 2 — X
Mo plan - ATAEEE B (A A 2 R ET R — 2 > NI — 2 E R AR E B H

i

il
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ZEB B AR PR KR SRR - AN Fr Ay s L aT 78
LU #7T - Smith & Waterman Adv. Appl. Math. 2:482 (1981) > FH & —%¢L
M B % (local identity algorithm) ; Needleman & Wunsch, J. Mol. Biol.
48:443 (1970)7 —E ML ¥ &% 5 Pearson Jz Lipman, Proc. Natl. Acad.

Sci. USA 85:2444 (1988) ZMHMIM:te R 1k ¢ MFRAZBI(EE I =0

(computerized implementation) (Wisconsin Genetics Software Package,
Genetics Computer Group, 575 Science Dr., Madison, Wis. > GAP
BESTFIT -« FASTA & TFASTA) : 5145 -
[0199]) flachk " PreFHERGEBE LA, B bTER o & 2 flosh - HAxfE
Zikd 2 R &R Z AR B AR 2 AV EERFEGEUR - &
18] e B KM BV 55 — B A BR B R - PRI K 2 W B B P 1) R Y O S 1 e
MERE T AEEUE LN BEEENIE « AN < RFHEIE R
AE LR o & Al « B A R < IrsF IR T B iR E AR AL L T EF4E N
AT ETHRA @ M-T-L-V; B F-Y -W: () K-R-
H: (@ A-G;(e) S~T;(f) Q"N K(g) E~D - #l4l » —fxZE LA
Feflo & &M THEA 22 O B % sCAR G % 350 O e B ~ SRR R 3E0 R AR BR ~ Sl
BE ¥ af e BE B L B R 0 B EAERA < e BB e A R VR DU B R A
gHAE s FZAEYENELABEESE
[0200] WASCETA @ iisE " ANE | GBI BR g T 1B DUE
R FT B E R < S (G5 B AL AR R 3R A1l 8 Se P D- 15 i PD-L1Hi#8)HY & >
RS R/ ER AN~ BB AR - EREERE TS EVEREFE
HA - FTEERVE (&R SUE R BUR T AT A % 2 55 B B E R Ho S ES e oAt R &
ee AIE BS < MR ~ MRl ~ BB - MR - SeRlaR KRB E AR K ED K
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LN - Rl 2 55 BRI A A 22 A 22 R e TS A SR ey B & B MR E
S 245 BEIRF R ] T — MR 1l PR e Bl 0 b = e LM R I 2R AR E

[0201] @REEHT - AT R Z A REEVHBRAREREREE
i~ BREOER - HAAEE - AE - BESEEEHRE R

[0202] fEREEREEHG T » AR 2 HAREEYRRE
BRORME - JE/NAREHifE (NSCLC) ~ /NIHAEAf £ (SCLC) ~ B8 5 &) iR
AAE R (HNSCC) ~ #i A fa] £ 5 BR R EE &8 (cHL) ~ [ 38 1: e B R B 4l ARk 2
& (PMBCL) ~ fRiE b R ~ /& e B A 18 e MR Bk e (2 15 a2
iE - SEMEEABENNEIEEHREERNEERE - 5% aEE
T B - AR HCO) ~ fg 5w M A& MCC) ~ B Al (RCCO) ~ 1
BEWNEE - SEBEEEESWEE - KEBIRMAERE (cSCC) ~ =21
#(TNBC) ~ [RiB L - REEEBRENEERER -
6. FXY

[0203] 2E PLIA i & e 21T 55 52 A SCHT Il 2 A S& BH 5 7R HY
HM A S S U B R BT 5 Y > BT AR A AR B A SR B B i 1) < i
WIE R TR EE ST - eSS (b &Y R IT7E - 25D
TEONGEREREMEEZ FLEVRITE  FEOHREDSRAMSIA
HA B RIREIER -
7. BB

[0204] DAT BA#BEZHAMRMEVIRVED - EHAE > FREEIA
SR — s o AT B S A A E R -
BH1. CT26 T - HBA ACP16EEHPDIHIEE S R
[0205] fERICT264HAEPE » H RIERRINRIEMMPY 2 R4 RHY K

\
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iR EE AT AEPR - (EHERERIEL - il oEH

P EEBERIET

7=5.
BHH | N B HICRE | B K2 B

A/ na// o F1~4-8~ 11K/
" A2 na ip /fip £3.6+10- 13K
> | o fERe1 na// s Fl~4~8~ 11K/
ACP16 70ugEhyy | PP 3610~ 13K
P /) na // o D1dn 8 1R/
3 10 ACPL6 232 ug/BhY) ip //ip F3-6-10- 13K
4 |10 fERe1 na// s Fl~4~8~ 11K/
ACP16 500 ug/Eyy | PP 532610+ 13K
$PD-1 RMP1-14 // | 200 ue/@#y/ | . | B4 8 115/

5 10 - ip //ip o
Y2 na BE3-6~10- 13K
6 10 $iiPD-1 RMP1-14 // | 200 ug/@h¥n/l | . P H1~4-8- 11K/
ACP16 70 ug/gyy | PP #3610+ 13K
| o [#PDURMPLL4 Y [ 200 nerBB | Bl 4-8- 11K/
ACPI16 232 ug/dhy | PP 3610 13F%
g 10 $iiPD-1 RMP1-14 // | 200 ug/@h¥n/l | . P 148~ 11K/
ACP16 500 ng/ghty | PP 3610 13%
9 10 AR // na// i lip ' F1-4-8 : 112{//

IL-2 12 ug/EhY) bidx55E —REHE B Ex2
10 10 $iiPD-1 RMP1-14 // | 200 ug/@hn// _— H1~4-8- 11K/
-2 R2ugghy | PP | bidxsE—REEIEEX

[0206] F 22 & Bk fE /N 8 DU A 4RRE - (M B /D& - CRIEME
BALB/c/NEAEHIFE Hsctl A &3x10°{E CT26 fEE 4L~ 0% A H B - 4T
ESESTE F0.1 mLU/NE - NEAREHZ T B8 E 12/ - BlEEESR
1002 150 mm* 2 P R/NEG - ETECE » ARG EE - ACP16LL70 ~ 230

2500 pg/BYIGEEE -

{EAEAEA200 pe/®iY) .2 JiPD-1§if2(RMP1-14)

(2RSS - Ehnkr R E HBERENE - REE2EH - BWHE—X
T RRNEWNE 2GR - TRIHRE(L A A B IE o 2 A B REUZ]E =
TS >30% B = W 4 2 M FI 58 FRES > 25 % 7 {H B Bh ) 2 465 - H 158
A % 4 ZE 48 H e T

B RS >20% B SE TR > 10% 2 AE [ 411 1F

5 71 HEEHERBE)
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{TRAE - AERS B S >20% 2 2H - % 22 T (el 75 A B JB S 4% Bk 2 (1] 38 22 4
5t - HEFH AR EIR A RE 2 FGERE Z10% A - RILIE{EE & 54
PARPUE Z & B R K AE 45 88 « BN (A ZEF L > RTIEm IR EWIE %
ZBIIMF I o &8 B Ry A4 /AL 4R (tumor growth delay » TGD) « f{& 5l #t
B HIE)Y) o BERAEE 1500 mm’ Z BEREAS TR EC45 K - DU HIER & 5 2 -
BHE S EE ERE - B EREEE > R LSt -  ERRNEIAZ
& 1F R [E2A £ E2BF -
HH2. IL-28 5 PDIGIRZHE

[0207] FE/RIIECARNMPIPDLiAZ(RMP1-14) 2 B16F10[E £ A #Y
e g 1 2 ORISR ER L B TL-2 BT 8%« 15 1 108 2 68 4 R A B 40 69 TG
HEHEREE R - —HERET30260 mm’ 2 FHHEHE » HEIYERS
2H H458% > 40R6MF BT it -

111131042

Z26.

B4 |N A & A2 K& e

1 10 | N/A N/A 100 uL Biwk x 2
2 10 |FREAIL-2F7E% 100 ug//NE  [N/A N/A Biwk x 2
3 10 |FREAIL-2F7E% 200 ug//NEE [N/A N/A Biwk x 2
4 10 |N/A N/A PiPD-1 200 pg//NEE, | Biwk x 2
5 10 |:EEAIIL-2F12 100 ug//Neg,  |BIPD-1 [200 pg//NE. | Biwk x 2
6 10 |FAEAL-2714E 200 pg//NEd, | BIPD-1  |200 ug//NEE | Biwk x 2

[0208] & = KIERERNEE - LW XENZHEIIHER
F2 23K o FHEEERIIL-2 0 88 i T I R (F Ry BE SR I58 5 2 T B (RRE PR R0 -
FEEAE A i I PD 1 2 BR B A A 48 HiPD 1 e B 2 /N B, T i 1 5% HL i g
Ae TRAA LI AR e B 2 /N B P Y I F R AR TR - (B H S E A IL- 2571
g2 K iPD1 2 & A FI S R ] - HEEsA B RIIL-2 182 8 TP D- 1
FAR - GHRRESA ~ E3BKE4T -
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BHI3. CT26FE-ERAFEEIFNGI A PDIFIRESEE
[0209] i FHCT2640 MR » H R ERRINRIFEMMPI Z TR 4 R HY
RGN - EREREEREL > o E0rEBEERZAE

F7 o
7.
BfH| N SR FRPHE | &% 2 -
T // na// 148~ 11K/
# . .

1 12 A L) na ip //ip 234610 13K
AR // na// o FEL~4-~8~ 11K/

2 10 N ——— ip //ip o
o S IFNFi &% 70 pg/BY) 53610~ 13K
A/ na // L ;%;; z ?O ‘1 g;/i/

S| wmmeNa | 22ugmp | PP |7
AR // na// o FEL~4-~8~ 11K/

4 10 S5 J] IS 1p //lp e
o S IFNFi &% 500 ng/Eh¥) 53610~ 13K
5 0 HiPD-1 RMP1-14 // | 200 ug/@h#i/ | . p =148 115/
A L) na P /1P 234610~ 13K
] 0 #iPD-1 RMP1-14 // | 200 pg/@tn | p =148 115/
S IFN 2 0ugEy | PP 53610~ 13K
; 0 $iPD-1 RMP1-14 // | 200 ug/@h#/ | p Bl 4-~8-~ 11K/
SRERIENATSE | 22ugEny | PP 3610+ 13K
q 0 HiPD-1 RMP1-14 // | 200 pg/@tn | p Bl 4-~8-~ 11K/
ACPI16 500 pg/@hty | PP 3610~ 13K
A // na// . F1~4~8~11K/
9 10 ip //ip et 1

IL-2 12 ug/Eh bidx555 —REH I Ex2
o | 10 HiPD-1 RMP1-14 // | 200 pg/@n | p Bl 4-~8- 11K/
IL-2 2ugEhyy | PP | bidxSE—REHEIEEX2

[0210] e FH 52 sei it ok /)~ B CAREL ARG > T R0 VE 5 - CRIBETE
BALB/c/NE AL IRE s Z2 A 3x10° H CT26 lE B AIAE/ 0%ZHE - 4
RERBSTRA0.1 mL/U/NE - /NEAERESR H B Z S8R B8 £ 1228 - Bl
ZEE100E 150 mm* Z PR/ HAR TP AR iam Bk - REETRCH -
ACPL67#LL70 ~ 23080500 png/EhP)455% - BA R B A LI200 pe/#iY) 2
JLPD-1§ife (RMP1-14) - KAEFIAIGRL A E AR EWE —RE 246

5 73 HEETIEREIE)

C24991 IPA docx

111131042 FEHESE A0202 1113317611-0



202320838

oo MERE—-TETRREMNEZEE - IR EEAF BRE - &
fr] B 2 B ] G B RS > 30 % B = 273 45 2 A 21 G B RIS > 25 % {8 I B
T 2R GESE o BT BB B RS > 20 % B AL TR > 10% 2 (F (T 4042 1F 45 8%

AHRF A G 22 250 B R T A T IRAE - LR RS >20% Z &0 - 2 2
75 Ae B RS SR BE Z (E RS g 2 9850 » BRI BB ERRXIKEER
IRREE . Z10% N > AL DL (B & B R 2 45 SR IR 18 45 8 -~ HL1F
S E > R SCRT AL I b BRVE RS B % AR 2 BISMBE I - &38R s Bl A &
FELE (TGD) o i 5 3th B R B9 o B B BhfE & 1500 mm?® 2 JE & A8 18 =4
ASK > LUJc 3R & B - Bl ES FRIE - BENREEER > $iYkg
2L -
HHl4. IFNELPDIHIRZHES

[0211] MREAEARINEARNIMPTIPD1HTAE (RMP1-14) 2 B16F10[EZ A

A g 5 A o RS ER BRI TEN R 4« 3631 1x 10° {18 FEE 8 4 A AR A Eh 76y
FEh R EEHE R AR - — BEEEFIZ0E60 mm’ 2 VB - B1Y)K
HeRETR T 0 HLAR %8 - AR P4 -

78.

B4 |N gyl g B2 g g

1 10 |25 N/A N/A 100 uL Biwk x 2
2 10 |EEEAFNATZE 100 ug//NE |N/A N/A Biwk x 2
3 10 |EEEAFNAIZE 200 ug//NE |N/A N/A Biwk x 2
4 10 |N/A N/A FiPD-1 200 ug//NEs,  |Biwk x 2
5 10 |EEEAFNAFIZE | 100 pg//NE | HTPD-1 200 ug//NEE | Biwk x 2
6 10 |EEEAFNAFIZE | 200 ng//NE | HTPD-1 200 ug//NEE | Biwk x 2

[0212] W@tk = RIERREKEE > H oW REN.Z Y H
P 2 23K - ek BB TFNF 4% e PR e o (F By B AR 0L 2 T & (R FE 1 )
R o AEMEAR R P (E I HTIPD1 2 BRI &E JTPD 1 B 2 /)N B, T R i 2 5
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HLFE g e TR 2R (DU 8 L i B 2 /N B T Y I R Re A - (B TR (E A
o7 B AVIFN A48 k. iPD 1 2 sH & A 177 B o= g e ) > FLRKFEEsh B 1l
IFNRFIZE S fIPD-1 E Y -
BHIS. A20iE A

[0213] {E R A2040RE PR - H Ry R A R BB A Ak S/ AT Bk -
(EF R - febReh RS R R BB ER ZET - KRB A
FAIL-12 J IFNa2b{E/NEE A B R X et > Bt DUE A2 U S5 E A 4l
R R AT &S o1 H/ B AR EIL-12 (WWO0757/636) B0/ N EE IFNal

(WWO0610)2H 5 LA 72 5] A PRI AL 1 i Jeg AR A o 7 7 e e B e -

Z29.

B4E N oAl ok 7zR | FHE

1 10 oyl - ip biwk x 2
2 10 WWO0757/636 30 ug/EY) ip biwk x 2
3 10 WWO0757/636 100 ug/EY  |ip biwk x 2
4 10 WWO0757/636 300 ug/ENY)  |ip biwk x 2
5 10 WWO0610 45 ug/EhY) ip biwk x 2
6 10 WWO0610 133ug/EhY) ip biwk x 2

[0214] 60 UEM:BALB/c/]NEaAE IR B sc 2 4 5Sx10°{H A20 & &5
AAE/ 0% BB - 4HFE S BEFE 0.1 mL//NE, - /NEEAEHELE HHI > F i
F8E 123 o EREREETI90E 130 mm?® 2 P K/ NS HE (T AL B B AR B R 95
thRa I o IERIIFRMBZFIIR - GRE—TOET RNEMNEEZGEHE 17
R ¥ E AR ol B A HE o 5 (A B X8 I 21 38 B R > 25 %0 3 = R G & 0
FIRS BB >20% ZF BB P) 22 4850 - BRI EEAT>20% 2 T e B R
H>10% 23T > ANZE IREEE © AL % 9850 H ar BT IK{E - 1E58
EHREE>20% 2 4B o > s 722 B {18 A BG B RS 48 Bh  (E RS 22 S840 - HRFAH R
AR EIE R K IE E R GBI E 2 10% N » BB & U R (K 2 45
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BERFREWKAR 4GS 2E - GBI E » RFTF A IR MR RG22 A Z B AMB
oo BB R HE R A RIL S (TGD) o {E B H &M Eh Y o & B e Bh 2000
mm®* 7 FEREEG AR 40K » DU IR & B2 o B AR B » R4 4
Sb o ERININESA KB SBH -
EHl6. EGT.OVAMERER

[0215] fEAEG7.OVAMMAETR > H A REA RAYTHE ST ANAE
tre (ERIEERBELY > BB ocEOFERBERIET - KR/ AHIL-
12 & IFNo2b /N A B 2 SR e - Fr DU A2 B UM 35 B AL A AR
ZHiBE > Hi/NgE/ AR &1IL-12 (WWO0757/636) 8¢ /N & IFNal

(WWO0610)2H 5 LA 72 5] A PRI AL 1 i Jeg AR A o 7 7 e e B e -

7% 10.

B4 N EoNail ok 7R |HE

1 10 oyl - ip biwk x 2
2 10 WWO0757/636 |30 ug/Eh¥) ip biwk x 2
3 10 WWO0757/636 (100 ug/E¥  |ip biwk x 2
4 10 WWO0757/636 300 ug/E¥  |ip biwk x 2
5 10 WWO0610 45 ug/EhY) ip biwk x 2
6 10 WWO0610 133ug/EhY) ip biwk x 2

[0216]) 60 [t M: C57B1/6 /)N B /£ I BE 97 sc Z #E 7 10x10° {H EG7.
OVAREZAHAE/ 0% EE R - MR FEHASTE 50.1 mL//NE « /NEAEIELR H
Hi > i B8 1228 - EHEREFI63E 135 mm’ 2 P39 K/ HARIE =105
IRPE NG - ETTECH - ERMERBZESRK - BREA—-TETRREMN
BHE&HR o TLRIEFREEA R BIE o KHAE 5 B 208 I FIAS 3 RES > 25 % B¢
= REBENFIRSE R >20% 2 (EHI B 243t - BEREEHF>20% 2
THRBEREE>10% 2R T - AN R4 EE Bz s Y00 H etk
TG - MRS EIES>20% 2 40 - i 22 T 55 AS B RIS 4% B 7 8] 58 2 4
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56 o EEHHEE MR ERAWEZFBREZ10%A - AU & =
PARPUE Z A B R KIS 45 82 » BB E - RT AL IR B MR E 21K
B PIGMEN - KE R AERILSK (TGD) - ([ EHBY) - EEREEES
F52000 mm® Z R AG TR 40K » LUt IR B e o B R B > )
V2 9ESE - SRR E6A K B 6B
BH7. CT26 B E-ERA SR IL-2/ S EHIPD ISR E

[0217] fERICT264HAEMPE » H RIERRINRIEMMPY 2 R £ RHY K
iR AR - ERLEEHRE > R cEaTElREER 2R

11,
SEMAL-25] SEAINL-2 HPD1
% PD1
Bl N | RE gmm | PR | e B
1* 8 R na na na na
g :\éﬂn—fz Yoo Yoo
2 |8 | PREET oo | owm | smimmsmsT na
3 8 F1PD-1 na 200 pg/Eh) na w1 4% B
gﬁ%ﬁzﬂm'z e e %1 N 4 N 8&11
4 | 8 | spgsPD 1 100 ng/Eh¥ | 200 ng/Eh¥) | HBIRKESK

[0218] FJ %2 o Mt Joi % /)N B8 LATE Al AR > fe s JE % o M TE
BALB/c/NEAEHIRE rscZ B H 1.5x10° [ CT26 fE 4 AT - 4l AT S RS 1A
£50.1 mL//NER » /NEAEREE H Bl Z ik B8 £ 12 - EfEEEF100 %
150 mm® Z 53 R/ AT AC T HARIZE R 1B dRpaBE - S5 BRI IL-2/1 28 By
EHWWO0621 K WWO0523 7 (8§ % L - A H1PD-1$H18 &RMP1-14 - {15
InlFEak e E LB SR B —REEV R R - BRI E— TR TR /N
ZRREMNEEWIE R - ILRIHREE A BIE - R E ] BB S
EHRHE > 30 % B = T AR B HIFI RS B RIS > 25 % Z(E R B W) 22 9840 - 185
A% RS> 20 B T R> 10% BT 4HIF R4 82 A ez S0 L5850 H 0ET
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TR - (ERH BRI BY) - DTFT48 B R 1500 mm’ 2 ERFEG R Bi45 K -
LLJc 3R & B - IEHE R e BRI - BEGS RN - eI 2e4est -
SRR ETAEE TR -

X ) 1%

8. BER
[0219] =8 pTiRft Z ZIFEERBI T RO THES «
fHERET - "X GIEUHMBERT - B T3GEEECTSL- 128
RSl T -
L GIoRMEE E A AR R R S i SR
BERGD BEEEIR
WWO0706 HTHSA-X- AJH_p40-L-/]Ng&l_p35-XL-Fab_Lambda_[HEfF 1-(Blocker)_(fH
B -=Lambda_Fab_R27E_T32D_IGLC2-01_X=3i}%1-2)
WWO0707 HUHSA-X- AJH_p40-L- \JH_p35-XL-Fab_Lambda_[HEr+_(FHET -
=Lambda_Fab_R27E_T32D_IGLC2-01_X=#i}%1-2)
WWO0708 HUHSA-X- AJH_p40-L-/[Nggl_p35-XL-Fab_Lambda_[HEr+_(FHET -
=Lambda_Fab_S30E_IGLC2-01_X=3#$#1-2)
WW0709 HUHSA-X- AJH_p40-L- \JH_p35-XL-Fab_Lambda_[HEr+_(FHET -
=Lambda_Fab_S30E_IGLC2-01_X=3#$#1-2)
WWO0710 HUHSA-X- AJH_p40-L-/[Nggl_p35-XL-Fab_Lambda_[HEr+_(FHET -
=Lambda_Fab_S30E_N31E_IGLC2-01_X=#}%1-2)
WWO0711 HLHSA-X- \JH_p40-L- \JH_p35-XL-Fab_Lambda_[HEr1-_(FHET -
=Lambda_Fab_S30E_N31E_IGLC2-01_X=#}%1-2)
WW0700 HUHSA-X- AJH_p40-L-/[Nggl_p35-XL-Fab_Lambda_[HEr+_(FHET -
=Lambda_Fab_N31E_IGLC2-01_X=3#$#1-2)
WWO0701 HUHSA-X- AJH_p40-L- \JH_p35-XL-Fab_Lambda_[HEr+_(FHET -
=Lambda_Fab_N31E_IGLC2-01_X=3##71-2)
WWO0712 HLHSA-X- \#_p40-L-/]Ng&,_p35-XL-Fab_Lambda_[HET 1-_(FHER -
=Lambda_Fab_IGLC2-01_X=3#i#71-3)
WW0713 HUHSA-X- AJH_p40-L- \JH_p35-XL-Fab_Lambda_[HEr+_(FHET -
=Lambda_Fab_IGLC2-01_X=3#i#71-3)
WWO0714 HLHSA-X- \#_p40-L-/]Ng&,_p35-XL-Fab_Lambda_[HET 1-_(FHER -
=Lambda_Fab_N31E_IGLC2-01_X=3#$#1-3)
WWO0715 HUHSA-X- AJH_p40-L- \JH_p35-XL-Fab_Lambda_[HEr+_(FHET -
=Lambda_Fab_N31E_IGLC2-01_X=3#$#1-3)
WWO0805 NFE_p35-X-PiHSA-L-THET 7-_(fHET 7-=Optl_Hv_D53E_D61E_VI-
Vh_X=#$#+3)
WWO0754 HTHSA-X- A#H_p35-XL-Fab_Lambda_[HEr_(FHET 1~

=Lambda_Fab_IGLC2-01_X=#1}%1-2)
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WWO0756 HTHSA-X- A\JH_p35-XL-Fab_Lambda_[HETT_(FHET T
=Lambda_Fab_S30D_N31E_IGLC2-01_X=#i$z 1-2)

WWO0762 HTHSA-X- A\JH_p35-XL-Fab_Lambda_[HETT_(FHET T
=Lambda_Fab_IGLC2-01_X=#}3%1-3)

WWO0770 NEA_p40-L- N\ _p35-X- BTHSA L-Fab_Lambda_[H&rv-_(FHEr T
=Lambda_Fab_IGLC2-01_X=#1}%1-2)

WWO0636 NE_IL12B_(p40)

WW0727 Fab_g8_[HET T~ (FAET F=IL-12_8_Fab_D53E_D61E_IgG1_Fab)
FHERT-2- 257 - (A S i (cleav. link.))-TL2- (R 3 HEHE)-(PL
WW0045 HSA)-6xHis

WWO0046 (BTHS A)-(T] ZUfe 28437 )-PH B v-2- 2843 1~ (T] S 497)- 1L 2-6x His
WW0203 TL2-(T] SR 2 137)-(PTHS A) - 28 1~ (1] S 130 - [ By 72

WWO0204 IL2-X-HHSA-LX-[HET 7 (X=:% 7-4_[HEr 7=Vh-V])

WW0205 IL2-X-HiHSA-LX-[HE 7 (X=2i$#1-5_[HEr 7-=Vh-VI)

WWO0234 IL2-X-HSA-LX-[HEr v _(X=2$ 11 ; [HET F=3TOW69)

WWO0235 IL2-X-HSA-LX-[HEr+_(X=2i$ 11 ; [HEr 7=3TOW8S)

WW0236 IL2-X-HSA-LX-[HEr 7-_(X=2E8# 711 ; [HEr -=2TOW9I1)

WWO0308 1L2-X-HSA-LX-[HE F-(QAPRL_FR2)_(X=#$# 11 ; [HEr F=Vh/V])
WWO0415 IL2-X-$iHSA-LX-BHEF 7_(PHEF F-=VHVL.F2.5. A02_Vh/V1_A46S ;
X=24%1-2)

WWO0621 IL2-X-HTHSA-LX-E_[HET - Fab_(FHERF -= VH-CH1 ; X=3#i}3% 7-3)
WW0520 IL2-X-HiHSA-LX-E_[HET - _Fab_(JHER 7-=VH-CHI ; X=3#}% 1-2)
WWO0735 IL2-X-}iHSA-LL-E_[HERF 7_Fab_(JHET T-=VH-CH1_X=3#i}%7-2)
WWO0736 IL2-X-HiHSA-LL-&_[HErv_Fab_(fHET F=VH-CHI1_X=2#$73)
WWO0523 Kappa_[HET T~ Fab_(fHET F-=VHVL.F2.5. A02_A46S_Kappa)

9. FIIRBTIAE

SEQ ID i 3
NO:
1 WWO0621 APTSSSTKKTQLQLEHLLLDLQMILNGINNY KNPK

LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
%) | LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM

CEYADETATIVEFLNRWITFCQSIISTLTSGGPALF

KSSFPPGSEVQLVESGGGLVQPGNSLRLSCAASGF
TESKFGMSWVRQAPGKGLEW VSSISGSGRDTLY A
ESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYY
CTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGG
SGGGGSGGGGSGGGGSSGGPALFKSSFPPGSEVQ

LVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWYV
RQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRD
NAKNSLYLQMNSLRAEDTAVYYCARDSNWDAL
DYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGG

TAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKRVEPKSC*#*

5 79 HEEHIEREIE)

_P"‘{-

G2 AYIL-2 514

C24991 IPA docx

111131042 FEHESE A0202 1113317611-0



202320838

2 WWO0520 APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
G R EAIL-2/74%) |LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTSGGPGPA
GLYAQPGSEVQLVESGGGLVQPGNSLRLSCAASG
FTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLY
AESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSSGGPGPAGLYAQPGSE
VQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLA
WVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTI
SRDNAKNSLYLQMNSLRAEDTAVYYCARDSNW
DALDYWGQGTTVTVSSASTKGPSVFPLAPSSKST
SGGTAALGCLVKDYFPEPVTVSWNSGALTSGVH
TFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSC**

3 WWO0735 APTSSSTKKTQLQLEHLLLDLOQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
G R EAIIL-2774%) | LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTSGGPGPA
GLYAQPGSEVQLVESGGGLVQPGNSLRLSCAASG
FTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLY
AESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSE
VQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLA
WVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTI
SRDNAKNSLYLQMNSLRAEDTAVYYCARDSNW
DALDYWGQGTTVTVSSASTKGPSVFPLAPSSKST
SGGTAALGCLVKDYFPEPVTVSWNSGALTSGVH
TFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSC

4 WW0736 APTSSSTKKTQLQLEHLLLDLOQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTSGGPALF
KSSFPPGSEVQLVESGGGLVQPGNSLRLSCAASGF
TESKFGMSWVRQAPGKGLEWVSSISGSGRDTLYA
ESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYY
CTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGG
SGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGFTFSSYTLAW
VRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISR
DNAKNSLYLQMNSLRAEDTAVYYCARDSNWDA
LDYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSG
GTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFP
AVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKRVEPKSC

% 80 HEWHRIIE)
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WW0523

Kappa_[HEfT+_Fab_([H
BT F-=VHVL.F2.55.
A02_A46S_Kappa)

DIQMTQSPSSLSASVGDRVTITCKAREKLWSAVA
WYQQKPGKAPKSLIYSASFRYSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCQQYYTYPYTFGGGTK
VEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNN
FYPREAKVQWKVDNALQSGNSQESVTEQDSKDS
TYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPV
TKSENRGEC

WWO0758

HEEIL-12%4K 0 BT
HSA sdAb > scFv[HER

> 2SI

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSsggpALFKSSFPpgsmlpvatpdpgmfp
clhhsqnllravsnmlgkarqtlefypctseeidheditkdktstveaclplelt
knesclnsretsfitngsclasrktsfmmalclssiyedlkmyqvefktmna
kllmdpkrqifldgnmlavidelmqalnfnsetvpgkssleepdfyktkikl
cillhafriravtidrvmsylnassggpALFKSSFPpgsggggsggggs
ggggsgegesgegesgegasQSVLTQPPSVSGAPGQRVTI
SCSGSRSNIGSNTVKWYQQLPGTAPKLLIYYNDQ
RPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYC
QSYDRYTHPALLFGTGTKVTVLggggsggggsggggsQ
VQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMH
WVRQAPGKGLEWVAFIRYeGSNKYYAeSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCKTHGSH
DNWGQGTMVTVSS**

WWO0805

HEEIL-12%4K 0 BT
HSA sdAb > scFv[HER

> ST A

rnlpvatpdpgmfpclhhsqnllravsnmlgkarqtlefypctseeidhedi
tkdktstveaclpleltknesclnsretsfitngsclasrktsfmmalclssiye
dlkmyqvefktmnakllmdpkrqifldgnmlavidelmqgalnfnsetvp
gkssleepdfyktkiklcillhafriravtidrvmsylnassggpALFKSS
FPpgsEVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAES
VKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCT
IGGSLSVSSQGTLVTVSSggggsggggsggggsggegsges
2sggggsQSVLTQPPSVSGAPGQRVTISCSGSRSNIGS
NTVKWYQQLPGTAPKLLIYYNDQRPSGVPDRFSG
SKSGTSASLAITGLQAEDEADYYCQSYDRYTHPA
LLFGTGTKVTVLggggsggggsgggesQVQLVESGGGV
VQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKG
LEWVAFIRYeGSNKYYAeSVKGRFTISRDNSKNTL
YLOQMNSLRAEDTAVYYCKTHGSHDNWGQGTMV
TVSS**

WWO0754

FEHRIL-122K > BT
HSA sdAb > FabJHEr

T 2{BEHERTRS

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM

SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSsggpGPAGLY AQpgsmlpvatpdpgmf
pclhhsgnllravsnmlgkarqtlefypctseeidheditkdktstveaclple
ltknesclnsretsfitngsclasrktsfmmalclssiyedlkmyqvefktmn
akllmdpkrqifldgnmlavidelmqalnfnsetvpgkssleepdfyktki

kicillhafriravtidrvmsylnassggpGPAGLY AQpgsggggsgg

C24991 IPA docx

111131042

FEHESE A0202

% 81 HEEHIEREIE)

1113317611-0




202320838

ggsgggesgggesgeggsgeeesQSVLTQPPSVSGAPGQR
VTISCSGSRSNIGSNTVKWYQQLPGTAPKLLIYYN

DQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADY
YCQSYDRYTHPALLFGTGTKVTVLgqgpkaapsvtlfpps
seelgankatlvclisdfypgavtvawkadsspvkagvetttpskgsnnky
aassylsltpeqwkshrsyscqvthegstvektvaptecs**

9 WWO0756 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
B BTL-122%0K > 1T |TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
HSA sdAb - Fab[HET VSSQGTLVTVSSsggpGPAGLY AQpgsmmlpvatpdpgmf
10 2{E YRR EE pclhhsgnllravsnmlgkarqtlefypetseeidheditkdktstveaclple
ltknesclnsretsfitngsclasrktsfmmalclssiyedlkmyqvefktmn
akllmdpkrqifldgnmlavidelmqalnfnsetvpgkssleepdfyktki
klcillhafriravtidrvmsylnassggpGPAGLY AQpgsggggsgg
gesggeesgeeesgeegsgeggsQSVLTQPPSVSGAPGQR

VTISCSGSRSNIGdeTVKWYQQLPGTAPKLLIYYN

DQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADY
YCQSYDRYTHPALLFGTGTKVTVLgqgpkaapsvtlfpps
seelgankatlvclisdfypgavtvawkadsspvkagvetttpskgsnnky
aassylsltpeqwkshrsyscqvthegstvektvaptecs**

10 WW(0762 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
BT BTL-122%0K > T |TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
HSA sdAb - Fab[HET VSSQGTLVTVSSsggpALFKSSFPpgsrnlpvatpdpgmfp
10 2{E YRR EE clhhsgnllravsnmlgkargtlefypctseeidheditkdktstveaclplelt
knesclnsretsfitngsclasrktsfmmalclssiyedlkmyqvefktmna
kllmdpkrqifldgnmlavidelmqalnfnsetvpgkssleepdfyktkikl
cillhafriravtidrvmsylnassggpALFKSSFPpgsggggsggggs
ggggsgegesgegesgegasQSVLTQPPSVSGAPGQRVTI
SCSGSRSNIGSNTVKWYQQLPGTAPKLLIYYNDQ

RPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYC
QSYDRYTHPALLFGTGTKVTVLggpkaapsvtlfppssee
lgankatlvclisdfypgavtvawkadsspvkagvetttpskgsnnkyaas
sylsltpeqwkshrsyscqvthegstvektvaptecs**

11 WWwW0770 iwelkkdvyvveldwypdapgemvvltcdtpeedgitwtldgssevlgs
gktltigvkefgdagqytchkggevlshsllllhkkedgiwstdilkdgkep
BEEEIL-122K > HTHSA |knktflrceaknysgrftcwwlttistdltfsvkssrgssdpqgvtcgaatlsa
sdAb - Fab[HET T~ > 1{f |ervrgdnkeyeysvecqedsacpaaeeslpievmvdavhklkyenytssf
SUER AT B firdiikpdppknlqglkplknsrqvevsweypdtwstphsyfsltfcvqvq

gkskrekkdrvftdktsatvicrknasisvraqdryyssswsewasvpcsg
gggsggggsggggsrnlpvatpdpgmipclhhsqnllravsnmlgkarqt
lefypctseeidheditkdktstveaclpleltknesclnsretsfitngsclasr
ktsfmmalclssiyedlkmyqvefktmnakllmdpkrqifldgnmlavi

delmgqalnfnsetvpgkssleepdfyktkiklcillhafriravtidrvmsyln
assggpGPAGLYAQpgsEVQLVESGGGLVQPGNSLR
LSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISG
SGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLR
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PEDTAVYYCTIGGSLSVSSQGTLVTVSSggggsggggs
ggggsgegesgegesgegasQSVLTQPPSVSGAPGQRVTI
SCSGSRSNIGSNTVKWYQQLPGTAPKLLIYYNDQ
RPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYC
QSYDRYTHPALLFGTGTKVTVLggpkaapsvtlfppssee
lgankatlvclisdfypgavtvawkadsspvkagvetttpskgsnnkyaas
sylsltpeqwkshrsyscqvthegstvektvaptecs**

12 WW0636 iwelkkdvyvveldwypdapgemvvltcdtpeedgitwtldgssevlgs
gktltigvkefgdagqytchkggevlshsllllhkkedgiwstdilkdgkep
knktflrceaknysgrftcwwlttistdltfsvkssrgssdpqgvtcgaatlsa
ervrgdnkeyeysvecgedsacpaaceslpievmvdavhklkyenytssf
firdiitkpdppknlqlkplknsrqvevsweypdtwstphsyfsltfcvqvq
gkskrekkdrvftdktsatvicrknasisvraqdryyssswsewasvpcs®
*

13 WW0727 QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGM
HWVRQAPGKGLEWVAFIRYeGSNKYYAeSVKGR
BEEEIL-122% K > H{HSA |FTISRDNSKNTLYLQMNSLRAEDTAVYYCKTHGS
sdAb - Fab[HET T~ > 2{@ |HDNWGQGTMVTVSSastkgpsviplapsskstsggtaalgclvk

S Bk dyfpepvtvswnsgaltsgvhtfpavlgssglyslssvvtvpssslgtqtyic
nvnhkpsntkvdkrvepksc**
14 WWO0613 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM

SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSSGGPALFKSSFPPGSCDLPQTHS
LGSRRTLMLLAQMRRISLFSCLKDRHDFGFPQEEF
GNQFQKAETIPVLHEMIQQIFNLESTKDSSAAWDE
TLLDKFYTELYQQLNDLEACVIQGVGVTETPLMK
EDSILAVRKYFQRITLYLKEKKYSPCAWEVVRAEI
MRSFSLSTNLQESLRSKESGGPALFKSSFPPGSEV
QLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSW
VRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTIS
RDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVS
SQGTLVTVSS

15  |[Wwosl4 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSSGGPPLAQKLKSSPGSCDLPQTH
SLGSRRTLMLLAQMRRISLFSCLKDRHDFGFPQEE
FGNQFQKAETIPVLHEMIQQIFNLFSTKDSSAAWD
ETLLDKFYTELYQQLNDLEACVIQGVGVTETPLM
KEDSILAVRKYFQRITLYLKEKKYSPCAWEVVRA
EIMRSFSLSTNLQESLRSKESGGPPLAQKLKSSPGS
EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLY AESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSS
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16 WWO0819 EAHKSEIAHRYNDLGEQHFKGLVLIAFSQYLQKC
SYDEHAKLVQEVTDFAKTCVADESAANCDKSLH
TLFGDKLCAIPNLRENYGELADCCTKQEPERNEC
FLQHKDDNPSLPPFERPEAEAMCTSFKENPTTFM
GHYLHEVARRHPYFYAPELLY YAEQYNEILTQCC
AEADKESCLTPKLDGVKEKALVSSVRQRMKCSS
MQKFGERAFKAWAVARLSQTFPNADFAEITKLA
TDLTKVNKECCHGDLLECADDRAELAKYMCENQ
ATISSKLQTCCDKPLLKKAHCLSEVEHDTMPADL
PAIAADFVEDQEVCKNYAEAKDVFLGTFLYEYSR
RHPDYSVSLLLRLAKKYEATLEKCCAEANPPACY
GTVLAEFQPLVEEPKNLVKTNCDLYEKLGEYGFQ
NAILVRYTQKAPQVSTPTLVEAARNLGRVGTKCC
TLPEDQRLPCVEDYLSAILNRVCLLHEKTPVSEHV
TKCCSGSLVERRPCFSALTVDETYVPKEFKAETFT
FHSDICTLPEKEKQIKKQTALAELVKHKPKATAE
QLKTVMDDFAQFLDTCCKAADKDTCFSTEGPNL
VTRCKDALASGGPALFKSSFPPGSCDLPQTHNLR
NKRALTLLVQMRRLSPLSCLKDRKDFGFPQEKVD
AQQIKKAQAIPVLSELTQQILNIFTSKDSSAAWNT
TLLDSFCNDLHQQLNDLQGCLMQQVGVQEFPLT
QEDALLAVRKYFHRITVYLREKKHSPCAWEVVR
AEVWRALSSSANVLGRLREEKSGGPALFKSSFPP
GSEVQLVESGGGLVQPGNSLRLSCAASGFTFSKF
GMSWVRQAPGKGLEWVSSISGSGRDTLYAESVK
GRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSSHHHHHH

17 WWO0821 DAHKSEVAHRFKDLGEENFKALVLIAFAQYLQQC
PFEDHVKLVNEVTEFAKTCVADESAENCDKSLHT
LFGDKLCTVATLRETYGEMADCCAKQEPERNEC
FLQHKDDNPNLPRLVRPEVDVMCTAFHDNEETFL
KKYLYEIARRHPYFY APELLFFAKRYKAAFTECC
QAADKAACLLPKLDELRDEGKASSAKQRLKCAS
LQKFGERAFKAWAVARLSQRFPKAEFAEVSKLV
TDLTKVHTECCHGDLLECADDRADLAKYICENQ
DSISSKLKECCEKPLLEKSHCIAEVENDEMPADLP
SLAADFVESKDVCKNYAEAKDVFLGMFLYEYAR
RHPDYSVVLLLRLAKTYETTLEKCCAAADPHECY
AKVFDEFKPLVEEPQNLIKQNCELFEQLGEYKFQ
NALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCC
KHPEAKRMPCAEDYLSVVLNQLCVLHEKTPVSD
RVTKCCTESLVNRRPCFSALEVDETYVPKEFNAE
TFTFHADICTLSEKERQIKKQTALVELVKHKPKAT
KEQLKAVMDDFAAFVEKCCKADDKETCFAEEGK
KLVAASQAALGLSGGPALFKSSFPPGSCDLPQTHS
LGSRRTLMLLAQMRRISLFSCLKDRHDFGFPQEEF
GNQFQKAETIPVLHEMIQQIFNLESTKDSSAAWDE

5 84 HEEHIEREIE)

C24991 IPA docx

111131042 FEHESE A0202 1113317611-0



202320838

TLLDKFYTELYQQLNDLEACVIQGVGVTETPLMK
EDSILAVRKYFQRITLYLKEKKYSPCAWEVVRAEI
MRSFSLSTNLQESLRSKESGGPALFKSSFPPGSDA
HKSEVAHRFKDLGEENFKALVLIAFAQYLQQCPF
EDHVKLVNEVTEFAKTCVADESAENCDKSLHTLF
GDKLCTVATLRETYGEMADCCAKQEPERNECFL
QHKDDNPNLPRLVRPEVDVMCTAFHDNEETFLK
KYLYEIARRHPYFY APELLFFAKRYKAAFTECCQ
AADKAACLLPKLDELRDEGKASSAKQRLKCASL
QKFGERAFKAWAVARLSQRFPKAEFAEVSKLVT
DLTKVHTECCHGDLLECADDRADLAKYICENQD
SISSKLKECCEKPLLEKSHCIAEVENDEMPADLPS
LAADFVESKDVCKNYAEAKDVFLGMFLYEYARR
HPDYSVVLLLRLAKTYETTLEKCCAAADPHECYA
KVFDEFKPLVEEPQNLIKQNCELFEQLGEYKFQN
ALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCCK
HPEAKRMPCAEDYLSVVLNQLCVLHEKTPVSDR
VTKCCTESLVNRRPCFSALEVDETY VPKEFNAETF
TFHADICTLSEKERQIKKQTALVELVKHKPKATK
EQLKAVMDDFAAFVEKCCKADDKETCFAEEGKK
LVAASQAALGL

18 WWO0834 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSSGGPALFKSSFPPGSCDLPQTHS
LGNRRALILLAQMGRISHFSCLKDRYDFGFPQEVF
DGNQFQKAQAISAFHEMIQQTFNLFSTKDSSAAW
DETLLDKFYIELFQQLNDLEACVTQEVGVEEIAL
MNEDSILAVRKYFQRITLYLMGKKYSPCAWEVV
RAEIMRSFSFSTNLQKGLRRKDSGGPALFKSSFPP
GSEVQLVESGGGLVQPGNSLRLSCAASGFTFSKF
GMSWVRQAPGKGLEWVSSISGSGRDTLYAESVK
GRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS

19 WWO0742 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSSGGPALFKSSFPPGSMSYNLLGF
LQRSSNFQCQKLLWQLNGRLEYCLKDRMNFDIPE
EIKQLQQFQKEDAALTIYEMLQNIFAIFRQDSSST
GWNETIVENLLANVYHQINHLKTVLEEKLEKEDF
TRGKLMSSLHLKRYYGRILHYLKAKEYSHCAWTI
VRVEILRNFYFINRLTGYLRNSGGPALFKSSFPPGS
EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSS
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20 WWO0612 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSSGGPGPAGLYAQPGSCDLPQTH
SLGSRRTLMLLAQMRRISLFSCLKDRHDFGFPQEE
FGNQFQKAETIPVLHEMIQQIFNLESTKDSSAAWD
ETLLDKFYTELYQQLNDLEACVIQGVGVTETPLM
KEDSILAVRKYFQRITLYLKEKKYSPCAWEVVRA
EIMRSFSLSTNLQESLRSKESGGPGPAGLYAQPGS
EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSS

21 WWO0045 EVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTL
AWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRF
(BEEARIL- 255 = R Fij i) TISRDNAKNSLYLQMNSLRAEDTAVYYCARDSN
WDALDYWGQGTTVTVSSGGGGSGGGGSGGGGS
DIQMTQSPSSLSASVGDRVTITCKASQNVGTNVG
WYQQKPGKAPKALIYSASFRYSGVPSRFSGSGSG
TDFTLTISSLQPEDFATYYCQQYYTYPYTFGGGTK
VEIKGGGGSGGGGSGGGGSGGGGSGGGGSGGGG
SSGGPGPAGMKGLPGSAPTSSSTKKTQLQLEHLL
LDLQMILNGINNY KNPKLTRMLTFKFYMPKKATE
LKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLIS
NINVIVLELKGSETTFMCEYADETATIVEFLNRWI
TFCQSISTLTSGGPGPAGMKGLPGSEVQLVESGG
GLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPG
KGLEWVSSISGSGRDTLY AESVKGRFTISRDNAKT
TLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLV
TVSSHHHHHH

22 WWO0046 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
(BEEARIL- 255 = R Fij i) TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSSGGPGPAGMKGLPGSEVQLVES
GGGLVQPGGSLRLSCAASGFTFSSYTLAWVRQAP
GKGLEWVAAIDSSSYTYSPDTVRGRFTISRDNAK
NSLYLQMNSLRAEDTAVYYCARDSNWDALDYW
GQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPS
SLSASVGDRVTITCKASQNVGTNVGWYQQKPGK
APKALIYSASFRYSGVPSRESGSGSGTDFTLTISSL
QPEDFATYYCQQYYTYPYTFGGGTKVEIKGGGGS
GGGGSGGGGSGGGGSGGGGSGGGGSSGGPGPAG
MKGLPGSAPTSSSTKKTQLQLEHLLLDLQMILNGI
NNYKNPKLTRMLTFKFYMPKKATELKHLQCLEE
ELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELK
GSETTFMCEYADETATIVEFLNRWITFCQSIISTLT
HHHHHH
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23 WW0203 APTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
(BEBEIL- 2352 AFI4%) | LNLAQSKNFHLRPRDLISNINVIVLELKGSETTEM
CEYADETATIVEFLNRWITFCQSIISTLTSGGPALF
KSSFPPGSEVQLVESGGGLVQPGNSLRLSCAASGF
TESKFGMSWVRQAPGKGLEW VSSISGSGRDTLYA
ESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYY
CTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGG
SGGGGSGGGGSGGGGSSGGPALFKSSFPPGSEVQ
LVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWV
RQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRD
NAKNSLYLQMNSLRAEDTAVYYCARDSNWDAL
DYWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMT
QSPSSLSASVGDRVTITCKASQNVGTNVGWYQQ
KPGKAPKALIYSASFRYSGVPSRFSGSGSGTDFTL
TISSLQPEDFATYYCQQYYTYPYTFGGGTKVEIKH
HHHHHEPEA

24 WW0204 APTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
(BEBEIL- 2352 AFI4%) | LNLAQSKNFHLRPRDLISNINVIVLELKGSETTEM
CEYADETATIVEFLNRWITFCQSIISTLTSGGPPLA
QKLKSSPGSEVQLVESGGGLVQPGNSLRLSCAAS
GFTESKFGMSWVRQAPGKGLEWVSSISGSGRDTL
YAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGG
GGSGGGGSGGGGSGGGGSSGGPPLAQKLKSSPGS
EVQLVESGGGLVQPGGSLRLSCAASGFTESSYTL
AWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRF
TISRDNAKNSLYLQMNSLRAEDTAVYYCARDSN
WDALDYWGQGTTVTVSSGGGGSGGGGSGGGGS
DIQMTQSPSSLSASVGDRVTITCKASQNVGTNVG
WYQQKPGKAPKALIYSASFRYSGVPSRFSGSGSG
TDFTLTISSLQPEDFATYYCQQYYTYPYTFGGGTK
VEIKHHHHHHEPEA

25 WWO0205 APTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
(BERBIL-2:5EAUATE%)  |CEYADETATIVEFLNRWITFCQSIISTLTSGGPPGG
PAGIGALFKSSFPPLAQKLKSSPGSEVQLVESGGG
LVQPGNSLRLSCAASGFTFSKEGMSWVRQAPGK
GLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTT
LYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVT
VSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS
SGGPPGGPAGIGALFKSSFPPLAQKLKSSPGSEVQ
LVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWV
RQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRD
NAKNSLYLQMNSLRAEDTAVYYCARDSNWDAL
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DYWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMT
QSPSSLSASVGDRVTITCKASQNVGTNVGWYQQ
KPGKAPKALIYSASFRYSGVPSRFSGSGSGTDFTL
TISSLQPEDFATYYCQQYYTYPYTFGGGTKVEIKH
HHHHHEPEA

26 WW0234 APTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
(BEABIL-235EMIFT4%) | LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTSGGPGPA
GMKGLPGSEVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTL
YAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGG
GGSGGGGSGGGGSGGGGSSGGPGPAGMKGLPGQ
VQLQESGGGLVQTGGSLRLSCTTSGTIFSGYTMG
WYRQAPGEQRELVAVISGGGDTNYADSVKGRFTI
SRDNTKDTMYLQMNSLKPEDTAVYYCYSREVTP
PWKLYWGQGTQVTVSSAAAYPYDVPDYGSHHH
HHH

27 WW0235 APTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
(BEABIL-235EMIFT4%) | LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTSGGPGPA
GMKGLPGSEVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTL
YAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGG
GGSGGGGSGGGGSGGGGSSGGPGPAGMKGLPGQ
VQLQESGGGLVQEGGSLRLSCAASERIFSTDVMG
WYRQAAEKQRELVAVVSARGTTNYLDAVKGRF
TISRDNARNTLTLQMNDLKPEDTASYYCYVRETT
SPWRIYWGQGTQVTVSSAAAYPYDVPDYGSHHH
HHH

28 WW0236 APTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
(BEABIL-235EMIFT4%) | LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTSGGPGPA
GMKGLPGSEVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTL
YAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGG
GGSGGGGSGGGGSGGGGSSGGPGPAGMKGLPGQ
VQLQESGGGLVQAGGSLRLSCAASGSIFSANAMG
WYRQAPGKQRELVAVISSGGSTNYADSVKGRFTI
SRDNAKNTVYLQMNSLKPEDTAVYYCMYSGSY
YYTPNDYWGQGTQVTVSSAAAYPYDVPDYGSH
HHHHH
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29 WWO0308 APTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
(EERSIL-25% 8 AUR[4%) | LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTSGGPGPA
GMKGLPGSEVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTL
YAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGG
GGSGGGGSGGGGSGGGGSSGGPGPAGMKGLPGS
EVQLVESGGGLVQPGGSLRLSCAASGFTFESSYTL
AWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRF
TISRDNAKNSLYLQMNSLRAEDTAVYYCARDSN
WDALDYWGQGTTVTVSSGGGGSGGGGSGGGGS
DIQMTQSPSSLSASVGDRVTITCKASQNVGTNVG
WYQQKPGQAPRLLIYSASFRYSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCQQYYTYPYTFGGGTK
VEIKHHHHHH

30 WWO0415 APTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPK
LTRMLTFKFYMPKKATELKHLQCLEEELKPLEEV
LNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
(BERBIL-255 57 R4%) |CEYADETATIVEFLNRWITFCQSIISTLTSGGPGPA
GLYAQPGSEVQLVESGGGLVQPGNSLRLSCAASG
FTFSKFGMSW VRQAPGKGLEWVSSISGSGRDTLY
AESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSSGGPGPAGLYAQPGSE
VQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLA
WVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTI
SRDNAKNSLYLQMNSLRAEDTAVYYCARDSNW
DALDYWGQGTTVTVSSGGGGSGGGGSGGGGSDI
QOMTQSPSSLSASVGDRVTITCKAREKLWSAVAW
YQQKPGKAPKSLIYSASFRYSGVPSRESGSGSGTD
FTLTISSLQPEDFATYYCQQYYTYPYTFGGGTKVE
IK

31 WW0706 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
BERATL-12 (R &) %Ik © | TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
FLHSA sdAb > FablHET |VSSQGTLVTVSSsggpGPAGLY AQpgsiwelkkdvyvvel
10 2{E YRR EE dwypdapgemvvltcdtpeedgitwtldgssevlgsgktltigvkefgdag
qytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysg
rftcwwlttistdItfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysve
cqedsacpaaeeslpievmvdavhklkyenytssffirdiikpdppknlql
kplknsrgvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkt
satvicrknasisvraqdryyssswsewasvpcsggggsggggsggggsr
vipvsgparclsqsrnllkttddmvktareklkhysctaedidheditrdqtst
lktclplelhknesclatretssttrgsclppgktslmmtlclgsiyedlkmyqt
efgainaalgnhnhqqiildkgmlvaidelmgsinhngetlrgkppvgea
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dpyrvkmklcillhafstrvvtinrvmgylssasggpGPAGLY AQpg
sggLeseeesegeeseegesgeegsggggsQSVLTQPPSVSG

APGQRVTISCSGSeSNIGSNdVKWYQQLPGTAPKL
LIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAE

DEADYYCQSYDRYTHPALLFGTGTKVTVLgqpkaa
psvtlfppsseelgankatlvclisdfypgavtvawkadsspvkagvetttps
kgsnnkyaassylsltpeqwkshrsyscqvthegstvektvaptecs™*

32

WW0707

BEARIL-12% /K > PTHSA
sdAb > Fab[HETF > 2{#
ZUfR AT BE

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSsggpGPAGLY AQpgsiwelkkdvyvvel
dwypdapgemvvltcdtpeedgitwtldgssevlgsgktltigvkefgdag
qytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysg
rftcwwlttistdItfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysve
cqedsacpaaeeslpievmvdavhklkyenytssffirdiikpdppknlql
kplknsrgvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkt
satvicrknasisvraqdryyssswsewasvpcsggggsggggsggggsr
nlpvatpdpgmf{pclhhsqnllravsnmlgkarqtlefypctseeidhedit
kdktstveaclpleltknesclnsretsfitngsclasrktsfmmalclssiyed
lkmyqvefktmnakllmdpkrqifldgnmlavidelmqalnfnsetvpq
kssleepdfyktkiklcillhafriravtidrvmsylnassggpGPAGLY
AQpgsgggesgeegsegeesgegesgeegsggggsQSVLTQPP
SVSGAPGQRVTISCSGSeSNIGSNdVKWYQQLPGT
APKLLIYYNDQRPSGVPDRFSGSKSGTSASLAITG
LQAEDEADYYCQSYDRYTHPALLFGTGTKVTVLg
gpkaapsvtlfppsseelqankatlvclisdfypgavtvawkadsspvkag
vetttpskgsnnkyaassylsltpeqwkshrsyscqvthegstvektvapte
cS k3k

33

WW0708

FEASIL-12 (R &) 0K -
HTHSA sdAb » Fab[HEr
+ 0 2{ESREAT RS

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSsggpGPAGLY AQpgsiwelkkdvyvvel
dwypdapgemvvltcdtpeedgitwtldgssevlgsgktltigvkefgdag
qytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysg
rftcwwlttistdItfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysve
cqedsacpaaeeslpievmvdavhklkyenytssffirdiikpdppknlql
kplknsrgvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkt
satvicrknasisvraqdryyssswsewasvpcsggggsggggsggggsr
vipvsgparclsqsrnllkttddmvktareklkhysctaedidheditrdqtst
lktclplelhknesclatretssttrgsclppgktslmmtlclgsiyedlkmyqt
efqainaalgqnhnhqqiildkgmlvaidelmgsinhngetlrgkppvgea
dpyrvkmklcillhafstrvvtinrvmgylssasggpGPAGLY AQpg
sggLesgegesegeeseegesgeegsggggsQSVLTQPPSVSG
APGQRVTISCSGSRSNIGeNTVKWYQQLPGTAPKL
LIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAE
DEADYYCQSYDRYTHPALLFGTGTKVTVLgqpkaa
psvtlfppsseelgankatlvclisdfypgavtvawkadsspvkagvetttps
kgsnnkyaassylsltpeqwkshrsyscqvthegstvektvaptecs™*
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34

WWO0709

BEARIL-12% /K > PTHSA
sdAb > Fab[HETF > 2{#
ZUfR AT BE

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSsggpGPAGLY AQpgsiwelkkdvyvvel
dwypdapgemvvltcdtpeedgitwtldgssevlgsgktltigvkefgdag
qytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysg
rftcwwlttistdItfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysve
cqedsacpaaeeslpievmvdavhklkyenytssffirdiikpdppknlql
kplknsrgvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkt
satvicrknasisvraqdryyssswsewasvpcsggggsggggsggggsr
nlpvatpdpgmf{pclhhsqnllravsnmlgkarqtlefypctseeidhedit
kdktstveaclpleltknesclnsretsfitngsclasrktsfmmalclssiyed
lkmyqvefktmnakllmdpkrqifldgnmlavidelmqalnfnsetvpq
kssleepdfyktkiklcillhafriravtidrvmsylnassggpGPAGLY
AQpgsgggesgeegsegeesgegesgeegsggggsQSVLTQPP
SVSGAPGQRVTISCSGSRSNIGeNTVKWYQQLPGT
APKLLIYYNDQRPSGVPDRFSGSKSGTSASLAITG
LQAEDEADYYCQSYDRYTHPALLFGTGTKVTVLg
gpkaapsvtlfppsseelqankatlvclisdfypgavtvawkadsspvkag
vetttpskgsnnkyaassylsltpeqwkshrsyscqvthegstvektvapte
cS k3k

35

WWO0710

FEASIL-12 (R &) 0K -
HTHSA sdAb » Fab[HEr
+ 0 2{ESREAT RS

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSsggpGPAGLY AQpgsiwelkkdvyvvel
dwypdapgemvvltcdtpeedgitwtldgssevlgsgktltigvkefgdag
qytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysg
rftcwwlttistdItfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysve
cqedsacpaaeeslpievmvdavhklkyenytssffirdiikpdppknlql
kplknsrgvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkt
satvicrknasisvraqdryyssswsewasvpcsggggsggggsggggsr
vipvsgparclsqsrnllkttddmvktareklkhysctaedidheditrdqtst
lktclplelhknesclatretssttrgsclppgktslmmtlclgsiyedlkmyqt
efqainaalgqnhnhqqiildkgmlvaidelmgsInhngetlrgkppvgea
dpyrvkmklcillhafstrvvtinrvmgylssasggpGPAGLY AQpg
sggLeseeesegeeseegesgeegsggggsQSVLTQPPSVSG
APGQRVTISCSGSRSNIGeeTVKWYQQLPGTAPKL
LIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAE
DEADYYCQSYDRYTHPALLFGTGTKVTVLgqpkaa
psvtlfppsseelgankatlvclisdfypgavtvawkadsspvkagvetttps
kgsnnkyaassylsltpeqwkshrsyscqvthegstvektvaptecs™*

36

WWO0711

BEARIL-12% /K > PTHSA
sdAb > Fab[HETF > 2{#
ZUfR AT BE

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSsggpGPAGLY AQpgsiwelkkdvyvvel
dwypdapgemvvltcdtpeedgitwtldgssevlgsgktltigvkefgdag
qytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysg
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rftcwwlttistdItfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysve
cqedsacpaaeeslpievmvdavhklkyenytssffirdiikpdppknlql

kplknsrgvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkt
satvicrknasisvraqdryyssswsewasvpcsggggsggggsggggsr
nlpvatpdpgmf{pclhhsqnllravsnmlgkarqtlefypctseeidhedit
kdktstveaclpleltknesclnsretsfitngsclasrktsfmmalclssiyed
lkmyqvefktmnakllmdpkrqifldgnmlavidelmqalnfnsetvpq
kssleepdfyktkiklcillhafriravtidrvmsylnassggpGPAGLY

AQpgsgggesgeegsegeesgegesgeegsggggsQSVLTQPP

SVSGAPGQRVTISCSGSRSNIGeeTVKWYQQLPGT

APKLLIYYNDQRPSGVPDRFSGSKSGTSASLAITG

LQAEDEADYYCQSYDRYTHPALLFGTGTKVTVLg
gpkaapsvtlfppsseelqankatlvclisdfypgavtvawkadsspvkag
vetttpskgsnnkyaassylsltpeqwkshrsyscqvthegstvektvapte
CS**

37 WWO0712 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
BERATL-12 (R &) %Ik © | TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
F1LHSA sdAb > Fab[HET |VSSQGTLVTVSSsggpALFKSSFPpgsiwelkkdvyvveld

10 2{E YRR EE wypdapgemvvltcdtpeedgitwtldgssevigsgktltigvkefgdagq
ytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysgrf
tewwlttistdltfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysvec
gedsacpaaceslpievmvdavhklkyenytssffirdiikpdppknlqlk
plknsrqvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkts
atvicrknasisvraqdryyssswsewasvpcsggggsggegsggggsrv
ipvsgparclsgsrnllkttddmvktareklkhysctaedidheditrdqtstl
ktclplelhknesclatretssttrgsclppgktsimmtlclgsiyedlkmyqt
efqainaalgqnhnhqqiildkgmlvaidelmgsInhngetlrgkppvgea

dpyrvkmklcillhafstrvvtinrvmgylssasggpALFKSSFPpgs

22egsgeeeseegesgeeesgeeesgeggsQSVLTQPPSVSG

APGQRVTISCSGSRSNIGSNTVKWYQQLPGTAPK

LLIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQA
EDEADYYCQSYDRYTHPALLFGTGTKVTVLgqgpka
apsvtlfppsseelqankatlvclisdfypgavtvawkadsspvkagvettt

pskgsnnkyaassylsltpeqwkshrsyscqvthegstvektvaptecs**
38 WW0713 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
BEEEIL-122K > H{HSA |TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
sdAb > FabfHET T~ > 2{E |VSSQGTLVTVSSsggpALFKSSFPpgsiwelkkdvyvveld
S Bk wypdapgemvvltcdtpeedgitwtldgssevigsgktltiqvkefgdagq
ytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysgrf
tewwlttistdltfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysvec
gedsacpaaceslpievmvdavhklkyenytssffirdiikpdppknlqlk
plknsrqvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkts
atvicrknasisvraqdryyssswsewasvpcsggggsggggsggggsrn
Ipvatpdpgmfpclhhsgnllravsnmlgkarqtlefypctseeidheditk
dktstveaclpleltknesclnsretsfitngsclasrktsfmmalclssiyedl
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kmyqvefktmnakllmdpkrqifldgnmlavidelmqalnfnsetvpgk
ssleepdfyktkiklcillhafriravtidrvmsylnassggpALFKSSFP
PgsgegesgeeesgeeeseeegseggesegggsQSVLTQPPSVS
GAPGQRVTISCSGSRSNIGSNTVKWYQQLPGTAP
KLLIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQ
AEDEADYYCQSYDRYTHPALLFGTGTKVTVLgqp
kaapsvtlfppsseelqankatlvclisdfypgavtvawkadsspvkagvet
ttpskgsnnkyaassylsltpeqwkshrsyscqvthegstvektvaptecs*
*

39 WWO0714 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
BERATL-12 (R &) %Ik © | TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
F1LHSA sdAb > Fab[HET |VSSQGTLVTVSSsggpALFKSSFPpgsiwelkkdvyvveld
10 2{E YRR EE wypdapgemvvltcdtpeedgitwtldgssevigsgktltigvkefgdagq
ytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysgrf
tewwlttistdltfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysvec
gedsacpaaceslpievmvdavhklkyenytssffirdiikpdppknlqlk
plknsrqvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkts
atvicrknasisvraqdryyssswsewasvpcsggggsggegsggggsrv
ipvsgparclsgsrnllkttddmvktareklkhysctaedidheditrdqtstl
ktclplelhknesclatretssttrgsclppgktsimmtlclgsiyedlkmyqt
efqainaalgqnhnhqqiildkgmlvaidelmgsinhngetlrgkppvgea
dpyrvkmklcillhafstrvvtinrvmgylssasggpALFKSSFPpgs
22egsgeeeseegesgeeesgeeesgeggsQSVLTQPPSVSG
APGQRVTISCSGSRSNIGSeTVKWYQQLPGTAPKL
LIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAE
DEADYYCQSYDRYTHPALLFGTGTKVTVLgqpkaa
psvtlfppsseelgankatlvclisdfypgavtvawkadsspvkagvetttps
kgsnnkyaassylsltpeqwkshrsyscqvthegstvektvaptecs™*
40 WWO0715 EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
BEEEIL-122K > H{HSA |TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
sdAb > FabfHET T~ > 2{E |VSSQGTLVTVSSsggpALFKSSFPpgsiwelkkdvyvveld
S Bk wypdapgemvvltcdtpeedgitwtldgssevigsgktltiqvkefgdagq
ytchkggevlshsllllhkkedgiwstdilkdgkepknktflrceaknysgrf
tewwlttistdltfsvkssrgssdpqgvtcgaatlsaervrgdnkeyeysvec
gedsacpaaceslpievmvdavhklkyenytssffirdiikpdppknlqlk
plknsrqvevsweypdtwstphsyfsltfcvqvqgkskrekkdrvftdkts
atvicrknasisvraqdryyssswsewasvpcsggggsggggsggggsrn
Ipvatpdpgmfpclhhsgnllravsnmlgkarqtlefypctseeidheditk
dktstveaclpleltknesclnsretsfitngsclasrktsfmmalclssiyedl
kmyqvefktmnakllmdpkrqifldgnmlavidelmqalnfnsetvpgk
ssleepdfyktkiklcillhafriravtidrvmsylnassggpALFKSSFP
PgsgegesgeeesgeeeseeegseggesegggsQSVLTQPPSVS
GAPGQRVTISCSGSRSNIGSeTVKWYQQLPGTAPK
LLIYYNDQRPSGVPDRFESGSKSGTSASLAITGLQA
EDEADYYCQSYDRYTHPALLFGTGTKVTVLgqgpka
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apsvtlfppsseelqankatlvclisdfypgavtvawkadsspvkagvettt
pskgsnnkyaassylsltpeqwkshrsyscqvthegstvektvaptecs**
41-194 BHASEQ ID NO: 41-194
195 MMP14_1 GPAGLYAQ
196 MMP9_1 GPAGMKGL
197 FAPa_1 PGGPAGIG
198 CTSL1_1 ALFKSSFP
199 CTSL1 2 ALFFSSPP
200 ADAMI17_1 LAQRLRSS
201 ADAMI17_2 LAQKLKSS
202 ALU30-1 GALFKSSFPSGGGPAGLYAQGGSGKGGSGK
203 ALU30-2 RGSGGGPAGLYAQGSGGGPAGLYAQGGSGK
204 ALU30-3 KGGGPAGLYAQGPAGLYAQGPAGLYAQGSR
205 ALU30-4 RGGPAGLYAQGGPAGLYAQGGGPAGLYAQK
206 ALU30-5 KGGALFKSSFPGGPAGIGPLAQKLKSSGGS
207 ALU30-6 SGGPGGPAGIGALFKSSFPLAQKLKSSGGG
208 ALU30-7 RGPLAQKLKSSALFKSSFPGGPAGIGGGGK
209 ALU30-8 GGGALFKSSFPLAQKLKSSPGGPAGIGGGR
210 ALU30-9 RGPGGPAGIGPLAQKLKSSALFKSSFPGGG
211 ALU30-10 RGGPLAQKLKSSPGGPAGIGALFKSSFPGK
212 ALU30-11 RSGGPAGLYAQALFKSSFPLAQKLKSSGGG
213 ALU30-12 GGPLAQKLKSSALFKSSFPGPAGLYAQGGR
214 ALU30-13 GGALFKSSFPGPAGLY AQPLAQKLKSSGGK
215 ALU30-14 RGGALFKSSFPLAQKLKSSGPAGLYAQGGK
216 ALU30-15 RGGGPAGLYAQPLAQKLKSSALFKSSFPGG
217 ALU30-16 SGPLAQKLKSSGPAGLYAQALFKSSFPGSK
218 ALU30-17 KGGPGGPAGIGPLAQRLRSSALFKSSFPGR
219 ALU30-18 KSGPGGPAGIGALFFSSPPLAQKLKSSGGR
220 ALU30-19 SGGFPRSGGSFNPRTFGSKRKRRGSRGGGG
221 MMPI14ZE/IFE75] | GPLGLKAQ
222 MMPI14ZE 575 | LPLGLKAQ
223 MMPI14ZE G5 | SPLGLKAQ
224  |MMPI4ZE 5] |QPLGLKAQ
225 MMPI14ZE 575 | KPLGLKAQ
226 MMPI14ZE G5 | FPLGLKAQ
227 MMPI14ZEIFE75] |HPLGLKAQ
228 MMPI14ZE G5 | PPLGLKAQ
229 MMPI14ZERIFE75] | APLGLKAQ
230 MMPI14ZE 5575 | DPLGLKAQ
231 MMPI14ZE G5 | GPHGLKAQ
232 MMPI14ZERFEF5] | GPSGLKAQ
233 MMP14ZEEEEF5] | GPQGLKAQ
234 MMPI14ZE G5 | GPPGLKAQ
235 MMP14ZERFEF5]  |GPEGLKAQ
236 MMP14ZEEEEF75] | GPFGLKAQ
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237 MMPI14ZERFE75] | GPRGLKAQ
238 MMPI14ZEFEFY] | GPGGLKAQ
239 MMPI14ZEFET7Y] | GPAGLKAQ
240 MMPI14ZEIFE75] | LPAGLKGA
241 MMPI14ZEFEFY] | GPAGLYAQ
242 MMPI14ZEFEFY] | GPANLVAQ
243 MMPI14ZEFET7Y] | GPAALVGA
244 MMPI14ZE /575 | GPANLRAQ
245 MMPI14ZE /575 | GPAGLRAQ
246 MMPI14ZEFEFS] | GPAGLVAQ
247 MMPI14ZE /5575 | GPAGLRGA
248 MMPI14ZE/IFE75] | LPAGLVGA
249 MMPI14ZEFET7Y] | GPAGLKGA
250 MMPI14ZEIFE75] | GPLALKAQ
251 MMPI14ZERIFE75] | GPLNLKAQ
252 MMPI14ZE 5575 | GPLHLKAQ
253 MMPI14ZERIFE75] | GPLYLKAQ
254 MMPI14ZE G5 | GPLPLKAQ
255 MMPI14ZE 575 | GPLELKAQ
256 MMPI14ZE 3575 | GPLRLKAQ
257 MMPI14ZE 575 | GPLLLKAQ
258 MMPI14ZEFE75] | GPLSLKAQ
259 MMPI14ZERIFE75] |GPLGLYAQ
260 MMPI14ZE G5 | GPLGLFAQ
261 MMPI14ZE 575 | GPLGLLAQ
262 MMPI14ZEFE75] | GPLGLHAQ
263 MMPI14ZE G5 | GPLGLRAQ
264 MMPI14ZERIFE75] | GPLGLAAQ
265 MMPI14ZE 575 | GPLGLEAQ
266 MMPI14ZE/IFE75] | GPLGLGAQ
267 MMPI14ZE G5 | GPLGLPAQ
268 MMPI14ZERIFET75] | GPLGLQAQ
269 MMPI14ZE G5 | GPLGLSAQ
270 MMPI14ZERIFE75]  |GPLGLVAQ
271 MMPI14ZE S5 | GPLGLKLQ
272 MMPI14ZE G5 | GPLGLKFQ
273 MMPI14ZE 5575 | GPLGLKEQ
274 MMPI14ZE /575 | GPLGLKKQ
275 MMPI14ZERIFE75] | GPLGLKQQ
276 MMPI14ZE /IS5 | GPLGLKSQ
277 MMPI14ZERFE75] | GPLGLKGQ
278 MMPI14ZE 575 | GPLGLKHQ
279 MMPI14ZERIFE75] | GPLGLKPQ
280 MMPI14ZE 575 | GPLGLKAG
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281 MMPI14ZE 575 | GPLGLKAF
282 MMPI14ZE G5 | GPLGLKAP
283 MMPI14ZE 5575 | GPLGLKAL
284 MMPI14ZE /575 | GPLGLKAE
285 MMPI14ZERFE75] | GPLGLKAA
286 MMPI14ZE /5575 | GPLGLKAH
287 MMPI14ZE /5575 | GPLGLKAK
288 MMPI14ZE /5575 | GPLGLKAS
289 MMPI14ZEEFE75] | GPLGLFGA
290 MMPI14ZERIFE75] | GPLGLQGA
291 MMPI14ZE /575 | GPLGLVGA
292 MMPI14ZE/IFE75] | GPLGLAGA
293 MMPI14ZE 5575 | GPLGLLGA
294 MMPI14ZE 3575 | GPLGLRGA
295 MMPI14ZE/IFE75] | GPLGLYGA
296 CTSL1ZE R ALFKSSPP
297 CTSL1ZEfFEF5] SPFRSSRQ
298 CTSL1ZEfFEF5] KLFKSSPP
299 CTSL1ZEfFEF5] HLFKSSPP
300 |CTSLIZEHEEFY SLFKSSPP
301 CTSL1=/& e r5| QLFKSSPP
302 CTSL1ZE R LLFKSSPP
303 CTSL1ZE R PLFKSSPP
304 CTSL1ZE R FLFKSSPP
305 CTSL1ZE 575 GLFKSSPP
306 CTSL1ZE 575 VLFKSSPP
307 CTSL1ZE 575 ELFKSSPP
308 CTSL1ZE 575 AKFKSSPP
309 CTSL1ZEfFEF5] AHFKSSPP
310 CTSL1ZEfFEF5] AGFKSSPP
311 CTSL1ZEfFEF5] APFKSSPP
312 CTSL1ZEfFEF5] ANFKSSPP
313 CTSL1ZE 575 AFFKSSPP
314 CTSL1ZE 575 AAFKSSPP
315 CTSL1ZE 575 ASFKSSPP
316 CTSL1ZE 575 AEFKSSPP
317 CTSL1ZE 575 ALRKSSPP
318 CTSL1ZEfFEF5] ALLKSSPP
319 CTSL1ZEfFEF5] ALAKSSPP
320 CTSL1ZEfFEF5] ALQKSSPP
321 CTSL1ZE 575 ALHKSSPP
322 CTSL1ZE 575 ALPKSSPP
323 CTSL1ZE 575 ALTKSSPP
324 CTSL1ZE 575 ALGKSSPP
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325 CTSL1ZEfFEF5] ALDKSSPP
326 CTSL1ZEfFEF5] ALFFSSPP

327 CTSL1ZEfFEF5] ALFHSSPP
328 CTSL1ZEfFEF5] ALFTSSPP

329 CTSL1ZE R ALFASSPP
330 |CTSLIZEHEEFY ALFQSSPP
331 CTSL1ZE R ALFLSSPP

332 CTSL1ZE R ALFGSSPP
333 CTSL1ZEfFEF5] ALFESSPP

334 CTSL1ZEfFEF5] ALFPSSPP

335 CTSL1ZEfFEF5] ALFKHSPP
336 CTSL1ZEfFEF5] ALFKLSPP
337 CTSL1ZE R ALFKKSPP
338 CTSL1ZE R ALFKASPP
339 CTSL1ZE R ALFKISPP

340  |CTSLIZEEEEFY ALFKGSPP
341 CTSL1ZEfFEF5] ALFKNSPP
342 CTSL1ZEfFEF5] ALFKRSPP
343 CTSL1ZEfFEF5] ALFKESPP
344 CTSL1ZEfFEF5] ALFKFSPP
345 CTSL1ZE R ALFKPSPP
346 CTSL1ZE R ALFKSFPP
347 CTSL1ZE R ALFKSLPP
348 CTSL1ZE R ALFKSIPP

349 CTSL1ZE 575 ALFKSKPP
350 |CTSLIZEHEEFY ALFKSAPP
351 CTSL1ZE 575 ALFKSQPP
352 CTSL1ZE 575 ALFKSPPP
353 CTSL1ZEfFEF5] ALFKSEPP
354 CTSL1ZEfFEF5] ALFKSGPP
355 CTSL1ZEfFEF5] ALFKSSFP
356 CTSL1ZEfFEF5] ALFKSSLP
357 CTSL1ZE 575 ALFKSSGP
358 CTSL1ZE 575 ALFKSSSP
359 CTSL1ZE 575 ALFKSSVP
360 CTSL1ZE 575 ALFKSSHP
361 CTSL1ZE 575 ALFKSSAP
362 CTSL1ZEfFEF5] ALFKSSNP
363 CTSL1ZEfFEF5] ALFKSSKP
364 CTSL1ZEfFEF5] ALFKSSEP
365 CTSL1ZE 575 ALFKSSPF
366 CTSL1ZE 575 ALFKSSPH
367 CTSL1ZE 575 ALFKSSPG
368 CTSL1ZE 575 ALFKSSPA
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369 CTSL1ZEfFEF5] ALFKSSPS
370 CTSL1ZEfFEF5] ALFKSSPV
371 CTSL1ZEfFEF5] ALFKSSPQ
372 CTSL1ZEfFEF5] ALFKSSPK
373 CTSL1ZE R ALFKSSPL
374 CTSL1ZE R ALFKSSPD
375  |MMP7 KRALGLPG
376  |MMP7 (DE)SRPLALWRS(DR)8
MMP9 PR(S/T)(L/1)(S/T)
378  |MMP9 LEATA
379  |MMPI11 GGAANLVRGG
380 |MMP14 SGRIGFLRTA
381 MMP PLGLAG
382 |MMP PLGLAX
383 |MMP PLGC(me)AG
384 |MMP ESPAYYTA
385 |MMP RLQLKL
386 |MMP RLQLKAC
387  |MMP2 > MMP9 > EP(Cit)G(Hof)YL
MMP14
388 PRI AESE HUAEER  |SGRSA
G B T-(uPA)
389 | FRMESAEAEEH AR | DAFK
SE1 B 1-(uPA)
390 PRI AESE H5EER | GGGRR
G B T-(uPA)
391 BBEAS R GFLG
392 aisE i ALAL
BBEAS AR FK
KH4%ZE O BSB NLL
395 4HAREH D PIC(Et)FF
396 ‘A% E H K GGPRGLPG
397 AR DR HSSKLQ
398 AR DR HSSKLQL
399 AR DR HSSKLQEDA
400 B HeE ik LVLASSSFGY
401 HIVE ik GVSQNYPIVG
402 CMVZE L i GVVQASCRLA
SEITER F(Pip)RS
404 | RRAR DPRSFL
405 LIS PPRSFL
406 JATCEARE-3 DEVD
407 JATCEARE-3 DEVDP
408 ST EARE-3 KGSGDVEG
409 =ES W GWEHDG
5 98 E(FHHE)
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410

i i

EDDDDKA

411

FAP

KQEQNPGST

412

KRR ZR2

GKAFRR

413

R = Pl

DAFK

414

R = D]

DVLK

415

R = D]

DAFK

416

TOP

ALLLALL

417

GPLGVRG

418

IPVSLRSG

419

VPLSLYSG

420

SGESPAYYTA

421

WW(0757

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSsggpALFKSSFPpgsrvipvsgparclsqsr
nllkttddmvktareklkhysctaedidheditrdqtstlktclplelhknescl
atretssttrgsclppgktslmmtlclgsiyedlkmyqtefqainaalqnhnh
qqiildkgmlvaidelmgslnhngetlrgkppvgeadpyrvkmklcillha
fstrvvtinrvmgylssasggpALFKSSFPpgsggggsggggsgeeg
sgggesgegesggggsQSVLTQPPSVSGAPGQRVTISCS
GSRSNIGSNTVKWYQQLPGTAPKLLIYYNDQRPS
GVPDRFSGSKSGTSASLAITGLQAEDEADYYCQS
YDRYTHPALLFGTGTKVTVLggggsggegsggggsQVQ
LVESGGGVVQPGRSLRLSCAASGFTFSSYGMHW
VRQAPGKGLEWVAFIRYeGSNKYYAeSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYYCKTHGSHD
NWGQGTMVTVSS

422

WWO0610

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRF
TISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSSSGGPALFKSSFPPGSCDLPQTHN
LRNKRALTLLVQMRRLSPLSCLKDRKDFGFPQEK
VDAQQIKKAQAIPVLSELTQQILNIFTSKDSSAAW
NTTLLDSFCNDLHQQLNDLQGCLMQQVGVQEFP
LTQEDALLAVRKYFHRITVYLREKKHSPCAWEV
VRAEVWRALSSSANVLGRLREEKSGGPALFKSSF
PPGSEVQLVESGGGLVQPGNSLRLSCAASGFTFSK
FGMSWVRQAPGKGLEWVSSISGSGRDTLYAESV
KGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSS
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en"
nonEnglishFreeTextLanguageCode="zh" dtdVersion="VI1_3" fileName="C249911SEQA. xml"
sof twareName="WIPO Sequence" softwareVersion="2.2.0" productionDate="2022-11-
10">
<{Applicationldentification>
<IPOfficeCode>TW</IPOfficeCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>
</Applicationldentification>
<ApplicantFileReference>761146. 131610</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/234, 001</ApplicationNumberText>
<FilingDate>2021-08-17</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh"> % 4% A 74 % /> 3] (WEREWOLF THERAPEUTICS,
INC. )</ApplicantName>
<ApplicantNameLatin>WEREWOLF THERAPEUTICS, INC.</ApplicantNameLatin>
<InventionTitle languageCode="zh">% ¥ %! 4 hts ;% % AT % A PD-1/PD-L1 &% %
</InventionTitle>
<SequenceTotalQuantity>448</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>528</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 528</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql">
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202320838

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPALFKS
SFPPGSEVQLVESGGGLVQPGNSLRLSCAASGE TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSSGGPALFKS
SFPPGSEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRDNA
KNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPY
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSC</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>528</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 528</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPGPAGL
YAQPGSEVQLVESGGGLVQPGNSLRLSCAASGE TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSSGGPGPAGL
YAQPGSEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRDNA
KNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPY
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSC</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>528</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 528</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q3">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPGPAGL
YAQPGSEVQLVESGGGLVQPGNSLRLSCAASGE TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCT IGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGG
SGGGGSEVQLVESGGGLVQPGGSLRLSCAASGF TFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRDNA
KNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPY
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSC</ INSDSeq_sequ
ence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>528</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 528</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPALFKS
SFPPGSEVQLVESGGGLVQPGNSLRLSCAASGE TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCT IGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGG
SGGGGSEVQLVESGGGLVQPGGSLRLSCAASGF TFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRDNA
KNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPY
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSC</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT I TCKAREKLWSAVAWYQQKPGKAPKSLIYSASFRYSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQYYTYPYTFGGGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>613</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 613</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPALFKSSFPPGSRNLPVATPDPGM
FPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSEEIDHED I TKDKTSTVEACLPLELTKNESCLNSRETSF I TNGSCLASR
KTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAV IDELMQALNFNSETVPQKSSLEEPDFYKTKIK
LCILLHAFRIRAVT IDRVMSYLNASSGGPALFKSSFPPGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSQSVLTQPPSY
SGAPGQRVTISCSGSRSNIGSNTVKWYQQLPGTAPKLLIYYNDQRPSGVPDRF SGSKSGTSASLAITGLQAEDEADYYCQ
SYDRYTHPALLFGTGTKVTVLGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKG
LEWVAF IRYEGSNKYYAESVKGRFT I SRDNSKNTLYLQMNSLRAEDTAVYYCKTHGSHDNWGQGTMVTVSS</ INSDSeq
_Sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>598</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 598</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q7">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>RNLPVATPDPGMFPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSEE IDHED I TKDKTSTVEA
CLPLELTKNESCLNSRETSF I TNGSCLASRKTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAVID
ELMQALNFNSETVPQKSSLEEPDFYKTK IKLCILLHAFRIRAVT IDRVMSYLNASSGGPALFKSSFPPGSEVQLVESGGG
LVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRET I SRONAKTTLYLQMNSLRPED
TAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGESQSVLTQPPSVSGAPGQRVTISCSGS
RSNIGSNTVKWYQQLPGTAPKLLIYYNDQRPSGVPDRF SGSKSGTSASLAITGLQAEDEADYYCQSYDRYTHPALLFGTG
TKVTVLGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGF TF SSYGMHWVRQAPGKGLEWVAF IRYEGSNKY
YAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCKTHGSHDNWGQGTMVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPGPAGLYAQPGSRNLPVATPDPGM
FPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSEEIDHED I TKDKTSTVEACLPLELTKNESCLNSRETSF I TNGSCLASR
KTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAV IDELMQALNFNSETVPQKSSLEEPDFYKTKIK
LCILLHAFRIRAVT IDRVMSYLNASSGGPGPAGLYAQPGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSQSVLTQPPSY
SGAPGQRVTISCSGSRSNIGSNTVKWYQQLPGTAPKLLIYYNDQRPSGVPDRF SGSKSGTSASLAITGLQAEDEADYYCQ
SYDRYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPS
KQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q9">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPGPAGLYAQPGSRNLPVATPDPGM
FPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSEEIDHED I TKDKTSTVEACLPLELTKNESCLNSRETSF I TNGSCLASR
KTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAV IDELMQALNFNSETVPQKSSLEEPDFYKTKIK
LCILLHAFRIRAVT IDRVMSYLNASSGGPGPAGLYAQPGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSQSVLTQPPSY
SGAPGQRVTISCSGSRSNIGDETVKWYQQLPGTAPKLLIYYNDQRPSGVPDRF SGSKSGTSASLAITGLQAEDEADYYCQ
SYDRYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPS
KQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGEF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCT IGGSLSVSSQGTLVTVSSSGGPALFKSSFPPGSRNLPVATPDPGM
FPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSEE IDHED I TKDKTSTVEACLPLELTKNESCLNSRETSF I TNGSCLASR
KTSFMMALCLSSTYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAVIDELMQALNFNSETVPQKSSLEEPDFYKTKIK
LCILLHAFRIRAVTIDRVMSYLNASSGGPALFKSSFPPGSGGGGSGGGGSGGGESGGGESGGGGSGEEGSQSVLTQPPSY
SGAPGQRVTISCSGSRSNIGSNTVKWYQQLPGTAPKLLTYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYCQ
SYDRYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPS

KQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>895</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 895</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence> IWELKKDVYVVELDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLTIQVKEFGD
AGQYTCHKGGEVLSHSLLLLHKKEDG IWSTDILKDQKEPKNKTFLRCEAKNY SGRFTCWWLTT I STDLTFSVKSSRGSSD
PQGVTCGAATLSAERVRGDNKEYEYSVECQEDSACPAAEESLP IEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLK
PLKNSRQVEVSWEYPDTWSTPHSYFSLTFCVQVQGKSKREKKDRVE TDKTSATVICRKNASTSVRAQDRYYSSSWSEWAS
VPCSGGGGSGGGGSGGGGSRNLPVATPDPGMEPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSEE IDHEDI TKDKTSTVE
ACLPLELTKNESCLNSRETSF ITNGSCLASRKTSFMMALCLSSTYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAVI
DELMQALNFNSETVPQKSSLEEPDFYKTK IKLCILLHAFRIRAVT IDRVMSYLNASSGGPGPAGLYAQPGSEVQLVESGG
GLVQPGNSLRLSCAASGF TFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPE
DTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGEEGSGEEESEEEGSGEEESASVLTQPPSVSGAPGQRVT ISCSG
SRSNIGSNTVKWYQQLPGTAPKLLIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYCQSYDRYTHPALLFGT
GTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLS

LTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>306</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 306</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> INELKKDVYVVELDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLTIQVKEFGD
AGQYTCHKGGEVLSHSLLLLHKKEDG IWSTD I LKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT ISTDLTFSVKSSRGSSD
PQGVTCGAATLSAERVRGDNKEYEYSVECQEDSACPAAEESLP IEVMVDAVHKLKYENYTSSFF IRD I IKPDPPKNLQLK
PLKNSRQVEVSWEYPDTWSTPHSYFSLTFCVQVQGKSKREKKDRVFTDKTSATV ICRKNASTSVRAQDRYYSSSWSEWAS
VPCS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>218</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 218</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql3">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAF IRYEGSNKYYAE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCKTHGSHDNWGQGTMVTVSSASTKGPSVFPLAPSSKSTSGGTAALGC
LVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSC</ IN
SDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>425</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 425</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPALFKSSFPPGSCDLPQTHSLGSR
RTLMLLAQMRR I SLFSCLKDRHDFGFPQEEFGNQFQKAET IPVLHEMIQQIFNLF STKDSSAAWDETLLDKFYTELYQQL
NDLEACVIQGVGVTETPLMKEDSILAVRKYFQRITLYLKEKKYSPCAWEVVRAE IMRSF SLSTNLQESLRSKESGGPALF
KSSFPPGSEVQLVESGGGLVQPGNSLRLSCAASGFTF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISR
DNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>427</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 427</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql5">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPPLAQKLKSSPGSCDLPQTHSLGS
RRTLMLLAQMRR I SLF SCLKDRHDFGFPQEEFGNQFQKAET IPVLHEMIQQIFNLFSTKDSSAAWDETLLDKFYTELYQQ
LNDLEACVIQGVGVTETPLMKEDSILAVRKYFQRI TLYLKEKKYSPCAWEVVRAE IMRSFSLSTNLQESLRSKESGGPPL
AQKLKSSPGSEVQLVESGGGLVQPGNSLRLSCAASGFTF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTI
SRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>901</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 901</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EAHKSE AHRYNDLGEQHFKGLVLIAFSQYLQKCSYDEHAKLVQEVTDFAKTCVADESAANC
DKSLHTLFGDKLCA IPNLRENYGELADCCTKQEPERNECFLQHKDDNPSLPPFERPEAEAMCTSFKENPTTFMGHYLHEV
ARRHPYFYAPELLYYAEQYNEILTQCCAEADKESCLTPKLDGVKEKALVSSVRQRMKCSSMQKFGERAFKAWAVARLSQT
FPNADFAEITKLATDLTKVNKECCHGDLLECADDRAELAKYMCENQAT I SSKLQTCCDKPLLKKAHCLSEVEHDTMPADL
PATAADFVEDQEVCKNYAEAKDVFLGTFLYEYSRRHPDYSVSLLLRLAKKYEATLEKCCAEANPPACYGTVLAEFQPLVE
EPKNLVKTNCDLYEKLGEYGFQNAILVRYTQKAPQVSTPTLVEAARNLGRVGTKCCTLPEDQRLPCVEDYLSAILNRVCL
LHEKTPVSEHVTKCCSGSLVERRPCFSALTVDETYVPKEFKAETFTFHSDICTLPEKEKQIKKQTALAELVKHKPKATAE
QLKTVMDDFAQFLDTCCKAADKDTCFSTEGPNLVTRCKDALASGGPALFKSSFPPGSCDLPQTHNLRNKRALTLLVQMRR
LSPLSCLKDRKDFGFPQEKVDAQQIKKAQATPVLSELTQQILNIFTSKDSSAAWNTTLLDSFCNDLHQQLNDLQGCLMQQ
VGVQEFPLTQEDALLAVRKYFHRITVYLREKKHSPCAWEVVRAEVWRALSSSANVLGRLREEKSGGPALFKSSFPPGSEV
QLVESGGGLVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSTSGSGRDTLYAESVKGRFT ISRDNAKTTLYLQ
MNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSHHHHHH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>1365</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1365</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql7">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DAHKSEVAHRFKDLGEENFKALVLIAFAQYLQQCPFEDHVKLVNEVTEFAKTCVADESAENC
DKSLHTLFGDKLCTVATLRETYGEMADCCAKQEPERNECFLQHKDDNPNLPRLVRPEVDVMCTAFHDNEETFLKKYLYEI
ARRHPYFYAPELLFFAKRYKAAFTECCQAADKAACLLPKLDELRDEGKASSAKQRLKCASLQKFGERAFKAWAVARLSQR
FPKAEFAEVSKLVTDLTKVHTECCHGDLLECADDRADLAKY ICENQDSISSKLKECCEKPLLEKSHCIAEVENDEMPADL
PSLAADFVESKDVCKNYAEAKDVFLGMFLYEYARRHPDYSVVLLLRLAKTYETTLEKCCAAADPHECYAKVFDEFKPLVE
EPQNLIKQNCELFEQLGEYKFQNALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCCKHPEAKRMPCAEDYLSVVLNQLCV
LHEKTPVSDRVTKCCTESLVNRRPCFSALEVDETYVPKEFNAETFTFHAD ICTLSEKERQIKKQTALVELVKHKPKATKE
QLKAVMDDFAAFVEKCCKADDKETCFAEEGKKLVAASQAALGLSGGPALFKSSFPPGSCDLPQTHSLGSRRTLMLLAQMR
RISLFSCLKDRHDFGFPQEEFGNQFQKAET IPVLHEMIQQIFNLFSTKDSSAAWDETLLDKFYTELYQQLNDLEACVIQG
VGVTETPLMKEDSILAVRKYFQRITLYLKEKKYSPCAWEVVRAE IMRSF SLSTNLQESLRSKESGGPALFKSSFPPGSDA
HKSEVAHRFKDLGEENFKALVLIAFAQYLQQCPFEDHVKLVNEVTEFAKTCVADESAENCDKSLHTLFGDKLCTVATLRE
TYGEMADCCAKQEPERNECFLQHKDDNPNLPRLVRPEVDVMCTAFHDNEETFLKKYLYEIARRHPYFYAPELLFFAKRYK
AAFTECCQAADKAACLLPKLDELRDEGKASSAKQRLKCASLQKFGERAFKAWAVARLSQRFPKAEFAEVSKLVTDLTKVH
TECCHGDLLECADDRADLAKY ICENQDS I SSKLKECCEKPLLEKSHC I AEVENDEMPADLPSLAADFVESKDVCKNYAEA
KDVFLGMFLYEYARRHPDYSVVLLLRLAKTYETTLEKCCAAADPHECYAKVFDEFKPLVEEPQNLIKQNCELFEQLGEYK
FONALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCCKHPEAKRMPCAEDYLSVVLNQLCVLHEKTPVSDRVTKCCTESLV
NRRPCFSALEVDETYVPKEFNAETFTFHAD ICTLSEKERQIKKQTALVELVKHKPKATKEQLKAVMDDFAAFVEKCCKAD
DKETCFAEEGKKLVAASQAALGL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>426</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 426</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPALFKSSFPPGSCDLPQTHSLGNR
RALILLAQMGR I SHF SCLKDRYDFGFPQEVFDGNQFQKAQATISAFHEMIQQTFNLF STKDSSAAWDETLLDKFY IELFQQ
LNDLEACVTQEVGVEETALMNEDSILAVRKYFQRI TLYLMGKKYSPCAWEVVRAE IMRSFSFSTNLQKGLRRKDSGGPAL
FKSSFPPGSEVQLVESGGGLVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTIS
RDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>426</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 426</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql9">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPALFKSSFPPGSMSYNLLGFLQRS
SNFQCQKLLWQLNGRLEYCLKDRMNFDIPEE IKQLQQFQKEDAALT IYEMLONIFAIFRQDSSSTGWNET I VENLLANVY
HQINHLKTVLEEKLEKEDF TRGKLMSSLHLKRYYGRILHYLKAKEYSHCAWTIVRVEILRNFYF INRLTGYLRNSGGPAL
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FKSSFPPGSEVQLVESGGGLVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTIS
RDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>425</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 425</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPGPAGLYAQPGSCDLPQTHSLGSR
RTLMLLAQMRR I SLFSCLKDRHDFGFPQEEFGNQFQKAET IPVLHEMIQQIFNLF STKDSSAAWDETLLDKFYTELYQQL
NDLEACVIQGVGVTETPLMKEDSILAVRKYFQRITLYLKEKKYSPCAWEVVRAE IMRSF SLSTNLQESLRSKESGGPGPA
GLYAQPGSEVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISR
DNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>553</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5b3</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q21">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGF TFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDT
VRGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSGGGGSGGGGSGGGGSD IQMTQSPSS
LSASVGDRVT ITCKASQNVGTNVGWYQQKPGKAPKALTYSASFRYSGVPSRFSGSGSGTDFTLT ISSLQPEDFATYYCQQ
YYTYPYTFGGGTKVE IKGGGGSGGGGSGGGESGGGESGEGGSGEEGSSGEPGPAGMKGLPGSAPTSSSTKKTQLQLEHLL
LDLQMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKG
SETTFMCEYADETATIVEFLNRWITFCQST ISTLTSGGPGPAGMKGLPGSEVQLVESGGGLVQPGNSLRLSCAASGFTES
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRETISRDNAKTTLYLQMNSLRPEDTAVYYCT IGGSLSVSSQGTL

VTVSSHHHHHH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>553</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5b3</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPGPAGMKGLPGSEVQLVESGGGLV
QPGGSLRLSCAASGFTFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRET I SRDNAKNSLYLQMNSLRAEDTAV
YYCARDSNWDALDYWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT ITCKASQNVGTNVGWYQQKP
GKAPKALTYSASFRYSGVPSRFSGSGSGTDFTLT ISSLQPEDFATYYCQQYYTYPYTFGGGTKVE IKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGEGSSGGPGPAGMKGLPGSAPTSSSTKKTQLQLEHLLLDLQMILNG INNYKNPKLTRMLTFKFYMPK
KATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSI
ISTLTHHHHHH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>557</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 557</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q23">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPALFKS
SFPPGSEVQLVESGGGLVQPGNSLRLSCAASGE TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSSGGPALFKS
SFPPGSEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRDNA
KNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTIT
CKASQNVGTNVGWYQQKPGKAPKALIYSASFRYSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYYTYPYTFGGGT
KVETKHHHHHHEPEA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>559</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 559</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPPLAQK
LKSSPGSEVQLVESGGGLVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRD
NAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSSGGPPLAQ
KLKSSPGSEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRD
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NAKNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSGGGGSGGGGSGGGGSD IQMTQSPSSLSASVGDRVT
ITCKASQNVGTNVGWYQQKPGKAPKALTYSASFRYSGVPSRFSGSGSGTDFTLT ISSLQPEDFATYYCQQYYTYPYTFGG
GTKVEIKHHHHHHEPEA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>591</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 591</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q25">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPPGGPA
GIGALFKSSFPPLAQKLKSSPGSEVQLVESGGGLVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSISGSGRD
TLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCT IGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGG
GGSGGGGSSGGPPGGPAGIGALFKSSFPPLAQKLKSSPGSEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWVRQA
PGKGLEWVAAIDSSSYTYSPDTVRGRFT I SRDNAKNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSGGG
GSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT ITCKASQNVGTNVGWYQQKPGKAPKALTYSASFRYSGVPSRFSGSGSG
TDFTLTISSLQPEDFATYYCQQYYTYPYTFGGGTKVE IKHHHHHHEPEA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
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<INSDSeq_length>444</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 444</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPGPAGM
KGLPGSEVQLVESGGGLVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSSGGPGPAGM
KGLPGQVQLQESGGGLVQTGGSLRLSCTTSGT IFSGYTMGWYRQAPGEQRELVAVISGGGDTNYADSVKGRETISRDNTK
DTMYLQMNSLKPEDTAVYYCYSREVTPPWKLYWGQGTQVTVSSAAAYPYDVPDYGSHHHHHH</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>444</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 444</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q27">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPGPAGM
KGLPGSEVQLVESGGGLVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSSGGPGPAGM
KGLPGQVQLQESGGGLVQEGGSLRLSCAASER IFSTDVMGWYRQAAEKQRELVAVVSARGTTNYLDAVKGRET I SRDNAR
NTLTLOMNDLKPEDTASYYCYVRETTSPWRIYWGQGTQVTVSSAAAYPYDVPDYGSHHHHHH</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>445</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 445</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPGPAGM
KGLPGSEVQLVESGGGLVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSSGGPGPAGM
KGLPGQVQLQESGGGLVQAGGSLRLSCAASGSIFSANAMGWYRQAPGKQRELVAVISSGGSTNYADSVKGRET I SRDNAK
NTVYLQMNSLKPEDTAVYYCMYSGSYYYTPNDYWGQGTQVTVSSAAAYPYDVPDYGSHHHHHH</ INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>553</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5b3</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q29">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPGPAGM
KGLPGSEVQLVESGGGLVQPGNSLRLSCAASGF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSSGGPGPAGM
KGLPGSEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRDNA
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KNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTIT
CKASQNVGTNVGWYQQKPGQAPRLLIYSASFRYSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYYTYPYTFGGGT
KVEITKHHHHHH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>547</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 547</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFCQSIISTLTSGGPGPAGL
YAQPGSEVQLVESGGGLVQPGNSLRLSCAASGE TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDN
AKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSSGGPGPAGL
YAQPGSEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYTLAWVRQAPGKGLEWVAAIDSSSYTYSPDTVRGRFTISRDNA
KNSLYLQMNSLRAEDTAVYYCARDSNWDALDYWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTIT
CKAREKLWSAVAWYQQKPGKAPKSLIYSASFRYSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYYTYPYTFGGGT
KVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
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<INSDSeq_length>906</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 906</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg3l">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGEF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCT IGGSLSVSSQGTLVTVSSSGGPGPAGLYAQPGSIWELKKDVYVVE
LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDGIWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT ISTDLTF SVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATV ICRKNASTSVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRY IPVSGPARC
LSQSRNLLKTTDDMVKTAREKLKHYSCTAEDIDHED I TRDQTSTLKTCLPLELHKNESCLATRETSSTTRGSCLPPQKTS
LMMTLCLGSTYEDLKMYQTEFQAINAALQNHNHQQI ILDKGMLVA IDELMQSLNHNGETLRQKPPVGEADPYRVKMKLCI
LLHAFSTRVVT INRVMGYLSSASGGPGPAGLYAQPGSGGGGSGGGGSGGGGSGEGGSGEEESGGEESQSVLTQPPSVSGA
PGQRVTISCSGSESNIGSNDVKWYQQLPGTAPKLLIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYCQSYD
RYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQS

NNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="32">

<INSDSeq>
<INSDSeq_length>910</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 910</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGEF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCT IGGSLSVSSQGTLVTVSSSGGPGPAGLYAQPGSIWELKKDVYVVE
LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDGIWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT ISTDLTF SVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATV I CRKNASTSVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRNLPVATPDPG
MFPCLHESQNLLRAVSNMLQKARQTLEFYPCTSEE IDHEDI TKDKTSTVEACLPLELTKNESCLNSRETSF I TNGSCLAS
RKTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAVIDELMQALNFNSETVPQKSSLEEPDFYKTKI
KLCILLHAFRIRAVT IDRVMSYLNASSGGPGPAGLYAQPGSGGGGSGGGGSGGGGSGGGESGGGESGGGGSQSVLTQPPS
VSGAPGQRVT ISCSGSESN IGSNDVKWYQQLPGTAPKLLIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYC
QSYDRYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTP

SKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<{SequenceData sequencelDNumber="33">

<INSDSeq>
<INSDSeq_length>906</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 906</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg33">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGEF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCT IGGSLSVSSQGTLVTVSSSGGPGPAGLYAQPGSIWELKKDVYVVE
LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDGIWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT ISTDLTF SVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATV ICRKNASTSVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRY IPVSGPARC
LSQSRNLLKTTDDMVKTAREKLKHYSCTAEDIDHED I TRDQTSTLKTCLPLELHKNESCLATRETSSTTRGSCLPPQKTS
LMMTLCLGSTYEDLKMYQTEFQAINAALQNHNHQQI ILDKGMLVA IDELMQSLNHNGETLRQKPPVGEADPYRVKMKLCI
LLHAFSTRVVT INRVMGYLSSASGGPGPAGLYAQPGSGGGGSGGGGSGGGGSGEGGSGEEESGGEESQSVLTQPPSVSGA
PGQRVTISCSGSRSNIGENTVKWYQQLPGTAPKLLIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYCQSYD
RYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQS

NNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>910</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 910</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGEF TF SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCT IGGSLSVSSQGTLVTVSSSGGPGPAGLYAQPGSIWELKKDVYVVE
LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDGIWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT ISTDLTF SVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATV I CRKNASTSVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRNLPVATPDPG
MFPCLHESQNLLRAVSNMLQKARQTLEFYPCTSEE IDHEDI TKDKTSTVEACLPLELTKNESCLNSRETSF I TNGSCLAS
RKTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAVIDELMQALNFNSETVPQKSSLEEPDFYKTKI
KLCILLHAFRIRAVT IDRVMSYLNASSGGPGPAGLYAQPGSGGGGSGGGGSGGGGSGGGESGGGESGGGGSQSVLTQPPS
VSGAPGQRVT ISCSGSRSN IGENTVKWYQQLPGTAPKLLIYYNDQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYC
QSYDRYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTP

SKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>906</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 906</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q@35%">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPGPAGLYAQPGSIWELKKDVYVVE
LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDG IWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT I STDLTFSVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATVICRKNASISVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRVIPVSGPARC
LSQSRNLLKTTDDMVKTAREKLKHYSCTAED IDHED I TRDQTSTLKTCLPLELHKNESCLATRETSSTTRGSCLPPQKTS
LMMTLCLGSIYEDLKMYQTEFQAINAALQNHNHQQI ILDKGMLVA IDELMQSLNHNGETLRQKPPVGEADPYRVKMKLCI
LLHAFSTRVVTINRVMGYLSSASGGPGPAGLYAQPGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSQSVLTQPPSVSGA
PGQRVTISCSGSRSNIGEETVKWYQQLPGTAPKLLIYYNDQRPSGVPDRF SGSKSGTSASLAITGLQAEDEADYYCQSYD
RYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQS
NNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>910</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 910</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPGPAGLYAQPGSIWELKKDVYVVE
LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDG IWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT I STDLTFSVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATVICRKNASISVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRNLPVATPDPG
MFPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSEE IDHED I TKDKTSTVEACLPLELTKNESCLNSRETSF ITNGSCLAS
RKTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAV IDELMQALNFNSETVPQKSSLEEPDFYKTKI
KLCILLHAFRIRAVTIDRVMSYLNASSGGPGPAGLYAQPGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSQSVLTQPPS
VSGAPGQRVTISCSGSRSNIGEETVKWYQQLPGTAPKLL I YYNDQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYC
QSYDRYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTP
SKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>906</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 906</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q37">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPALFKSSFPPGSIWELKKDVYVVE
LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDG IWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT I STDLTFSVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATVICRKNASISVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRVIPVSGPARC
LSQSRNLLKTTDDMVKTAREKLKHYSCTAED IDHED I TRDQTSTLKTCLPLELHKNESCLATRETSSTTRGSCLPPQKTS
LMMTLCLGSIYEDLKMYQTEFQAINAALQNHNHQQI ILDKGMLVA IDELMQSLNHNGETLRQKPPVGEADPYRVKMKLCI
LLHAFSTRVVTINRVMGYLSSASGGPALFKSSFPPGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSQSVLTQPPSVSGA
PGQRVTISCSGSRSNIGSNTVKWYQQLPGTAPKLLIYYNDQRPSGVPDRF SGSKSGTSASLAITGLQAEDEADYYCQSYD
RYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQS
NNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>910</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 910</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPALFKSSFPPGSIWELKKDVYVVE
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LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDG IWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT I STDLTFSVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATVICRKNASISVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRNLPVATPDPG
MFPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSEE IDHED I TKDKTSTVEACLPLELTKNESCLNSRETSF ITNGSCLAS
RKTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAV IDELMQALNFNSETVPQKSSLEEPDFYKTKI
KLCILLHAFRIRAVTIDRVMSYLNASSGGPALFKSSFPPGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSQSVLTQPPS
VSGAPGQRVTISCSGSRSNIGSNTVKWYQQLPGTAPKLL I YYNDQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYC
QSYDRYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTP
SKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>906</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 906</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g39">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPALFKSSFPPGSIWELKKDVYVVE
LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDG IWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT I STDLTFSVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATVICRKNASISVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRVIPVSGPARC
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LSQSRNLLKTTDDMVKTAREKLKHYSCTAED IDHED I TRDQTSTLKTCLPLELHKNESCLATRETSSTTRGSCLPPQKTS
LMMTLCLGSIYEDLKMYQTEFQAINAALQNHNHQQI ILDKGMLVA IDELMQSLNHNGETLRQKPPVGEADPYRVKMKLCI
LLHAFSTRVVTINRVMGYLSSASGGPALFKSSFPPGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSQSVLTQPPSVSGA
PGQRVTISCSGSRSNIGSETVKWYQQLPGTAPKLLIYYNDQRPSGVPDRF SGSKSGTSASLAITGLQAEDEADYYCQSYD
RYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQS
NNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>910</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 910</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAE
SVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSSGGPALFKSSFPPGSIWELKKDVYVVE
LDWYPDAPGEMVVLTCDTPEEDG I TWTLDQSSEVLGSGKTLT IQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDG IWST
DILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTT I STDLTFSVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQ
EDSACPAAEESLPIEVMVDAVHKLKYENYTSSFF IRDI IKPDPPKNLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFC
VQVQGKSKREKKDRVFTDKTSATVICRKNASISVRAQDRYYSSSWSEWASVPCSGGGGSGGGGSGGGGSRNLPVATPDPG
MFPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSEE IDHED I TKDKTSTVEACLPLELTKNESCLNSRETSF ITNGSCLAS
RKTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIFLDQNMLAV IDELMQALNFNSETVPQKSSLEEPDFYKTKI
KLCILLHAFRIRAVTIDRVMSYLNASSGGPALFKSSFPPGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSQSVLTQPPS
VSGAPGQRVTISCSGSRSNIGSETVKWYQQLPGTAPKLL I YYNDQRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYC
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QSYDRYTHPALLFGTGTKVTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTP
SKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length/>
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<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
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<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
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<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>

111131042 FEHESE A0202 FBALE - H218E(FIIE)

1113317611-0



202320838

<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="76">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="77">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="78">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="79">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
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<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="80">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="81">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="82">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="83">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="84">
<INSDSeq>
<INSDSeq_length/>
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<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="85">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="86">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="87">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="88">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="89">
<INSDSeq>
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<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="90">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="91">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="92">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="93">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="94">
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<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="95">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="96">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="97">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="98">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="99">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="100">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="101">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="102">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="103">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="104">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="105">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="106">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="107">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="108">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="109">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="110">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="111">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="112">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="113">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
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<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="114">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="115">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="116">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="117">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="118">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
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<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="119">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="120">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="121">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="122">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="123">
<INSDSeq>
<INSDSeq_length/>
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<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="124">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="125">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="126">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="127">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="128">
<INSDSeq>
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<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="129">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="130">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="131">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="132">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="133">
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<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="134">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="135">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="136">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="137">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="138">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="139">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="140">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="141">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="142">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="143">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="144">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="145">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="146">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="147">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="148">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="149">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="150">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="151">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="152">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
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<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="153">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="154">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="155">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="156">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="157">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
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<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="158">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="159">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="160">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="161">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="162">
<INSDSeq>
<INSDSeq_length/>
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<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="163">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="164">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="165">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="166">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="167">
<INSDSeq>
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<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="168">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="169">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="170">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="171">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="172">
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<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="173">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="174">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="175">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="176">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="177">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="178">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="179">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="180">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="181">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="182">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="183">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="184">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="185">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="186">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="187">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="188">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="189">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="190">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="191">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
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<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="192">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="193">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="194">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="195">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql95">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPAGLYAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="196">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPAGMKGL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="197">
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<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql97">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PGGPAGIG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="198">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql98">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALFKSSFP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="199">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql99">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALFFSSPP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="200">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q200">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LAQRLRSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="201">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q201">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LAQKLKSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="202">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q202">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GALFKSSFPSGGGPAGLYAQGGSGKGGSGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="203">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q203">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RGSGGGPAGLYAQGSGGGPAGLYAQGGSGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="204">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q204">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>KGGGPAGLYAQGPAGLYAQGPAGLYAQGSR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="205">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q205">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RGGPAGLYAQGGPAGLYAQGGGPAGLYAQK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="206">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q206">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KGGALFKSSFPGGPAGIGPLAQKLKSSGGS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="207">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q207">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGPGGPAGIGALFKSSFPLAQKLKSSGGG</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="208">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q208">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RGPLAQKLKSSALFKSSFPGGPAGIGGGGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="209">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q209">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGALFKSSFPLAQKLKSSPGGPAGIGGGR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="210">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q210">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RGPGGPAGIGPLAQKLKSSALFKSSFPGGG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="211">
<INSDSeq>
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<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q211">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RGGPLAQKLKSSPGGPAGIGALFKSSFPGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="212">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q212">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RSGGPAGLYAQALFKSSFPLAQKLKSSGGG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="213">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q213">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGPLAQKLKSSALFKSSFPGPAGLYAQGGR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="214">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q214">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGALFKSSFPGPAGLYAQPLAQKLKSSGGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="215">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q215">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>

111131042 FEH5E A0202 B798 - #£2185(FIIE) 1113317611-0



202320838

</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RGGALFKSSFPLAQKLKSSGPAGLYAQGGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="216">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q216">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RGGGPAGLYAQPLAQKLKSSALFKSSFPGG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="217">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q217">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGPLAQKLKSSGPAGLYAQALFKSSFPGSK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="218">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q218">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>KGGPGGPAGIGPLAQRLRSSALFKSSFPGR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="219">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q219">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KSGPGGPAGIGALFFSSPPLAQKLKSSGGR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="220">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q220">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGFPRSGGSFNPRTFGSKRKRRGSRGGGGL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="221">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q221">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="222">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q222">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LPLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="223">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q223">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SPLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="224">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q224">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QPLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="225">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q225">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KPLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="226">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q226">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FPLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="227">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q227">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HPLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="228">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q228">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PPLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="229">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q229">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="230">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q230">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DPLGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="231">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q231">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPHGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="232">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q232">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPSGLKAQ</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="233">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q233">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPQGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="234">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q234">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPPGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="235">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q235">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPEGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="236">
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<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q236">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPFGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="237">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q237">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPRGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="238">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q238">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPGGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="239">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q239">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPAGLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="240">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q240">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

111131042 FEH5E A0202 $958 - H2188(FIIE) 1113317611-0



202320838

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LPAGLKGA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="241">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q241">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPAGLYAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="242">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q242">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPANLVAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="243">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q243">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>GPAALVGA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="244">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q244">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPANLRAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="245">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q245">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPAGLRAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="246">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q246">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPAGLVAQ</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="247">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q247">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPAGLRGA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="248">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q248">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LPAGLVGA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="249">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q249">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPAGLKGA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="250">
<INSDSeq>
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<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q250">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPLALKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="251">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q251">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPLNLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="252">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg252">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPLHLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="253">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg253">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPLYLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="254">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q254">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPLPLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="255">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q25h">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPLELKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="256">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg256">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPLRLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="257">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q257">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>GPLLLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="258">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q258">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPLSLKAQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="259">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg259">
<INSDQualifi