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A Al 1 @ siRNAo] ™3 target sequence B

X, siRNAC] target F-91& z7] 984 rpS3 DNA sequences target sequenceE ZrolFiE X zZgalof tf
3lo] AES vu/E2A A}t (Ambion, Promega, OligoEngine, dharmacon). Target &2 31& 7o &
BE €& F de A sequenceTolA 7 RN FTFAHOE AAE FiEE 0|83l siRNA target
sequence® ZAA3ITE. ZA7dH sequence®] siRNAE FuUl9] BioneerE &34 43T, control siRNAE
AccuTarget™ Negative control siRNAZ ©]-&3}3iT}.

fol 9

A rpS3 T Ee] HES 2™y f8] AW welWES F3A] target sequenceE A7 3FATE.
SiRPS3-I2 rpS3 mRNAS] 205~223 F-ES target &= 3}, siRPS3-11+ rpS3 mRNAS] 637~655 F-HS- target O
2 =% FAAAT. <E 1>

RpS3ell thgh siRNAS] 1714 E 2 Zo] nja

siRNA oligo siRNA sequence Sequence Z 9]
siRPS3-1 CUG_ACU GCU GUA GUU CAG A AEWE 1 19 Mer
SiRPS3-11 CCC_AAA GAU GAG AUA CUG C AEHE 2 19 Mer
[ A GGG CAG UGU AGA GCU UUA UGC UGA A AEHs 3 25 Mer

AAld 2 ¢ siRNAE &3 AlXd] rpS3 w3 =48]

A rpS3e] siRNAZF AIZUR JFHAE Aol agHor Fesh=AE &47] g, HT1080 cell& ©]&
st A¥sltt. ZF siRNA(200pmole)E Lipofectamine RNAIMAX (Invitrogen) 4plS ©]8&3}o] reverse
transfection®HE Z&] AEWE HFAA FT. o]uw] HT1080 AlX2] 4=+ 60mm dishell 2F 20,000702] Al
X7} Eo)7F== 39t} transfectiond}al 48A)7Fo] Ak Fo cellS harvestdte] AA] AlEW EA35F= rpS3
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