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SEQUENCE LISTIKZ
Applicant: Diatech Pty Litd
Title of Irvention: V-likve domain pinding molccules

Prior Applicaticrn Number: PP2I10

Prior Applicaticn Filing Date: 1928-03-0¢

Number of SEQ ID NOs: 138

Softwarc: Patentln Ver. 2.1
SEQ ID NO: 1

Length: 6

Type: PRT

Organism: Homo sapiens
Sequence: 1

Met Tyr Pro Pro Pro Ty:
1 5

SEQ ID NC: 2
Length: 54
Tyoe: DHA

Crganisrm: Artificial Sequence

Feature:

Other information: Description of Artificial Seguence:

Oligonucleotide BCR primer

Sequence: 2

4813656

ttattactcg cggoccagec ggccatggce goaatgeoacyg tggeoocecagee tget

B2 2011.11.9
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SCEQ TD NO: 3
Length: 50
Type: DNA

Organism: A-tificial Sequence

Feature:
Othex informat-cn: Description of Artific-al Sequence:

Oligonucleotide PCR primer

Sequence: 3

ttattactcg cogocaagon ggoeatgygoc goaatgoacg tggo-cagcoc tyctgtagte

SEQ ID NG: 4
Length: 45
Type: DNA

Urganism: Artificial Secguence

Feature:
Dther informaticen: Description of Artificlial Seguence:

Oligonuclectide PCR primer

Segquence: 4

ctcacagtg cacaggcaal gcacgiggcc cagcctgctg tggta

SER ID MO: 5
Length: 39
Type: DHA

Organism: Artificial Sequence

Feature:
Other informatign: Description of Artificial Seguence:

Oligonucleotide PCR primer

Sequence: S

tctcacagty cacadgcaat gcacgtggocc cagcctget

B2 2011.

60

45
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sEQ 1D U0 £
Lengtih: £3
Tvpe: DIA

1

Organism: Artificlal Sequence

JP 4813656 B2 2011.

Other “nformatlcon: Description =2f Artificial Seguence:

l=zotide PCE primor

9
b
e
£
8]
Il
&
]

Sequence: @

grocadoegg ordadttoge aatgr=ogig goctagocoty

SEQ ID uo:
_ength: 6f
Type: DHA

Organism: Nrtifizial Seguence

Fesature:

zlg 13

Other informaticn: Descriptien c¢f Artificial Sequence:

Oligcnucleotide PCR primer

Sequence! 7

gcagectaata cgactcacta taggaacaga ccaccatgga cotggencag ccotgctgtgg 60

SEQ ID NO: @
Length: 42
Type: DNA

Organism: Arcificial Seguence

Feature:

Cther information: Description of Artificial Seguence:

Cligonucleotide PCR primesx

Sequence: §

atctgecggee gctacataaa tetgggtace gttgecgatg cc 42
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320 ID NO: &
Lengtn: €8
Type: DNA

Organism: Artificial Sequence
Fecature:
Otner information: Description of Artificial Scoucnce:

Cligonucleotics FCR primers

Seguenco: B

(3

geoigaattcl gatcadgtgal ggtgatggta atgtgoggoc gcgtcagaat ctgggcacygg 60

“Ictgyg [333]

SEQ ID WD: 10
Lerngth: 51
Type: DNA

Organism: ArtiTicial Sequence

Feature:
Other irfermaticn: Descrintion ¢f Artificial Seguence:

Cligonucleotide PCR prime:

Sequence: 10

goochtggge cgggagstgg tatacttcag tggcgaggge aggtotgtgt g 51

SEQ ID RO: 11
Length: 49
Type: DHA

Urganrism: Avtificial Sequence

Feature:
Other information: Descripticn of Artificial Seguence:

Oligenuclectide PCR primer

11.9

10

20

30



[

10

JP 4813656 B2 2011.

11.9

10

Sequence: 1

cgagggcegg Totutgtggy tracggtgna cgtgaacctco tocooggag i3

SCp ID MNOo: 17

Length: 51

Type: DHA

Craanzsm: Artifizial Secuence

Feature:

Oviher :nformation: Description of Artificial Ssquence:
Cligonuclectice PCF prime:r

sequenceo: 12

cgrgaaccts tocecggagt tocagteateo ctegragatyg ctggoctcac o 51

SED 10 WO: 13
Lengtn: 84
Typ=: DHA

Organism: Artificial Sequence

1)

2alture:

Other infcrmation: Descriplien of Artificial Secguence:

=]
o«

30

Ciigenucleetide FCR primer

Sequence! 13

agrtttgtygt ytuoagtatgoe agelggotgo aagaatttet tetggaagac tttcacatce 6C

tgtgecactg aggteococgggt gaca

SEQ ID ND: 14
Length: 84
Typ=: LN&

Orgenism: Art-ficial Sequence

Feature:

Cther information: Description of Artificial Sequence:

Cligonuclectide PCR primer

g4
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Sequence: 14
crgggzaceg ttgccoatgo cacaggaltgt gaaagtettc cagaagaaat tettgcagce 650

agcotocace ttgcacatgs agag B4

SEQ ID HS: 15
Length: 75
Tywe: DNA

Crganism: Artificial Sequence

Feature:
Other Information: Description of Artificial Seguencze:

Oligonueleotide PCR primer

Sequence: 15
agoctttgtgt gtyagtatge ageotggesge aagaatnnkn nknnknnknn knnkacatcz 60

r

rtgrgocactyg aggta 75

S5EQ ID NO: 19

Tength: 75

¢

Typ DHA

Orgsniem: Artificlzl Sequence

Fearure:
Other information: Description of Artificial Sequence:

Cligonucleotide 2CR primer

T

Segquence: 1
ctgggtaceyg tTgccgatge cacaggatdt mnnmanmnnm nnmnnmanat tcettgcagec 66

agcctcecace Ligoa 75

SFQ TID NG: 17
Length: 21
Type: DNA

Ozganism: Artificial Sequence
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Feature:
Cther infornation: Description of Artilicizl 3Segusnce:

Dligenuclectide PCR praimer

Seguence: 17

glaggttyuc goacagactt = e

SeR LD NOos B
Length: €5
Type: DHA

Crganism: Artificial Seguence

Foature:
Cther informatiou: Descripltion oI Arztificis

O_lgonucleotide PCR primer

Seguence: 18
gaagtctytg cggraaccta ccocgtatgac gtteooggart acgocctaga rtgattzcate &0

tgcacy &g

SEZ ID NQ: 19
Lengtn: 78
Type: DKA

Crganism: Artificial Sequence

Feature:
Qther information: Description of Artificia’ Seguence:

Oligonucleotide PCR primer

Saguence: 1%
gocagottty tgbgtoagta tgocaghgge tacaccatcy ggoogiactg catgggegte 66

cgggtgacag tgcttegg 78
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SE¢ 1D KO: 20
Tength: €0
Tvpe: LKA

Organism: Artificial Ssguence

Feature:

ther nformation: Description of Artificial Secguence:

Q

Cligenucleotide PCR primer

Seguence: 20

4813656 B2 2011.11.9

rgtygryggeay ceatcaacat gggyocggtgygc atcacctitoo Lagatygdatlo caltcoiguacg 60

SEQ ID HO: 21
Length: 60
Type: DNA

Organism: Artificicl Seguence
Feature:
Other informaticn: Description of Artificial Sequcnce:

Oligonuclectide ECR primer

Sequence: 21

atctaggaag gtcatgccac cgoccatgts gatggotgcce goacagactt cagtcaccotg 60

]
fu]

SEQ ID NO:
Length: BbY
Type: DHA

Organism: Artificial Seguencs

Feature:
Other infeormation: Description of Artificial Seguence:

Oligonucleotide PCR primer
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Segquence: 22
cagecegtgg cogoactogt agtayggacge gtagatsgtc gagtccacct tgcagatgta £

gagtccoygsT 63

()
[FS)

SEQ 1D HC:
Lergth: 72
Type: DRA

Organism: Artificial Seguence

Feature:
Other information: Description of Artificial Secuence:

Cligyounucleolide PCR primer

Sejqucnce: 3
aatctgggta cogttgocga tgocggagte atagecgtac coctooogtgg acagccegty 69

yeugeaclesy ta 72

SEQ I NO: 24
Length: 78
Type: DHA

Organism: Artificial Seguence

Feature:
Other information: Description of Artificial Sequence:

Oligenucleotide PCR primer

Sequence: 24
gueagebitg tgtglgagta tgecagtgga ttcaccttea gttoctacoe catgtccgte 60

cgggtgacag tgothagg 78

S5EQ ID KO: 25
Lengzh: 51
Type: DHNA

Crganism: Artificial Sequence
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Feature:

Other infermatiorn: Desczription of Artificial Sequence:
Oligonucleotide PCR primer

Sequencze: 25

goeatotoag gateosggagg ctogacstac ctavatgats ccotcotgoac g

SED IL WI: 16
Length: G4
Type: LNA

Organism: Artifizial Segucnce

Fzature:
Cther information: Description oF Artificial Sequence:

Oligonucleotide PCR primecr

Scquence: 26

gtaggtcgag cetzoggate cggagatgger tgoogeacag acttcoagtea cctyg

2ZQ ID HOo: 27
Length: &9
Type:; DNA

Cryanlsm: Artificial Sequence
Feature:
Other informaticn: Descripticn of Artificial Seguence:

Cligonucleotide PCR primer

Seguence: 27

34

cacgtccatg tagtagtcotc cctosteogee gegeoagtene cageccacct tgoagatgta 60

gagtcoccogt

SEQ ID HO: 28
Length: 51
Type: DNA

Organism: Artificia. Sequence

69
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Feature:
Othcr infermation: Description of Artitizial Sequence:

Cligonuclectide PCR primer

Sequence: 28

aatctggota zcgttgccga tgcccacgic catgtagrasg beoteocotezst

w

SED ID NO: 2
Length: ©G
Type: DRA

Cryanisn: Ariilicial Seguence
Feature:
Other informaticon: Description of Artificiasl Sequence:

Oligenucleotide PCR primer

Sequence: 23

agctttgtgt gtocagztatgc annknnknnrz nnkrnknnkr nknnkgccac tgagutocug

gtgaca

SEQ 1D MNO: 30
Length: 68
Typ=: DNA

Organism: Artificial Seguence
Feature:
Other information: Descripticn of Artificial Segquenca:

Cligenucleotide PCR primer

Sequence: 30

cacgtggcec agcoctgctgt ggtactggec dageagecgag geatcgecag chttghgtgt

gagiatgc

4813656 B2 2011.11.9

6C
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SEQ LD NO:r 21
Length: 66
Type: DNA

Crganism: Azitificial Sequence

Feature:
Otner informatiocn: Description of Artificial Scguence:

CligonuclecTtide PCR primer

Sequence: 31
glgbgtyagl acgogtnonn SONSNNENNS ANSNNSTgcn nsgctactga gghtaghghg 60

accgre oG

[<%)
ra

SEQ 1D NO:
Length: 73
Tvpe: DKA

Organism: Artificlal Sequence

Feature:
Cther information: Description cf Artificial Scgucnce:

Cligenuclestide PCR prime:
Seguencc: 32
gccagetttg tgtgtgagta tgcannsnnk nnknnknnkn nknnkggegt cogggtgaca 60

gtgcttcagge agg 73

SEQ ID HO:

L]
[#8)

Length: 82
Type: DNA

Organism: Artificial Sequence

Feature:
Cther information: Dezcripticn of Artificial Seguence:

Oligornucleotide PCR Primer

11.9
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=

Seguance: 33
gecagetttg ~qtgrgagrta tgeanninnk nnxnnknnkn nknrknnktg cnnkgcegte 60

cgggtganag tacttioggoa gg 2

SED ID HO: 34
Length: £2
Typ=: DHA

Organism: Artificial Sequernce

Feature:
Other information: Descriptiocn of Artificial Seguencs:

Cligonucleotide PCR Primer

Sequenca: 4
gecagetttg tgtgtgagha tgcannknnk ywynnkywyn nknnkywytyg cnnkggegte 60

cgggtgacag tocticggca gg 82

SEQ ID NO: 32
Length: 70
Type: DRA

Organism: Arzificial Sequence

Feature:
Otzer information: Description of Artificial Scguence:

Oligonunleotide PCR primer

Seguence: 33
gccagoetitg tgtgtgagta tgcateteca ggonnknnkn nknnkgsocg ggtgacagtg 60

clticygcagg 70

SEQ ID NO: 36
Length: 70
Type: DRA

Organism: Artificial Seguence
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Feature:
Other information: Description of Artificial sSeguence:

Oligonuclectide PCR primer

Sequence: 3o
gocagotttg tgigigagta tgaeatctcca goennktgen nknnkgtoocg ggtgacagtg 6C

cttcgocagg 74

SED ID EO: 37
Lengtl: 68

Tyoe: DHA

Organizm: Artificial

A
10
Wt
=
s
=
|
b

Feature:
Other information: Description of Artificial Sequence:

Oligenucleotide PCR primer

Segyuence: 37
gtogactgaag tectotgoggs azcctasnnk nnikgggnnkyg agligacclt cctagatgat 60

tccatcty 68

SEQ ID NO: 38
Length: 30
Type=: DNA

Organism: Artoticial Seguence

Feature:
Other _nformaticon: Lescripticn of Artificial Sequence:

Oligonucleotide PCR primer

Sequence: 3E

gtaggttgoe gcacagactt cagtcacctg 30
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SEQ 1D NC: 39
Length: 68
Type: DHNA

Orgenism: Artificial Sequence

Feature:
Other informaticn: Description of ArtiZfizial Seguence:

Cligonucicotide PCR promer

Sequence: 39

Jtgactgasg tctgtgoggcs algctacnnk nnkoggnnkyg agttgaccts cctagatgat

tocatotg

SEQ ID HG: 4G
Length: 30
Type: DNZ

Crganism: Artificial Seguenca

Fezture:
Other infermation: Description of Artificlal Sequence:

Gligonucleotide PCR primer

Secuence: 40

gtagcatgoc gocacsgactt caglcacctg

SEQ ID NO: 41
Length: 9
Type: DHNA

Crganism: Aztificial Seuuence

Feature:
Other infermation: Description of Artificial Seguence:

Oligonucleotide PCR primer

oo

5y
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Sequence: 41
ctggytaccy ttgccgatys criiuuiniuinl MANMADRUIGR RATNDmnnct ccaccttgea GU

gatgtagag 69

SEQ ID HO: 42
Length: &7
Typer DIA

Organism: Artificial Seguence

Feature:
Other information: Description of Artiticial Secuence:

Cligonucleotide PFCR primer

Seguence: 42
aggtogaann snnsrnsnns nnsnnsblygcn NSTASNRSHO SNANSNNSKNS ggcatcqggeca &0

zcggtac 67

i
(%]

SEQ ID NO:
Lengtih: 78
Type: DNA

Crganism: Artificial Sequence

Feature:
Ocher information: Description of Artiticial Seyuence:

Cligonuclectide PCR primer

Sequence: &3
aatctgggta cegtbgoega fgoocmnnman nnociimonm nnmMANmMRnmn nmoncacett 60

gcagatgtag agtccegt 78

SEQ ID NO: 44
Length: 23
Typc: DHNA

Organism: Artificial Sequence
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Feature:
Othcr information: Descripticon of Artificial Sequence:

Cligonucleotide PCR primer

Seguenve: 44
aatctgggra cogttgecga Cgoccadniin MNINMOLRMEODNDM DOMCAMNRRL nanmnnmnh 60

mrormnetcc acottgraga tgtacagtoco cgt &3

SEQ ID Ho: 45
Length: 81
Type: DEA

Crganism: Artificial Sequence

Feature:
Othar informatior: description of Artificial Sequence:

Gligonucleotide PCR primer

Seguence: 45
aatoctgggtra cegttgeocga tgocommamnn menmnngeam noomnmmunnms nuennmoncac €0
cttygcagatg tagagtcccg t 81

SEQ ID ND: 416
Length: 87
Type: DNA

Organism: ArtiZicial Seguence

Feature:
ther infermaticn: Description of Artificial sequence:

Qligonucieotide PCR primerx

Sequence: 45
aatctgggta ccglttgeocga tgoocmnnmnn mNIUMNNmnng camnnmniamn amnnmonmnn &0

mnncaccttg cagatgtaga gtcoogt B7
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5EQ ID NO: 47
Length: 98
Type: DHNA

Crganism: Artificial Seguence

Feature:
Other infermation: Descriptien cof Artificial Sequence:

Oligonucleolide PCR primer

Segquence: 47
aatctgggta cogbtgecga tgemmnnmnn MRIMADTEOM SBLOCAMNINAN NG TN

mnnmnnmnnm nomnhcacct tgcagatgta gagtcccegt

SEQ ID HNOo: 438
Lerngth: 87
Type: DNA

Organism: Artificial Seguence

Feature:
Other intormation: Description of Artificial Secuence;

Oligcrucleotica POR primer

Seguence: 148
aatoetygggta cogligcorya tgooIWwrmnn mnnmhnmnng camnamnbic. hinnmcnnmnn

MNNCECCctLyg vdyatgtaya gLooegt

SEQ ID NO: 49
Langth: 70
Type: DNA

Crganism: Artificial BSequence

feature:
Other infermaticr: Description of Artificial Sequence:

Oligonuclectide PCR primer

)]
-

0
o

60
87

11.9
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Sequence: 49
stgcazgtygg cccajoctge tgtggigotg gocagcagocs gtggratcogo cagoctttgtg 60

tgtgaatatg tao

SEQ ID NHO: 50
Length: 77
Type: DHA

Crganism: Artificial Sequence

Feature:
Guhier information: Description of Artificial Sequence:

Olzgonuclesticde PCR primer

Seguence: 50
groagotitg tgtgtgaata tgogtotugo tataccalog gococgtactg catgggtgtg €0

cgbtgtganceg tgoctgrog 77

n
=

SEQ ID MHO:
Length: 54
Type: DNA

Crganism: Artifticial Ssquence

Feature:
Other irformation: Descripticn of Arvificial Secguenco:

Cligonuzlectide PCR primerx

Seguence: 51

gtgcgtgtga ccgtgetgeg Tcaggoggat agocaggtga cogaagtttg cgeg 54

3EQ ID HO: 52
Length! 75
Type: DHNA

Orgarisr: Artificial Sequence

11.9
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Feature:
Cther informetion: Description of Artificial Sequence:
Oligonuclicotide PCK primer

Seguence: 52
caggtgaccyg aagtttgcge ggeagegate aacatgygyug giggoatcac cltcoctggat 60

gattceocatct goroo 75

SEQ ZD NZ: 53
Length: €8
Tywp=: DEA

Organiam: Artificial Ssguence

Feature:
Other i1nformation: Description of Artificial Seguenca:

Gligonuclectide POR primer

Sequence: 53
cagacoctyy atggteaggt Lcacclggit accgciggag ghtgcocggtgo agatggaatc 80

atcocadg 56

SEQ 1D NO: 54
Length: 57
Type: DNA

Organism: Art:ficial Sequence

Feature:
Other information: Descrioption cf Artificial Segusnce:

Cligcrnucleotide PCR primer

Seguence: 4

cactttgeag atgtarcagac cggtatccat ggcacgcaga coctggatygy tcaggtt 37

11.9
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SEQ ID HO: 55
Lengtlhi: 56
Typa: DNA

Urganism: Artificial Sequence
Feature:
Other Information: Description uf Artificial Secguenco:

Oligonuslectide PCR primer

Seqguenue: 5t

raggecatgs crgoattngt aataagacgo atagatyuly ctatccactt tgcagasgta 60

cagacc

n
[4h

SEQ ID NC:
Lengtk: 6%
Typc: DNA

Organiam: Artificial Seguence

Feature:
Gther infcrmation: Description of A-tificial Seguence:
Oligenuclectidse PCR prime:

Sequencs: D6

6%

ctgggtacag ttgoogatgs cagaatogta cgooataycca coggtggaca ggccatgace 606

geattcgta

SEQ ID NO: ST
Length: €72
Tvpe: DMNA

Organism: Homo sapiens

Sequence: 57

62

atggcttges tiggattica gcggcacaag gotcagetga acctggcige caggacctgg 60

coctgoacte tectgtittt bcottototte atooctgtcot totgoaaage aatgcacgtg 120

gcccagectg ctgtggtact ggocageago cgaggcoatcog ceagolbitgt gtgtgagtat 180

11.9
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gratctocag
gtgactgaaqg
tocatctgra
gocatggacs
ctgggeatayg
gartlicotes
cTzacagens
tatgtgaaaa

cccatcaant

SEQ LD NU:
Length: 115
Typa: PRT

Organism:

Seguence:

Ela Met His

Ile Ala Se:x

val Arg val

35

Cys Ala Ala
50

Ser Cys

65

Gln

Gly Leu

Leu Met Tyr

graaagccac
Lotdtgoggc
cgggacoto
cgggactcta
gcaacggaac
tctgqgatecet
trterttgac

tgoocceaac

aga

58

Homo saplens

58
Val

n

Phe
20

Val

Thr

Thr

Thr

Gln

Val Cy

Leu Arg

Tyr Met Meb G

Giy Thr

tgaggroegy
dacctacatg
cagtggaaat
catctgraag
ccagatotacz
tgcagcagect
caaaatccta

agagccagaa

FPro Ala

i)
9]
—
-

Tyr

Gln

40

o
’J"
Fa
g

Ser

Arg Ala Met Asp Thr

85

Pro Pro

1c0

Pro Tyr Tyr

(48)

gtgacagtgc
acggggaatg
caagtgaacc
grtggagctaa
gtacttgatc
agticggggt
aagaazacaa

tgtcaamaga

Val Val Lecu

19

Ser Pro

4%
o

Ala Asp Ser

Asn Leu

JP 4813656 B2 2011.11.9

ttoggeaqoc
agotgacctt
tcactatceea
tgracccac:s
cagaaccgTg
tgtttttt=za
coocboltac

aatrttragoo

Ala

Gly Lys Ala
30
Gln Val Thr

45

Thr
60

Phe

Val Asn Leu

Ile

Gly Asn Gly
110

tgacagccag
cctagatgat
aggaclcagg
gocatactac

cocagattcot

tagotttctc 2

aacaggggLc

trtattttatt

Arg Giy

15

Thr Glu

Glu Val

Asp A

)
o

Thr Ile

Val Gla

€5

Ala Gl1n

240
300
360
420

480
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(49) JP

Ile Tyr Val
115

SEQ ID NO: 59
Length: 7
Type: PRT

Organism: Homo sapliens

Sequence: 59
Ser Pro Gly Lys Ala Thr Glu
1 5

SEQ ID NO: 60
Length: 9
Type: PRT

Crganism: Homo sapiens

Seguence: €0
Tyr Met Met Gly Asn Glu Leu Thx Phe
1 5

SEQ ID NO: 61
Length: 9
Type: FPRT

Organism: Homo sapiens

Sequence: 61
Leu Met Tyr Pro Pro Pro Tyr Tyr Leu
1 5

4813656 B2 2011.11.9
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SEQ ID NO:r 62

Length: 14

Type: TRT

Organisia: Home saplens
Seguence: 62

Ala Glv CTys Lys ZAsn Phe Phe Trp Lys Thr Phe Thr Ser Cys

i 5 10
SEQ IZ HO: ©2
Length: &
Type: PRT
Organtsm: Artificial Sequence
Fzature:

B2 2011.11.9

Other information: Doscriptlon of Artificizsl Seguence:Haemagglutinin

tag

Sequence: 63
Tyr Pro Tyr Asp Val Fro Asp Tyr Ala
1 5

SEQ ID NC: 64
Length: 11
Type: PRT

Organism: Ar-ificial Sequence

Feature:

Other information: Descripticn of Artificial Seguence: Seguence from

anti-lysozyme antibody

Segquence: 64
Ser Gly Tyx Thr Ile Gly Fro Tyr Cys Met Gly
- 5 10
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(51) JP 4813656 B2 2011.11.9

S5EQ I NO: 65
Length: 10
Tvpe: PRT

Organism: Artificial Seguence

Feature:
Other Informaticn: Description of Artificlal Seguence: Seguence from

anti-lysczyme antibody

Sequence: 63
Thr Tvr Met Met Gly Asn Glu Leu Thr Phe
1 5 10

SEQ ID XNO: ©6
Length: 24
Type: PRT

Organism: Artificial Seqguence

Feature:
Other information: Description cof Artificial Sequence: Sequence from

anti-lysczyme ancibody

Seguence: ©g
Asp Ser Thr Ile Tyr Ala Ser Tyr Tyr Glu Cys Gly His Gly Leu Ser

1 2 10 15

Thr Gly Gly Tyr Gly Tyr Asp Ser
2C

3FEQ TD NO: 67
Length: 11
Type: PRT

QOrganism: ilcmo saplens
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Sequence: €7
Ser Gly Pre Thr Phe Ser Ser Tyr Ila Mst Ser

1 5 it

SEQ ID HO: 68

Typet: FRT

Organism: Homo saplens

Seguence: €3
Ala Ile 3er Ctly Ser Gly Cly sSer Thr U'yr

L 3 10

SEC ID NZ: 69
Lsngth: 15
Type: PRT

Organism: Homo sapilens

Sequence: 69
Gly Trp Gly Leu Arg Gly Glu Glu GLy Asp Tyr Tyr Met Asp Val
1 S 10 15

SEQ IL No: 70
Length: 21
Type: PRT

Grgarism: Artificial Sequence

Festure:

Other information: Description cf Artificial Sequence: Flag-tag

11.9
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Sequence: 70
Ala Ala Ala Asp Tyr Lys Asp Asp Asp Asp lLys Ala Ala Asp Tyr Lvs
1 5 10 15

Asp Rsp Asp Asp Lvs

20

10
SEQ ID MO: 71
Lencth: 14
Type: PRT
Organism: Homo sapiens
Seguence: 7L
Ser Phe Val Cys Glu Tyr Ala Ser Fro Gy Lys Ala Thr Glu

1 5 10

20
SEQ 1D HNo: 72
Lengtn: 18
Type: PRT
Organism: Artificinsl Seguence
Feature:
Other infermaticn: Description of Artificial Sequence:Fusion protein

30

Sequence: 72
Ser The Val Cys &lu Tyr Ala Ser Gly Tyr Thr Ile Gly Prc Tyr Cys
i 5 10 15

Met Gly
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(54)

SEQ ID NO: 73
Length: 24
Tyze: PRT

Crganism: Artificial Sequence

Feature:

JP 4813656 B2 2011.

Other “nformation: Descriptlion of Artificial Seqguence:Fusion protein

Segquence: 73

Ser Phe Val Cys Glu Tyr Ala Ala Gly Cys
1 5 20
Thr Fhe Thr Ser Cys Ala Thr Glu

SEQ ID ND: T4
Length: 18
Type: FRT

Organism: Artificial Sequence

Feature:

Other informetion: Description of Artif:

Seguence: T4
Ser Phe val Tys Glu Tyr Ala Ser Gly Phe
1 5 10

Met Ser

SEQ ID NO: 75
Length: 15
Type: PRT

Organism: Artificial Seguence

Lys Asn Phe Phe Trp Lys
15

cial Sequence:Fusion pretein

Thr Phe Ser Ser Tyr Ala
15

11.9
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Feature:

Other information: Description of Artificial Ssqguence:Fusion protein
containing rancomn scguence

Sequence: 75

Ser Phs val Cys Glu Tyr Ala Xaa Xaa Xaa Xaa Yaa Xaa Xaa Gly

1 5 1u 15

SEQ ID NO: 76
Lergth: 18
Type: ERT

Organism: Artificial Sequence

Feature:

Other information: Lescription cf Artificial Sequence:Fusicn protein
containing random seguence

Sequence: b

Ser Phe Val Cys Glu Tyr Ala Xaa Xaa Zaa Xaa Xaa Xaa Xaa Xaz Cys

i 5 12 15

Xaa Gly

SEQ ID MO: 77

Organism: Artificial sSequence

Feature:
Other information: Description of Artificial Sequence:Fusicn protein

containirg random sequence

11.9
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Sezuence: 77

Ser Phe Vval Cys Glu Tyr Ala Xaa Xaa Ala Arg XYaz Ala Arg Xaa ¥aa

1 5 10

Ala Arg Cys Xaa Gly
20

SEQ ID HDZ: 78
Length: 14
Type: PRT

Orgarism: Artificial Seguence

Feature:

Other information: Description of Artifacial

containing randem sequence

Sequance: 78

Ser Fhe Val Cys Glu Tyr Rla Ser Pro Gly Zaa Xaa Xaa Xaa

H 5 10

SEQ 1D NO: 79
Length: 14
Tvpe: FRT

Organism: Artificial Seguence

Featurc:

Other information: Descripticon of Artificial

ccnteining random sequence

Seguenze: 7%

Ser Phe Val Cys Glu Yyr Ala Ser Pro Cly Xaa Cys Xaa Xaa

1 5 10

JP 4813656 B2 2011.11.9

15

Seqguence; Fusion protein

Seguence:Fusicn protein
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(57) JP 4813656 B2 2011.11.9

SEQ ID wO: 80

Length: 18

Type: PRET

Organisn: Artificial Sequence

Feature:

Other inforrmation: Descripticn of Artifizial Seguence:Fusion protein

containing rancom seguence 10

Seguence: 8L
Ber Phe Val Tys CGlu Tvr Ala Xaa Xaa Xaa Xae Xaa Yaa Yaa Xaa Ala

5 10 15

[

Thr Glu

20
SEQ ID NC: Bl
Length: 18
Type: PRT
Organism: Artificial Sequence
Feature:
Other information: Description of Artificial Seguence:Fusion protein
containing randcm sequence
30

Seqguence: 81
Ser Phe Val Cys Glu Tyr Ala Xaa Xaa Xaa Xaa Xaa Xaa Cys Y¥za Ala
1 5 10 15

Thr Giu

40
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(58)

SEQ ID NO: 82
Length: 24
Type: PRT

Orzanism: Artificial Ssquence

Feature:

Other information: Descripzion of Artificial

containing randowr sequence

Sequence: 88X

JP 4813656 B2 2011.11.9

Seguence:Fusion protein

Ser Phe Val Cys Giu Tyr Ala Ala Gly Cys Lys Asn Xaa Xza ¥aa Xaa

1 > 10

Raa Xaa Thr Ser Cys Ala Thr Glu

20

SEQ ID NO: 83
Length: 25
Type: PRT

Organzsm: Home saciens

Sequence: 83

15

zln Val Thr Glu Val Cys 2la Ala Thr Tyr Met Met Gly Asn Glu Leu

i 5 10

Thr Phe Leu Asp Asp Ser Tle Cys Thr
20 25

SEQ ID NO: B4
Length: 25
Type: PRT

Qrganism: Artificial Secuence

15
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Feature:

Other information: Description of Artificial Sequence: Fusion protein

Seguence: £4

Gln Val Thr Glu Val Cys Ala Alz Ala Ile psn Met Gly Gly Gly lle

1 5 10 15

Thr Phes Leu Asp Asp Ser Ile Cys Thr
20 5

SEQ ID NO: 85
Langth: 25
Type: FERT

Crganism: Artificial Sequence

Teature:

Other informaticn: Description of Artificial Sequence: Fusion pratein

Sequence: 85

Cin Val Thr Glu Val Cys Ala Ala Thr Tyr Pro Tyr Asp Val Pro RAsp

1 5 10 15

Tyr ARla Lau Asp Asp Ser Ile Cys Thr
20 25

SEQ ID NO: 86
Length: 25
Type: PRT

Crganism: Artificial Seqguence

Feature:

Other information: Description of Artificial Sequence: Fusion

protein
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Seguence: B&
Gln Val Thr Glu Val Cys Ala Ala Ala Ile 5=r Gly Ser Gly Gly Ser
1 5 10 15

Thr Tyr Leu Asp Asp Ser Ile Cys Thr
Z0 25

10

Type: PET

Organism: Arzificial Eequence

Featuze:
Other informaticn: Descripticn of Artificial Sequence: Fusicn protein
contalning randem seguence
20
Seguence: 37
Gln Val Thr Glu Val Cys Ala Ala Thr Tyr Xaa Xaa Cly Xaaz Glu Leu

1 5 14d 1b

Thr Phe Leuw Asp Asp Ser Ile Cys Thr
20 25

SEQ ID NO: 8%
30
Length: 25
Type: PRT

Organism: Artificial Seguence

Festurc:
Other information: Descripticn of Artificial Sequence: Fusion protein

containing random seguence
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Sequence: 88
Gln Val Thr Glu Val Cys Ala Ala Cys Tyr Xaa Xaa Gly Xaa Glu Leu
1 5 L0 15

Thr Phe Leu hsp Asp Ser Ile Uys Thr
20 25

10
SEQ ID xNO: EB
Length: 13
Type: PRT
Crganism: Homoe sapiens
Sequence: §2
Cys Lys VYal Glu Leu Met Tyr Pro Pro Pro Tyr Tyr Leu
1 £ 10
20
SEQ ID HO: 80
Length: 27
Type: ZRT
Organism: Artificial Sequence
Fzature:
Other information: Description of Artificial Sequence: Fusion protein
30

Sequence: 90
Cys Lys Val Asp Ser Thr Ile Tyr Ala Ser Tyr Tyr Glu Cys Gly His
1 5 20 15

Gly Leu Ser Thr Gly Gly Tyr Gly Tyr Asp Ser
20 25
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SEQ TD NO: &1
Lenzcth: 18
Type: PRT

Organism: Artificial Sequencs

Feature:

Other information: Description of Arcificial Sequence: Fusion protein

Seguence: Y]
Cys Lys Val Glu Rla Gly Cys Lys Asn Phz Phe Trp Lys Thr Phe Thr
1 ] 190 15

Ser lys

3EQ TD NO: 892
Length: 18
Type: PRT

Organism: Artificial 3eguence

Feature:

Other inflormation: Descriptien of Artificial Seguence: Fusion proLein

Seguecnce: 92

Cys Lys Val Gly Trp Gly Leu Arg Gly Glu Glu Gly Asp Tyr Tyr Met
1 5 10 15

Asp Val

SEQ ID NG: 93
Length: 14
Type: ERT

Crganism: Artificial Sequence
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Feature:

Other informaticon: Description of Artificial Seqguence: Fusicn proteln

containing randem seguence

Sequence: 93

Cys Lys Val Xaa Zaa Yaa Xaa Raa Xaa naa Aaa Xaa raa Xaz
I 5 10

SEC ID NO: 294

Lengtn: 18

Type: PRT

Crganism: Artificial Sequencs

Feature:

Other informstion: Description of Artificial Seqguence: Fusion protein

containing random sequsnce

Sequence: 94
Cys Lys Val Xaa #Haa Xaa Xaa ¥Xaa ¥aa Maa Xaa Xaa Xaa Xaa Xaa Xaa

1 3 10 15

Xaa ¥Xaa

SEQ ID NO: 95
Length: 14
Type: PRT

Organism: Artificial Seguence

Feature:

Fusion protein

Ctrher information: Description of Artificial Sequence:

containing random sequence

JP 4813656 B2 2011.
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Scguence: 55
Cys Lys Val Xaa Xaa Xaa Xaa Xaa Xaz Cys Zaa Zaa Xaa Raa

1 5 1C

SEQ IL lID: “é
Length: 1&
Type: PRT

Oroanism: Artificial Seguence

Feature:
Cther information: lescription of Artificial Seguence: Fusion protein

containing random seguence

Sequence: 96
Cys Lys Val Xaa Xaa Xaa Xaa Xza Xaa Xaa Cys X¥aa Xaa Xaa Xaz

Z 5 10 15

Skg TD NC: &7
Lenglth: 17
Type: PRT

Organism: Artificial Seqguence

Feature:
Uther infermation: IDescription of Artificial Sequence: Fusion protein

ccntainirng randeom seguence
Sequence: 97
Cys Lys Val Xaa Xaa Yaa Xaza Kaa Xaa Yaa Xaa Cys Xaa Xeaa Xaa Xaa

1 5 10 1t

Xaa

11.9
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SEQ ID NO: 9¢
Length: 21
Tyrpe: PRT

Organism: Artificial Seguence

feature:

Other informatizsn: Description of Artificial

concainins random sequence

Sequence: 93

SE‘.({IJHII.".E'.

JP 4813656 B2 2011.11.9

Cys Lys Val Xaa Yaz Xaa Xaz Xaa Xaa Yda RKda Yada Xas Cys Xaa

] o 10

Xaa xaa Xaa Xaa Xaa

20

SEQ ID NO: 98
Length: 13
Type: PRT

Organism: Artificial Sequence

Feature:

Cther information: Pescription cf Artificial Sequence:

containing randcm scgquence

Sequence: 39

i5

Cys Lys Val Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaz Xaa Xaa

1 5 10

SEQ ID NO: 100
Length: 18
Type: PRT

Organlsm: Artificial Sequence

Fusion protein

Fusion proteln

10

20

30

40



ol

10

20

20

35

(66) JP 4813656 B2 2011.11.9

Feature:
Other intormation: Description of Artificial Segyuerce: Fusion protein

containing randem seguence
Sequences: 100
Cys Lvs Val Glu Xaa Xaa Xaa Xaa Xaa xaez Cys Xaa Yaa Xaa Xaa Xaa

1 5 16 15

¥aa Xxa=z=

[y
—

SEC ID NC&:
Length: 18
Type: PRT

Organism: Artificial Sequence

Feature:
COiher information: Descroption of Artificial Sequence: Fusion vrotein

centaining random secuence

Sequence: 131
Cys Lys Val Giu Ala Gly Cys Lys Asn Xaa Xaa Xaa Xaa Xaa Xaa Thr
1 = 10 15

Ser Cys

SEQ ID NC: 102
Length: 10
Type: PRT

Crganism: Artaificial Seguence
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I'eature:
Other Information: Description of Arcificizl Sequence: CDRL and CDR3

inserts possessing randomly generated secuence

Sequence: 102
Leu Pro Ser Ser Asp Ths Arg Ala Tyr Ser

1 5 10

SEQ ID NO: 103
Length: 8
Tvyvpe: PRT

Organism: Artificial Sequence

Featurs:
Other informatzion: Description of Artificisl Sequenrce: CDR] and CDR3

inserts possessing randomly generated seguence

Sequence: 103
Gln Glu Ser Gly Gly Arg Pro Gly
1 5

SEQ ID NOo: 124
Length: 10
Type: PRT

Organism: Artificial Seqgquence

Feature:
Uther information: Description o Artificial Seguence: CDRL end CDR3

inserts possessing randomly generated sequenne

Seguence: 104
Leu Fro Ary Gly Pro Pro Leu Lesu Ser Leu

1 5 _0
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SEQ ID NO: 1235
Lengtii: 7

Type: PRT

Crganism: Arzificial Sequence

Featuze:

Other irformation:

(68)

JP

Description of Artificial Seguence:

inserts possessing randomly generated sequencs

Seguence: 105

Ser Pro Gly Arg Cys Leu Asn

1

SEQ 7D NO: 106
Length: 8
Type: PRT

Organism: Artificial Seguence

Feature:

Nare/Key: MOD RES

Location: 129

4813656 B2 2011.11.9

CDR1 and CCR3

Other infermation: 3top coden but Glu when expressed in Tg-1 or JM10%

strains of E.coli

Feature:

Other informsticen: Description of Artificial Seguenca:

inserts possessing randemly generated sequence

Sequance: 106

Glu Trp Lys Arg Glu His Gly Gly

1

CCRL and CDR3
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SEQ ID HO: 107
Length: 10
Type: FRT

Orzanism: Artificial Seguence

Feature:
Otner infcrmation: Descriptiorn of Arxtificia: Sequence: CDE1 znd CDR3

inserts possessing randomly generated szquence 10

Sequence: 127
Leu Cys Pro Gly Ala Cys Gly Cys Val Tyr
1 5 10

SEQ ID NCO: 108
Length: 8
ype: IR
Type: PRT 20

Orgarism: Artificial Sequence

Feature:

Name/Key: MOD_RES

Location: (4)

Other irformation: Slep codon but Glu when expressed ‘n Tg-1 of JM109

E.coli strains

Feature:
30
Cther information: Description of Artificizl Secuence: CDR1 and CDR3

inserts possessing rardomly generated seguence

Sequence: 108
Asn Ser Gly Glu Asn Glu Gly Gly
1 5
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SEQ ID RC: 109
Length: 8
Type: PRT

Organism: Artificial Sequerce

Feature:
Cther information: Description of Artificial 3eguence: CDR1 and CDR3

inserts possessing randomly generated sequence 10

Sequence: 109
Asp Lys Pro Val Thx Lys Ser Gly
1 5

SEC ID NC: 110
Length: 7
Type: PRT
20

Organism: Artificial Sequence

Feature:

Name/Key: MOI RES

Leocation: {7

Other information: Stop codon but Glu when expressed in Tg-1 or IM1G9

strains of . coli

Feature:
30

Other informatiIon: Description of Artificial Sequence: CDR1 and CDR2

inserts possessing randomly gsnerated sequence

Sequence: 110
Ser Pro Gly Ala Cys Zro Glu

i 5
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(71) JP 4813656 B2 2011.11.9

5E3 ID NO: 111
Length: 7
Type: PRT

Organism: Artificiel Sequence

Feature:

Other informaticn: Description of Artificial Sequence:

inzerts possessing randomly generated seguence

Szquence: 111
Ser Pro Cly Lve Cys Asp Gln

1 5

SEZQ ID No: 112
Length: 7
Type: PRT

Organism: Artificial 3eguencs

Feature:

Other information: Descripticn of Artifticial Seguence:

inscrts vossessing randomly generated sequence

3equence: 117
Ser Pro Gly Me: Cys Ala Arg
1 2

SEQ ID NO: 113
Length: 11
Type: PRT

Organism: Artificial Seguence

CDR1 and CDR3

COR] and CDR3
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Feature:

Fams/Key: MOD_RES

Location; (8)

Othe=; informatien: Stop coden out Glu when expressed 1n Tg-1 or JM109

strains of . coli

reature:
Other inZormaticn: lescription of Artificial Seguence: CORI and CDR3

inserts pcss=ssing randomly generated sequence

Sequence: 113
I'ro ¥he Leu Phe Leu Pro Cys Glu Fhe Fhe FPhe

i o 10

€k ID NO: 114
wength: 11
Type: PRT

Organism: Artificiz]l Sequence

Feature:
Other informaticn: Jescription of Artificial Sequence: COEl and CDR3

inserts pecssessing rendomly generated seguence

Sequence: 114
Trp Thr Leu Gly His His Lys Leu Cys <lu Gly
1 5 12

SEQ ID MO: 115
Length: 10
Type: PRT

Crgznism: Artificial Seguence

11.9
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30
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Feature:
nther irformation: Description of Artificral Seguence: CLR1 and CDR3

irserts possessing randomly dgenerated seguencs

Sequence: 115

Leu Zhe Thr Cys Leu Leu Ala Leu Cys Ser

1 5 0
10
SEQ ID NO: 116
Length: 7
Type: PRT
Organism: Artificial Seguence
Feature:
Other information: Descripticn of Artificial Sequence: CDR1 and CDR3
inserts possessing randomly generated segquence 20
Sequence: 116
Ser Pro Gly Glu Cys Tyr Gly
1 5
SEQ ID NO: 117
Length: 13
Type: ERT
30

Oryanism: Artificial Seguence

Feature:
Other information: Description of Artificial Scquence: CDR1 and CDR2

inserts possessing randomly generated sequence

Seguence: 117
Ser Trp Leu Ser Thr Thr Xaa Cys Leu 3er Ser Cys Ser

1 5 10
40
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SEC ID HO:
Length: 7

Type: PRT

118

(74) JP 4813656 B2 2011.11.9

Organism: Artificial Sequence

Feature:
Nazme/Key:

Location:

MOD RES

(4}

Other informz=cion:

strains of

Feature:

E.

Other informatliont

Step codon but Glu when expressed in Tg-1 or JHM10Q

coli

Description of Artificial Seguence:

inccrts possessing randomly gernerated sceguence

Seqgquence:

118

Ser Pro Gly Glu Cys Gln Asp

1

SEQ ID NO:
Length: 13

Type: PRT

115

5

Organism: Artificial Sequence

Feature:

Other informatzion:

Description of Artificial Sequence:

inserts pessessing randomiy generated segquence

Sequence:

119

Leu Leu Gly Ser Leu Leu Ser Cys Phe Ala Ser Leu Ser

1

5

10

CDR1 and CDE3

COR1 and CDR3
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SEQ ID NO: 1zZ2
Lengthe 13
Type: FERT

Orzanism: Artitficial Scguence

Feature:
Otrer intormatilieon: Pescription of Artificial Sequence: CDRLl and CDR3

inscris possessing rardomly generated sequence

1]

Seguence: 1Z0
Ser Pro Gly Ser Leu Leu Ser Cys Phe Ala Ser Xaa Ser

L 5 16

SEQ ID NO: 121
Length: 7
Type: [RT

Organism: Artificial Sequence

Feature:
Other information: Description of Artificial Segquence: CDR1 and CDR3
inserts possessing randomly generated scguence
Sequence: _Z1
Ser rro Gly Arg Cys Thr Asp
1 5

SEQ ID NO: 122
Length: L1z
Type: ERT

Organism: Artificial Sequence

11.9
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Feature:
Uther information: Description of Artificial Sequence:

inserts possessing randomly generated sequence

Sequencs: 127
val Ile Cys His 8S=r 3er Vel Cys Leu Ser Asp Val Cys

1 s 10

SEQ ID NO: 122
Length: 13
Type: PRT

Organism: RArtificial Seguence

Feature:
Other information: Description of Artificial Sequence:

inserts possessing randomly gensrated sequence

Seguence: 123
Val Ile= Cys His Ser Jer Val Cys Leu Ssr Glu Val Cys
1 5 10

SEQ ID NO: 124
Lengtli: 70
Type: ERT

Organism: Artificial Sequence

Feature:
Other information: Description of Artificial 3equence:

inserts possessing randcmly generated sequence

Seguence: 1214
Asp Leu Prc Ser Tyr Leu Ala Cys Ser Ile
1 S 10

4813656 B2 2011.

CDR1 and CDR3

CDRY and CDR3

CDR1 and CDR3

11.9
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SEQ IDb MO: 125
Lengzh: 7
Type: PRT

Crganism: Artificial Sequence

Feature:

QOthezr information: Description ot Artificial

a7

JP

Seguence:

inserts possessing randomly generazesd seguence

Sequence: 125
Ser Pro Gly Arg Cys Asp Ala
1 5

SEQ ID No: 128
Length: 14
Type: PRI

Organism: Artificial Sequence

Feature:

4813656 B2 2011.11.9

CDE1 and CLOR3

Other information: Description of Artificial Sequence: CDR1 and CDR3

inserts possessing randomly generated sequence

S3zquence: 12¢

Ala Leuw Cys Trp Asp Val Phe Tyr Cys Ser Phe Pro Ser Tvr

1 5

850 ID NO: 127
Length: 11
IType: PRT

Organism: Artificial Ssquence

10
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Feature:
Other informae=ion: Description of Artificial Sequence: IDR1 and CDR3

inserts possessing randomly generated seguence

sequence: 127
Glu Leu Phe Giv His Als Arg Tyr Cys Lys Gly
1 3 10

SER ID Ho: 123
Length: 15
Type: PRT

Organism: Artiiic:ial Seguence

Feature:

Name/Key: MOD_RES

Lecaction: (7)

Other information: Szop codon but Glu when expressed in Tg-1 of JMO19

srrains of Z. coli

Feature:
Other irformation: Description of Artificial Segquence: CDR1 and CDR3

irserts possessing ranaomly gencratca scguence

Segquence: 128
Val Ser I_e Thr Ser Pro Glu Leu Cys Pro Val Lys Val Phe Asp

1 5 10 15

SEQ ID HO: 128
Length: 7
Type: PRT

organism: Artificial Segquence

11.9
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Feature:
Name/Key: MOD RES
Locatien: e

Other information: Stop codon but Glu when expressed in Tg-1 cxr JMICO

strains of F. coli

Feature:
Other informaticn: Description of Artificial Sequence: TDR1 and CDR3 10

inserts possessing randomly generated sequence

Segquence: 129
Ser Fro Gly Lys Val Giu Asn

I 5

SEQ ID MO: 130
Length: B 20
Type: PRT

Organism: Arzificial Sequence

Feature:
Ctheyr information: Description of Artificial Sequence: CDR1 and CDR3

inserts posscess5ing randomly genzrated seguence

Sequence: 130
i.eu Phe Val Pro Phe Val Ser Pro 30

2

L

SEQ ID NG: 131
Length: 7
Typc: PRY

Crganism: Artificial Eequence

40
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(80) JP

Feature:
Other information: Description of Artificzal Sequence:

inserts possessing randomly generated sequence

Seguecnce: 130
Ser Fro Gly Asp Leu Trp Val

1 2

SZQ ID NC: 132
Length: 15
Type: PRT

Organism: Artificial Sequence
Fcature:
Other information: Description of Artificial S=guence:

inserts possessing randomly cenerated seguence

Sequence: 132

4813656 B2 2011.11.9

CDR1 and CDR2

CDR1 and CLR2

Glu Ser Gly Leu Ser Prec Val Ser Pro Cyg Ser Leu Tyr Ser Leu

1 3 0

SEQ ID NO: 133
L=ngth: 4§
Type: FRT

Organism: Artificial Sequence

Feature:
Other informaticn: Description of Artificial Seguence:

inserts pcssessing randomly gesnerzted sequence

Sequence: 133
Thr Ser Ala Asn Gly Fro Tyr Gly
1 5

15

CDR1 and CDR3
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SEQ ID NO: 134
Lengths: 10
Type: PRT

Organi=m: Artificial Sequence

Fzature:

Other information: Description of Arcificial Sequence:

inserts possessing randemly generated sequence

Sequence: 134
Pro Trp Ala Tyr Arg Phe Leu Ala Val Leu
1 5 10

SEQ ID NO: 133
Lengtl:: 8
Type: FPRT

Organism: Artificial Sequence

Feature:

Other information: Description of Artificial Sequence:

inserts possessing randomly generated seguence

Sequence: 135
Arg Lys Thr Arg Glu Lys Tyr Gly
1 5

SEQ ID NO: 136
Length: 12
Type: PRT

Organism: Artificial Seguence

CIDR1 and CDR3

CDR1 and CDR3

11.9

10
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30

40
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Feature:

Other information:

Sequence:

136

(82)

llescription of Artificial Seguence:

JP 4813656 B2 2011.11.9

ZDR1 and CDER3

inserts posscssing randomly generated sequence

Glu Leu Met Tyr Pro Pro Pro Tyr Tyr leu Gly Ile

1

SEQ ID NO:

Length:

Type:

PRT

137

:.

Organism: Artilficial Seguence

Feature:

Other information:

Seqguence:

137

Ser Pro Gly Gln Glu Leu Thr

1

SFQ TD NC:

Length:

Type:

PRT

1%

138

2

Organism: Artificial Sequence

Feature:

Other information:

Sequence:

138

Glu Leu Phe Phe Leu Leu Tyr Ala

O0Ooo0oooQg™

1

O0O0oo0o0ooodgd
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5

Prc

10

Cys
10

Oo0Ooooo
O o0Ooo0ooao

Description of Artificial Seguence:

Descripticorn of Artificial Segquence:

inserts possessing randeomly generated seguence

inserts possessing randowly generated seguence

10
CDE1 and CDR3
20
30
CDR1 and CDR3
Tyr leu Phe Gin Arg
15
40
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