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L 3R AEAT sl b 8 A 4 ) 8 o ) B ) 7 V2, I D vk AR 1 AP 3R

a. P 2 ALV A A< o miRNA (K 5P, 3L A T 3R miRNA & H let—7b. let-7c. let-7d.
let-7e\ miR-10a. miR-10b, miR-130b, miR-132, miR-133b. miR-139. miR-143. miR-152,
miR-155.miR-15b\miR-17-5pmiR-193.miR-194.miR-195.miR-196b.miR-199a* .miR—19b,
miR-202. miR-204. miR-205. miR-206. miR-20b. miR-21. miR-210, miR-214. miR-221,
miR—-27a. miR—27b. miR-296. miR-29a, miR-301. miR-324-3p. miR-324-5p. miR—339,
miR—-346.miR-365.miR-378 . miR—-422a . miR-432.miR-485-3p.miR—-496.miR-497.miR-505,
miR-518b.miR-525. miR-566. miR-605. miR-638. miR-660 F miR-93 ;Fl

b. A miRNA T FRER B, TSR AR ik 58 25 Hh i i o
TRIEBORE SR L 57732, I rb Brad Bz 2 /) 40 i eI /N 40 B e
TRPEBOREL SR L B 7732, b il S e i 48 o s R 9 €
TRIEBORE SR L 57732, b JImidk S8 P S8 I 8 A A Bz AU
MRYEAANE K 3 1757, H Prid el CT 494 sl ER x— 52k,
RIEAANE SR 1 177, Hik— 2 a5 1 iR miRNA.
MRYEARNE K 6 17775, Horh Prid ™ 3 i e & SO S 58 Gl i U NV ET .
RRIEBOREL SR L7732, FedE— DAY 5 IR0 78 56 — miRNA R el ETHRIK

e A

9. HF3RAE B3 i 0 51 iR 7 iR dE an PR

a. I 5 375 FE A A — miRNA FIAS — miRNA (¥ KSF, Hoh % — miRNA 2% [ let-Ta.
let=7b. let-7d. let-7f. let-7g. let-7i. miR-101. miR-106a, miR-106b. miR-125a.
miR-126, miR—126%, miR-130b. miR-132, miR-133b. miR-140. miR-142-3p. miR-142-5p.
miR-145.miR-146a. miR-146b. miR-148b.miR-150.miR-151.miR-15a. miR-15b.miR-181a.
miR-181b.miR-181d\miR-185.miR-186.miR-190.miR-191.miR-193a.miR-199a%*.miR-202.
miR-210. miR-214. miR-222, miR-23a., miR-24. miR-26a. miR-26b. miR-27a. miR-27b.
miR-29b. miR-301. miR-30a-5p. miR-30b. miR-30c. miR-30d. miR-30e—5p. miR-320.
miR-324-3p. miR-326. miR-335. miR-340, miR-342, miR-345. miR-346 . miR-34a. miR-374.
miR-375. miR-378. miR-422a. miR-422b. miR-425. miR-486 miR-496. miR-518b. miR-660.
miR-7.miR-92. miR-93. miR-98. miR-99a FI miR-99b ;Fll.

b. I AT IRAE A S5 —FIEE — miRNA N BB T IR TR AE £ 2 T IR

10. MRPEBAE SR 9 197715, A TR 25— miRNA £ H let-7g. miR-106b. miR-126.
miR-126%, miR-132. miR-140. miR-142-3p. miR-146a. miR-150. miR-15a. miR-15b.
miR-181a-miR-181b.miR-181d.miR-214.miR-24.miR-30a-5p.miR-320.miR-342.miR-345.
miR-374. miR-422a. miR-422b. miR-486 F miR-92,

L1, FRAEBCRIEESK 9 [ 7732, Horp I 55— F05E — miRNA 218 B3R 3 XS,

12, HHRAURIE Sk 0 77k, Horh T B AT
13, RURACRIZER 9 (177 1%, Foop BT ik 8 2 B DR SR A5 05

14, ARIEBOREESR 9 (7535, Herb B S8 S/ i e i 1) i 328

15, MRIEACRIEESR 12 17575, Forp pri e i 2 /N 40 M sl E /) 0 a2z
16. MRIEACREER 9 ({575, ik — DA HEG R 5 — miRNA FI55 — miRNA,
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17, ARIEBOREESR 16 (17575, Forp priR gy Wy Wit 52 i S e S Mg 20 6 Bl o S AT
18. MRIFBFER 9 (17575, Herh prid & O Btk
19. MRIEBFER 9 (17575, Herh prid B 9 «it.
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Bhif B9 mi RNA S ¥R 54

[0001] AU WK T 2009 4F 8 H 28 HARAT KIS i I HH 3 No. 61/237, 972 FIAR AL,
T IR SO i AR HE A AR S

[0002] A HE 3G B IR TAE HB 4 B G R B AR B 36 B RE BF 53¢ BT /NIH Grant
No. 1R43CA141786-01 WX By, [KItk, BEFRBUR AT A% 2 B AT 22 — @ AR

[0003]  7E3& [, Jifid 76 Fr A Jed i b B e s R AR O (http://seer. cancer.
gov/statistics/) o i or WS T EIRAY Al fiafidifes (SCLC) FHAE/N4H Mafifida: (NSCLC) ,
I I 20 %6 I 38 1T i 2 L 80 %6 AR o NSCLC FH =P = 2V 20 it - JI s « bRt
M di (SCC) FH K 4t A e , He mp i Jes A IR 40 i 5 K 2 %k (Sekido %%, Biochim Biophys
Acta, 1378 :F21-59 ;Forgacs 2%, Pathol Oncol Res,7 :6-13(2001)). &AL +f 2008 4 3%
[ & 2B 215, 000 451 fiti 32 57 993 491, fii e S5 3 SE T4 162,000 A (Jemal %%, J Natl Cancer
Inst, 100 :1672-94 (2008) ) . Jili fi 1) /51 BLAE 25— &8 4 & | T8 ik 75 % 1) i o 28 2 7E W
I HR BE R N R A2 Wy A ) 0 B v 5 % » 3 — 0 43 A2 1 T 2 B 0 s 1) e B8R T
Fe JVE H AT T G T IR B A R, H 2 DA BoR, s A 2SN RS 1) 5 R AE
EE GO% ) LT s EE (<10% ) (3 W, #l41, http://seer. cancer. gov
statistics ;Horner 2% ( 4% ).SEER Cancer Statistics Review, 1975-2006, National
Cancer Institute.Bethesda, MD) . [Blit, O 56 2 WF 9 20 T4 5 40 e , {8 <7 T+
AT LE R

[0004]  fifide F) PRI ER 2 AU FE AR PR el Wl (—F R =) BTG . Al iifes 22461
W 2590 % HIRAERMHE T o A, 5 PERA L Pk TR s 1R i SR R B AP AR B 72 57, 3R
BH P b 1) o T A AE B AR FE I AT Be T o e o %) e — 3 T 1) 2 3 LI R 3R R A7
FiXdez= T (Visbal 25, Ann Thorac Surg, 78 :209-15(2004)) .

[0005]  CLE&RHEAT T JLIUIH LR ST, Pkt s e v vt FH R0 S B s o X LBt U IR 2
A5 PR Pl 3= B AR R S X S ST LT Z 34 (CT) o I X— 5 &k mT DL 7= if
W HCRY T (mass) » AT DLE 1o 3 88 o6 i BEA T R UE A 20 28 o UG B AR R et % BH 2 1
SERRE T EALTZ R CBRE CT) A e, A I R B A= T LIRS I AS H RS IR A 14 mh 1 2
AN R . LI AT B U E  (ELCAP) , 48 FH T X— S e FIAIGRI & CT, vt H Tkt
SR e RS IR 35 3% 27 CT KRGt 1 X3/ I FE T v @A Al (Henschke %%,
Lancet, 354 :99-105(1999)) o #R1M, =L R R St F R m A (23 600 26T ) , X
DAAE B AT A e 945 ( t22 0 Henschke 2%, N Engl J Med, 255 :1763-71(2006) ) .
[0006]  IXLEHFFAERIME TSI R TEEIVT®, e P TRt et b, R a2 ok
vHERZ BEALIE, 15 2 a AR i B P R A5 HE 4518 (Henschke 5§, 1999 ;Gould 5%,
N Engl J Med, 356 :743-747 (2007)) o WK=& F 5 22 (KWK 2 IR 5E CT A H 25-60% %
I BRI S5 (Swensen 25, Am ] Respir Crit Care Med, 165 :508-13(2002)) » TCHEIR
AR I AR T B AR R R E R A X ] A HRE AR R R TR E CT 4
RTS8 B R TV AR B FKCPIERE ST (Brenner 5%, Radiology, 231 :440-5(2004)) .
[0007]  H AT, VAT LR TIiw CEFREAE ) AR A PEAS I, W8 0067 V25 e e N, 83
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Ao A i 52 BRI R AH S AR S [RIRE B R i, S A 0L 46 v e S MR R 5 LY
RGP, IF HUAE TR A S 2 A o TEE R EDbr 3t T — s i 4 75 %8, R
AR 1) ENHERAMEAN G TSR R 2R8Iy s ek Is AR ) F kR, 2)
EATAT AR 52 A B I TR0 5 M 0 DU SRS A PR 2, AL ) T A I B I TR 1R A2 AL, 3) e
1168 L& FRAAC A S 5k, 4) B ATTnT LABR ) IF ARk AT 35210 53 52 JF HLOT A7 55 1) CT F9 4
[FEREEE , A/ B 5) AN T CT 434, A br S mT B D o 3 (10 Bt 48 40 F 56 L A2 s
PRI AG ( 2 W, 5, Greenberg Fil Lee, Opin Pulm Med, 13 :249-55(2007)) »

[0008]  HRAT I AL AR W 2 A J LML TE B AR EY) 40 CEA (Okada %%, Ann Thorac
Surg,78 :216-21(2004)), CYFRA 21-1(Schneider, Adv Clin Chem,42 :1-41(2006)),
CRP (Siemes %%, J Clin Oncol,24 :5216-22(2006)) , CA-125 (Schneider, 2006) Al ukE
S AR EEAL B RN 4 HOJE HUJR (Siemes 25, 2006) o AR R EEFIR M, UL b1 R i
T 7 A KD 25 28 PR AR B 12 55 SRR ) T S e VA TR FH

[0009] B ZRVFH T O 3R (1 1% B 2 DNA I mRNA 1E Ay filifes: (R0 mT RE RS bR R B4R & 31X
BRI EE T RXAE RO EE AR IR B R T FE /R IAE ) E R 3Rk (2 W, 1, Bremnes
2. Lung Cancer,49 :1-12(2005) ;Johnson 2%, Cell, 120 :635-47 (2005) ;Yanaihara %&,
Cancer Cell,9 :189-98(2006) ;Chen %%, Cell Res,18:997-1006(2008) ;Fabbri %%,
Cancer J,14 :1-6(2008) ;Garofalo 2%, Oncogene, 27 :3845-55(2008) ;Mitchell Z&, Proc
Natl Acad Sci,105 :10513-8(2008) ;Schickel %%, Oncogene,27 :5959-74 (2008) ;Weiss
£, Ann Oncol, 19 :1053-9(2008) ; Fll Yu 2%, Cancer Cell, 13 :48-57(2008)) . 7 ¥f H ik
25 DNA SRS IE AR 56 4 T, R 2 A 8 BATARER Sk B 32400 (U T2 IRIE ) i e 48 i F A
BT (Jahr 28, Cancer Res, 61 :1659-65(2001) ;Bianchi, Placenta,25 Suppl A :
S93-5101(2004)) .

[0010]  FRATIFEA SCHEIR T 18 1ok I £ 1 375 B2 A 1) mi RNA RSz 0 12 W S s o v 1)
o

[0011]  fE—2Usij 77 ZE rfr, AR BH J T Job S 0 1t 775 1t 2% 7 % mi RNA. 1 S 00 s i 0 s
T a0 /NG B e B /NG BN o AN R BH I 7 VLR AR AR AR A I, TR AR bR AR )
REF T2 Wrsesm A/ S0P s 1) T U s 1tk o F — 2D, BTk D732 m] DA FH TR AR i
[RIUERE o 7R LSt 7 S, AR BH R 775 mT DL T i o i s 30 o sledin 4 2 15 4
TR . A A AR R B I 7 VAR AT R ) A R nT DS AR e 2 AN B AT R
[0012]  FEAS R BH I RS 7y 22 by, ] DLE Job 0 5 A5 el 1) 52 K3 1MLy B 2% DA T
BT B ACEAEAE I miRNA S SEHNS W sl UG o A8 285l dr, m] DRI (g, 3738 5t
D5 ) — A L3 B mi RNA DR AE il , 1 /0 H e S e by, Al >k [ M v sl i S 1y
Rl % B miRNA. — L850 77 S A0 A T miRNA % o 78285245 o, X6 o it — > miRNA £ fi
o e iR A8 B IV e 3R T, TR R A S — A miRNA R B AR S AR, R
A miRNA B B TRERR . AEIEAE ST 75 S b, B m] ORI AR miRNA A= bR S fn i B bl
Yo AR ) — L85 77 500 e B2 s, s A E R T e 2R A AR —
BT S, TR R Se T EAT T R R R

[0013]  AHIIEPITIR T AR BB LT % AR RILE B IR R d ik
FEGHAIR S0 2 W % T AR W — A J7 T8 AT AR St 77 22t 1d T AR R I e T
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[, S IRER o SETREAT] 1 53 B0 S Tt 7 5 I AR kg T N 1A S B BT A 77 T ) AR 8 B ) 5 it
[0014] AR, S FH AR A2, TF 41 8038 FURE E 1 SE ], BOARFR7 T A B e 7 52 I 77
5, GE L R R 75 2 S PR A L8 A S B FRDRS AR BBl A ) 25 o 2 A B E A PRI 0 T
BN BEHRE S % NN AR

[0015]  Pft I ik

[0016] N id T Rl AR U 5 1) — 88 3, I HLARLHE 72 AR ST 1dF — 20 Ut W AR e B 1 e 28 Ty
i o S PRI A ] [ — AR A, Z5 G A SO IR E SEE 7 22 FVEAR Rk , W] LA SE 4T
PR ARAS R

[0017] K& 1 s H Tl /s BB BRI SR B i (R s B o 0 — 8 — T A/ T /N AR IS TR
(0) ANEE— R fE 10 J& LA 7= 0 & VIR SRR 2R IF o 1+ FUN RN AR SR 0 J] / R AN
TrEUEPI 200 v 1R COIRSRYE . ARSI TR SR SR N AR R TER T T . B
/0> B I R BRI — 9, LA 18 A, 2 S B U S B — ¢k o 1 34 JE R, ALFE BT A Tl R /)
[oo18] & 2A A& 2B {2 78 e A Ml 248 Ak e Fy /s BRUATx /DS B A mi R-183 AT miR-182 (]
2A) 1 miR-365 I miR-141 (& 2B) Ifi 3% miRNA Fik BRI AR1L .

[0019] & 3 Rl 3 Hr (LDA) 73 2R iy th 4 T AR (AUC) KB RI 73 A AE A AED bR
SVHCER R SR 5 TR . AR E T H T AR AR S s AR
B SO RORTEAER R BINGAR SR ;a0 =AARER R BIRAR S R, EERLE
FeMERE AT BRARAL . B R385 AUC W FRES = 9 4.

[0020] & 4 Ronsitifsl 5 (2t 23 A b N R A s RO PERE Al Th o SENS, RERL
SPEC, 5 51 sNPV, BIHE TR sPPV, BHPE PR . A8 I 7S50 AN PR miRNA X :miR-142-5p
H miR181d ;miR-142-3p #1 miR181d ;miR-142-3p Fl miR-422a ;miR-142-5p Fl miR-422a ;
miR-92 Fl miR-27b ; Fl miR-24 Fl miR-27a.

[0021] & 5 &7~ ASKFTK miRNA (| —miRNA) @41 (42 B HBRIIUT , 43 7 4 SEQID NO
1-323), H1 miRBase: :Sequences Database 1) 13.0 iz (http://microrna. sanger. ac. uk ;
Griffiths—Jones %%, Nucleic Acids Research, 2008, 36, Database Issue, D154-D158 ;
Griffiths—Jones %%, Nucleic Acids Research, 2006, 34, Database Issue, D140-D144 ;
Griffiths—Jones,Nucleic Acids Research, 2004, 32,Database Issue,D109-D111) 2L,
WRME TR 1-5 R miRNA F A4 FK .

[0022]  7RA9I 5K 77 %%

[0023]  fEHELETT [T, A B B 75 VA4 A4 1S 0 8 100 A5 el 2R A A T miRNA A E
2%, NI ZRAE 995 o

[0024] 4 T FEWYFEAAEAS ], B 5 E SCOREEERTE . JLEE NAEA HE 230 fe it
[0025]  WIASSCHTAE A, ARTE“microRNA” (miRNA Bk miR) A5G A miRNA. 824 54% miRNA |
AT VK miRNA (BT —miR) FUE AT AR 44, BT id miRNA ] DL R AR A A6, 7F— e sz v, RiE
“miRNA” AL FE ) miRNA 5 SV RINUEE AR miRNA. AR 55 AN L, 45 W 7R A ST b s T
5 miRNA 1944 FRFE BT miRNA (#5824 miRNA. 91 301, miR—122a FEU5 EH BT -miR-122 I 5%
#FHmiRNA 41|, miRBase::Sequences Database (http://microrna. sanger. ac. uk (2010 4F

6



CON 102725632 A WO B 4/143 T

4 BRATHIA 15) ;Griffiths—Jones 2%, Nucleic Acids Research.2008.36. Database
Issue. D154-D158 ;Griffiths—Jones %, Nucleic Acids Research.2006.34. Database
Issue. D140-D144 ;Griffiths—Jones. Nucleic Acids Research.2004.32. Database
IssueD109-D111) FPHRIE T 452 miRNA [1))751), FLHE N SEATHT AT 41 . X T 548 miRNA,
PRS2 TG miRNA 741 o 75 HE S5, 24N HT 48 mi RNA 605 AH R (1) e U7
o FE—HESH T, CLMRPE R R E— SR E Ry 4 T BGR miRNA. 840, AR SC T4 A
(K1, miR—-213 5k [ AT -miR-181a—1 ¥ i3 miRNA, HFR/E miR-18lax, LA EF ML MHE
miRNA 5 miR-189 ( L FRME miR—-24%) , Ho3k B AT -miR—24-1 ;miR-368 ( tLFRME miR-376¢) ;
F1 miR-422b ( tHFRAVE miR-378%) o HiA A G BT T 45 72 miRNA, 5 51 & X T miRNA %,
RO, KT RAZ TR 7 4 R — B mT DABE I TR 052 o 88 I A FR O 1R 5 V28 00 1)
miRNA 445 miRNA [ RARAELE R T4

[0026]  ARTE“IRAE” EASCH A A LUK s K AN 75 , I HAFEAS I miRNA LA H 2 17 8k
T 0 BB TN o AE— B8 SR o, SRR 5 0 S22 15 A T e, B 1 S
WA AL, ARIE A ST V24 I mi RNA A58 & miRNA ()&, Frid miRNA 7] LA T X 53 il
AR L 0 5 s S B 1R o A s g 1) i A A SR . AR B S v, SR AR
ALFEAS I miRNA LU 2 o DR Gt (1) 19 BB A s e, Bl i o i PRI 59897 7 1
[0027]  FEAURIEERFN / BUESCH SARWE “B5 7 @A, “—A47 8 “1XA” 7] DIRIR
CeAHEBA B C“— AR RN AR T IR R

[0028] 1. FEAC

[0020]  IMILVG I A &EES MR B AA AEAR ML 43 o i 2R 10 2 ARl I I 7R A, (EL& AR T
MY » M A IR o #E— S8 Sl 7 28 rh, 95 B R AT ASRAT B Je i H 55— Rz W
TIERAT R T AN B o TE2 A7 2, E BUILRAE AT B 220000 i
SRR A4 S B P ) AR o AR LSS 7 R b, SR AT GOSN, 51 G, 0 T S X B 4k
B CT 4 o 7R H & S 7 22, BTilk T ikl SOk s s 15 45 5 A PR P 1) A 25 TP 1K) miRNA
TE— 2524, FEANIRAT B A 50 g st 1 i o mT DAE I I8 X— S 4 B CT 14, 8%
I T AR AT N ) L R BRI A e B R A o L Sy SR A RN R E 5t
RO H A7 IE BT Y6 7 A R AREA A ¥ mi RNA . 7 3 St 7 b, BT FE Ak B IR 5E
AR e B R A e 1) RS () AR o AT I T o 0 2 1) I BT ) A AR AT DA
PR B A2 AL o

[0030]  ABIEIH AN T8 n] LU BAA H T 3R 43 A 45 S FEAR AR 2 77,
i, A AR 7 A RS | NS AT Lk h o SR i FH 45 IV () 48 8 40 73 B IV o 7
—SLTkh ) IR SCER R I  SOE R A0 AR IOk . AR B T vE T, AN I
ATAC BRI e 4G o iy eS8 vT tAR 2 kil wilk B33, 35 HA 2R (#1141, Becton
Dickenson Vacutainer®& —SST™ . 35 ML 1& & sl RHIVE )

[0031]  7E—4877 5, JE ki ik 2 i i B i 8 A T f =08 I P AR B DK i i B B
2 55 A%, FFHE miRNA FH 50 R 40 o 380 ofn 98 KT RE TP 2 IR 78— 28777, AR UK EARAF MR A
AT o A LA i B0 IV 73 S LA 2 PR A M e 73 o A — BB S 77 22 5 il 45 1T I 0
u] LIEE 7D 500,1000.,2000.,3000.4000 5¢ 5000X G (I3 EEET . 48 2 szfili 7 27, vl L
B IMBEE 2/ 10.20.30.40.50.60.90. 120 Bk 150 430 DLfs H b4l . £ Hog s 5 &,

7



CON 102725632 A WO B 5/143 T

MR E 22 3 /Mo AR A RIS, 73 55 40 M AT 3R 40 M Rl 7 2 BT AN IR el o W] BLAE
ML T 400 3 4 73 B8 2 JE VA R g Bl 3, B 23—

[0032]  J3 AT, AT AL S 22 4R E RNA F48 ATk ©L 4n i 7 v 4ifk. iR £ 7
VEH T2 B 5 RNA, B B 113/ RNA, A 56 mi RNA. A1) DU A kB rT 73 2R & (11
i1 Perfect RNA Total RNA Isolation Kit,FivePrime—Three Prime, Inc. ;mir Vana™i®
)&, Ambion. Inc. ) $2HU RNA. W]k, W] DLckodm A T2 R FLah M Py RNA BI04 5 RNA
) RNA $RHL 7 ¥, 4% W8 Rk R 7 ek 8 i A& 2, B MM 2R sl y5 32 RNA. ] DIAE A —
SFACTERURL B IS BR Bl 8 (diatom) MIMZR B IMVEHEEL RNA, @13E [F 23 FF No. 2008/0057502
TR ) g R s e gm e

[0033]  TI. filii*) miRNA AR7EH

[0034] A W (5 e s it 2R A8t 137 ol 2 mi RNA 5 4 Bt (bR s AE—SUS2 il 7
b, Af R BB I I AT/ i op DL TR AKSEAZELE R miRNA 18 kR &Y. gk
W7 S AF AT BRI mi RNA AR A AR S . AE— 282 5 2 rb, 4 ok B i i s 22 i
ZF— miRNAE PR ED . U2 T— 1 miRNA ZE AR B, miRNA W] 23 A -
TR, 23 HA R BRI /K, 88 W U ZK P BT BRI miRNA VRS

[0035]  RTE“FFEACE” 8k “ L FHKT” $5 B3 1035 BUM ZEAE A A miRNA [ &2 5 R B A
TR R T AR PR PR R AA 0 I3 B 3 T miRNA R EL 4. 4, s BB s kB R
B 1) mi RNA 72 Jifia 28 2 vh A7 7E 0 = AR TR AR e A () s R g 1) R0 3 BRUE AR
) I TR X R4 mi RNA, FR 3 I3 BRI A A TR 2K 1 b 2 BH s (9 47 7E B
E . B miRNA BLUR BRI K AF A8 Tl 8

[0036]  Jifidpg EHE SR AE AN R P E o e A 0 £ 2 1tk s, O BT B3 k4l sl
A W liiges o AE—Le Sy 2, JE /NG Mo mT DLgE— 20 3R AE A e L R 40w (SCe) i
K g o b AR, AT LU X— ST 26ER CT 494 45 R VAR B 1 09 B 27 RTHE miRNA AR F5 S 1)
R, DA S AR A O 0 B 8 7V e 73 S o RNy T, sk TNM R (T U e
N- JE bk B 4 . M- Jm i 464 ) A1/ 5E 04 TAL IB. ITA, TIB. ITIA. ITIB 8% IV S5 s 42
(Z: 0, ltn, Lababede %, Chest. 115 :233-235(1999)) , 7852 7 &, AR 7
AT LU T LLE > 75.80.85.90.91.92.93.94.95.96.97.98 B 99 % R & R AF B F P
i o RABRE HRURE T s B P SR A A SR A s I B SR I B AR B ST
FT ik 7 A & /b 75.80.85.90.91.92.93.94.95.96.97.98 BY 99 % [ F 4 (451, 1E
RAEMHE B EF I ) o 7T LN 2 S 2L R IR AL RO Ry S50

[0037]  7E— &5 A, K miRNA FR 240 1K 5568 B B 48 DA e K~ 2 5 T B ek b
Fho T HERT LU AR50 B, dn ok B O 0 3 s () 52 8 7 19 198 B3 2R FF A< o (1) miRNA.
AR AT DO R B IER (HEEW ) 2 & 8iE A R UMM RENEAR, £HE
& OLH, A0 B AT DL Sk H A M5 AR A 21 2R A AS F mi RNA B 2040 32 1 4 Bl RNAL - 4k
HNT AT DUV 1 P 2 BN ARFE A 1T BL S 0 5 (%) miRNA AH R BA Rl Py 30 i 2
K B 5 AR A [F] 6 1 2R SIS B A AR R, W miRNA AR, 2 D0, 4, S8 [ 2 T
No. US2009/0075258, H:ii it $ih 4= 3 A A .

[0038] & 1 M T il 2 5 A /K -F BT BRI miRNA. m] UMY A B A FH 1% 46
miRNA. —4% miRNA W] H] TRl , 46 D A iE R AR/ BX J3 it 5 R PR o BEAT,
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— &8 mi RNA B] DLH T 0 At i 42 i MR el 31
[0039] & 1. filided SR Iy TP AT B sl B miRNA . K Ay filidee 32 H miRNA 5 RV
i3 45405 £ AH EL B 1) 45 SR

[0040]
miRNA 7K miRNA K miRNA K-
let-Ta TR miR-181a Tt miR-30b T %
let-7b TR miR-181b BT miR-30c T %
let-T7c % miR-181d +FH miR-30d Tt
let-7d TR miR-185 TR miR-30e-3p T B
let—T7e & miR-186 +F miR-30e-5p N3
let-7f TR miR-18a TR miR-320 Tt
let-7g TR miR-190 T R miR-324-3p 7t
let-7i % miR-191 EFH miR-324-5p EF
miR-100 TBE miR-192 TR miR-328 7t
miR-101 % miR-193b EF miR-335 Tt
miR-103 Tt miR-194 Lt miR-339 T %
miR-106a TR miR-195 TR miR-340 T k%
miR-106b TR miR-196b TR miR-342 EFF
miR-10a N miR-197 +FH miR-345 EFt
miR-10b TBE miR-199a * TR miR-346 T &
miR-125a Iik miR-19a TR miR-361 T
miR-126 & miR-19b +H miR-365 It
miR-126 * % miR-202 +F miR-374a T
miR-130a TE% miR-204 +FH miR-375 kTt
miR-130b I miR-205 TR miR-378 Tt




CN 102725632 A i BB 7/143 TT
miR-132 I miR-206 TR miR-382 BT
miR-133a ISi miR-20a TR miR-422a T
miR-133b N miR-20b kIt miR-423 T
miR-134 I miR-21 TR miR-432 TR
miR—139 % miR-210 +F miR-433 kTt
miR-140 TBE miR-214 TR miR-483 BT
miR-142-3p TR miR-22 T miR-485-3p TR
miR-142-5p T miR-221 EFF miR-486-5p T
miR-143 T miR-222 BT miR-496 TR
miR-145 k7t miR-223 +F miR-497 T

miR-146a Tt miR-23a +FH miR-501 Tt
miR-146b % miR-24 Tt miR-502 Tt
miR-148a % miR-25 Tt miR-505 It
miR-150 I miR-26a TR miR-518b T
miR-151 I+ miR-26b TR miR-525 TBE
miR-152 TR miR-27a TR miR-566 T
miR-155 It miR-27b TR miR-584 BT
miR-15a TR miR-296 Tt miR-605 Tt
miR-15b TBE miR-29a TR miR-638 TR
miR-16 T miR-29¢ TR miR-660 TR
miR-17-5p EF miR-301 EFt miR-92 +F

miR-30a-5p BT miR-93 EFF

miR-98 TR miR-99a Tt

[0041]
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[0042]  {EELbsizii 7y S b, 4o FH — P i mi RNA A8 L 20 W o 2 20 550 0 S0 s s 1/ B e o
FEHE LT S b, A2 T M miRNA AR bRE o AE T SETT 22, A FH PO A el 2
miRNA RAENG o 7ERL LS Ty ZE b, FEA R B B 7 32 Al 22 /0 2.3.4.5.6.7.8.9 B 10
b mi RNA o £ 26 S 7 22 7, 457 P i3 R 1 v st 22 A 7K SR B4 I mi RNA V4 A0k R ik
Yo FEHE ST A, T LS A I sl i 3 A 7K SF B TH) miRNA VR A AR bR & . S
ety R, BB I R B . AE e ST R, AR e AT A e IR
[0043]  7F— 4857 7y &, A T 12 W il 59 miRNA %6 H miR-375. miR-499. miR-22,
miR-122a. miR-206. miR-103. miR-24. miR—26a. miR-498. miR-205. miR-222 Fl let-Tc.
[0044]  FE3ELLSEi 77 2, miRNA £ [ let-Ta.let-7b.let-7c.let-7d. let-Te\let-7f.
let-7g.miR-106a.miR-106b.miR-125a.miR-126 \miR-130b.miR-132.miR-133a-miR-133b.
miR-140.miR-142-3p.miR-143.miR-146a.miR-150 - miR-151.miR-155. miR-15a.miR-15b.
miR-16. miR-181a. miR-181b. miR-181d. miR-186. miR-18a miR-190, miR-191. miR-195.
miR-197. miR-19b. miR-202. miR-206. miR-20a. miR-210. miR-214. miR-22. miR-221.
miR-222. miR-223. miR-23a., miR-24. miR-25. miR-26a. miR-26b. miR-27b. miR-30a—5p-
miR-30b. miR-30c. miR-30d. miR-30e—3p. miR-320. miR-324-3p. miR-324-5p. miR-335.
miR-342. miR-345, miR-346., miR-361. miR-365, miR-374. miR-378. miR-382. miR-422a.
miR-432. miR-485-3p. miR-486 miR-496 miR-502, miR-584, miR-638. miR-660. miR-92 Fl
miR-93,

[0045]  7F H & 52 7 b, miRNA % B let-7f. let-7g. let—7i. miR-106b. miR-126.
miR-126%, miR-140. miR-142-3p. miR-142-5p. miR-143. miR-145. miR-150, miR-15a.
miR-15b, miR-181a, miR-181b, miR-181d. miR-202, miR-214. miR-27a. miR-27b.
miR-30e—5p. miR-320. miR-324-3p. miR-340. miR-342. miR-345. miR-374. miR-378.
miR-422a. miR-486. miR-518b Fl miR-92.

[0046] FEH B 7 & T, & /b—FrmiRNA & H let-Tb, let—Tc. let—7d. let—Te.
miR-10a, miR-10b, miR-130b. miR-132. miR-133b, miR-139, miR-143, miR-152. miR-155.
miR-15b-miR-17-5p-miR-193.miR-194.miR-195.miR-196b.miR-199a*.miR-19b.miR-202.
miR-204. miR-205, miR-206. miR-20b. miR-21. miR-210, miR-214., miR-221. miR-27a.
miR-27b. miR-296. miR-29a. miR-301. miR-324-3p. miR-324-5p. miR-339. miR-346.
miR-365.miR-378.miR-422a.miR-432.miR-485-3p.miR—496 .miR-497 .miR-505.miR-518b.
miR-525. miR-566. miR-605. miR-638. miR-660 F miR-93.

[0047]  7F H ‘& 52 /7 4, miRNA & [ miR-106a. miR-106b. miR-126%, miR-142-3p.
miR-15b-miR-181c.miR-182.miR-26b.miR-30b.miR-30e—5p.miR-422b. let-7i Fl let-Tg.,
[0048]  FEiE— B[Szt /7 &2 rh, miRNA % H miR-24. miR-92. miR-142-3p. miR-142-5p.
miR-181d.miR-27a.miR-27b.miR-422a.miR-29b.miR-15a.miR—106b.miR—126 . miR—140
miR-202, fF %8szl 5 & rp, ] DUf# X 2% miR A 2.3.4.5.6.7 5 8 AN X il fiti e
b R B e i R . B ST &, 2.3.4.5.6.7 BE 8 > miRNA 1% H miR-24,
miR-92. miR-142-3p. miR-142-5p. miR-181d. miR-27a. miR-27b FI miR-422a.
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[0049]  FEHRELESE 5 2o, RAENTE AR T IEAEFE A K miRNA £ H miR-15bmiR-182.
miR-15a.miR-30b.miR-26b. miR-106b. let-7g.miR-142-3p miR-301. miR-181c . miR-126
miR-346. miR-422b A miR-92. ARFAFEAGLRER B B M0 R Bl 4 1t 52 1 Bk B
I 2R R

[0050] U5 7 S AL KR F T 3R AE R b B A/ B S 1R 5 32, I IR U7 vk 4
ML FE A A miRNA ZKF, 27 miRNA 1E H Tet-T7by let-7Tc. let-7d. let-7e, miR-10a,
miR-10b. miR-130b. miR-132, miR-133b. miR-139. miR-143. miR-152. miR-155 miR-15b.
miR-17-5p-miR-193.miR-194.miR-195.miR-196b.miR-199a*.miR-19b.miR-202.miR-204.
miR-205. miR-206+ miR-20b. miR-21, miR-210. miR-214, miR-221. miR-27a. miR-27b,
miR-296, miR-29a, miR-301. miR-324-3p. miR-324-5p. miR-339., miR-346. miR-365.
miR-378.miR-422a.miR-432.miR-485-3p.miR-496 .miR-497 .miR-505.miR-518b.miR-525.
miR-566.miR-605.miR-638.miR-660 F miR-93 ;I Frid LA miRNA [T P& FFHK
S, AT A il s S 1 20 B

[0051] 3K 2 ) T ZEMfpE B3 i 2% Fh KT BT B R miRNAS AT DIAR P 4% &% B A% A X
HE miRNA,

[0052] & 2. TEMlis B3 MK ACE EFAECR BRI miRNA. AT 0 il 38 i miRNA &5
T g £ AH LB i 45 R

[0053]
miRNA 7K miRNA 7K
let-7Tc EFH let-7a T
miR-100 I Tot7d %
miR-10a EF let-7Te TRE
miR-10b EF let-7g TR
miR 1224 EIF Tot-T71 %
miR-125b 7 miR-1 T
miR-129 7 miR-103 T
miR-148a 7 miR-106a TR
miR-150 7 miR-12ba TR
miR-17-5p 7 miR-130a TR
miR-183 7 miR-130b T
miR-18a* 7 miR-133a T

12
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miR-18b It miR-145 T
miR-190 It miRk-148b T
miR-192 EFH miR-15a TR
mik-193a Tt miRk-15b &
miR-196b Tt miR-17-3p &
miR-197 I miR-181d &
niR-19a I mik-18a &
miR-19b I mik-196a &
miR-200c I miR-198 &
miR-203 Tt miRk-199a &
miR-206 T3t miR- 199wk T
miR-20b Tt miR212 T
miR-210 7 miR-22 T
miR214 Tt miR-221 T
WiR-218 Tt mik-23a T
miR-296 Tt miR-23b T
miR-30a-3p Tt wiR-26a T
miR-31 Tt miR-27a %
miR-346 I WiR-27h &
miR-34c I wiR-—29h &
WiR-375 It miR-30D &
miR-383 I wiRk-30d &
miR422a I miRk-30e3p &
WiR—429 It miRk-320 &
miR-448 Tt miR-323 &

13
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i M P
miR-449 EFH miR-326 T
miR-452 EFH miR-331 T
miR-483 EFH miR-335 TR
miR-486 EF miR-339 TRE
miR-489 EFH miR-374 TR
miR-497 EFH miR-377 TR
miR-500 EFH miR-379 TR
miR-501 EFH miR-410 TR
miR-507 EFH miR-423 TR
miR-511 EH miR-433 TR
miR-514 EH miR-485-3p TR
miR-516-3p EH miR-485-5p T
miR-520d EH miR-487b T
miR-527 EH miR-490 T
miR-7 EF miR-491 TR
miR-92 7 miR-493 TR
miR-93 EFH miR-493-3p T
miR-99a EFH miR-494 T
miR-496 T
miR-502 T
miR-505 T
miR-519d T
miR-539 T
miR-542-3p T
miR-98 T

14
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[0054]

[0055]  #F—48szjifi Jy 22 A, W] LAAE BN 0 23 mi RNA R AE i « £8 Hg szt &= b, ml LA
R B3 2 () miRNA 22— R4k fifides , 3L n] LA Al B — el 2 A B miRNA ARG 4L &
i

[0056]  {EALALsIi Ty S, Prak 7 m] LA 43 fifidfee 55 RVEI o 76— 2esefirh, 5 R
i BT A A L, e AR 3 0 I s 2 o 22 /D — Rl & miRNA T o A — e e,
2 /b PPl ) miRNA NP, AEREEESTE T b, b — R miRNA BT B AR —
Bl miRNA R FE. FEHE ST S, &2 DR B miRNA B2 D PR BRI miRNA,
[0057]  {ER-SESjE Ty P, Nid miRNA 2 — 5 2 /D —F I E miRNA 2EWbR EW 4L & 18
FH DI R 215 B i let—Ta. let—7hb. let-7d. let-7f. let-7g. let-7i. miR-101,
miR-106a. miR-106b. miR-125a. miR-126. miR-126%, miR-130b. miR-132. miR-133b.
miR-140. miR-142-3p. miR-142-5p. miR-145, miR-146a. miR-146b. miR-148b. miR-150.
miR-151. miR-15a. miR-15b. miR-181a. miR-181b. miR-181d. miR-185, miR-186. miR-190.
miR-191. miR-193a. miR-199a*, miR-202, miR-210. miR-214. miR-222. miR-23a. miR-24.
miR-26a. miR-26b. miR-27a. miR-27b. miR-29b. miR-301. miR-30a-5p. miR-30b. miR-30c.
miR-30d. miR-30e—5p. miR-320. miR-324-3p. miR-326. miR-335. miR-340, miR-342,
miR-345, miR-346. miR-34a. miR-374. miR-375. miR-378. miR-422a. miR-422b. miR-425,
miR-486. miR-496, miR-518b., miR—660. miR-7. miR-92. miR-93. miR-98., miR-99a B%
miR-99b.,

[0058]  7E & SEiE 7 &, Nk miRNA 2 — 5 £ /b —Fh H g miRNA AW bR S 4 &
i H, DA e AR 2 15 A e B IX 23 i 55 R MRl i :miR-422a, miR-29b\ miR-92.
miR-142-5p. miR-142-3p. miR-181d. miR-27b, miR-378. miR-27a. miR-30e-5p. miR-181a.
miR-126.miR-342.miR-140.miR-15a-miR-324-3p.miR-374.miR-486 .miR-518b.miR-106b-
miR-145, miR-150. miR-191. miR-345. miR-126%, miR-148b. miR-214. miR-320. let-7g.
let-7i. miR-146a. miR-15b. miR-185. miR-186 miR-23a. miR-24. miR-30a-5p~ miR-340.
miR-34a-miR-101.miR-132.miR-181b. miR-199a%.miR-202. miR-222. miR-422b.miR-660.
miR-7 B¢ miR-93,

[0059]  fEIL B S &, Nid miRNA 2 — 5 £ /D —Fi 3w miRNA ZEWbR EW 41L& 18
H, UL B3 75 A il < let—7g. miR—106b. miR-126. miR-126%, miR-132. miR-140,
miR-142-3p. miR-146a. miR-150. miR-15a. miR-15b, miR-181a, miR-181b, miR-181d.
miR-214.miR-24.miR-30a-5p.miR-320. miR-342. miR-345.miR-374.miR-422a. miR-422b.
miR-486 8 miR-92,

[0060] A BH (1) — LSl 77 2290 Ay B F 0 &k H S &2 /b — X miRNA. 3K 3 A FE ]
DL TR AE M 1% o 3 2o n] DL e s AE s S 4 &4 o

[0061] 3K 3. {EIMIBEFEA I E ) miRNA X

[0062]
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miRNA %}

miR-202,miR-29b

miR-324-5p,miR-422a

miR-101,miR-92

miR-142-5p,miR-422a

miR-374 miR-422a

miR-126 miR-92

miR-24 miR-27a

miR-140,miR-345

miR-126* miR-422a

miR-27b,miR-422a

miR-23a,miR-27a

miR-126* miR-92

miR-140,miR-422a

miR-29b,miR-378

miR-150,miR-29a

miR-185,miR-93

miR-30e-5p,miR-422a

miR-15a,miR-92

miR-126,miR-181d

miR-30e-5p,miR-92

miR-30e-5p,miR-324-3p

miR-142-3p,miR-422a

miR-660,miR-92

miR-126,miR-378

miR-30e-5p,miR-345

miR-106b,miR-422a

miR-126,miR-422a

miR-29b,miR-422a

let-7g,miR-422a

miR-132,miR-29b

miR-26a,miR-422a

miR-148b,miR-92

miR-142-3p,miR-181a

miR-15a,miR-422a

miR-181b,miR-29b

miR-142-3p,miR-378

miR-146a,miR-27b

let-7f,miR-422a

miR-29b,miR-518b

miR-148b,miR-422a

miR-181a,miR-27b

miR-142-5p,miR-181d

let-71,miR-422a

miR-29b,miR-324-3p

miR-193b,miR-29b

miR-340,miR-422a

miR-132 miR-30e-5p

miR-146b,miR-422a

miR-143 miR-150

miR-214,miR-422b

miR-15b,miR-92

miR-15a,miR-378

miR-140,miR-378

miR-142-5p,miR-23a

miR-15b,miR-422a

miR-29b,miR-30a-5p

miR-27a,miR-378

miR-27b,miR-92

let-7a,miR-422a

miR-197 miR-29b

miR-30e-3p,miR-422a

miR-142-3p.miR-191

miR-342 miR-374

miR-30b,miR-422a

miR-24,miR-27b

miR-422a,miR-487b

miR-142-3p,miR-92

miR-126* miR-181d

miR-142-3p miR-99b

miR-27a,miR-422a

miR-181d,miR-30e-5p

miR-29b,miR-320

miR-142-5p,miR-342

miR-142-3p,miR-191

miR-340,miR-378

miR-142-5p,miR-223

miR-181c,miR-29b

miR-29b,miR-486

miR-27b,miR-378

miR-181d,miR-27a

miR-23a,miR-422a

miR-186,miR-27a

miR-148b.miR-378

miR-222 miR-27b

miR-106b,miR-324-3p

miR-15a,miR-320

miR-142-5p,miR-24

miR-34a,miR-518b

miR-199a* miR-422a

miR-148b,miR-181d

miR-27a,miR-92

miR-146a,miR-27a

miR-29b,miR-342

miR-30a-3p,miR-422a

miR-142-5p.miR-181a

miR-152 miR-422a
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[0063]

[0064]

miRNA #f

miR-181d,miR-29b

miR-15a,miR-486

miR-7,miR-92

miR-15b,miR-191

miR-27b,miR-342

miR-210,miR-422a

miR-192 miR-422a

miR-181a,miR-27a

let-7c,miR-422a

miR-422amiR-576

let-7g,miR-342

miR-27b,miR-518b

miR-30c,miR-422a

miR-29b,miR-345

miR-145 miR-374

miR-142-3p,miR-145

let-7¢,miR-422a

miR-27a,miR-324-3p

miR-142-3p,miR-181d

miR-29b,miR-422b

miR-140,miR-186

miR-181d miR-27b

miR-142-3p miR-202

miR-185 miR-486

miR-142-5p,miR-186 miR-214,miR-422a miR-422a,miR-496
miR-150,miR-29¢ miR-142-5p,miR-145 miR-181a,miR-199a*
miR-200c,miR-422a miR-422a,miR-497 miR-422a,miR-432

miR-185miR-92

miR-29b,miR-433

miR-181d,miR-23b

miR-148amiR-422a

miR-140 miR-92

miR-125b miR-422a

miR-34a,miR-422a

miR-142-5p.miR-92

miR-145 miR-29b

miR-32,miR-422a

miR-142-3pmiR-181b

miR-142-5p.miR-146a

miR-214 miR-566

miR-30e-5p,miR-486

miR-126 miR-320

miR-206 miR-422a

miR-196b,miR-422a

miR-191 miR-374

miR-214 miR-518b

miR-222 miR-29b

miR-126,miR-145

miR-142-3p,miR-320

miR-142-3p,miR-518b

miR-150,miR-29b

miR-331,miR-422a

miR-29b,miR-30d

miR-133b,miR-422a

miR-26b,miR-422a

miR-29b,miR-361

miR-142-5p,miR-324-3p

miR-142-5p,miR-345

miR-342 miR-34a

miR-27b miR-345

miR-27b,miR-324-3p

miR-106b,miR-181d

miR-374,miR-378

miR-30a-5p,miR-30e-5p

miR-340,miR-92

let-7b,miR-422a

miR-29b,miR-92

miR-486,miR-7

miR-346,miR-432*

miR-191 miR-27a

miR-21 miR-422a

miR-142-5p,miR-318b

miR-140,miR-181d

miR-106b,miR-92

miR-142-3p,miR-328

miR-422a.miR-660

let-71,miR-92

miR-181a,miR-374

miR-126,miR-181a

miR-101,miR-486

let-7g,miR-181d

miR-126* miR-378

miR-181a,miR-29b

miR-106b,miR-378

miR-15amiR-181d

miR-142-5p,miR-150

miR-30a-5p,miR-422a

miR-224 miR-422a

miR-142-3p miR-342

miR-339,miR-422a

miR-346,miR-92

miR-142-5p,miR-93

let-71,miR-378

miR-146a,miR-374

miR-181amiR-346

miR-146b,miR-374

miR-181d miR-346

miR-13a,miR-425

miR-181b miR-346

let-7f.miR-146a

let-7g,miR-146a

let-7d.miR-92

miR-106a,miR-15b

let-7a,miR-92

miR-146a,miR-15b

miR-106a. miR-422b

miR-126*. miR-26b

miR-106a. miR-26b

miR-15b. miR-30a-5p

let-7i. miR-26b

let-7g. miR-106a

miR-126*. miR-15b

miR-126*. miR-30b

miR-106a. miR-106b
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miRNA #f

miR-15b. miR-27b miR-126. miR-15b miR-126*. miR- 15a
miR-15b. miR-27a miR-106b. miR-30a-5p miR-15b. miR-30d
miR-15a. miR-30a-5p miR-15a. miR-27b miR-15b. miR-30b
miR-126. miR-15a miR-15a. miR-30d miR-15b. miR-26b
miR-106b. miR-30d miR-106b. miR-126* miR-15a. miR-422a
miR-106a. miR-30a-5p miR-106a. miR-30d miR-15b. miR-301
miR-26b. miR-27b miR-182. miR-27b miR-106b. miR-27b

[0065]  7FEF-4Lszif 7 =, miRNA A€ H miR-202 F1 miR-29b ;miR-142-5p 1 miR-422a ;
miR-24 F miR-27a ;miR-27b F miR-422a ;miR-140 F1 miR-422a ;miR-185 F miR-93 ;
miR-126 F miR-181d ;miR-142-3p F miR-422a ;miR-30e-5p FI miR-345 ;miR-29b Fl
miR—422a ;miR-324-5p Al miR-422a ;miR-374 FlmiR-422a ;miR-140 A miR-345 ;miR-23a
miR-27a ;miR-29b Fll miR-378 ;miR-30e—5p Fl miR-422a ;miR-30e—5p Fl miR-92 ;miR-660
F miR-92 ;miR-106b Fl miR-422a ;let-7g Fl miR-422a ;miR-101 F1 miR-92 ;miR-126 FI
miR-92 ;miR-126% F1 miR-422a ;miR-126% Fl miR-92 ;miR-150 F miR-29a ;miR-15a Fl
miR-92 ;miR-30e-5p F1 miR-324-3p ;miR-126 Fl miR-378 ;miR-126 F1 miR-422a ;miR-132
M miR-29b ;miR-142-3p A1 miR-181a ;miR-142-3p F miR-378 ;miR-148b Fl miR-92 ;
miR-181b F1 miR-29b ;miR-26a Fl miR-422a ;miR-15a Fl miR-422a ;miR-146a Fl miR-27b ;
miR-148b Fl miR-422a ;let—71i Fl miR—422a ;miR-340 F1 miR-422a ;miR-143 F1 miR-150 ;
miR-15a F1 miR-378 ;miR-15b F1 miR—422a ;miR-27b F1 miR-92 ;miR-30e—3p Fl miR-422a ;
miR-30b A1 miR-422a ;miR-142-3p Fl miR-92 ;miR-27a Fl miR-422a ;miR-142-5p FN
miR-342 ;miR-142-5p A miR-223 ;miR-27b Fl miR-378 ;miR-186 FI miR-27a ;miR-106b
F miR-324-3p ;miR-34a F miR-518b ;miR-27a Fl miR-92 ;miR-30a-3p #1 miR-422a ;
miR-181d FI miR-29b ;miR-15b Fl miR-191 ;miR-192 Fl miR-422a ;miR-422a F1 miR-576 ;
miR-30c F1 miR-422a ;miR-142-3p #1 miR-145 ;miR-142-3p F miR-181d ;miR-181d Fl
miR-27b ;miR-142-5p F miR-186 ;miR-150 F miR-29c¢ ;miR-200c F1 miR-422a ;miR-185
F miR-92 ;miR-148a F1 miR—422a ;miR-34a Fll miR-422a ;miR-32 F1 miR-422a ;miR-214 Fl
miR-566 ;miR-206 F1 miR-422a ;miR-214 F miR-518b ;miR-142-3p F miR-320 ;miR-331
F miR-422a ;miR-26b F1 miR-422a ;miR-142-5p F1 miR-345 ;miR-27b F miR-324-3p ;
miR-30a-5p Fl miR-30e-5p ;miR-29b F miR-92 ;miR-191 F miR-27a ;miR—140 FI
miR-181d ;miR-422a Fl miR-660 ;miR-126 Fl miR-181a ;miR-126% Fl miR-378 ;miR-15a Fl
miR-181d ;1let-7f Al miR-422a ;miR-181a Fl miR-27b ;miR-29b Fl miR-324-3p ;miR-132 Fl
miR-30e—5p ;miR-214 Al miR-422b ;miR-140 A miR-378 ;miR-29b Fl miR-30a-5p ;let—7a Fl
miR—422a ;miR-142-5p F1 miR-191 ;miR-24 F miR-27b ;miR-126% I miR-181d ;miR-181d
M miR-30e—5p ;miR-142-3p F miR-191 ;miR-181c F1 miR-29b ;miR-181d Fl miR-27a ;
miR—148b F1 miR-378 ;miR-15a F1 miR-320 ;miR-199a* Fl miR-422a ;miR—146a Fl miR-27a ;
miR-142-5p Fl miR-181a ;miR-15a Fl miR-486 ;miR-27b A1 miR-342 ;miR-181a Fl miR-27a ;
let=7g M miR-342 ;miR-29b H1 miR-345 ;let-7e F1 miR—422a ;miR-29b Fl miR-422b ;
miR-142-3p F miR-202 ;miR-214 F1 miR-422a ;miR-142-5p FN miR-145 ;miR-422a Fl
18
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miR-497 ;miR-29b F1 miR-433 ;miR-140 F miR-92 ;miR-142-5p F miR-92 ;miR-142-3p
F miR-181b ;miR-30e-5p F miR-486 ;miR-196b FI miR-422a ;miR-222 F1 miR-29b ;
miR-142-3p 1 miR-518b ;miR-29b F1 miR-30d ;miR-29b FI miR-361 ;miR-342 Fl miR-34a ;
miR-106b Fl miR-181d ;miR-340 Il miR-92 ;miR-486 I miR-7 ;miR-21 F miR-422a ;
miR-106b Fl miR-92 ;let-7i F1 miR-92 ;miR-101 F1 miR-486 ;miR-181a A1 miR-29b ;
miR-142-5p A1 miR-150 ;miR-142-3p F1 miR-342 ;miR-29b FI miR-518b ;miR-142-5p Fl
miR-181d ;miR-193b F1 miR-29b ;miR-146b Fll miR-422a ;miR-15b F1 miR-92 ;miR-142-5p
F miR-23a ;miR-27a F1 miR-378 ;miR-197 Fl miR-29b ;miR-342 F1 miR-374 ;miR-422a Fl
miR-487b ;miR-142-3p F1 miR-99b ;miR-29b F miR-320 ;miR-340 Fl miR-378 ;miR-29b Fl
miR-486 ;miR-23a F1 miR-422a ;miR-222 F1 miR-27b ;miR-142-5p F miR-24 ;miR-148b
F miR-181d ;miR-29b I miR-342 ;miR-152 F1 miR-422a ;miR-7 Fl miR-92 ;miR-210 #H
miR-422a ;let—7c F1 miR-422a ;miR-27b I miR-518b ;miR-145 F miR-374 ;miR-27a Fl
miR-324-3p ;miR-140 F1 miR-186 ;miR-185 Fll miR-486 ;miR-422a F miR-496 ;miR-181a FH
miR-199a* ;miR-422a Fl miR-432 ;miR-181d F miR-23b ;miR-125b FI miR-422a ;miR-145 Fl
miR-29b ;miR-142-5p F1 miR-146a ;miR-126 F miR-320 ;miR-191 Fl miR-374 ;miR-126 FH
miR-145 ;miR-150 F1 miR-29b ;miR-133b F1 miR-422a ;miR-142-5p Fl miR-324-3p ;miR-27b
FImiR-345 ;miR-374 F1miR-378 ;1et—7b FlmiR-422a ;miR-346 FlmiR-432% ;miR-142-5p Fll
miR-518b ;miR-142-3p FImiR-328 ;miR-181a FimiR-374 ;1let-7g FlmiR-181d ;miR-106b Fl
miR-378 ;miR-30a-5p Fl miR-422a ;miR-339 Fl miR-422a ;1et-71 F miR-378 ;miR-142-5p
F miR-93 ;A1 miR-224 Fl miR-422a,

[0066]  7F K46 5zl /7 22 P, miRNA Xf 1% H let-7a fl miR-181a ;let-7a Al miR-181d ;
let=7b F1 miR-150 ;1et—7b F1 miR-181d ;let-7b Fl miR-92 ;let—7c FH miR-150 ;let—-7c
F miR-181d ;1let—7c FH miR-92 ;let—7e Fl miR-378 ;1et—7f F1 miR-181la ;let-7f FH
miR-181d ;let-7f Ml miR-342 ;let—7f A1 miR-92 ;let-7g A1 miR-150 ;let-7g Fl miR-181a ;
let=7g A1 miR-181d ;let—7g Fl miR-342 ;let-7Tg F1 miR-92 ;let—7i Fl miR-486 ;let-7i
F miR-92 ;miR-106b F1 miR-150 ;miR-106b F1 miR-181d ;miR-106b FI miR-92 ;miR-125a
F1 miR-142-3p ;miR-125a F1 miR-374 ;miR-126% F1 miR-181d ;miR-126% F1 miR-30a-5p ;
miR-126% Fl miR-92 ;miR-126 F1 miR-146a ;miR-126 F1 miR-150 ;miR-126 F1 miR-181a ;
miR-126 F1 miR-181d ;miR-126 1 miR-342 ;miR-126 Fl miR-92 ;miR-130b F1 miR-142-3p ;
miR-132 1 miR-142-3p ;miR-132 FImiR-214 ;miR-140 FI miR-150 ;miR-140 Fl miR-30a-5p ;
miR-140 1 miR-345 ;miR-140 Fl miR-92 ;miR-142-3p I miR-146a ;miR-142-3p FImiR-150 ;
miR-142-3p F1 miR-151 ;miR-142-3p #1 miR-181a ;miR-142-3p F1 miR-181b ;miR-142-3p
F miR-181d ;miR-142-3p F1 miR-186 ;miR-142-3p F miR-210 ;miR-142-3p F miR-22 ;
miR-142-3p F1 miR-23a ;miR-142-3p F1 miR-24 ;miR-142-3p F1 miR-30a—-5p ;miR-142-3p
F miR-342 ;miR-142-3p F miR-345 ;miR-142-3p FH miR-425 ;miR-142-3p F1 miR-486 ;
miR-142-3p F miR-92 ;miR-142-3p F miR-99b ;miR-142-5p F miR-30a—5p ;miR-143
F miR-223 ;miR-143 F miR-486 ;miR-150 FI miR-15b ;miR-150 F1 miR-214 ;miR-150 FH
miR-29b ;miR-150 F1 miR-374 ;miR-150 F miR-576 ;miR-15a F1 miR-181la ;miR-15a F
miR-181b ;miR-15a I miR-181d ;miR-15a F1 miR-210 ;miR-15a F1 miR-30a-5p ;miR-15a
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I miR-342 ;miR-15a F1 miR-345 ;miR-15a Fl miR-486 ;miR-15a F miR-92 ;miR-15b F
miR-17-5p ;miR-15b FI miR-181a ;miR-15b F miR-181d ;miR-15b F miR-24 ;miR-15b Al
miR-342 ;miR-15b I miR-92 ;miR-16 Fl miR-486 ;miR-16 Fl miR-92 ;miR-181a I miR-214 ;
miR-181a F1 miR-26a ;miR-181a 1 miR-26b ;miR-181a F1 miR-30b ;miR-181a Fl miR-30c ;
miR-181a 1 miR-374 ;miR-181a F1 miR-98 ;miR-181b F miR-214 ;miR-181b F1 miR-374 ;
miR-181d 1 miR-214 ;miR-181d F1 miR-26b ;miR-181d F1 miR-30b ;miR-181d Fll miR-30c ;
miR-181d F1 miR-374 ;miR-181d Fl miR-432 ;miR-181d F miR-496 ;miR-181d Fl miR-638 ;
miR-181d 1 miR-98 ;miR-193a Fl miR-422a ;miR-195 FI miR-486 ;miR-199a% Fl miR-92 ;
miR-20a Fl miR-92 ;miR-214 Fl miR-342 ;miR-214 Fl miR-422b ;miR-214 1 miR-92 ;miR-24
I miR-374 ;miR-26a F1 miR-342 ;miR-26a F miR-92 ;miR-26b FI miR-342 ;miR-26b F
miR-92 ;miR-27a Fl miR-30a—5p ;miR-27b F1 miR-30d ;miR-29b F1 miR-30a—5p ;miR-30b Fl
miR-342 ;miR-30b I miR-92 ;miR-30c Fl miR-342 ;miR-30c Fl miR-92 ;miR-320 F miR-98 ;
miR-342 I miR-374 ;miR-346 F1 miR-422a ;miR-346 F1 miR-518b ;miR-346 F miR-566 ;
miR-374 F1 miR-92 ;miR-422a F1 miR-496 ;miR-422a F1 miR-638 ;miR-422a F miR-98 ;
miR-432 Fl miR-92 ;miR-496 Fl miR-92 ;I miR-7 Fl miR-92,

[0067]  7F M. & 5 i /5 & 1, miRNA Xf 3£ H miR-142-5p Fl miR181d ;miR-142-3p Al
miR181d ;miR-142-3p FI miR-422a ;miR-142-5p Hl miR-422a ;miR-92 F1 miR-27b; A
miR-24 Fl miR-27a, £FH'& 52 J7 %9, miRNAs Xf 1k B miR-106a Fil miR-422b ;miR-126%
F miR-26b ;miR-106a F1 miR-26b ;miR-15b Fl miR-30a—5p ;let—7a Fl miR-26b ;let—7g Fil
miR-106a ;miR-126% I miR-15b ;miR-126% FI miR-30b ;%1 miR-106a Fl miR-106b.

[0068]  {E—LLSijfi Jy G rh, TEMIBEFEA IS XT . fEdeHh, il & — e Z A4 HE miRNA.
[0069] ¢ e Szt 77 2, W] LAAd ] 346 mi RNA f 8 1 2o M sl 59 Mk ER b i s (6 4) .
TEFELCS it 77 Z2 P, I T A I M RS S P 1 miRNA AR FR 54

[0070] 3K 4 I T3RAE Lot Bl 55 1 AR 3 v it ¥ miRNA X

[0071]
miRNA AR EAR (Lot ) miRNA EYFR EAxE (5 )
miR-15a, miR-422a miR-185, miR-93
miR-181d, miR-27b miR-30e-5p, miR-433
miR—27b, miR-422a miR-126, miR-378
miR-15b, miR-191 miR-342, miR-497
miR-181d, miR-29b let-7f, miR-342
miR-142-3p, miR-422a miR-142-5p, miR-422a
miR-23a, miR-27a miR-145, miR-200c
miR-222, miR-27a miR-148a, miR-19b
miR-126, miR-422a miR-191, miR-340
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[0072]

miRNA s SV (k)

miRNA bR EYXT (BE)

miR-142-5p, miR-145

miR-200b, miR-422a

miR-142-3p, miR-145

miR-340, miR-378

miR-143, miR-223

miR-324-5p, miR-422a

miR-30e-5p, miR-422a

miR-27a, miR-422a

miR—-126%, miR-222

miR-140, miR-422a

miR-101, miR-92

miR-202, miR-29b

miR-29b, miR-422a

miR-30e-5p, miR-324-3p

miR-181b, miR-29b

miR-142-5p, miR-181a

miR-126%, miR-422a

miR-195, miR-93

miR-140, miR-222

miR-126, miR-181d

miR-142-5p, miR-422a

miR-24, miR-27a

miR-27a, miR-361

miR-346, miR-518b
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[0073]

miR-222, miR-27b

miR-15b, miR-181a

miR-142-5p, miR-191

miR-433, miR-487b

miR-29b, miR-518b

miR-106b, miR-422a

miR-21, miR-422a

miR-15b, miR-422a

miR-181a, miR—-27a

miR-142-5p, miR-345

miR-32, miR-422a

miR-30e-5p, miR-92

miR-148b, miR-422a

miR-192, miR-422a

let-71i, miR-422a

miR-19b, miR-486

miR-15a, miR-181d

miR-142-3p, miR-26a
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miRNA EWbs SV (k)

miRNA bR EYIxT (BE)

miR-142-3p, miR-181a

miR-29b, miR-378

miR-15a, miR-181b

miR-142-3p, miR-342

miR-195, miR-20b

miR-145, miR-27a

miR-374, miR-422a

miR-27b, miR-361

miR-142-3p, miR-518b

miR-140, miR-181d

miR-27b, miR-326

miR-139, miR-422a

let-7g, miR-422a

miR-140, miR-345

miR-148b, miR-326

miR-20a, miR-92

miR-133b, miR-181b

miR-132, miR-30e-5p

miR-19b, miR-92

miR-181a, miR—-30c

miR-197, miR-422a

miR-142-5p, miR-222

miR-148a, miR-422a
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let-7g, miR-181d

miR-197, miR-29b

miR-331, miR-422a

miR-15a, miR-181a

miR-339, miR-422a

miR-181b, miR-215

miR-145, miR-374

miR-206, miR—518b

miR-106b, miR-486

miR-126%, miR-181a

mik-422a, miR-576

miR-17-5p, miR—-422a

miR-106b, miR-345

miR-126, miR-342

miR-139, miR-181d

miR-140, miR-30a—-5p

miR-142-3p, miR-26b

miR-142-3p, miR-361

miR-19a, miR-92

miR-222, miR-422a

miR-296, miR-422a

miR-29b, miR-382

[0074]
[0075] A< W — L85l U7 S B i 19 IR0 R B SR K P B e Bl miRNA, R A
miRNA MR AE Y bR S ) —Fhal DL 20— R miRNA 4L A6 :miR-10b, miR-192,
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miR-206. miR-101. miR-205. miR-16+ miR-151 miR-137. miR-215. miR-181a. miR-218.
miR-126%, miR-125b. miR-326. miR-100. miR-31, miR-197. miR-222, miR-191. miR-200c
miR-186. miR-145. miR-155, miR-29¢. let-7c. miR-181c. miR-125a. miR-134. miR-181d.
let-7bs miR-127. miR-146a. miR-139. miR-152, miR-190. miR-30e—5p. miR-106b.
miR-10a. miR-132. miR-148a. miR-213. miR-29a. miR-375. miR-133b. miR-15a. miR-107.
miR-148b. miR-19a. miR-106a. miR-130a. miR-17-3p. miR-18a*, miR-195, miR-20b.
miR-301. miR-339. miR-410. miR-188. miR-193a. let-7g. let-7i. miR-140. miR-181b.
miR-25. miR-328. miR-133a. miR-150. miR-17-5p. miR-21. miR-214. miR-370. miR-383.
miR-130b. miR-199a. miR-212. miR-221. miR-27b. miR-30e-3p. miR-338., miR-361.
miR-141.miR-142-5p.miR-30a-3p.miR-30a-5p.miR-451 .miR-142-3p.miR-146b.miR-15b.
miR-18a. miR-210. miR-296. miR-323. miR-362. let-Ta. miR-196b. miR-223. miR-29b.
miR-324-5p. miR-376a. miR-379. miR-491. let-7d. miR-126. miR-182. miR-185. miR-204.
miR-23a.miR-27a. miR-324-3p.miR-342. miR-34c.miR-382. miR-425. miR-432%, miR-103.
miR-193b. miR-196a.miR-199a%, miR-199b. miR-28. miR-30d. miR-330. miR-423. miR-433.
miR-485-5p. miR-20a- miR-23b. miR-26a.miR-30b. miR-30c. miR-320. miR-345.miR-422b.
miR-335. miR-365. miR-486. miR-24. miR-26b. miR-331. miR-340. miR-34a. miR-374.
miR-452.miR-483.miR-512-5p. let-Te miR-32.miR-422a.miR-424 . miR-432.miR-485-3p-
miR-487b. miR-496. miR-505. miR-7 miR-202. miR-369-3p. miR-495. miR-502. miR-511.
miR-516-3p.miR-517c. miR-92. miR-93. miR-99a B miR-99b.,

[o076] 3% 5 AHER B MKAEA K A A TR AR Miies (9 miRNA %o AR2El, W& —Fpak 2 F
HE miRNA.

[0077] 3K 5. TEMIZAEA N ) miRNA Xf

25



CN 102725632 A

i M B

23/143 1L

[0078]

[0079]
[0080]
[0081]

miRNA *}

let-7¢:miR-326

miR-330:miR-375

miR-181a:miR-218

miR-326:miR-7

miR-134:miR-206

miR-151:miR-218

miR-206:miR-491

miR-432*:miR-491

miR-491:miR-512-5p

miR-339:miR-375

miR-181d:miR-375

miR-326:miR-375

miR-30a-3p:miR-326

miR-191:miR-200¢

miR-200¢c:miR-326

miR-151:miR-206

miR-23a:miR-326

miR-20b:miR-30b

miR-10b:miR-30b

miR-125b:miR-146a

miR-491:miR-516-3p

miR-16,miR-487b

let-71,miR-206

miR-192,miR-339

miR-326,miR-345

miR-200c,miR-339

miR-192 miR-196b

miR-140,miR-192

miR-16,miR-191

miR-7,miR-99b

miR-383 miR-491

miR-15a,miR-375

miR-213 miR-31

miR-339,miR-7

miR-17-5p,miR-30b

miR-16,miR-30b

miR-375,miR-99b

miR-206,miR-212

miR-137 miR-151

miR-199a,miR-375

miR-192,miR-30b

miR-218 miR-361

miR-206,miR-376a

miR-148b,miR-192

miR-190,miR-326

miR-375,miR-505

miR-16,miR-24

miR-204,miR-375

miR-200c,miR-301

miR-206,miR-320

miR-10b,miR-191

miR-451,miR-487b

miR-326,miR-34c

miR-125b,miR-30d

miR-218,miR-326

miR-191,miR-7

miR-126* miR-375

miR-206,miR-213

miR-218 miR-410

miR-17-3p,miR-326

miR-206,miR-422b

miR-181a,miR-206

miR-31,miR-326

miR-192 miR-326

miR-206,miR-370

miR-151,miR-31

miR-205,miR-326

miR-222 miR-30a-3p

miR-125b,miR-326

miR-218 miR-491

miR-326,miR-423

miR-375,miR-433

miR-206,miR-361

miR-137,miR-491

miR-361,miR-432*

miR-206,miR-410

miR-192, miR-342

miR-142-5p,miR-375

miR-30a-3p,miR-99b

miR-206,miR-382

miR-126* miR-192

miR-151,miR-383

miR-375,miR-423

miR-502, miR-512-5p

miR-218,miR-338

miR-17-5p,miR-487b

miR-326,miR-451

miR-212 miR-512-5p

miR-326,miR-511

miR-192 miR-324-3p

miR-375 miR-496

miR-155miR-218

miR-200c,miR-222

miR-191 miR-19b

T A B 7 P40 FE 0 EE 22 md RNA 1 i RNA 2L ph 253 7k S M 5 7 5 .o

IT1. Y& miRNA 7K 17 7 v

TR 22 I mi RNA 7P B8R 75 o n] DM R ] 58 RBOFR S R K 757
FE— L850 S, AEE AT 1Y miRNA. ESLE ST S, AR B IR A miRNA

Ko FEFETE, IR BT A S miRNA,

[0082]

A P
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[0083] A7 {EAR 2 J5 VA4 9 miRNA A% 5 1R - 41 40 1 3% miRNA . {4 miRNA A4 2% miRNA,
GEBRE SN ME RO S RY) VB EBRE R N (PCR) L SZH PCR(E &
PCR (q-PCR)) + 2& T #%Z IR J7 #1414 (NASBA) « & £l ik 5K ) v\ 2 B ] B R 18 17
PeFi R (Third Wave) GRINY MG MRAMNE SR (IVD) (REE oy 38 H A S HOP 1 (TMA) |
RNA (Eberwine) ¥ 3 FIA U ARN T2 CAN IS 51k FERL St b, A 2 T—F
PTG vE, W RS G HEAT S 52 & PCR (qRT-PCR) (Chen 2%, Nucleic Acids Research,
33(20) :e179(2005)) .

[0084]  HLAU[¥) PCR Ik NALYKE Z AN H D 3R, B 1636, b By ML IR A M D IR,
Hrh G me 2 v B AGE R, v —4 PCR 514 CIE MR [ 514 ) 5 H %b DNA 4518
K FHAE A A2 B, A FAKEE 1) DNA 265 Wi 5 1 e . T8 2 IR R IX 2L I8, 47 1% DNA
B ARG -, 58S DNA SR AR . MR () PCR e WAL 46 AR M L IR ORI ZE {1 ) 20 BY
HEZANGH . FEIR 2G0T, B KA P IRN] DL[R I 24T, BN PRI & A~ D B
A G miRNA S SRRE, BT LAW] DAE PCR N AT IFAT SO SR . (A2 B AR eDNA 341 ) o [
B 5 R VAL FERAT T, 4040, 25T RNA 1) DNA SR8 ( RO ) F514.

[0085]  7E PCR 1 q—PCR J5 7, 5 4, X AR 58— 45|19 o 7EFLE S0 T b, 51
PIR B TR 2 R &=, A6, (HARR T, 514 2 (R BRAE ) 2 AT WL T  SEAZ IR /7 ) R e
B RA FIEEAZIR T AN B AT o AEFELESE T 2, 51K 2 15— 29 35 M TR . /EH:
BSEHE T, 5K ES T EN T 1502002530 5L 35 METFER . A HU e st T B,
S E DK 35 MEER.

[oose]  fEiE— L HT7 I, 1E 1M 5 14A] LA 20— 5 miRNA AL YR e IR K K741,
I H A n] LA S BN 57 AEBANX o RSy — AN T5 1, W] A B ) 5 A b e B
S miRNA [ EANTHE Ko S5 4 mT LI T miRNA AR5 354 24, 31 5T U FH AH
5] BB 5 |48 18 24> miRNA ARV bR ) wlR kb, S 1m) 514 m] AXT miRNA £ R &)
HAR 7.

[0087]  FE—2C50i Ty, 75— RNVARR P A BEZ S miRNA. — AT AR 2
i q-PCR, W1 qRT-PCR, H ] LU AT FH 2 T— X548 / 82 T— N 8RE, RN 18 5f 2 &
— RNV 2 DAY B B miRNA IS b — R 25 %% miRNA (9 1S 5 |
V), 3 HARICEREHALT AT DA X 73, AT IRIIN 58 5 24> miRNA. 2 qRT-PCR HA 5T
FH2 i 3%, A FEAEAS R T4 mi RNA DLEAT S W 90 Fva 7 R o

[0088] W] LLId i [ iy A 4 i 2 SR il AL T DNA [ #0WES 02 DNA 2845 B 1K oRT-PCR R W
W 5 REFKRNAS . B PR SRR, W] DUEH “ U837 J5 AT 2 v M it i
Ktk (LELH| No. 5,411,876 F1 5,985, 619) o 4, 4 2l S N AR PCR J2 M 1) i 73 AT
DIASEH — i 8l 22 i 005 77 2R A 2 O3 7 B A S 38 6 35038 (S EH) No 5, 550, 044
5,413,924 F1 6, 403, 341) .

[0089]  B.miRNA [0

[0090]  7EFELLSTE 77 2, W] DASE AR i GYk BObr d I ERER A/ 805 [ Rl 3 4 Bl R
P H miRNA . BEAR N 52 0] DUAR H A I 77 325 1 2R A0 R R A 1R = R R0 AR ok ) 77 92 0
PRSI0 77 325 1) R R R B = 2, AN AT ] DA W AN TR B 1 . AR HOR
A AT PUIR B miRNA 338 A6 0 572
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[0091]  FREF BT 4] AL 46 Watson—Crick Bl 2E BUME 1 AR ZE . &0 (0 B 2% G0 46, (HA
f2 T, AEGIS B F£ ( 2k B Eragen Biosciences), H O 7E % W1, 3£ [H & F) Nob, 432, 272,
5,965, 364 F16, 001, 983 FHHHIA o £FIELE ST 77 5 7, Bl ki ik I AR IR — IR B sl AN [R] Ak
ARG A . ARG E AR, (HA R T, IRBE BB IR (LNA) 4z, I O e sk
[H 4 H) No. 7, 060, 809 HHHiik.

[0092]  FERE—BIT7TH, 31 N A7 LE M AT R B 85 )38 A+ IR = AR 9 1
P R A I TA) ) R A AR RS T, A A B A T XU A (] PR SR O R R A
ZIR . TREMRS, (HABR T, 57 — SMUIRZ R BN 2 v (B TagMan™) #R4F (S 0L E £H)
No. 5, 538, 848) \ZEI 4> F{5 bR (WL, 1l 40, & 1H & H No. 6, 103, 476 Fl 5,925, 517) . o8
SRR (20, B, W09921881. 32 | &4 No. 6, 485, 901 1 6, 649, 349) \ IKIZER (PNA)
1 Eks (S0, a0, 35 B %R No. 6, 355, 421 F 6, 593, 091) (£& 7% PNA 545 (2L, 41
SEE & F No. 6, 329, 144) \3E -FRET 445 (20, 541, 2 = LA No. 6, 150, 097) Sunrise/
AmplifluorB™ # & ( 2 WL, 9 4, 25 [ & R No. 6, 548, 250) « ZX 31 Rl XL E Scorpion™ ¥ £l
(Z W, 40, 26 1H &) No. 6, 589, 743) \ I EREN (2 W, 4, 36 [H & No. 6, 590, 091) .
fh 25 B E (2 W, B an, 36 B % R No. 6, 548, 250) « Cyclicons ( 2 W, i &1, 36 H % A
No. 6, 383, 752) . MGB Eclipse™ #£ 4 (Epoch Biosciences). & F# & ( 2 W, 4 1, 3£
[ & # No. 6, 596, 490) . PNA Light-up #R&H FEP1 5149 ¥ KK 4 (L1 5%, Clin. Chem. 53 :
624-633 (2006) ) « FH ZH %2 490 K Rz £ A6 4 75 26 [ & A No. 6, 485, 901 o T ik (1) — )%
B - A ERE .

[0093]  FEIELLSLE T Srp, ¥ RN A K — AN B A T RS bR I . R I SE Ty
Zrb, ASTRIERE B0 |40 6 5 AR A DX IR T ARSI bR i o 76— 285 5 G2 rh, W] LA P Rh R
Z PRI XA AR IE SRR IO L R » TR 85 14 o

[0094]  {E—LL77 1, Kb id BB T — A B2 NREE, IF HAR I A —Fhe 2 B R R -
(1) $EEPTRIE S 5 (11) S5 ZhnicAH B A DUEMR i 55 — b id, B, FRET (5863LdR
Re R ) RARKTRINGE S s (111) F20E 2448, Fln, RUEE AR BT % s /i (iv) fefit 2 A
GG B EVBCERA, B, SRRV, ik - PUR, BB AW EPUR - B (B, A=)
K-SR . e e T, v DA AR AR ic & B BRI R SO A AR A3 B
N AL T R AN AR A — Rl S bR Id R i%

[0095] ] LI Job B B A4 7 VA8 mi RNA o 76 BB Rer I 7 v, 0 5 4 2 1)
AR IUAR AT — R B 2 P miRNA. FEIXFN 735, BT AR S S BREF AT AR 12 miRNA. A i,
Ik SREF S5 A AR miRNA ARSI & o REMTGEH 5 SOV AR B IR BRIE L
[0096]  FEHELLST 77 L, W I HEL L A AR ICIRED , SRS RS DR ET A IIAZ R o 7EAX & B
[R)— A2t 7 b, A8 SEREF 25410 FlexMAP £k (Luminex) 38335 T 75 4% e M RS
IR, 04 B9 miRNA. — 2875V R K 202 B B TR AR, Bk PR T 48 4n 52 St b id 5
4% DNA (bDNA) &1 .

[0097]  7EIL e st 7y 8, i ik (RS I 7 A AL R o 4, AR ) S AL RS T LU S 48
BRI R YR A DI 5 B IR  BER SRR ) T 4559 I miRNA LAY 2=
Frac, I FLAE A I BR e T BE R SR MR 40 I B4R} 70 1 A Il 45 5 1 miRNA. 5 — > SE i
TR, AR SRR I ekl 2 74 Phy colink ®#5 25 25 F1 52 R- #4081 (PROzyme) o
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AN R O EHE KSR 5T

[0098]  AricALFE, HANFR T o 7 AR BA KT Rl % 0t A0 2 OBV AE ) ROGAE S DGR
B OEEUR RS AL -S4 (2L, 0, Kricka, L. ,Nonisotopic DNA Probe Techniques,
Academic Press, San Diego (1992) #11 Garman A., Non-Radioactive Labeling, Academic
Press (1997)) « A HEFRIC I TR E B EE, HARR T, 565 (S0, #l, £EH L
H) No. 5, 188, 934.6, 008, 379 1 6, 020, 481) , Z'FFH] (2L, 11, 36 [F % H| No. 5, 366, 860
5, 847, 162.5, 936, 087.6, 051, 719 F1 6, 191, 278) , 7k Jf Wy I 1% (benzophenoxazine) ( &
WL, 5, 26 [5 &) No. 6, 140, 500) , e - F 23k, HAL B UARZ A% (20, 11
1, 35 [ & ) No. 5, 863, 727.5, 800, 996 1 5,945, 526) 75 (1% (cyanine) ( I, i 1,
WO 9745539) , NN £2 %, BE 418 1, Cy2, Cy3, Cy3.5, Cyb, Cy5. 5, Cy7, FluorX (Amersham) ,
Alexa 350, Alexa 430, AMCA, BODIPY630/650, BODIPY 650/665, BODIPY-FL, BODIPY-R6G,
BODIPY-TMR, BODIPY-TRX, Cascade Blue, Cy3, Cyb,6-FAM, Fhi BB ( Fg ) %t 25, HEX,
6-JOE, ) X £ 488, 8 # X 4% 500, 4k 1 X 4% 514, X V¥ ¥, REG, Z'PFW] 4%, ZFFH] 2L,
Renographin, ROX, SYPRO, TAMRA, PU FRZEZ PFUT, A1/ bl v B 21, DL R e AL nl A IS
ST E RO o ZICHRH S ALHE , (HAPR T, 6- RILTFONER 527,47, 1,4- I
FOUER M 27,47,57,77, 1,4- )NATOGE . EFLTTHE, ZOARidE B SYBR- 4%, 6- 4L
9%otE ( “FAM”), TET, ROX, VICTM 1 JOE, 4, fEHLESE 75 2P, bnic 2 BEAEA 1
AL ENT R RSO AR TG (1N, 4 P AR AT ) s HX fiobr id 3R EH 78
AU L0 I a0 b SO SE [ & H) No. 6, 140, 064 HHBTIR o A8 — 28525 77 58 A FH AL 5 4R
2RI K D A E R ICe CIRE o B T R0, BB B AR R S 1 98 't ]
X, AEEATREEE 2 HiAH H X 43

[0000]  {Eik— KT, FRic A8 — FaE #73, WI A T 0URE A B 3 it 8 IR i) XA
R, N, BRAFIFR AR (RS, (HAR T, I—AL SBERN SYBR- 4% ) , /NA LG,
MAECE R (=W, Hhn, Blackbum 2844, “DNA and RNA Structure” T Nucleic Acids
in Chemistry and Biology (1996)).

[o100]  FERE—P 7 1, W] DAE AR A A R0 / B0Z% 4210 2 & miRNA [ 773, BLRE AL
PRI (OLA) J7 V0 e iF 5 8RR 7 A A A ] RONEREH 5 R &5 SR I B 1 7 v 1E
A SEA), 4n 36 B A FF No. 2006,/0078894 H4K & 1), HARP— ZEHR4E!, T LA Tl 2 miRNA 1) 5.
TEIX R T, BREF FIREAZ IR 2 (R 25T I » A MR ET LLIX 73 Z AT TR PR 28 A8 2R 5. ARG s
AICAY A/ s R e o T, R RS XA SR RS X P R R . A
T AR 11K 5 AR IR 24 AC 1) HARP FREF 1047 SRS I, FF H RS I #E A% 2 , 45 FH B
% 53 5 HERRZ IR 751 2% 22 () HARP FREF FIUAH A IR R 24 A8 HARP FREF (KRN IEEAT 2448 Ja 2R%H 2%
AR PR RE RIS BUE R SR e, (AR 1,

[0101]  FEARTVERIHLE ST S0, Al LT FHARET 8L S Y JE B miRNA. 78 2 B %R — K
TRAIEEE P18 (MLPA) 5K (Schouten 2%, Nucleic Acids Research30 :e57 (2002)) 1, 1%
TEAFAEAEAZ IR TG DL T, B8 2  EARH R AR 2 AT R BT W AH B B o A8 — 2877110, MLPA #£
B HAME PCR 545G 47 /o WR T, MLPA #REF Ry 38, AIMASIUFIY 1S miRNA
LR ED -

[0102]  TIV. SEjitfs]
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[0103] T3k St A7) [ iR AR A W FRT 25 > SE i 7 55 FF HAS S AR R il A% % B IS s

[0104] AT IR SEifs) A0 45 qRT-PCR [ 3%, HAUHE 70T ZU0I S Iy R 90 PCR 74, AR
SN B SETEAE) ) BB EN (C) TN BRI R 5 6ME T PUE R KB 4L

[0105]  SEHEFERIA T 2 BAEREYE (ROC) MR & . A2l e R M th 46 2 — T
oy a4 F G bt A 0 19 7 A IR R X e R B 2. ROC 3 ARl T R, iEFE ] R
PIPCA RS B A 57 7 2R 0 A5 (IF HAEVEIH 207 ) MIIRAA B . STk A7 45 K &
ROC Z3 A7 iy A9, AL FELELLFEFNNY A YR S LS Wi th IR (Pepe %6, Biometrics
62 :221-229 (2006) ;Dodd 2%, Biometrics 59 :614-623 (2003)) » ROC 73 #7435k R A5 Flky
SR RS2, H SR REMERE 8 BN, BT, ROC A R R IHAR (AUC) » AUC HAEZEI Wilcox
MAREE IAH O IF HAS 5 T BBl i BB S B () 4 B . ROC BRI L A ELHE (1) A
B RATTER B SRR R R R 20, (2) &G T RO U, 4 dn, 2481 — 4%
Hilirh, ) N T B 25 g, B (3) AN B AN [F] © RAs” 3 e 25 fi BH 14 R AR 1)
P (Dodd 2003 ;Pepe 2006)

[o106]  SEjiAg) 1. FH T tides 5 SAS N (1) /) bR ASE 2R

[0107] AT A/J /N B ZRAY, 272 15 S i 08 Jof e 5 1w 00 12 o ) mi RNA Rk 1% o A8 FH 48 2
(benzo[alpyrene) (Sigma Aldrich, St.Louis, MO, USA ; H3¢t'5 48564) 1E AEUZWL T
SN AR R IR A/ T /N L (67 UHEMERT68 HUMEYE ) 1 H The Jackson Laboratory (Bar
Harbor, Maine, USA ;5% 5 000646) J1iZ % Perry Scientific Inc. (San Diego, CA, USA),
INRAFERE A /S o Perry Scientific SEATHrA shWAH IR, A5 E0E Pt H  sh4 i) |
e afm A o 2R AL B

[0108] 4 T 3RAGFAE LAY, 70t FHEUR D AT F, 4 125 K/ i i IR 53 B, JF i i 5+
BN AL ZE 10 J /N BRF20 ad o0 I 2 T B o 7555 0 R, A ik 1 R IRl LAAH 24 T 20 u M
[1 200 1 1 (250mg/ kg AT ) ¥EFFh (Sigma-Aldrich, H3%'5 CT767) HIFIELA S84/
IRAHECEY . RN (5 HUHEMEAT 5 HEME ) B2 A BURM 200 1 1 R i
MR TR — R 10 A2 IR AR H 3 — Ik EumY) (250mg/kg AT ) , X RS
b T 2 AR R I B TR o FENRE B I IA) AR RN B (P 1) 5 FERT TR 4R/ B A S —
i (B 1) o S5, X FRE , 8k ol 27 i, FRUCER M o ZERF ST FE A A6
/N UL, FEAE T BURYI G 34 FIALFEXT B/ Lo

[0109] Y& MLV A ER AN TR i 2 o 6 T i 2R il &6, 45 M A AUCER7E BD Vacutainer®
K2EDTA % (Becton, Dickinson and Company ;Franklin Lakes, NJ, USA ; H3%'5 367841)
o DL 2, 000xg H MBS0 10 2308, 3R 5 WML K 2 RN S S IAERT & P, BL 2, 500xg
L 10 238 BRI INASK B mirVana™ 43 B5iR7 & (Ambion Inc., Austin, TX, USA ; B35
AM1560) [1] 2X A5 1 Z2 i 48 UK FE A IX, S RIAR E A9 3 () i 2% o T8 ek Y043 o 3 V45 I 2 R
22 MR ST RIS T —80°C HHELE T UK LIE % Asuragen, 4IBHAHA ST -80°CIF 5 MK
FEA—dia & Asuragen.

[0110]  f# ] mirVana PARIS™ X% (Ambion, Inc. ;4%*5 AM1556) I HIAREL 4Lk I3
RNA, i Bk TR B IE . IMABRYER) « ST IF MR e, /e VK FIREHEAR 5 738, 85 LA
13,000xg T 4 CELr 10 7380, LBREKE, &I X E O AW IKIRI L
R & KIZ, FFFEA N 3M NaOAc (1/10 A4AF1) VB (5mg/m1) H1100% ZEE (1.5 44F1)
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{283 / LIRS Y@ mirVana PARIS™ 34T, 3FH 650 1 1 Wash 1 Z23ilyeds—IK,
F 6501 1 Wash 2/3 B ik PSR A S ZIREEII K (50 u 1) Peflit RNA I {rA7
F -80°C.

01111 ¥k 11 A L/ 8L I 21 AN I 78 10 % 22 A /K T4 bk o sk 2 [ 7, 60, 10 78 A s
(FFPE) H, FFALE sl JR AR SRR AL (H&E) Beaiiivl e oA it Sk T -80°C.
b5 5mm K¢ FEPE Jilidfi 73 U1 v o A8 H Nl U 77 2« i SR M o A7 AR T DL e I A il 5 H
=ANBENLE) 5x5x5mm Y BRI T FEPE fill & o W SRA7AE W] WUIRE , MRS il i — A i 8g
B —AN 5x5x5mm V) F 24 306 5 — 21046 H T FFPE. iR A — ANl i, 5 k B 6%
T T BEATL DX SR FF 46 FFPE. X 12 20 B4, G R A7 EAR /R R (1) il 15 28 Pacific
Pathology Inc. (San Diego, CA, USA), ZEHS S ALHRAE A, U1 A, A IR AR LRI L,
FHhil 2 B

[0112]  ff H&E- Gt D] ik 2 Asuragen I F4s (board) AW IR HL 22 K 34T, IF
PRI IE 5 I A IR ok e 2y 2R, 3K 6 Won At H AL SEsh ) iR I 2 31 ] L IR B
AR i v A 55 2 W

[0113] 3K 6. F [ SIS0 AR HE /) B P i 0 Jir g A B2 W - SCC, Stk 40 ff e

[0114]
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-4 EFREZFOLE | AT REFNSE | TUNE

%5 el %t Zrt # 2R A
8864 F EF EE 0 0
8865 F EF EE 0 0
8866 F FEF FF 0 0
8867 F FF FEF 0 0
8868 F T FEF 0 0
8931 M T FEF 0 0
8932 M FEF FEF 0 0
8933 M T FEF 0 0
8934 M FEF FEF 0 0
8935 M FEF FEF 0 0
8858 F FEF FEF 0 2
8859 F T i 0 2
8860 F EF EF 0 2
8861 F EF EF 0 2
8862 F EF EF 0 2
8926 M EF EF 0 2
8927 M EF EF 0 2
8928 M EF EF 0 2
8929 M e e 0 2
8930 M EE EE 0 2
8853 F EE EE 0 4
8854 F FF FEF 0 4
8855 F T FEF 0 4
8856 F T FEF 0 4
8857 F 7 FEF 0 4
8921 M T FEF 0 4
8922 M FEF FEF 0 4

[0115]
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a8y-§ ATFREFOHTW | ATREFGN | TLNE

%5 PR %t Zrt # R
8923 M e EF 0 4
8924 M Ew EE 0 4
8925 M EF i 0 4
8509 M EF EE 0 6
8847 F Ew EE 0 6
8848 F Ew EF 0 6
8850 F FEF FEF 0 6
8851 F EF EE 0 6
8852 F Ew EF 0 6
8917 M EF EF 0 6
8918 M Ew e 0 6
8919 M EF EFE 0 6
8920 M Ew EF 0 6
8507 M EE EE 0 8
8508 M Ew i 0 8
8841 F Ew e 0 8
8842 F EF EE 0 8
8843 F Ew e 0 8
8845 F T o 0 8
8846 F EF EF 0 8
8912 M EF EF 0 8
8915 M Fw FEF 0 8
8941 M EF EF 0 8
8838 F EF EF 0 10
8839 F EF ¥ 0 10
8840 F ET EF 0 10
8907 M Ew EE 0 10
8908 M P EF 0 10
8909 M FEF EF 0 10
8506 M EF FEF 0 12
8833 F Ew EF 0 12
8834 F EE EE 0 12
8835 F E EE 0 12
8836 F EF EF 0 12
8837 F Ew EE 0 12
8902 M Fw FE 0 12
8903 M T e 0 12
8904 M EF EF 0 12
8940 M EF EF 0 12
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258§ ATREFOLE | ATREFOSE | TS
%5 | MR ol Zvt # #RA
8505 M B E 4 14
8828 F EE e 0 14
8830 F B B 14
&
8831 F FLKIKR (2) ¥ A 3 14
8832 F A R 1 14
8899 M JEH EF 1 14
8900 M EE EF 0 14
8816 F EE EE 0 16
8
8825 F TS Kk 16
8826 F A Fo 9 2 16
8827 F P it 2 16
8829 F EF i 2 16
8895 M B B 2 16
8896 M EF EE 1 16
8897 M N5 EE 5 16
8898 M 5% JEF 2 16
[0116] 8939 M EF EF 0 16
8822 F A W 2 18
RS
8823 F FEMIE T ¥x 1 18
8824 F 5% WA 2 18
T
8890 M (2) ¥k 2 18
8892 M P e 4 18
Jo# S
8893 M () A 8 18
8938 M EF EF 3 18
8808 F EF EE 0 22
o]
8820 F FLkHK(2) A 3 22
8821 F EF EE 2 22
8886 M N7 S g2 1 22
8887 M EF EF 0 22
8888 M e ¥k 4 22
8889 M A I 1 22
8811 F EE EE 2 26
8812 F W% EF 4 26
[0117]
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a-| AT REZOTE | ATRESGSY | TILNBE
%5 | R &t Lvt % H%RA
TN F
W
8813 F W FU3k Ak 8 26
FER
8814 F wA A I 6 26
8885 M EF EF 1 26
W7
8936 M JENRAE P EF 4 26
Ji
8937 M JERR 5 2 2 26
8504 M AR, FLkIk B 3 30
8806 F N7 EF 6 30
8815 F WA AR 3 30
PR
8819 F JE NS F A 3 30
8874 M N7 AR 11 30
8883 M J7 A 6 30
8884 M B (2) JEF 5 30
8805 F E EF 0 34
8807 F Ji7 B 2 34
i
8810 F A FUk K 6 34
8875 M SCC W 3 34
i
8878 M T LKk 8 34
8
8880 M FLRK (2) ¥4 6 34
xt B 24
8870 M A EE 0 34
8873 M EF EF 1 34
-85
8502 M TR T F EE 0 34
8501 F EF EE 0 34
8503 M EF EF 0 34
8801 F EF EF 0 34
8802 F EF EE 0 34
8803 F EF EF 0 34
8805 F EF EF 0 34

[0118] VPR ik s 2 2 iy DA 5 i 08 Jat e 140 /70 s R0 A 2 52 3508 4 4 0t B /s Bt ey o 2 A
A A miRNA ()R IE . X B/ B A0 5 58 e/ BRUAH DE B . 1@ ik qRT-PCR, A A X &4
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miRNA $5 530 ) TagMan® MicroRNA Assays (Applied Biosystems), PFA1 329 4> miRNA (1]
FKiEAKF. — miRNA 74 (170) HALE/N AN N B AH [ 5 e e 41, AR )2
FHR. A miRNA (/) BRFEIEY) . FEANN RNA BERRFTEOK B4 RO 5% (RT) RV Sy (3R
7,6 100 1 RMNVAFE~ Ing Ifil¢ RNA. 78 384 FLGene Amp® PCR System 9700 (Applied
Biosystems) F# RT T 16°CIRE 30 281, SR J5 42°C 30 %80, R J5 85°C 5 43%h. R
Ja¥s RT AT —20°C o

[0119] 3R 7. SR RNSY

[0120]

RT &5 KRR
10X RT % ¥ # (Asuragen, Inc.) 1X
dNTPs (% 2.5 mM) (GE Healthcare, Piscataway, NJ, USA; H &% 28-4065-53) 1 mM
5X TaqMan MicroRNA RT 5| #(Applied Biosystems, Inc.) 0.25X
RNasin plus Rnase #7415 (40 U/mL) (Promega, Corp., Madison, WL, USA; B 5%

3 N251X) 0.4U/ul
PR KRG fok 5k A R A B (MMLV-RT), (200U/uL) (Invitrogen Corp.,

Carlsbad, CA, USA; H &5 28025-021 1U0/ul
s Rafe 2 RNA ~1 ng

[01211  TEMI RT S MiFK) cDNA(2 1 1) Z RTAEVK L 41%¢ PCR 07> (% 8) . 1E ABIPRISM™
7900HT Fast Real-Time PCR &% (Applied Biosystems) Ul N E &N :95C 1434, 4R
Ja3L 50 MEH, FENMEI N 95°C 5 F0F1 60°C 30 #b, H 7T900HT Fast Real-Time PCR %
4 SDS V2. 3 A4 (Applied Biosystems) Z3rH745 58,

[0122] 3K 8.PCR {4

[0123]
aPCR {71 BIRE
MgC1, (50mM) 5mM
10X Platinum PCR ZZ/ W&, A& MgCl, (Invitrogen ; H 3% 5 53286) 1X
dNTPs ( % 2. 5mM) (GE Healthcare ; H3% 5 28-4065-53) 1mM
20X TagMan miRNA 547 / #41EE 4 (Applied Biosystens) 0. 4X
50X ROX (Asuragen, Inc.) 1X
Platinum Taq DNA 248§ (5U/ 1 1) (Invitrogen, Corp. ; H3k5 10966-083) 0.0330/1n 1
K B RT /2. cDNA 2p1l

[0124] 3K 9 IRk E gRT-PCR AL R REAR X B/ BRI T35 Ct Bl A ddCt fH. B
p— {4 0. 1 BE /M miRNA,
[0125] 3K 9. K [ 2879 BRI Ml I 1 /) SRR AR 422 52 B0 400 19 X0 B /IS B il SRR AR
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H ) miRNA KA
[0126]

E% E% s FEhE FEAE - IEH |t R
miR-1D SE45 dCT SD SE5 dCT SD ddCT p- {8
niR-124a 5. 024 0. 207 1.823 0. 400 -3.201 0. 009745
miR-141 -2.319 1.108 -4, 446 1. 887 -2.127 0.011532
miR-183 1. 025 1.294 ~1. 054 1.848 ~2.080 0. 02066
miR-182 -2.074 1.340 -3.989 1.711 -1.915 0. 020695
mmu-miR-718 5.556 0. 220 3.416 0.997 -2. 140 0. 030195
miR-27b ~1.343 1.872 -3.049 0.996 ~1.705 0. 036353
miR-452 1. 601 0.674 -0.313 1.708 -1.914 0. 040553
miR-379 3.021 0.764 1.287 0.988 -1.735 0. 041625
mmu-miR-429 -4.873 0.781 6. 663 1.970 ~1.790 0. 042703
mmu-miR-83 3.704 1.371 1.304 0.781 -2. 400 0. 043659
niR-433 2.504 1.310 0. 867 1.784 -1.636 0. 046172
mnu-miR-715 3.353 1.520 1.169 1.327 -2.185 0. 050614
niR-200a ~4. 099 1.544 5. 861 1. 901 ~1.762 0. 052236
mmu-miR-694 -0.132 3.124 2.744 2.058 2. 875 0. 059031
miR-205 -3.726 1.365 ~5.323 1.875 ~1.597 0. 060958
miR-423 -3.359 6.935 ~12. 157 11.792 -8.797 0. 076461
mmu-miR-706 0. 017 1.072 ~1.309 1. 650 -1.327 0. 077327
miR-422b -0.914 1.839 -2.576 1. 930 1. 662 0. 089258
miR-324-5p 0. 864 1.571 -0. 388 0.503 ~1.252 0. 089557
miR-200c 5. 662 1.485 ~7.159 1. 966 ~1.497 0. 09453
miR-378 -0. 322 2. 275 ~1. 960 0.738 -1.638 0. 095018
niR-365 -3.013 1.678 -4.707 2.275 ~1.694 0. 098461
nmu-miR-542-5p 2.291 1.603 0.917 0. 836 -1.374 0. 099749
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[0127]  BbAb, FEAT R BRI ST LIRS 2 L2802 W B I e I sl 0 1) miRNA R 1K . 18] 2A F1 2B
S RLERTIN PR 2 BT, BT miRNA [ IABEI (R (AR Ak . X ik B B oR R BUE G 10
JE = 2 /DLER I PRI T 6 JE, P LA I miRNA ()2 S RiA . X462k BE R miRNA A LA T
o ) L3 it e I L A5 e (4D 0 226

[0128]  SZjtifsl) 2. FH TR AJE 1) mi RNA ZEM0AR B gRT-PCR %5 5

[0120] VP4 /\ 4 il B 3 A\ A4 IE W B I IS FEACH 12 Ff miRNA (13RI, ¥4k A il
e S5 A8 RN I SRR I Y S 7E BD Vacutainer® Plus BRHAE S H . fEHFAT IS E MK
AT AT 259 P i deg DI bR Blva 7 OB BT A IR 7E 1, 000xg 4 My 0 10 438,
WMy A8 23 P IR L BRI T -80°C. fi A mirVana PARIS™ X5 & (Ambion, Inc.,
Austin, TX, USA ;45 AM1556) (1) HLEREERBUM 7 RNA, IS FELE L R IdME IE . IR PER)
AT IRBEE Y G, EUK ERTEFEA 5 4381, ARG TE 4°CLL 13, 000xg B5.0 10 4380, KBRS
KZ, FHREDTHEEL FE AR E 0 o WA IR 2B Bk, FF M FEAS N 3M NaOAc (1/10 14
F) B (5mg/ml) FH1100% L (1. 5 A o AFZMFY) / LTEIRA WL mirVana PARIS™
JERE, JFH 650 1 1 Wash 1 Z2ptis—x, JFH 650 1 1 Wash 2/3 SEmileiak k. M
S ANEREIREERIK (501 1) YEME RNA JF4RAF T -80°C.,

[0130] i if gRT-PCR, 1 H XF & 4> miRNA f5 %5 = ¥ ) TagMan® MicroRNA
Assays (Applied Biosystems ;Foster City, CA, USA), ffi 72 miRNA [ 3 15 /K “F. f# H
TagMan® MicroRNA Jz #1574 (Applied Biosystems, Foster City, CA, USA ;H5
4366597) BEAT )53 (RT) Vo ZE I RNABEAR BTPEUK b 214638 10 i 91 e N R 73 o BT AT
NV R AR (Applied Biosystems ;Foster City, CA, USA) VBN 2 ik Fll & et
BONIILYE RNA (Ing 5 RNA B[ W) RS o 75 384 FLGene Amp®PCR System 9700 (Applied
Biosystems) H# RT N F 16°CHLE 30 7084, R )5 42°C 30 080, 2R )5 85°C 5 0%h. 2R
Ja ks RT RN AR T —20°C o

[0131] 3% 10. [ RN o

[0132]
RT iR LR
LOXRT ZZi 1X
dNTPs (100mM) 1mM
5X TagMan MicroRNA RT 5% 0. 25X
Rnase $4#IF (20U/ 1 1) 0.26U/u1
Multiscribe MML V-RT g (50U/u 1) 3.350/u 1
L3 RNA ~ Ing

[0133]  ZEHIN RT SCMIF cDNA (4 1 1) Z BIZEUK F2H3E PCR sy (% 11) . £F ABI PRISM™

7900HT Fast Real-Time PCRZZE (Applied Biosystems) U1 FIEE RNV :95°C 140450, 3R

J5 R 50 MBI, FAMEFR 95°C 5 F0F160°C 30 Fb, A 7900HT Fast Real-Time PCR system
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SDS V2. 3 #Af (Applied Biosystems) 730#r4s R,
[0134] K 11.PCR R4y
[0135]
qPCR &7 28753} -3
MgC1, (50mM) (Invitrogen, Corp. ; H k5 52723) 5mM
10X Platinum PCR ZZyH&, N3 Mg(Invitrogen Corp. ; H3% 'S5 53286) 1X
dNTPs ( & 2. 5mM) (GE Healthcare ; H 35 28-4065-53) 1mM
20X TagMan miRNA 5|4 / 384 1B-EY) (Applied Biosystems) 0. 4X
50X ROX WEBAREY (Asuragen, Inc.) 1X
Platinum Taq DNA ZB&8§ (BU/ 1 1) (Invitrogen, Corp. ; H3 5 10966—083) 0.033U/u1

[0136]
[0137] 3% 12 S (HLAEM mi RNA FR)JEAEAT IE AR A F- 2 dCt {H.

AIEFEFEARZ B RIER 2

sEAh, ddCt (AR AE

[0138] 3% 12 . RR e AR AR e (1) AR 3 135 miRNA [ 3R04
[0139]
EH EH JRAE JRE FEIE - EW| - B%

miR-1D S dCT SD PEAr dCT SD ddcT p- 1
miR-375 2. 595 1. 470 -0. 284 1. 624 -2. 878 0. 002304
miR-499 9. 492 2.276 13. 093 1. 348 3. 600 0. 022561
miR-22 ~1. 705 1. 115 -2.715 0. 787 ~1. 010 0. 055164
miR-122a 2. 547 1. 088 3.925 1. 642 1. 378 0. 067827
miR-206 1. 039 1. 870 2.816 1. 781 1. 777 0.071915
miR-103 5. 317 1. 051 ~4. 264 1.195 1. 053 0. 08225
miR-24 6. 105 0. 998 -6. 920 1. 020 -0. 815 0. 12848
miR-26a ~7.577 1. 080 6. 754 1. 316 0. 823 0. 193305
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miR—-498 9. 488 2.253 10. 945 3. 831 1. 457 0. 439918
miR-205 5. 380 1. 864 6. 265 2. 862 0. 886 0. 497533
miR-222 —4. 169 1.014 —4. 005 0. 888 0. 164 0. 735768
let7c -1.414 1.090 -1. 300 0. 688 0.114 0. 805489

[0140]  {E4 FERFFE 1, VR E1-F7 44 W F6 - 46 2 B AR A 0 0 75

FEACH 180 FF miRNA [FJ3RIE (3R 13) o 7E3R 13 1, Diff AR MR 2ZE FIRES sMOD AR IE
W AC AR BV sSCC AR BRI 40w R AAERAT sRUL AERAT B sRML ARK A it sRLL AR
LA T LULAREER A B iy LLL AR A N,

[0141] 3% 13. il fl R AL AR I 20 23005 2 28 A 55 S
[0142]
g NN

S| MR (cm) Ll ) B Diff ot
69 M 55 I JE SCC MOD LLL
69 M 3.0 e JE Jo F RUL
63 M 2.0 T JE J% % F3 RUL
60 M 33 I A H7 MOD/ £ RUL
56 M 3.0 FEIE SCC MOD RUL
64 F 2.5 T JE o I MOD LUL
72 F 6.0 S SCC MOD/ £ LLL

[0143]
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i N
| MR (cm) a0 o e, K A Diff vt

73 F 75 e JE ScC MOD RLL

71 M 3.0 s JE SCC i LUL

72 M 2.8 o SE J MOD RLL

59 F 35&26 i FE Ji S £ 5 RUL

69 M 38 T JE SCC F3 LUL

66 F 32 s JE Jo S F RUL

66 F 35 i SCC £ RUL

66 M 35 i JE SCC *F LLL

73 F 55 i HE SCC £ RLL

71 M NA Rk A2E NA LLL ##

64 F NA Bkt 3 A NA T

59 F NA Bk R NA LLL

7872

60 M NA Rk w3 g NA RML
LLL

58 M NA Rl * ER NA e

60 F NA B ) 3 AF S AT

73 F NA Rk w5 I NA RML

77 F 2.0 B A B NA AR

69 F 2.3 Rkt AR I8 NA LUL

71 F NA Bkt A % NA AR

56 M 0.5 R KEAFw WELL R

69 M 0.7 %% B # 2F A NA RUL #H

[0144]  ¥gsk B Ml BB S L AR 16 I B2 AE BD Vacutainer® Plus Bk &

I Qi IR X R AE NAEA I A AT A 2

[0145]

ddCt {HACRIBAERT R MEFEA 2 [ IL I 22 57 o

R 14 DUEIERT R PEFEACE- 2 dCt A I AR I miRNA (122 5 R IE Bdle . BE4t,

[0146] =& 14. fififi A KL i 2o i A8 PRI HH mi RNA FR) 2R
[0147]
R R g3 B | BE - RME | TAER
miR-1D £ dCT SD F#) dCT SD ddCT P-1&
miR-422a 2.6793 0.3602 1.0741 09172 -1.6052 5.10E-06
miR-27b 0.7835 0.4918 1.7571 0.5307 0.9735 4.94E-05
miR-181d 0.8962 0.6161 -0.1954 0.7101 -1.0916 2.40E-04
miR-126 -4.0254 0.3338 -3.2872 0.5391 0.7382 2.99E-04
miR-142-3p | -4.6372 0.3449 -3.6120 0.8137 1.0252 3.76E-04
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[0148]
R R s S AR | RE - R | TEE
miR-ID F#) dCT SD F ) dCT SD ddCT P-{&
miR-27a -2.2922 0.6007 -1.3131 0.6512 0.9791 3.92E-04
miR-142-5p | -04216 0.7273 0.7481 0.8222 1.1697 5.91E-04
miR-126* -3.5995 0.2867 -3.0059 0.4729 0.5935 7.08E-04
miR-92 -6.8925 0.6114 -8.1185 0.9946 -1.2260 8.70E-04
miR-378 -1.3378 0.4795 -2.2688 0.7699 -0.9310 1.07E-03
miR-374 -1.0404 0.3363 -0.3476 0.6435 0.6928 2.25E-03
miR-15b -1.3417 0.4185 -0.8038 0.4658 0.5379 4.02E-03
miR-30e-S5p | -2.5626 0.7111 -1.7810 0.6035 0.7816 4.15E-03
miR-140 -0.6399 0.5506 0.0188 0.5949 0.6587 6.01E-03
miR-181a 1.7785 0.9882 0.8296 0.6985 -0.9489 6.16E-03
miR-15a 1.7754 0.5195 24577 0.6611 0.6822 6.62E-03
miR-486 -6.1701 1.0226 -7.4543 1.2676 -1.2842 7.98E-03
miR-340 -1.0291 0.5294 -0.3092 0.7436 0.7199 8.45E-03
miR-518b 5.7505 1.1729 4.3957 1.3343 -1.3548 9.58E-03
miR-342 0.8380 0.5664 0.0741 0.8180 -0.7639 1.02E-02
miR-145 1.5007 0.7105 0.7670 0.6990 -0.733 1.12E-02
let-7i -1.8912 0.5005 -1.4026 0.5160 0.4886 1.86E-02
miR-150 -2.5234 0.8088 -3.7092 1.5066 -1.1858 2.06E-02
miR-320 -4.9158 0.7410 -5.7428 1.0027 -0.8270 2.37E-02
miR-345 0.2934 0.9660 -0.4029 0.5695 -0.6963 2.44E-02
miR-214 2.3882 1.1670 3.8445 1.9139 1.4563 2.94E-02
let-7f 0.2969 0.6481 0.9345 0.7784 0.6376 2.98E-02
miR-324-3p 1.3654 0.6871 0.7783 0.6976 -0.5871 3.55E-02
miR-106b -2.0518 0.7547 -1.5215 0.5235 0.5302 3.71E-02
miR-143 09101 1.0014 1.8296 1.2023 0.9195 4.13E-02
let-7g -2.8322 03171 -2.3913 0.6574 0.4410 4.21E-02
miR-181b 1.1157 0.6983 0.4448 0.9198 -0.6708 4.48E-02
miR-202 1.3920 0.8357 0.6625 0.9352 -0.7295 4.51E-02
miR-191 -2.5784 0.6352 -2.9762 0.4085 -0.3978 5.42E-02
miR-199a* -1.5205 0.5713 -1.0752 0.6451 0.4453 6.91E-02
miR-193b 23794 0.7481 1.5532 1.3659 -0.8262 7.02E-02
miR-496 4.3400 1.0930 5.3754 1.6993 1.0353 7.72E-02
miR-132 1.6586 1.1201 1.0688 0.6675 -0.5899 9.36E-02
miR-328 0.8189 0.8011 0.2829 0.8614 -0.5361 1.05E-01
miR-29a -2.3257 0.6459 -1.6683 1.2372 0.6574 1.06E-01
miR-26a -3.1762 0.4130 -2.8524 0.5688 0.3238 1.08E-01
[0149]
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Rk Bt R IE & IE BE - BM | TEE
miR-1D £ dCT SD F3 dCT SD ddCT P-{&

miR-30b -2.2309 0.5773 -1.9028 0.5152 0.3281 1.25E-01
miR-222 -1.9205 0.6562 -2.2670 0.4896 -0.3466 1.28E-01
miR-433 3.8847 1.0349 3.2175 1.1667 -0.6673 1.28E-01
miR-148a -0.9623 0.8328 -0.5361 0.6067 0.4262 1.29E-01
miR-24 -3.1600 0.5440 -3.4913 0.5632 -0.3313 1.30E-01
miR-185 -0.4549 0.9216 0.1325 1.0365 0.5874 1.32E-01
let-7e -2.6734 04214 -2.2989 0.7579 0.3745 1.36E-01
miR-29¢ -0.5739 0.7037 -0.0001 1.1417 0.5737 1.38E-01
miR-566 24771 1.1749 1.7666 1.2689 -0.7104 1.42E-01
miR-432 2.3089 0.9280 2.9279 1.2706 0.6190 1.66E-01
let-7¢ 1.2401 0.5373 1.6456 0.8681 0.4055 1.67E-01
miR-26b -3.6560 0.4932 -3.3775 0.5238 0.2785 1.71E-01
miR-186 -1.2855 0.6674 -1.6027 0.5389 -0.3172 1.76E-01
miR-30c -2.3656 0.5170 -2.0711 0.5893 0.2945 1.80E-01
miR-21 -4.6211 0.6501 -4.2927 0.5931 0.3284 1.83E-01
miR-196b 3.5790 0.8693 4.1100 1.1353 0.5310 1.89E-01
miR-206 3.3545 1.2404 4.0606 1.5185 0.7062 2.00E-01
miR-133b 3.0461 1.0602 3.6031 1.1841 0.5570 2.09E-01
miR-101 -0.1229 1.0697 0.3882 1.0225 0.5111 2.11E-01
miR-30d -2.3000 0.4638 -2.6151 0.7742 -0.3152 2.23E-01
miR-125a 0.9380 0.7768 0.5229 0.9426 -0.4151 2.26E-01
miR-423 2.3856 0.7807 1.9988 0.8556 -0.3869 2.30E-01
miR-98 23292 0.6178 2.7845 1.1810 0.4553 2.36E-01
miR-30a-5p | -3.5098 0.4451 -3.7597 0.6011 -0.2499 2.37E-01
miR-382 3.0718 1.3008 2.5268 1.1063 -0.5449 2.42E-01
miR-146a -3.3154 0.7922 -3.6180 0.5646 -0.3026 2.48E-01
miR-210 0.9449 0.6478 0.5916 0.8745 -0.3533 2.50E-01
miR-10b 1.8909 0.8881 2.3531 1.1545 0.4622 2.60E-01
miR-501 4.2875 1.8588 3.5968 1.3891 -0.6907 2.70E-01
miR-16 -9.0423 1.1022 -8.5257 1.3039 0.5165 2.79E-01
miR-195 -3.3951 1.2516 -2.8590 1.3747 0.5361 2.99E-01
miR-93 -3.5061 0.9429 -3.8992 1.0384 -0.3931 3.12E-01
let-7a -1.5300 0.4402 -1.2614 0.8211 0.2686 3.15E-01
miR-497 2.2971 1.0066 2.6427 0.8125 0.3456 3.24E-01
let-7b -2.3849 0.6326 -2.1077 0.7862 0.2772 3.26E-01
miR-130a -2.1333 1.1347 -1.7624 0.8643 0.3709 3.35E-01

[0150]
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R R i AE RE | RIE - RE | THER
miR-ID F¥) dCT SD F3#) dCT SD ddCT P-{&

miR-346 2.9259 1.0873 3.5397 1.9410 0.6138 3.35E-01
miR-192 -0.1533 0.7412 0.1308 0.9346 0.2841 3.94E-01
miR-130b -0.4571 0.8988 -0.7298 0.7741 -0.2727 3.97E-01
miR-133a 2.1153 1.5110 1.2847 3.0632 -0.8307 3.97E-01
miR-17-Sp -0.6945 0.6588 -0.0188 0.7430 -0.2243 4.15E-01
miR-20a -4.6339 0.9997 -4.2700 1.2843 0.3640 4.29E-01
miR-483 2.9376 1.2951 2.5331 1.3943 -0.4045 4.41E-01
miR-660 -1.6504 0.5269 -1.4526 0.8660 0.1978 4 91E-01
miR-30e-3p 3.9566 0.8947 4.1763 0.7757 0.2197 4 93E-01
miR-22 -0.4382 0.7316 -0.6420 0.8160 -0.2038 5.06E-01
miR-301 1.9104 0.7844 1.7216 0.7036 -0.1888 5.09E-01
miR-296 2.8720 0.3686 2.7212 0.8082 -0.1508 5.54E-01
let-7d -0.2621 0.4927 -0.1031 0.8485 0.1591 5.68E-01
miR-335 0.6203 0.9959 0.4327 0.7237 -0.1876 5.68E-01
miR-99a 2.0535 0.9928 1.8082 1.2768 -0.2453 5.86E-01
miR-151 -0.0065 0.6454 -0.1485 0.7022 -0.1419 5.89E-01
miR-197 -0.2610 0.5401 -0.3910 0.7156 -0.1300 6.03E-01
miR-139 2.4268 0.8325 2.5865 0.8012 0.1598 6.12E-01
miR-638 0.5473 1.1720 0.7616 1.0756 0.2143 6.20E-01
miR-25 -2.6351 1.1161 -2.8617 1.2709 -0.2267 6.31E-01
miR-223 -7.0503 0.9827 -7.2432 1.0912 -0.1930 6.33E-01
miR-19b -5.0280 0.7599 -5.1783 0.8950 -0.1504 6.43E-01
miR-134 3.4474 1.2533 3.2173 1.4493 -0.2300 6.64E-01
miR-525 5.3500 1.2998 5.5719 1.3734 0.2220 6.69E-01
miR-194 32777 0.9298 3.1344 0.8584 -0.1432 6.77E-01
miR-23a 0.1782 0.5417 0.0918 0.5748 -0.0865 6.90E-01
miR-584 2.1971 1.6012 2.0072 0.8763 -0.1899 6.91E-01
miR-10a 2.3596 0.8173 2.4861 0.9602 0.1266 7.16E-01
miR-605 3.1671 1.0273 2.9048 2.4778 -0.2622 7.34E-01
miR-152 1.2288 0.7870 1.3077 0.5498 0.0789 7.57E-01
miR-361 1.4327 0.7048 1.3446 0.9835 -0.0881 7.94E-01
miR-339 1.7024 0.6148 1.7631 0.6041 0.0607 7.96E-01
miR-18a 0.1604 0.5327 0.2132 0.7051 0.0528 8.30E-01
miR-365 1.4310 0.9063 1.3636 1.0200 -0.0674 8.58E-01
miR-100 2.5049 1.3365 2.5891 1.3062 0.0842 8.69E-01
miR-103 0.0781 0.9976 0.03383 0.7868 -0.0398 9.07E-01

[0151]
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R Rt s BE | RE - RME | THE
miR-ID F3¥ dCT SD £ dCT SD ddCT P-{&

miR-146b -1.4331 0.5367 -1.4051 0.6798 0.0280 9.07E-01
miR-19a -3.9132 0.7972 -3.8742 0.9759 0.0390 9.11E-01
miR-505 3.1605 1.3641 3.1189 0.9145 -0.0415 9.24E-01
miR-204 4.9078 1.2588 4.8708 1.1407 -0.0369 9.37E-01
miR-221 -1.9235 0.8297 -1.9439 0.8326 -0.0204 9.49E-01
miR-324-5p | 2.4533 0.4286 2.4384 0.8683 -0.0149 9.57E-01
miR-485-3p | 3.7173 1.7214 3.7477 1.3047 0.0303 9.58E-01
miR-155 1.7078 0.7514 1.7018 1.0942 -0.0061 9.87E-01
miR-20b -1.2419 0.9574 -1.2497 1.4402 -0.0078 9.87E-01
miR-190 2.6134 0.7303 2.6156 0.9347 0.0022 9.95E-01
miR-502 3.8339 1.1577 3.8302 1.7387 -0.0038 9.95E-01
miR-106a -3.8355 0.7495 -3.8341 0.9729 0.0014 9.97E-01

[0152]  I&VPAT T miRNA ZEAAR A0 1 DX ) A5 3 S FIR SR AR e ) A R ARV
[¥) QRT-PCR %3 v 1P A AFS miRNA X dCt (8. A8 5238 TAEERER % (ROC) 2047
T332 miRNA XTI dCt A, %82 Il (K12 W miRNA X o 7EIXAN S b, 48 ROC 1 ;
VRO AR bR B I 2 AR R & X 2 R R A B Re 0o I & A0 As AR gk 1k 2 1) 3=
FE 5 FRAE PN & 45 SR TT R 53 25 8%, 46 ROC 2k AR BTid 7 588 M B PRV P MR . R
T AERN 23 2521 AUC, FHAEI /> 228811 ROC AUC {E 24 1, 3F HARYE & AT ROCAUC 18 T
1 IR o KA o

[0153] 3K 15 AUHE AT X 43 e ik £ 2 0 B il S oA AR 3 1Y miRNA XJ o 38 15 H[#) miRNA X
218 ROCAUC HIBE /7 HED . 25t T H R JaiE i S R P Ml oiE A8 3 70 2R 1 ML ¥ mi RNA
HEWIRREWIXT o B ACE miRNA XFHH A miRNA [ Ct A2 ) [E 253 . 7R 156 1,
CRPEXMERRK B 12 4 RAPEIGERE 2R R 0PI s “RESET 2k E 16 4
e S RO T 38 5 R PR SD” ok B R MR 0 i AR A B I bR U R 22 5 “RRE
SD” &3k B it B3 AR bR vE R 22 5 RMEXDEEA DS ” fo 5 R / T2 WidH
p— {H ;ROC FREAZAE FAERFE 517 AUS A2 I ZR T AR .

[0154] 3K 15. microRNA ZEYPbREYINT — R PR it 48 5 My .

[0155]

[0156]
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R
RoMIgE- | R RM |BE| AE | AUC 7

miRNA £ hfr&4xt | BEBHME |#4E| SD |#4d| SD ROC L EYE
miR-202,miR-29b 2.33 -153| 0.64 |-3.86| 1.09 0.99 | 5.74E-07
miR-142-5p,miR-422a 2.77 3.10] 092 |-033| 131 098 | 1.34E-06
miR-24,miR-27a 131 0.87| 041 |-2.18| 0.56 098 | 2.71E-07
miR-27b,miR-422a 2.57 -1.90| 0.51 |0.67| 1.09 098 | 4.84E-08
miR-140,miR-422a -2.26 3.32| 0.63 |-1.06| 1.10 097 | 9.36E-07
miR-185,miR-93 -0.98 3.05| 039 [4.03| 048 097 | 4.03E-06
miR-126,miR-181d -1.83 4.92| 063 |-3.09| 0.85 097 | 1.27E-06
miR-142-3p,miR-422a 2.63 732] 056 |-469| 1.09 097 | 4.07E-08
miR-30e-3p,miR-345 -1.48 286| 081 [-138] 0.68 097 | 1.85E-05
miR-29b,miR-422a -3.10 0.18| 1.00 [3.27| 143 096 | 8.31E-07
miR-324-5p,miR-422a -1.59 023| 058 |1.37| 0.81 096 | 4.37E-06
miR-374,miR-422a -2.30 3.72| 056 |-142| 1.23 096 | 2.35E-06
miR-140,miR-345 -1.36 093] 075 |042| 0.78 096 | 3.97E-05
miR-23a,miR-27a 1.06 247 037 | 141 056 096 | 5.10E-06
miR-29b,miR-378 242 430 1.00 |6.72] 121 096 | 6.22E-06
miR-30e-3p,miR-422a 239 -524| 085 |-2.86| 1.19 096 | 3.23E-06
miR-30e-3p,miR-92 -2.01 433 | 068 |634]| 097 096 | 1.83E-06
miR-660,miR-92 -1.42 524 071 |6.67| 055 096 | 2.80E-06
miR-106b,miR-422a -2.13 473| 093 |-260| 0.95 096 | 2.91E-06
let-7g,miR-422a -2.05 551| 046 |-3.47| 131 0.95 | 2.24E-05
miR-101,miR-92 -1.74 6.77| 0.69 |8.51| 0.83 0.95 | 3.63E-06
miR-126,miR-92 -1.96 287 073 |483| 1.18 0.95 | 2.77E-05
miR-126* miR-422a -2.20 6.28| 042 |-408| 1.17 095 | 1.42E-06
miR-126%* miR-92 -1.82 329 059 [5.11] 1.11 0.95 | 2.37E-05
miR-150,miR-29a 1.84 0.20| 086 |-2.04| 0.80 0.95 | 3.74E-06
miR-15a,miR-92 -1.91 8.67 | 0.58 [10.58| 0.92 095 | 1.10E-06
miR-30e-3p,miR-324-3p -137 3.93| 078 |-2.56| 0.58 095 | 1.33E-05
miR-126,miR-378 -1.67 269| 058 |-1.02| 092 095 | 9.56E-06
miR-126, miR-422a 234 6.70| 0.49 |-436| 1.06 095 | 1.47E-07
miR-132,miR-29b 222 -120| 123 |-342| 1.13 0.95 | 3.82E-05
miR-142-3p,miR-181a -1.97 6.42| 0.85 |-4.44| 0.94 0.95 | 5.06E-06
miR-142-3p,miR-378 -1.96 3.30| 0.60 |-134| 1.06 0.95 | 5.05E-06
miR-148b,miR-92 -1.76 7.75| 070 [9.51| 086 0.95 | 4.27E-06
miR-181b,miR-29b 231 -1.82| 098 |-413| 1.16 0.95 | 7.59E-06
miR-26a,miR-422a -1.93 585| 0.62 |-3.93| 1.08 0.95 | 8.71E-06
[0157]
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RSP
BM¥E- (R B |BE| BE | AUC &

miRNA £ HAirE&EWa | BEHME  |#E| SD |[¥{4| SD ROC PR
miR-15a,miR-422a 2.29 -0.90| 0.62 |1.38]| 1.05 0.94 | 4.15E-07
miR-146a,miR-27b 1.24 -4.10| 0.66 |-534| 045 0.94 | 3.44E-06
miR-148b,miR-422a 2.02 -1.82| 0.64 | 020 1.06 0.94 | 3.75E-06
let-7i,miR-422a 2.09 -457| 0.74 |-2.48| 1.07 0.94 | 3.99E-06
miR-340,miR-422a 232 371 0.70 |-1.38| 1.25 0.94 | 4.28E-06
miR-143,miR-150 2.11 343 | 1.09 [5.54| 091 0.94 | 7.44E-06
miR-15a,miR-378 -1.61 3.12| 070 [4.73| 082 0.94 | 9.88E-06
miR-15b,miR-422a 2.14 4.02| 0.64 |-1.88] 1.25 0.94 | 1.13E-05
miR-27b,miR-92 2.18 7.68| 077 |986| 127 0.94 | 1.66E-05
miR-30e-3p,miR-422a -1.83 128 | 083 [3.10| 1.08 0.94 | 4.76E-05
miR-30b,miR-422a -1.93 -491| 0.80 |-298] 1.20 0.94 | 5.37E-05
miR-142-3p,miR-92 2.25 226 | 087 |4.51] 1.44 0.94 | 5.77E-05
miR-27a,miR-422a 2.58 -4.97| 0.68 [-2.39| 1.38 0.94 | 2.89E-06
miR-142-5p,miR-342 -1.93 -1.26| 091 |0.67| 0.86 0.94 | 4.69E-06
miR-142-5p,miR-223 -1.36 6.63| 048 [7.99| 071 0.94 | 5.23E-06
miR-27b,miR-378 -1.91 212 0.77 | 4.03| 1.02 094 | 1.15E-05
miR-186,miR-27a 130 101 | 043 [-029] 0.75 0.94 | 1.35E-05
miR-106b,miR-324-3p -1.12 3.42| 0.73 |-230| 0.40 0.94 | 2.00E-05
miR-34a,miR-518b 2.55 -3.39| 1.40 |-0.84| 121 0.94 | 2.14E-05
miR-27a,miR-92 2.20 460 | 074 |6.80| 1.42 0.94 | 4.48E-05
miR-30a-3p,miR-422a -1.73 0.70 | 0.66 |2.43| 1.09 0.94 | 5.00E-05
miR-181d,miR-29 2.55 -2.09| 1.08 |-4.63| 0.95 093 | 5.26E-07
miR-15b,miR-191 -0.93 124 | 035 |2.17| 047 093 | 4.61E-06
miR-192,miR-422a -1.89 2.83| 079 |-094| 1.09 093 | 2.82E-05
miR-422a,miR-576 239 -156| 0.78 |-3.95| 1.64 0.93 | 8.46E-05
miR-30c,miR-422a -1.90 -5.04| 0.77 |-3.14| 125 0.93 | 8.81E-05
miR-142-3p,miR-145 -1.76 -6.14| 0.57 |-4.38| 0.92 0.93 | 4.05E-06
miR-142-3p,miR-181d 2.12 -5.53| 0.75 |-3.42| 1.06 0.93 | 3.17E-06
miR-181d,miR-27b 2.09 0.11| 0.84 [-1.98| 1.00 0.93 | 3.56E-06
miR-142-5p,miR-186 -1.49 086 | 0.65 [235| 0.77 0.93 1.10E-05
miR-150,miR-29¢ 1.76 -1.95| 0.85 |-3.71| 0.88 0.93 1.55E-05
miR-200c,miR-422a 2.20 -0.58| 1.17 |1.62| 1.04 0.93 1.71E-05
miR-185,miR-92 -1.81 6.44| 0.69 [825| 1.07 0.93 | 2.49E-05
miR-148a,miR-422a 2.03 3.64| 093 |-161| 1.16 0.93 | 3.45E-05
miR-34a,miR-422a 2.77 -032| 1.74 |2.46| 1.23 0.93 | 3.79E-05
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miR-32,miR-422a -2.56 156 | 120 |4.12| 1.51 093 | 5.27E-05
miR-214,miR-566 2.28 009 1.19 [2.19]| 129 | 093 | 585E-05
miR-206,miR-422a 231 0.68 | 1.17 |299| 133 0.93 | 6.05E-05
miR-214,miR-518b -2.84 -336| 1.54 [-0.52| 1.65 0.93 | 8.68E-05
miR-142-3p,miR-320 -1.85 028 | 0.77 |2.13| 1.23 093 | 1.04E-04
miR-331,miR-422a -1.61 -129] 067 [033| 148 093 | 1.41E-04
miR-26b,miR-422a -1.86 633| 076 |-448| 1.07 | 092 | 236E-05
miR-142-5p,miR-345 -1.86 -0.71| 1.01 [1.15] 0.91 092 | 2.44E-05
miR-27b,miR-324-3p -1.55 -0.58| 0.80 [0.97| 086 | 092 | 5.10E-05
miR-30a-5p,miR-30e-5p 1.03 -0.95| 0.52 [-1.98| 0.48 092 | 1.13E-05
miR-29b,miR-92 2.78 9.83| 1.08 |12.60| 1.56 | 092 | 1.64E-05
miR-191,miR-27a 1.38 -029| 0.71 |-1.66| 0.67 | 092 | 1.72E-05
miR-140,miR-181d -1.75 -1.54] 074 022 1.04 | 092 | 3.67E-05
miR-422a,miR-660 1.80 433 | 057 |253]| 115 092 | 3.75E-05
miR-126, miR-181a -1.69 -580| 1.08 [-412| 074 | 092 | 4.09E-05
miR-126* miR-378 -1.52 226| 058 [-0.74| 097 | 092 | 524E-05
miR-15a,miR-181d -1.77 0.88| 089 |265| 1.02 | 092 | 546E-05
let-7f,miR-422a 2.24 238| 084 [-0.14| 144 | 092 | 5.53E-05
miR-181a,miR-27b 1.91 1.00 | 1.12 |-0.92| 1.01 092 | 6.84E-05
miR-29b,miR-324-3p 2.12 159 | 1.14 |3.70| 124 | 092 | 8.87E-05
miR-132,miR-30e-5p 137 422 092 |285| 066 | 092 | 9.53E-05
miR-214,miR-422b 2.22 0.40 | 091 |2.61| 148 092 | 1.07E-04
miR-140,miR-378 -1.59 0.70 | 0.75 |2.29| 1.03 092 | 1.17E-04
miR-29b,miR-30a-5p -1.83 6.52| 079 |835| 122 | 092 | 1.18E-04
let-7a,miR-422a -1.87 421| 060 [-234| 157 | 092 | 1.70E-04
miR-142-5p,miR-191 -1.57 216 | 047 |3.73| 089 | 092 | 801E-06
miR-24,miR-27b 1.24 -3.94| 045 [-5.19| 0.78 092 | 3.87E-05
miR-126* miR-181d -1.69 -450| 0.67 |-2.81| 098 092 | 2.63E-05
miR-181d,miR-30e-5p 1.88 3.46| 092 |1.59| 1.02 | 092 | 3.03E-05
miR-142-3p,miR-191 -1.42 22.06| 0.52 [-0.64| 087 | 092 | 3.24E-05
miR-181c,miR-29b 2.34 131 143 |-1.03| 1.09 | 092 | 3.99E-05
miR-181d,miR-27a 2.07 3.19| 098 | 1.12] 1.19 | 092 | 4.24E-05
miR-148b,miR-378 -1.46 2.14| 069 |3.61| 0.84 | 092 | 439E-05
miR-15a,miR-320 -1.51 6.69| 0.74 |820| 089 | 092 | 6.22E-05
miR-199a* miR-422a 2.05 -420| 081 [-215| 132 | 092 | 6.35E-05
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miR-146a,miR-27a 1.28 -1.02| 092 |-2.30| 0.49 092 | 6.63E-05
miR-142-5p,miR-181a 2.12 2.20| 1.02 |-0.08| 1.27 092 | 6.83E-05
miR-15a,miR-486 -1.97 795| 094 [991| 1.19 092 | 6.85E-05
miR-27b,miR-342 -1.70 0.06| 081 |1.64| 1.03 0.92 | 7.00E-05
miR-181a,miR-27a 1.93 407 | 1.11 |2.14| 1.07 092 | 8.57E-05
let-7g,miR-342 -1.21 3.67| 045 |-247| 0.81 092 | 9.17E-05
miR-29b,miR-345 2.02 290 098 |4.92| 127 0.92 | 1.00E-04
let-7e, miR-422a -1.98 535| 065 |-337| 1.47 092 | 1.91E-04
miR-29b,miR-422b 215 100| 080 |3.15] 125 0.91 1.89E-05
miR-142-3p,miR-202 -1.70 6.03| 093 |-433| 0.82 091 | 2.31E-05
miR-214,miR-422a -3.10 029] 116 |2.81| 1.86 091 | 2.84E-05
miR-142-5p,miR-145 -1.90 -1.92| 0.65 |-0.02| 1.18 091 | 3.02E-05
miR-422a,miR-497 1.95 038 091 [-157| 111 091 | 3.66E-05
miR-29b,miR-433 237 095 131 |142]| 1.20 091 | 3.72E-05
miR-140,miR-92 -1.89 625 075 |8.14| 121 091 | 6.62E-05
miR-142-5p,miR-92 -2.40 6.47| 093 |887| 155 091 | 6.67E-05
miR-142-3p,miR-181b -1.70 -5.75| 0.74 |-4.06| 1.07 091 | 7.16E-05
miR-30e-5p,miR-486 -2.07 3.61| 1.02 [567| 124 091 | 7.27E-05
miR-196b,miR-422a 2.13 0.90| 095 |3.04| 137 091 | 9.10E-05
miR-222,miR-29b 1.83 492| 083 |-6.75| 1.18 0.91 1.01E-04
miR-142-3p,miR-518b 238 -10.39] 1.09 [-8.01| 1.55 0.91 1.13E-04
miR-29b,miR-30d -1.93 534 | 085 |727| 130 0.91 1.37E-04
miR-29b,miR-361 -1.82 155| 1.01 [337] 1.13 0.91 1.60E-04
miR-342,miR-34a 2.05 -1.52| 140 |-3.58| 1.14 091 | 2.16E-04
miR-106b,miR-181d -1.62 295 131 |-1.33| 0.94 091 | 2.45E-04
miR-340,miR-92 -1.95 586| 084 781 134 0.91 1.59E-04
miR-486,miR-7 1.41 820| 0.66 |-9.61| 0.96 0.91 1.82E-04
miR-21,miR-422a -1.95 -730| 0.73 |-535| 1.15 091 | 2.33E-05
miR-106b,miR-92 -1.76 484 | 084 |6.60| 095 091 | 2.59E-05
let-7i,miR-92 -1.71 500 071 [6.72| 0.99 091 | 2.73E-05
miR-101,miR-486 -1.80 6.05| 0.89 |7.84| 096 091 | 3.00E-05
miR-181a,miR-29b 2.16 -1.41| 1.11 |-357] 1.13 091 | 3.14E-05
miR-142-5p,miR-150 2.36 210 105 |446| 135 091 | 3.42E-05
miR-142-3p,miR-342 -1.79 5.48| 047 |-3.69| 1.17 0.91 3.57E-05
miR-29b,miR-518b -2.85 274 136 |0.11| 1.71 091 | 6.39E-05
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miR-142-5p,miR-181d 2.26 2132 123 094 128 0.91 7.39E-05
miR-193b,miR-29b 2.23 061 099 |-2.84| 142 0.91 8.62E-05
miR-146b,miR-422a -1.63 411 045 |-248]| 117 091 | 9.89E-05
miR-15b,miR-92 -1.76 555| 066 |731] 1.20 0.91 1.03E-04
miR-142-5p,miR-23a -1.26 -0.60| 0.81 |066| 065 0.91 1.10E-04
miR-27a,miR-378 -1.91 -0.95| 086 |095| 124 0.91 1.11E-04
miR-197,miR-29b 1.78 3,13 089 |-491| 131 091 | 2.93E-04
miR-342,miR-374 1.46 1.88 | 0.58 [0.42]| 1.16 091 | 2.93E-04
miR-422a, miR-487b 1.83 -1.05| 092 |-2.88| 132 0.91 2 93E-04
miR-142-3p,miR-99b -1.45 752 062 |-6.08| 125 091 | 2.93E-04
miR-29b,miR-320 231 794 | 1.09 [1024| 1.66 091 | 2.93E-04
miR-340,miR-378 -1.65 031] 082 [1.96]| 122 091 | 2.93E-04
miR-29b,miR-486 2.80 9.10 | 1.25 [11.90| 1.89 090 | 1.40E-04
miR-23a,miR-422a -1.52 2.50| 0.55 |-098| 1.17 090 | 3.13E-04
miR-222,miR-27b 1.24 -2.70| 0.88 |-3.95| 0.89 0.90 | 3.20E-04
miR-142-5p,miR-24 -1.50 274 079 |4.24| 081 0.90 | 4.46E-05
miR-148b,miR-181d -1.63 0.09| 083 |154| 093 090 | 5.60E-05
miR-29b,miR-342 226 207] 1.00 [433]| 138 090 | 5.67E-05
miR-152,miR-422a -1.68 -1.45| 078 | 023 | 1.02 090 | 6.17E-05
miR-7,miR-92 -1.32 8.96 | 0.65 [10.28| 0.80 0.90 | 8.09E-05
miR-210,miR-422a -1.25 -1.73| 0.61 |-0.48| 0.80 0.90 | 1.26E-04
let-7c,miR-422a 2.01 -1.44| 080 | 057 138 090 | 1.27E-04
miR-27b,miR-518b 237 497| 130 |-2.60| 149 0.90 1.66E-04
miR-145,miR-374 1.43 254 067 | 1.12| 096 090 | 1.70E-04
miR-27a,miR-324-3p -1.57 3.66| 073 |-2.09| 1.06 090 | 1.72E-04
miR-140,miR-186 098 0.64| 059 |1.62]| 0.60 090 | 1.99E-04
miR-185,miR-486 -1.87 572 1.00 |7.59]| 1.23 090 | 2.13E-04
miR-422a,miR-496 2.64 -166| 1.16 |-430| 1.93 090 | 2.83E-04
miR-181a,miR-199a* 1.40 330 | 075 | 1.90| 0.99 090 | 3.49E-04
miR-422a,miR-432 2.22 037 ] 1.04 [-185| 1.70 090 | 3.51E-04
miR-181d,miR-23b 1.40 2.13| 0.50 |-3.53| 092 090 | 6.23E-05
miR-125b,miR-422a 210 -0.93| 1.09 | 1.17| 130 090 | 1.23E-04
miR-145,miR-29b 2.08 -1.56| 0.93 |-3.63| 1.39 0.90 | 1.38E-04
miR-142-5p,miR-146a -1.47 290 | 1.12 [437| 0.71 090 | 2.51E-04
miR-126,miR-320 -1.57 0.89 | 0.84 |246]| 1.10 090 | 3.57E-04
[0161]

50



CON 102725632 A WO B 48/143 T

Bt ot
RMIME- |RM| BRM [#E| BE | AUC 3
miRNA A WF7EWT | BEMHE |HE| SD | ¥{E| SD ROC B
miR-191,miR-374 1.09 -1.54| 053 |-2.63| 059 | 090 | 2.81E-05
miR-126,miR-145 -1.47 553 095 |-406| 072 | 090 | 7.71E-05
miR-150,miR-29b 2.66 554 125 |-8.19| 1.72 | 090 | 1.20E-04
miR-133b,miR-422a -2.16 037| 113 [253] 134 | 090 | 1.22E-04
miR-142-5p,miR-324-3p -1.76 179 094 |-0.03| 109 | 090 | 1.42E-04
miR-27b,miR-345 -1.69 049 | 1.14 |2.18] 088 0.90 | 1.50E-04
miR-374,miR-378 -1.62 030| 060 [192] 1.17 | 090 | 1.73E-04
let-7b,miR-422a -1.88 506 082 |-3.18| 131 090 | 1.75E-04
miR-346,miR-432* -1.63 2.73| 1.11 |-1.09| 0091 0.90 | 2.34E-04
miR-142-5p,miR-518b 2,52 6.17| 157 |-3.65| 154 | 090 | 2.37E-04
miR-142-3p,miR-328 -1.56 546 071 |-3.90| 114 | 090 | 3.07E-04
miR-181a,miR-374 1.64 282] 091 |1.18] 1.12 | 090 | 3.08E-04
let-7g,miR-181d -1.53 373 075 |-220| 1.10 | 090 | 3.15E-04
miR-106b,miR-378 -1.46 0.71] 109 [0.75| 081 0.90 | 3.79E-04
miR-30a-5p,miR-422a 136 6.19| 055 |-483| 111 090 | 4.17E-04
miR-339,miR-422a -1.67 098 067 |069| 130 | 090 | 4.18E-04
let-7i,miR-378 -1.42 0.55| 087 [0.87| 096 | 090 | 4.18E-04
miR-142-5p,miR-93 -1.56 3.090| 085 465 1.21 0.90 | 4.18E-04
miR-224,miR-422a -1.44 066| 073 [2.10] 1.27 | 090 | 4.18E-04
miR-30e-5p,miR-378 -1.71 -1.23| 095 |0.49| 1.03 0.89 | 1.22E-04
miR-576,miR-92 2.05 11.01| 1.14 |13.06| 133 0.89 | 2.22E-04
miR-142-5p,miR-423 -1.56 281 088 |-125| 1.19 | 089 | 4.54E-04
miR-320,miR-660 1.03 -3.27| 053 |-429| 0.88 0.89 | 4.55E-04
miR-181a,miR-340 1.67 281 074 [1.14] 1.03 089 | 6.15E-05
miR-23a,miR-27b 1.05 060 062 |-1.65| 059 | 089 | 1.12B-04
miR-30a-5p,miR-92 -0.98 338 | 056 436 058 0.89 | 1.30E-04
miR-27a,miR-345 1.67 259 096 |-091| 100 | 089 | 1.41E-04
miR-29b,miR-382 2.17 025 135 |1.92| 124 | 089 | 1.55B-04
miR-182,miR-422a -1.65 167 | 1.10 [332] 092 | 089 | 1.94E-04
miR-132,miR-27a 1.57 395| 1.04 |238| 089 | 089 | 2.18E-04
miR-374,miR-92 -1.92 585| 079 |777| 139 | 089 | 2.19E-04
miR-145,miR-340 1.45 253] 071 |1.08] 1.00 | 089 | 2.33E-04
miR-142-5p,miR-301 -136 2.33| 048 |-0.97| 1.03 0.89 | 2.53E-04
miR-185,miR-422a 2.19 313 1.04 |-094| 156 | 089 | 2.66E-04
miR-132,miR-27b 1.54 0.87| 106 [-066| 087 | 089 | 2.73E-04
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miR-126 miR-342 -1.50 486 071 |-336| 1.08 0.80 | 2.91E-04
let-7i,miR-181d -1.58 2.79| 1.05 |-121| 095 0.89 | 2.98E-04
miR-15b,miR-181d -1.63 -2.24| 096 |-061| 1.08 0.89 | 3.21E-04
miR-15b,miR-181a -1.49 3.12| 091 |-1.63| 0.99 0.89 | 3.97E-04
miR-197 miR-422a -1.47 22.94| 053 |-146| 1.18 0.80 | 4.47E-04
miR-142-3p,miR-486 231 154 | 128 |384| 1.66 0.89 | 4.62E-04
miR-181a,miR-26a 1.27 495| 074 |3.68| 097 0.89 | 4.97E-04
miR-130a,miR-320 -1.20 278 | 057 |3.98| 097 0.89 | 4.98E-04
miR-19a,miR-92 -1.26 298| 047 |424| 1.10 0.89 | 4.98E-04
miR-143,miR-422a 2.52 -1.77| 1.16 | 076 | 1.68 0.89 | 1.39E-04
miR-191 miR-30b 0.73 035 044 |-107| 045 0.89 | 2.37E-04
miR-126,miR-486 2.02 215 113 |4.17| 139 0.89 | 3.39E-04
miR-422a,miR-98 2.06 035| 0.77 |-1.71| 1.67 0.89 | 5.23E-04
miR-126* miR-222 -0.94 -1.68| 0.71 |-0.74| 0.70 0.89 | 5.41E-04
miR-191,miR-27b 1.36 336 075 |-4.72| 071 0.89 | 4.19E-05
miR-181d,miR-340 1.81 193 | 086 |0.11| 1.07 0.89 | 5.66E-05
miR-151,miR-27b 1.09 -0.79| 049 |-1.88| 0.71 0.89 | 9.90E-05
miR-29¢, miR-422a 218 325 081 |-1.07| 1.52 0.89 | 133E-04
miR-21,miR-92 -1.57 227| 068 |384| 1.07 0.89 | 1.48E-04
miR-29b,miR-326 -2.36 227 132 |0.09| 1.45 0.89 | 1.56E-04
miR-142-5p, miR-378 2.10 092 | 1.10 [3.02] 138 0.89 | 1.95E-04
miR-181a,miR-26b 1.20 543 | 061 |424| 080 0.89 | 2.06E-04
miR-145,miR-27b 1.68 0.72 | 1.05 [-0.96| 1.00 0.89 | 2.13E-04
miR-27b,miR-422b -1.51 -1.21| 089 | 030| 095 0.89 | 2.17E-04
miR-186,miR-30e-5p 1.10 128 079 |0.18| 057 089 | 221E-04
miR-190,miR-422a -1.61 -0.06| 0.86 | 1.54| 1.14 0.89 | 3.79E-04
miR-140,miR-222 -1.03 128 | 063 |231| 0.73 0.89 | 5.68E-04
miR-23b,miR-422a -1.75 048 | 0.67 |223| 154 0.89 | 5.87E-04
miR-181d,miR-496 2.13 344 1.14 |-557| 1.67 0.890 | 5.91E-04
miR-199a* miR-92 -1.67 537 | 090 |7.04]| 135 0.89 | 5.91E-04
miR-185,miR-324-3p -1.17 -1.82| 0.73 |-0.64| 0.87 0.89 | 5.92E-04
miR-222 miR-422a -1.26 460 078 |-334| 1.02 0.89 | 5.92E-04
miR-296,miR-422a -1.45 0.19| 037 [165]| 135 0.89 | 5.92E-04
miR-142-5p,miR-222 -1.51 150 | 1.07 |3.01| 075 0.88 | 1.62E-04
miR-24,miR-374 1.02 2.12| 066 |-3.14| 0.69 0.88 | 5.41E-04
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miR-125a,miR-142-3p 1.44 558 | 0.66 |4.14| 122 0.88 | 6.43E-04
miR-20a,miR-92 -1.61 226 072 |3.86| 132 0.88 | 6.43E-04
miR-27a,miR-93 -1.37 121] 063 |2.58]| 1.22 0.88 | 6.43E-04
miR-27a,miR-342 -1.74 -3.13| 092 |-1.39| 1.05 0.88 | 1.07E-04
miR-145miR-27a 1.71 3.79| 098 [2.08| 1.06 0.88 | 1.78E-04
miR-29b,miR-328 2.13 221 1.11 |435] 139 0.88 | 1.78E-04
miR-29a,miR-422a 2.26 -5.00| 0.77 |-2.74| 1.67 0.88 | 1.93E-04
miR-130a,miR-422a -1.98 481| 1.10 |-2.84| 1.27 0.88 | 2.05E-04
miR-18a,miR-422a -1.66 2.52| 063 |-086] 121 0.88 | 2.08E-04
miR-148b,miR-486 -1.82 707 | 1.14 [ 889 1.11 088 | 2.39E-04
let-7f miR-181d -1.73 060| 086 |1.13| 1.20 088 | 2.49E-04
miR-214,miR-378 2.44 3.73| 1.08 |6.16| 1.75 088 | 2.52E-04
miR-126* miR-181a -1.54 -538| 1.06 |-3.84| 0.90 0.88 | 2.98E-04
miR-142-3p,miR-26b -0.76 -0.98| 037 |-0.22| 0.55 0.88 | 3.26E-04
miR-126* miR-24 -0.92 -0.44| 052 |0.49| 0.63 0.88 | 3.42E-04
let-7f,miR-181a -1.59 -1.48| 0.70 |0.11| 1.19 0.88 | 3.44E-04
miR-150,miR-27a 2.17 023| 1.16 |-240| 1.52 0.88 | 3.58E-04
miR-181d,miR-199a* 1.54 2421 075 |0.88 | 1.12 0.88 | 3.63E-04
miR-142-3p,miR-345 -1.72 493| 1.19 |-3.21| 1.05 0.88 | 3.91E-04
miR-378,miR-497 1.28 -3.64| 0.80 |-4.91| 0.84 0.88 | 3.98E-04
miR-181d,miR-497 1.44 -140| 0.62 |-2.84| 1.11 0.88 | 4.16E-04
miR-32,miR-486 2.52 10.43| 132 |12.94| 1.84 0.88 | 4.60E-04
miR-191,miR-340 112 -155| 059 |-267| 0.83 088 | 5.18E-04
miR-181d,miR-21 1.45 552| 077 |4.06| 1.09 088 | 5.49E-04
miR-126,miR-202 -1.45 -542| 086 |-3.97| 1.04 088 | 5.71E-04
miR-142-3p,miR-26a -0.70 -1.46| 0.17 |-0.76| 0.60 0.88 | 6.00E-04
miR-130b,miR-29b 1.92 -3.50| 1.11 |-5.41| 1.40 0.88 | 6.01E-04
miR-148a,miR-181d -1.52 -1.86| 0.97 |-0.34| 1.09 0.88 | 7.00E-04
miR-15b,miR-24 -0.87 1.82| 061 |2.69]| 0.62 0.88 | 7.00E-04
miR-20a,miR-93 0.75 -1.13| 036 |-037| 0.75 0.88 | 7.00E-04
miR-142-5p,miR-193b -2.00 -280| 1.09 |-0.81| 1.61 0.88 | 7.02E-04
miR-148b,miR-30d -0.90 3.19| 0.55 [4.09| 0.70 0.88 | 7.02E-04
miR-346,miR-518b -1.97 283| 1.17 |-0.86| 1.51 0.88 | 7.02E-04
miR-192,miR-92 -1.51 6.74| 0.69 |825| 1.07 0.88 | 2.30E-04
miR-126* miR-486 -1.88 257 1.01 [445| 127 088 | 2.70E-04
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miR-194,miR-29b 1.64 030 | 1.13 |-134| 1.50 0.88 | 7.62E-04
miR-146a,miR-29b 1.78 -6.36| 128 |-8.14| 0.84 0.88 | 1.39E-04
miR-181d,miR-374 1.79 1.94| 079 |0.15| 1.25 0.88 | 1.93E-04
miR-378,miR-660 1.13 031] 057 |-082| 0.77 0.88 | 2.23E-04
miR-29b,miR-566 2.28 049 | 132 |2.78| 1.49 0.88 | 2.69E-04
miR-10a,miR-422a -1.73 032 086 |1.41| 1.22 0.88 | 2.80E-04
miR-148a,miR-345 -1.12 -1.26| 0.73 |-0.13| 0.68 0.88 | 2.83E-04
miR-142-3p,miR-222 -1.33 2.72| 0.82 [-139| 085 0.88 | 3.12E-04
miR-101,miR-422a 2.12 2.80| 1.06 [-0.69| 1.52 0.88 | 3.40E-04
miR-422a,miR-638 1.82 213 | 120 |031| 1.12 0.88 | 3.52E-04
miR-140,miR-150 -1.85 188 | 1.01 |3.73| 130 0.88 | 3.81E-04
miR-27b,miR-486 2.24 696 | 122 |9.19| 1.60 0.88 | 4.24E-04
miR-27a,miR-486 2.26 388 | 120 |6.14| 1.65 0.88 | 4.43E-04
miR-210,miR-29b 1.90 2.04| 1.03 [-3.93| 136 0.88 | 4.44E-04
miR-185,miR-25 -0.74 218 | 045 292 051 0.88 | 4.54E-04
miR-126,miR-181b -1.41 5.14| 059 [-3.73] 1.10 0.88 | 4.54E-04
miR-142-5p, miR-486 2.45 575| 128 [820| 181 0.88 | 4.75E-04
miR-145 miR-199a* 1.18 3.02] 063 | 1.84| 087 0.88 | 5.03E-04
miR-139,miR-422a -1.77 025 094 [1.51| 130 0.88 | 5.08E-04
let-7i,miR-324-3p -1.08 3.26| 0.69 [-2.18| 0.73 0.88 | 5.50E-04
miR-193b,miR-214 2.36 -0.01| 120 [-237| 1.80 0.88 | 5.83E-04
miR-340,miR-342 -1.48 -1.87| 086 [-038| 1.12 0.88 | 7.46E-04
miR-15a,miR-210 -1.04 0.83] 059 |1.87| 0.80 0.88 | 8.13E-04
miR-130b,miR-422a -1.33 3.14| 087 [-180| 1.04 0.88 | 8.29E-04
miR-27a,miR-30a-5p -1.23 122 077 |2.44| 099 0.88 | 8.29E-04
miR-16,miR-422a 2.12 -11.72) 1.15 |-9.60| 1.84 0.88 | 8.30E-04
miR-19a,miR-422a -1.64 6.59| 081 [-495| 142 0.88 | 8.30E-04
miR-32,miR-92 2.29 11.04| 143 [1333] 1.72 0.88 | 8.30E-04
miR-34a,miR-422b -1.92 037| 1.60 |229]| 1.16 0.88 | 8.30E-04
miR-15a,miR-181a -1.63 0.00| 1.14 | 1.63| 098 0.87 | 3.99E-04
miR-27a,miR-301 -1.17 -420| 0.54 [-3.04| 0.89 0.87 | 4.40E-04
miR-15b,miR-378 -1.47 0.00 | 0.81 |1.46]| 1.08 0.87 | 5.26E-04
miR-34a,miR-566 -1.95 0.12| 134 |1.83| 131 0.87 | 6.89E-04
let-7f, miR-518b -1.99 545 112 |-3.46| 1.52 0.87 | 7.38E-04
miR-126* miR-320 -1.42 132 | 082 [2.74| 1.08 0.87 | 7.97E-04
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miR-222 miR-30e-5p 1.13 0.64 | 0.62 |-0.48| 0.70 0.87 | 1.61E-04
miR-433,miR-487b 1.41 021 ] 0.76 |-1.20| 094 0.87 | 2.34E-04
miR-186,miR-29b 1.73 -436| 1.05 [-6.09| 1.10 0.87 | 2.75E-04
miR-27b,miR-326 -1.54 -4.50| 0.89 [-2.97| 1.01 0.87 | 2.79E-04
miR-181d,miR-214 2.71 -1.49| 126 [-4.20| 2.00 0.87 | 3.53E-04
miR-17-5p,miR-27a 1.20 1.60 | 0.52 [039| 093 0.87 | 4.28E-04
let-7d,miR-422a -1.76 2941 073 |-1.18| 1.39 0.87 4 84E-04
miR-27a,miR-518b 2.33 -8.04| 1.36 [-5.71| 1.68 0.87 | 5.44E-04
miR-27b,miR-320 -1.79 570 | 1.01 749 131 0.87 | 5.51E-04
miR-27b,miR-301 -1.17 -1.13] 0.74 1004 | 033 0.87 6.40E-04
miR-106b,miR-486 -1.81 412 1.11 |593| 131 0.87 | 6.68E-04
miR-22,miR-422a -1.40 -3.12| 0.82 [-1.72| 1.04 0.87 | 6.77E-04
miR-143 miR-181d -2.01 0.01 1.45 1203 132 0.87 7.39E-04
miR-181d,miR-576 2.13 2.75| 1.35 [-4.88| 1.75 0.87 | 9.79E-04
miR-142-5p,miR-30a-5p -1.42 3.09| 093 |451]| 1.07 0.87 | 9.80E-04
miR-19b,miR-92 -1.08 1.86| 0.53 [2.94| 1.02 0.87 | 9.80E-04
miR-214,miR-483 -1.93 -0.55| 1.07 [ 138 1.76 0.87 | 9.80E-04
miR-361,miR-422a -1.52 -1.25| 076 027 | 1.53 0.87 | 9.80E-04
miR-181a,miR-30b 1.28 401 | 071 [2.73] 0.78 0.87 | 1.44E-04
miR-486 miR-576 2.15 -10.17] 136 |-12.32] 1.35 0.87 | 3.08E-04
miR-146a,miR-340 1.02 229 070 [-3.31| 0.63 0.87 | 4.14E-04
miR-10b,miR-181a -1.41 0.11| 0.87 |1.52| 098 0.87 | 5.35E-04
miR-195,miR-92 -1.76 3.50| 0.80 |5.26]| 144 0.87 | 7.73E-04
miR-27a,miR-423 -1.36 468 071 |-3.31| 1.16 0.87 1.06E-03
miR-32,miR-378 -1.98 556 | 1.14 |7.54| 1.60 0.87 | 1.06E-03
miR-140,miR-324-3p -1.25 -2.01| 0.89 [-0.76| 0.66 0.86 | 2.34E-04
miR-132 miR-140 1.25 230 1.07 | 1.05( 046 0.86 2.73E-04
miR-125b,miR-145 -1.22 025| 096 |1.47| 0.63 0.86 | 3.65E-04
let-7i,miR-191 -0.89 0.69| 038 |1.57| 0.69 0.86 | 4.60E-04
let-7g,miR-150 -1.63 -0.31| 0.68 |132] 130 0.86 | 5.51E-04
miR-132,miR-142-5p 1.76 208 1.40 [032| 097 0.86 | 5.54E-04
miR-142-3p,miR-24 -1.36 -1.48| 0.72 |-0.12| 1.03 0.86 6.24E-04
miR-145miR-15b 1.27 284 0.68 |1.57| 097 0.86 | 6.72E-04
miR-15b,miR-486 -1.82 483 | 1.11 |6.65| 1.34 0.86 | 7.28E-04
miR-340 miR-518b -2.08 -6.781 1.14 |-470| 161 0.86 7.77E-04
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miR-34a,miR-378 2.16 370 | 1.62 |5.86| 1.39 0.86 | 8.17E-04
miR-10b,miR-422a 2.07 -0.79] 1.08 |1.28| 166 0.86 | 9.05E-04
miR-200c, miR-202 135 072 052 [207| 118 086 | 1.07E-03
miR-126,miR-324-3p -132 539] 0.74 |-407| 107 086 | 1.09E-03
miR-143,miR-186 -1.24 220 067 [343]| 107 086 | 1.15E-03
miR-181d,miR-29a 1.75 322 1.03 [ 147] 145 086 | 1.15E-03
miR-125a,miR-126 1.15 496 | 077 |3.81| 092 086 | 1.16E-03
miR-126* miR-422b -1.19 -559| 0.69 |-440| 0.98 086 | 1.16E-03
miR-146b,miR-27b 0.89 222| 051 |-3.11] 0.75 086 | 1.16E-03
miR-148b,miR-210 -0.97 -023| 052 |0.74| 0.87 086 | 1.16E-03
miR-32,miR-320 -1.89 9.16 | 0.90 [11.05| 1.81 0.86 | 1.16E-03
miR-422a,miR-550 1.83 -1.65| 121 |-3.49| 143 0.86 | 1.16E-03
miR-486,miR-660 1.48 -452| 0.90 [-6.00{ 0.90 0.86 | 2.10E-04
miR-142-3p,miR-422b -1.62 -6.63| 0.77 |-5.01| 1.17 0.86 | 3.09E-04
miR-30d,miR-92 0.91 459 | 058 |5.50| 0.64 0.86 | 6.24E-04
miR-140,miR-30a-5p -0.91 287 | 047 |3.78| 0.73 0.86 | 8.56E-04
miR-30e-5p,miR-422b -1.45 -4.56| 093 |-3.10| 1.08 0.86 | 8.94E-04
miR-142-3p,miR-193b -1.85 -7.02| 0.83 [-5.17| 1.60 0.86 | 1.20E-03
miR-24,miR-422a -1.27 -5.84| 061 |-4.57| 1.26 0.86 | 1.25E-03
miR-320,miR-340 1.55 -3.89] 091 [-5.43| 1.40 0.86 | 1.25E-03
miR-140,miR-342 -1.42 -1.48| 0.83 [-0.06| 0.90 0.86 | 2.27E-04
miR-126,miR-191 -1.14 -1.45| 0.84 |[-031| 0.60 0.86 | 3.02E-04
miR-126* miR-191 -0.99 -1.02| 0.76 |-0.03| 0.52 0.86 | 3.80E-04
miR-145,miR-26b 0.98 5.16| 058 |4.17| 0.68 0.86 | 4.15E-04
miR-195,miR-486 -1.82 278 | 077 |4.60| 141 0.86 | 4.23E-04
miR-181a,miR-30¢ 1.25 415 075 [290| 085 0.86 | 4.38E-04
miR-145 miR-15a 1.42 -0.28| 0.83 [-1.69| 1.00 0.86 | 4.89E-04
miR-145miR-30¢ 1.03 3.87| 057 [284] 0.75 0.86 | 5.02E-04
miR-125b,miR-181d -1.58 085 1.19 [244| 094 086 | 5.61E-04
miR-10a,miR-181d -1.22 146 | 0.86 |2.68| 0.77 086 | 5.67E-04
miR-181d,miR-200¢ 1.65 -124| 101 |[-289| 1.17 086 | 5.91E-04
let-7i,miR-181a -1.44 3.67| 092 |-223| 1.02 0.86 | 6.99E-04
miR-194,miR-422a -1.46 0.60| 1.13 |2.06| 0.90 0.86 | 7.72E-04
miR-181¢,miR-27b 1.63 3.48 | 091 |[1.85| 1.26 0.86 | 7.80E-04
miR-30e-5p,miR-342 -1.55 3.40( 1.14 |[-186] 1.02 086 | 835E-04
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miR-142-3p,miR-425 -1.25 -6.75| 093 [-550| 082 | 086 | 8.45E-04
let-7g,miR-191 -0.84 -0.25| 0.58 [0.59| 0.58 0.86 | 8.47E-04
miR-142-5p,miR-181b -1.84 -1.54| 132 |030| 126 | 086 | 9.02E-04
miR-145 miR-26a 1.06 468 | 0.61 |3.62| 0.83 0.86 | 9.27E-04
miR-155,miR-422a -1.60 -097| 078 [0.63| 132 | 086 | 9.60E-04
miR-346,miR-422a 222 025| 1.09 |247| 184 | 086 | 9.85E-04
miR-22,miR-29b 1.73 347| 105 [-521| 134 | 086 | 1.02E-03
miR-148a,miR-222 -0.80 096 | 053 |1.76| 060 | 086 | 1.05E-03
miR-142-3p.miR-324-3p -1.61 -6.00| 0.87 |-439| 1.31 0.86 | 1.07E-03
miR-320,miR-374 1.52 -3.88| 090 [-540| 1.20 | 086 | 1.09E-03
miR-296,miR-29b 1.67 -0.07| 0.81 |-1.74| 1.41 0.86 | 1.09E-03
miR-15b,miR-342 -1.30 -2.18| 0.67 |-0.88| 1.08 0.86 | 1.12E-03
miR-32,miR-342 -2.08 348 | 129 |556| 1.62 | 086 | 1.13E-03
let-7c,miR-92 -1.63 813 | 072 |9.76 | 142 | 086 | 1.25E-03
miR-346,miR-566 -1.33 045| 073 |1.77] 1.11 086 | 1.31E-03
miR-422a,miR-425 1.18 0.57| 095 |-0.61| 0.78 0.86 | 1.33E-03
let-7f,miR-342 -1.40 -0.54| 080 [0.86| 129 | 086 | 1.36E-03
miR-143 miR-223 -1.11 796 | 0.44 |9.07| 1.03 0.86 | 1.36E-03
miR-185,miR-186 -0.90 0.83| 056 |1.74| 076 | 086 | 1.36E-03
miR-195,miR-422a -2.14 -6.07| 132 [-3.93| 182 | 086 | 1.36E-03
miR-16,miR-92 -1.74 215| 062 [-041| 147 | 086 | 7.20E-04
miR-142-5p,miR-422b -1.76 2.42| 121 |-066| 120 | 086 | 7.25E-04
let-7b,miR-92 -1.50 451 | 074 |601| 1.20 | 086 | 7.65E-04
let-7e,miR-92 -1.60 422| 087 |582| 144 | 086 | 1.47E-03
miR-27b,miR-296 -1.10 2.09| 044 [-0.99]| 1.01 0.86 | 147E-03
miR-30d,miR-30e-5p 1.10 026 | 072 |-083| 0.64 | 085 | 2.38E-04
miR-125a,miR-29b 1.92 -1.94| 092 [-387| 148 0.85 | 5.28E-04
miR-202,miR-27b 1.68 0.61| 1.19 |-1.07| 1.06 | 085 | 5.50E-04
miR-143,miR-342 -1.68 0.07| 112 | 176 | 1.12 | 085 | 5.52E-04
miR-140,miR-486 -1.94 553 | 1.09 | 747 143 0.85 | 5.57E-04
miR-202,miR-30e-5p 1.47 3.96| 087 |249| 1.06 | 085 | 5.68E-04
miR-181b,miR-27b 1.60 033 | 087 |-1.26] 122 | 085 | 7.06E-04
miR-155,miR-29b 1.69 111|117 |-2.79] 1.15 0.85 | 7.32E-04
let-7f,miR-191 -1.04 2.88| 063 |391| 076 | 085 | 7.35E-04
miR-126, miR-518b -2.09 9.78| 120 [-7.68| 1.58 0.85 | 7.38E-04
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miR-150,miR-27b 2.13 -331| 1.00 |-5.44| 1.73 0.85 | 7.68E-04
miR-191,miR-30¢ 0.69 0.21| 0.44 |-091| 0.52 0.85 | 9.28E-04
miR-196b,miR-342 -1.29 274| 0.88 |4.04| 0.94 0.85 | 1.02E-03
miR-181d,miR-660 1.29 255| 053 | 126 1.11 0.85 | 1.03E-03
miR-148a,miR-92 -1.65 593| 0.88 |7.58| 136 0.85 | 1.11E-03
miR-193b,miR-34a 2.14 0.02| 1.56 |-2.12| 1.50 0.85 | 1.11E-03
miR-496 miR-518b -2.39 -1.41| 142 | 098 | 1.94 0.85 | 1.32E-03
miR-23a,miR-29b 1.55 2.78| 096 |-433| 1.24 0.85 | 1.33E-03
miR-142-5p,miR-30d -1.49 1.88| 093 [336]| 1.18 0.85 | 1.34E-03
let-7f,miR-92 -1.86 7.19 | 1.02 [9.05| 1.56 0.85 | 1.36E-03
miR-140,miR-145 -1.39 2.14| 0.89 |-0.75| 1.12 0.85 | 1.52E-03
miR-106a,miR-92 -1.23 3.06 | 0.66 |4.28| 1.10 0.85 | 1.59E-03
miR-17-5p,miR-422a -1.38 3.37| 0.67 |-1.99| 1.41 0.85 | 1.59E-03
miR-210,miR-30e-5p 1.14 351 071 [237| 096 0.85 | 1.39E-03
miR-151,miR-422a -1.46 2.68| 073 |-122| 1.29 0.85 | 1.39E-03
miR-193b,miR-30e-5p 1.61 494 1.05 |334| 150 0.85 | 1.59E-03
miR-21,miR-486 -1.62 155| 1.10 |3.17| 1.36 0.85 | 1.59E-03
miR-221 miR-422a -1.58 4.60| 085 |-3.02| 1.52 0.85 | 1.59E-03
miR-27b,miR-423 -1.34 -1.60| 0.79 |-027| 1.22 0.85 | 1.59E-03
miR-21,miR-378 -1.30 3.28| 0.82 |-1.98| 1.08 0.85 | 1.72E-03
miR-106b,miR-150 -1.72 047 | 1.00 {219] 1.50 0.85 | 1.72E-03
miR-126 miR-150 -1.92 -1.50| 0.84 |0.42| 1.80 0.85 | 1.72E-03
miR-186,miR-27b 1.25 2.07| 0.68 |-332| 0.82 0.85 | 2.24E-04
miR-145,miR-30b 1.06 3.73| 0.64 |267| 0.70 0.85 | 3.39E-04
miR-150,miR-30e-5p 1.97 0.04 | 1.03 [-1.93| 1.40 0.85 | 3.44E-04
miR-126,miR-422b -1.35 6.02| 0.62 |-467| 1.01 0.85 | 3.99E-04
miR-142-3p,miR-146a -1.33 -1.32| 0.81 |0.01| 0.97 0.85 | 7.42E-04
miR-29a,miR-342 -1.42 3.16| 093 |-1.74| 1.01 0.85 | 7.53E-04
miR-20a,miR-486 -1.67 154| 098 |321| 127 0.85 | 7.84E-04
miR-140,miR-24 -0.99 252 060 |3.51| 0.74 0.85 | 8.03E-04
miR-15a,miR-191 -1.08 436 071 544 078 0.85 | 8.29E-04
miR-374,miR-518b -2.05 6.79| 1.15 |-4.74| 1.62 0.85 | 9.49E-04
miR-21,miR-345 -1.07 491 073 |-3.85| 0.76 0.85 | 9.38E-04
miR-139,miR-181d -1.25 153 092 |2.78| 0.86 0.85 | 9.92E-04
miR-125b,miR-150 -1.68 427 1.04 |595| 130 0.85 | 1.08E-03
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miR-126* miR-342 -1.36 -4.44| 076 [-3.08| 1.09 | 085 | 1.10E-03
let-7c,miR-181d -1.50 034 | 1.01 |1.84| 1.11 0.85 | 1.10E-03
miR-193b,miR-27b 1.80 1.60 | 1.12 [-021| 141 0.85 | 1.16E-03
miR-30b,miR-92 -1.55 466 | 096 |622] 122 | 085 | 1.16E-03
miR-181a,miR-30e-5p 1.73 434 146 |261| 1.08 0.85 1.29E-03
miR-17-5p,miR-29b 1.70 =374 126 |-544| 1.22 0.85 1.30E-03
miR-140,miR-202 -1.38 -2.03| 0.89 |-0.66| 1.08 0.85 1.36E-03
miR-142-3p,miR-301 -1.21 -6.55| 0.76 |-533| 098 0.85 1.44E-03
miR-181b,miR-27a 1.65 341 1.08 |1.76| 1.33 0.85 1.67E-03
miR-142-5p,miR-181c¢ -1.75 -460| 1.17 [-2.85| 143 0.85 1.86E-03
miR-148b,miR-320 -1.31 576 | 080 [7.07| 1.15 0.85 1.87E-03
let-7f, miR-145 -1.37 -1.20] 081 |0.17| 122 0.85 1.87E-03
miR-126* miR-296 -0.74 -6.47| 029 [-5.73| 081 0.85 | 1.87E-03
miR-181d,miR-339 1.15 -081| 0.76 |-1.96| 1.07 0.85 1.87E-03
miR-20a,miR-422a -1.94 <731 098 |-537| 1.8l 0.85 1.87E-03
miR-26a,miR-92 -1.55 372 091 |527]| 137 0.85 1.87E-03
miR-432 miR-92 -1.85 920 1.20 |11.05] 1.55 0.85 1.87E-03
miR-487b,miR-92 -1.84 10.59| 1.11 |12.43| 1.77 0.85 1.87E-03
let-7g,miR-92 -1.67 406 | 080 |573]| 140 0.85 1.07E-03
miR-497 miR-518b -1.70 345 077 |-175| 146 | 085 | 1.13E-03
miR-301,miR-340 0.91 294 | 044 |203| 087 | 085 | 2.02E-03
miR-27b,miR-30a-5p -1.23 429 074 552 090 0.84 6.98E-04
miR-34a,miR-433 -1.92 -1.52] 136 | 040 | 1.28 0.84 7.42E-04
miR-17-5p,miR-27b 1.17 -1.48| 0.58 |-2.65| 0.94 0.84 7.66E-04
miR-10b,miR-181d -1.55 1.00| 097 |255] 1.19 0.84 1.01E-03
miR-27a,miR-422b -1.59 -429] 1.06 |-2.69| 1.19 0.84 1.07E-03
miR-148b.miR-191 -0.94 343 073 | 437 | 063 0.84 1.13E-03
miR-181d. miR-34a 221 -1.47] 1.58 |-3.68| 1.60 0.84 1.19E-03
miR-29b, miR-301 -1.69 125 1.17 1294 1.25 0.84 1.19E-03
let-7e,miR-181d -1.47 357 082 [-2.10] 120 | 084 | 1.22E-03
miR-191,miR-26a 0.72 060 053 |-0.13] 0.52 0.84 1.30E-03
miR-142-5p,miR-328 -1.71 -1.24] 1.14 | 047 | 132 0.84 1.38E-03
miR-143 miR-92 -2.15 780 123 [995]| 1.82 0.84 1.61E-03
miR-142-5p,miR-197 -1.30 0161 092 |1.14| 1.00 0.84 1.64E-03
let-7¢,miR-486 -1.69 741 096 |9.10| 1.47 0.84 1.85E-03
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let-7¢,miR-150 -1.59 376 | 097 |536| 135 0.84 | 1.90E-03
miR-27a,miR-30d -1.29 0.01| 071 [130| 1.15 0.84 | 1.98E-03
miR-30b,miR-378 -1.26 -0.89| 0.84 |0.37| 1.04 0.84 | 2.02E-03
miR-181b,miR-200¢ 1.28 2097 0.79 |-2.25| 1.10 0.84 | 2.11E-03
miR-29¢,miR-92 -1.80 632 | 078 [8.12| 1.69 0.84 | 2.13E-03
miR-30e-5p,miR-320 -1.61 235| 124 |396| 1.23 0.84 | 2.14E-03
miR-186,miR-29¢ 0.89 -0.71| 0.44 |-1.60| 0.83 0.84 | 2.18E-03
miR-193a,miR-29b 1.30 1.57| 0.54 {027 1.32 0.84 | 2.18E-03
miR-142-3p,miR-197 -1.16 438 066 |-3.22| 1.19 0.84 | 2.18E-03
miR-27b,miR-361 -1.06 0.65| 0.74 | 041| 0.99 0.84 | 2.18E-03
miR-28,miR-422a -1.72 032] 082 [2.04| 1.69 0.84 | 2.18E-03
let-7g,miR-378 -1.37 -1.49| 059 |-0.12| 1.31 0.84 | 2.18E-03
miR-125b,miR-92 -1.72 8.64 | 1.28 [10.36| 1.47 0.84 | 2.18E-03
miR-140,miR-181b -1.33 -1.76| 0.97 |-0.43| 1.09 0.84 | 2.18E-03
miR-142-3p,miR-181¢ -1.59 -8.81| 0.89 |-721| 1.45 0.84 | 2.18E-03
miR-19a,miR-486 -1.32 226| 076 |3.58| 1.18 0.84 | 2.18E-03
miR-26a,miR-342 -1.09 -4.01| 0.58 |[-2.93| 0.99 0.84 | 2.18E-03
miR-26b,miR-378 -1.18 232| 0.84 |-1.14| 1.08 0.84 | 2.18E-03
miR-30b,miR-342 -1.09 3.07| 0.66 |-1.98| 1.00 0.84 | 2.18E-03
miR-30d,miR-422a -1.29 498 056 |-3.69| 133 0.84 | 2.18E-03
miR-331,miR-92 -1.25 827 | 054 952 125 0.84 | 2.18E-03
miR-376a,miR-422a -1.94 1.11| 1.34 [3.05] 1.71 0.84 | 2.18E-03
miR-24,miR-29b 1.72 -6.30| 1.00 |-8.02| 1.30 0.84 | 7.91E-04
miR-26a,miR-518b -1.68 -8.93| 1.04 |-725| 143 0.84 | 1.95E-03
miR-126,miR-99b -1.13 -6.88| 0.83 |-5.75| 0.97 0.84 | 2.35E-03
miR-142-5p,miR-202 -1.85 -1.81| 1.36 |0.04| 1.08 0.84 | 4.28E-04
miR-27b,miR-433 -1.63 -3.10| 1.20 |-1.47| 0.99 0.84 | 5.25E-04
let-7i,miR-486 -1.77 428 | 1.09 |6.05| 1.27 0.84 | 6.39E-04
miR-16,miR-486 -1.80 2.87| 088 |-1.07| 1.42 0.84 | 6.99E-04
miR-29b,miR-331 -1.70 158 | 1.02 |3.28| 127 0.84 | 7.68E-04
miR-15a,miR-202 -1.35 038 | 099 [1.74| 0.88 0.84 | 7.78E-04
miR-27b,miR-328 -1.53 -0.04| 1.00 | 1.49| 1.10 0.84 | 8.21E-04
miR-126,miR-24 -1.07 -0.87| 0.63 | 0.20| 0.81 0.84 | 8.50E-04
miR-328,miR-34a 1.83 -1.54| 1.24 |-338] 1.31 0.84 | 8.93E-04
miR-142-3p,miR-566 -1.74 711 1.18 |-5.38| 1.24 0.84 | 9.17E-04
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miR-29b,miR-324-5p -1.77 043 | 096 |220]| 142 0.84 | 9.66E-04
miR-222,miR-27a 1.26 0.37| 0.90 [-089| 0.92 0.84 | 1.17E-03
miR-142-5p, miR-326 -1.82 5731 1.44 (-3911 1.20 0.84 1.19E-03
miR-142-3p,miR-150 2.21 2.11| 090 |0.10| 1.95 0.84 | 1.19E-03
miR-181d,miR-26b 1.34 455| 097 |322] 096 0.84 | 1.22E-03
miR-27a,miR-328 -1.51 3.11| 1.08 |-1.60| 1.12 0.84 | 1.36E-03
miR-151,miR-27a 1.12 229| 066 |1.17| 092 0.84 | 1.37E-03
miR-142-5p,miR-320 -2.00 449 | 123 649 | 1.61 0.84 1.39E-03
miR-214,miR-92 2.78 9.28 | 1.53 [12.06| 235 0.84 | 1.45E-03
miR-29¢, miR-342 -1.34 -1.411 099 [-0.07| 1.00 0.84 1.67E-03
miR-210,miR-27b 1.30 0.16 | 0.93 |-1.14| 1.00 0.84 | 1.69E-03
miR-181d,miR-29¢ 1.67 1.47 | 1.04 [-020| 1.40 0.84 | 1.87E-03
miR-126* miR-186 -0.91 2.31| 069 |-1.40| 0.70 0.84 | 1.99E-03
miR-150,miR-214 2.68 491 1.17 |-7.59| 2.50 0.84 | 2.06E-03
miR-214 miR-328 2.03 157 154 |360| 1.56 0.84 | 2.07E-03
miR-214,miR-324-3p 2.11 102 123 [3.13| 1.85 0.84 | 2.12E-03
miR-15a,miR-181b -1.35 066 096 |2.01 1.10 0.84 2.13E-03
miR-152,miR-181d -1.17 0.33| 0.85 |1.50]| 095 0.84 | 2.39E-03
miR-32,miR-518b 2.48 -1.43| 1.48 | 1.05| 221 0.84 | 2.46E-03
miR-342,miR-576 1.51 -3.51| 1.01 |-5.02| 1.30 0.84 | 2.53E-03
miR-16,miR-93 -0.91 -5.54| 0.72 |-4.63| 0.73 0.84 | 2.54E-03
miR-181d,miR-30a-3p 1.36 234 082 |-3.70| 134 0.84 | 2.54E-03
miR-185,miR-345 -1.28 -0.75| 093 |0.54| 1.07 0.84 | 2.54E-03
miR-378 miR-422a -0.67 4021 035 [-334| 0.67 0.84 2.54E-03
let-7a,miR-518b -1.62 -7.28| 1.02 |-5.66| 1.55 0.84 | 2.55E-03
let-7f,miR-328 -1.17 -0.52| 0.81 |0.65| 1.08 0.84 | 2.55E-03
miR-146a,miR-422a -1.30 -5.99| 0.77 |-4.69| 125 0.84 | 2.55E-03
miR-148a,miR-518b -1.78 6.71| 134 |-493| 1.44 0.84 | 2.55E-03
miR-15a,miR-328 -1.22 096 | 0.85 |2.18| 1.04 0.84 | 2.55E-03
miR-197,miR-27a 1.11 2.03| 071 [092| 1.04 0.84 | 2.55E-03
miR-27a,miR-361 -1.07 3731 070 |-2.66] 0.99 0.84 2.55E-03
miR-181d,miR-26a 1.42 4.07| 076 |266| 1.10 0.84 | 7.63E-04
miR-126,miR-132 -1.33 -5.68| 1.04 |-436| 0.90 0.84 | 1.25E-03
miR-374,miR-486 -1.98 513 | 126 |7.11| 1.54 0.84 | 1.26E-03
miR-224,miR-92 -1.18 10.05| 0.64 [11.23| 1.10 0.84 | 2.75E-03
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miR-143,miR-145 -1.65 -0.59| 0.97 | 1.06| 1.13 0.83 | 3.86E-04
miR-181d,miR-30b 1.42 3.13| 097 | 1.71| 095 0.83 | 6.41E-04
miR-340,miR-345 -1.42 -1.32] 0.89 |0.09| 1.00 0.83 | 6.54E-04
miR-126 miR-345 -1.43 -432] 1.09 |-2.89| 092 083 | 8.68E-04
miR-126* miR-145 -133 5,10 095 |-3.77| 091 0.83 | 9.06E-04
miR-126,miR-222 -1.06 2.11] 0.72 |-1.05| 0.79 0.83 1.16E-03
miR-29b,miR-99b -1.85 0.05| 096 |[1.90| 1.56 0.83 1.24E-03
let-7a,miR-181d -1.36 2.43] 069 |-1.07| 1.16 0.83 1.29E-03
let-7f, miR-378 -1.57 164 | 084 |3.20] 133 0.83 1.41E-03
miR-139,miR-29b 132 -0.58| 0.94 |-1.90| 1.00 0.83 1.48E-03
miR-27a,miR-320 -1.81 262 1.14 |443| 147 0.83 1.60E-03
miR-130b,miR-142-3p 130 418 | 087 | 288 | 1.03 0.83 1.67E-03
miR-210,miR-92 -0.87 784 | 054 [871| 0.73 0.83 1.82E-03
miR-30¢,miR-92 -1.52 453 096 |605| 1.27 0.83 1.83E-03
miR-32,miR-433 -1.79 023 | 1.24 [2.01]| 1.44 0.83 1.92E-03
miR-340,miR-486 2.00 514 128 [7.15] 168 0.83 1.97E-03
let-7i,miR-145 -1.22 3.39| 0.62 |-2.17| 1.11 0.83 | 2.00E-03
miR-148b,miR-181a -1.15 -0.67| 093 |049| 085 0.83 | 2.06E-03
let-7b,miR-324-3p -0.86 3.75| 0.44 |-2.89| 0.80 0.83 | 2.41E-03
miR-29b,miR-423 -1.80 068 | 1.33 [2.48| 149 0.83 | 2.69E-03
miR-30c,miR-378 -1.23 -1.03] 0.79 | 020 | 1.09 0.83 | 2.80E-03
miR-19b,miR-27a 1.13 2.74] 0.63 |-3.86| 1.06 0.83 | 2.96E-03
miR-126,miR-186 -1.06 2.74] 0.79 |-1.69| 0.90 0.83 | 2.97E-03
miR-214 miR-605 -1.70 078 131 | 093 | 1.46 083 | 2.97E-03
miR-301,miR-422a -1.42 -0.77| 090 |0.65| 134 083 | 2.97E-03
miR-496,miR-92 2.26 11.23| 1.57 [13.49| 2.13 0.83 | 2.97E-03
miR-15a,miR-324-3p -1.27 0.41| 090 |1.68| 091 0.83 1.11E-03
miR-126* miR-345 -1.29 389] 1.02 |-2.60| 0.85 0.83 1.15E-03
miR-200¢,miR-518b -1.93 3.63| 137 |-1.70| 1.41 0.83 1.25E-03
miR-26a,miR-378 -1.25 -1.84| 0.65 |-0.58| 1.09 0.83 1.58E-03
miR-192.miR-324-3p -0.87 -152] 0.61 |-0.65| 0.68 0.83 1.62E-03
miR-142-3p,miR-210 -138 -558| 0.85 |-420| 1.19 0.83 | 2.15E-03
miR-29a,miR-92 -1.88 4571 077 | 645 1.79 0.83 | 2.18E-03
miR-125a,miR-374 1.11 198 | 063 |087| 1.14 0.83 | 3.19E-03
miR-126* miR-181b -1.26 -471] 0.70 |-3.45| 1.25 0.83 | 3.20E-03
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miR-26b,miR-342 -1.00 4.49| 0.74 |-3.50| 0.87 0.83 | 3.20E-03
miR-422a,miR-525 1.83 267 128 |-450| 1.28 0.83 | 9.28E-04
miR-142-5p,miR-361 -1.26 -1.85] 1.02 |-0.60| 0.80 0.83 | 1.14E-03
miR-140,miR-422b -1.28 2.64] 082 [-135| 099 083 | 1.17E-03
miR-24,miR-340 1.05 2.13| 042 |-3.18| 0.93 0.83 | 1.17E-03
miR-145,miR-30e-5p 1.52 407 | 1.08 [255| 112 0.83 | 1.28E-03
miR-27b,miR-30d -1.29 3.08| 070 [4.38| 1.08 0.83 | 1.31E-03
miR-181b,miR-30e-5p 1.45 3.68| 094 [223| 1.14 0.83 1.34E-03
miR-193a,miR-422a -1.74 189 | 0.82 |3.62| 151 0.83 | 1.37E-03
miR-148b,miR-326 -1.24 449| 096 |-3.24| 0.88 083 | 1.47E-03
miR-151,miR-340 0.86 102 | 040 |0.16]| 0.77 0.83 | 1.50E-03
miR-320,miR-34a 2.08 -7.28| 146 |-936| 1.62 0.83 | 1.66E-03
miR-106b,miR-145 -1.26 3.55| 0.82 |-229| 1.03 0.83 | 1.67E-03
miR-199a* miR-378 -1.38 -0.18| 0.79 | 1.19| 1.18 0.83 | 1.78E-03
miR-126* miR-518b -1.95 935| 127 |-740| 1.63 0.83 | 2.06E-03
miR-126,miR-146a -1.04 -0.71] 0.79 |0.33| 0.80 0.83 | 2.09E-03
miR-142-3p,miR-382 -1.57 771 130 |-6.14| 1.13 0.83 | 2.15E-03
miR-181d,miR-185 1.68 135] 133 |-033| 127 0.83 | 2.20E-03
miR-130a,miR-92 -1.60 476 | 130 |636]| 119 0.83 | 2.32E-03
miR-15b,miR-324-3p -1.12 2.71] 0.79 |-1.58| 0.94 0.83 | 2.44E-03
miR-106b,miR-191 -0.93 0.53| 0.59 |146| 0.82 0.83 | 2.77E-03
miR-142-3p,miR-190 -1.02 -7.25| 0.64 |-623| 0.92 0.83 | 2.92E-03
miR-126* miR-150 -1.78 -1.08| 089 |0.70| 1.72 0.83 | 3.14E-03
miR-145,miR-496 1.77 284| 1.17 |-4.61| 1.59 0.83 | 3.17E-03
miR-202,miR-374 1.39 243 094 | 1.04| 126 0.83 | 3.39E-03
miR-27b,miR-93 -1.34 429| 089 | 563 121 0.83 | 3.40E-03
miR-155,miR-27b 1.12 092 080 [-020| 0.99 0.83 | 3.44E-03
miR-143,miR-486 2.20 7.08| 142 |929| 204 0.83 | 3.45E-03
miR-148a,miR-378 -1.36 038 1.02 |1.73| 1.17 0.83 | 3.45E-03
miR-150,miR-374 1.88 -1.48| 099 |-336| 1.83 0.83 | 3.45E-03
miR-181b,miR-374 1.36 2.16| 067 |079]| 136 0.83 | 3.45E-03
miR-222,miR-340 1.05 -0.89| 0.67 |-1.94| 0.99 0.83 | 3.45E-03
miR-320,miR-576 1.68 -8.98| 0.99 |-10.65 1.59 0.83 | 3.45E-03
miR-126% miR-324-3p -1.18 4.96| 0.68 |-3.78| 0.96 0.83 | 1.19E-03
miR-143,miR-518b 228 484] 174 |-256| 166 0.83 | 1.67E-03
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miR-223,miR-27a 1.17 4.76| 0.64 |-5.93| 1.06 0.83 | 2.20E-03
miR-29b,miR-638 -1.39 234 1.08 |3.73| 1.09 0.83 | 2.52E-03
miR-26b,miR-518b -1.61 9.41| 1.25 |-7.80| 132 0.83 | 3.04E-03
miR-186,miR-422a -129 3.96| 074 |-2.68| 121 083 | 3.26E-03
miR-19b,miR-422a -1.45 771 075 |-6.25| 142 083 | 3.50E-03
miR-193b,miR-27a 1.80 467 1.15 | 287 | 175 0.83 | 3.70E-03
miR-181d,miR-30c 1.39 326| 093 [1.87]| 1.03 0.82 | 1.05E-03
miR-143,miR-181a -1.87 -0.87| 1.40 | 1.00| 128 0.82 | 1.09E-03
miR-143,miR-345 -1.62 062 1.12 [223| 1.20 082 | 1.27E-03
miR-186,miR-29a 0.98 1.04| 039 [0.07| 0.89 0.82 1.57E-03
miR-142-5p,miR-17-5p -1.40 027 074 | 1.67| 1.21 0.82 1.59E-03
miR-15a,miR-345 -1.38 148 | 1.17 |2.86| 0.90 082 | 1.62E-03
miR-30e-5p,miR-518b 214 831| 1.64 |-6.18| 1.58 0.82 | 1.74E-03
miR-29b,miR-335 -1.56 264 105 [420]| 1.26 082 | 1.81E-03
miR-202,miR-27a 1.68 369 | 128 [201| 1.26 082 | 1.87E-03
miR-193b,miR-200¢ 1.42 028 | 1.05 [-1.14] 1.11 082 | 1.98E-03
miR-145,miR-34a 1.81 0.86| 1.44 |-2.67| 134 0.82 | 2.03E-03
miR-148b,miR-30a-5p -0.81 435| 063 |5.16| 062 0.82 | 2.08E-03
miR-142-5p,miR-324-5p -1.18 2.87| 0.83 |-1.69| 0.96 082 | 2.15E-03
miR-142-5p,miR-19b -1.32 461 | 0.89 |593| 1.12 0.82 | 2.48E-03
miR-200c,miR-92 -1.82 8.99 | 1.40 |10.81| 1.44 0.82 | 2.53E-03
miR-142-3p,miR-30b -0.70 241| 032 |-1.71| 067 082 | 2.54E-03
miR-378,miR-496 1.97 5.68] 112 |-7.64| 1.79 0.82 | 2.56E-03
miR-324-3p,miR-340 1.31 239 094 |[1.09| 1.08 082 | 2.57E-03
miR-142-5p,miR-210 -1.52 -137| 1.05 |016]| 129 082 | 2.57E-03
miR-23a,miR-340 0.81 121] 059 |0.40]| 067 0.82 | 2.75E-03
miR-26b,miR-92 -1.48 324 091 [472| 134 0.82 | 2.83E-03
miR-150,miR-15b 1.72 -1.18]| 091 |-2.91| 1.63 0.82 | 2.84E-03
miR-422b,miR-576 1.68 -1.80| 0.75 |-3.48| 166 0.82 | 3.08E-03
miR-155,miR-181d -1.09 081 | 084 [1.90]| 091 082 | 3.27E-03
miR-101,miR-324-3p -1.10 -1.49| 0.82 [-0.39| 0.96 082 | 3.68E-03
miR-181a,miR-98 1.41 -0.55| 0.90 |-1.96| 1.31 082 | 3.72E-03
miR-142-3p,miR-22 -1.20 -420| 081 [-3.00| 1.10 082 | 3.72E-03
miR-132,miR-214 221 -0.73| 138 |-2.94| 2.09 0.82 | 3.86E-03
let-7e,miR-486 -1.66 350 124 |516]| 1.46 082 | 3.89E-03
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miR-126,miR-328 -1.27 -4.84| 095 |-3.57| 1.13 0.82 | 3.98E-03
miR-126,miR-30a-5p -0.99 -0.52| 059 |0.47| 098 0.82 | 3.99E-03
miR-106a,miR-422a -1.61 -651| 083 [-491| 1.64 0.82 | 4.00E-03
miR-210,miR-27a 1.33 324 0.88 [191]| 130 0.82 | 4.00E-03
miR-30c,miR-342 -1.06 -3.20| 0.60 |-2.14| 1.08 0.82 | 4.00E-03
miR-15b,miR-320 -1.37 357 091 [494]| 1.12 0.82 | 1.98E-03
miR-15b,miR-17-5p -0.76 -0.65| 0.56 |0.12| 0.60 0.82 | 1.99E-03
miR-106b,miR-342 -1.29 2.89] 099 |-1.60| 1.01 0.82 | 2.23E-03
miR-15b,miR-518b -1.89 -7.09| 139 |-520] 1.52 0.82 | 2.30E-03
miR-200c,miR-378 -1.46 351 111 [496| 097 0.82 | 1.04E-03
miR-150,miR-34a 238 -489| 1.81 |-727| 1.64 0.82 | 1.22E-03
miR-181d,miR-432 1.71 1410 1.03 [-3.12] 137 082 | 1.27E-03
miR-140,miR-181a -1.61 2420 131 [-081] 1.06 0.82 | 1.30E-03
miR-142-3p,miR-433 -1.69 852 1.00 |[-6.83| 1.40 0.82 | 1.46E-03
miR-148b,miR-24 -0.84 401 | 047 [485] 0.75 0.82 | 2.12E-03
miR-132,miR-142-3p 1.61 629 134 [468| 117 0.82 | 2.22E-03
miR-133b,miR-145 -1.29 1.55| 1.05 |2.84| 0.96 0.82 | 2.28E-03
miR-15a,miR-342 -1.45 094 | 076 [238| 133 0.82 | 2.32E-03
miR-324-3p,miR-374 1.28 241 068 |1.13| 1.17 0.82 | 2.35E-03
miR-200c,miR-422b -127 0.04| 0.84 [131| 1.08 0.82 | 2.36E-03
let-7g,miR-518b -1.80 -8.58| 123 |-6.79| 1.51 0.82 | 2.36E-03
miR-339,miR-92 -1.29 8.60| 078 988 | 1.14 0.82 | 2.49E-03
miR-133b,miR-518b -1.91 2.70| 138 |-0.79| 1.58 0.82 | 2.53E-03
let-7b,miR-486 -1.56 379 | 1.09 [535| 133 0.82 | 2.67E-03
miR-29a,miR-343 -1.35 22.62| 085 [-127| 1.20 0.82 | 2.70E-03
miR-133b,miR-181d -1.65 2.15| 1.18 |3.80| 1.40 0.82 | 2.90E-03
miR-142-5p,miR-335 -1.36 -1.04| 1.09 | 031]| 1.07 0.82 | 2.91E-03
miR-192,miR-486 -1.57 6.02| 095 [7.59| 143 0.82 | 2.92E-03
miR-185,miR-19b -0.74 458 | 052 |531] 063 0.82 | 2.93E-03
let-7i,miR-320 -1.32 3.02| 1.01 [434]| 1.09 0.82 | 3.14E-03
miR-214,miR-320 225 730 1.48 [9.55| 2.03 0.82 | 3.24E-03
miR-328,miR-374 1.23 186 | 0.86 |0.63| 1.08 0.82 | 3.24E-03
miR-191,miR-26b 0.60 1.08 | 0.40 |0.48| 0.54 0.82 | 3.52E-03
let-7i,miR-181c -1.20 -6.20| 0.79 [-5.00| 1.10 0.82 | 3.59E-03
miR-29b,miR-93 -1.81 6.56| 1.38 |[837| 155 0.82 | 3.59E-03
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RM¥E- | R R |BE| BE | AUC HE
miRNA £ HAr &M | BEHME |#4E| SD |#{E| SD ROC A8 Ko
miR-222,miR-374 1.04 -0.88| 0.80 |-1.92| 0.89 0.82 | 3.66E-03
miR-126,miR-433 -1.40 791| 1.02 |-6.51| 1.27 0.82 | 4.19E-03
miR-142-3p,miR-151 -1.17 4.63| 0.60 |-3.46| 1.24 0.82 | 4.62E-03
miR-30a-3p,miR-378 -1.15 462| 062 |578| 1.18 0.82 | 4.63E-03
miR-15a,miR-30a-5p -0.93 529| 065 |622| 0.81 0.82 | 3.03E-03
miR-410,miR-422a 2.01 -0.02| 136 |200]| 1.82 0.82 | 3.53E-03
miR-142-3p,miR-30c¢ 0.73 227] 026 |-1.54| 0.68 0.81 1.61E-03
miR-140,miR-518b 2.02 639| 126 |-438| 165 0.81 1.62E-03
miR-146b,miR-181d -1.12 233| 0.66 |-121| 095 0.81 1.68E-03
miR-134,miR-29b 1.91 050 | 1.56 [-1.41| 134 0.81 1.79E-03
miR-142-5p,miR-194 -131 3.70| 092 |-239| 1.06 0.81 | 2.04E-03
miR-18a,miR-27b 0.93 0.62| 050 |-1.35| 0.83 0.81 | 2.07E-03
miR-142-3p,miR-186 -134 335] 090 |-201| 1.11 0.81 | 2.10E-03
miR-148b,miR-342 -137 -0.02| 090 |135| 1.17 0.81 | 2.36E-03
let-7e,miR-518b -1.73 8.42| 1.18 |-6.69| 1.47 0.81 | 2.46E-03
miR-142-5p,miR-339 -1.11 2.12| 0.88 |-1.02| 0.87 0.81 | 2.60E-03
miR-150,miR-576 1.76 691| 135 |-8.66| 1.41 0.81 | 2.61E-03
miR-181d,miR-98 1.55 -1.43| 0.81 |-298| 145 0.81 | 2.67E-03
miR-145miR-376 1.81 2.18| 132 |-3.98] 1.50 0.81 | 2.72E-03
let-7i,miR-342 -1.25 2.73| 0.84 |-1.48| 1.09 0.81 | 2.80E-03
miR-29¢,miR-345 -1.27 -0.86| 0.87 |040| 1.10 0.81 | 2.86E-03
let-7g,miR-181a -1.39 4.61| 1.06 |-322| 1.14 0.81 | 2.91E-03
miR-181d,miR-192 1.38 1.05| 1.12 [-033| 1.09 0.81 | 2.98E-03
miR-150,miR-32 2.52 6.66| 1.48 |-9.18| 2.34 0.81 | 3.05E-03
miR-143,miR-378 -1.85 225! 135 [410]| 159 081 | 3.17E-03
let-7g,miR-486 -1.73 334 | 124 506 151 0.81 | 3.39E-03
let-7f, miR-320 -1.47 521| 090 |6.68| 137 0.81 | 3.40E-03
miR-15a,miR-422b -1.30 -022] 095 |1.08| 1.13 0.81 | 3.42E-03
miR-15a,miR-30d -1.00 4.08| 0.67 |5.07]| 091 0.81 | 3.65E-03
miR-125b,miR-378 -1.42 3.09| 1.09 [451| 122 0.81 | 3.71E-03
miR-142-3p,miR-23a -1.11 482| 076 |-3.71| 1.02 081 | 3.94E-03
miR-29¢,miR-324-3p -1.16 -1.94| 0.74 |-0.78| 1.10 0.81 | 4.09E-03
miR-29b,miR-339 -1.42 133 1.03 |275] 1.28 0.81 | 4.13E-03
let-7g,miR-324-3p -1.03 -420| 0.69 |-3.17| 0.98 0.81 | 4.63E-03
miR-19b,miR-27b 1.11 -581| 0.73 |-6.92| 1.08 0.81 | 4.99E-03
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RMHE- | RM| RMEE |BE| BE | AUC 5

miRNA A Mir &t | BAEMME (¥4 SD |¥H4E| SD ROC | #xh
let-7e,miR-378 -1.31 -1.34| 0.72 [-0.03| 136 0.81 | 5.34E-03
miR-378,miR-432 1.55 3.65| 1.00 [-520] 154 0.81 | 5.35E-03
let-7b,miR-181d -1.37 3.28| 1.14 [-191| 096 0.81 | 1.91E-03
miR-24,miR-30e-5p 1.11 -0.60| 091 [-1.71]| 0.85 0.81 | 2.65E-03
miR-365,miR-422a -1.54 -1.25| 1.07 [029] 132 0.81 | 2.80E-03
miR-320,miR-98 1.28 -724| 071 |-853| 134 0.81 | 5.73E-03
miR-181d,miR-638 131 035| 108 |-096| 087 0.81 1.44E-03
miR-15a,miR-518b -2.04 3.97| 143 [-1.94| 157 0.81 | 1.58E-03
miR-106b,miR-181a -1.48 3.83| 1.25 [-235| 1.02 0.81 1.93E-03
miR-181a,miR-576 1.83 -235| 1.49 [-4.18| 135 0.81 | 2.20E-03
miR-199a* miR-518b -1.80 -727| 1.07 |-547| 158 0.81 | 2.23E-03
miR-181a,miR-214 2.53 061| 1.8 |[-3.14| 203 0.81 | 2.35E-03
let-7a,miR-181a -1.22 3.31| 084 [-2.09| 1.02 0.81 | 2.37E-03
miR-125b,miR-342 -1.25 091 | 099 |2.17| 097 0.81 | 2.47E-03
miR-181b,miR-340 1.39 214 1.03 [0.75] 120 0.81 | 3.33E-03
miR-186,miR-340 1.04 -026| 069 [-1.29]| 0.95 0.81 | 3.57E-03
miR-422a,miR-7 1.63 055| 107 |-1.08] 150 0.81 | 3.58E-03
miR-29b,miR-365 -1.51 1.55| 1.00 |3.06| 138 0.81 | 3.58E-03
miR-142-3p,miR-30a-5p -1.27 -1.13| 070 |0.15| 1.24 0.81 | 3.71E-03
miR-30c,miR-518b -1.65 8.12| 1.24 |-647| 144 0.81 | 3.74E-03
miR-150,miR-185 1.77 207| 1.17 |-3.84| 165 0.81 | 3.93E-03
let-7e,miR-320 -1.20 224 073 [344]| 116 0.81 | 4.05E-03
let-7b,miR-150 -1.46 0.14| 090 |1.60| 1.40 0.81 | 4.06E-03
miR-142-3p,miR-30d -1.34 2.34| 068 [-1.00| 136 0.81 | 4.26E-03
miR-126,miR-193b -1.56 -6.41| 081 |-4.84| 1.60 0.81 | 4.80E-03
miR-202,miR-576 1.83 -226| 1.07 |-4.09| 188 0.81 | 5.53E-03
miR-18a,miR-92 -1.28 705| 073 |833| 1.18 0.80 | 2.81E-03
miR-214,miR-342 2.19 155| 1.04 [3.74| 214 0.80 | 3.05E-03
miR-126* miR-30a-5p -0.84 -0.09| 053 [0.75| 0.80 0.80 | 3.88E-03
miR-133b,miR-378 -1.49 439 | 1.06 |587| 126 0.80 | 2.79E-03
miR-126* miR-146a -0.89 028 072 |061| 070 0.80 | 2.81E-03
miR-422a,miR-422b 0.94 0.68 | 0.63 |-0.25| 0.83 0.80 | 2.99E-03
miR-30b,miR-518b -1.68 -7.98| 1.25 [-6.30| 143 0.80 | 3.22E-03
miR-148b,miR-181b -1.27 -0.40| 094 [087| 1.10 0.80 | 3.34E-03
miR-221,miR-27b 0.93 271| 072 |-3.64| 0.79 0.80 | 3.45E-03
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miR-142-5p,miR-26b -0.93 323 | 062 |4.16| 084 0.80 | 3.50E-03
miR-142-5p, miR-151 -1.31 -0.42| 0.76 |0.90 | 1.27 0.80 | 3.90E-03
let-7d,miR-142-3p 0.87 438 | 026 |3.51| 093 0.80 | 4.56E-03
miR-328,miR-340 1.26 1.85| 082 059 124 0.80 | 5.31E-03
miR-296, miR-92 -1.08 976 064 1084 1.10 0.80 5.60E-03
miR-140,miR-23a -0.75 -0.82| 038 |-0.07| 0.79 0.80 5.74E-03
miR-142-3p,miR-331 -0.99 -6.00| 0.58 [-5.01] 1.02 0.80 | 5.84E-03
miR-181b,miR-214 225 -127| 0.85 [-3.52] 2.12 0.80 | 1.92E-03
miR-326,miR-340 1.35 632 1.04 |497| 1.16 0.80 | 3.67E-03
let-7e,miR-191 -0.77 -0.10| 0.60 |0.68| 0.62 0.80 | 2.59E-03
miR-30b,miR-320 -1.16 268 | 084 |384| 1.02 0.80 | 3.64E-03
miR-145,miR-214 231 -0.89| 147 [-320] 2.17 0.80 | 3.85E-03
miR-140,miR-320 -1.49 4271 1.04 | 576 137 0.80 4.15E-03
miR-496, miR-566 -1.75 1.86 | 1.17 | 3.61 1.66 0.80 4 64E-03
miR-23b,miR-92 -1.50 989 | 098 |11.39| 145 0.80 | 4.65E-03

[0179] 3K 15 MR 20 B A LG AE AR ED S 8 PE (prevalence) 78 T3 16 H,
[0180] & 16 : MG AEWAR EYILERR E WA P 11938 s
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miRNA AT H A miRNA ARAT I miRNA AT B
miR-422a 55 miR-486 6 miR-23a 3
miR-29b 25 miR-518b 6 miR-24 3
miR-92 19 miR-106b 5 miR-30a-5p 3
miR-142-5p 17 miR-145 5 miR-340 3
miR-142-3p 14 miR-150 5 miR-34a 3
miR-181d 14 miR-191 5 miR-101 2
miR-27b 12 miR-345 5 miR-132 2
miR-378 12 miR-126* 4 miR-181b 2
miR-27a 11 miR-148b 4 miR-199a* 2
miR-30e-5p 9 miR-214 4 miR-202 2
miR-181a 8 miR-320 4 miR-222 2
miR-126 7 let-7g 3 miR-422b 2
miR-342 7 let-7i 3 miR-660 2
miR-140 6 miR-146a 3 miR-7 2
miR-15a 6 miR-15b 3 miR-93 2
miR-324-3p 6 miR-185 3
miR-374 6 miR-186 3

[0182] 3K 15 i1 16 A ({4 o L35 A 58 DX 2 Fili s R P 9 A 28 3 N B 38 1) mi RNA i
miRNA AEPIFREYA, o5 B8 M SUEAE SR B¢ . X 48 mi RNA W] Tl (K2 W o JesiE
RE W IEAEACK B 54 T 88 11T BN R 3 . X e B B IR mi RNA & A A0 I 5 1 i
Jert» T HLT A R0 18 255 I DX 43 R MR I o i A8 o R0 e BB

[0183]  SEjiAs] 3. 5 AR L M o A 5 IR P IR 72 S 6 A 1) miRNA

[0184] RV 15 1 16 HH M IE miRNA B8 X 73 B 1 Al sl o R R s 28 2, ook A sl 1)
2 IR I 1 — 20 23 B 3 B L 48 mi RNA X BE BB UMb X 23 e s ek ol ) S 3 B . L (R, — 26
miRNA X AUC ROC 24 1. 00 (R 17) o 7EDX 43 2otk [ M I S g i A 28 AR 2 M e S 38 B, X
LN ROC AUC 15 31 2 25 038 o AHUHE, 7EIX 23 R PR Mg oiE 53 1k 28 2 R0 e 59 Mk R 3 s
5 5E miRNA WO EZE] T AUC ISl (8 18) . 38 17 1 18 /Ky miRNA FI miRNA % 7] F T
Gy e W Lo MR 5 M R IO . XA miRNA BE AN B Z AR 4L A .

[0185] 3R 17. 5 e Mhfiife g AHLL, RMENEMAE L EE W ME P EZERKEN
microRNA X,
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B | BRM | BRM | BE | BE | AUC | stdcl R

miRNA £ W3rEMT | w344 | #91E | SD ¥{8 | SD | ROC | #EAXH
miR-15a,miR-422a 247 | 093 | 069 | 153 | 025 | 1.00 | 1.26E-06
miR-181d,miR-27b 242 | 041 | 067 | -201 | 039 | 1.00 | 281E-06
miR-27b,miR-422a 283 | -185 | 042 | 098 | 085 | 1.00 | 4.16E-06
miR-15b,miR-191 2127 | 122 | 035 | 249 | 025 | 1.00 | 4.79E-06
miR-181d,miR-29b 310 | -187 | 063 | -497 | 087 | 1.00 | 6.28E-06
miR-142-3p,miR-422a 276 | -716 | 058 | -440 | 084 | 1.00 | 1.13E-05
miR-23a,miR-27a 130 | 253 | 040 | 124 | 027 | 1.00 | 1.22E-05
miR-222,miR-27a 194 | 069 | 054 | -125 | 050 | 1.00 | 1.54E-05
miR-126 miR-422a 250 | -652 | 030 | -403 | 092 | 1.00 | 191E-05
miR-142-5p,miR-145 227 | 207 | 059 | 020 | 067 | 1.00 | 2.04E-05
miR-142-3p,miR-145 -185 | -6.12 | 064 | -427 | 039 | 1.00 | 2.61E-05
miR-143,miR-223 -158 | 788 | 050 | 946 | 041 | 1.00 | 2.93E-05
miR-324-5p,miR-422a -164 | -0.12 | 0.59 153 | 033 | 1.00 | 3.27E-05
miR-30e-5p,miR-422a 259 | 510 | 083 | 251 | 068 | 1.00 | 3.40E-05
miR-27a,miR-422a 308 | 490 | 086 | -1.82 | 094 | 1.00 | 3.56E-05
miR-126* miR-222 -139 | -195 | 033 | -056 | 048 | 1.00 | 4.02E-05
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A-% | RM | BRME | BE | BE | AUC | il B

miRNA 294 EMT | m3E | ¥44 | SD ¥48 | SD | ROC | EAaXH
miR-140,miR-422a 263 | -325 | 070 | -062 | 086 | 1.00 | 4.13E-05
miR-101,miR-92 239 | 657 | 086 | 897 | 054 | 1.00 | 4.24E-05
miR-202,miR-29b 3.08 | -1.42 | 055 | -450 | 1.18 | 1.00 | 4.36B-05
miR-29b,miR-422a 340 | 062 | 081 | 402 | 121 | 1.00 | 4.83E-05
miR-30e-5p,miR-324-3p | -138 | -3.80 | 039 | -251 | 0.46 | 1.00 | 523E-05
miR-181b,miR-29b 329 | -141 | 056 | -471 | 132 | 1.00 | 5.65E-05
miR-142-5p,miR-181a 269 | -270 | 1.05 | -001 | 056 | 1.00 | 6.22E-05
miR-126* miR-422a 252 | 616 | 037 | -3.64 | 1.06 | 1.00 | 6.52E-05
miR-195,miR-93 -123 | -0.12 | 048 111 | 027 | 1.00 | 7.27E-05
miR-140,miR-222 149 | 096 | 054 | 246 | 041 | 1.00 | 7.76E-05
miR-126,miR-181d 200 | 508 | 047 | -3.08 | 0.78 | 1.00 | 8.18E-05
miR-142-5p,miR-422a 317 | 311 | 124 | 007 | 074 | 1.00 | 8.18E-05
miR-24,miR-27a 145 | -082 | 047 | -227 | 048 | 1.00 | 9.51E-05
miR-27a,miR-361 -191 | -391 | 058 | 200 | 068 | 1.00 | 1.03E-04
miR-346,miR-518b 312 | -323 | 135 | -0.11 | 061 | 1.00 | 1.18E-04
miR-222miR-27b 169 | 236 | 017 | -405 | 078 | 1.00 | 121E-04
miR-15b,miR-181a 208 | -358 | 0.87 | -1.50 | 0.47 | 1.00 | 1.24E-04
miR-142-5p,miR-191 -188 | 210 | 057 | 397 | 069 | 1.00 | 1.25E-04
miR-433,miR-487b 1.86 003 | 080 | -1.83 | 039 | 1.00 | 1.28E-04
miR-29b,miR-518b 368 | -3.01 | 1.17 | 067 | 134 | 1.00 | 1.40E-04
miR-106b,miR-422a 278 | -493 | 121 | -2.15 | 0.61 | 1.00 | 1.50E-04
miR-21,miR-422a -198 | =701 | 073 | -5.03 | 0.64 | 1.00 | 1.52E-04
miR-15b,miR-422a 256 | -399 | 077 | -142 | 098 | 1.00 | 1.53E-04
miR-181a,miR-27a 260 | 449 | 122 | 190 | 035 | 1.00 | 1.58E-04
miR-142-5p,miR-345 227 | -1.00 | 082 | 127 | 075 | 1.00 | 1.61E-04
miR-32,miR-422a 232 | 149 | 1.06 | 381 | 045 | 1.00 | 1.73E-04
miR-30e-5p,miR-92 212 | 444 | 061 | 656 | 086 | 1.00 | 1.93E-04
miR-148b,miR-422a 237 | -1.65 | 091 | 073 | 077 | 1.00 | 2.02E-04
miR-192,miR-422a 257 | 291 | 089 | -034 | 094 | 1.00 | 2.02E-04
let-7i,miR-422a 232 | 452 | 097 | 220 | 066 | 1.00 | 2.10E-04
miR-19b,miR-486 155 | 122 | 067 | 277 | 042 | 1.00 | 2.16E-04
miR-15a,miR-181d -197 | 051 | 087 | 248 | 051 | 1.00 | 230E-04
miR-142-3p,miR-26a 097 | -155 | 016 | -058 | 047 | 1.00 | 236E-04
miR-142-3p,miR-181a 228 | 676 | 1.00 | -448 | 062 | 1.00 | 2.44E-04
miR-29b,miR-378 272 | 428 | 058 | 700 | 134 | 1.00 | 3.51E-04
miR-15a,miR-181b 2193 | 029 | 095 | 222 | 042 | 1.00 | 3.58E-04
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- | RM | RMEE | BE | BE | AUC | sfdokE
miRNA £ W47 EW5F | E3HE | BME SD ¥14 SD | ROC | AR %M
miR-142-3p,miR-342 -182 | -531 | 053 | -3.49 | 083 | 1.00 | 3.83E-04
miR-195,miR-20b 089 | 227 | 037 | -139 | 032 | 1.00 | 4.08E-04
miR-145 miR-27a 2.17 386 | 099 169 | 067 | 1.00 | 4.11E-04
miR-374,miR-422a 243 | -355 | 058 | -1.11 | 1.20 | 1.00 | 4.24E-04
miR-27b,miR-361 -1.64 -0.86 0.55 0.77 0.71 1.00 4 32E-04
miR-142-3p,miR-518b 302 | -1077 | 1.19 | =775 | 1.17 | 1.00 | 4.33E-04
miR-140,miR-181d 213 | -1.81 | 0.85 033 | 0.82 | 1.00 | 4.67E-04
miR-27b,miR-326 207 | 477 | 093 | 270 | 0.67 | 1.00 | 4.73E-04
miR-139,miR-422a -196 | 011 | 079 | 207 | 076 | 1.00 | 4.75E-04
let-7g,miR-422a 229 | -545 | 045 | -3.16 | 121 | 1.00 | 5.12E-04
miR-140,miR-345 -173 | -1.14 | 0.78 058 | 0.59 | 1.00 | 5.44E-04
miR-148b,miR-326 -1.80 -4.71 0.87 -2.91 0.59 1.00 7.05E-04
miR-20a,miR-92 200 | 204 | 064 | 405 | 1.01 | 1.00 | 7.88E-04
miR-133b,miR-181b -1.98 1.60 | 0.75 3.58 | 093 | 1.00 | 8.83E-04
miR-132,miR-30e-3p 1.50 432 | 072 | 282 | 056 | 1.00 | 9.62E-04
miR-19b,miR-92 -1.73 167 | 055 340 | 091 | 1.00 | 9.98E-04
miR-181a,miR-30c 1.67 448 | 084 | 281 | 059 | 1.00 | 1.02E-03
miR-197,miR-422a -161 | 291 | 070 | -130 | 0.70 | 1.00 | 1.06E-03
miR-142-5p,miR-222 -1.98 1.10 1.07 3.08 0.59 1.00 1.06E-03
miR-148a,miR-422a -190 | -326 | 097 | -136 | 0.66 | 1.00 | 1.07E-03
let-7g,miR-181d -179 | -401 | 066 | -222 | 089 | 1.00 | 1.09E-03
miR-197,miR-29b 209 | 324 | 050 | -533 | 120 | 1.00 | 1.09E-03
miR-331,miR-422a 205 | -127 | 076 | 078 | 1.03 | 1.00 | 1.17E-03
miR-15a,miR-181a -1.98 -0.53 1.10 1.46 0.59 1.00 1.22E-03
miR-339,miR-422a -186 | -0.80 | 0.70 106 | 094 | 1.00 | 1.24E-03
miR-181b,miR-215 2.65 -2.89 1.09 -5.54 1.29 1.00 1.33E-03
miR-145,miR-374 1.52 251 | 071 098 | 0.67 | 1.00 | 1.33E-03
miR-206,miR-518b 345 | 325 | 1.79 | 020 | 1.29 | 1.00 | 1.35E-03
miR-106b,miR-486 213 | 417 | 100 | 629 | 094 | 1.00 | 147E-03
miR-126* miR-181a 204 | 576 | 123 | -3.72 | 049 | 1.00 | 1.53E-03
miR-422a miR-576 297 -1.39 0.74 -4.35 1.78 1.00 1.54E-03
miR-17-5p,miR-422a -193 | 345 | 062 | -152 | 1.09 | 1.00 | 1.56E-03
miR-106b,miR-345 -1.88 -2.82 1.11 -0.94 0.59 1.00 1.75E-03
miR-126,miR-342 -156 | 468 | 082 | -3.12 | 066 | 1.00 | 1.75E-03
miR-139,miR-181d -1.46 156 | 090 | 302 | 050 | 1.00 | 1.75E-03
miR-140,miR-30a-3p -119 | 279 | 0.55 398 | 0.79 | 1.00 | 1.75E-03
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miRNA £ 47EM2 | m3E | B SD ¥4E SD | ROC | jEARRK M
miR-142-3p,miR-26b 087 | -1.04 | 046 | -017 | 036 | 1.00 | 1.75E-03
miR-142-3p,miR-361 -159 | -6.17 | 1.14 | -458 | 050 | 1.00 | 1.75E-03
miR-19a,miR-92 -147 | 286 | 048 433 | 097 | 1.00 | 1.75E-03
miR-222.miR-422a -121 | -421 | 043 | =301 | 071 | 1.00 | 1.75E-03
miR-296,miR-422a -164 | 025 | 027 188 | 145 | 1.00 | 1.75E-03
miR-29b,miR-382 262 | 002 | 124 2.63 130 | 1.00 | 1.75E-03

[o190] & 18. & 5 MMl e B A LE, E‘Fiﬂﬂi%ﬁ%ﬁﬁ%ﬁ%%%mﬂ%qﬂ%j@ri%iiﬁﬁ

microRNA X,
[0191]
B3y BHRH
& | RM¥ | RME | BEY | BE | AUC | 2 FHE
miRNA £ Wi EWsf | ma | 1A SD 18 SD | ROC | jEfa M
miR-185,miR-93 -1.02 | 302 | 052 | 404 | 035 | 1.00 | 8.52E-04
miR-30e-5p,miR-433 -146 | -682 | 091 | -536 | 041 | 1.00 | 1.16E-03
miR-126,miR-378 -1.74 | 273 | 081 | -099 | 0.80 | 1.00 | 2.19E-03
miR-342,miR-497 151 074 | 016 | -2.24 | 124 | 1.00 | 2.67E-03
let-7f miR-342 -1.61 -1.09 0.22 0.52 1.47 1.00 2.70E-03
miR-142-5p,miR-422a 246 | -3.09 | 019 | 063 | 1.61 | 1.00 | 2.70E-03
miR-145miR-200¢ 186 | -020 | 055 | 2.06 | 1.03 | 1.00 | 2.70E-03
miR-148a,miR-19b -1.60 | 330 | 099 | 49 | 065 | 1.00 | 2.70E-03
miR-191,miR-340 142 | -126 | 039 | 268 | 084 | 1.00 | 2.70E-03
miR-200b,miR-422a -1.87 176 | 060 | 3.63 | 133 | 1.00 | 2.70E-03
miR-340,miR-378 200 | 015 | 041 | 214 | 143 | 1.00 | 2.70E-03

[0192] S 4. X 73l 5 SRR B R PR AE I JC A 52 3 B miRNA BRASY)
[0193]  fE 5 AMHIBE S, € T X 73 il i 5 A8 sOR B R M OIE 19 T 9 52 1 3 19 L ¥
miRNA. MIEAEAIRAT H RAEAE S BRSNS (K 19) . Pra R 7

Brin E BTk AT .

[0194] 3K 19. Al R PEAEA R A2 22 R A E B

[0195]
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FEAS 1D R MR | EIERES 2 i Al
1 59 F HE R4 NA

2 60 F He RAE NA

3 64 F He R NA

4 69 F He R NA

5 71 F He Rk NA

6 73 F He Rk NA

7 7 F He R NA

8 56 M He Rk NA

9 58 M HE Rk NA
10 60 M HE R4k NA
11 69 M HE R4 NA
12 71 M HE R4 NA
13 59 F JE JRE ADCA
14 64 F JEE JRE ADCA
15 66 F S e S ADCA
15 66 F S e ayng ADCA
16 66 F S e ayng Sce
17 72 F S FEdE sce
18 73 F S e ayng sce
19 73 F S FEdE sce
20 56 M JEIE ayng sce
20 56 M JEIE JERE Sce
21 60 M JEIE JERE ADCA
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[0196]
[0197]

21 60 M S e JEhE ADCA
22 63 M JE TS ADCA
23 66 M S e sce
24 69 M FE S ADCA
25 69 M JEIE TR SCC
26 69 M JEIE JERE ScC
27 71 M JEIE ayng Sce
28 72 M JEIE ayng ADCA
29 79 M JEIE JEhE ADCA
30 67 M JEE ayng ADCA
31 82 F JEiE JEhE sce
32 77 M FE JEhE ADCA
33 41 M He IEH NA
34 40 F He IEH NA
35 66 F He IEH NA
36 65 F e IEH NA
37 20 F e IEH NA
38 41 M e IEH NA
39 37 M e IEH NA
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FEZ ID FEiR 53] RIS B A
40 50 M HE EH NA
41 47 F HE EH NA
42 50 F HE FH NA
43 51 F He IEH NA
44 70 F e T NA
45 55 F e T NA
46 69 M e T NA
47 61 M e % NA
48 60 M e % NA
49 58 M e % NA
50 53 M e % NA
51 75 M e % NA
52 55 M e % NA

[0198]

R 20 DURE AL FEA B2 dCt (ERE L (Fie = RPERTES ) S0 miRNA ()
SRS . 2R 21 Bon X oy il B 5 1R AR R R R R 1 22 R IE miRNA 2R
VbR ST o 1P mi RNA R AL bR At B8 1 A e ) i S A2 1 o

[0199] 5% 20. fiii A8 2 B R PR BYLE 5 I 000 A8 LMV P miRNA [RIRIE . e = RPERIIE

E.

[0200]

R AE A Hre re Rk~ (o% oxly
miRNA dCT SD dCT SD ddCT pAE

miR-15b -0.523 0.624 -1.867 1.032 1.344 2.45E-09
miR-30a-5p -3.139 0.571 -1.901 1.010 -1.239 3.11E-09
miR-346 4.384 1.995 1.228 2.523 3.156 3.98E-08
let-7g -2.051 0.650 -3.095 0.948 1.044 1.47E-07
let-7a -0.898 0.756 -2.176 1.131 1.278 S.14E-07
let-7f 0.878 0.944 -0.601 1.303 1.479 1.09E-06
miR-93 -7.708 0.932 -6.577 1.416 -1.131 1.59E-06
miR-214 3.494 1.727 1.205 2.038 2.289 1.92E-06
miR-15a 2.777 0.898 1.659 1.028 1.118 2.81E-06
let-7d 0.782 0.890 -0.266 0.969 1.049 4.26E-06
miR-142-3p -3.320 0.843 -4.174 0.978 0.853 6.67E-06
miR-605 3.922 2.437 0.776 2.956 3.146 9.81E-06
miR-483 3.478 1.463 1.494 1.903 1.983 1.11E-05
miR-374 -0.243 0.834 -1.170 0.919 0.927 1.56E-05
miR-150 -3.282 1.435 -1.928 1.409 -1.354 1.59E-05
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[0201]
S s re £ BE-LE | R
miRNA dCT SD dCT SD ddCT p-{&
miR-486 -6.137 1.241 -4.782 1.564 -1.354 1.89E-05
miR-181d 0.507 1.026 1.643 1.140 -1.135 3.24E-05
miR-21 -3.900 0.608 -3.082 0.991 -0.817 7.43E-05
miR-320 -4331 1.237 -3.075 1.461 -1.255 8.98E-05
miR-345 0.133 0.638 0.895 0.809 -0.762 9.71E-05
miR-30d -1.569 1.155 -0.241 1.437 -1.328 1.02E-04
miR-145 1.626 1.094 0.029 1.717 1.597 1.37E-04
miR-365 1.679 1.098 2.738 1.175 -1.059 1.89E-04
miR-99a 3.577 1.230 2.575 1.118 1.001 2.29E-04
miR-23a 0.873 0.545 1.546 0.757 -0.672 2.41E-04
miR-133b 3.006 1.601 1.125 2.129 1.881 2.86E-04
miR-566 3.050 1.587 1.437 1.844 1.613 3.30E-04
miR-26b -3.142 0.637 3772 0.878 0.629 3.50E-04
miR-22 0.286 0.976 1.237 1.089 -0.951 3.86E-04
miR-30c -1.646 0.588 -2.129 0.652 0.483 6.45E-04
miR-190 2.962 1.061 2.004 1.171 0.958 7.39E-04
miR-485-3p 4321 1.402 3.158 1.442 1.164 1.05E-03
miR-206 4.582 1381 3.498 1.396 1.084 1.18E-03
miR-181b 0.709 1.054 1.514 1.011 -0.804 1.24E-03
miR-19b -4.720 0.805 -4.070 1.050 -0.650 1.52E-03
miR-148a -0.268 0.761 0.443 0.917 -0.710 1.62E-03
let-7b -1.755 0.708 -2.322 0.807 0.566 1.79E-03
miR-29a -1.448 1.083 -0.491 1.275 -0.957 1.95E-03
miR-103 0.010 1.025 -0.952 1.274 0.961 2.05E-03
miR-30b -1.462 0.546 -1.898 0.637 0.436 2.18E-03
miR-496 6.002 1.586 4.850 1.558 1.152 2.30E-03
miR-182 3.886 1377 2.482 1.831 1.404 2.47E-03
miR-186 -0.683 0.639 -0.181 0.683 -0.502 2.47E-03
miR-99b 2.233 1.366 3.268 1.408 -1.035 2.82E-03
miR-125b 2.544 0.949 3.321 1.082 -0.777 2.95E-03
miR-26a -3.017 0.883 -3.703 1.076 0.685 3.37E-03
miR-339 2.286 0.654 2.973 0.975 -0.686 3.42E-03
miR-342 0.460 0.887 1.055 0.843 -0.595 4.51E-03
miR-146a -3.761 1.010 -3.126 1.055 -0.635 4.56E-03
miR-328 0.971 0.871 0.142 1.182 0.829 4.84E-03
miR-335 0.655 0.783 1.269 0.877 -0.613 4.94E-03
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miRNA dCT SD dCT SD ddCT p-1&
miR-106b -1.435 0.656 21,944 0.797 0.508 6.12E-03
miR-326 5.137 1,046 5.869 1.199 -0.732 6.28E-03
miR-17-5p | -0.410 0910 20,955 0.830 0.545 6.80E-03
miR-29¢ -0.087 1212 0.875 1.407 -0.961 6.85E-03
miR-133a 2.968 2760 4572 2392 -1.605 7 58F-03
miR-146b -1.593 1.008 21,052 0.868 -0.542 8.03E-03
miR-181a 1,149 03818 1.705 0.854 -0.556 8 94E-03
miR-10b 2422 1.089 3.088 1.046 20.666 9.43E-03
miR-19a 2,693 1102 21,781 1478 20,912 1 02E-02
miR-130b 0325 0.766 0.163 0.768 -0.488 1 03E-02
miR-410 3.440 1,646 2508 1434 0.932 1 07E-02
miR-126 3041 0733 3.653 0.830 0.411 1 17E-02
miR-422a 2734 1,662 3.572 1377 -0.839 | 43E-02
miR-425 1878 0.795 2375 0812 20497 | 49E-02
miR-151 0360 0.773 0.797 0717 20.436 1 52E-02
miR-20a -3.836 1304 4484 1271 0.648 1 72E-02
miR-660 -0.907 0.835 -0.409 0.849 -0.498 | 76E-02
miR-497 3.057 0.925 3.687 1.097 20.630 1 92E-02
miR-100 2862 1415 3.688 1429 -0.826 1 98E-02
miR-194 3.243 0.960 2533 1236 0.710 2 10E-02
miR-30e-5p | -0.729 1.007 0.056 1367 -0.785 2.15E-02
miR-210 1.024 0.850 1.462 0.773 -0.438 2 41E-02
miR-423 2172 0.924 1,547 1119 0.625 2 59E-02
miR-204 5.281 1.609 4442 1566 0.838 2 92E-02
miR-9* 2.947 1.060 3.492 1.027 -0.545 3.09E-02
miR-25 2.165 1097 -1.600 1111 -0.565 3 40F-02
miR-301 2,140 0717 1711 0.824 0.430 3.56E-02
miR-502 4651 1,650 5.422 1511 20772 3.70E-02
miR-518b 4924 1447 3.973 1 855 0.951 413E-02
miR-125a 0.901 1248 1,533 1226 -0.631 433E-02
miR-223 -5.788 1381 25,053 1652 -0.735 4 44E-02
miR-134 3501 1357 2.828 1340 0.674 4.72E-02
miR-132 1518 0.796 1957 0.894 20.439 5.03E-02
miR-24 3.178 0614 2,922 0.708 -0.257 6.34E-02
miR-361 1.789 0.961 2155 0.796 -0.366 6.61E-02
miR-28 3299 0.980 2.869 0.949 0.431 6.67E-02
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miRNA dCT SD dCT SD ddCT p-{i
miR-185 1.585 1.359 2330 1.626 -0.745 7.50E-02
miR-432 3.290 1.405 2.728 1.224 0.562 7.60E-02
miR-192 0.357 0.940 0.725 0.828 -0.368 7.93E-02
let-7c¢ 1.936 0.836 1.595 0.774 0.341 7.93E-02
miR-296 4.006 1.424 3.484 1.208 0.522 7.99E-02
miR-152 2.617 1.223 3.180 1315 -0.563 8.79E-02
miR-139 3.347 0.883 3.737 0.963 -0.390 9.01E-02
miR-191 -1679 1.115 -1.199 1.230 -0.480 1.16E-01
miR-30e-3p 4375 1.159 3.924 1.219 0.451 1.27E-01
miR-30a-3p 3.592 1.065 3.996 1.087 -0.404 1.28E-01
miR-32 3.558 2615 2.639 2.302 0.919 1.29E-01
miR-16 -7.960 1397 -8.410 1.700 0.450 1.50E-01
miR-10a 3.135 1.137 3.562 1.214 -0.427 1.57E-01
miR-505 3.804 0.899 3.471 1.002 0.332 1.73E-01
miR-143 3.697 1.939 3.076 1.787 0.620 1.82E-01
miR-148b 1275 0.877 1.522 0.717 0247 1.82E-01
miR-324-5p 3.015 0.871 3.256 0.779 -0.241 1.95E-01
miR-222 -1.220 0.858 -0.993 0.743 -0.227 2.09E-01
miR-200¢c 2.177 2.198 2.817 2.051 -0.640 2.26E-01
miR-324-3p 2.038 1273 2413 1213 -0375 2.28E-01
miR-126* -2.694 0.451 -2.813 0.555 0.119 2.33E-01
miR-638 2.384 1.822 1.926 1.546 0.458 2.51E-01
miR-181c 4.089 1.069 3.769 1.175 0319 2.69E-01
miR-7 2.534 1.084 2.255 1.024 0.279 2.89E-01
miR-378 1.215 3.252 1.976 2.796 -0.760 2.91E-01
let-7e 1.287 3313 0.605 2.787 0.682 3.37E-01
miR-340 2.165 2.654 2.808 2.604 -0.643 3.51E-01
miR-140 0.181 0.659 0.064 0.580 0.118 4 27E-01
miR-382 3.241 1348 3.495 1.295 -0.254 4.35E-01
miR-422b 1.176 1.174 0.932 1.293 0.244 4.65E-01
miR-98 5.914 0.927 6.143 1.263 -0.229 4.77E-01
miR-155 1.620 1.136 1.778 0.950 -0.158 5.16E-01
miR-197 0.073 0.927 0.215 0.872 -0.142 5.23E-01
miR-23b 3.618 1.178 3.797 1.124 -0.179 5.25E-01
miR-106a -2.070 1.499 -2.262 1.314 0.192 5.44E-01
miR-18a 1.848 1364 1.668 1.160 0.180 5.46E-01
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2 JE A 1 . BE-LE | R
miRNA dCT SD dCT SD ddCT p-1&
miR-34a 3.868 1.378 4.067 1.386 -0.199 5.69E-01
miR-195 -1.630 1.559 -1.825 1.430 0.195 5.81E-01
miR-202 2.694 2.197 2.941 1.719 -0.247 5.81E-01
miR-20b -0.425 1.325 -0.575 1.142 0.150 6.01E-01
miR-376a 4.192 1.482 4363 1.353 -0.172 6.15E-01
miR-142-5p 0.923 0.932 1.036 0.948 -0.114 6.41E-01
miR-92 4.110 3.501 4.401 2.527 -0.291 6.62E-01
miR-127 3.641 1.726 3.819 1.636 -0.178 6.73E-01
miR-27a -0.307 0.859 -0.182 1.170 -0.126 6.74E-01
miR-199a* -0.915 0.770 -0.977 0.656 0.062 6.96E-01
miR-550 4.637 1.079 4.559 1.015 0.078 7.43E-01
miR-101 -0.181 1.511 -0.133 1.343 -0.048 8.89E-01
let-7i -0.730 0.653 -0.709 0.754 -0.020 9.14E-01
miR-501 4.581 1.674 4.548 1.542 0.033 9.32E-01
miR-130a -1.039 0.940 -1.020 0.944 -0.019 9.36E-01
miR-27b 2.845 1.229 2.820 1.405 0.025 9.45E-01
miR-584 3.214 1.501 3.226 1.529 -0.012 9.76E-01
miR-433 3.993 1.531 3.992 1.332 0.001 9.97E-01
miR-221 -1.894 1.070 -1.894 1.014 -0.001 9.98E-01

[0205] %2LB%%%%%S%%%W%%Eﬁ%%ﬁEﬁ%%%@%%%%ﬁ%ﬁ
(K] miRNA ZEWIBR RGNS o HE = RAERNE R Z461 .
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B-fe | BE | BE | AT | € | AUC | #iA
miRNA £ ArEH st ¥a ¥/ | SD | #4E | SD | ROC | *%M#
miR-15a,miR-92 231 1055 | 1.17 | 824 | 0.77 | 096 | 1.83E-13
miR-15b,miR-92 2.47 722 | 125 | 475 | 093 | 095 |8.99E-13
miR-214,miR-422b 2.09 240 | 1.18 | 031 | 072 | 095 |4.61E-12
miR-15b,miR-24 1.59 267 | 063 | 1.09 | 077 | 095 | 7.90E-13
miR-146a,miR-15b 2199 | -327 | 1.09 | -129 | 093 | 094 |6.21E-11
let-7g,miR-150 2.41 128 | 123 | -1.14 | 1.04 | 093 |5.66E-12
miR-142-3p,miR-92 2.07 446 | 128 | 239 | 074 | 093 |5.38E-11
miR-346,miR-422b 2.94 328 | 200 | 034 | 084 | 093 |1.48E-10
let-7a,miR-92 242 685 | 135 | 443 | 100 | 093 |2.10E-11
let-7f,miR-146a 2.15 469 | 1.02 | 254 | 1.10 | 092 |223E-11
miR-106b,miR-92 1.65 630 | 091 | 466 | 071 | 092 |2.70E-11
let-7g,miR-342 1.65 248 | 1.00 | 413 | 092 | 092 |3.57E-09
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E-Le | BE | BE | £ | LB | AUC | Biie
miRNA A 47 EH ¥4 ¥4 | SD | ¥4 | SD | ROC | %4
let-7a,miR-181a 1.82 203 | 100 | -3.85 | 081 | 092 |3.34E-11
let-7d,miR-92 2.27 857 | 147 | 630 | 077 | 092 | 1.14E-10
miR-15b,miR-181a 1.87 -166 | 1.11 | 353 | 0.82 | 092 | 1.50E-10
let-7f, miR-92 2.64 8.64 1.46 6.00 1.24 092 | 994E-11
let-7g,miR-92 2.18 5.69 1.28 3.52 0.87 0.92 | 453E-11
let-7b,miR-92 1.72 5.99 1.04 427 0.70 0.92 1.05E-10
let-7g,miR-146a 1.70 175 | 093 | 005 | 088 | 091 |278E-10
miR-142-3p,miR-181a 1.47 442 | 089 | -589 | 079 | 091 |236E-09
miR-181d,miR-346 422 | -391 | 207 | 031 | 229 | 091 |1.11E-10
miR-126,miR-92 1.59 452 | 106 | 292 | 077 | 091 |3.38E-09
miR-150, miR-15b -2.70 -2.80 1.68 -0.10 1.25 0.91 6.51E-10
let-7f, miR-181a 2.04 -0.24 1.27 -2.28 0.86 091 2.84E-10
miR-15b,miR-342 1.94 095 | 126 | 289 | 1.04 | 091 |6.17E-09
miR-7,miR-92 1.39 1026 | 083 | 888 | 064 | 091 |265E-10
miR-181b,miR-346 393 | 372 | 227 | 021 | 195 | 091 |4.07E-10
miR-181b,miR-214 306 | 282 | 1.76 | 024 | 156 | 091 |5.08E-10
miR-15a,miR-4253 1.57 087 | 1.10 | -0.71 | 087 | 0.90 |2.72E-08
miR-146a,miR-374 -1.61 -3.57 1.09 -1.96 0.80 090 | 6.42E-09
miR-146b,miR-374 -1.49 -1.38 1.09 0.11 0.76 0.90 | 3.15E-08
miR-181a,miR-346 3.69 | -328 | 229 | 041 | 1.78 | 090 |9.09E-10
miR-150,miR-214 366 | -6.84 | 225 | -3.19 | 1.83 | 0.90 | 1.34E-09
miR-214,miR-92 3.46 1129 | 2.00 | 7.84 | 195 | 090 |2.12E-09
miR-142-3p,miR-30a-5p | 2.03 018 | 117 | 221 | 101 | 090 |4.42E-10
miR-346,miR-92 429 12.16 2.62 7.87 2.15 0.90 1.13E-09
miR-374, miR-92 2.09 7.51 1.40 542 0.88 0.90 1. 16E-09
miR-346,miR-422a 3.97 170 | 212 | 227 | 222 | 090 | 6.06E-10
miR-150,miR-346 453 | 2775 | 283 | 322 | 2.16 | 0.89 |9.72E-10
miR-15b,miR-335 1.85 -120 | 073 | 3.05 | 129 | 089 | 1.80E-09
miR-342,miR-346 376 | -3.99 | 240 | -023 | 187 | 0.89 |2.05E-09
miR-146a,miR-15a -1.83 -6.60 1.37 -4.78 0.86 0.89 | 2.54E-08
miR-181d,miR-214 -3.34 -2.99 1.94 034 1.91 0.89 | 2.74E-09
let-7b,miR-150 1.95 1.57 1.26 -0.38 1.00 0.89 | 3.83E-09
miR-190,miR-92 2.06 1069 | 123 | 863 | 1.15 | 089 |2.93E-09
miR-181d,miR-98 211 | -3.08 | 1.59 | 097 | 092 | 0.89 | 1.44E-08
let-7a,miR-150 2.66 244 | 176 | 022 | 132 | 0.89 |4.15E-09
miR-214,miR-425 2.81 170 | 1.44 | -1.11 | 1.76 | 0.89 | 2.46E-09
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s ) Heat
{E-L | BE | BE | HE | LT | AUC | EEA

miRNA £ 47E Mt ¥4 ¥4 | SD | ¥4 | SD | ROC | ¥4

miR-142-3p,miR-181d 2.00 379 | 132 | 579 | 135 | 0.89 | 9.09E-08
miR-214,miR-342 2.89 308 | 1.88 | 019 | 157 | 0.89 | 7.89E-09
miR-142-3p,miR-425 1.37 519 | 091 | -6.56 | 0.73 | 0.89 |7.70E-09
let-7g,miR-181d 2.11 -2.56 1.35 -4.67 1.41 0.89 [ 7.42E-08
miR-30¢c,miR-92 1.67 6.11 1.10 4.45 0.89 0.89 | 7.84E-09
let-7a,miR-181d 2.35 -1.40 1.53 -3.75 1.68 0.89 1.18E-07
miR-130b,miR-15a -156 | -3.10 | 104 | -1.55 | 091 | 0.88 |[2.52E-08
miR-142-3p,miR-345 1.57 345 | 105 | -5.02 | 086 | 0.88 | 1.42E-08
miR-15a,miR-181d 2.23 230 | 146 | 006 | 158 | 0.88 | 1.22E-07
let-7f,miR-150 2.87 422 | 190 | 135 | 149 | 0.88 | 6.69E-09
miR-15b,miR-345 1.97 -0.69 1.01 -2.66 1.21 0.88 1.56E-09
miR-346,miR-518b 2.13 -0.60 1.64 272 0.89 0.88 1.99E-08
miR-24,miR-374 -121 | 297 | 077 | -1.76 | 069 | 0.88 | 1.22E-08
let-7f, miR-342 2.11 047 | 142 | -164 | 1.19 | 0.88 | 1.96E-08
let-7g,miR-345 1.68 222 | 097 | 390 | 1.13 | 0.88 |2.61E-08
miR-15a,miR-181a 1.71 1.67 | 123 | -0.04 | 090 | 0.88 |3.07E-08
miR-15a,miR-30a-5p 2.27 5901 | 097 | 3.64 | 144 | 088 |4.23E-10
let-7d,miR-486 2.41 6.96 1.31 4.55 1.52 0.88 [ 5.15E-09
miR-146a,miR-214 -2.91 -7.28 1.56 -4.37 1.81 0.88 | 3.27E-09
miR-15a,miR-345 1.81 264 | 107 | 083 | 1.04 | 088 |4.06E-09
miR-15b,miR-93 1.46 322 | 1.06 | 176 | 072 | 0.88 |2.05E-08
miR-15b,miR-181d 2.40 2103 | 152 | 343 | 159 | 088 | 5.80E-08
miR-146b,miR-214 286 | -516 | 1.48 | 231 | 1.76 | 0.88 |2.02E-09
miR-15a,miR-210 1.52 1.76 1.12 0.24 0.89 0.88 1.06E-07
miR-142-3p,miR-99b 1.36 -6.25 1.23 -7.60 1.05 0.88 | 2.18E-07
miR-346,miR-486 4.43 1055 | 260 | 612 | 278 | 088 | 1.18E-08
let-7a,miR-342 1.89 -132 | 127 | 321 | 1.03 | 0.88 | 1.33E-08
miR-181a,miR-214 280 | 236 | 1.79 | 044 | 167 | 088 | 1.72E-08
let-7f,miR-24 1.75 409 | 098 | 234 | 105 | 0.87 |3.00E-09
let-7¢g,miR-24 1.29 1.14 0.85 -0.15 0.70 0.87 | 7.88E-09
miR-214 miR-375 429 0.81 2.70 -3.48 2.67 0.87 | 2.30E-08
let-7g,miR-181b 1.81 -2.75 1.30 -4.56 1.10 0.87 1.03E-07
miR-142-3p,miR-146a 1.59 051 | 1.15 | -1.07 | 0.68 | 0.87 | 6.05E-09
miR-15b,miR-326 2.00 565 | 1.09 | -7.65 | 140 | 087 |2.43E-08
miR-130b,miR-142-3p -132 299 | 095 | 430 | 065 | 087 | 1.86E-08
let-7g,miR-181a 1.58 319 | 116 | 476 | 080 | 0.87 |3.08E-08
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B-He | BE | BE | L€ | € | AUC | #aA
miRNA A %4 E st #Hh ¥ME | SD | B | SD | ROC | %4
miR-335,miR-374 -1.47 091 | 076 | 238 | 1.03 | 087 | 1.71E-08
miR-130b,miR-15b -1.72 023 | 1.00 | 195 | 1.15 | 0.87 |2.62E-08
let-7d, miR-150 2.51 4.15 2.02 1.65 1.13 0.87 | 6.84E-08
miR-181d,miR-193a 240 | -489 | 142 | 248 | 158 | 087 |2.23E-08
miR-142-3p,miR-342 1.54 371 | 113 | -525 | 077 | 087 |2.53E-08
miR-15b,miR-30a-5p 2.43 2.58 0.88 0.15 1.70 0.87 | 9.93E-10
let-7i,miR-30a-5p 1.16 240 | 070 | 124 | 083 | 087 |8.47E-08
let-7f,miR-181d 2.56 039 | 1.69 | 218 | 1.72 | 087 | 1.05E-07
miR-151, miR-15b -1.75 0.87 0.95 2.62 1.30 087 | 6.22E-08
miR-17-5p,miR-92 1.59 728 | 123 | 569 | 085 | 087 |9.94E-08
miR-106b,miR-150 1.88 1.80 | 135 | 000 | 1.04 | 087 |3.93E-08
miR-125a,miR-214 287 | 262 | 185 | 025 | 189 | 087 |6.22E-08
miR-132,miR-15b -1.80 201 | 098 | 3.80 | 126 | 087 |2.71E-08
miR-320 miR-346 -4.27 -8.72 221 -4.44 2.94 0.87 1.16E-08
miR-146a,miR-26a -136 | -0.78 | 0.79 | 057 | 090 | 087 |2.52E-08
miR-132,miR-214 274 | =203 | 191 | 072 | 163 | 087 |5.53E-08
miR-181d,miR-496 -2.25 -5.45 1.78 -3.20 1.33 0.86 [ 3.26E-07
miR-15b,miR-19b 1.99 423 | 1.07 | 224 | 131 | 086 |8.91E-09
miR-20a,miR-92 1.73 388 | 1.54 | 215 | 084 | 086 |5.61E-07
miR-301,miR-92 1.54 986 | 1.13 | 832 | 090 | 086 |9.60E-08
miR-143,miR-223 1.48 970 | 1.09 | 822 | 1.02 | 086 |5.36E-07
miR-320,miR-496 243 [-1038| 1.64 | -795 | 1.79 | 086 |4.11E-07
miR-142-3p,miR-150 230 004 | 185 | 226 | 078 | 0.86 | 1.68E-08
miR-26b,miR-92 1.78 460 | 126 | 282 | 1.09 | 086 |1.01E-07
miR-15a,miR-326 1.85 232 1.39 -4.17 1.14 0.86 | 2.28E-07
miR-181a,miR-190 -l146 | -1.81 | 1.14 | 035 | 093 | 086 |4.85E-07
miR-126* miR-30a-5p 1.27 042 | 079 | -085 | 086 | 086 |6.46E-08
miR-29b miR-375 2.56 1.87 2.41 -0.69 1.57 0.86 | 7.76E-07
miR-486,miR-98 226 | =973 | 169 | 748 | 135 | 086 | 1.60E-07
miR-150,miR-374 232 | -310 | 187 | 077 | 1.12 | 086 | 9.90E-08
miR-155 miR-214 -2.48 -1.96 1.81 0.52 1.41 0.86 | 7.40E-08
miR-181b,miR-496 207 | -537 | 151 | 330 | 1.18 | 0.86 | 7.05E-08
miR-150,miR-30¢c -190 | -1.70 | 1.62 | 021 | 089 | 086 |2.24E-07
miR-30b,miR-92 1.62 6.30 1.11 4.68 1.05 0.86 1.1T0E-07
miR-142-3p,miR-181b 1.70 398 | 124 | -568 | 1.13 | 086 |2.83E-07
let-7g,miR-30a-5p 2.14 1.05 0.91 -1.09 1.57 0.86 | 8.39E-09
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F A 1) Hext
E-te | BE | BE | € | € | AUC | BEM

miRNA £ % 47EH %t ¥4 ¥E | SD | ¥4E | SD | ROC | %4

miR-103,miR-92 2.02 772 | 139 | 569 | 131 | 086 |1.15E-07
miR-181b,miR-26b -1.41 385 | 1.12 | 526 | 084 | 086 |3.73E-07
miR-181d,miR-30b -1.55 196 | 1.19 | 3.50 | 098 | 0.86 |4.14E-07
miR-422a,miR-566 248 | -037 | 137 | 211 | 185 | 0.86 |7.14E-08
let-7f,miR-181b 2.27 020 | 1.61 | 207 | 140 | 0.86 | 1.03E-07
miR-422a,miR-605 403 | -130 | 239 | 273 | 281 | 085 |5.42E-08
miR-15b,miR-210 1.69 -1.57 1.23 -3.25 1.12 0.85 | 3.32E-07
miR-126,miR-150 1.83 0.10 1.62 -1.73 0.76 085 | 2.76E-07
let-7d, miR-181d 2.20 0.32 1.57 -1.88 1.48 0.85 [ 2.83E-07
miR-181d,miR-26b -1.70 366 | 1.19 | 536 | 1.09 | 085 | 123E-07
let-7f,miR-326 2.20 423 | 137 | 643 | 147 | 085 |5.55E-08
let-7f,miR-345 2.14 073 | 133 | -141 | 149 | 085 |8.61E-08
let-7d,miR-181a 1.67 031 | 145 | -198 | 0.73 | 085 |2.09E-07
miR-214 miR-99b 2.68 0.53 1.87 -2.15 1.80 0.85 | 2.18E-07
miR-106a,miR-486 1.50 4.07 1.16 2.57 0.93 0.85 | 3.34E-07
miR-214,miR-365 3.34 1.89 | 200 | -145 | 242 | 085 | 1.04E-07
miR-15b,miR-181b 2.10 -122 | 151 | 333 | 131 | 085 |1.39E-07
miR-214,miR-326 2.90 -165 | 198 | 455 | 188 | 085 |1.10E-07
miR-140,miR-150 1.59 354 | 127 | 196 | 082 | 0.85 | 137E-07
miR-181d,miR-432 -178 | -2.87 | 1.57 | -1.09 | 087 | 0.85 | 4.64E-07
miR-15a,miR-335 1.68 212 | 1.07 | 044 | 119 | 085 | 142E-07
miR-140,miR-30a-5p 1.31 332 | 086 | 201 | 089 | 085 |1.09E-07
miR-15a,miR-181b 1.94 211 | 143 | 017 | 133 | 085 | 4.93E-07
miR-26a,miR-92 1.84 473 | 133 | 289 | 1.16 | 085 | 1.77E-07
miR-142-3p,miR-24 1.18 -0.09 | 099 | -127 | 058 | 0.85 |2.10E-07
miR-151,miR-374 -1.37 0.58 1.08 1.95 0.98 0.85 1.43E-06
miR-181d,miR-374 -2.02 0.74 1.66 2.76 1.45 0.85 1.43E-06
miR-142-3p,miR-22 1.71 -3.03 1.20 -5.34 1.14 0.85 [ 2.25E-07
miR-320,miR-98 213 | -788 | 145 | 575 | 143 | 085 | 1.51E-07
miR-150,miR-15a 254 | -613 | 197 | -3.59 | 1.15 | 085 | 3.28E-08
miR-125a,miR-98 -161 | -267 | 149 | -1.06 | 1.00 | 0.85 | 1.53E-06
miR-486,miR-496 262 |-1225] 195 | 963 | 1.77 | 0.85 |4.71E-07
miR-142-3p,miR-146b 1.47 -1.67 1.18 -3.14 0.67 0.85 | 6.87E-08
miR-194 miR-92 1.86 10.98 1.30 9.12 1.34 0.85 | 4.70E-07
miR-98,miR-99b 1.55 069 | 137 | -086 | 084 | 085 |826E-07
miR-193a,miR-92 2.34 1298 | 163 | 1064 | 1.70 | 085 |4.79E-07
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A ) Hest
E-Le | #mE | BE | g | XE€ | AUC | BEA
miRNA A Y& ¥)1h ¥4 | SD | #44 | SD | ROC o
miR-142-3p,miR-486 2.20 285 | 1.76 | 065 | 135 | 0.85 |4.71E-07
miR-132,miR-15a -163 | -132 | 1.10 | 031 | 1.17 | 0.85 |3.08E-07
miR-126,miR-146a 1.11 057 | 082 | -054 | 062 | 0.85 |7.03E-08
miR-181d,miR-206 214 | -407 | 148 | -1.93 | 1.56 | 0.85 |4.55E-07
miR-142-3p,miR-99a 1.96 549 | 140 | -745 | 130 | 085 |232E-07
miR-181a,miR-30¢c -1.07 276 | 079 | 383 | 060 | 085 |8.83E-08
miR-15a,miR-486 2.44 894 | 168 | 650 | 1.57 | 085 | 1.04E-07
miR-210,miR-214 263 | -247 | 192 | 017 | 1.70 | 0.85 |2.29E-07
miR-181a,miR-374 -1.49 137 | 123 | 28 | 079 | 085 |2.69E-07
miR-30a-5p,miR-374 205 | -287 | 1.17 | -0.82 | 1.41 | 0.85 |2.94E-08
miR-133b,miR-92 3.05 1078 | 191 | 7.73 | 231 | 085 |291E-07
miR-214,miR-99a 3.38 138 | 222 | 200 | 241 | 085 |2.06E-07
miR-15a,miR-24 1.42 6.00 | 1.16 | 458 | 079 | 0.84 |295E-07
let-7f,miR-335 2.01 021 | 092 | -1.80 | 1.56 | 0.84 |3.63E-08
miR-15b,miR-99b 1.79 349 | 128 | -528 | 137 | 084 |1.11E-06
let-7¢,miR-181d 1.51 147 | 117 | 004 | 101 | 084 |7.45E-07
let-7a,miR-123a 1.87 -178 | 136 | 365 | 161 | 084 |236E-06
miR-342,miR-374 -1.56 066 | 137 | 222 | 079 | 0.84 |5.64E-07
miR-374,miR-425 1.37 216 | 103 | 353 | 083 | 084 |1.93E-07
let-7g,miR-132 1.50 354 | 088 | -5.04 | 1.12 | 084 |1.19E-07
let-7f,miR-125a 2.08 000 | 1.59 | 2.08 | 1.70 | 0.84 |2.61E-06
miR-214,miR-345 2.97 340 | 1.86 | 042 | 205 | 0.84 |8.39E-08
miR-126,miR-181d 1.52 374 | 139 | 526 | 134 | 084 |261E-06
let-7d,miR-320 225 512 | 124 | 287 | 165 | 084 |5.38E-08
let-7f, miR-221 1.48 280 | 094 | 131 107 | 084 |1.72E-07
miR-142-3p,miR-186 1.40 259 | 114 | 399 | 084 | 084 |5.42E-07
miR-422a,miR-496 230 | -354 | 185 | -1.24 | 1.14 | 0.84 | 1.14E-07
miR-197,miR-214 238 | -343 | 185 | -1.05 | 1.65 | 0.84 | 9.62E-07
miR-181a,miR-26b -1.14 432 | 097 | 546 | 059 | 0.84 |3.96E-07
miR-193a,miR-422a 2.24 277 | 170 | 053 | 147 | 084 |4.19E-07
miR-15a,miR-342 1.78 238 | 140 | 060 | 108 | 084 |3.58E-07
miR-92,miR-98 203 |-1115] 174 | 912 | 1.09 | 084 |4.90E-07
miR-181d,miR-505 -143 | 2326 | 1.19 | -1.83 | 1.19 | 0.84 |2.97E-06
miR-181a,miR-26a -1.24 415 | 1.03 | 539 | 066 | 0.84 |3.65E-07
miR-133b,miR-150 3.28 636 | 2.14 | 3.08 | 240 | 0.84 |267E-07
miR-126* miR-92 1.31 506 | 1.02 | 376 | 093 | 084 | 1.39E-06
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FhAE 3 et
E-2e | BE | BE | £€ | XE€ | AUC | &M

miRNA & 47 &2t ¥{a #HE | SD | ¥4E | SD | ROC | #Hi

miR-142-3p,miR-210 1.28 433 | 107 | 561 | 073 | 084 |5.10E-07
miR-181d,miR-30¢ -1.60 | 214 | 134 | 373 | 1.19 | 084 |3.50E-06
miR-214,miR-24 2.56 6.74 | 181 | 417 | 175 | 084 |2.78E-07
miR-181a,miR-30b -1.02 | 258 | 077 | 360 | 072 | 084 |9.02E-07
miR-24,miR-30c 078 | -1.57 | 059 | -0.78 | 0.59 | 0.84 | 1.72E-06
miR-410,miR-92 2.07 1120 | 182 | 913 | 124 | 084 | 1.47E-06
miR-142-3p,miR-335 1.44 396 | 107 | -541 | 096 | 084 |3.63E-07
miR-130b,miR-374 134 | -007 | 107 | 127 | 092 | 084 | 1.16E-06
miR-15b,miR-301 0.93 264 | 065 | 357 | 069 | 084 |6.30E-07
miR-142-3p,miR-19b 1.59 147 | 136 | -0.12 | 097 | 084 |1.25E-06
miR-181b,miR-206 -185 | 388 | 147 | 203 | 131 | 0.84 | 1.55E-06
miR-150,miR-30b -185 | -18 | 166 | 003 | 1.00 | 0.83 |[1.11E-06
miR-30c,miR-342 1.14 206 | 102 | 320 | 062 | 083 | 1.14E-06
miR-496 miR-99a 227 381 | 164 | 154 | 171 | 083 | 1.07E-06
miR-142-3p,miR-23a 1.53 417 | 1.06 | 570 | 1.14 | 083 | 6.18E-07
miR-181a,miR-98 -153 | 240 | 142 | -087 | 082 | 083 |1.67E-06
miR-550,miR-92 1.41 1245 | 1.15 | 11.04 | 1.00 | 0.83 |2.02E-06
let-7¢,miR-92 1.58 972 | 128 | 8.14 | 1.05 | 083 |1.16E-06
miR-206,miR-92 221 1232 | 1.78 | 10.11 | 143 | 0.83 | 7.83E-07
miR-142-5p,miR-30a-5p 1.06 405 | 1.04 | 299 | 066 | 083 |4.83E-06
miR-150,miR-206 245 | 791 | 209 | 546 | 1.17 | 083 |257E-07
let-7d,miR-342 1.74 040 | 154 | -135 | 095 | 083 |9.01E-07
miR-214,miR-423 1.77 142 | 143 | -035 | 122 | 083 | 1.45E-06
miR-150,miR-26a 207 | -031 | 180 | 176 | 122 | 083 |1.17E-06
miR-150,miR-193a 256 | -856 | 216 | -6.00 | 169 | 083 |1.72E-06
miR-181d,miR-30e-3p 145 | 382 | 124 | 238 | 1.02 | 083 |3.50E-06
miR-103,miR-181a 1.42 116 | 1.14 | 259 | 095 | 083 |9.87E-07
miR-150,miR-26b -198 | -0.15 | 1.75 | 183 | 1.08 | 083 |8.95E-07
miR-125a,miR-15b -1.94 140 | 152 | 333 | 165 | 083 |585E-06
miR-142-3p,miR-324-5p | 1.15 629 | 119 | -744 | 070 | 0.83 |5.85E-06
miR-27b,miR-30d 1.26 438 | 102 | 311 | 076 | 083 |4.81E-07
miR-214,miR-335 2.84 287 | 182 | 004 | 229 | 083 |8.02E-07
miR-142-3p,miR-151 135 363 | 120 | -498 | 085 | 083 |235E-06
let-7¢c,miR-150 1.81 530 | 148 | 349 | 1.16 | 083 |9.35E-07
miR-151,miR-15a -159 | 246 | 119 | -087 | 122 | 083 | 1.87E-06
miR-496,miR-92 2.29 13.67 | 179 | 1138 | 1.70 | 0.83 | 1.88E-06
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A ) Hest
E-Le | #mE | BE | g | XE€ | AUC | BEA
miRNA A Y& ¥)1h ¥4 | SD | #44 | SD | ROC o
miR-150,miR-98 237 | -6.87 | 228 | -450 | 1.05 | 0.83 | 1.40E-06
miR-26b,miR-342 1.24 358 | 106 | 482 | 083 | 083 |2.11E-06
miR-320,miR-638 -1.81 677 | 139 | 496 | 133 | 083 | 1.60E-06
miR-29b,miR-30a-5p 1.44 779 | 135 | 635 | 087 | 0.83 | 4.08E-06
let-7b,miR-181d 1.64 226 | 125 | 391 | 143 | 082 |7.09E-06
miR-346,miR-566 1.49 133 | 139 | -0.16 | 088 | 082 |3.34E-06
miR-106b,miR-19b 1.17 331 | 075 | 214 | 1.03 | 0.82 |246E-06
let-7g,miR-93 1.17 169 | 1.04 | 052 | 074 | 082 |2.64E-06
miR-133b,miR-422b 1.60 1.80 | 136 | 020 | 099 | 082 |1.28E-06
miR-326,miR-374 -1.60 536 | 120 | 696 | 122 | 082 | 1.80E-06
miR-326,miR-496 -196 | -095 | 1.70 | 101 | 132 | 082 |2.86E-06
miR-422a,miR-98 -182 | -085 | 185 | 097 | 1.07 | 082 |9.09E-06
miR-181b,miR-374 -1.72 093 | 155 | 265 | 1.15 | 082 |4.21E-06
miR-106b,miR-345 1.15 -161 | 079 | 276 | 1.02 | 082 |3.99E-06
miR-193a,miR-486 2.56 1144 | 186 | 888 | 202 | 082 | 1.89E-06
miR-496,miR-99b 1.71 312 | 1.29 | 141 | 125 | 0.82 | 1.14E-06
miR-150,miR-7 -165 | -587 | 142 | -422 | 1.19 | 0.82 | 4.37E-06
miR-422a,miR-638 -1.50 025 | 135 | 175 | 1.02 | 0.82 |4.43E-06
miR-346,miR-483 131 099 | 126 | -032 | 067 | 082 |239E-06
miR-181b,miR-505 -117 | -3.11 | 1.20 | -1.93 | 092 | 0.82 | 1.06E-05
miR-151,miR-214 271 317 | 195 | -047 | 203 | 082 |9.45E-07
miR-181d,miR-190 2199 | 244 | 148 | -045 | 1.77 | 082 |8.13E-06
miR-16,miR-92 1.64 020 | 175 | -1.84 | 072 | 082 | 6.96E-06
miR-150,miR-496 259 | -932 | 243 | 673 | 129 | 0.82 | 1.46E-06
miR-140,miR-92 1.35 796 | 1.18 | 661 | 085 | 082 | 1.89E-06
miR-181d,miR-638 -173 | -196 | 148 | -023 | 1.18 | 0.82 |2.71E-06
let-7¢,miR-30a-5p 1.54 508 | 106 | 354 | 1.29 | 082 |2.34E-06
miR-125a,miR-26b -1.23 403 | 1.19 | 527 | 120 | 082 | 1.28E-05
miR-125a,miR-496 -183 | -5.12 | 145 | 330 | 149 | 0.82 |5.42E-06
let-7g,miR-151 1.46 240 | 119 | 386 | 122 | 082 |8.95E-06
miR-374,miR-99b 1.40 320 | 132 | 460 | 105 | 082 |1.36E-05
miR-126* miR-181d 1.24 319 | 124 | -443 | 090 | 082 | 136E-05
miR-126,miR-181a 0.99 436 | 079 | -536 | 087 | 082 | 1.09E-05
miR-18a,miR-486 1.51 8.00 | 133 | 649 | 1.04 | 082 |3.70E-06
miR-199a* miR-92 1.34 688 | 1.27 | 555 | 077 | 0.81 |3.58E-06
miR-214,miR-361 2.58 173 | 203 | -085 | 195 | 081 |241E-06
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R A 3%) Hes
E-e | BE | BE | AT | £€ | AUC | EaA
miRNA £ Y 4rE ¥4 ¥4 | SD | ¥4 | SD | ROC #
miR-190,miR-326 1.70 218 | 143 | -3.88 | 143 | 081 | 1.21E-05
miR-181d,miR-28 -1.43 276 | 131 | -1.33 | 1.11 | 0.81 | 1.39E-05
miR-150,miR-505 176 | <702 | 168 | 536 | 127 | 081 | 1.35E-05
miR-150,miR-29b -1.78 806 | 169 | -628 | 1.23 | 081 |9.87E-06
miR-345,miR-374 -1.59 040 | 124 | 199 | 121 | 081 |242E-06
let-7b,miR-345 1.22 192 | 098 | -3.14 | 096 | 081 |4.65E-06
miR-30b,miR-99b 1.05 441 | 093 | -547 | 093 | 081 |1.73E-05
miR-125a,miR-374 -1.56 1.11 | 148 | 266 | 135 | 081 |1.73E-05
miR-486,miR-638 -1.93 860 | 165 | -6.67 | 147 | 081 | 6.21E-06
let-7i,miR-92 1.20 704 | 1.08 | 584 | 098 | 081 | 1.69E-05
miR-15a,miR-361 1.43 098 | 122 | -045 | 108 | 081 |5.69E-06
miR-15b,miR-197 1.44 060 | 133 | -2.03 | 135 | 081 | 1.95E-05
miR-296,miR-486 1.82 1015 | 139 | 832 | 1.27 | 081 |8.33E-07
miR-181d,miR-410 -2.03 295 | 205 | 092 | 1.62 | 081 | 1.96E-05
miR-432,miR-92 1.80 11.07 | 1.52 | 927 | 143 | 081 | 7.88E-06
miR-125a,miR-142-3p -1.49 420 | 142 | 569 | 136 | 0.81 |2.01E-05
miR-15a,miR-324-5p 1.39 020 | 124 | -159 | 1.04 | 081 |8.48E-06
miR-181d,miR-296 2162 | -351 | 156 | -1.89 | 096 | 0.81 |5.33E-06
miR-195,miR-486 1.60 456 | 144 | 296 | 089 | 081 | 1.28E-06
miR-143,miR-486 2.11 998 | 1.87 | 786 | 159 | 081 | 7.80E-06
miR-26b,miR-99b 1.14 -6.12 | 1.08 | -7.26 | 0.89 | 081 |2.14E-05
miR-181d,miR-204 -1.93 479 | 157 | 285 | 1.58 | 081 | 6.80E-06
miR-30b,miR-342 1.09 -188 | 1.01 | 297 | 072 | 081 |5.72E-06
miR-342,miR-98 172 | 317 | 175 | -145 | 074 | 0.81 | 3.20E-06
miR-15b,miR-17-5p 0.88 006 | 086 | -094 | 057 | 081 | 1.08E-05
miR-27a,miR-30a-5p 1.07 283 | 1.05 | 1.76 | 1.09 | 0.81 | 2.34E-05
miR-126,miR-146b 0.99 -162 | 092 | 261 | 061 | 081 |3.43E-06
miR-150,miR-576 -1.53 860 | 137 | -7.07 | 1.09 | 081 | 6.06E-06
miR-26a,miR-342 131 344 | 117 | 475 | 0.84 | 081 |3.22E-06
let-7i,miR-486 1.34 543 | 123 | 409 | 095 | 081 | 7.84E-06
miR-140,miR-345 0.85 005 | 08 | -081 | 072 | 081 | 2.48E-05
miR-181b,miR-26a -1.47 371 | 132 | 518 | 105 | 081 |6.81E-06
miR-20b,miR-486 1.43 570 | 133 | 427 | 096 | 081 |6.13E-06
miR-130b,miR-496 -191 659 | 163 | 468 | 1.52 | 081 |8.73E-06
miR-106b,miR-181d 1.58 -195 | 136 | -3.53 | 1.66 | 0.80 |2.80E-05
miR-150,miR-296 2192 | 2734 | 185 | -542 | 1.13 | 0.80 |4.78E-06
[0215]
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A 3 Hest
1B-Hg | BE | BE | HE | € | AUC | Ea
miRNA A Y +7E %t ¥1E ¥ | SD | ¥4 | SD | ROC XM
miR-150,miR-550 -1.61 -8.03 | 1.56 | 642 | 1.08 | 0.80 | 9.82E-06
miR-214,miR-382 2.41 0.18 | 221 | -223 | 191 | 080 | 1.68E-05
miR-143,miR-320 1.95 814 | 1.76 | 6.18 | 137 | 080 | 5.87E-06
let-7e,miR-378 1.38 002 | 124 | -1.36 | 101 | 080 |7.54E-06
miR-30c,miR-99b 1.09 459 | 1.05 | -569 | 093 | 0.80 |3.24E-05
miR-361,miR-374 -1.21 205 | 126 | 327 | 099 | 0.80 |3.34E-05
miR-181a,miR-193a -177 | 415 | 148 | 238 | 153 | 080 | 1.48E-05
miR-206,miR-486 235 1071 | 2.15 | 836 | 1.74 | 080 | 1.01E-05
miR-326,miR-410 -1.62 1.65 | 133 | 326 | 124 | 0.80 |4.30E-06
miR-24,miR-26b -0.87 | -0.03 | 076 | 084 | 070 | 0.80 | 1.19E-05
miR-142-3p, miR-326 1.33 841 | 137 | 974 | 193 | 0.80 |3.75E-05
miR-181b,miR-30b -1.25 215 | 1.18 | 340 | 0.78 | 0.80 | 5.09E-06
miR-214,miR-93 2.44 728 | 222 | 484 | 186 | 080 | 1.17E-05
miR-132,miR-142-3p -1.39 477 | 124 | 616 | 1.02 | 0.80 | 7.03E-06
miR-16,miR-486 1.77 -1.81 | 1.73 | -3.58 | 123 | 0.80 | 1.33E-05
miR-126,miR-342 1.06 2366 | 1.02 | 472 | 072 | 080 | 9.88E-06
miR-181a,miR-496 -1.77 | -487 | 153 | -3.10 | 1.52 | 0.80 | 1.75E-05
miR-28 miR-92 1.56 1103 | 137 | 947 | 129 | 0.80 | 1.54E-05
miR-30c,miR-345 1.17 -1.80 | 0.87 | 297 | 1.10 | 080 | 1.34E-05
miR-505,miR-92 1.53 1154 | 1.30 | 10.01 | 130 | 080 | 1.50E-05
let-7b,miR-342 1.19 218 | 097 | 337 | 1.02 | 0.80 | 1.10E-05
let-7c,miR-181b 1.21 128 | 1.17 | 007 | 085 | 0.80 | 1.32E-05

[0216] 75 22 FAE 5 HLE miRNA AEATBR -S4 A 8 T L2 A RRE mi RNA, L) i 2
IERARIITE S 21 [ AT A P (T i

[0217] 3% 22 MG MR SWAERAERS CIER AR ) [ 1RO 704 o 0385 3
[0218]

90



i M B

CN 102725632 A 88/143 11

ARAT ARAT 8 RRAS

miRNA Pk miRNA PRI miRNA PR H
miR-92 29 let-7f 13 miR-30a-5p 8
miR-214 22 miR-374 13 miR-486 7
miR-142-3p 21 let-7g 11 let-7a 6
miR-181d 21 miR-346 11 let-7d 6
miR-15b 20 miR-181b 10 miR-345 6
miR-15a 17 miR-146a 9 miR-98 6
miR-150 16 miR-342 9 miR-30c 5
miR-181a 15 miR-24 8 miR-335 5

miRNA AR miRNA AR F miRNA R E
miR-422a 5 miR-425 4 miR-126* 2
miR-125a 4 miR-496 4 miR-133b 2
miR-126 4 miR-99b 4 miR-140 2
miR-130b 4 miR-146b 3 miR-151 2
miR-132 4 miR-193a 3 miR-190 2
miR-210 4 miR-26a 3 miR-301 2
miR-26b 4 miR-30b 3 miR-375 2
miR-320 4 let-7b 2 miR-422b 2
miR-326 4 miR-106b 2 miR-99a 2

[0219]

[0220]  SZjlifs) 5. ffiJes or KRBT K

[0221]  MAFE 15 [ miRNA XA +E 14 A miRNA AE I WILE ISR, LLst— Bl e
WreE Jr. X488 miRNA 21 b SCHT R B0 H A2 W BE 7, v 1 X 00 B P il s i A 2 i
Jer FR A, WAL FEIX AL miRNA (1) mi RNA AEWFR G T R5 AUC ROC ZMELFTIERA ). M 20 R
PERTEAE AR 34 M AR AT (3R 23) , TEAFERSFIPE AR DL BC H) 838 ik Bl 25
FEAZL (12 AR, 16 M ) o WnsEiifs) 2 BTl AT oRT-PCR.

[0222] 3% 23. filiJe A R PEAE A AL 2L B 2 f0 B 5 S

[0223]
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FAR AJCC
ID S | MR ) el M5 BE il
1 59 F W R fm e, NA % R
2 60 F REdiit NA e R
3 64 F REdiit: NA P R
4 69 F A5 IR NA A2 B
5 71 F w5 Bt I8 NA p-3 Bt
6 73 F w5 Bt I8 NA p-a Bt
7 77 F A NA P Rt
8 56 M T %M AT NA 2 2
10 60 M IR 3 AP NA p-a Bt
11 69 M ) 3 A NA 2 Rt
12 71 M B2E NA P Rt
13 59 F ADCA IB P LC
14 64 F ADCA IA P LC
15 66 F ADCA IB P LC
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AR AJCC

ID Fiy | MR fm e, K A M 8l Al
16 66 F SCC 11B A LC
17 72 F SCC IB 2 LC
18 73 F SCC 11B 3 LC
19 73 F ScC A A2 LC
20 56 M scC 1B A2 LC
21 60 M ADCA IB S LC
22 63 M ADCA IIA 2 LC
23 66 M ScC 1B A LC
24 69 M ADCA A & LC
25 69 M ScC IB A LC
26 69 M ScC 1B . LC
27 71 M ScC IIB A LC
28 72 M ADCA IB 2 LC
29 79 M ADCA A e LC
30 67 M ADCA IA 2 LC
31 82 F ScC 1B P LC
32 77 M ADCA 1A A LC

[0224] 53 70 F SCC B 2 LC
54 49 M ) 3 NA 2 Bt
55 75 F X IIA J LC
56 80 M ADCA IB A LC
57 35 F SERAE] NA % Ptk
58 NA F SERE: NA A S
59 52 M 3 Bb NA % Btk
60 74 M ScC IIB e LC
61 65 F J3 G S IIB P-3 LC
62 77 M SCC 1B P LC
63 51 M SERLEA NA -3 Rt
64 55 M NSCLC IB 2 LC
65 47 F B 9% NA & 283

B e,

66 80 F ADCA A P LC
67 45 F LERAES NA £ Rt
68 54 F NSCLC IB & LC
69 46 F F R IB & LC
70 68 M X IB & LC
71 87 M ScC IB A LC

[0225]
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KA AJCC
ID e | R R KA B BE % Al
72 87 M ScC IB P LC
73 80 M ADCA IA P LC
74 40 F A NA P Rk

[0226] 4 TEUEVIZRZH A 1K) 14 Fl miRNA (K] 145, & 23 BEFIY B AOIREE AL, ATk 41
H 8 A~ RPEFT 18 4~ LuCa AR . B AE I ZAEA LIHT 25 IRER 1 5- 538 HLKAIE,
FHEAEAN miRNA VbR EYEE CRIE ) HRRE0% AUC ROC {H, 7= 2 miRNA A=Wk EY)
BUir = B3 A E P O | N e 27 R 7 e /) I VN1 1 DA e 2 Y T B 1 I a1 4 QS TR sV I
BN SR LRI 50 2 80 % FEARZL RN 20 % A AL I i 72, IF HLAE 80 % Ul Gk AR ik AT 45
TEIEFERI 20 88 YN S o 10 DA R FARFIE SR BRI AT 20 N ZR I T 4 20 %6 K AR 43 21 ) o
Mg, BIXAEFRER 5 I IWIAE AT A FEAERLE 20 % MR A tH B — %, 3 BACH B —
Ko b= AL TIUER—RIETE— AN AUC{H. TEE TGS HEIE 25 K, I 5K
LB 1) 80 %6 AT 20 %6 AL AL A IEURE, FFXE T2 83 i 4R 2 20 B I AE bR &9, e 45
(%) AUC {43 A o A FHARE T 52 Welch t— #3045 B 0 S AE MR B 0 F TR e
FIRITHT (LDA) 43 S35 SN o 4 AEWFR G 52 SO miRNA X (AN miRNA ()22 53Rk ) ,
ForpoBs — Pl miRNA ()R IAME S —Ff miRNA R IA(E 2. B EATE n HE ) miRNA X
Kl 3 @7 LDA 43 K45 11 AUC {573 A4 R AL bs B H sk B XA Fe e T 9028
B AESREY SR, I AR R R T . B 6 Xf 22 R R IA M miRNA XF (miR-142-5p
A miR181d ;miR-142-3p F1 miR181d ;miR-142-3p 1 miR-422a ;miR-142-5p 1 miR-422a ;
miR-92 Fl miR-27b ;miR-24 Fl miR-27a) K53 IS4 %858 A FH T A S5 vh it 12 Wi (1) e 23
s, 7EE 3 b E LR XA 2588 . X LDA Zp R BB b, B E S E A 4y 2R
JUFREEAL SR R Bl (02588 - PR ) sRME (2588 - IR ) IR B e .
Shy ] Bk DL, ZEHE 0.5 (S E N R XA AR BT K RBUE R 5 k. B 4
HZAH T AT 0.5 19 LDA 43 2B, 765X AE AR &4 B I i I S Ak 2 11 1 fe
vt . R T REEE (SENS) JEESEPE (SPEC) L BAMETRIIAE (NPV) FOBHYETRII(E (PPV) .
[0227] AT DU FHAE A S I R 4558 Ky 23 R3S 10— 3000 175 5 AT ArT —XF 2 W il o TIAS
FERT Bt K B S L B 4L 2 T X A iy 334 o

[0228]  Sijiidsl] 6. FH T VPO AR 38 M 2K RNA H microRNA KIA M gRT-PCR

[0229] Oy T %58 A 3% v finidi (60 miRNA ZE bR s, 18 aRT-PCR HLE e g (n =
14) 13 P AFAER miRNA ZKSERUE IR B (n = 12) FRIKE. B35 BRI il A
BonTFR 24,

[0230] 3% 24. AZRJMEAIE S B (s BA IR w3 2%, TNM B B (Sobin A1 Wittekind,
2002)

[0231]
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Fie | MR RF 84 B A& AP B PR TNM M AJCC Hr&

ket

66 M J A ADCA NA NA
Tt

48 M A BA NA NA
ket

72 M # B ScC T3NxMO NA

66 M 2 Bl SCC T3NxMO NA
Tet

54 M & A SCC NA 1B
et

69 M J A ucC NA 1A
Tet

52 M A SCC NA 1A

54 F Je A ADCA NA v

49 F A SCC T4N1MO i
et

67 M Py SCC T3NIMO 11

59 F ey SCC T3N2MO 111

51 M J B SCC T4N2MO 11

44 M & P SCC T4NXMO 111
Lot

52 M J Bl SCC T3NIMO 11

EFER
S | MR M4 E Gl g TNM Hri AJCC Hri

39 F - EF - -

44 M - EF - -

58 F - EF _ B}

59 F - EF - -

61 M - EF - -

52 M - EF - -

59 M - EE - -

57 F - EE - -

59 F - EF - -

56 M - EE - -

52 F - EF i -

62 F - EE i -

[0232]
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[0233] & T4y BRI, Fok B AR A M (10m1) We£EdE BD Vacutainer® K2EDTA &
(Becton, Dickinson and Company ;Franklin Lakes, NJ, USA) » SIfi )5 37 R e 6 8-10
s BRIGLER ML P~/ I B 2, 000xg 8500 10 438 o ol FH 037 A% VR Mg 1l 23 2 2 3 8 o
I T -80°Cve ik, HEZEAT RNA 73

[0234] 1§ A mirVana PARIS™ X 7| & ( 4% 5 AM1556 ;Applied Biosystems/Ambion ;
Austin, TX, USA) A ALEZEX 440 M RNA, $2BOE F FE o, VK EfER IR S, A
mirVana PARTS™ 17 &K 55 AR 2X AR PRV, JFAEVK BIRB RS W T Bhe IS AR
PRI = S0 RS BHR A IR R 2 — 0 Bh, FRPEVK B E 153 #h. 76 4°CLL 13, 000xg 4
EED 15 408D, S/ R E . WA IMARER (5mg/ml) \3M NaOAc (1/10 £
) A 100% CFE (1.5 AR) » Bl REFBEFEAFFEIET . FRER / LR EYE
it mirVana PARIS™ yEAE, 3FH 6500 1 Wash 1 22k uEas—k, H 650 n 1 Wash 2/3
ZEMPREE IR . JBRLAE 10, 000xg B0 1 4080, FIARSZREERI/K (G0 w1, n#E 95°C )
PEMT RNA

[0235] 1 FH % & 4> /& miRNA £ 5 2% ) TagMan® MicroRNA Assays (Applied
Biosystems ;Foster City,CA,USA) HET qRT-PCR [z . BN RNA MR 2 RAE UK b 20 28 e #%
SN (K 25) . BEE, BRI 0. 251 1 L3¢ RNA KRG . 75 384 1L.Gene Amp®
PCR System 9700 (Applied Biosystems) " RT T 16°CIRE 30 7040, SR 5 42°C 30
73, R )5 85°C 5 7rBh. RJEVRIRT —20°CUKAR.

[0236] 3K 25. JEESRSEK ST

[0237]
R Ml & 10pl B E | ARE
TAA% BR Bl 6 7K 5.85 -
10X RT % * /& (Asuragen, Inc.) 1.0 1X
dNTP #4-#(100 mM), (Ambion, Inc.; Austin, TX USA) 0.1 % 1mM
1.25 X RT 7| #(Applied Biosystems, Inc., Foster City,
| CA, USA) 2.0 0.25X
RNasin®4Z 4% 4% BR B 49 4] 7] (20 U/pl, Promega, Corp.
Madison, WI, USA; B &% 5 N2115) 0.13 0.26 U/ul
Multiscribe™ & 48 %34 &, &, &1 s 5 5% 4 R 4 B
(MMLV-RT) (50 U/ul, Applied Biosystems, Inc., Foster
City, CA, USA; %5 4311235) 0.67 3.35 U/ul
A RNA 0.25 -
[0238]

[0239] N A K H RT M cDNA 2 B £F UK I 20 %% PCR Al 7> (%% 26) . {F ABI PRISM™
7900HT Fast Real-Time PCR &% (Applied Biosystems) J'35 & PCR, &4 4 95°C 1 434%h,
R 50 MEIR, BEIS 95°C 5 B8, f160°C 30 #2, 1] 7500 Fast System SDS V2.3 3%
4 (Applied Biosystems) 58P EIE 7347 o
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[0240] X 26. SEBF PCR B4 »

[0241]

RO MU IS B | RRAE
TNAA% BR Bl 4 7K 6.1 -
MgCl, (50 mM) 15 5mM
10X Platinum PCR 4 # &, ~4 Mg (Invitrogen, H &%
5 53286 1.5 1X
dNTP %44 (% 2.5 mM) (Ambion, Inc.; Austin, TX USA) 1.5 % 025 mM
3X TagMan Assay 4 /& 2.0 0.4X
50X ROX A EpirEH 0.3 1X
Platinum® Taq DNA #-&-B4(5U/ul) (Invitrogen Corp.,
Carlsbad, CA, USA; SKU#, 10966-083) 0.1 0.033U7/ul
%k B RT R FL4) cDNA 2.0

[0242] ¥ SE VP oRT-PCR 204 19 5 8 (5. JHBRJR UG Ct {EH ok 50 M4 EAEAR T I AT A
miRNA, CLAT 20 20 #r . TRk H G Ct B/ T 50 (#1925 150 4> miRNA JIAEACH (1) i
AEAE . A MEFEAR, THEAREA MR FEARTPATI 50 4> miRNA [F°P3J5U4s Cto A
FEA PR miRNA [ J5146 Ct A H ik 25 AH A A 13 Ct, 13 2RI &2 miRNA 1) dCt.
A5t FH A 6 bR VR A PR ) 84 2 5 A T AL AR il e S5 0 LS A by D6 3 22 SR UK P AR A
] miRNA,

[0243] V155 1 (36 AR it A 3 A% S AR RS miRNA [R°F- 38 dCt {H.  AIE S AR F 35
dCt i 9 25 s AR (1) 38 dCt AR, 1 g AN B8 8 22 [R) %5 S mi RNA (17K~ 24k o SR JEAE
FH student t— K IV 224 mi RNA [X ) i £5 2 R0 TE 5 A A4 () 1L 1) R

[0244] 3R 27 DUJERE RN IE AL AF 3 dCt {A A 3Rk miRNA 122 S 3R X5t . b Ak,
ddCt {EARRIIE R EHFEA Z [AIRIEFZE R

[0245] 3R 27. FENTif £ 16 M SRAT AR 1E 5 B8 5 () IR AE AR 2 [R) 22 53 3R R 1R mi RNA 2B 4
RED

[0246]
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REFRY | BE | EFEH EF ddCt

miRNA dCt SD dCt SD BE-EF) | BB
miR-499 14.92 291 20.32 1.75 -5.40 9.72E-03
miR-498 15.86 3.34 20.61 3.92 -4.75 7.34E-03
miR-205 6.94 2.61 11.69 2.60 4.75 2.73E-04
miR-122a 9.05 1.47 13.44 3.32 439 2.20E-03
miR-519¢ 12.89 18.06 16.50 551 3.61 6.26E-01
miR-515-5p 15.34 5.81 18.90 6.53 -3.56 3.97E-01
miR-215 7.22 2.05 10.52 1.85 -3.30 2.36E-04
miR-449 11.00 2.12 14.02 3.43 -3.02 5.19E-02
miR-200a* 11.13 3.52 13.92 429 2.80 8.63E-02
miR-375 591 2.96 8.68 0.91 2.78 4.27E-03
miR-515-3p 11.23 2.15 14.00 225 2.77 5.46E-02
miR-206 8.08 1.86 10.84 2.82 2.76 9.56E-03
miR-448 16.67 238 19.41 433 2.74 1.11E-01
miR-520d 12.17 4.82 14.81 5.14 2.65 2.51E-01
miR-7 6.35 1.20 8.99 1.85 2.65 7.93E-04
miR-129 12.94 1.93 15.48 2.58 2.54 1.10E-02
miR-218 9.78 1.57 12.22 2.96 2.44 2.08E-02
miR-192 2.79 0.98 5.17 2.12 2.38 2.79E-03
miR-302a* 13.71 2.80 15.99 4.94 2.27 2.14E-01
miR-451 -3.87 1.07 -1.64 1.66 2.23 8.05E-04
miR-517% 16.16 4.45 18.27 4.16 2.11 3.63E-01
miR-95 936 1.38 11.46 227 2.10 3.19E-02
miR-520h 13.40 422 15.48 6.16 2.08 4 39E-01
miR-525 9.01 2.08 11.07 4.14 2.06 1.38E-01
miR-367 16.65 2.60 18.65 2.02 2.00 4.60E-01
miR-124a 14.03 6.20 16.01 4.05 -1.98 6.14E-01
miR-16 -5.75 1.12 -3.84 1.81 -1.91 5.26E-03
miR-9% 9.48 1.24 11.38 3.72 -1.90 1.35E-01
miR-31 8.14 1.22 10.02 2.12 -1.87 1.51E-02
miR-136 14.00 243 15.80 3.08 -1.81 1.78E-01
miR-32 458 1.60 6.34 4.03 -1.76 1.96E-01
miR-200a 9.04 1.83 10.80 1.92 -1.76 3.61E-02
miR-512-5p 11.10 1.00 12.84 3.23 -1.75 9.53E-02
miR-125b 5.99 0.95 7.73 1.46 -1.74 3.67E-03
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BRI | BRE | EFTFH EF ddCt

miRNA dCt SD dCt SD GBE-EF) | R
miR-514 15.39 3.68 17.12 2.55 -1.73 2.23E-01
miR-30e-5p 1.54 1.10 3.21 3.04 -1.67 9.36E-02
miR-483 8.17 223 9.84 3.68 -1.66 1.90E-01
miR-383 9.65 1.07 11.28 3.06 -1.63 1.01E-01
miR-216 11.93 412 13.52 3.84 -1.59 3.27E-01
miR-195 0.82 1.27 2.41 2.57 -1.59 6.89E-02
miR-137 10.44 1.48 12.03 2.63 -1.59 8.01E-02
miR-138 10.95 224 12.53 2.96 -1.59 1.54E-01
miR-18b 10.90 1.61 12.44 2.89 -1.54 1.26E-01
miR-501 8.64 337 10.16 2.16 -1.51 3.32E-01
miR-101 1.01 1.10 2.49 0.97 -1.48 1.64E-03
miR-373* 11.57 236 13.04 3.78 -1.48 2.58E-01
miR-183 10.45 2.07 11.92 1.47 -1.47 6.55E-02
miR-365 6.16 1.15 7.60 2.13 -1.44 7.52E-02
miR-141 7.46 2.24 8.89 1.86 -1.43 8.79E-02
miR-193a 8.84 1.17 10.27 1.80 -1.43 2.98E-02
miR-182% 13.84 3.72 15.25 5.66 -1.41 6.75E-01
miR-96 9.46 2.57 10.76 1.81 -1.30 2.15E-01
miR-453 11.17 233 12.41 4.18 -1.24 3.75E-01
miR-10b 5.29 2.50 6.53 1.54 -1.24 1.37E-01
miR-486 317 1.13 -1.94 1.88 -1.23 6.36E-02
miR-29¢ 0.92 0.88 2.15 0.73 -1.22 7.09E-04
miR-217 15.57 455 16.72 3.56 -1.15 6.68E-01
miR-497 7.92 1.99 9.06 1.71 -1.14 1.95E-01
miR-346 12.04 2.82 13.17 2.40 -1.13 3.55E-01
miR-489 12.77 2.64 13.88 1.93 -1.12 2.26E-01
miR-429 10.14 3.78 11.18 2.95 -1.04 4.69E-01
miR-200¢ 5.05 1.39 6.05 0.60 -1.00 2.56E-02
miR-197 -0.44 1.09 0.52 2.67 -0.96 2.64E-01
miR-185 5.80 1.87 6.74 2.43 -0.95 2.91E-01
miR-296 7.12 1.00 8.05 0.89 -0.93 1.91E-02
miR-214 5.36 121 6.29 3.10 -0.93 3.45E-01
miR-299-3p 12.86 3.54 13.76 3.65 -0.90 6.14E-01
miR-29a 0.90 1.03 1.78 0.82 -0.88 2.32E-02
miR-520a* 16.86 4.44 17.73 479 -0.87 7.99E-01
miR-526a 14.96 2.77 15.82 5.53 -0.86 7.32E-01

[0248]
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FAEFY | BE | EFFY EF ddCt
miRNA dCt SD dCt SD (FRE-EF) | 158
miR-507 15.97 3.63 16.83 4.64 -0.85 6.12E-01
miR-432% 10.52 1.19 11.35 2.83 0.83 3.77E-01
miR-128a 9.94 0.81 10.77 0.91 -0.83 1.02E-01
miR-193b 9.82 1.68 10.63 2.24 0.82 3.12E-01
miR-372 13.70 233 14.51 3.70 -0.81 5.80E-01
miR-516-3p 7.97 133 8.78 277 -0.81 3.70E-01
miR-378 8.98 1.43 9.76 0.71 0.79 1.39E-01
miR-520d* 14.84 295 15.62 5.39 -0.78 7.48E-01
miR-100 6.13 0.94 6.90 1.53 0.76 1.50E-01
miR-184 13.58 3.37 14.32 3.39 0.75 5.94E-01
miR-20b 1.68 1.07 241 1.49 0.74 1.83E-01
miR-188 6.45 1.25 7.19 3.10 0.74 4.54E-01
miR-150 1.22 1.15 1.94 1.08 0.72 1.11E-01
miR-19a -0.82 0.83 -0.10 1.45 0.71 1.50E-01
miR-25 -0.33 1.19 0.38 0.44 0.71 5.58E-02
miR-19b 217 0.73 -1.47 117 0.70 8.97E-02
miR-92 -4.42 1.03 -3.78 221 0.64 3.73E-01
miR-376a* 9.47 1.78 10.08 1.35 -0.60 4.21E-01
miR-135b 12.67 3.43 13.22 227 -0.55 7.05E-01
miR-202 7.26 2.04 7.80 3.64 0.54 6.55E-01
miR-452 7.16 1.51 7.68 221 -0.53 4.95E-01
miR-10a 5.83 1.03 6.34 1.48 0.51 3.32E-01
miR-93 -0.50 0.62 -0.03 0.26 -0.46 2.02E-02
let-7f 2.49 1.80 2.95 3.35 0.46 6.78E-01
miR-148a 3.19 0.63 3.64 0.92 -0.45 1.69E-01
miR-203 11.63 432 12.07 3.30 -0.45 7.69E-01
miR-299-3p 10.67 1.50 11.10 282 0.44 6.67E-01
miR-20a -134 1.00 -0.93 1.68 -0.41 4.64E-01
miR-182 5.87 236 6.28 1.17 0.41 5.80E-01
miR-520¢ 12.30 181 12.69 242 0.38 6.84E-01
miR-511 9.88 2.11 10.26 1.72 -0.38 6.19E-01
miR-510 13.51 281 13.84 2.54 0.33 7.54E-01
let-7¢ 3.31 0.97 3.64 0.96 0.33 3.91E-01
miR-18a* 6.06 1.15 6.39 132 0.33 5.17E-01
miR-139 5.96 0.74 6.27 0.56 0.31 2.41E-01
miR-204 8.90 0.92 919 1.09 0.30 4.69E-01

[0249]
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miR-527 13.03 3.34 13.32 5.13 -0.29 8.89E-01
miR-190 5.55 1.41 5.82 0.92 -0.27 5.60E-01
miR-99a 6.83 137 7.10 1.91 -0.27 6.90E-01
miR-30a-3p 581 0.59 6.07 1.18 -0.26 5.07E-01
miR-518d 10.54 1.76 10.78 3.73 -0.25 8.38E-01
miR-17-5p 0.76 0.67 1.00 1.22 -0.24 5.59E-01
miR-517a 15.36 2.77 15.58 338 -0.22 9.06E-01
miR-210 3.64 0.95 3.85 1.99 -0.21 7.45E-01
miR-520a 15.16 2.80 15.35 492 -0.20 9.13E-01
miR-500 9.79 2.41 9.98 1.05 -0.19 8.33E-01
miR-422a 6.48 131 6.64 2.63 -0.16 8.50E-01
miR-208 17.02 2.56 17.16 2.34 -0.15 9.07E-01
miR-302a 16.05 5.66 16.18 4.20 -0.13 9.69E-01
miR-520g 14.64 4.07 14.75 4.42 -0.12 9.56E-01
miR-196b 6.83 1.13 6.95 1.56 -0.11 8.44E-01
miR-526b* 15.90 3.56 16.01 4.78 -0.11 9.50E-01
miR-142-3p -1.22 0.68 -1.15 1.53 -0.07 8.81E-01
miR-199b 8.18 1.48 8.24 1.63 -0.05 9.33E-01
miR-34¢ 6.72 0.70 6.76 1.18 -0.04 9.14E-01
miR-517¢ 10.66 3.19 10.68 2.12 -0.01 9.91E-01
let-7b 0.52 1.61 0.53 1.10 -0.01 9.83E-01
miR-329 10.61 1.42 10.60 2.16 0.01 9.95E-01
miR-381 10.99 1.65 10.98 278 0.01 9.91E-01
miR-106b 0.39 0.69 0.38 1.15 0.01 9.69E-01
miR-424 8.65 1.22 8.62 0.84 0.03 9.42E-01
miR-148b 3.79 0.60 3.74 1.73 0.05 9.32E-01
miR-126 0.28 1.13 0.23 1.43 0.05 9.28E-01
miR-132 4.66 0.82 4.61 1.00 0.05 8.86E-01
let-7a 1.49 1.01 1.43 1.77 0.06 9.24E-01
miR-345 4.05 0.50 3.99 0.93 0.06 8.41E-01
miR-374 1.95 0.87 1.88 0.85 0.07 8.35E-01
miR-450 10.64 291 10.56 0.71 0.07 9.48E-01
miR-325 19.66 1.84 19.58 495 0.08 9.69E-01
miR-17-3p 6.86 0.83 6.77 1.49 0.09 8.53E-01
let-7i 0.86 1.02 0.76 2.26 0.09 8.96E-01
miR-181b 2.68 0.72 2.57 1.76 0.11 8.39E-01
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miR-30a-5p -0.25 0.85 -0.37 1.28 0.11 7.95E-01
miR-18a 6.16 0.84 6.04 0.99 0.12 7.44E-01
miR-106a 233 0.67 2.20 0.87 0.13 6.89E-01
miR-146b 1.05 0.51 0.92 0.97 0.13 6.80E-01
miR-147 18.12 3.46 17.97 3.45 0.15 9.32E-01
miR-103 1.82 0.85 1.68 1.53 0.15 7.69E-01
miR-30d 1.15 0.66 1.00 0.55 0.15 5.24E-01
miR-422b 3.51 0.94 3.34 2.86 0.17 8.44E-01
miR-135a 8.57 0.90 8.40 0.66 0.18 6.18E-01
miR-196a 7.99 1.57 7.81 1.63 0.18 7.74E-01
miR-335 5.14 1.40 4.94 242 0.20 8.00E-01
miR-21 -1.38 0.83 -1.62 1.13 0.23 5.57E-01
miR-23a 1.42 0.49 1.18 0.34 0.24 1.49E-01
miR-130b 1.75 0.97 1.50 0.95 0.25 5.20E-01
let-7d 3.78 1.40 3.53 1.28 0.25 6.40E-01
miR-495 7.86 0.75 7.60 1.01 0.25 5.03E-01
miR-26b -0.46 1.24 -0.71 1.60 0.26 6.55E-01
miR-15b 133 127 1.04 1.61 0.29 6.16E-01
miR-130a 1.54 1.30 1.19 0.85 0.35 4.25E-01
let-7e 7.16 212 6.82 1.95 0.35 6.75E-01
miR-30¢ 1.32 0.88 0.97 1.85 0.35 5.60E-01
miR-34b 17.45 3.79 17.08 2.65 0.36 8.59E-01
miR-377 12.83 3.23 12.46 243 037 7.57E-01
miR-140 321 0.98 2.85 0.87 0.37 3.18E-01
miR-520b 17.47 1.67 17.10 2.22 037 7.38E-01
let-7g 0.06 0.86 -0.31 0.93 0.38 2.97E-01
miR-542-3p 11.03 2.43 10.65 0.81 0.38 5.88E-01
miR-98 5.72 1.04 5.33 1.55 0.39 4.82E-01
miR-502 7.79 0.82 7.39 3.28 0.40 6.90E-01
miR-199a* 1.46 0.68 1.06 0.65 0.40 1.45E-01
miR-503 12.38 2.88 11.98 2220 0.41 7.23E-01
miR-23b 3.86 0.63 3.44 0.61 0.43 9.05E-02
miR-320 0.90 1.29 0.47 235 0.43 5.77E-01
miR-212 8.16 1.12 7.68 3.05 0.48 6.16E-01
miR-518c* 11.99 3.66 11.49 428 0.50 7.62E-01
miR-26a -1.95 0.77 -2.45 0.70 0.51 9.24E-02

[0251]
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miR-152 437 0.54 3.86 0.70 0.52 5.05E-02
miR-142-5p 2.40 0.86 1.89 0.79 0.52 1.23E-01
miR-154* 10.20 1.53 9.67 1.19 0.54 4.24E-01
miR-505 437 0.60 3.82 0.50 0.56 1.67E-02
miR-105 14.01 411 13.45 3.41 0.56 7.54E-01
miR-223 2.23 0.60 -2.80 0.91 0.57 8.13E-02
miR-432 451 122 3.93 1.05 0.58 2.02E-01
miR-324-3p 432 0.63 3.69 0.87 0.64 4.85E-02
miR-24 -0.27 0.95 -0.91 1.27 0.64 1.70E-01
miR-28 5.44 0.86 4.80 0.93 0.64 8.36E-02
miR-149 13.18 327 12.49 1.73 0.69 5.19E-01
miR-219 12.63 3.46 11.93 222 0.70 5.73E-01
miR-433 5.73 1.05 5.03 1.23 0.70 1.36E-01
miR-221 -0.28 0.70 -1.00 0.61 0.71 1.06E-02
miR-146a -0.57 0.63 -131 0.52 0.74 3.13E-03
miR-133b 4.68 0.77 3.94 1.17 0.75 7.52E-02
miR-181d 2.19 0.65 1.43 1.34 0.76 9 40E-02
miR-224 8.03 1.59 7.25 091 0.78 1.60E-01
miR-181¢c 4.54 0.62 3.74 0.65 0.80 4.14E-03
miR-485-5p 8.02 1.05 7.22 1.45 0.80 1.28E-01
miR-423 3.83 0.52 3.01 0.99 0.81 2.10E-02
miR-376b 10.41 328 9.60 2.69 0.82 5.88E-01
miR-504 19.43 1.91 18.60 2.06 0.83 4.61E-01
miR-29b 5.46 1.80 4.63 1.73 0.83 2.42E-01
miR-1 9.49 3.81 8.65 425 0.84 6.15E-01
miR-425 4.92 0.67 4.08 1.23 0.84 4.98E-02
miR-15a 4.65 0.96 3.80 1.19 0.85 6.09E-02
miR-107 7.16 1.11 6.30 1.18 0.85 7.14E-02
miR-133a 7.24 1.34 6.38 0.89 0.86 6.48E-02
miR-382 4.69 132 3.83 1.96 0.86 2.13E-01
miR-508 14.81 3.67 13.95 3.85 0.86 5.98E-01
miR-324-5p 5.01 0.95 4.14 0.90 0.86 2.60E-02
miR-493-3p 8.94 171 8.07 1.98 0.87 2.48E-01
miR-376a 401 1.41 3.14 2.40 0.87 2.84E-01
miR-27a 2.75 151 1.87 0.48 0.88 5.53E-02
miR-361 4.39 131 3.50 2.49 0.89 2.84E-01

[0252]
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miR-342 3.18 0.65 2.28 0.61 0.90 1.32E-03
miR-496 8.29 1.45 7.39 138 0.90 1.17E-01
miR-199a 7.65 1.23 6.73 0.66 0.92 2 44E-02
miR-30b 0.74 0.95 -0.20 0.86 0.94 1.41E-02
miR-509 10.99 232 10.04 4.06 0.95 4.85E-01
miR-518¢ 15.52 3.23 14.57 4.89 0.96 6.15E-01
miR-211 12.00 3.08 11.04 1.44 0.96 3.44E-01
miR-125a 4.10 0.70 3.10 0.87 1.00 4.54E-03
miR-186 1.05 0.58 0.05 0.98 1.00 6.49E-03
miR-30e-3p 6.03 1.04 5.01 1.43 1.02 5.33E-02
miR-155 443 0.81 3.40 1.57 1.03 5.71E-02
miR-369-3p 10.05 275 9.02 1.04 1.03 2.30E-01
miR-380-3p 12.73 3.70 11.69 1.09 1.03 4 40E-01
miR-338 6.79 1.62 5.74 2.90 1.04 2.85E-01
miR-340 7.19 135 6.14 1.76 1.05 1.41E-01
miR-323 7.40 0.94 6.35 124 1.05 2.63E-02
miR-379 7.43 1.40 6.36 1.64 1.07 9.03E-02
miR-523 18.31 3.96 17.23 4.04 1.07 6.07E-01
miR-494 9.67 2.01 8.60 136 1.07 1.30E-01
miR-488 19.32 2.87 18.24 4.26 1.08 6.58E-01
miR-127 3.79 1.01 2.69 0.92 1.09 8.18E-03
miR-362 7.75 181 6.65 1.72 1.10 1.25E-01
miR-380-5p 13.64 3.87 12.53 1.05 1.11 4.85E-01
miR-330 9.99 1.07 8.87 0.90 1.12 7.91E-03
miR-485-3p 6.78 234 5.64 1.14 1.14 1.22E-01
miR-331 530 1.42 4.15 1.47 1.15 6.07E-02
miR-525* 14.27 2.93 13.11 4.19 1.16 431E-01
miR-181a 3.11 0.79 1.95 1.75 1.16 5.19E-02
miR-518a 14.18 331 13.01 1.66 1.17 5.60E-01
miR-27b 3.70 138 2.54 0.65 1.17 1.12E-02
miR-518e 12.68 3.06 11.52 433 1.17 4.69E-01
miR-328 446 0.72 3.28 1.14 1.18 6.03E-03
miR-301 431 0.89 3.13 0.74 1.18 1.11E-03
miR-198 12.16 2.90 10.95 3.57 1.20 3.60E-01
miR-145 3.96 0.93 2.76 1.53 1.21 2.88E-02
miR-412 15.14 2.67 13.93 458 122 5.36E-01

[0253]
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miR-213 8.89 0.92 7.65 1.69 1.24 3.91E-02
miR-33 11.04 3.12 9.78 1.64 1.26 2.34E-01
miR-191 0.70 0.70 -0.56 0.43 126 1.12E-05
miR-520e 15.89 225 14.62 3.13 1.26 3.72E-01
miR-153 13.74 4.11 12.47 3.04 127 4.48E-01
miR-143 10.70 4.07 9.42 0.87 1.28 2.71E-01
miR-519d 10.08 232 8.80 3.83 1.28 3.30E-01
miR-99b 541 0.78 412 1.13 1.28 3.61E-03
miR-134 475 1.57 3.44 2.56 1.30 1.44E-01
miR-154 10.45 2.99 9.13 1.36 132 1.86E-01
miR-518b 11.66 2.69 1032 3.41 135 2.88E-01
miR-410 4.99 138 3.63 2.02 136 6.32E-02
miR-339 5.00 0.99 3.61 0.65 138 3.07E-04
miR-151 2.06 0.85 0.67 2.01 139 4.25E-02
miR-34a 9.63 242 8.16 4.89 147 3.59E-01
miR-187 11.03 3.50 9.47 139 1.56 1.44E-01
miR-518f 16.54 3.42 14.96 4.52 1.59 3.44E-01
miR-302b* 16.36 4,66 14.77 10.39 1.60 8.65E-01
miR-222 1.40 0.80 -0.26 1.26 1.66 9.65E-04
miR-491 6.15 1.30 4.47 2.74 1.68 7.14E-02
miR-302d 17.55 3.40 15.83 3.69 1.72 3.64E-01
miR-370 8.23 220 6.49 1.59 1.74 2.85E-02
miR-368 12.18 3.72 10.42 236 1.75 2.66E-01
miR-490 12.44 2.92 10.69 328 1.75 1.67E-01
miR-189 16.98 415 15.22 424 1.76 4.19E-01
miR-526b 18.30 433 16.52 3.99 1.78 4.25E-01
miR-539 7.73 2.58 5.93 1.09 1.81 3.51E-02
miR-493 10.90 3.44 9.10 1.50 1.81 1.20E-01
miR-487b 7.48 3.19 5.64 1.79 1.85 7.84E-02
miR-126* 0.06 3.20 -1.89 1.08 1.95 4.74E-02
miR-371 17.55 3.02 15.56 3.01 2.00 1.52E-01
miR-369-5p 1137 474 9.29 0.69 2.08 3.84E-01
miR-455 14.46 3.74 12.38 2.70 2.08 1.66E-01
miR-337 15.71 4.66 13.59 1.81 212 3.79E-01
miR-128b 14.50 321 12.30 1.98 221 4.63E-02
miR-326 7.41 0.88 5.16 1.36 225 1.09E-04

[0254]
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miR-373 16.08 4.49 13.83 3.98 225 2.17E-01
miR-487a 11.12 4.01 8.85 1.94 227 1.27E-01
miR-452% 12.84 418 10.47 1.24 237 1.59E-01
miR-9 11.88 4.01 9.44 0.82 2.44 7.45E-02
miR-409-5p 12.34 4.03 9.87 1.51 2.47 1.99E-01
miR-519¢ 12.44 2.93 9.89 3.03 2.56 4.33E-02
miR-542-5p 15.61 473 12.74 191 2.87 1.18E-01
miR-517b 17.60 435 14.57 5.50 3.03 3.87E-01
miR-520f 16.59 422 13.21 4.64 3.38 9.69E-02
miR-22 8.62 2.78 5.17 2.12 3.44 1.55E-03

[0255]  sijds] 7. FH TP N SR £ 3% 12K RNA A microRNA Kk [#) QRT-PCR

[0256] A5 —ANMURFEAA, ik 4l s 8 B ARl AL SE A (3£ 28), HHT{E

JiiJed A I R R IA 1 miRNA [ LA . #E3R 28 B, TNM( MRS 98 / 45715 (node) 4%
#% ) BrBin Sobin Fll Wittekind,New Jersey :John Wiley &Sons, 2002 Frik. % 28 F4#
Nk gEnETE R (ADCA) SN (BA) , BRIRANMEE (SCO) , FIARSFEME (NA) .

[0257] 3% 28. ARSI A E s 28 5 (5 SR e o 3 2

Fifr & &
St XA ALK AT 4 TNM Hri&
70 F EM ket, ADCA NA
66 M AW ket, ADCA NA
48 M EMTFet, BA NA
69 M AW Fet, SCC NA
66 F M Eet, SCC NA
72 M &M Eet, SCC T3NxMO
[0258]
66 M EM, SCC T3NxMO
46 M EM, SCC T3NxMO
62 M &M, SCC T2NxMO
EFEH
it 4, ALK AT BRI TNM BB
40 EF ;
41 EF ;
59 EF .
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56 M EF _
’;li’
[0259] 52 F = %) -
37 M EF -
34 M EH -

[0260] & T VF ) miRNA [ 3 35, {8 I 52 i RT-PCR & W, Fi TagMan® Micro RNA
Assays (Applied Biosystems,Foster City,CA,USA) %f M-BEAN1E 5 AL A LA fifides 25
M HAFAS P 73 B 1) RNA AT i ik o

[0261] 452 i f5] 6 o T ik 4 B9 10022 RNA. {3 FF % 45 A A 1k miRNA 45 5 1k (¥ TagMan®
MicroRNA Assays(Applied Biosystems ;Foster City, CA, USA) i#4T qRT-PCR & MN.. A
RNA BAR BT AEOK |24 S e s S (3R 29) o B, BN IV 0. 25 1 1 IfiL 3% RNA AR
B4 . 1F 384 FL.Gene Amp® PCR System9700 (Applied Biosystems) 4 RT MW T 16°C
HE 30 238k, ARG 42°C 30 438h, SRJ5 85°C 5 MR, SRIGA IR T —20°CUKFEH

[0262] & 29. JBESSEU NS

[0263]

A Ml A 10 pl B KRIRE
AR BRBE 0K 5.6
10X R 4% 3% # & (Ambion, Inc., Austin, TX, USA) 1.0 1X
dNTP &4 (% 2.5mM) (Ambion, Inc. Austin, TX, USA) 1.0 % 025 mM
1.25X RT 5|4 (Applied Biosystems) 2.0 025X
RNasin®4% 4% 4% B2 B4 4] 7 (40 U/ul, Promega, Corp.
Madison, WI, USA; H k%5 N2115) 0.1 0.4 U/ul
B % RR G ek R R4 K B (MMLV-RT) (200 U/ul)
(Invitrogen) 0.05 1 U/ul
A 2 RNA 0.25 -

[0264] AR RT JUWf¥) cDNA HTEDK 413 PCR s (3 30) o 7E ABT PRISM™ 7900HT
Fast Real-Time PCR %%4: (Applied Biosystems) Hi5 & PCR, &8 :95°C 1 43 %h, 4k
J5 50 MEIR, BAEER 95°C 5 FPF1 60°C 30 b, {1 7500 Fast System SDS V2.3 A4
(Applied Biosystems) 5 ATUGEE 77 -

[0265] % 30. SEZIf PCR sy

[0266]
A M1 4 15 pl B & KRR
T BB K 6.1 -
MgCl, (50mM) 1.5 5 mM
10X Platinum PCR % &, 74 Mg (Invitrogen
Corp., Carlsbad, CA, USA) L5 1X
dNTP 244 (% 2.5 mM) (Ambion) 1.5 %025 mM
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[0267]
3X TagMan Assay (Applied Biosystems) 2.0 04X
50X ROX A 47E4 0.3 1X
Platinum® Taq DNA K-&-#(5U/ul) (Invitrogen) 0.1 0.033 U/ul
& B RT B4 cDNA 2.0

[0268] 1 5GVFHY qRT-PCR i i S 5 . BRI 4R Ct {0 50 I8 EREAR T T
miRNA, CLEATE—20 20 #r . WBRR B IR Ct fH/DT 50 [#192>F 150 4> miRNA JIREACH (1) i
AHEAR . A NMEFEAT SR MERFEA PRI 50 A miRNA P8 R4S Ct. MZEE
FEA A B4 miRNA (1] JR4E Ct AR A 2 AH N AR A (R~ 2 Ct, 7= AR i B4 miRNA (] dCt
A5t FH X SU R AE AL BT 0 AR 2 5 A 1 AR AR e S5 0 L2 A oy DU 3 22 SR K P A7 A
) miRNA,

[0269] 155 1E 5 (LA fifiest 5 38 R AR P AFAS mi RNA K51 38) ACt {8 o MIE S AR T35 dCt
B rP o 25 i JR o FEAR IKE 3 dCt AR AR 8 AN JE 4122 TR 21> miRNA KA1k SRS
f# /] student t— KpEPF 24> miRNA [X 23 il £ 3 AE B UA R M 22 I fe ) .

[0270] & 31 424 IE 5 RUEAE B 1) dCt 5, PA A T4 miRNA FE) 980 6 1F 5 FE A 1)
ddCt 15,

[0271] 3% 31. FEJlEE B3 I M RAE AR E AR B I 2R AE A ) 22 S R IR 1 miRNA A2 4)

brEY
[0272]
p-1&
miRNA | EF¥M4 | EFSD | BEIME | BESD | BE-EF | BE-EF

miR-369-5p 6.85 0.42 10.19 1.67 -6.85 2.10E-01
miR-218 12.91 5.50 6.75 1.67 -6.16 1.02E-01
miR-489 12.17 0.91 6.84 0.53 -5.34 1.43E-03
miR-455 14.66 1.48 9.71 4.67 -4.96 1.54E-01
miR-511 932 2.05 4.74 0.49 -4.58 7.65E-03
miR-507 15.24 3.54 11.04 1.82 -4.20 4.08E-02
miR-516-3p 10.45 3.30 6.57 2.14 -3.88 4 48E-02
miR-448 16.11 3.36 12.34 2.25 3.77 6.14E-02
miR-483 8.13 2.26 4.42 1.88 -3.71 1.34E-02
miR-122a 9.90 2.79 6.41 4.58 -3.49 2.21E-01
miR-383 10.16 2.98 6.94 1.41 3.22 5.05E-02
miR-206 8.53 2.95 536 2.41 -3.18 7.67E-02
miR-34c¢ 12.19 2.27 9.07 4.52 311 1.55E-01
miR-375 5.04 1.54 2.14 2.43 -2.90 2.90E-02
miR-514 13.85 3.16 11.10 2.79 2.75 1.51E-01

[0273]
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p-1&

miRNA EFHE | EFSD | B | BESD | BE-EY | BE-EF
miR-452* 7.01 1.39 432 0.44 -2.70 1.27E-02
miR-302b* 15.04 5.63 12.35 1.98 -2.70 4.04E-01
miR-527 12.54 3.69 10.04 1.43 -2.50 3.25E-01
miR-340 2.28 0.47 4.64 0.86 -2.28 1.35E-01
miR-134 1.76 0.89 -0.34 0.72 -2.10 3.11E-03
miR-429 6.95 0.83 4.96 1.57 -1.99 2.06E-02
miR-31 6.99 1.52 5.01 1.96 -1.98 9.24E-02
miR-200c¢ 2.49 1.02 0.51 0.37 -1.98 1.47E-03
miR-33 9.07 2.12 717 2.10 -1.90 1.85E-01
miR-152 1.53 1.25 -0.30 0.37 -1.83 1.03E-02
miR-518b 3.88 2.90 7.06 2.03 -1.82 2.57E-01
miR-452 7.83 1.23 6.13 1.72 -1.70 8.72E-02
miR-146a -4.76 1.25 -6.39 0.44 -1.63 2.02E-02
miR-155 -0.43 1.13 -2.02 0.10 -1.59 2.32E-02
miR-10b 4.69 1.64 3.11 0.93 -1.58 1.15E-01
miR-34a 10.13 2.33 8.56 2.13 -1.56 2.63E-01
miR-210 2.13 0.79 0.60 1.52 -1.52 4.55E-02
miR-213 6.79 0.84 5.30 1.29 -1.49 7.16E-02
miR-346 9.17 2.33 7.72 4.58 -1.45 4.86E-01
miR-362 3.67 0.66 2.30 0.81 -1.37 8.91E-03
miR-214 5.14 2.14 3.79 1.63 -1.34 2.68E-01
miR-422a 5.79 0.87 449 1.28 -1.31 5.97E-02
miR-181a 2.43 1.16 1.20 0.82 -1.23 6.97E-02
miR-127 1.77 1.96 0.55 1.59 -1.22 2.78E-01
miR-520d 14.69 3.20 13.48 3.92 -1.21 6.49E-01
miR-135a 6.23 0.86 5.02 0.62 -1.21 6.96E-02
miR-191 -3.94 1.09 -5.15 0.46 -1.21 4 41E-02
miR-432 0.02 1.02 -1.18 1.11 -1.20 9.43E-02
miR-449 747 1.38 6.27 2.05 -1.20 3.26E-01
miR-328 0.58 0.80 -0.60 0.49 -1.19 1.52E-02
miR-486 -5.54 2.54 -6.70 0.92 -1.16 3.55E-01
miR-149 10.20 3.16 9.07 2.96 -1.13 6.00E-01
miR-150 =232 1.89 -3.44 1.25 -1.12 2.77TE-01
miR-197 -0.34 0.93 -1.46 0.81 -1.12 5.62E-02
miR-146b -2.33 0.62 -3.37 0.77 -1.04 2.67E-02
miR-30a-3p 3.14 0.69 2.11 1.16 -1.03 8.18E-02
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miRNA EFHME | EFSD | BEHME | BESD | BE-EF | BE-EF
miR-181b 1.52 0.45 0.50 1.15 -1.02 5.56E-02
miR-425 1.78 0.70 0.79 0.67 -1.00 3.33E-02
miR-376a 2.69 1.08 1.70 0.60 -0.99 9.58E-02
miR-382 2.21 1.45 1.29 0.69 -0.91 2.23E-01
miR-223 -7.86 1.23 -8.73 0.72 -0.87 1.91E-01
miR-99b 234 1.27 1.48 0.78 -0.86 2.55E-01
miR-28 1.11 1.32 0.29 0.34 -0.82 2.10E-01
miR-497 5.55 0.77 4.74 0.71 -0.82 1.28E-01
miR-142-5p 0.49 2.86 -0.32 0.72 -0.81 5.54E-01
miR-186 -1.82 0.85 -2.60 0.64 -0.78 1.16E-01
miR-369-3p 8.03 1.05 7.27 1.98 -0.76 4 60E-01
miR-92 -6.18 1.79 -6.94 1.09 -0.76 4 67E-01
miR-224 3.33 0.97 2.58 1.24 -0.75 2.87E-01
miR-100 475 0.33 4.00 1.20 -0.75 1.44E-01
miR-106b -1.13 0.59 -1.85 0.90 -0.72 1.21E-01
miR-183 6.87 2.37 6.16 1.37 -0.71 5.62E-01
miR-24 -5.08 1.13 -5.77 1.13 -0.70 3.17E-01
miR-203 8.21 0.74 751 2.59 -0.69 5.42E-01
miR-99a 5.24 0.93 4.56 0.49 -0.68 2.16E-01
miR-7 4.02 1.35 3.38 1.46 -0.64 4.79E-01
miR-17-5p -1.80 0.63 -2.42 0.79 -0.62 1.60E-01
miR-342 -0.72 0.82 -1.34 0.43 -0.62 1.58E-01
miR-129 13.07 2.15 12.45 1.91 -0.62 6.98E-01
miR-330 5.38 0.79 478 1.60 -0.59 4 10E-01
miR-324-3p 0.45 1.02 -0.14 0.31 -0.59 241E-01
miR-301 0.88 0.46 0.29 0.74 -0.58 1.43E-01
miR-132 1.77 0.61 1.20 0.97 -0.57 2.38E-01
miR-211 8.81 1.68 8.25 2.49 -0.56 6.63E-01
miR-30a-5p -2.45 0.36 -2.98 0.32 -0.54 2.34E-02
miR-18b 9.78 0.54 925 3.12 -0.53 7.09E-01
miR-324-5p 2.09 1.01 1.56 0.85 -0.53 3.65E-01
let-7¢ -0.48 1.01 -1.00 041 -0.52 3.04E-01
miR-190 3.86 0.80 3.36 040 -0.51 2.23E-01
miR-196b 2.60 1.05 2.11 0.73 -0.50 3.82E-01
miR-133b 1.01 1.20 0.52 0.53 -0.49 421E-01
miR-181c¢ 5.55 0.88 5.09 0.60 -0.47 3.29E-01
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miRNA EFHME | EFSD | BEME | BAESD | BE-EF | BRAE-EF
miR-501 5.00 136 453 1.84 -0.47 6.40E-01
miR-370 3.92 0.84 3.47 0.88 -0.45 3.89E-01
miR-19b -5.57 1.30 -6.01 1.38 -0.44 5.86E-01
miR-10a 3.84 0.62 3.41 1.53 -0.44 5.10E-01
miR-222 292 0.90 -3.34 0.82 -0.42 427E-01
miR-26b -4.90 0.72 -5.24 0.51 -0.34 3.97E-01
miR-345 0.92 1.01 0.60 0.78 -0.33 5.90E-01
miR-19a 323 1.52 353 1.57 -0.30 7.49E-01
miR-192 0.86 1.43 0.61 0.99 -0.25 7.46E-01
miR-148a 233 0.50 2.09 0.41 -0.24 432E-01
miR-296 441 1.53 417 0.62 -0.24 7.51E-01
miR-193a 9.83 232 9.62 4.57 -0.21 9.19E-01
miR-21 295 0.50 312 0.07 -0.18 4.58E-01
miR-422b 3.22 0.91 3.07 1.32 -0.14 8.25E-01
miR-18a* 3.09 1.61 296 1.66 -0.14 8.89E-01
miR-30¢ 3.19 0.47 332 1.17 -0.13 7.89E-01
miR-126* -3.91 1.02 -4.02 0.52 -0.12 8.18E-01
miR-125b 3.64 0.79 3.53 1.16 -0.11 8.52E-01
miR-105 12.26 1.93 12.16 5.18 -0.11 9.64E-01
miR-140 -1.34 0.99 -1.44 0.90 -0.10 8.62E-01
miR-107 3.93 0.64 3.85 0.86 -0.08 8.62E-01
miR-500 7.31 33 723 3.62 -0.08 9.65E-01
miR-93 -4.61 0.86 -4.68 0.53 -0.07 8.88E-01
miR-20b -1.78 1.20 -1.85 0.85 -0.07 9.15E-01
miR-126 472 0.86 478 0.89 -0.06 9.03E-01
miR-151 -0.51 0.79 -0.54 253 -0.03 9.75E-01
miR-361 3.00 1.22 2.97 1.41 -0.02 9.75E-01
miR-30d -1.94 0.82 -1.93 0.31 0.01 9.87E-01
miR-320 250 1.07 249 1.09 0.02 9.81E-01
miR-202 8.25 3.09 8.27 3.94 0.02 9.92E-01
miR-20a -5.91 1.13 -5.88 1.36 0.03 9.64E-01
miR-26a -6.16 0.87 6.12 0.72 0.04 9.38E-01
miR-98 1.66 1.15 1.73 0.64 0.06 9.24E-01
miR-18a 2.64 0.70 2.74 0.46 0.09 8.00E-01
miR-188 7.41 1.66 751 1.88 0.10 9.28E-01
miR-505 2.80 0.39 2.92 1.00 0.11 8.00E-01
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miRNA EFHME | EFSD | BEHE | BESD | BE-EF | BE-EF
miR-30e-5p 1.32 1.47 1.48 0.98 0.16 8.37E-01
miR-194 430 0.93 447 1.36 0.17 8.07E-01
miR-365 3.91 1.26 4.09 1.29 0.18 8.31E-01
miR-423 231 1.08 255 0.66 0.24 6.72E-01
miR-331 -0.10 0.70 0.15 1.85 0.25 7.48E-01
miR-30e-3p 1.76 0.63 2.02 1.26 0.25 6.55E-01
miR-130b 0.91 0.77 1.16 0.46 0.25 5.72E-01
miR-29¢ 0.90 1.10 1.16 0.74 0.26 6.58E-01
miR-433 2.89 1.05 3.19 2.46 0.30 7.78E-01
miR-145 1.87 0.73 217 2.45 0.30 7.63E-01
miR-142-3p -4.16 0.78 -3.85 0.87 031 537E-01
miR-374 207 0.51 -1.76 1.15 031 5.33E-01
miR-9* 5.91 0.33 6.23 0.52 031 2.74E-01
miR-25 -0.93 1.05 -0.58 0.54 0.35 5.12E-01
miR-410 3.42 2.92 3.78 2.10 0.36 8.18E-01
let-7f -1.12 0.55 -0.73 0.97 0.39 4.00E-01
miR-485-3p 2.40 1.40 2.82 1.59 0.43 6.33E-01
miR-485-5p 4.80 0.82 5.24 0.99 0.44 4.51E-01
let-7a 214 0.91 -1.65 0.71 0.49 3.39E-01
miR-29a -0.12 0.68 038 0.78 0.50 2.68E-01
miR-453 13.41 3.43 13.93 2.98 0.53 8.04E-01
miR-30b -3.88 0.51 -3.35 1.07 0.53 2.74E-01
miR-125a 0.10 1.19 0.65 0.45 0.55 3.53E-01
miR-432* 10.92 1.99 11.48 5.95 0.56 8.47E-01
miR-103 -1.67 0.97 -1.08 0.23 0.59 2.71E-01
miR-16 -9.07 1.52 -8.44 1.42 0.63 4.82E-01
miR-379 6.37 3.12 7.01 4.44 0.64 7.83E-01
miR-215 6.65 1.41 7.30 6.01 0.65 7.84E-01
miR-22 2.52 0.76 3.19 0.57 0.67 1.30E-01
miR-335 0.72 0.68 146 0.91 0.74 1.35E-01
miR-490 9.31 1.44 10.05 1.56 0.74 434E-01
miR-181d 0.68 1.25 1.47 1.84 0.79 3.97E-01
miR-15a 0.92 0.78 1.72 0.60 0.80 8.48E-02
miR-185 4.09 1.53 4.90 0.58 0.81 2.90E-01
miR-27b 1.86 1.51 2.79 0.74 0.93 2.36E-01
miR-339 1.73 0.61 2.66 1.03 0.93 7.71E-02
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miRNA | EF¥{4 | EF SD | A | HESD | BAE-EF | BE-EF
miR-23a 1.66 0.75 2.60 0.84 0.95 6.77E-02
miR-15b -1.55 0.50 -0.60 1.04 0.95 5.97E-02
miR-493-3p 6.38 1.09 7.35 2.74 0.97 4.11E-01
miR-148b 2.29 0.96 3.27 0.56 0.98 9.89E-02
let-71 -0.94 0.97 0.08 1.19 1.03 1.31E-01
miR-377 11.85 2.75 12.88 2.85 1.03 5.44E-01
let-7g -2.13 0.52 -1.07 0.78 1.06 1.76E-02
miR-27a 0.11 1.17 1.18 0.85 1.08 1.10E-01
miR-130a -0.14 1.58 0.96 1.22 1.10 2.26E-01
miR-182 2.05 2.15 3.15 1.19 1.10 3.77E-01
miR-196a 5.16 1.43 6.29 1.66 1.13 2.33E-01
miR-326 5.04 0.75 6.19 1.43 1.15 9.74E-02
let-7d 0.36 1.07 1.55 0.68 1.19 5.48E-02
miR-323 5.47 1.14 6.70 1.09 1.23 1.15E-01
let-7b -3.10 1.27 -1.85 3.05 1.25 3.48E-01
miR-23b 2.86 1.15 4.12 1.02 1.26 7.88E-02
miR-106a -1.31 0.69 -0.04 0.68 1.27 1.60E-02
let-7e 5.75 0.69 7.02 2.16 1.27 1.73E-01
miR-451 -4.08 2.18 -2.78 1.15 1.31 2.54E-01
miR-212 5.96 1.34 7.27 3.00 1.31 3.27E-01
miR-101 0.47 1.34 1.86 0.38 1.39 7.90E-02
miR-496 7.36 0.64 8.77 3.00 1.41 2.47E-01
miR-17-3p 5.27 0.87 6.69 4.64 1.42 4.40E-01
miR-221 -2.94 1.90 -1.51 1.24 1.43 1.73E-01
miR-1 3.09 2.05 4.64 4.56 1.55 439E-01
miR-491 4.46 0.49 6.05 5.13 1.59 4.64E-01
miR-32 1.95 1.13 3.55 1.47 1.60 7.20E-02
miR-502 6.90 1.61 8.66 2.23 1.76 1.41E-01
miR-136 12.12 2.23 13.90 1.98 1.78 2.19E-01
miR-199a* -2.10 091 -0.14 1.13 1.96 7.48E-03
miR-204 5.99 1.29 8.02 2.36 2.03 8.27E-02
miR-539 1.85 0.62 3.93 1.95 2.08 2.29E-02
miR-198 9.75 2.43 11.97 1.74 222 2.07E-01
miR-29b 4.50 0.61 6.79 4.32 2.28 1.86E-01
miR-139 4.52 1.27 6.81 4.87 2.30 2.91E-01
miR-199a 4.90 1.50 7.44 2.03 2.54 3.11E-02
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miRNA | EF¥E | EFSD | BmH{E | B SD | BE-EF | BE-EF
miR-195 -1.55 1.46 1.00 1.84 2.55 2.27E-02
miR-378 5.92 0.88 8.54 4.88 2.62 1.84E-01
miR-133a 4.04 1.21 6.77 3.37 2.73 9.58E-02
miR-493 6.03 0.50 8.91 3.06 2.88 4 81E-02
miR-199b 7.40 3.00 10.32 4.75 2.92 2.64E-01
miR-487b 2.88 1.44 5.84 2.27 2.95 3.48E-02
miR-518d 12.26 2.54 15.45 4.24 3.19 1.71E-01
miR-494 5.25 0.65 9.43 4.10 4.18 3.49E-02
miR-519d 10.41 3.51 15.51 2.22 5.10 5.16E-02
miR-542-3p 9.78 1.61 17.13 0.94 7.35 3.14E-03

[0279]  SEJf5] 8. AT X J3 i A5 A5 ) M S RN E R AR I 1M 2R 1) miRNA 45

[0280] A 1=kt 4 6 o BT a1y 7 AR R R B EAL 1K) oRT-PCR 25048 ok oF 5 € & 1 &4
miRNA %) dCt {8 . 8323838 TAEREME (ROC) 23 Bk 2 T ilies A E & Al AR il S Fe A 2
A~ miRNA XTI dCt 2528, AR E WX miRNA B AT X 43 Jilifeg i 25 R AL ARk B IE & 38 1)
FEARIRE S o — > miRNA X (Let—7c :miR-326) G 43 #7614 A fides B8 8 FE AR 12
A EFAAREA Y28 (£ 32) o HoAl 20 4> miRNA XSRS 7025 26 MEARTPR T —PNFEAR 2
S BTEREAS (ROC AUC > 0. 98) , FF H. 221 %F miRNA [ ROC AUC 73 %&b 4 0. 93 (£ 32) .
R 32 1) 221 XF miRNA H 2 /DAL FE— IR 166 A7 miRNA (3K 33) . 1R miRNA 7E 2 X4
VbR S AT 2 B e AT itigis £ 2 R I 5 (R M 2 T AR 7K R 5

[0281] 3K 32. BEH T %@ Ml B 3 MK (W bR EVIXT

[0282]

BE - |BE |BE |EF |EF |AUC. | EFAEE
miRNA £ %4x&Mst |EF | ¥H1E | SD ¥ | SD ROC | ABK M
let-7¢,miR-326 2581 -4.107 | 1227 -1526| 0977 | 1.000 3.76E-06
miR-326 miR-7 3.787 1.066 | 1.573 2721 1.292 | 0.994 5.72E-07
miR-206,miR-491 -4.433 1.933 | 2.352 6.366 | 0.706 | 0.994 5.58E-06
miR-339.miR-375 4387 -0.555 234 -4942 | 1.279| 0994 5.77E-06
miR-30a-3p,miR-326 2505 | -1.602| 0.847| 0.903| 0.825| 0.988 8.26E-08
miR-151,miR-206 4145 | -6.025 1.923 -10.17 | 1.055| 0988 8.06E-07
miR-10b,miR-30b -2.478 4.175 1.094 6.654 | 0.711 | 0.988 5.06E-07
miR-330,miR-375 3.556 4056 | 1.129 051 1.444 | 0.988 8.51E-07
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R - | BE | BRE |EF | EF | AUC | EFAEE
miRNA AW Edr | EF [ ¥44 | SD ¥4 | SD ROC |Aa%%
miR-134 miR-206 4.061 -3.335 | 2.143 -7.395| 1.012 | 0.988 4.50E-06
miR-432* miR-491 2.755| 4.087| 1.122| 6.842| 1.093 | 0.988 1.66E-06
miR-181d,miR-375 3.773 | -3.266| 1845| -7.039| 1.514| 0.988 6.74E-06
miR-191,miR-200c 2258 | -4.345 1.38 -6.603 | 0.576 | 0.988 2.71E-05
miR-23a,miR-326 -2.005 -5.99 0.67 -3.985| 1.377 | 0.988 3.27E-04
miR-181la,miR-218 3.525 | -6.162 1.367 -9.687 | 1232 | 0.982 3.87E-07
miR-151,miR-218 3.852| -7.152| 1.693 | -11.004 | 1214 | 0.982 6.72E-07
miR-491,miR-512-5p 3204 | -4693| 1.361| -7.987| 1384 | 0.982 3.08E-06
miR-326 miR-375 4.862 186 2.118 -3.003 | 1.751 | 0.982 1.27E-06
miR-200¢,miR-326 -3.247 | -2.363 1.432 0.884 | 1.301 | 0.982 3.03E-06
miR-20b,miR-30b -1.7 0935 0.791 2.635| 0818 | 0.982 1.88E-05
miR-491,miR-516-3p 2483 | -1.823 | 1497 | -4306| 0.743 | 0.982 2.50E-05
miR-125b,miR-146a -2.414 6.68 1.271 9.094 | 1453 | 0982 1.87E-04
miR-16 miR-487b -3.219 | -12.463 1.565 9244 | 0902 | 0976 1.70E-06
miR-326,miR-345 2.189 3.358 1.025 1.17 0.62 | 0976 1.06E-06
miR-140,miR-192 2354 | 0428 1.127| -1.926| 0.75| 0.976 1.88E-06
miR-383 miR-491 -3.309 3.498 1.557 6.808 | 1.042 | 0976 1.47E-06
miR-339,miR-7 3.405 -1.35 1.636 4756 | 1.201 | 0.976 2.90E-06
miR-375,miR-99b -4.127 0.126 | 2.101 4253 | 1.365| 0.976 4 27E-06
miR-199a,miR-375 3.998 | 2022| 2221 -1.976| 1361 | 0976 1.22E-05
miR-206,miR-376a 3.632| 4.069| 2.158| 7.701| 1.13| 0.976 2.22E-05
miR-375,miR-505 3.565| 1.066| 2.078 463 | 1299 | 0976 2.40E-05
miR-200¢,miR-301 -2.181 0.736 1.467 2917 | 0943 | 0.976 1.44E-04
miR-451,miR-487b -3.483 | -10.526 1.419 -7.043 | 1.167 | 0.970 4 25E-07
miR-218,miR-326 4.775| 1.758| 2.029| 6.533| 1.644 | 0.970 7.52E-07
miR-206,miR-213 -3.739 | -0.548 1.432 3.191 | 1495 | 0970 1.28E-06
miR-206,miR-422b -2.932 4.567 1.453 7.499 | 0.656 | 0.970 1.94E-06
miR-192 miR-326 -3.958 | -4.625 1.422 -0.667 1.79 | 0970 4.07E-06
miR-205,miR-326 5331| -0247| 268| 5084| 1383| 0.970 2.42E-06
miR-218 miR-491 -4 3.237 1.991 7237 | 1.131 | 0970 2.33E-06
miR-206,miR-361 -3.644 3.694 1.846 7.338 | 0941 | 0.970 2.68E-06
miR-206,miR-410 -4.117 3.088 | 2.074 7.205| 1.201 | 0.970 2.83E-06
miR-30a-3p,miR-99b -1.539| 0404 | 0676| 1.943| 0.541| 0.970 1.17E-06
miR-151,miR-383 3.021| -7.591| 1.125]-10.612| 1322 | 0.970 3.05E-06
miR-218 miR-338 -3.544 2.533 1.997 6.076 | 0.871 | 0.970 1.03E-05
miR-212,miR-512-5p 2.338 | -2.562 | 0.818 4899 | 1.165| 0.970 1.20E-05
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miR-375,miR-496 3513 | -2507| 1.622| 1.006| 135| 0970 3.20E-06
miR-125b,miR-326 3.819| -1.454| 1395| 2.364| 1.993| 0970 2.14E-05
miR-375,miR-433 3.899 | -0297| 2.138| 3.602| 1456 | 0970 1.38E-05
miR-361,miR-432%* 2.177| -5.657| 0981 | -7.833| 0.996| 0.970 1.04E-05
miR-142-5p,miR-375 3709 | -3.011| 1.817| -6.72| 1.587| 0970 1.03E-05
miR-126* miR-192 3.618| -2.726 37| -6.344| 1554 | 0.970 3.71E-04
miR-192,miR-339 3212 -2209| 1267| 1.003| 1.199| 0964 7.76E-07
miR-192,miR-196b -1.673 | -3.784| 0.693| -2.111| 0.672| 0.964 2.03E-06
miR-7,miR-99b 3219 094 1324 416 | 1244 | 0964 1.39E-06
miR-213,miR-31 2851 | 0485| 1.097| -2.366| 1357 | 0.964 8.52E-06
miR-16,miR-30b 2854 | -6488| 1.137| -3.634| 128 0964 5.02E-06
miR-137,miR-151 298| 8385| 1354 11.365| 1.186| 0.964 3.56E-06
miR-218 miR-361 3403 | 4699 | 1.854| 8102 1.133| 0.964 9.35E-06
miR-190,miR-326 2.875| -2216| 1.149| 0.659| 1.439| 0.964 1.60E-05
miR-204,miR-375 3.036 29| 1546 | -0.136| 1.093 | 0.964 5.75E-06
miR-10b,miR-191 2706 | 4.092| 0.827| 6.797| 1.602| 0.964 7.67E-05
let-7i,miR-206 2852 | -7.226| 1.658 | -10.078 | 0.941 | 0.964 1.89E-05
miR-200c,miR-339 238 | 0054 1598 | 2433| 0562 | 0.964 7.64E-05
miR-16,miR-191 3172 | -6.452| 0997 | -328| 2.171| 0.964 3.14E-04
miR-15a,miR-375 3.933 | -0.809| 2627 | -4.741| 1514 | 0.964 1.04E-04
miR-17-5p,miR-30b -1.179 | 0.021| 0.599 12| 0.724 | 0.964 1.98E-04
miR-206,miR-212 3.234| -0074| 1.284| 3.161| 0855 | 0.958 9.84E-08
miR-192,miR-30b 2691 | 2046| 1.119| 4.738| 0968 | 0.958 8.39E-07
miR-148b,miR-192 2441 1.001| 1.169| -144| 08| 0958 2.08E-06
miR-16,miR-24 2548 | -5478| 1.194| -293| 086 0958 1.84E-06
miR-206,miR-320 3.19| 7.179| 1.448| 10369 | 1.082| 0.958 1.33E-06
miR-326,miR-34c 2292| 0694 1.193| -1.598| 0.666 | 0.958 4.24E-06
miR-191,miR-7 3012 | -5642| 1.176| -8.654| 1338 | 0958 422E-06
miR-218,miR-410 3.67| 4367 198| 8.037| 0979 | 0958 6.12E-06
miR-181a,miR-206 3917| -4968| 1895| -8.886| 1362 | 0958 2.92E-06
miR-206,miR-370 3.847| 0507 | 1493 | 4.354| 1829 0.958 8.63E-06
miR-222,miR-30a-3p 1917| -4407| 0844 | -6324| 0879 | 0958 9 47E-06
miR-326,miR-423 1.435| 3.585| 0.787 2.15| 045 0958 8.83E-06
miR-137,miR-491 3268 | 4202| 1.736 756 | 1.117| 0958 7.53E-06
miR-192,miR-342 2.906 | -0395| 1.167| 2.511| 1525 0.958 2.65E-05
miR-206 miR-382 3.617| 3394| 1975| 7.011| 1325| 0958 1.25E-05
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CN 102725632 A 'ﬁi Hﬁ 4@ 114/143 T
BE - | BE | BE | EF | EF |AUC. | EFEE

miRNA A Wir&4xr | EF | ¥H1E | SD #18 | SD ROC | A%

miR-375,miR-423 -3.732 1.792 | 2.137 5.525 | 1.133 | 0.958 1.41E-05
miR-17-5p,miR-487b -1.765 | -5.972| 0.75| -4.206| 0.929 | 0.958 3.09E-05
miR-326,miR-511 3.331| -1.766| 1.725| -5.097 | 1433 | 0.958 1.60E-05
miR-155,miR-218 3407 | -495| 1.869| -8357| 1487 | 0958 2.72E-05
miR-502,miR-512-5p 2.078 | -3.048 | 0.794 -5.126 | 1.254 | 0.958 1.02E-04
miR-326,miR-451 4483 | 11283 | 1583 | 6.801| 2.924 | 0958 2.66E-04
miR-192 miR-324-3p -2.747 | -1.537 | 0913 1211 | 1.871 | 0958 3.03E-04
miR-200c, miR-222 2.659| 3.647| 1.719| 6.306| 1268 | 0.958 1.44E-04
miR-191 miR-19b 1.962 2879 0.738 0916 | 1513 | 0958 9.08E-04
miR-125b,miR-30d -1.858 4974 0.794 6.832 | 1.528 | 0.958 1.60E-03
miR-126* miR-375 4818 | -5343 | 4264 | -10.161 | 1.649 | 0958 1.12E-03
miR-17-3p,miR-326 -2.159 | -0.548 1.082 1.611 | 0426 | 0952 2.36E-06
miR-31,miR-326 -4.124 0.729 | 1.784 4.853 1.56 | 0952 1.69E-06
miR-151,miR-31 3.261 | -6.084 1.107 -9346 | 1.535| 0952 5.98E-06
miR-192 miR-487b -3.021 | -3.844 | 1.462 -0.824 | 1.091 | 0952 3.49E-06
miR-21 miR-326 -2.0151 -8.794 | 1.076 -6.779 | 0.525 | 0952 5.34E-06
miR-30a-5p,miR-326 2135 | -7.665 1.208 5531 0488 | 0.952 1.07E-05
miR-323 miR-375 3.637 1.676 1.891 -1.962 | 1.188 | 0.952 5.25E-06
miR-212,miR-383 2111 -1.492 1.042 -3.603 0.83 | 0.952 6.46E-06
miR-152,miR-29¢ 1.741 3.447 0.87 1.707 | 0.667 | 0.952 6.28E-06
miR-206,miR-338 3.801 | 1295| 2033| 5.095| 1.204 | 0.952 6.79E-06
miR-218,miR-222 -3.952| 7.905| 1.771| 11.856 19| 0952 1.57E-05
miR-192,miR-221 2.621| 3.067| 1.408| 5.689| 0997 | 0.952 1.21E-05
miR-132 miR-326 -2.197 | -2.749 1.28 -0.552 | 0.603 | 0.952 1.60E-05
miR-375,miR-485-5p 3.762 | -2.511| 1.824| 1251| 1579 | 0952 8.36E-06
miR-197 miR-491 2634 | -6586 | 1.654 -3.951 | 0.759 | 0952 3.87E-05
miR-132,miR-375 3.015| -0961| 1.801| -3.975| 1.139| 0.952 3.37E-05
miR-21 miR-375 3281 -6.749 | 1711 -10.03 | 1.547 | 0952 3.00E-05
miR-181¢,miR-200c¢ 1.796 | -0.508 1.234 -2.304 | 0.667 | 0952 1.28E-04
miR-30a-3p,miR-375 2.73 0.305 1.903 24251 1.032 | 0952 1.51E-04
miR-16,miR-20a -1.497 | -4.405 1.106 -2.908 053 | 0952 2.39E-04
miR-191 miR-93 1.725 1.202 | 0.903 -0.523 | 0.551 | 0946 5.38E-06
miR-181a,miR-210 1.367 | -0.524| 0.594 -1.891 0.61 | 0946 6.88E-06
miR-210,miR-218 2356 | -5.643 1.168 -7.998 | 0.935 | 0.946 7.11E-06
miR-410,miR-432%* 2.392 | -5.266 1.175 -7.658 0.97 | 0946 7.44E-06
miR-191,miR-451 3.494 | 4575| 1.087| 1.082| 2.035| 0.946 6.46E-05
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CN 102725632 A 'ﬁi Hﬁ 4@ 115/143 T
RAE - | BE | BRE |EF | EF |AUC. | EFAEE
miRNA A irE4hsr | EF | ¥4 | SD ¥4 | SD ROC | Agki
miR-181¢,miR-192 2.86 1.754 1.253 -1.106 | 1432 | 0.946 2.10E-05
miR-134 miR-137 2895 -5694 | 1532 -8.59| 1.216 | 0.946 1.66E-05
miR-186,miR-29¢ 2.228 0.124 | 1.076 | -2.104| 1.171 | 0.946 4.64E-05
miR-146a,miR-192 2468 | -3.358 1.432 -5826| 1.126 | 0.946 5.23E-05
miR-181a,miR-29¢ 2.384 2189 0914 | -0.195| 1.856 | 0.946 9.90E-04
miR-100,miR-326 -3.014( -1.279 1.351 1.735 ] 1.035| 0.946 1.25E-06
miR-218 miR-422b -2.534 5.705 1.053 8238 | 1.145| 0.946 6.35E-06
miR-192 miR-223 -2.369 5019 | 0.972 7.388 | 1.024 | 0.946 3.92E-06
miR-30b,miR-451 3.176 4612 1.301 1436 | 1403 | 0.946 4 81E-06
miR-31,miR-410 -3.234 3.147 1.637 6381 | 1.198 | 0.946 6.09E-06
miR-106b,miR-326 2235 -7.022 1.197 4787 | 0.743 | 0.946 7.70E-06
miR-29¢,miR-326 -3.474 | -6.488 1.435 -3.013 | 1.686 | 0.946 1.27E-05
miR-10b,miR-487b -2.797 -1.88 1.302 0917 1.22 | 0.946 8.40E-06
miR-10b,miR-28 23] -0.739 1.226 1.561 | 0.788 | 0.946 7.86E-06
miR-205,miR-331 -5.304 1.401 3.03 6.705 | 1.702 | 0.946 1.48E-05
let-7c,miR-222 -1.993 1.903 1.136 3896 | 0.738 | 0.946 2.00E-05
miR-218,miR-29b -2.835 4.347 1.61 7.182 | 1.007 | 0.946 1.71E-05
miR-31,miR-362 -2.627 0.743 1.423 337 | 1.125 ] 0.946 2.24E-05
miR-106b,miR-186 -0.988 [ -0.658 | 0.548 033 | 0429 | 0.946 2.89E-05
miR-215 miR-342 -3.483 4038 | 2.027 7.522 | 1.365| 0.946 2.90E-05
miR-192, miR-505 2494 1 -1587| 1.236 0.907 | 1301 | 0.946 4 84E-05
miR-125b,miR-30e-3p -2.56 0.175 1.35 2735 | 1244 | 0946 3.94E-05
miR-375,miR-491 4588 | -0.668 | 2.409 3.92 | 2334 | 0.946 5.27E-05
miR-324-5p,miR-375 3.852 | -0.507| 2.448 -4.36 1.44 | 0.946 6.05E-05
miR-101,miR-326 363 -6399 | 1.624 | -2.768 | 2237 | 0.946 1.53E-04
miR-29¢,miR-99b -2.508 | -4.481 1.264 -1.973 | 1444 | 0.946 1.15E-04
miR-375 miR-379 3982 -2.067 | 2425 1915 ] 1.784 | 0.946 7.08E-05
miR-206,miR-326 -5.008 0.67 | 2.3006 5677 | 1.724 | 0.940 1.67E-06
miR-181a,miR-31 3.034 | -5.027 1.277 -8.061 | 1332 0940 5.11E-06
miR-10a,miR-222 -2.167 4.428 1.018 6.594 | 0.809 | 0.940 3.13E-06
miR-218 miR-376a -3.22 5238 1.627 8.459 | 0999 | 0.940 3.32E-06
miR-145 miR-218 3.629 | -5391 1.582 -9.02 | 1.532 | 0940 4 30E-06
miR-24 miR-451 2.87 3.601 1.31 0.731 | 1.126 | 0.940 3.36E-06
miR-375 miR-485-3p 3365 -0624 | 1.221 2741 | 1.579 | 0.940 6.38E-06
miR-218,miR-99b -3.663 3.97 1.668 7.633 | 1.624 | 0.940 8.40E-06
miR-326,miR-486 3.481 | 10.585 1.765 7.104 | 1.296 | 0.940 6.30E-06
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CON 102725632 A WO B 116/143 T

RIE - | BE | BE | EF | EF |AUC. | EFITRE
miRNA £ W&t | E%  [3#4E  |SD ¥ |SD | ROC |AB#MH
miR-137,miR-181a 2.752| 7328 | 1273| 1008| 121 0.940 8.55E-06
let-7¢,miR-99b -1.615 21| 074| -0485| 0.77| 0.940 1.62E-05
miR-155,miR-31 2902 | -3.715| 1284 | -6.617| 1.473 | 0.940 2.47E-05
miR-192,miR-28 2482 | -265| 1412] -0168| 0932 0.940 2.03E-05
miR-15b,miR-16 2205| 7.077| 1373| 4.872| 0.629| 0.940 3.50E-05
miR-197,miR-410 2319| -543| 1.288| -3.112| 0.883 | 0.940 1.68E-05
miR-134,miR-218 3.661 | -4.613| 2302 | -8275| 1.111| 0.940 4.05E-05
miR-100,miR-181a -1.924|  3.02| 0886| 4.943| 1.015| 0.940 4.01E-05
miR-101,miR-191 2.697| 0309 | 1.415| 3.006| 1.265| 0.940 3.00E-05
miR-19a,miR-24 -135] -0546| 0.796 | 0804 | 0512 | 0.940 3.00E-05
miR-29a,miR-326 3.128 | -6.507 | 1551 | -3379| 1528 | 0.940 2.89E-05
let-7i,miR-151 -1.293 | -1.201| 0.745| 0.092 | 0.498 | 0.940 2.49E-05
miR-151,miR-197 2346 | 2493 | 1.179| 0.147| 1.148 | 0.940 3.14E-05
miR-383,miR-410 2904 | 4654| 1535| 7.647| 1.457| 0.940 3.37E-05
miR-146b,miR-192 2059 | -1.737| 1.197| -3.795| 0911 | 0.940 4.61E-05
miR-215,miR-324-3p 3278 | 2896 | 1.712| 6.174| 1.654| 0.940 4.84E-05
miR-361,miR-383 252 | -526| 1328| -7.78| 1254 0.940 4.62E-05
miR-192,miR-328 3.071| -1.678 | 1334| 1393 | 1842 0.940 1.14E-04
miR-213,miR-215 3.466 | 1.635| 2.076| -1.831| 1.549| 0.940 6.12E-05
miR-21,miR-222 -1.427 | -2.784 | 0916| -1358| 0.617 | 0.940 9.66E-05
miR-196b,miR-326 171 -0879| 1.088| 0.831| 0.754| 0.940 9.57E-05
miR-200c,miR-342 -1.898 | 1.868 | 1.236| 3.765| 0.816| 0.940 1.08E-04
miR-133a,miR-375 3537 | 1.484| 2.141| -2.053| 1.794 | 0.940 1.20E-04
miR-342,miR-451 3133 | 7.053| 1352 302 | 2.104 | 0.940 3.12E-04
miR-205,miR-362 3.553| -0331| 2377 | 3222 1.574| 0.940 1.47E-04
miR-186,miR-200c 2.001 | -4.001| 1.403| -6.002| 0.877| 0.940 2.13E-04
miR-107,miR-375 3558 | 1.632| 2.537| -1.926| 1.628 | 0.940 2.72E-04
miR-200c,miR-328 2178 | 0584 | 1518| 2762 1.185| 0.940 4.09E-04
miR-19b,miR-326 2951 | -9587| 1206| -6.635| 2.482| 0.940 |.84E-03
miR-16,miR-331 2.948 | -11.052 | 1597 | -8.104 | 0.861 | 0.935 6.96E-06
miR-223,miR-451 2801 | 1638| 0975| -1.163| 1402 | 0935 1.26E-05
miR-31,miR-99b 3.157| 2.735| 1402| 5893 | 1.388| 0.935 6.80E-06
miR-375,miR-487b 3.972| -0.895| 1313| 3.076| 2.14| 0935 2.81E-05
miR-186,miR-205 45| -5765 24(-10265| 1.736 | 0.935 1.20E-05
miR-206,miR-485-5p 3558 | 0058 | 1661 | 3.616| 1.615| 0.935 1.17E-05
miR-222,miR-31 3.536| -6.738 | 1.694 | -10.274 | 1.586 | 0.935 |.24E-05
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CN 102725632 A iff. HH :Fg 117/143 T
BE - | BE | BE |EF  |EF |AUC. | EFAEE
miRNA £ Wi &4t | EF [ ¥44 | SD ¥4 | SD ROC | A8
miR-151,miR-92 2.026| 6479| 1.107| 4.454| 0.743 | 0.935 1.26E-05
miR-10a,miR-328 -1.686| 1366| 0.789| 3.051| 0.835| 0.935 2.45E-05
miR-195,miR-487b 2.601| -5908| 1.358| -3.307| 1.115| 0935 1.67E-05
miR-191,miR-29¢ 2.485| -022| 1431| -2.705| 0879 | 0935 1.96E-05
miR-205,miR-99b 4371 1446| 2398 | 5817| 1.755| 0935 1.84E-05
miR-206,miR-222 4419| 6.679| 2341 | 11.099| 1.927 | 0.935 2.07E-05
miR-181d,miR-206 3.513| -5896| 1.726| -9.409| 1.651 | 0.935 2.05E-05
miR-218 miR-370 -3.394 172 1799 | 5.113| 1461 | 0935 1.93E-05
miR-218,miR-493-3p 2778 | 0871| 1.528| 3.649| 1.126 | 0.935 1.95E-05
miR-137,miR-410 20952 | 5448 | 1531 84| 1279 0935 1.69E-05
miR-195,miR-331 2462 | -4488| 1411 | -2.026| 1.03| 0935 3.22E-05
miR-192,miR-301 3.203| -1527| 1.557| 1.676| 1.584 | 0.935 2.88E-05
miR-339,miR-451 3.615| 8867| 1329 5252 2.141| 0935 8.19E-05
miR-19b,miR-451 1531 1.697| 0544 | 0.165| 093] 0.935 1.03E-04
miR-19a,miR-451 152 | 3.055| 0686| 1.535| 0.798 | 0.935 3.59E-05
miR-326,miR-512-5p 4016 | -3.435| 1.559| -7.451| 2353 | 0.935 7.74E-05
miR-196b,miR-375 3.076 | 0915| 1564 | -2.161| 1.465| 0935 2.76E-05
miR-181d,miR-31 263 | -5955| 1.059| -8.585| 1.562| 0.935 9.28E-05
miR-192,miR-222 3205| 1384| 1586| 4.580| 1.66| 0935 4.56E-05
miR-192,miR-199a* 2229 1356| 129| 3.585| 0.922| 0.935 3.35E-05
miR-326,miR-93 2714 7909 | 1289| 5.195| 1.551| 0.935 8.99E-05
miR-140,miR-16 2281 8962| 126| 6.682| 1.151| 0935 6.63E-05
miR-218,miR-485-5p 3228 | 1313| 1.954| 4.541| 1.459| 0935 6.98E-05
miR-20b,miR-24 -1.444 | 1945| 093 339 | 0.586| 0.935 8.30E-05
miR-212,miR-218 2772 | -1331| 1.693| -4.103| 1.284 | 0.935 8.33E-05
miR-326,miR-452 2775 | 0254 1849 | 2521 1.06]| 0.935 9.99E-05
miR-155miR-375 3.651| -0926| 2.112| -4.577| 2.093 | 0935 1.92E-04
miR-16,miR-326 4161 | -13.16| 1.529| -8.999| 3.11| 0935 6.99E-04
miR-10b,miR-140 -1.946 | 1556| 1.151| 3.502| 1.143 | 0.935 2.49E-04
miR-30e-5p,miR-326 3.92| -5871| 1.737| -1.951| 2.924 | 0.935 7.73E-04
miR-106b,miR-151 -1372| -1.666| 0.644| -0294| 1.029 | 0.935 8.49E-04
miR-19a,miR-326 2963 | -8228| 1.155| -5.265| 2.766 | 0.935 3.73E-03
miR-142-5p,miR-326 -1.734| -5.011| 0.588 | -3.277 | 1.806 | 0.935 7.19E-03
miR-192 miR-23b 2347| -1.078| 1249| 1269| 0812 | 0.929 7.97E-06
miR-206,miR-502 3.155| 0295| 1473 3.45| 1.348 | 0.929 7.32E-06
miR-31,miR-491 3.549 | 1.992| 1.585| 5541 1.728 | 0.929 1.73E-05
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CN 102725632 A i BB 118/143 1T

RIE - |BE | BE |EF | EF |AUC. | EFAEE
miRNA A ¥z &st | 2% | #H4E | SD ¥ |SD |ROC |48
miR-218,miR-30e-3p 3216 | 3476| 1363 | 6692 | 1.647 | 0.929 2.35E-05
miR-140,miR-451 2.602| 7.086| 109| 4.483| 1326 0.929 2.17E-05
miR-100,miR-222 2426 | 4731| 135| 7.156| 0.899 | 0.929 1.57E-05
miR-101,miR-223 -1.999 | 3.246| 1.154| 5.245| 0802 | 0.929 2.90E-05
miR-142-5p,miR-192 2449 | -0385| 1386 | -2.834| 0997 | 0.929 2.58E-05
miR-139,miR-326 2.501| -1.393| 1.065| 1.108| 1365 | 0.929 4.43E-05
miR-146a,miR-29¢ 1.968 | -1496| 1.171| -3.463| 0734 | 0.929 3.13E-05
miR-192,miR-26a 2301| 4736| 1342| 7.037| 0878 | 0.929 2.73E-05
miR-107,miR-192 2499 | 437 1203| 1871| 1.162| 0929 2.60E-05
miR-181b,miR-326 2.137| -473| 1212 -2593| 092 | 0929 3.31E-05
miR-134, miR-432%* 2471 -5438| 1402 | -7.909| 1.143 | 0.929 4.75E-05
miR-205,miR-491 3.969 | 0.959 22| 4928 2.007 | 0.929 6.83E-05
miR-213,miR-486 2406 | 11.996 | 1486 959 | 1.033| 0.929 6.77E-05
miR-137.miR-376a 2466 | 6429| 1378 | 8.895| 1249 | 0.929 7.22E-05
miR-31,miR-423 2688 | 4314| 133| 7.002| 1.571| 0.929| 0.000122073
miR-324-5p,miR-7 3.016 | -1.338| 1.805| -4.355| 1.419| 0.929 7.64E-05
miR-486,miR-99b 2.515| -8578| 1.503| -6.063| 1237 | 0.929 9.41E-05
miR-218,miR-320 2.867| 8.191| 1.85| 11.059| 1253 | 0.929 | 0.000104295
miR-200¢,miR-330 -1.822| -465| 1.246| -2.828| 0.706 | 0.929 | 0.000130877
miR-326,miR-505 1.692 | 3.039| 0894 | 1347| 0984 | 0.929 | 0.000146787
miR-146a,miR-190 1.507 | -5.628 | 0.904 | -7.135| 0.771 | 0.929 | 0.000118807
miR-193a,miR-205 2861 | 1862| 2048 | -0.998| 1.07| 0.929| 0.000189991
miR-181a,miR-30e-5p 2829 1572| 116| -1.257| 296 0.929| 0.007701382
miR-101,miR-126* 3391 | 0952| 3.488| 4343 | 1882 0.929| 0.005004755
miR-125a,miR-192 2927 1308| 1296| -1.618| 1.468 | 0.929 2.21E-05
miR-181d,miR-218 327| -7032| 1533]-10302| 1.608 | 0.929 2.33E-05
miR-152,miR-192 2554 | 1585| 1.188| -0.969| 1229 | 0.929 1.87E-05
miR-151,miR-181b 1275 | -0.625| 0593 19| 071 0929 6.69E-05
miR-151,miR-210 1.595| -1.581| 0889 | -3.176| 0.717 | 0.929 3.60E-05
miR-125a,miR-375 3797 -121| 1887 | -5007| 2.063 | 0.929 6.81E-05
miR-152,miR-375 3.688 | -0839| 2.167| -4.527| 1.849| 0.929 9.32E-05
miR-148b,miR-375 3.548 | -1.445| 2.338| -4.994 | 1.958 | 0.929 | 0.000309212
miR-126* miR-218 4372 9198 | 3.315| -13.57| 2.107 | 0.929 | 0.000499998
miR-10a,miR-375 2646 | 0396| 1888 | -2.25| 1.407| 0.929 | 0.000437429
miR-10a,miR-326 2.755| -1.582| 1.273| 1.173| 1.089 | 0.923 3.89E-06
miR-206,miR-422a 2.597| 1.603| 1.579 42| 0517 | 0923 2.60E-05
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CN 102725632 A 'U% HH 4@ 119/143 T
BAE - | BRE | BB |EFT | EFW |AUC | EFAEE
miRNA A W4rEHx |EF |46 | SD ¥iE | SD ROC | A9
miR-29¢,miR-342 2125 -2.257| 0.993 -0.132 | 1.043 | 0.923 2.25E-05
miR-181a,miR-383 2.794 | -6.534| 1.032| -9.328| 1.574| 0.923 4.92E-05
miR-383,miR-422b -1.808 | 6.133| 0.704| 7.941| 0999 | 0.923 4.27E-05
miR-31,miR-370 -3.194 0.335 1.751 3529 1445 | 0.923 3.27E-05
miR-215 miR-326 4.157 | -0.192 | 2.214 3964 | 1874 | 0923 2.60E-05
miR-31,miR-485-5p -2.674 0.117 | 1.188 27911 1412 0923 3.61E-05
miR-301,miR-375 4116 | -0969| 2.065| -5.085| 2.058| 0.923 3.67E-05
miR-181¢,miR-375 3.806 | -0.799 1.882 -4.605| 1.943 | 0.923 4 03E-05
miR-31 miR-328 -3.054 3.676 | 1.547 6.731 | 1.591 | 0923 5.26E-05
miR-181¢,miR-29¢ 2.023 3.617 | 1.155 1.593  0.871 | 0.923 3.51E-05
miR-15b,miR-451 2.526 52 1.44 2674 1.152 | 0923 4.57E-05
miR-151,miR-486 2.619 5.229 1.453 2611 | 1.164 | 0923 3.27E-05
miR-328 miR-375 3.944 -0.83 | 2.069 4774 1 2.001 | 0.923 5.15E-05
miR-190,miR-191 -1.848 453 1.03 6378 | 0876 | 0923 4 81E-05
miR-101,miR-27a 224 -1737| 1432 0503 | 0869 | 0923 6.95E-05
miR-145 miR-206 3964 -4.119| 2.347 -8.082 | 1.759 | 0.923 5.43E-05
miR-218 miR-423 -3.125 5534 1432 8.659 1.84 | 0923 | 0.000106511
miR-222 miR-29¢ 2.886 0478 1.409 2408 | 1.619 | 0.923 8.32E-05
miR-192,miR-99b -3.208 | -2.619| 1.437 0.589 1.892 | 0.923 | 0.000103222
miR-151,miR-516-3p 2.195| -5916| 1.207| -8.111| 1.069| 0.923 5.14E-05
miR-30d,miR-326 2.095| -6262| 1.048| -4.167| 1.152| 0.923 7.70E-05
miR-330,miR-7 2752 3.542| 1489 0.79 | 1385 | 0.923 5.79E-05
miR-222 miR-486 2.893 4.575 1.712 1.682 | 1277 | 0.923 5.27E-05
miR-127 miR-375 4.026 | -1.329| 2.107 -5.355| 2.136 | 0.923 7.05E-05
miR-342,miR-375 3.749 | -2.063 1.733 5812 2.143 | 0923 8.35E-05
miR-101,miR-152 -1.93 | -3.358 1.118 -1.429 096 | 0923 8.18E-05
miR-101,miR-27b -2.523 -2.69| 1.365 -0.168 | 1.345 | 0.923 8.59E-05
miR-218,miR-433 3.174| 3518 | 1.711| 6.691| 1.747 | 0.923 | 0.000105844
miR-192 miR-330 2827 -7.014| 1517 -4.187 | 1.513 | 0.923 8.44E-05
miR-10b,miR-340 2212 -2.485 1.287 -0.273 | 1.109 | 0.923 8.74E-05
miR-145 miR-375 3.794 | -1.357 1.909 5,151 2.155 | 0923 | 0.000102562
miR-206,miR-328 -3.938 3.617 | 2.349 7.556 | 1.945 | 0.923 9 47E-05
miR-206,miR-362 -3.489 0705 2.113 41941 1.582 | 0923 7.12E-05
miR-192 miR-423 -2.756 -1.04 1.21 1.716 1.82 | 0.923 [ 0.000275531
miR-151,miR-452 1912 -5.102 1.386 -7.014 | 0545 | 0923 | 0.000173117
miR-148a,miR-148b -0.854 06| 0471| 0.254| 0489 | 0923 | 0.00015307

[0291]
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BE - | BE | BRE | EW EH | AUC. | BT
miRNA A 9irEMA | EF ¥4 | SD )18 SD ROC |AAXH
miR-215,miR-323 -3.348 0.04| 2.186| 3.387| 1.463| 0923 | 0.000115248
miR-34¢,miR-375 3.116 | 1.559| 2.075| -1.556| 1288 | 0.923 | 0.000117925
miR-324-3p,miR-375 3.594 | -0985| 2.145| -4579| 1931 | 0923 | 0.000151045
miR-335miR-451 2786 | 9015| 1.809| 6.229| 1381 | 0923 | 0.000174237
miR-125b,miR-342 2362 | 2865| 1.159| 5.227| 1.575| 0.923 | 0.000356556
miR-190,miR-99b -1.829| -0.13| 0914 | 1.699| 1205| 0.923 | 0.000335029
miR-145 miR-192 3033| 1.177| 1511 -1856| 2059 | 0923 | 000042416
miR-10b,miR-342 -2.489 1.61 1.25| 4.099| 1.669 | 0923 | 0.00038973
miR-222 miR-375 4413 | -3.601| 2351 | -8.014| 2929 | 0923 | 0.000411581
miR-27b,miR-375 4227 | -1437| 2894 | -5663| 224| 0923 | 0.000328816
miR-423 miR-486 2,046 | 6.999| 1224| 4.954| 1273 | 0.923 | 0.000378623
miR-199b, miR-215 3254 | 1.169| 2444 | -2.085| 1.495| 0923 | 0.000415598
miR-151,miR-375 4072 | -2997| 2144 | -7.069| 2945| 0923 | 0.000763553
miR-181d,miR-486 1.987 | 5359| 1.326| 3.372| 1245| 0.923 | 0.000628771
miR-191,miR-375 4016 | -4431| 2375| -8.447| 2932| 0923 | 0.001046642
miR-146a,miR-200¢ 174 | -562| 1544 | -7361| 0591 | 0923 | 0.001134329
miR-23a,miR-375 3246 | -3.679| 1948 | -6.926| 2.409 | 0.923 | 0.001202938
miR-140,miR-375 3331| -2242| 2407 | -5572| 2.026| 0923 | 0.000807039
miR-213,miR-29¢ 2389 | 7.889| 1.137 55| 1986 | 0923 | 0.001863408
miR-18a,miR-326 2062 | -1256| 0943 | 0806 | 1.935| 0923 | 0.00412067
let-7b,miR-99b -1.295 | -4.889| 1.828 | -3.594 | 0.388 | 0.923 | 0.021340617

[0202] 3% 33. Redla i FH LSS & Mlvges S0 MR B AEWIFR G, LS A miRNA f932% 3

[0293]
HEYIbR S KL FEIbR ) A FEVIRR S KL
miR-10b 65 miR-410 15 miR-425 7
miR-192 62 miR-188 14 miR-432% 7
miR-206 61 miR-193a 14 miR-103 6
miR-101 58 let-Tg 13 miR-193b 6
miR-205 52 let-Ti 13 miR-196a 6
miR-16 50 miR-140 13 miR-199ask 6
miR-151 44 miR-181b 13 miR-199b 6
miR-137 43 miR-25 13 miR-28 6
miR-215 43 miR-328 13 miR-30d 6
miR-181a 42 miR-133a 12 miR-330 6
miR-218 42 miR-150 12 miR-423 6
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[0294]
Ga7/E sty RS | S RS | s ED i A CE
miR-126% 41 miR-17-5p 12 miR-433 6
miR-125b 39 miR-21 12 miR-485-5p 6
miR-326 39 miR-214 12 miR-20a 5
miR-100 38 miR-370 12 miR-23b 5
miR-31 36 miR—-383 12 miR-26a 5
miR-197 35 miR-130b 11 miR-30b 5
miR-222 34 miR-199a 11 miR-30c 5
miR-191 32 miR-212 11 miR-320 5
miR-200c 32 miR-221 11 miR-345 5
miR-186 31 miR-27b 11 miR—422b 5
miR-145 30 miR-30e-3p 11 miR-335 4
miR-155 30 miR-338 11 miR-365 4
miR-29c¢ 30 miR-361 11 miR-486 4
let-Tc 28 miR-141 10 miR-24 3
miR-181c 27 miR-142-5p 10 miR-26b 3
miR-125a 26 miR-30a—-3p 10 miR-331 3
miR-134 25 miR-30a—-5p 10 miR-340 3
miR-181d 25 miR-451 10 miR-34a 3
let=T7b 24 miR-142-3p 9 miR-374 3
miR-127 24 miR-146b 9 miR-452 3
miR-146a 24 miR-15b 9 miR-483 3
miR-139 23 miR-18a 9 miR-512-5p 3
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miR-152 23 miR-210 let-7e
miR-190 23 miR-296 miR-32
miR-30e-5p 23 miR-323 miR-422a
miR-106b 22 miR-362 miR-424
miR-10a 22 let-7a miR-432
miR-132 21 miR-196b miR-485-3p
miR-148a 21 miR—-223 miR-487b
miR-213 21 miR—-29b miR—-496
miR-29a 21 miR-324-5p miR-505
miR-375 21 miR-376a miR-7
miR-133b 19 miR-379 miR-202
miR-15a 18 miR-491 miR-369-3p
miR-107 17 let-7d miR-495
miR-148b 17 miR-126 miR-502
miR-19a 17 miR-182 miR-511
miR-106a 15 miR-185 miR-516-3p
miR-130a 15 miR-204 miR-517c
miR-17-3p 15 miR-23a miR-92
miR-18a%* 15 miR-27a miR-93
miR-195 15 miR-324-3p miR-99a
miR—-20b 15 miR-342 miR-99b
miR-301 15 miR-34c
miR-339 15 miR-382

[0295]
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[0206]  SZjffsl] 9. FH T VP4 A M 38 1 yE RNA HH microRNA KIA[ gRT-PCR

[0297] K 7 iF— VA FE 48 mi RNA 11 mi RNA 4125 10356 458 Mk 0 R 80, 43 FH 43 B8 AN [ 1)
it £ R0 IE SR LA MVE FEAC A (3R 34) , BB Il £ 3 0 IE 32 3R 3 1L
FIKM) miRNA.  HH 25 440 08 A IR0 2 2 ORS8RI IE S S22 R it B0 R 1R AT 4 2300
22T, B2 RIS

[0208] K 34. MIGFEARMIAR WP FZAEELF R . ADCA, i SCCA, iR 40 i o

[0299]

FEATD | Al | 2B AR
1 M s ADCA
2 M i ADCA
3 M i ADCA
4 M i SCCA
5 M i SCCA
6 P i ADCA
7 P g SCCA
8 M e SCCA
9 M i IE ADCA
10 P JoEIE ADCA
11 M JHEE ADCA
12 P JoEIE ADCA
13 P SR ADCA
14 M i ADCA
15 P SR SCCA
16 P i ADCA
17 M JFIE SCCA
18 M JFIE ADCA

[0300]
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19 M JEiE | ADCA

20 M JEE | SCCA

21 F JEIE | ADCA

22 F JEIE | ADCA

23 F JEE | ADCA

24 F JEE | SCCA

25 F JEdE | SCCA

26 M JEE | SCCA

27 M JEE | ADCA

28 M JEiE | ADCA

29 M JEiE | SCCA

30 M JEiE | ADCA

31 F Ew | s

32 F Ew | I

33 F EH | B

34 M Ew | B

35 F W | B

36 M FHw | s

37 M Fw | s

38 M 1

39 M Fw | B

40 M 1

41 M Fw | B

42 M Ew | IEH
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43 M I

44 F Ew | IR

45 M EH | IEW

46 F EH | IEw

47 F W | B

48 F EH | B

49 F W | s

50 M FH | B

[0301] 5, PEUTSR B 30 44 R A 20 44 1B 230 # 1AL RNA #1180 Ff miRNA (1)
Fik (K 34) o RKIMIMIE RNA FEHUHT gRT-PCR W1 SL 5] 2 th ik 34T . % 35 SR MG
FEACH PCR 4714 miRNA Ji5 (- dCt F1 ddCt {5, 40 FiF& dCt {5 772 miRNA ) Ct FIRT
50 PR A miRNA Z [R) (R4, DUHPE A AREfb e . 518 t— K056 p— (E I FH /7 HES miRNA.
[0302] 3% 35. Jiilides AR 38 R0 IE 5 52 03 MY P miRNA )R 1A

[0303]
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BAEFY | BE | EFTPEH| EF FeAE-EF t A)3X

miRNA ID dCt SD dCt SD ddCt p-1&

miR-15b 0.86 0.36 -1.47 0.42 2.33 5.19E-25
miR-340 1.22 0.77 5.44 0.93 422 6.49E-21
let-7e -0.72 0.93 3.50 1.01 -4.22 6.11E-20
miR-103 1.78 0.58 -0.79 0.60 2.57 7.76E-20
let-7f 2.19 0.79 -0.52 0.38 2.71 6.24E-19
miR-605 8.11 2.13 0.34 1.70 7.77 3.58E-18
miR-346 7.64 2.02 127 1.27 6.37 1.66E-16
miR-214 6.95 1.75 138 1.32 5.57 3.52E-16
miR-378 0.74 0.66 436 131 -3.63 3.58E-16
miR-182 6.21 1.19 234 0.88 3.87 6.00E-16
miR-190 488 0.79 242 0.64 2.46 1.46E-15
miR-422b 323 0.58 1.01 0.84 222 8.17E-15
miR-185 1.31 1.24 478 0.80 -3.47 3.32E-14
miR-133b 5.18 1.59 0.63 1.30 4.55 3.33E-14
miR-26a -1.26 0.73 -3.17 0.48 1.91 9.23E-14
miR-142-3p -1.29 0.76 -3.27 0.50 1.98 1.09E-13
let-7a 0.28 0.86 -1.93 0.57 2.21 2.08E-13
miR-30e-5p -031 0.76 2.29 1.00 -2.60 1.63E-12
miR-145 2.52 0.72 -0.09 1.25 261 1.90E-12
miR-106a -2.64 0.95 -0.69 0.22 -1.95 6.28E-12
miR-30c -0.20 0.45 -1.20 0.34 1.00 3.61E-11
miR-152a 3.93 0.65 237 0.65 1.56 6.88E-11
miR-374 0.99 0.67 -0.53 0.59 1.53 7.83E-11
miR-483 6.70 2.16 1.98 1.72 4.72 1.17E-10
let-7g -1.19 0.56 2.49 0.55 131 1.34E-10
miR-23a 1.45 0.63 3.16 0.83 -1.71 2.48E-10
miR-26b -1.19 0.69 2.96 0.84 1.77 3.34E-10
miR-143 2.10 1.22 493 1.30 -2.83 4.12E-10
miR-133a 3.55 1.64 6.80 1.12 325 5.67E-10
miR-22 1.25 0.86 332 1.04 -2.07 6.67E-10
miR-18¢ 6.22 0.86 4.09 1.11 2.13 8.03E-10
miR-320 -2.99 0.85 -1.24 0.72 -1.75 1.13E-09
miR-134 5.75 1.29 322 0.84 2.53 1.24E-09
miR-193b 3.97 1.30 6.97 1.19 -3.00 1.29E-09
miR-18a 1.52 0.83 3.90 1.42 238 1.33E-09
miR-126 -1.65 0.54 2.92 0.63 1.27 1.64E-09

[0304]
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miR-223 -5.87 1.30 -141 2.61 -4.45 2.11E-09
miR-204 7.43 1.45 4.85 0.99 2.58 2.07E-08
miR-195 -2.13 1.14 -0.11 0.88 -2.02 2.11E-08
miR-19a -2.61 1.03 0.43 2.08 -3.04 2.86E-08
miR-200¢ 6.01 1.37 292 1.27 3.09 3.22E-08
miR-152 3.23 0.74 5.15 1.34 -191 8.04E-08
miR-566 5.71 1.59 2.35 2.00 3.36 1.12E-07
miR-30a-5p -1.39 0.61 -041 0.42 -0.97 1.13E-07
miR-410 6.06 2.14 3.01 0.66 3.04 1.64E-07
miR-146a -1.25 0.70 -2.34 0.54 1.10 2.94E-07
miR-485-3p 5.75 1.47 3.76 0.71 1.99 1.03E-06
miR-328 2.44 0.66 0.90 1.30 1.53 1.37E-06
miR-30d -0.33 0.74 1.58 1.61 -1.91 1.60E-06
let-7d 1.55 0.89 0.33 0.58 1.23 1.89E-06
miR-27b 2.59 0.77 4.30 1.35 -1.72 2.32E-06
miR-155 3.79 0.97 2.49 0.65 1.31 3.15E-06
miR-432 6.23 2.00 3.54 1.00 2.69 4.44E-06
miR-301 3.23 0.68 2.20 0.74 1.03 5.96E-06
miR-28 5.03 1.04 3.53 0.93 1.50 8.10E-06
miR-502 5.08 1.49 6.97 0.70 -1.89 8.46E-06
miR-487b 5.90 1.32 4.04 1.20 1.87 8.86E-06
miR-191 -1.02 0.55 0.12 1.00 -1.14 1.03E-05
miR-29a 0.03 0.82 1.59 1.45 -1.56 1.26E-05
miR-193a 6.44 1.12 434 1.67 2.10 1.75E-05
miR-486 -4.64 1.27 -2.80 1.33 -1.84 1.91E-05
miR-186 0.31 0.88 1.31 0.37 -0.99 1.93E-05
miR-221 -0.20 0.80 -1.27 081 1.07 3.08E-05
miR-505 5.85 1.08 4.47 0.93 1.38 4.43E-05
miR-181a 3.61 0.76 2.75 0.50 0.86 4.82E-05
miR-550 6.58 0.93 5.53 0.58 1.06 5.94E-05
miR-21 -2.15 0.42 -1.60 0.52 -0.56 1.28E-04
let-7i -0.11 0.57 0.80 0.95 -0.90 1.45E-04
miR-496 7.89 1.83 5.81 1.44 2.08 1.54E-04
miR-192 1.18 0.97 2.17 0.57 -0.99 1.58E-04
miR-30e-3p -9.07 13.86 4.59 1.37 -13.66 3.22E-04
miR-101 1.64 0.93 0.55 1.10 1.09 4 95E-04
miR-222 -0.42 0.35 0.11 0.65 -0.52 5.66E-04
miR-206 5.76 1.59 4.25 1.19 1.52 6.69E-04
miR-516-3p 5.66 2.70 3.31 1.24 2.35 6.76E-04
[0305]
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miR-34a 3.01 2.87 5.43 1.08 -2.42 7.69E-04
miR-365 2.88 1.22 4.01 0.88 -1.13 8.64E-04
miR-17-5p 0.32 0.68 -0.27 0.38 0.59 9.61E-04
miR-98 4.62 1.06 3.55 0.95 1.07 1.00E-03
miR-339 3.67 0.96 4.74 1.01 -1.07 1.25E-03
miR-433 6.13 1.50 4.66 1.14 1.47 1.34E-03
miR-338 5.53 1.12 6.56 0.83 -1.03 1.46E-03
miR-20b -0.39 1.13 0.89 1.57 -1.28 1.60E-03
miR-125b 4.03 1.29 5.10 0.84 -1.08 2.11E-03
miR-150 0.07 1.23 -0.91 0.69 0.98 2.20E-03
miR-19b -3.47 0.94 -2.62 0.82 -0.84 2.35E-03
miR-148a 1.29 0.56 1.85 0.68 -0.56 2.65E-03
miR-27a 0.61 1.07 1.48 0.64 -0.87 3.08E-03
miR-324-5p 4.08 0.86 4.82 0.76 -0.74 3.73E-03
miR-148b 3.13 0.53 2.71 041 0.42 4.73E-03
miR-18b 3.11 0.80 2.35 0.96 0.76 4.88E-03
miR-525 6.48 2.16 4.92 1.12 1.56 5.42E-03
miR-130b 1.69 0.66 1.18 0.51 0.51 5.49E-03
miR-106b -0.55 0.74 -1.13 0.63 0.58 6.17E-03
miR-342 2.52 0.68 1.96 0.70 0.56 6.88E-03
miR-126* -1.91 0.46 -1.55 0.41 -0.36 7.08E-03
miR-199a* 0.56 1.04 -0.10 041 0.66 1.00E-02
miR-224 5.02 1.19 6.03 1.35 -1.01 1.03E-02
miR-25 -0.99 1.06 -0.31 0.67 -0.68 1.34E-02
miR-331 3.34 0.62 4.22 1.64 -0.88 1.55E-02
let-7b -2.11 0.87 -1.57 0.51 -0.54 1.58E-02
miR-140 0.69 0.75 1.17 0.50 -0.48 1.61E-02
miR-142-5p 2.06 0.70 2.56 0.68 -0.50 1.68E-02
miR-296 4.39 1.06 5.20 1.25 -0.80 2.15E-02
miR-382 5.43 1.64 4.33 1.39 1.09 2.29E-02
miR-210 3.00 0.86 2.46 0.74 0.55 2.35E-02
miR-146b 0.47 0.74 0.04 0.47 0.43 2.54E-02
miR-130a -0.18 0.85 0.67 1.71 -0.85 2.78E-02
miR-30b -0.24 0.47 -0.70 0.98 0.46 3.31E-02
miR-423 -3.16 11.84 2.09 1.32 -5.25 5.50E-02
miR-345 1.63 0.76 2.04 0.69 -041 5.59E-02
miR-638 2.79 1.53 3.57 1.16 -0.78 6.91E-02
miR-422a 4.35 0.81 4.86 1.14 -0.51 7.14E-02
miR-99a 5.42 1.38 4.71 1.33 0.72 7.36E-02 N
[0306]
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miR-335 2.72 0.87 2.26 0.84 0.45 7.49E-02
miR-425 3.69 0.69 3.38 0.40 0.31 7.61E-02
miR-326 7.62 0.83 7.15 0.99 0.46 9.43E-02
miR-16 -7.89 1.09 -7.39 0.98 -0.50 1.03E-01
miR-93 2.67 0.84 -3.06 0.76 0.38 1.09E-01
miR-7 3.86 1.34 3.29 1.00 0.57 1.17E-01
miR-29¢ 1.63 0.80 2.01 0.58 -0.39 1.24E-01
miR-197 1.46 1.02 0.97 1.03 0.49 1.30E-01
miR-196a 6.93 1.59 6.32 0.77 0.61 1.34E-01
miR-99b 522 1.04 4.76 1.07 0.46 1.43E-01
miR-100 5.71 1.29 512 1.46 0.59 1.53E-01
miR-376a 6.17 1.40 5.55 1.41 0.62 1.55E-01
miR-375 5.57 1.53 6.23 1.12 -0.66 1.58E-01
let-7¢ 2.30 0.82 2.64 0.94 -0.34 1.84E-01
miR-24 -1.88 0.57 -2.05 0.26 0.17 2.27E-01
miR-132 3.11 0.70 2.82 1.01 0.29 2.48E-01
miR-660 0.78 0.80 1.05 0.75 -0.27 2.71E-01
miR-127 5.26 1.68 475 1.41 0.51 2.75E-01
miR-10b 4.88 1.23 4.54 0.85 0.34 2.89E-01
miR-139 4.84 1.06 5.14 1.01 -0.31 3.32E-01
miR-18d 2.43 0.69 2.66 1.18 -0.23 3.97E-01
miR-497 4.88 1.15 5.19 1.21 -0.31 4.00E-01
miR-361 3.25 0.74 3.10 0.47 0.15 4.52E-01
miR-1 5.58 1.86 5.15 1.83 0.43 4.54E-01
miR-10a 4.86 131 4.58 133 0.28 4.96E-01
miR-584 4.39 1.15 4.16 1.36 0.23 5.51E-01
miR-324-3p 3.34 1.02 3.54 1.55 -0.20 6.11E-01
miR-151 1.86 0.75 1.96 0.67 -0.10 6.44E-01
miR-30a-3p 5.24 1.02 5.09 1.29 0.15 6.56E-01
miR-202 4.66 1.69 4.45 1.36 0.21 6.58E-01
miR-194 1.98 8.64 2.79 0.90 -0.81 6.85E-01
miR-501 5.23 1.58 5.40 1.09 -0.17 6.94E-01
miR-23b 4.90 0.94 5.00 1.59 -0.10 7.88E-01
miR-125a 2.86 0.92 2.76 1.73 0.10 7.93E-01
miR-20a -3.56 0.99 -3.50 0.79 -0.06 8.34E-01
miR-92 -5.77 0.94 -5.74 0.74 -0.02 9.22E-01

[0307]  HE#iE 2= 5 R AK 1) mi RNA X, EFE 27 il mi RNA 7E L Ath 55 44 i £ 3 F1 75 44 Tl |

PEAEI IE 5 B R B M FEA R i — P I0E (3R 36) .

[0308]
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2002) ;AJCC Bt (Greene, 2002) ;ADCA, i sADCA/BA, ¢ <& iy 11 R J sSCCA, 3 bR 41

Jf e sNA, ANIE o

[0309]

FEAID | ARl P51 ANAREAL | TNM BB AJCC B | WM R
1 80 M IEH NA NA &
2 66 M B NA NA &
3 78 M EH NA NA &
4 70 M EH NA NA iz
5 38 M EH NA NA &
6 66 M EH NA NA iz
7 67 F EH NA NA &
8 62 M EH NA NA iz
9 63 F EH NA NA sz
10 69 M IEH NA NA iz
11 82 M IEH NA NA iz
12 55 P IEH NA NA i
13 55 M B NA NA &
14 79 M EH NA NA iz
15 71 F EH NA NA &
16 62 F EH NA NA &
17 79 M EH NA NA sz
18 77 M EH NA NA iz
19 78 M EH NA NA sz
20 69 M EH NA NA iz
21 62 M EH NA NA iz
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22 55 F IEH NA NA sz
23 56 M IEH NA NA iz
24 55 P IEH NA NA iz
25 79 M IEH NA NA iz
26 77 M B NA NA &
27 79 M EH NA NA iz
28 55 F EH NA NA 7z
29 51 M EH NA NA sz
30 56 M EH NA NA iz
31 78 F EH NA NA &
32 52 M EH NA NA iz
33 75 M EH NA NA iz
34 68 F EH NA NA iz
35 57 M IEH NA NA @
36 67 M IEH NA NA iz
37 85 M B NA NA &
38 76 M EH NA NA sz
39 53 M Ew NA NA iz
40 51 M EH NA NA sz
41 65 M EH NA NA iz
42 78 F EH NA NA iz
43 83 M EH NA NA sz
44 72 M EH NA NA sz
45 61 F IEH NA NA iz
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46 69 EH NA NA i
47 55 IEH NA NA iz
48 51 IEH NA NA iz
49 56 IEH NA NA iz
50 70 B NA NA &
51 57 EH NA NA iz
52 63 EH NA NA 7z
53 73 EH NA NA sz
54 70 EH NA NA iz
55 75 Ew NA NA iz
56 73 EH NA NA iz
57 57 EH NA NA iz
58 78 IEH NA NA iz
59 63 IEH NA NA iz
60 74 IEH NA NA iz
61 79 B NA NA &
62 55 EH NA NA sz
63 84 EH NA NA iz
64 54 EH NA NA sz
65 56 EH NA NA iz
66 82 EH NA NA iz
67 64 EH NA NA sz
68 7 EH NA NA sz
69 51 IEH NA NA iz
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70 37 M IEH NA NA sz
71 54 M IEH NA NA iz
72 68 P IEH NA NA iz
73 54 M IEH NA NA iz
74 62 F B NA NA &
75 54 F EH NA NA &
76 G M ADCA TIN1 ITA 7
77 77 M SCCA T2NO 1B 2
78 84 M SCCA T2NO 1B 2
79 52 M SCCA TN ITIA 2
80 49 F ADCA TINI ITA 7
81 60 M ADCA T2NOMO 1B 7
82 66 F ADCA/BA TINO TA B
83 69 M SCCA T2N1MO 1B P
84 68 M ADCA N2 ITIA &
85 56 M SCCA T2N1MO 1B =2
86 85 M ADCA T2NO 1B 7
87 68 F SCCA T2N1MO 1B 7
83 66 M SCCA T2NOMO 1B 2
89 61 M SCCA T2N1 TIB 2
90 58 M ADCA V1 v 7
91 64 F ADCA TINOMO TA 7
92 72 F SCCA T2NO 1B 7
93 67 M ADCA T1Nx TA 7
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94 63 ADCA TINO TA 7
95 80 ADCA T2NO 1B B
96 63 ADCA T1INOMO A P
97 48 ADCA/BA T1NOMO IA &
98 70 SCCA TINOMO 1A A
99 71 SCCA T3NO 1B 7
100 73 SCCA T3NOMO 1B 7
101 72 ADCA/BA T2NO 1B 2
102 74 SCCA T2NO 1B 2
103 51 ADCA TINO TA 2
104 83 SCCA TINO TA 7
105 66 ADCA T2N1MO 1B 7
106 65 SCCA T2NO 1B B
107 74 ADCA T1INOMO A P
108 7 SCCA T2N1MO 11B 2
109 82 SCCA T2NO 1B =2
110 67 ADCA TINO TA 7
111 61 ADCA TN ITTA 7
112 82 SCCA T2N1MO 1B 2
113 58 SCCA TINOM1 v 2
114 78 ADCA T1INOMO TA =
115 77 ADCA TIN2 TTIA 7
116 72 ADCA T2NO 1B 7
117 59 ADCA T2NO 1B 7
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118 72 SCCA TINOMO IA 7
119 71 ADCA T2N1 11B B
120 72 SCCA T2NO 1B =
121 73 ADCA T2N2MO ITTA =
122 69 SCCA T2NO B 7
123 66 SCCA T2N1MO 1B 7
124 55 ADCA T4 ITIB 7
125 68 ADCA/BA TINOMO IA 7
126 64 ADCA T2NOMO B =
127 7 SCCA TINO IA 7
128 76 ADCA N2 ITIA 7
129 60 ADCA TINO IA 7
130 66 SCCA T2NOMO 1B B

[0310]

[0311]

[0312]

[0313]  PFHr 27 Ff miRNA [X 43R 36 H BT i B 8 FEACRIIE B 2 B FEAR I RE )0 3R 37
7N BRFT mi RNA S R RE RN IE AT 38 Ct A RIAR R 22 . dCt {(EARRIRIER I 42
[ Ct Iz %88 t— K5 p— (R THFHES) miRNA. 27 Ff miRNA Wy DU A DL s e it
BEMKEEREIE, t— B8 p- /T 0.001. X = +PURh miRNA GEH T2 Wi .

[0314] 3K 37. miRNA 7EfTiE 38 B IE 5 A2 A Rk .

[0315]
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t R

miRNA ID | JEF¥){8 Ct | JEF SD | BE3ME Ct | B4 SD | BE-EF dCt | p-fE
miR-15b 27.90 1.52 30.80 1.41 2.91 1.78E-20
miR-182 32.99 1.72 35.75 1.26 2.76 4.19E-17
miR-15a 31.21 1.68 33.90 1.52 2.68 5.00E-16
miR-30b 27.20 1.27 29.07 1.23 1.87 7.33E-14
let-7i 2732 1.56 2038 1.13 2.06 1.01E-13
miR-26b 26.12 1.51 28.10 1.10 1.98 1.38E-13
miR-106b 27.63 1.70 29.84 1.30 221 3.94E-13
let-7g 26.69 1.54 28.61 1.02 1.92 6.04E-13
miR-106a 25.45 1.59 2751 1.48 2.05 9.07E-12
miR-142-3p 25.50 1.64 27.41 1.25 1.90 4.43E-11
miR-301 31.56 1.36 33.29 1.46 1.73 1.98E-10
miR-150 27.65 0.97 28.92 1.18 1.28 4.28E-10
miR-181c¢ 3436 1.41 36.01 1.41 1.65 1.52E-09
miR-25 2731 1.98 29.23 1.62 1.92 3.44E-08
miR-324-3p 31.65 2.19 33.48 1.69 1.83 8.72E-07
miR-126 26.29 1.41 27.45 137 1.16 6.02E-06
miR-27a 28.64 1.64 29.97 1.59 133 8.30E-06
miR-126* 26.46 125 2737 1.14 0.92 3.56E-05
miR-660 25.55 3.36 27.78 3.26 2.23 2.43E-04
miR-346 35.86 1.61 36.94 1.59 1.08 3.60E-04
miR-422a 3234 1.71 33.48 1.57 1.13 3.81E-04
miR-30d 27.92 1.72 29.02 1.66 1.10 3.83E-04
miR-30a-5p 27.06 1.75 28.12 1.64 1.06 6.27E-04
miR-422b 32.47 2.02 33.57 1.45 1.10 8.28E-04
miR-30e-5p 28.41 2.61 29.70 1.70 1.30 1.65E-03
miR-27b 31.89 1.48 32.59 133 0.70 6.25E-03
miR-92 25.84 3.71 25.47 3.05 -0.37 5.46E-01

[0316]

[0317]  ATHZ A& BRIEReIE (ROC) 43 M7 % HAT X 43 Mitie A8 8 M I AR 3% IMVE FEAC BE
I miRNA XJ o ZERESR 38 HH TN REIX 43 IE 5 RE A FH i K5 3 1 22 S 3K 08 miRNA X, FF 4% R
AUC P& FF (0. 99 % 0. 74) HEH1)o

[0318] 3% 38. BEH T4 il B3 M5 11 miRNA ZEFR EVDRT

[0319]
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e IEH)

{B-E% | BE | BE | EF | EF | AUC | tRK
miRNA 2 YArEHt | Bl 2K SD )i SD | ROC p-1&
miR-126* miR-15b 2199 | 343 | 089 | -144 | 067 | 099 |621E-25
miR-15b, miR-27b 2.21 -1.78 | 086 | -3.99 | 095 | 098 |7.97E-27
miR-126, miR-15b -1.74 -3.35 1.12 -1.61 0.76 097 | 3.30E-16
miR-126* miR-15a -1.80 -6.55 0.81 -476 0.87 0.94 1.49E-22
miR-15b, miR-27a 1.57 0.83 0.93 -0.74 0.74 0.94 1.47E-17
miR-106b, miR-30a-5p 1.15 1.72 0.56 0.57 0.55 093 | 2.58E-21
miR-15b, miR-30a-5p 1.84 2.68 1.10 0.84 0.68 093 | 6.13E-18
miR-15b, miR-30d 1.81 1.79 1.08 -0.02 0.69 093 | 6.96E-18
miR-15a,3 miR-30a-5p 1.64 5.79 0.84 4.15 0.83 092 | 8.12E-20
miR-15a, miR-27b 2.00 1.33 0.90 -0.68 1.13 0.92 | 8.07E-21
miR-15b, miR-30b 1.03 1.73 0.76 0.70 0.71 092 | 2.58E-12
miR-126* miR-26b -1.07 -0.73 0.52 0.34 0.64 092 | 7.36E-19
miR-126, miR-15a -1.56 -6.48 1.10 -4.93 0.92 0.92 1.32E-13

[0320]
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miR-15a, miR-30d 1.62 4.91 0.87 3.29 0.85 0.91 | 1.04E-18
miR-15b, miR-26b 0.92 2.71 0.79 1.78 0.41 091 | 1.33E-11
miR-106b, miR-30d 1.12 0.83 0.61 -0.29 0.60 091 | 2.69E-18
miR-106b, miR-126* 1.30 2.47 0.63 1.18 0.72 0.91 | 8.20E-20
miR-15a, miR-422a 1.56 0.46 0.99 -1.10 0.80 091 | 486E-16
miR-106a, miR-30a-5p 0.99 -0.62 0.58 -1.60 0.44 091 | 8.79E-18
miR-106a, miR-30d 0.96 -1.51 0.57 -2.47 0.45 091 | 2.49E-17
miR-15b, miR-301 1.18 -2.48 0.85 -3.66 0.54 091 | 3.59E-14
miR-26b, miR-27b 1.28 -4.49 0.56 -5.77 0.87 0.90 | 4.08E-18
miR-182, miR-27b 2.14 3.19 1.07 1.05 1.35 0.90 | 6.45E-18
miR-106b, miR-27b 1.51 -2.74 0.72 -4.25 1.03 0.90 | 2.49E-17
miR-142-3p, miR-27b 1.20 -5.18 0.58 -6.38 0.94 0.89 | 3.90E-15
miR-106a, miR-126* 1.14 0.13 0.62 -1.00 0.66 0.89 | 1.28E-17
let-7i, miR-126* 1.14 2.01 0.63 0.87 0.79 0.89 | 8.05E-16
miR-27b, miR-30b -1.17 351 0.58 4.69 1.02 0.89 | 1.67E-13
miR-126*, miR-182 -1.85 -8.32 1.02 -6.47 1.15 0.88 | 7.45E-17
miR-15a, miR-27a 1.40 3.97 0.84 2.57 0.87 0.88 | 1.13E-15
miR-106b, miR-126 1.05 2.39 0.89 1.35 0.79 0.88 | 2.41E-10
miR-142-3p, miR-15b -1.00 -3.40 0.81 -2.39 0.70 0.88 | 3.57E-11
let-71, miR-27b 1.36 -3.21 0.70 -4.57 0.99 0.88 | 1.07E-15
miR-126*, miR-30b -0.96 -1.70 0.62 -0.75 0.71 0.88 | 3.01E-13
miR-150, miR-15b -1.63 -1.88 1.18 -0.25 0.94 0.87 | 2.68E-13
miR-15b, miR-422a 1.68 -2.71 1.40 -4.40 0.73 0.87 | 5.28E-12
miR-182, miR-422a 1.67 231 1.22 0.64 1.04 086 | 6.23E-13
miR-182, miR-30a-5p 1.71 7.63 1.20 5.92 1.10 0.86 | 2.75E-13
miR-15b, miR-422b 1.79 -2.77 1.52 -4.55 0.96 0.86 | 2.69E-11
miR-182, miR-30d 1.70 6.72 1.20 5.02 1.05 086 | 1.78E-13
miR-126, miR-26b -0.82 -0.65 0.84 0.17 0.76 0.86 | 9.36E-08
miR-126, miR-182 -1.62 -8.29 121 -6.67 1.27 0.85 | 2.19E-11
let-7g, miR-126* 1.00 1.23 0.65 0.24 0.86 0.85 | 8.28E-12
miR-15a, miR-422b 1.59 0.35 1.33 -1.24 1.02 0.85 | 4.27E-11
miR-27b, miR-301 -1.03 -0.70 0.66 0.33 0.88 0.85 | 6.93E-12
miR-126, miR-30b -0.71 -1.62 0.80 -0.92 0.82 0.85 | 3.08E-06
miR-Let-7g, miR-15b -0.99 -2.20 091 -121 0.68 0.85 | 7.70E-10
miR-126* miR-142-3p -0.98 -0.03 0.73 0.95 0.85 0.84 | 7.76E-11
miR-106a, miR-27b 1.35 -5.08 0.79 -6.43 1.15 0.84 | 8.96E-13
miR-25, miR-30a-5p 0.85 1.10 0.71 0.25 0.63 0.84 | 1.37E-10
miR-15a, miR-30e-5p 1.42 4.23 1.01 2.81 1.97 0.83 | 4.57E-07
[0321]
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miR-106b, miR-422a 1.02 -3.63 0.93 -4.65 0.65 0.83 | 3.79E-10
miR-182, miR-422b 1.71 2.18 1.37 0.47 1.30 0.83 | 8.37E-11
miR-106b, miR-27a 0.88 -0.13 0.66 -1.01 0.72 0.83 | 4.90E-11
let-71, miR-15b -0.84 -1.42 0.80 -0.58 0.55 0.83 | 1.23E-09
miR-126, miR-142-3p -0.74 0.05 0.96 0.78 0.85 0.83 | 1.50E-05
miR-Let-7g, miR-27b 1.21 -3.98 0.82 -5.20 1.08 0.82 | 2.59E-11
miR-30a-5p,

miR-324-3p -0.77 -5.36 0.55 -4.59 0.75 0.82 | 5.20E-10
miR-150, miR-182 -1.50 -6.84 1.22 -5.34 1.09 0.82 | 7.73E-11
miR-182, miR-27a 1.51 5.82 1.14 431 1.26 0.82 | 8.04E-11
miR-150, miR-15a -1.45 -5.01 1.20 -3.56 1.14 0.81 | 231E-10
miR-15b, miR-30e-5p 1.61 1.10 1.25 -0.51 1.89 0.81 | 4.18E-08
miR-15b, miR-181c 1.18 -5.28 1.11 -6.46 0.88 0.81 | 2.59E-09
miR-106b, miR-422b 1.09 -3.73 1.05 -4.82 0.89 0.81 | 1.03E-08
miR-25, miR-30d 0.82 0.21 0.76 -0.61 0.63 0.80 | 2.41E-09
miR-15b, miR-92 3.30 5.34 2.87 2.04 3.38 0.80 | 1.98E-08
miR-126*, miR-301 -0.81 -5.91 0.80 -5.10 0.57 0.80 | 6.31E-09
miR-106a, miR-126 0.89 0.06 0.90 -0.83 0.89 0.80 | 1.44E-07
miR-15a, miR-301 0.99 0.64 0.98 -0.35 0.77 0.79 | 1.09E-08
miR-106a, miR-15b -0.85 -3.30 0.99 -2.44 0.59 0.79 | 1.75E-07
miR-106b, miR-30e-5p 0.92 0.14 0.70 -0.77 1.82 0.79 | 1.34E-04
miR-30d, miR-324-3p -0.74 -4.46 0.67 -3.73 0.81 0.79 | 1.00E-07
miR-15a, miR-92 3.03 8.43 2.93 5.41 3.39 0.79 | 2.74E-07
let-7i, miR-126 0.90 1.93 1.00 1.04 0.97 0.79 | 1.30E-06
miR-142-3p, miR-15a -0.82 -6.53 0.84 -5.71 0.70 0.79 | 4.66E-08
miR-181c, miR-27b 1.00 3.47 0.89 2.48 0.88 0.79 | S.18E-09
miR-106a, miR-422a 0.90 -5.94 1.00 -6.83 0.69 0.78 | 1.35E-07
miR-106b, miR-92 2.60 4.38 293 1.78 3.40 0.78 | 7.78E-06
let-7i, miR-30d 0.97 0.37 1.03 -0.60 0.82 0.78 | 9.84E-08
miR-26b, miR-30d 0.89 -0.92 0.94 -1.80 0.77 0.78 | 1.06E-07
miR-182, miR-30e-5p 1.55 6.08 1.22 453 2.07 0.78 | 4.58E-07
miR-26b, miR-30a-5p 0.92 -0.02 0.95 -0.94 0.75 0.78 | 4.19E-08
miR-182, miR-92 3.07 10.21 3.02 7.15 3.41 0.78 | 3.08E-07
let-7i, miR-30a-5p 1.00 1.26 1.06 0.26 0.82 0.77 | 7.13E-08
miR-182, miR-301 1.12 2.51 1.20 1.39 1.01 0.77 | 1.69E-07
miR-15b,3 miR-46 1.79 -6.11 2.03 -7.89 1.58 0.77 | 4.01E-07
miR-106a, miR-92 2.41 2.04 2.87 -0.37 343 0.77 | 2.71E-05
miR-27a, miR-27b 0.63 -2.62 0.52 -3.25 0.71 0.77 | 3.97E-08

[0322]
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miR-15a, miR-346 1.69 -3.02 1.97 -4.71 1.47 0.77 | 5.42E-07
miR-15a, miR-324-3p 0.90 0.47 0.85 -0.44 1.00 0.77 | 1.49E-07
miR-106b, miR-15b -0.69 -0.96 0.87 -0.27 0.44 0.77 | 6.62E-07
miR-15b, miR-324-3p 1.07 -2.68 1.11 -3.75 0.96 0.76 | 7.93E-08
miR-126*, miR-181c -0.75 -8.65 0.87 -7.91 0.71 0.76 | 1.01E-06
let-7g, miR-126 0.75 1.16 0.92 041 1.01 0.76 | 2.14E-05
miR-15a, miR-181c 1.00 -2.15 0.97 -3.15 1.02 0.76 | 9.88E-08
miR-142-3p, miR-27a 0.57 -2.57 0.68 -3.14 0.68 0.75 | 5.81E-06
miR-106b, miR-150 0.94 0.92 0.82 -0.02 1.11 0.75 | 1.68E-07
miR-182, miR-346 1.67 -1.27 1.82 -2.94 1.66 0.75 | 4.51E-07
miR-126*, miR-25 -1.00 -1.85 1.03 -0.85 1.07 0.75 | 4.15E-07
miR-26b, miR-27a 0.65 -1.87 0.75 -2.52 0.78 0.75 | 4.13E-06
miR-25, miR-92 2.29 3.76 2.85 1.47 3.48 0.75 | 6.64E-05
miR-15a, miR-26b 0.72 5.82 0.84 5.10 0.67 0.74 | 7.99E-07
let-7g, miR-182 -0.88 -7.11 1.06 -6.23 0.99 0.74 | 4.23E-06
miR-15a, miR-30b 0.84 4.85 0.87 4.01 0.95 0.74 | 8.58E-07
let-71, miR-92 2.44 3.92 2.98 1.47 3.30 0.74 | 2.17E-05
miR-106a, miR-27a 0.72 -2.47 0.73 -3.19 091 0.74 | 1.75E-06
miR-142-3p, miR-182 -0.92 -8.40 0.97 -7.48 1.11 0.74 | 1.67E-06
miR-182, miR-30b 0.89 6.69 0.98 5.80 0.98 0.74 | 1.27E-06
miR-324-3p, miR-422a 0.68 -0.02 0.94 -0.70 0.87 0.74 | 5.00E-0S
let-71, miR-182 -0.80 -6.40 1.03 -5.59 0.90 0.74 | 1.03E-05
miR-182, miR-26b 0.79 7.63 091 6.84 0.94 0.74 | 4.74E-06
let-7g, miR-30a-5p 0.85 0.49 1.07 -0.37 0.98 0.74 | 8.75E-06

[0323] [ T miRNA [ ZE 53 O 23 A (32 38) , PEAT T JLANEE T miRNA AW bR S IR e X 43
s AE S (ol ) SRE W KA A . F R 34 P T IR AS B R W v 43 2548
BIAL, ] T3R8 36 Hh BT (R0 AR AN, RS2 41 B A X 43 e 268 28 P E W 52 iR h AR
U PR RE

[0324]  E{A#h, {8 F 2 551 Welch t— Ko 28 F1 Relief (Kira #1 Rendel, Proc 10™ Natl
Conf on Artificial Intelligence, MIT Press, pp. 129-134(1992)) Jyiik#FrE (B,
miRNA) VE A% N, I FLAs A 2 e 340 5023 B (LDA) gkt S ) &AL (LSVM) 4k Al ki A
H4r258% (Burges, Data Mining and Drug Discovery 2:121-167(1998)). F 39 HIx[X
G RN R 20 F e R Ie e 52 183 1) 70 R4 A0 1) AR PR s o

[0325] 3% 39. IE 321 i A8 3 (RN 2RIt 20 o BT () M R RHRE IR 2 o
[0326]
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M | APREE | g%ae | ahRa

2 AR NKBF 7k (miRNAs) AUC AUC
LSVM 9 % r+T #%+4 | LSVM % | TAK 4 1.000 0.919
LSVM Y 4+T #5845 | LSVM W% | T4k 5 1.000 0.890
LSVM Y %4+T #%+6 | LSVM W% | T4k 6 1.000 0.879
LSVM 9| %4+T #3+7 | LSVM W% | TAE 7 1.000 0.831
LSVM 7l 4+Relief+4 | LSVM 7l % Relief 4 0.996 0.958
LSVM 7l #4+Relief+5 | LSVM 2 4% Relief 5 0.997 0.958
LSVM 7l %4+Relief+6 | LSVM 7 % Relief 6 0.997 0.933
LSVM 7 #4:+Relief+7 | LSVM 7 % Relief 7 0.997 0.931
LDA 9l 4+T #rio+4 LDA 9 % T A% 4 1.000 0.886
LDA 9 4+T #5+5 LDA 71 % T #4553 5 1.000 0.875
LDA I 4+T #3646 LDA | % T #:3 6 0.998 0.816
LDA | 4+T #ria+7 LDA 9 % T 425 7 0.998 0.785
LDA 7| #4-+Relief+4 LDA 71| % Relief 4 0.996 0.939
LDA 9 #4-+Relief+5 LDA 9 % Relief 5 0.997 0.908
LDA 7l #-+Relief+6 LDA 9 % Relief 6 0.996 0.908
LDA 7| #+Relief+7 LDA 1| % Relief 7 0.996 0.917

[0327]  JAAEVIGAEA LHEE 25 IR 5- A AT WISl Bl 5 Akl & ROCAUC {i, VP
I RIAE N 0 EIRITERE. REAS 72 ISBERL AR mi RNA X H LIS A1 40 HH TR,

[0328] 3K 40. AT AEMIAREMAE /3 A5 LR R w1 . 3 B A S R
[0329]
LSVM | 4+T #3847 | LSVM 9| %+Relief+7 | LDA 9| %+T #&3+7 LDA ¥ %+Relief+7
miRNA RRAT miRNA ST miRNA PRI AAF
¢ R Rl kS *f W miRNA #¢ e
106a,15b 125 | 106a,26b 125 | 106a,15b 125 106a,26b 125
106a,422b 125 | 126*26b 125 | 106a,422b 125 126*,26b 125
15b,30a-5p 125 | let-7i,26b 115 | 15b,30a-5p 125 let-71,26b 115
126*,15b 101 | 126%,15b 104 | 126%,15b 101 126*,15b 104
106a,26b 95 | 106a,15b 101 | 106a,26b 95 106a,15b 101
let-7g.106a 79 | 126*30b 50 | let-7g,106a 79 126* 30b 50
106a,106b 55 | 26b,30a-5p 49 | 106a,106b 55 26b.30a-5p 49
181¢,30e-5p 45 | 106a,422b 38 | 181c,30e-5p 45 106a,422b 38
106a,142-3p 40 | 30d,30¢-5p 27 | 106a,142-3p 40 30d,30e-5p 27
106a,182 20 | 26b,30e-5p 25 | 106a,182 20 26b,30e-5p 25
182.30a-5p 9 | 422a422b 16 | 182,30a-5p 9 422a.422b 16
106a,15a 8 | 126,15b 14 | 106a,15a 8 126,15b 14
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[0330]
142-3p,30a-5p 6 15b,30a-5p 12 142-3p.30a-3p 6 15b,30a-5p 12
126* 26b 5 106a,30b 10 126* 26b 5 106a.30b 10
15b,30e-3p 5 26b,27b 10 15b,30e-5p 5 26b,27b 10
182,30e-5p 5 106a,15a 9 182,30e-5p 5 106a,15a 9
15b,25 4 let-71,15b 9 15b,25 4 let-7,15b 9
126,30e-5p 3 26b,27a 6 126,30e-5p 3 26b,27a 6
126* 4220 3 30e-5p,422b 6 126* 422b 3 30e-5p,422b 6
142-3p,27b 3 106a,106b 4 142-3p,27b 3 106a,106b 4
181¢,27b 3 15b.25 4 181c,27b 3 15b,25 4
26b.27a 3 15b,30¢e-5p 3 26b,27a 3 15b,30¢-5p 3
422a,422b 3 106a,324-3p 2 422a.422b 3 106a,324-3p 2
30a-5p,422b 2 181¢,30e-5p 2 30a-3p,422b 2 181¢c,30e-5p 2
106a,126 1 let-7i,422b 2 106a,126 1 let-71,422b 2
106a,181c 1 106a,182 ] 106a,181¢c ] 106a,182 1
106a,324-3p 1 126* 422b 1 106a,324-3p 1 126* 422b 1
15b,27b 1 15b,27b 1
25.26b 1 25,26b 1
30b,30e-5p 1 30b,30e-5p 1
let-71,15a 1 let-71,15a 1
let-7i.30b 1 let-71,30b 1
[0331] 53R 40 Hp 4 AR AH S AR St v I HLmT X 43 Bl 1 G i 524K 3 19 RS mi RNA
AT 41, B UE A X 2L mi RNA X 4 it 2 3 F e g 52 3 3, 91 BRI o] DU 3R Ak 8k
2 Wi
[0332] 3R 41 :BEA] T IX 43 i A6 3 F0 UG 52335 119 mi RNA
[0333]
LSVM Y %5 +T ¥ +7 LSWM l|Z: +Relief+7 LDA 45 +T ¥ +7 LDA |45 +Relief+7
106a 106a 106a 106a
106b 106b
126% 126% 126% 126%
142-3p 142-3p
15b 15b 15b 15b
181c 181c
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182 182
26b 26b 26b 26b
30a-5p 30a-5p 30a—5p 30a-b5p
30b 30b
30d 30d
30e—5p 30e—5p 30e—5p 30e-5p
422b 422b 422b 422b
let-7i let-T7i
let-Tg let-7g
[0334]

[0335] 25 2 B AU W A5 FIAS SCHIT 48 0 5 W 0 SE2 ik, AR S B I JFG i St g S0 AR A
IR 53 111y 5 Do TR ORI P AN S I 51 DA DAy s 49125 B8 A W ) SR S s T AR
ASE I BT IR BOM ZR 7R
[0336]  ASCHTSIHII BT 225 SCHRIB I P08 DAL SR IR AR S, Il I $2 38 T A1 H

K.
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[0001]

[0002]

R IES

<110> SHELTON, JEFFREY
KELNAR, KEVIN
VOLZ, STEPHANIE
ADAT, ALEX
BROWN, DAVID
CHOUDHARY, ASHISH

<120> 9 miRNA bR &
<130> 10256. 0034-00000

<150> 61/237,972
<151> 2009-08-28

<160> 323
<170> PatentIn version 3.5

210> 1

<211> 80

<212> RNA
213> ATF7

220>
223> NTFFIMHE: &RNEZTR

<400> 1
ugggaugagg uaguagguug uauaguuuua gggucacacc caccacuggg agauaacuau

acaaucuacu gucuuuccua

210> 2

211> 72

<212> RNA
213> ANIF7

<220>
223> ANT/FFlfaid: &mmFE%EnR

<400> 2
agguugaggu aguagguugu auaguuuaga auuacaucaa gggagauaac uguacagccu

ccuagcuuuc cu

210> 3

211> 71

<212> RNA
213> ATLF7

220>
223> NTFFIMHE: &R\EZTR

<400> 3
gggugaggua guagguugua uaguuugggg cucugcccug cuaugggaua acuauacaau

cuacugucuu uccu
<210> 4
<211> 83

<212> RNA
213> AT

<220>
223> NTFFIMHE: &R EZTR

<400> 4
cggggugagg uaguagguug ugugguuuca gggcagugau guugccccuc ggaagauaac
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[0003]

uauacaaccu acugccuucce

<210> 5

211> 84

<212> RNA
213> NTF#%|

<220>
<223> NPk :

<400> 5
gcauccgggu ugagguagua

caaccuucua gcuuuccuug

<210> 6

<211> 87

<212> RNA
213> A3

220>
223> ANTFAHHEIR

<400> 6

ccuaggaaga gguaguaggu

acuauacgac cugcugccuu

210> 7

211> 79
<212> RNA
213> ATF3

<220>
223> NTPAIHiA :

<400> 7
ccegggeuga gguaggaggu

ccuccuagcu uuccccagg

<210> 8

211> 87

<212> RNA
<213> ANLFF3

<220>
223> NT 5l ik :

<400> 8
ucagagugag guaguagauu

aacuauacaa ucuauugccu

<210> 9

<211> 83

<212> RNA
213> A7

220>
223> AT AR :

<400> 9
ugugggauga gguaguagau

uacagucuac ugucuuuccc

cug

BRI R

gguuguaugg uuuagaguua cacccuggga guuaacugua

gagce

FRRIEZER

ugcauaguuu uagggcaggg auuuugccca caaggaggua

ucuuagg

FRRIIBEZER

uguauaguug aggaggacac ccaaggagau cacuauacgg

BB E R

guauaguugu gggguaguga uuuuacccug uucaggagau

ucccuga

ERNBEZ R

uguauaguuu uagggucaua ccccaucuug gagauaacua

acg
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[0004]

<2105 10
211> 84
<212> RNA
213> AT 4

<220>
223> NTFFIfiA:

<400> 10
aggeugaggu aguaguuugu

acuguacagg ccacugccuu

<210> 11

211> 84

<212> RNA
213> ATFEH|

220>
223> NTRFIHEIE:

<400> 11
cuggcugagg uaguaguuug

acugegeaag cuacugecuu

<210> 12
211> 71

<212> RNA
213> ANTFE%|

<220>
223> NTFA| ik :

<100> 12
ugggaaacau acuucuuuau

uauguaucuc a

<210> 13
<211> 85
<212> RNA
Q13> NTR

<220>
223> NI FERIRGHEA

<400> 13
accuacucag aguacauacu

aaagaaguau guauuuuugg

<210> 14
<211> 80
<212> RNA
213> A T3

<220>
223> NTRFEE:

<400> 14
ccuguugcca caaacccgua

auagguaugu gucuguuagg
<210> 15

<211> 75
<212> RNA

D GhE-R ZRchI13

acaguuugag ggucuaugau accacccggu acaggagaua

geea

AT R

ugcuguuggu cggguuguga cauugcccge uguggagaua

geua

AT HTR

augcccauau ggaccugcua agcuauggaa uguaaagaag

B R TR

ucuuuaugua cccauaugaa cauacaauge uauggaaugu

uaggc

BRI BEEHR

gauccgaacu ugugguauua guccgcacaa gcuuguaucu
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[0005]

213> NP3

220>
223> ANTHFIINHEE: & RITFEZTR

<400> 15
ugccecuggeu caguuaucac agugeugaug cugucuauuc uaaagguaca guacugugau

aacugaagga uggca

<210> 16
Q211> 79
<212> RNA
213> ATLF3

<220>
223> NTIIFHIffEg: &N E% TR

<400> 16
acuguccuuu uucgguuauc augguaccga ugcuguauau cugaaaggua caguacugug

auaacugaag aaugguggu

<210> 17
211> 78
<212> RNA
Q13> ATJ¥5)

<220>
Q223> AT FRAIMEIR: &R EEER

<400> 17
uacugcccuc ggecuucuuua cagugcugec uuguugecaua uggaucaage agcauuguac

agggcuauga aggcauug

<210> 18
<211> 78
<212> RNA
Q213> NI R4

<220>
223> NTFFRIfE: BIRMEZER

<400> 18
uugugeunue ageuicuuua cagugeugee uuguageaill cagglicaage agealuguac

agggcuauga aagaacca
<210> 19

<211> 81

<212> RNA

213> ATRFF|

<220>
223> NTHFFIRHE: & RATF% IR

<400> 19
ugugcaucgu ggucaaaugc ucagacuccu gugguggcug cucaugcacc acggauguuu

gagcaugugc uacggugucu a
<210> 20

<211> 81

<212> RNA

Q13> ATRFH

220>

150
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[0006]

223> NLFFIIHhi

<100> 20
ugugcaucgu ggucaaaugc

gagcaugugc uauggugucu

<210> 21
<211> 81

<212> RNA
Q13> NTR7

220>
223> NI FPAIAGHEIA

<400> 21
ccuuggeccau guaaaaguge

gcacuucuua cauuaccaug

<210> 22
<211> 82
<212> RNA
213> AT P30

220>
223> NLFEAHEE:

<400> 22
ccugeccgggg cuaaagugel

ggguacuuge ugcuccagea

<210> 23

<211> 81

<212> RNA
213> AT

220>

223> N LFRHIRIRGIR:

<400> 23
cucucugcuu ucagcuucuu

acagggeuau caaageacayg

210> 24

<211> 110
<212> RNA
213> ATFF3

<220>
223> NILFEARIHEIA:

<400> 24
gaucugucug ucuucuguau

cacaaauucg uaucuagggg
<210> 25

211> 110

<212> RNA

213> N LFF)

<220>
223> NTIPHHHEL:

<400> 25

BRI HTR

ucagacuccu gugguggeug cuuaugcacc acggauguuu

a

H R EEER

uuacagugeca gguagcuuuu ugagaucuac ugcaauguaa

g

&R BEEHR

gacagugcag auaguggucc ucuccgugcl accgecacugu

g8

R SEZ H R

uacaguguug ccuuguggca uggaguucaa gcagcauugu

a

R 2 R

auacccugua gauccgaauu uguguaagga auuuuguggu

aauauguagu ugacauaaac acuccgeucu

BRAIZEER
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[0007]

ccagagguug 1aacguugue

uagucacaga uucgauucua

<210> 26
211> 85
<212> RNA
213> AT

<220>
223> NTEHHgHA:

<400> 26
ccuuagcaga geuguggagu

ucacacuaaa uagcuacugc

<210> 27
<211> 85
<212> RNA
213> ANTITPF)

<220>
223> NTFR3 ik :

<400> 27
aggccucucu cuccguguuc

gcggugaaug ccaagaaugg

<210> 28
<211> 109
<212> RNA
Q213> NI

<220>
223> NTRHAI:

<400> 28
aucaagauua gaggeucuge

uuaaggcacg cggugaauge

210> 29
211> 87
<212> RNA
213> A TFEF|

<220>
223> NTRFIHMEIR:

<400> 29
ugaggecccee ucugeguguu

geggugaalg ccaagagageg
<210> 30

<211> 86

<212> RNA

213> ANILF3|

<220
223> NTRA| A :

<100> 30
ugccagucuc uaggucccug

gguucuuggg agccuggegu

uauaualuace cuguagaace gaauuugugu ggualcegua.

ggggaauaua uggucgauge aaaaacuuca

& AR

gugacaaugg uguuuguguc uaaacuauca aacgccauua

uaggc

acagcggacc uugauuuaaa uguccauaca auuaaggeac

ggeug

CREIEZ /R4

ucuccguguu cacagecggac cuugauuuaa vgucauvacaa

caagagcgga gccuacggeu geacuugaa

RIS R

cacagcggac cuugauuuaa ugucuauaca auuaaggcac

cgeeouce

BT HR

agacccuuua accugugagg acauccaggg ucacagguga

cuggcec
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[0008]

<210> 31

<211> 88

<212> RNA
213> N3

<220>

<223> NTIFE3| itk

<400> 31

ugcgcuccuc ucagucccug

uaggcucuug ggagcugcega

<210> 32
<211> 89
<212> RNA
213> ANTLF7)

220>

223> NTFe3| ¥k

<400> 32

accagacuuu uccuaguccce

ucaggcucuu gggaccuagg

<210> 33

<211> 85

<212> RNA
213> NTFF|

<220>

223> AT R

<400> 33

cgeuggegac gggacauuau

gaguaauaau gcgccgucca

<210> 34
211> 97
<212> RNA
213> NIF3

220>

223> NTFP3 ¥k

<400> 34

ugugaucacu gucuceagee

auccgucuga gcuuggcugg

<210> 35

211> 82

<212> RNA
213> NLIF4)

<220>

223> ANTFPRIHHIE:

<400> 35

ugagcuguug gauucgggge

cggucucuuu uucageugeu

<210> 36

AR AL R

agacccuaac uugugauguu uaccguuuaa auccacgggu

gucgugcu

AR

ugagacccua acuugugagg uauuuuagua acaucacaag

cggagggga

vacuuuuggu acgegeugug acacuucaaa cucguaccgu

cggea

L AE= /811

ugecugaageu cagaggegeue ugauucagaa agaucaucgg

ucggaagucu caucauc

FRR B EHR

cguagcacug ucugagaggu uuacauuucu cacagugaac

uc
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[0009]

211> 84
<212> RNA
Q213> AN L3

<220>
223> NIITFIHHEA

<400> 36
ugugcagugg gaaggggeec

accggucucu uucccuacug

<210> 37
Q11> 72
<212> RNA
213> NI

<220>
223> NT R4 Bk :

<400> 37
ggaucuuuuu gcggucuggs

caaaaaguau cu

<210> 38
<211> 90
<212> RNA
Q13> ATF¥5)

<220>
223> NTFRH| IR :

<400> 38
ugcccuucge gaaucuuuuu

ccuuacccca aaaagcauuu

<210> 39
<211> 89
<212> RNA
Q213> NI 4

<220>
223> NTFH| g :

<400> 39
ugcugeugge cagageucuu

aauguuaaaa gggcauugge

<210> 40
211> 82
<212> RNA
213> AT 3

<220>
223> NTRFIHEIE:

<400> 40
ggccugeeccg acacucuuuc

allgaaaggege aucggucagg

<210> 11

<211> 101
<212> RNA
213> ANTF%|

AR SR TR

cgauacacug uacgagagug aguagcaggu cucacaguga

uguc

B AR

cuugcuguuc cucucaacag uagucaggaa gcccuuacce

AR H R

geggueuggg cuugeuguac auaacucaal agecggaage

geggaggecg

D GHE R ZRcRII3

uucacauugu gecuacuglclu geaccuguca cuageaguge

cguguagug

AT IR

ccuguugcac uacuauagge cgeugggaag cagugcaaug

uc
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[0010]

<220>
223> NTR7HHR:

<400> 41
ccgeeeeege gucuccaggg

acagucuaca gccauggucg

<210> 42
211> 88
<212> RNA
Q213> ATFEH

<220>
223> NTLFF7fHR:

<400> 42

acaaugcuuu gcuagagcug

ccuucaacca geuguagcua

<210> 43

<211> 102
<212> RNA
213> ATFA

<220>
223> NTFFIRHR:

<400> 43

gggagccaaa ugcuuugcua

ugguccceuu caaccageug

<210> 44

<211> 119
<212> RNA
213> AT

<220>
223> NTFANHIHER:

<400> 44
ccucagaaga aagaugcccce

agagguuugg uccccuucaa

<210> 45
211> 73
<212> RNA
213> ATFF

<220>
223> NTRFHIHHEIR:

<400> 45
cagggugugu gacugguuga

gucaccaacc cuc

<210> 46
<211> 90
<212> RNA
213> AT

<220>
223> NTFHHHEIE:

ERZEER

caaccgugge uuucgauugu uacuguggga acuggaggua

ccecegeagea cgececacgeg ¢

ERBEZER

guaaaaugga accaaalcgc cucuucaaug gauuuggucc

ugcauuga

HRZEER

gagcugguaa aauggaacca aalcgacugu ccaauggauu

uagecugugca uugauggege cg

ERRZGE R

cugcucugge uggucaaacg gaaccaaguc cgucuuccug

ccagcuacag cagggeugge aaugeccagu ccuuggaga

BRI ER

ccagagggge augcacugug uucacccugu gggecaccua

BRI E R
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[0011]

<400> 46

aggccucgcu guucucuaug

ggauuggagc cguggcegeac

<210> 47

<211> 100
<212> RNA
213> NTF7

<220>
223> NTFFIHIHER:

<400> 47
agauaaauuc acucuaguge

auguagggau ggaagccaug

<210> 48

211> 97

<212> RNA
213> ATFF

<220>
223> NTFFIfHR:

<400> 48
cacucugecug uggecuaugg

ggcuaaaagc caugggouac

<210> 49
<211> 82
<212> RNA
213> ANTFF

<220>
223> NTFEFIMHER

<400> 49
ugagceccucg gaggacucca

aaaugagucu ucagaggguu

<210> 50
<211> 102
<212> RNA
213> ANLTFF

<220>
223> NTLF7fHR:

<400> 50
ggluccucuga cucucuucgg

auugcuuaag aauacgcgua

<210> 51

211> 99

<212> RNA
213> AT

<220>
223> NTRFFIRHR:

<400> 51
cccuggeaug guguggugeg

gcuuuuuauu ccuaugugau ucuacugeuc acucauauag

ggreggggaca

BERNZGER

uutauggeuu uuuauuccua ugugauagua auaaagucuc

aaauacauug ugaaaaauca

TR BEETTR

cuuuucauuc cuaugugauu gcugucccaa acucauguag

agugagggge gagcucc

RS ER

uuuguuuuga ugauggauuc uuaugcucca ucaucgucuc

cu

TR Z TR

ugacggguau lucuugggugg auaauacgga uuacguuguu

gucgaggaga guaccagcgg ca

BRI BEGER

gcagcuggug uugugaauca ggeccguugec aaucagagaa
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[0012]

cggcuacuuc acaacaccag

<210> 52

211> 84

<212> RNA
213> NTIF#3)

<220>
<223> NPk :

<400> 52
cguugecugea geugguguug

uuucacgaca ccaggguuge

<210> 53
<211> 68
<212> RNA

213> AL

<220>
223> ANTFPAIHHIA:

<400> 53

guguauucua cagugcacgu

ggaguaac

<210> 54
<211> 100
<212> RNA
213> AT 73

<220>
223> ANTPAIHiA :

<400> 54
ugugucucuc ucuguguccu

cuaccacagg guagaaccac

<210> 55
211> 95
<212> RNA

213> AL

220>
223> ANTRFAIEHEE

<400> 55
cggceggece uggguccauc

acacugucug guaaagaugg
<210> 56
211> 87

<212> RNA
213> A7

<220>
223> NTFEHIHHR:

<400> 56
gacagugcag ucacccauaa

uccuacuuua uggaugagug

ggccacacca cacuacagg

BRI R

ugaaucaggc cgacgagcag cgealiccucu uacccggeua

auca

FRHRIIEER

gucuccagug uggcucggag gcuggagacg cggeccuguu

FRRAIZZER

gccagugguu uuacccuaug guagguuacg ucaugeuguu

ggacaggaua ccggggeacc

ERINBEGER

uuccaguaca guguuggaug gucuaauugu gaagcuccua

cucccgggug gguuc

HRINEE R

aguagaaagc aculacuaaca gcacuggagg guguaguguu

uacugug
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[0013]

<210> 57

<211> 106
<212> RMA
213> NP7

<220>
223> NTFFIER: &2 HER

<400> 57
gegeagegece cugucuccca geeugaggug cagugeugea ucucugguca guugggaguc

ugagaugaag cacuguagcu caggaagaga gaaguuguuc ugcage

<210> 58

<211> 88

<212> RNA

213> NI

220>

223> NTRFINHEIR: &M EZH S

<400> 58

caccuugucc ucacggucca guuuucccag gaaucccuua gaugcuaaga uggggauucc

uggaaauacu guucuugagg ucaugguu

<210> 59
<211> 99
<212> RM
213> ANTFH

<220>
223> NTFFIMHi®: &R EZFR
<100> 59

ccgaugugua uccucagcuu ugagaacuga auuccauggg uugugucagu gucagaccuc

ugaaauucag uucuucagcu gggauaucuc ugucaucgu

<210> 60

211> 73

<212> RNA
Q13> NTRF

220>
223> NTJPFIRTEIE: & 5% TR

<400> 60
ccuggcacug agaacugaau uccauaggcu gugagcucua gecaaugceccu guggacucag

uucuggugce cgg
<210> 61

211> 72

<212> RMNA
213> NLREF|

220>
223> NIFFIMHR: &R EEFR

<400> 61
aalcuaaaga caacauuucu gcacacacac cagacuaugg aagccagugu guggaaauge

uucugcuaga uu

<210> 62
<211> 80
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[0014]

<212> RNA
213> ANTFF

<220>
223> NTRFMfiL: &MREEEHR

<400> 62
uauaaaucua guggaaacau uucugcacaa acuagauucu ggacaccagu gugcggaaau

geuucugeua cauuuuuagg

<210> 63
<211> 68
<212> RNA
213> ANLTFF

<220>
223> NLRFAHHR: &REZFR

<400> 63

gaggcaaagu ucugagacac uccgacucug aguaugauag aagucagugc acuacagaac

uuugucuc

<210> 64
211> 99
<212> RNA
213> AT

<220>
223> NTRFAIMHR: EREZEFR

<400> 64

caagcacgau uagcauuuga ggugaaguuc uguuauacac ucaggcugug gcucucugaa

agucagugca ucacagaacu uugucucgaa agcuuucua

<210> 65
211> 89
<212> RNA
Q13> ANTRF7

220>
223> NTRIIHHR: aHREEGER

<400> 65
geeggegece gageucugge uccgugucuu cacucccgug cuuguccgag gagggaggga

gggacggggg cugugeuggy geageugga

<210> 66
211> 84
<212> RNA
213> AT

<220>
223> NTFHAHR: GlEZER

<400> 66

cuccccaugg cccugucuce caacccuugu accagugcug ggecucagacc cugguacagg

ccugggggac agggaccugg ggac

<210> 67
<211> 90
<212> RNA
213> AT

159

60

80

60

68

60

99

60

89

60

84



CN 102725632 A

ool %

14/63 1T

[0015]

<220>
223> NTRFAMHR: GREZER

<400> 67
uuuccugece ucgaggageu cacagucuag laugucucau ccccuacuag acugaageuc

cuugaggaca gggaugguca uacucaccuc

<210> 68

211> 87

<212> RNA
Q213> ATFEH

<220>
223> NTFHAER: SR EZER

<400> 68

ugluccceece ggeccagguu cugugauaca cuccgacucg ggeucuggag cagucaguge

augacagaac uugggeccgg aaggacce

<210> 69
<211> 90
<212> RNA
213> ATFA

220>
223> NTRFAIRHIR: EREZER

<400> 69

cucacagcug ccagugucau uuuugugauc ugcageuagu auucucacuc caguugcaua

gucacaaaag ugaucauugg caggugugge

<210> 70

211> 87

<212> RNA
213> ATl

220>
223> NTRIIHR: MRS ER

<400> 70
agcgguggee agugucauuu uugugauguu geagceuagua auaugagecce aguugcauag

ucacaaaagu gaucauugga aacugug

<210> 71

211> 84

<212> RNA
213> ATFF

<220>
Q223> NTFHAHR: GREZER

<400> 71

gugguacuug aagauagguu auccguguug ccuucgcuuu auuugugacg aaucauacac
gguugaccua uuuuucagua ccaa

210> 72

211> 65

<212> RNA

213> NTFA

<220>
223> NTRFHHHR: GREZER
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[0016]

<400> 72

cuguuaaugc uaaucgugau agggguuuuu gccuccaacu gacuccuaca uauuagcauu

aacag

<210> 73
<211> 83
<212> RNA
213> NTF7

220>

223> NTLFF7fR:

<400> 73

ccuuggagua aaguagcage

ugugcugecu caaaaauaca

<210> 74
<211> 98
<212> RNA
213> ANTFF

<220>

223> NTFFIfHR:

<400> 74

uugaggccuu aaaguacugu

aucauuauuu gcugcucuag

<210> 75
<211> 89
<212> RNA
213> AT

220>

223> NTRFIRHEIR:

<400> 75

gucagcagug ccuuagcage

auuaacugug cugcugaagu

<210> 76

<211> 81

<212> RNA
213> ANTLTFF

220>

223> NTLF7fHR:

<400> 76

guuccacucu agcagcacgu

acugugcugce uuuaguguga

<210> 77

<211> 84

<212> RNA
213> ATF7

<220>

223> NTFFIRHR:

<400> 77

gucagaauaa ugucaaagug

BRI ESER

acauaauggu uuguggauuu ugaaaaggug caggccauau

agg

TR BEETTR

agcagcacau caugguuuac augcuacagu caagaugega

aaauuuaagg aaauucau

TR EGTTRR

acguaaauau uggcguuaag auucuaaaau uaucuccagu

aagguugac

TR BT

aaauauugge guagugaaau auauauuaaa caccaauauu

C

TREGTTR

cuuacagugc agguagugau augugcaucu acugcaguga
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aggcacuugu agcauuaugg

<210> 78

<211> 110
<212> RNA
213> NTF#%|

<220>
<223> NPk :

<400> 78

ugaguuuuga gguugecuuca

aaaaccaucg accguugauu

<210> 79
<211> 110
<212> RNA
213> A3

220>
223> ANTFAHHEIR

<400> 79

agaagggcua ucaggccagce

uuugggauuu gaaaaaacca

<210> 80
<211> 110
<212> RNA
213> ATF3

<220>
223> NTPAIHiA :

<400> 80
ccugugcaga gauuauuuuu

aacugugugg acaagcucac

<210> 81

<211> 89

<212> RNA
213> AL

<220>
223> NT 5l ik :

<400> 81
cugauggcug cacucaacau

aucaaugaau gcaaacugcg
210> 82
211> 110

<212> RNA
213> A7

220>
223> AT AR :

<400> 82

cggaaaauuu gecaaggguu

ggcaaaccau cgaccguuga

ugac

L GREZ R

gugaacauuc aacgcugucg gugaguuugg aauuaaaauc

guacccuaug gcuaaccauc aucuacucca

FRHREZER

cuucagagga cuccaaggaa cauucaacgc ugucggugag

cugaccguug acuguaccuu gggguccuua

FRRIIZZER

uaaaagguca caaucaacau ucauugcugu cgguggguug

ugaacaauga augcaacugu ggccccgeuu

BB E R

ucauugcugu cgguggguuu gagucugaau caacucacug

gaccaaaca

BRI EZER

ugggEgLaacd uucaaccugu cggugaguuu gggeagoeuea

guggacccug aggccuggaa uugccauccu
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[0018]

<210> 83
<211> 137
<212> RNA
213> AT 4

<220>
223> NTFFIfiA:

<400> 83
guccececucee cuaggeeaca

ugaggacuga ggccagacce

uuaaggggaa ugggegac

<210> 84
<211> 110
<212> RNA
Q213> KNI 4

<220>
223> NTIPH AL

<400> 84
gagcugelg CClcCCCeeg

auccgguggu ucuagacuug

<210> 85

<211> 110
<212> RNA
213> AT 3

<220>
223> NTRFIHEIE:

<400> 85
ccgecagagug ugacuccugu

agucagugaa uuaccgaagg

210> 86
Q11> 84
<212> RNA
213> ANTFF

<220>
223> NTFHIHIHEIR:

<400> 86
ccagucacgu ccccuuauca

gaacugauaa ggguagguga
<210> 87

<211> 82

<212> RNA

Q13> ATF3H

<220>

223> NLFFHa#: -

<400> 87
agggggegag ggauuggaga

uuccucuggu ccuucccuce

<210> 88

HRAI B ER

gcegaggueca caaucaacal Ucauuguugu cgguggguug

accgggggau gaaugucacu guggeuggee cagacacgge

FRAIZ R

uuuuuggeaa ugguagaacl cacaclggug agguaacagg

ccaacuaugg ggcgaggacu cagccggeac

ORI T IR

ucuguguaug gcacugguag aauucacugu gaacagucuc

gccauaaaca gagcagagac agalccacga

&R R

cuuuuccage ccageuuugu gacuguaagu guuggacgga

uuga

gaaaggcagu uccugauggu ccccucccea ggggeuggeu

ca

163

60
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60
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60
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60
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[0019]

<211> 86
<212> RNA
213> NP3

<220>
@23 NTRFFIMTE: &RNFEER

<400> 88
ugcuuguaac uuuccaaaga auucuccuuu ugggcuuucu gguuuuauuu uaagcccaaa

ggugaauuuu uugggaaguu ugageu

<210> 89
<211> 109
<212> RNA
213> ANIFEF)

<220>
223> N LFFIRIHER: &RIZ % EmR

<400> 89
ggucgggeuc accaugacac agugugagac cucgggcuac aacacaggac Ccgggegeug

cucugaccce ucgugucuug uguugecagec ggagggacge agguccgea

<210> 90
<211> 86
<212> RNA
213> AT

<220>
223> NILFFARHIR: & E R

<400> 90
ugcucccucu cucacaucce uugecauggug gagggugage uuucugaaaa ccccucccac

augcaggguu ugcaggaugg cgagec

<210> 91

Q11> 71

<212> RNA
213> N L%

<220>
223> NTIFHIffihig: &R s%ER
<400> 91

uguicuaagg ugealcuagu geagalaglg aaguagalla, gealclliacug cccllaaguge

uccuucugge a

<210> 92
211> 71

<212> RNA
213> AT

<220>
Q23> NTRABHiiIE: & A S HER
<400> 92

uguguuaagg ugcaucuagu gcaguuagug aagcagcuua gaaucuacug cccuaaaugc

cccuucugge a
<210> 93
211> 85

<212> RNA
213> ANTITF%|

164

86

60

109

60

86

60

71

60

71
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[0020]

<220>
223> NTRFIHR:

<400> 93
ugcaggcceuc ugugugauau

aaacauauuc cuacaguguc

<210> 94

211> 92

<212> RNA
Q213> ATFEH

<220>
223> NTLF7ffik:

<400> 94
cggecuggaca gegggeaacg

gegeuuggau uucgucccclu

<210> 95

<211> 110
<212> RNA
213> AT

<220>
223> N7 :

<400> 95
gcegagaccg agugcacagg

cucuggcuge caauuccaua

<210> 96
<211> 88
<212> RNA
213> AT

<220>
223> NTIFA R

<400> 96
cgaggauggg agcugagggce

ccuacaaagu cccaguucuc

<210> 97
<211> 83
<212> RNA
Q13> NTFF

<220>
223> N7 :

<400> 97
guggucucag aaucgggguu

caaagucccg cuuuuggggu

<210> 98

<211> 85

<212> RNA
213> AT

<220>
223> NTFFIfHR:

guuugauaua uuagguuguu auuuaaucca acuauauauc

uugcec

ERBIEGER

gaaucccaaa agcagcuguu gucuccagag cauuccageu

gcucuccuge cu

BRI ZEER

gcucugaccu augaauugac agccagugeu cucgucucce

ggucacaggu auguucgccu caaugccage

AR S R

ugggucuuug cgggegagau gagggugucg gaucaacugg

ggceeceeg

FRBEZER

uugagggega gaugaguuua uguuuuaucc aacuggcccl

cau
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[0021]

<400> 98

augguguuau caaguguaac

ugcuguuacu uuugaugguu

<210> 99
<211> 85
<212> RNA
Q213> NTF7

<220>
223> NTFFHHIE :

<400> 99

ugguuccege ccccuguaac

ugcuguuauc uggggegags

<210> 100
<211> 87

<212> RNA
213> ATFF

<220>
223> NTF7IRHR:

<400> 100

agcuucccug gcucuageag

ggecugugeug cuccaggeag

<210> 101
<211> 70
<212> RNA
213> AT

<220>
223> NTFEFIHER

<400> 101
gugaauuagg uaguuucaug

cccgauucac

<210> 102
<211> 110
<212> RNA
213> AL

<220>
223> NTLF7|ffiR:

<400> 102

ugcucgcuca gcugaucugu

ucggcaacaa gaaacugcclu

<210> 103
211> 84
<212> RNA
213> AT

<220>
223> N7 :

<400> 103
acuggucggu gauuuaggua

agcaacucca uguggacugu guaccaauuu ccaguggaga

accaa

ERRI B ER

agcaacucca uguggaagug cccacugguu ccaguggggce

gccag

FRBEEER

cacagaaaua uuggcacagg gaagcgaguc ugccaauauu

gguggug

TR BT RR

uuguugggee uggguuucug aacacaacaa cauuaaacca

HREZEER

ggcuuaggua guuucauguu guugggauug aguuuugaac

gaguuacauc agucgguuuu cgucgaggge

BB ER

guuuccuguu guugggaucc accuuucucu cgacagcacg
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[0022]

acacugccuu cauuacuuca guug

<210> 104
211> 75

<212> RNA
213> ANTIF3)

<220>
223> NTFPAltiid: &Szt

<400> 104
ggeugugeeg gguagagagg geagugggag guaagagceuc uucacccuuc accaccuucu

ccacccagca uggee

<210> 105
<211> 62
<212> RNA

213> ANIFE%)

220>

223> NILJFARHd: GRS IR
<400> 105

ucauuggucc agaggggaga uagguuccug ugauuuuucc uucuucucua uagaauaaau

ga

<210> 106
Q11> 71

<212> RNA
213> ATFF

<220>
223> NTFRIft: &% HR

<400> 106
gccaaccceag uguucagacu accuguucag gaggeucuca auguguacag uagucugeac

=

auugguuagg ¢

<210> 107
<211> 110
<212> RNA

213> AL

220>
223> ANTRAIRHGER: &2 H %

<400> 107

aggaagcuuc uggagauccu gcuccgucge cccaguguuc agacuaccug uucaggacaa

ugccguugua caguagucug cacauugguu agacugggca agggagagcea

<210> 108
<211> 110
<212> RNA
213> ATLJF7

220>
223> NTFFIMH®: &RiEZE

<400> 108
ccagaggaca ccuccacucc gucuacccag uguuuagacu aucuguucag gacucccaaa

o

uuguacagua gucugcacau ugguuaggcu gggeuggguu agacccucgg
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[0023]

<210> 109
211> 82

<212> RN
213> NTFF

220>
223> ANT/FFIRHHR:

<400> 109
gcaguccucu guuaguuuug

ugcaaaacug augguggecu

<210> 110
211> 87

<212> RM
213> NITFF

<220>
223> N_LPH| Rk .

<400> 110
cacuguucua ugguuaguuu

auccaugcaa aacugacugu

<210> 111
211> 96
<212> RM
213> ANTFF

<220>
<223> NTFHIHH®:

<400> 111
acauugcuac uuacaauuag

cugugcaaal ccaugcaaaa

<210> 112
211> 90
<212> RNA
213> ALF7

<220>
223> NTLFH| Rk

<400> 112
ccgggeeecu gugageaucu

gucugguaac gauguucaaa
<210> 113
211> 95

<212> RM
213> NTF%

<220>
223> NLTFHIRHL:

<400> 113
ccageucggg cagccgugge

acugccuggu aaugaugacg

<210> 114
<211> 68

D GER RS

cauaguugca cuacaagaag aauguaguug ugcaaaucua

gc

RS ER

ugcagguuug cauccagcug ugugauauuc ugcugugcaa

gguagug

RN R

uuuugecaggu uugcauuuca geguauauau guauaugugg

clgauuguga uaaugu

BIRA R

vaccggacag ugcuggauuu cccageuuga cucuaacacu

ggugacccge

BRI E TR

caucuuacug ggcagcauug gauggaguca ggucucuaau

geggagececu geacg
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[0024]

<212> RNA
213> AT

<220>
223> NTRFIMfR: &MROEZHR

<400> 114
cccucgucuu acccageagu guuuggguge gguugggagu cucuaauacu gecggguaau

gauggagg

<210> 115
211> 110
<212> RNA
213> AL

<220>
223> NTFHHHER: GHRE%ER

<400> 115

cgeceucagag ccgeccgecg uuccuuuuue cuaugceauau acuucuuuga ggaucuggec

uaaagaggua uagggcaugg gaaaacgggg cggucgggue cuccccageg

<210> 116
211> 110
<212> RNA
213> AT

<220>
Q223> NTFHHHR: GlE%ER

<400> 116
guguugggga cucgcgegeu ggguccagug guucuuaaca guucaacagu ucuguagege

aauugugaaa uguuuaggac cacuagaccc ggegggegeg gegacagega

<210> 117
211> 110
<212> RNA
Q213> NTF3

220>
223> NTRIHHR: aHRBZHER

<400> 117
ggeuacaguc uuucuucaug ugacucgugg acuucccuul gucauccuau gecugagaau

auaugaagga ggcugggaag gecaaagggac guucaauugu caucacugge

<210> 118
<211> 110
<212> RNA
213> ATFF

220>
223> NTFHHHR: GREHER

<400> 118

aaagauccuc agacaaucca ugugcuucuc uuguccuuca uuccaccgga gucugucuca
uacccaacca gauuucagug gagugaaguu caggaggeau ggagcugaca

<210> 119

211> 86

<212> RNA
213> ATl
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[0025]

<220>
223> NTRFAMHR: &RAEZER

<400> 119
ugcuuccega ggecacauge uucuuuauau ccccauaugg auuacuuuge uauggaaugu

aaggaagugu gugguuucgg caagug

<210> 120
211> 71

<212> RNA
Q213> ATFEH

<220>
223> NLTRFARHR: &R EZEFR

<400> 120

ugacgggega gecuuuuggec cggguuauac cugaugcuca cguauaagac gagcaaaaag

cuuguugguc a

<210> 121
211> 71

<212> RNA
213> AT

<220>
223> NTFFIRHEE: &M EETR

<400> 121

guagcacuaa agugcuuaua gugcagguag uguuuaguua ucuacugcau uaugagcacu

uaaaguacug ¢

<210> 122
<211> 69
<212> RNA
213> AT

<220>
223> ATFFIHR: & REFEER

<400> 122
aguaccaaag ugcucauagu gcagguaguu uuggcaugac ucuacuguag uaugggcacu

uccaguacu

<210> 123
211> 72
<212> RNA
213> AT

<220>
223> NTFFIRHEE: &R EETR
400> 123

uglucggguag cuuaucagac ugauguugac uguugaaucu cauggcaaca ccagucgaug

ggcugucuga ca

<210> 124
<211> 110
<212> RNA
213> ANTFF)

<220>
223> NTFFIRHIR: &l ZER
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[0026]

<400> 124
acccggecagu geccuccagge

acccacugug cgugugacag

<210> 125
<211> 110
<212> RNA
Q213> NTF7

<220>
223> NTFFHHIE :

<400> 125
ucaccuggcce augugacuug

gggcragggac agcaaagggg

<210> 126
<211> 110
<212> RNA
213> AT

<220>
223> NTF7IRHR:

<400> 126

cggggecacce cgeeccggaca

ccgeccucag uaacagucuc

<210> 127
<211> 110
<212> RNA
213> AT

<220>
223> NTFEFIHHER

<400> 127
ggceuggeug gacagaguug

gcucaccugu acagcaggea

<210> 128
<211> 110
<212> RNA
Q213> ANTFF

<220>
223> NTLF7|ffiR:

<400> 128

aucauucaga aaugguauac

uugucuguca uuucuuuagg

<210> 129
211> 110
<212> RNA
213> AT

<220>
223> N7

<400> 129
gauggcugug aguuggcuua

gcagggeage cccugeccac cgecacacuge geugecccag

cggeugaucu gugccuggee agegegacce

ERZEER

ugggecuucce uuugucaucc uucgccuagg geucugagea

ugcucaguug lucacuuccca cagcacggag

HRZEER

gcgegeegge accuuggeuc uagacugeuu acugeccggg

cagucacgge caccgacgec UggCccegec

TFRZGER

ucaugugucu geccugucuac acluugcugug cagaacaucc

cagacaggca gucacaugac aacccagccu

HREZEER

aggaaaauga ccuaugaauu gacagacaau auagcugagu

ccaauauucu guaugacugu gcuacuucaa

BRI ZEER

aucucagcug gcaacuguga gauguucaua caaucccuca
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[0027]

caguggucuc ugggauuaug

<210>
21
212>
213>

220>
223>

<400>

aguavaauuva uvuvacauvaguu

gaaucaguca ccaucaguuc

<210>
211>
212>
<213>

<220>
223>

<400>

gugauaaugu agcgagauuu

guaaaacaug guuccgucaa

<210>
211>
<212>
213>

<220>
223>

<400>

gaccagucge ugeggggeuu

acggaacaug guucugucaa

210>
211>
212>
213>

<220>
223>

<400>

ccgeceeggg ccgeggeuce

gagaguugag ucuggacguc

<210>
211>
212>
213>

<220>
223>

<400>

acucaggggc uucgccacug

gagaauugug gcuggacauc

130
110
RNA
ANIF5I

NTFH I -
130

131
110
RNA
AIFF

AT Feo L :

131

132
110
RNA
ANIF5

AT oIt -
132

133
110
RNA
NI F5)

AT FH ik
133

134
97

RNA
ANIFF

AT A -

134

cuaaacagag caauuuccua gcccucacga

B E R

uuugaugucg cagauvacuge aucaggaacu gauuggauaa

cuaaugcauu gccuucagca ucuaaacaag

BN EZERE

ucuguuguge uugaucuaac caugugguug cgagguauga

geaccaugga acgucacgea goeuuucuaca

CRBGEZr Rz

uccuuuguge uugaucuaac cauguggugg aacgauggaa

gecaccgegga aagecaccgug cucuccugea

RN Z B ER

ugauugucca aacgcaauuc ucgagucuau ggcuccggec

ccgagecgee geccccaaac cucgagegeg

HRINEE HR

auuguccaaa cgcaauucuu guacgagucu gcggecaace

uguggeugag cuccggg
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[0028]

<210> 135
211> 8
<212> RNA
213> N LFF3)

<220>
223> NTFFIHHEA:

<400> 135
ggeugageeg caguaguuci

aguugaagaa cuguugcccu

<210> 136
<211> 110
<212> RNA
213> AT 3

<220>
223> NTFR3 Bk :

<400> 136
ugaacaucca ggucuggggc

caacagcuac auugucugcu

<210> 137
<211> 110
<212> RNA
213> ANTF%|

<220>
223> NTR3|Hfiiik :

<400> 137
gcugcuggaa gguguaggua

uaaucagcag cuacaucugg

<210> 138
211> 110
<212> RNA
Q13> NI

<220>
223> NTF5| i

<400> 138
ccuggecuce ugecagugeca

gguagagugu caguuuguca

<210> 139
211> 81

<212> RNA
Q213> ANTFF)

<220>
223> NTRFI AL

<400> 139
gggcuuucaa gucacuagug

gceelaguga cuacaaagec
<210> 110

<211> 73
<212> RNA

B RA TR

ucaguggeaa geuuuaugue cugacceage 1aaageugee

cugce

BRI IR

augaaccugg cauacaaugu agauuucugu guucguuagg

ggguuucagg cuaccuggaa acauguucuc

E A E A HR

cccucaaugg cucaguagce aguguagauc cugucuuucg

cuacuggguc ucugauggca ucuucuagcu

D GIEZ ZRERII3

cgecuccgugu auuugacaag cugaguugga cacuccaugu

aauaccccaa gugeggeaca ugcuuaccag

B AR HIR

guuccguuua guagaugauu gugcauuguu ucaaaauggu

C
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[0029]

213> NP3

220>
223> ANTHFIINHEE: & RITFEZTR

<400> 140
ggeeggeugeg gguuccuggg gaugggauuu geuuccugue acaaaucaca uugecaggga

uuuccaaccg acc

<210> 141
Q11> 97
<212> RNA
213> ATLF3

<220>
223> NTIIFHIffEg: &N E% TR

<400> 141
cucaggugcu cuggecugeuu ggguuccugg caugeugauu ugugacuuaa gauuaaaauc

acauugecag ggauuaccac geaaccacga ceuugge

<210> 142
211> 68
<212> RNA
Q13> ATJ¥5)

<220>
Q223> AT FRAIMEIR: &R EEER

<400> 142
cuccggugee uacugagcug auaucaguuc ucauuuuaca cacuggeuca guucageagg

aacaggag

<210> 143
<211> 73
<212> RNA
Q213> NI R4

<220>
223> NTFFRIfE: BIRMEZER

<400> 143
cucugeeuce cgugeeuacl gageugaaac acaguugguu ugluguacacu ggeucaguie

agcaggaaca ggg

<210> 144
<211> 84
<212> RNA
213> ATRFF|

<220>
223> NTHFFIRHE: & RATF% IR

<400> 144
ggccaguguu gagaggcgga gacuugggca auugcouggac gougeccugg geauugeacu

ugucucgguc ugacagugec ggcc
<210> 145

Q11> 77

<212> RNA

Q13> ATRFH

220>

174
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[0030]

223> NTIFHIHEAE: & RHTFEEER

<100> 115
guggcecucgu ucaaguaauc caggauagge ugugcagguc ccaaugggece uauucuuggu

uacuugcacg gggacgc

<210> 146
211> 84

<212> RNA
Q13> NTR7

220>
223> NIFPEAIAHEIR: & B HE

<400> 146
ggecuguggeu ggauucaagu aauccaggau aggcuguuuc caucugugag gceccuauucuu

gauuacuugu uucuggagge agcu

<210> 147
211> 77
<212> RNA
213> AT P30

<220>
223> ANTHFIINEG: &RNEZTR

<400> 147
ccgggacceca guucaaguaa uucaggauag guugugugceu guccagccug uucuccauua

cuuggeucgg ggaccgg

<210> 148
<211> 78
<212> RNA
213> AT

<220>
223> NIRRT : & A SF% B

<400> 148
cugaggagca gggcuuagceu gcuugugage aggguccaca ccaagucgug uucacagugg

cuaaguuccg ceeceeag
<210> 149
211> 97

<212> RNA
213> ATFF3

<220>
223> NILFPAAHRIR: & E R

<400> 149
accucucuaa caaggugcag agcuuagcug auuggugaac agugauuggu uuccgeuuug

uucacagugg cuaaguucug caccugaaga gaaggug
<210> 150

<211> 86

<212> RNA

213> AN LR35

220>
Q23> NTIFHIfiE: & RiSEEHR

<400> 150

175
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[0031]

gguccuugee cucaaggage ucacaglucua uugaguuace ucugacull ucccacuaga

uugugagcuc cuggagggea ggcacu

<210> 151
211> 80
<212> RNA
213> AT

<220>
223> NTIFHHR: & B R

<400> 151
aggacccuuc cagagggeccc ccccucaauc cuguugugec uaauucagag gguugggugg

aggcucuccu gaagggcucu

<210> 152
<211> 63
<212> RNA
213> ANTITPF)

<220>
223> NTRHEMEIA: & i S H R
<400> 152

aagaaauggu uuaccguccc acauacauuu ugaauaugua ugugggaugg uaaaccgeuu

cuu

<210> 153
<211> 64
<212> RNA
Q213> NI

<220>
Q223> NTRAIHHiE: & 5% HER

<400> 153
augacugauu ucuuuuggug uucagaguca avauaauvuuu cuagcaccau cugaaaucgg

uuau
<210> 154
<211> 81

<212> RNA
213> ATLFF3

<220>
223> NTRFFIRIA: O RATFEZ TR

<400> 154

cuucaggaag cugguuucau auggugguuu agauuuaaaul agugauuguc uagcaccauu
ugaaalcagu guiucuuggegeg g

<210> 155

<211> 81

<212> RNA

213> AT

<220
223> NTIFFIRIEIR: & e EmR

<100> 155

cuucuggaag cugguuucac augguggcuu agauuuuucc aucuuuguau cuagcaccau

uugaaaucag uguuuuagga g
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[0032]

<210> 156
<211> 88
<212> RNA
213> AT F3

<220>
223> NTRIIIHR: &R S%ER

<400> 156
aucucuuaca caggecugacc gauuucuccu gguguucaga gucuguuuuu gucuageacce

auuugaaauc gguuaugaug uaggggga

<210> 157
<211> 86
<212> RNA
213> NTF3

<220>
223> NLFHHA: &R EZFR

<400> 157

acugcuaacg aaugcucuga cuuuauugca cuacuguacu uuacagcuag cagugcaaua

guauugucaa agcaucugaa agcagg

<210> 158
<211> 69
<212> RNA
213> NTF3

<220>
223> NLFFHHR: &RPEZHFR

<400> 158

ccaccacuua aacguggaug uacuugcuuu gaaacuaaag aaguaagugc uuccauguuu

uggugaugg

<210> 159
211> 73

<212> RNA
213> ANTF3|

<220>
223> NIFHIHA: &R EZHR

<400> 159

gcucccuuca acuuuaacau ggaagugcuu ucugugacuu uaaaaguaag ugcuuccaug

uuuuaguagg agu

<210> 160
<211> 68

<212> RNA
213> NTFF3

<220>
223> NLFFHA: &RPEZHFR

<400> 160

ccucuacuuu aacauggagg cacuugcugu gacaugacaa aaalaagugc uuccauguuu

gagugugg
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[0033]

<210> 161
211> 71

<212> RNA
213> AT 4

<220>
223> NTRHAIE: 4RAFEZER

<400> 161
gegacuguaa acauccucga cuggaageug ugaagecaca gaugggeuuu cagucggaug

uuugcageug ¢

<210> 162
<211> 88
<212> RNA
213> ATFEH|

<220>
223> NTHFFIREE: O RATFE%TTIR

<400> 162
accaaguuuc aguucalgua aacauccuac acucagcugu aauacaugga uuggcuggga

ggugganguu uacuicageu gacuugga

<210> 163
<211> 89
<212> RNA
213> ANTFE%|

<220>
223> NTIFFIREIR: & e ER

<100> 163
accaugcugu agugugugua aacauccuac aclcucagcu gugagcucaa gguggeuggg

agaggguugu uuacuccuuc ugccaugga

<210> 164
211> 72
<212> RNA
Q13> NTR

<220>
223> NTFHIfiE: & R 5% B

<400> 164
agauacugua aacauccuac acucucagcu guggaaagua agaaagcugg gagaaggcug

uuuacucuuu cu

<210> 165
<211> 70
<212> RNA
213> A T3

<220>
223> ANTHFIINEGE: &RNEZTR

<400> 165
guuguuguaa acauccccga cuggaagcug uaagacacag cuaagcuuuc agucagaugu

uugcugeuac

<210> 166
<211> 92
<212> RNA
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[0034]

213> NP3

220>
223> ANTHFIINHEE: & RITFEZTR

<400> 166
gggeagucuu ugcuacugua aacauccuug acuggaagcu guaagguguu cagaggageu

uucagucgga uguuuacagc ggcaggcuge ca

<210> 167
Q11> 71

<212> RNA
213> NI

<220>
223> NTIIFHIffEg: &N E% TR

<400> 167
ggagaggagg caagaugcug gcauagcugu ugaacuggga accugcuaug ccaacauauu

gceccecaucuuuc ¢

<210> 168
211> 70
<212> RNA
Q13> ATJ¥5)

<220>
Q223> AT FRAIMEIR: &R EEER

<400> 168
ggagauauug cacauuacua aguugcaugu ugucacggcc ucaaugcaal uuagugugug

ugauauuuuc

<210> 169
<211> 82

<212> RNA
Q213> NI R4

<220>
223> NTFFRIfE: BIRMEZER

<400> 169
geuucgeuce ccucegecull cucuiccegg ulcuuccegg aglcgggaaa ageuggguug

agagggcgaa aaaggaugag gu

<210> 170
211> 86
<212> RNA
213> ATRFF|

<220>
223> NTHFFIRHE: & RATF% IR

<400> 170
uugguacuug gagagaggug gucCguggcg cguucgcuuu auuuauggcg cacauuacac

ggucgaccuc uuugcaguau cuaauc
210> 171

<211> 83

<212> RNA

Q13> ATRFH

220>
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[0035]

223> NTIFHIHEAE: & RHTFEEER

<100> 171
cugacuaugc cuccccgeal ccccuaggge auugguguaa ageuggagac ccacugecce

aggugcugecu ggeggguugua guc

<210> 172
<211> 98
<212> RNA
Q13> NTR7

220>
223> NIFPEAIAHEIR: & B HE

<400> 172
auacagugcu ugguuccuag uaggugucca guaaguguuu gugacauaau uuguuuauug

aggaccuccu aucaaucaag cacugugcua ggcucugg

<210> 173
<211> 95
<212> RNA
213> AT P30

<220>
223> ANTHFIINEG: &RNEZTR

<400> 173
cucaucuguc uguugggecug gaggeaggee cuuugugaag geggguggug cucagaucge

cucugggece uuccuccage cccgaggegg auuca

<210> 174
211> 75
<212> RNA
213> AT

<220>
223> NIRRT : & A SF% B

<400> 174
uggaguggeg gggrcaggagg ggeucaggga gaaagugeau acagccccug geecucucug

ceeuucegue ceeug
<210> 175
<211> 80

<212> RNA
213> ATFF3

<220>
223> NILFPAAHRIR: & E R

<400> 175
gguaccugaa gagagguuuu cuggguuucu guuucuuuaa ugaggacgaa acacaccugg

uuaaccucuu uuccaguauc
<210> 176

211> 84

<212> RNA

213> AN LR35

220>
Q23> NTIFHIfiE: & RiSEEHR

<400> 176
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[0036]

gugguacclug aagagagguu

gguuaaccuc uuuuccagua

<210> 177
211> 69
<212> RNA
213> AT

<220>
223> NTEHHgHA:

<400> 177
cuguggugea uuguaguuge

gcaucacag

<210> 178
211> 9
<212> RNA
213> ANTITPF)

<220>
223> NTFR3 ik :

<400> 178
cuuuggegau cacugeccucu

agcacacggc cugcagagag

<210> 179
<211> 94
<212> RNA
Q213> NI

<220>
223> NTRHAI:

<400> 179
gaguuugguu uuguuugggu

gceecuggge cuauccuaga

<210> 180
Q11> 94

<212> RNA
213> A TFEF|

<220>

<223> NTLF5|HHhik :
<400> 180

uguuuugagec gggeggucaag

aluugeuccug accluccucuc

<210> 181
<211> 93
<212> RNA
213> ANTF%|

<220
223> NTRA| A :

<100> 181
guagucagua guuggggggu

cuccuauaug augccuuucu

uucugggul cuguuicuil aulgaggacg aaacacaccu

ucaa

& AR

auugcauguu cuggugguac ccaugcaaug uuuccacagu

cugggeeugu gucuuaggeu cugecaagauc aaccgageaa

gcagecgeucu gecce

BRI

uuguucuagg uaugguccca gggaucccag aucaaaccag

accaaccuaa gcuc

RIS R

agcaauaacg aaaaaluguuu gucauaaacc guuuuucauu

auuugeualla. mica

BT HR

gggaacggeu ucauacagga guugaugcac aguuauccag

ucauccccuu caa
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[0037]

<210> 182
<211> 67
<212> RNA
213> N3

<220>
223> NTFFINHER: &Rl FERHER

<400> 182
ucuccaacaa uauccuggug cugagugaug acucaggcga cuccagcauc agugauuuug

uugaaga

<210> 183
<211> 94
<212> RNA
213> ANTLF7)

<220>
223> NTFFI WA GRNERTR

<400> 183
cggggeggee geucucccug uccuccagga geucacgugu gecugecugu gagegecucg

acgacagagc cggcgecuge cccagugucu gege
<210> 184
211> 95

<212> RNA
213> NTFF|

<220>
223> ATFAITHR: &R ESER

<400> 184
uuguaccugg ugugauuaua aagcaaugag acugauuguc auaugucguu ugugggaucc

gucucaguua cuuuauagcc auaccuggua ucuua
<210> 185

<211> 99

<212> RNA

213> NI

<220>
223> NTFFYiid: SR EZHER

<400> 185
gaaacuggege ucaaggugag gggugeuaue ugugauugag ggacaugguu aauggaauug

ucucacacag aaaucgcacc cgucaccuug gccuacuua
<210> 186

211> 98

<212> RNA

Q213> ANLF4)

<220>
223> NLTIFF WA GRNEZ TR

<400> 186

acccaaaccc uaggucugcu gacuccuagu ccagggeucg ugauggeugg ugggeccuga

acgagggguc uggaggccug gguuugaaua ucgacage

<210> 187
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[0038]

<211> 95
<212> RNA
Q213> AN L3

<220>
223> NIITFIHHEA

<400> 187
ggucucugug uugggegucu

caggggeugg gecugcageu

<210> 188
<211> 110
<212> RNA
213> NI

<220>
223> NT R4 Bk :

<400> 188
ggccageugu gaguguuucu

aagcaaucag caaguauacu

<210> 189
Q211> 81
<212> RNA
Q13> ATF¥5)

<220>
223> NTFRH| IR :

<400> 189
gugcucgguu uguaggeagu

uccacugcca ucaaaacaag

<210> 190
211> 77

<212> RNA
Q213> NI 4

<220>
223> NTFH| g :

<400> 190
agucuaguua cuaggcagug

ggccagguaa aaagauu

<210> 191
211> 72
<212> RNA
213> AT 3

<220>
223> NTRFIHEIE:

<400> 191

ggagcuuauc agaaucucca

cugauuugeu uc

<210> 192
<211> 65

<212> RNA
213> ANTF%|

AR SR TR

gucugceege augcecugeeu cucuguugeu cugaaggagg

gceugggeag agegg

BRI HR

uuggecagugu cuuagcuggu uguugugage aauaguaagg

gceccuagaag ugeugeacgu ugugggecce

AR H R

gucauuagcu gauuguacug uggugguuac aaucacuaac

geac

D GHE R ZRcRII3

vaguuagcug auugcuaaua guaccaaluca cuaaccacac

AT IR

gggeuacuuu auaauuucaa aaagucCcccc aggugugauu
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[0039]

<220>
223> NTRFAIMHR: &RAEZER

<400> 192
cuugaauccu uggaaccuag gugugagugc uauuucagug caacacaccu auucaaggau

ucaaa

<210> 193
211> 87

<212> RNA
Q213> ATFEH

<220>
223> NLFARHR: &REZFR

<400> 193

accgcaggga aaaugaggga cuuuuggggg cagauguguu uccauuccac uaucauaaug

ccccuaaaaa uccuuauugc ucuugca

<210> 194
211> 111
<212> RNA
213> ATFA

<220>
223> NTFFIRHIR: &lHEZER

<400> 194
agaguguuca aggacagcaa gaaaaalgag ggacuuucag gggcagcugu guuuucugac

ucagucauaa ugcccclaaa aauccuuauu guucuugeag ugugcaucgg g

<210> 195
211> 68
<212> RNA
213> AT

220>
223> NTRIIHR: MRS ER

<400> 195
ccauuacugu ugcuaauaug caacucuguu gaauauaaau uggaauugca cuuuagcaau

ggugaugg

<210> 196
<211> 70
<212> RNA
213> ATFF

<220>
Q223> NTFHAHR: GREZER
<400> 196

uugaagggag aucgaccgug uuauauucgc uuuauugacu ucgaauaaua caugguugau

cuuuucucag

<210> 197
211> 75

<212> RNA
213> AT

<220>
223> NTRFHHHR: GREZER
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[0040]

<400> 197
agacagagaa gccaggucac gucucugcag uuacacagcu cacgagugec ugcuggggug

gaaccugguc ugucu

<210> 198
<211> 67

<212> RNA
213> NTF7

<220>
223> NTFIIRHR: &g HR

<400> 198
guggcacuca aacugugggg gcacuuucug cucucuggug aaagugecge caucuuuuga

guguuac

<210> 199
<211> 67

<212> RNA
213> ATFF

<220>
223> NTRFAMHER: SREZTR

<400> 199
gugggeccuca aauguggage acuauucuga uguccaagug gaaagugeug cgacauuuga

gegucac

<210> 200
<211> 69
<212> RNA
213> ANTFF

<220>
223> NTRFFIHfE: &REEEHER

<400> 200
gggauacuca aaauggggge gcuuuccuuu uugucuguac ugggaaguge uucgauuuug

gggugucce

<210> 201
211> 72
<212> RNA
213> ANLTFF

<220>
223> NLTRFAMHR: HREZTR

<400> 201

uacaucggcc auuauaauac aaccugauaa guguuauage acuuaucaga uuguauugua
auugucugug ua

<210> 202

211> 64

<212> RNA
213> ANTFA

<220>
223> NTRFAIMHR: EREZER

<400> 202

ccecegegacg agccccucge acaaaccgga ccugageguu uuguucguuc ggeucgegug
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[0041]

aggce

<210> 203
<211> 68
<212> RNA
213> NTIF#3)

<220>
223> NTFHImaL: &R E%ER

<400> 203

uaaaagguag auucuccuuc ualgaguaca uuauuuauga uuaalcauag aggaaaaucc

acguuuuc

<210> 204
<211> 80
<212> RNA

213> AL

220>
223> ANITFAIRHE: GRS TR

<400> 204

gguauuuaaa agguagauuu uccuucuaug guuacguguu ugaugguuaa ucauagagga

aaauccacgu uuucaguauc

<210> 205
<211> 100
<212> RNA
213> AT 73

220>
223> ANTRFANRIHR: ERZEZER

<400> 205
caguccuucu uugguauuua aaacguggau auuccuucua uguuuacgug auuccugguu

aaucalagag gaaaauccau guluucagua ucaaaugcug

<210> 206
<211> 66
<212> RNA

213> AL

220>
223> ANTRAIRHER: &RFEZE R

<400> 206

aaaaggugga uauuccuucu auguuuaugu uauuuauggu uaaacauaga ggaaauucca
cguuuu

210> 207

211> 69

<212> RNA
213> A7

220>
223> AT RFAIRHR: & EE R

<400> 207
uugagcagag guugcccuug gugaauucge uuuauuuaug uugaaucaca caaaggcaac

uuuuguuug

186

64

60

68

60

80

60

100

60

66

60

69



CON 102725632 A F 3 *x

41/63 71

[0042]

<210> 208
<211> 66

<212> RMA
213> NP7

<220>
223> NTFFIEHR: &R EE R

<400> 208
agggcuccug acuccagguc cuguguguua ccuagaaaua gcacuggacu uggagucaga

aggecu

<210> 209

<211> 67

<212> RNA

213> NI

220>

223> NTRFINHEIR: &M EZH S

<400> 209

agagauggua gacuauggaa cguaggcguu augauuucug accuauguaa caugguccac

uaacucu

<210> 210
<211> 61

<212> RM
213> ANTFH

<220>
223> NTRIIRIE: &S E R
<100> 210

aagaugguug accauagaac augcgcuauc ucugugucgu auguaauaug guccacaucu

u

<210> 211
211> 75

<212> RNA
Q13> NTRF

220>
223> NTJPFIRTEIE: & 5% TR

<400> 211
uacuuaaagc gagguugccce uuuguauauu cgguuuauug acauggaaua uacaagggca

agcucucugu gagua
<210> 212

211> 76

<212> RMNA

213> NLREF|

220>
223> NIFFIMHR: &R EEFR

<400> 212
uacuugaaga gaaguuguuc gugguggauu cgcuuuacuu augacgaauc auucacggac

aacacuuuuu ucagua

<210> 213
211> 73
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[0043]

<212> RNA
213> ANTFF

<220>
223> NTRFMfiL: &MREEEHR

<400> 213
cuccucagau cagaagguga uuguggcuuu ggguggauau uaaucagcca cagcacugec

uggucagaaa gag

<210> 214
211> 79
<212> RNA
213> ANLTFF

<220>
223> NLRFAHHR: &REZFR

<400> 214
ugguacucgg ggagagguua cccgagcaac uuugcaucug gacgacgaau guugcucggu

gaaccccuuu ucgguauca

<210> 215
<211> 80
<212> RNA
213> AT

<220>
223> NTRFAIMHR: EREZEFR

<400> 215

gguaccugag aagagguugu cugugaugag uucgcuuuua uuaaugacga auauaacaca

gauggccugu uuucaguace

<210> 216
211> 91

<212> RNA
Q13> ANTRF7

220>
223> NTRIIHHR: aHREEGER

<400> 216
cugggguacg gggauggaug gucgaccagu uggaaaguaa uuguuucuaa uguacuucac

cugguccacu agccguccgu auccgeugea g

<210> 217
<211> 90
<212> RNA
213> AT

<220>
223> NTFHAHR: GlEZER

<400> 217
gagagaagca cuggacuuag ggucagaagg ccugagucuc ucugcugcag augggcucuc

ugucccugag ccaagcuuug uccucccugg
<210> 218
211> 94

<212> RNA
213> AT
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[0044]

<220>
223> NTRFAMHR: GREZER

<400> 218
auaaaggaag uuaggcugag gggecagagag cgagacuuuu cuauuuucca aaagcucggu

cugaggcece ucagucuuge uuccuaacce gege

<210> 219
<211> 98
<212> RNA
Q213> ATFEH

<220>
223> NTFHAER: SR EZER

<400> 219

cgaggggaua cagcagcaalu ucauguuuug aaguguucua aaugguucaa aacgugagge

gecugcuauac ccccucgugg ggaagguaga aggugges

<210> 220
211> 87

<212> RNA
213> ATFA

220>
223> NTRFAIRHIR: EREZER

<400> 220

gaaagcgeuu uggaaugaca cgaucacucc cguugagugg gecacccgaga agcecaucggg

aaugucgugu ccgcccagug cucuuuc

<210> 221
<211> 83
<212> RNA
213> ATl

220>
223> NTRIIHR: MRS ER

<400> 221
cgeeggeega ugggegucuu accagacaug guuagaccug geccucuguc uaauacuguc

ugguaaaacc guccauccge uge

<210> 222
211> 94

<212> RNA
213> ATFF

<220>
Q223> NTFHAHR: GREZER

<400> 222
ugacuccucc aggucuugga guaggucauu ggguggaucc uUcuauuuccu uacgugggcc

acuggauggec uccuccaugu cuuggaguag auca
<210> 223

211> 93

<212> RNA

213> NTFA

<220>
223> NTRFHHHR: GREZER
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[0045]

<400> 223
ccggggagaa guacggugag

aggaucauga ugggcuccuc

210> 224
211> 111
<212> RNA
213> NTFE%)

220>
223> NTFPAIRIfaIA :

<400> 224
geegggaggu ugaacauccu

ggcuggeugg uugcauaugu

210> 225
211> 91

<212> RNA
213> AL

220>
Q223> NTRFFIHfEA:

<400> 225
cuguguguga ugagcuggca

aacaugcaac ugcugucuua

<210> 226
<211> 91

<212> RNA
213> NI

<220>
223> NTEFIRHER

<400> 226
aaacgauacu aaacuguuuu

cauuuugcau guauaguuuu

210> 227
<211> 100
<212> RNA
213> ANLF%)

220>
223> NTFFIHfEA:

<400> 227
ccaaagaaag augcuaaacu

ggggacauuu ugcauucaua

<210> 228
211> 72

<212> RNA
213> ANLRFF)

220>
Q23> NTRFFIHfEA:

<400> 228
cuugggaaug gcaaggaaac

ccugucauua uucagagagg cuagauccuc uguguugaga

gguguucucc agg

CEEZ 3

=

gcauagugeu gccaggaaau cccuauuuca uauaagaggg

aggauguccc aucucccage ccacuucguc a

TR AR

guguauuguu agcugguuga auaugugaau ggcaucggeu

uugcauauvac a

ORI AR

ugcgaugugu uccuaauaug cacuauaaau auauugggaa

guaucaauau a

auuuuugega uguguuccua auauguaaua uaaauguauu

guuuuguauc aaulaauaugg

TR EAL TR

cguuaccauu acugaguuua guaaugguaa ugguucucuu
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gcuauaccca ga

<210> 229
211> 85

<212> RNA
213> NTF#%|

<220>
<223> NPk :

<400> 229
gcuaagcacu uacaacuguu

aucugcaaag aaguaaguge

<210> 230
<211> 80
<212> RNA
213> ANTF5|

220>
223> ANTFAHHEIR

<400> 230

gcaggaauge ugcgagcagu

uucgcauuau uuaaugauge

<210> 231
<211> 96
<212> RNA
213> ANTJF%|

<220>
223> NTPAIHiA :

<400> 231
ucccuggegu gaggguaugu

augggcauau acacuugcecu

<210> 232
211> 76
<212> RNA
<213> ANLFF3

<220>
223> NT 5l ik :

<400> 232
gagggggaag acgggaggaa

cccgucuucu ccucuc

<210> 233
211> 73
<212> RNA
213> A7

220>
223> AT AR :

<400> 233
acuuggagag aggeuggeeyg

ccucucuuuu agu

BRI R

ugcagaggaa acugagacuu uguaacuaug ucucagucuc

uuuge

FRRIEZER

gccaccucau gguacucgga gggagguugu ccguggugag

FRRIIBEZER

gccuuuggac uacaucgugg aagccagceac caugcagucce

caaggccuau gucauc

BB E R

agaagggagu gguuccauca cgccluccuca cuccucuccu

ERNBEZ R

ugaugaauuc gauucaucaa agegagucau acacggoeucu
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[0047]

<210> 234
<211> 68
<212> RNA
213> AT 4

<220>
223> NTRHAIE: 4RAFEZER

<400> 234
geauccugua cugagcugee ccgaggeccl Ucaugeugee cagelucgggg cageucagua

caggauac

<210> 235
<211> 80
<212> RNA
213> ATFEH|

<220>
223> NTHFFIREE: O RATFE%TTIR

<400> 235
gguacuugaa gagugguuau cccugcugug uucgcuuaau uuaugacgaa ucauacaggg

acalccaguu uuaucaguaic

<210> 236
<211> 84
<212> RNA
213> ANTFE%|

<220>
223> NTIFFIREIR: & e ER

<100> 236
uugguacuug gagagugguu aucccugucc uguucguuuu gecucaugucg aaucguacag

ggucauccac uuuuucagua ucaa

<210> 237
<211> 83
<212> RNA
Q13> NTR

<220>
223> NTFHIfiE: & R 5% B

<400> 237
gagaaucauc ucucccagal aauggcacuc uUcaaacaagu uuccaaauug uuugaaagge

uauuucuugg ucagaugacu cuc

<210> 238
<211> 84
<212> RNA
213> A T3

<220>
223> ANTHFIINEGE: &RNEZTR

<400> 238
guggcagcuu gguggucgua ugugugacge cauuuacuug aaccuuuagg agugacauca

cavavacggc agcuaaacug cuac

<210> 239
<211> 128
<212> RNA
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[0048]

213> NTFH

<220>
223> NT FH Atk

<400> 239
uggaggecuu geugguuugg

aguuuagaga ugcaccaacc

cacuucca

210> 240
211> 84
<212> RNA
213> AT

<220>
223> NIFPHIHtih:

<400> 240
uugacuuage uggguagugg

nicceulcua ceuggelugeg

210> 241
<211> 89
<212> RNA
Q13> NTJF3

<220>
223> NTR7HHEIR:

<400> 241
cuggeeucea gggeuuugua

ggucuacugu gugccaggece

<210> 242
211> 81

<212> RNA
213> AL

220>
223> NTFFIEHER:

<400> 242
gauacucgaa ggagagguug

ggaaaccucu uuuuuaguau

<210> 243
<211> 82
<212> RNA
213> NI P3|

220>
223> NILJPHIHutih:

<400> 243
ugguaccuga aaagaaguug

gugeacuucu uuuucgguanu

<210> 244
211> 102
<212> RNA
213> ANTF7

CEGIE 2 =173

aaaguucauu guucgacacc auggaucucc agguggguca

uggaggacuc caugcuguug agcuguucac aagcagcgga

HREEZ TR

ggaacccuuc calgaggagu agaacacucc uuaugcaaga

ugg

BRI E R

caugguagge uuucauucau ucguuugear auucggugaa

cugugccag

RN FGHR

uccguguugu cuucucuuua uuuaugauga aacauacacg

C

BRI U

cccauguuau uulcgceuuua uaugugacga aacaaacaug

ca
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<220»
223> NTRFF|HHHIA:

<400> 244
cccaagucag guacucgaau

auuacauggc caaucuccuu

<210> 245
211> 112
<212> RNA
213> AT 3

220>
223> NTFFIHfhE:

<400> 245
ccaccceggu ccugeucceg

guccaaacca cacuguggug

<210> 246
211> 124
<212> RNA
213> ANTF3

220>
223> NTFFIHHIR:

<400> 246

aacccuccuu gggaagugaa
acuggaugaa aagcaccucc
aguu

<210> 247

211> 122

<212> RNA

213> ANIF3)

<220>
223> NTRFFIAIHEA

<400> 247
gcccugucce cugugecuug

cuccacguga acaucacage
gu

<210> 248

211> 84

<212> RNA
213> ANTIFF)

<220>
223> NTFFIFfR:

<400> 248
geucccccuc ucuaauccuu

ggcaaggauu cugagagcga
<210> 249

211> 84
<212> RNA

&R 2 IR

ggagguuguc cauggugugu ucauuuuauu uaugaugagu

ucgguacuca auucuucuug gg

FRINZGER

ccccageage acacuguggu uuguacggea cuguggecac

uuagagcgag ggugggggag gcaccgecga gg

R EAZER

gcucaggeug ugauuucaag ccagggggeg uuuuucuaua

agagcuugaa gcucacaguu ugagagcaau cgucuaagga

CGIEZ 3=

ggcggeergee uguuaagacu ugcagugaug uuuaacuccu

4aguCuguUEe Ugeuuceegu cecuacgeug ceuggegeags

gcuaccuggg ugagagugeu gucugaauge aaugcaccug

gagc
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[0050]

213> ANTFF3

220>
223> ANILFEFIHIHEIA

<400> 249
gcucuuccuc ucuaauccuu

ggeaaggauu cugagagggu

<210> 250
<211> 86
<212> RNA
213> ANTF3

<220>
223> N L) Rk

<400> 250
ugcucceecu cucuaauccu

gggeaaggau ucagagaggg

210> 251
211> 71

<212> RNA
213> ATF3

<220>
223> NILFFAIRIHEIA:

<400> 251
ugcccuagea gcgggaacag

cugccagggu a

<210> 252
211> 83
<212> RNA
213> N L%

<220>
223> NTIITHIHHEA

<400> 252
geugeuguug ggagacccug

gcaggguuuc ccauacagag

<210> 253
211> 84
<212> RNA
213> NI

<220>

223> NTIFHIHER
<400> 253

gaugcaccca gugggggage

ugcugguuuc cucucuggag

<210> 254
Q211> 121
<212> RNA
Q13> ATJ¥5)

220>

BRI FEZHIR

ugucccuggg ugagagugeu uucugaaugc aaugeacceg

gage

& AT HTR

ugcuaucugg gugcuaguge uggecucaaug caaugcaccu

ggagcu

uucugcagug agcgaucggu gecucuggggu auuguuuccg

AR SRR

gucugecacuc ualcuguauu cuuacugaag ggagugcagg

ggc

BRI R

caggaaguau ugauguuucu gccaguuuag cgucaacacu

cauc
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[0051]

223> N LFF7 B

<400> 254
geecaccaccea ucagecalac

uuaauauuug uaaggcaccce

ugge

210> 255
211> 94
<212> RNA
213> NTLF4)

220>
223> NTFFIHHEIR:

<400> 255
gugeugugug uagugeuuca

caccuuuugg agugaaauaa

<210> 256
Q2L 115
<212> RNA
213> NIFF

<220>
223> ANTRFIHER:

<400> 256

ccaccuucag cugaguguag

ugauuguagc cuuuuggagu

210> 257
211> 94
<212> RNA
213> NTIFH|

<220>
223> NI 3R

<400> 257
caugcugugu gugguacccu

guacgucugu ggguagagua

<210> 258
211> 91

<212> RNA
Q13> NI P3|

<220>
223> NIFFIMH#EIE:

<400> 258
caugeugugu gugguacceeu

guacgucugu ggguagagua

<210> 259
211> 75
<212> RNA
213> AT F7

220>
223> NTFFIRITER:

BRI Z TR

uauguguagu geclluauuca ggaaggugui aclaauaga,

uucugaguag aguaaugugc aacauggaca acauuugugg

B ER

cuucaagaag ugecaugeau gugucuagaa auauguuuug

ugcacaacag auac

ugcccuacuc cagagggegu cacucaugua aacuaaaaca

agaguaauac acaucacgua acgcauauuu ggugg

HRNEE TR

acugcagaca guggcaauca uUguauaaula aaaaugauug

cugeaugaca. calg

B ER

acugcagaca guggecaauca ugualaauud aagaugauug

cugcaugaca ¢

196

60

120

124

60

94

60

115

60

94

60

91



CN 102725632 A

ool %

51/63 1T

[0052]

<400> 259

gugguacccu acugcagacg uggcaaucau guauaauuaa aaaugauugg uacgucugug

gguagaguac ugcau

<210> 260
211> 74

<212> RNA
Q213> NTF7

<220>
223> NTRFFlafiiig: & MEEEHR

<400> 260

gugguguccu acucaggaga guggcaauca cauguaauua ggugugauug aaaccucuaa

gaguggagua acac

<210> 261
<211> 87

<212> RNA
213> ATFF

<220>
223> NTFFIRHIR: &N EETR

<400> 261

caauagacac ccaucguguc uuuugcucug cagucaguaa auauuuuuuu gugaaugugu

agcaaaagac agaauggugg uccauug

<210> 262
<211> 87
<212> RNA
213> AT

<220>
223> NTRFFIHHIE: & REEETR

<400> 262
caauagacac ccaucguguc uuuugcucug cagucaguaa auauuuuuuu gugaaugugu

agcaaaagac agaauggugg uccauug

<210> 263
<211> 84
<212> RNA
213> AL

<220>
223> NTFFIRHE: &N EETR

<400> 263

ucucagucug uggcaclucag ccuugaggge acuuucuggu gccagaauga aagugcuguc
auagcugagg uccaaugacu gagg

<210> 264

<211> 98

<212> RNA
213> AT

<220>
223> NTFFIRHER: &N EETR

<400> 264
gguacuucuc agucuguggec acucagccuu gagggecacuu ucuggugeca gaaugaaagu
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[0053]

gcugucauag cugaggucca

<210> 265
<211> 98
<212> RNA
213> AT

<220>
223> NTFARIHER:

<400> 265
aacauguugu cugugguacc

ugacacuucu gugaguagag

<210> 266
<211> 88
<212> RNA
213> NTF%

<220>
223> N VU FHI AR

<400> 266
guugucugug guacccuacu

cuucugugag uagaguaacg

<210> 267
211> 88
<212> RNA
Q1> ATF7

<220>
223> N I FEHI ISR

<100> 267
guugucugug guacccuacu

cuucugugag uagaguaacg

<210> 268
211> 83

<212> RNA
Q13> ATF

<220>
223> NV FEH ISR

<400> 268
ucucaugeag ucauucucca

uuuuggageg uuacuguuug

<210> 269
<211> 83

<212> RNA
213> NTF7

<220>
223> N AR

<400> 269
ucucaugeag ucauucucca

uuuuggageg uuacuguuug

augacugagg cgagcacc

R B

cuacucugga gagugacaau calguauaau uaaauuugau

uaacgcauga cacguacg

BRI ETR

cuggagagug acaalcaugu auaacuaaau uugauugaca

caugacac

& R E TR

cuggagagug acaalcaugu auaacuaaau uugauugaca

caugacac

BRI ETR

aaagaaagca cuuucuguug uclugaaagca gagugccuuc

aga

BRI E TR

aaagaaagca cuuucuguug uclugaaagca gagugccuuc

aga
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[0054]

<210> 270
<211> 90
<212> RNA
13> NI

<220>

223> NI Hfidk:

<400> 270

ucucaggcug ugaccuucuc

ugceuuccuuu cagaggguua

<210> 271
<211> 90
<212> RNA
Q213> ANTLFF)

<2200

Q23> NTFes ¥k

<400> 271

ucucagguug ugaccuucuc

ugcuuccuuu cagaggguua

<210> 272
Q211> 87

<212> RNA
213> ATF%

220>

223> NTFF ¥k

<400> 272

ucucaggcag ugacccucua

aucccuuuag aguguuacug

<210> 273
<211> 67
<212> RNA
Q213> ANITF3

220>

223> NLFPF) ¥tk

<400> 273

gugacccucu agauggaage

guguuac

<210> 274
<211> 95

<212> RNA
213> NTJF%

<220>

223> NTFPHH9HER

<400> 274

gaagaucuca ggcagugacc

ugcauccuuu uagaguguua

<210> 275

E A==

gaggaaagaa gcacuuucug uugucugaaa gaaaagaaag

cgguuugaga

CRGioE-Svatly

gaggaaagaa gcacuulcug uugucugaaa gaaaagaaag

cgguuugaga

gauggaagca cugucuguug uauaaaagaa aagaucgugc

uuugaga

acugucuguu gucuaagaaa agaucgugca ucccuuuaga

cucuagaugg aagcaclguc uguugucuaa gaaaagaucg

cuguuugaga aaauc
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[0055]

<211> 85
<212> RNA
213> NP3

<220>
223> NIRFFIMHEA:

<400> 275
ucucaagcug ugacugcaaa

cccuuugecug gauuacgguu

<210> 276
211> 87
<212> RNA
213> ANIFEF)

<220>
223> N LR3I BfiEIA :

<400> 276
ucucaagcug ugggucugea

uucccuuuge uggauuacgg

210> 277
<211> 83
<212> RNA
213> AT

<220>
223> NLFFAIRIHEIA

<400> 277
ucaugcugug gcccuccaga

cccuuuagag guuuacgguu

<210> 278
211> 101
<212> RNA
213> N L%

<220>
<223> NTITHIMHEA

<400> 278
gegagaagall cucaugeugi

acaaagcgcu ucucuuuaga

<210> 279
211> 87

<212> RNA
213> AT

<220>
223> NT R4 Bffiig :
<400> 279

ucccaugcug ugacccucua

uucccuuugg agecguuacgg

<210> 280
<211> 88
<212> RNA
213> ANTITF%|

R AE SR

gggaagecccu uucuguugue ugaaagaaga gaaagegeuu

ugaga

BRI TR HTR

aagggaagcc cuuucuguug ucuaaaagaa gagaaagcge

uuugaga

gggaagcgeu uucuguuguc ugaaagaaaa caaagcgeuc

uga

HHRAZEHER

gacluclcugg agggaageac Wclguugl clgaaagaaa.

guguuacggu uugagaaaag C

BRI E R

gagggaagca cuuucuguug ucugaaagaa accaaagcgc

uuugaga
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[0056]

<220>

223> NTRFIHR:

<400> 280

ucucaggeug ugacccucua

uucccuucag aguguuaacg

<210> 281
211> 87

<212> RNA
Q213> ATFEH

220>

223> NTLF7ffik:

<400> 281

ucucaugecug ugacccucua

uucucuuuag aggauuacuc

<210> 282
211> 87

<212> RNA
213> AT

220>

223> N7 :

<400> 282

ucucagccug ugacccucua

aucuuuuuag aggauuacag

<210> 283
<211> 88
<212> RNA
213> AT

220>

223> NTIFA R

<400> 283

ucccaugcug ugacccucca

ccucccuuua gaguguuace

<210> 284
211> 84
<212> RNA
Q13> NTFF

220>

223> N7 :

<400> 284

ucucaugcag ucauucucca

cuuuuagagu guuacuguuu

<210> 285
<211> 85

<212> RNA
213> AT

<220>

223> NTFFIfHR:

gagggaagcg cuuucuguug gcuaaaagaa aagaaagege

cuuugaga

ERBIEGER

gagggaagca cuuucucuug ucuaaaagaa aagaaagcge

uuugaga

HRBEGER

gagggaagcg cuuucuguug ucugaaagaa aagaaagugc

uuugaga

AR S R

aagggaagcg cuuucuguuu guuuucucuu aaacaaagug

guuuggga

FRBEZER

aaagggagca cuuucuguuu gaaagaaaac aaagugccuc

gaga
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[0057]

<400> 285

cucaggcugu gacccuccag

ucccuuugga cuguuucggu

<210> 286
<211> 61

<212> RNA
Q213> NTF7

<220>
223> NTFFHHIE :

<400> 286

cccucuacag ggaagegeuu

g

<210> 287
<211> 87

<212> RNA
213> ATFF

<220>
223> NTF7IRHR:

<400> 287
ucucaggecug ucguccucua

uuccuuuuag aggguuaccg

<210> 288
<211> 87

<212> RNA
213> AT

<220>
223> NTFEFIHER

<400> 288
ucucaagcug ugagucuaca

uucucuuugg uggguuacgg

<210> 289
211> 87

<212> RNA
213> AL

<220>
223> NTLF7|ffiR:

<400> 289

ucuccugeug ugacccucaa

uuccuuuuug aggguuacug

<210> 290
211> 87

<212> RNA
213> AT

<220>
223> N7 :

<400> 290

ucucaggcug ugacccucua

agggaaguac uuucuguugu cugagagaaa agaaagugcu

uugag

ERRI B ER

ucuguugucu gaaagaaaag aaagugcuuc cuuuuagagg

FRBEEER

gagggaagca cuuucuguug ucugaaagaa aagaaagugc

uuugaga

TR BT RR

aagggaagcc cuuucuguug ucuaaaagaa aagaaaguge

uuugaga

HERBEZER

gauggaagca guuucuguug ucugaaagga aagaaagugc

uuugaga

BB ER

aagggaagcg cuuucugugg ucagaaagaa aagcaagugc
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[0058]

uuccuuuuag aggguuaccg

<210> 291
<211> 90
<212> RNA
213> ANTIF3)

<220>
223> NTFHIHHEA

<400> 291

ucccaugeug ugacccucua

ugcuucccuu uagaguguua

<210> 292
<211> 88
<212> RNA

213> AL

<220>
223> ANTPAIHtA:

<400> 292

ucccaugcug ugacccucua

ugcuucccuu uagaguuacu

<210> 293
<211> 87

<212> RNA
213> AT

<220>
223> NTF5IfHk:

<400> 293
ucucaugeug ugacccucua

uucccuauag aggguuacce

<210> 294
<211> 85
<212> RNA

213> AL

220>
223> ANTFAHHGE

<400> 294

cucaagcugu gacucuccag
ucccuuuaga geguuacggu
<210> 295

<211> 85

<212> RNA
213> ATLJF7

<220>
223> NTFHIHHR

<400> 295
cucaggcugu gacccucuag

uccuuuuaga ggauuacucu

uuuggga

BT R

gaggaagcac uuucuguuug uugucugaga aaaaacaaag

ccguuuggga

R BEEIR

gaggaagcac uuucuguuug uugucugaga aaaaacaaag

guuuggga

gagggaagcg cuuucuguug ucugaaagaa aagaacgege

uuugaga

R EE R

agggaugcac uuucucuuau gugaaaaaaa agaaggcgcu

uuggg

ERINEZ R

agggaagcac uuucuguugc uugaaagaag agaaagcgcu

uugag
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58/63 1L

[0059]

<210> 296
<211> 65

<212> RNA
213> ATFF

<220>
223> NTFAIMHR: &G HR

<400> 296
gugacccucu agagggaage acuuucuguu gaaagaaaag aacaugcauc cuuucagagg

guuac

<210> 297
<211> 83
<212> RNA
213> ATIF7

<220>
223> NLFANHER: ERUEZFR

<400> 297
ucaggcugug acccucuuga gggaagcacu uucuguuguc ugaaagaaga gaaagugeuu

cecuuuuagag geuuacugue uga

<210> 298
<211> 85

<212> RNA
213> ATFF

<220>
223> NLTFANHER: EREZTFR

<400> 298

ucucaagcug ugacugcaaa gggaagecccu uucuguuguc uaaaagaaaa gaaagugeuu
cceuuuggug aauuacgguu ugaga

<210> 299
211> 78
<212> RNA
Q213> ATF7

<220>
223> NIFFIMHIR: &RNELZTR

<400> 299
auacuugagg agaaauuauc cuuggugugu lcgcuutauu uaugaugaau cauacaagga

caauuucuuu uugaguau

<210> 300
211> 97

<212> RNA
213> ATFA

<220>
223> NLFAR#HIR: SR EZER

<400> 300
cagaucucag acaucucggg gaucaucaug licacgagaua ccagugugca cuugugacag

auugauaacu gaaaggucug ggagccacuc aucuuca
<210> 301
211> 97

<212> RNA
213> AT

204
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[0060]

<220>
223>

<400>

ugaugcuuug cuggeuggug

ugucuuacuc ccucaggcac

210>
211>
212>
213>

<220>
223>

<400>

ugaugcuuug cuggcuggug

ugucuuacuc ccucaggcac

<210>
211>
212>
213>

220>
223>

<400>

gcuaggegug guggeggeeg

cgcuugaacc cgggaggega

<210>
211>
212>
213>

220>
223>

<400>

vacaauccaa cgaggauucu

AT AR :

301

302
97

RNA
ANTF51

AT 5 8t -
302

303
94
RNA
AT 51

ANTFPHI A -
303

304
98

RNA
ANTFF5I

ATFPHIHHE IR -
304

BIRH LR

cagugeccuga gggaguaaga geccuguugu uguaagauag

aucuccaaca agucucu

R R

cagugccuga gggaguaaga gcccuguugu ugucagauag

aucuccagcg agucucu

Gk Rz s T

ccugugaucc caacuacuca ggaggcuggg gcagcagaau

agguugcagu gagc

BRI LR

aauuucucca cgucuUUgEU aauaagguuu ggcaaagaug

uggaaaaauu ggaauccuca uucgauuggu uauaacca

<210>
211>
212>
213>

<220>
223>

<400>

uagggugacc agccauuaug

ccaggccaac caggeugguu

<210>
211>
212>
213>

<220>
223>

305
97
RNA

ATLFF
ATFPHBHEIE -
305

306
83
RNA
AT 51

AT HfE L :

R IR

guuugcecugg gacugaggaa uuugcuggga uaugucaguu

ggucucccug aagcaac

205

60

97

60

97

60

91

60

98

60

97



CN 102725632 A

ool %

60/63 7T

[0061]

<400> 306
geecuageuu gguiucuaaai

augagauuua gaaucaaguu

<210> 307
<211> 98
<212> RNA
213> AT 3

(220>
<223> NI FER|HHEA

<400> 307
cucuuguuca cagccaaacu

ucaggagaca agcagguuua

<210> 308
<211> 100
<212> RNA
213> ANTF%|

<220>
223> NTR# ik :

<400> 308
gugageggge geggeaggga

ggaauggcge geecgugegec

<210> 309
211> 97

<212> RNA
213> ANLFF3

<220>

223> NTFEHIRIHEIA:

<400> 309
cugcuccuuc ucccauacce

gugcauggau uacaggaggg

<210> 310
211> 110
<212> RNA
213> A _LFEF|

<220>
223> AT fid:

<400> 310
uuggauguug geccuaguucu

aucgacaaca aaucacaguc

<210> 311
<211> 110
<212> RNA
213> AT

<220>
223> N4 Bfifid :

<400> 311
cuggauacag aguggaccgg

cccaugguge cuucucclug ggaaaaacag agaaggeacil

agg

O ISR TR

cuacuugucc uucugagugu aauuacguac augcaguage

cceuguggan gagieuga

BRI EHR

ucgegggegg guggeggoecu agggegegga 2ggeggaccyg

geeggeguaa cugeggegeu

R AR

auugcauauc ggaguuguga auucucaaaa caccuccugu

ugagcecuugu caucgug

FRINEZZEHR

guguggaaga cuagugaluu uguuguuuuu agauaacuaa

ugccauaugg cacaggeccau gecucuacag

BRI H R

cuggccccau cuggaagacu agugauuuug uuguugucuu
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[0062]

acugcgcuca acaacaaauc

<210> 312
<211> 110
<212> RNA
213> ANTIF3)

<220>
223> NTFHIHHEA

<400> 312
agauuagagu ggeugugguc

uacuacgaca acaagucaca

<210> 313
<211> 89
<212> RNA

213> AL

<220>
223> ANTPAIHtA:

<400> 313
cgggguuggu uguuaucuuu

cuagauaacc gaaaguaaaa

<210> 314
211> 87

<212> RNA
213> ATFF

<220>
223> NTF5IfHk:

<400> 314
ggaagcgagu uguuaucuuu

agauaaccga aaguaaaaac

<210> 315
<211> 90
<212> RNA

213> AL

220>
223> ANTFAHHGE

<400> 315
ggaggccegu uucucucuuu

cuagauaacc gaaaguagaa
<210> 316
211> 78

<212> RNA
213> ATLJF7

<220>
223> NTFHIHHR

<400> 316
cuuucuacac agguugggau

ccggecuguu gaguuugg

ccagucuace uaauggugcec agecaucgea

BRI LR

nagugeugug uggaagacua gugauuuugu uguucugaug

gcecggecuca uagegeagac ucccuucgac

R BEEIR

gguuaucuag cuguaugagu gguguggagu cuucauaaag

auaacccca

gguuaucuag cuguaugagu guauuggucu ucauaaagcu

uccuuca

R EE R

gguuaucuag cuguaugagu gccacagage cgucauaaag

augauucuca

ERINEZ R

cgguugcaau gecuguguuuc uguaugguau ugcacuuguc

207
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[0063]

<210> 317
211> 75

<212> RMA
213> NP7

<220>
223> NTFFIEHR: &R EE R

<400> 317
ucaucccugg guggggauuu guugcauuac uuguguucua uauaaaguau ugcacuuguc

ccggeeugug gaaga

<210> 318

<211> 80

<212> RNA

213> NI

220>

223> NTRFINHEIR: &M EZH S

<400> 318
cugggggeuc caaagugcug ulucgugeagg uagugugauu acccaaccua cugcugageu

agcacuuccc gagecccecgg

<210> 319
<211> 81

<212> RM
213> ANTFH

<220>
223> NTRFFIFH®: &R EE TR
<100> 319

aacacagugg gcacucaaua aaugucuguu gaauugaaau gcguuacauu caacggguau

uuauugagca cccacucugu g

<210> 320
<211> 78

<212> RNA
Q13> NTRF

220>
223> NTJPFIRTEIE: & 5% TR

<400> 320
uggccgauuu uggeacuage acauuuuuge uugugucucu ccgeucugag caaucaugug

cagugccaau augggaaa
<210> 321

211> 119

<212> RMNA

213> NLREF|

220>
223> NIFFIMHR: &RNEEHFR

<400> 321
aggauucugc ucaugccagg gugagguagu aaguuguauu guuguggggu agggauauua

ggccccaaul agaagauaac uauacaacluu acuacuuucc cuggugugug gcauauuca

<210> 322
<211> 81

208
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<212> RNA
213> NTF3

<220>
223> NTLFFHHA:

<400> 322
cccauuggeca uaaacccgua

cuaugggucu gugucagugu
<210> 323
211> 70

<212> RNA
213> NTF3

<220>
223> N3 :

<400> 323

ggcacccacc cguagaaccg

gguccguguc

R R

gauccgaucu uguggugaag uggaccgecac aageucgeuu

g

FRABESER

accuugcggg geccuucgecg cacacaagceu cgugucugug

209

60

81

60
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# -miRNA A3 A8 miRNA
let7a.1

(SEQID UGGGAUGAGGUAGUAGGUUGUAUAGUUUUAGGGUCACACCCACCACUGGGA

NO:1) GAUAACUAUACAAUCUACUGUCUUUCCUA let-7a
let-7a-2 '

(SEQID AGGUUGAGGUAGUAGGUUGUAUAGUUDAGAAUUACAUCAAGGGAGAUAACY
| NO:2) GUACAGCCUCCUAGCUUUCCU let-7a
let-7a-3

(SEQID GGGUGAGGUAGUAGGUUGUAUAGUUUGCGGCUCUGCCCUGCUAUGGGAUAA

NO:3) CUAUACAAUCUACUGUCUUUCCY let-7a
let-7b (SEQ | CGEGGUGAGCUAGUAGGUUGUGUGSUUUCAGGECAGUGAUGUUGCCCCUCG

IDNO:4) | GAAGAUARCUAUACAACCUACUGCCUDCCCUG let-7b
let-7¢ (SEQ | GCAUCCGGRUUGAGGUAGUAGGUUGUAVGGUUUAGAGUUACACCCUGGGAG

IDNO:S) | UUAACUGUACAACCUUCUAGCUUUCCUVGGAGC let-7¢
let-7d (SEQ | CCUAGGAAGAGGUAGUAGGUUGCAUAGUUBUAGGGCAGGGAUUUUGCCCAC

IDNO:6) | AAGGAGGUAACUAUACGACCUGCUGCCUUUCUUAGE let-7d
let-7¢ (SEQ | CCCGGGCUGAGGUAGGAGGUUGUAUAGUUGAGGAGGACACCCAAGGAGAUC

IDNO:7) | ACUAUACGGCCUCCUAGCUUUCCCCAGG let-7e
let-7£1

(SEQID UCAGAGUGAGGUAGUAGAUUGUAUAGUUGUGGGGUAGUGAUUUUACCCUGU

NO:8) UCAGGAGAUAACUAUACARUCUAUUGCCUUCCCUGA let-7f
let-76-2

(SEQID UGUGGGAUGAGGUAGUAGAUUGUAUAGUUUUAGGGUCAUACCCCAUCUUGG
| NO:9) AGAURACUAUACAGUCUACUGUCUUUCCCACG let-7f
let-7g (SEQ | AGGCUGAGGUAGUAGUUUGUACAGUUUGAGGGUCUAUGAUACCACCCEGUA
 IDNO:10) | CAGGAGAUAACUGUACAGGCCACUGCCUUGCCA let-7g
let-7i (SEQ | CUGGCUGAGGUAGUAGUUUGUGCUGUUGGUCGEEUUGTIGACAUUGCCCGCT

IDNO:11) | GUGGAGAUAACUGCGCAAGCUACUGCCUUGCUA let-7i
miR-1-1

(SEQID UGGGAAACAUACUUCOUUAUAUGCCCAUAUGGACCUGCUAAGCUAUGGART

NO:12) GUAAAGAAGUAUGUAUCUCA miR-1
miR-1-2

(SEQID ACCUACUCAGAGUACAUACUUCUUUAUGUACCCAUAUGAACAUACAAUGCU

NO:13) AUGGAAUGUAAAGAAGUAUGUAUUUUUGEUAGGC miR-1
miR-100

(SEQID CCUGUUGCCACAAARCCCGUAGAUCCGAACUUGUGGUAVUAGUCCGCACARG

| NO:14) CUUGUAUCUAVAGGUAUGUGUCUGUUAGG miR-100
miR-101-1

(SEQID UGCCCUGGCUCAGUUAUCACAGUGCUGAUGCUGUCUAUUCUAARGGUACAG

NO:15) UACUGUGAUAACUGAAGGAUGGCA miR-101
miR-101-2

(SEQID ACUGUCCUDUUUCGGUUAUCAUGGUACCGAUGCUGUAUAUCUGAAAGGUAC

NO:16) AGUACUGUGAUBACUGAAGAADGGUGGEU miR-101
miR-103-]

(SEQID UACUGCCCUCGGCUUCUUYACAGUGCUGCCUUGUUGCAUAUGGAUCAAGCA

NO:17) GCAUUGUACAGGGCUAUGARGGCAUUG miR-103
miR-103-2

(SEQID UOGUGCUUUCAGCOUCUUUACAGUGCUGCCUUGUAGCAUUCAGGUCARGCA

NO:18) GCAUUGUACAGGGCURUGAARGAACCA miR-103

B 5A
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B ~miRNA 53] AR A miRNA

miR-105-1

(SEQID GGUGCAUCGUGGUCARRUBCUCAGACICCUGUGGUGGECUGCUCAUGCACCA

NQO:19) CGGAUGUUUGAGCAUGUGCUACGGUGUCUA miR-103

miR-105-2

(SEQID UGUGCAUCGUGGUCARAUGCUCAGACUCCUGUGGUGGCUGCUUAUGCACCA

NO:20) CGGAUGUUUGAGCAUGUGCUAUGGUGUCUA miR-105

miR-106a

(SEQID CCUUGGCCAUGUAARAGUGCUUACAGUGCAGCUAGCUUUUNGAGAUCUACY

NO:21) GCARUGUAAGCACUUCUUACAUUACCAUGG miR-106a

miR-106b

(SEQID CCUGCCEGEGCUABAGUGCUGACAGUGCAGAUAGUGGUCCUCUCCEUGCUA

NO:22) CCGCACUGUGGGUACUUGCUGCUCCAGCAGG miR-106b

miR-107

(SEQID CUCUCUGCUUUCAGCUUCUDUDACAGUGUUGCCUUGUGGCAUGGAGUTCARG

NO:23) CAGCAUUGUACAGGGCUAUCABAGCACAGA miR-107

miR-10a GRUCUGUCUGUCUUCUGUAUAUACCCUGUAGAUCCGRAUUUGUGUARGGAR

(SEQID UUUUGUGGUCACARARUUCGUAUCUAGGGGARUAUGUAGUUGACAUARACALC

NO24) UCCGCUCy miR-10a

miR-10b CCAGAGGUUGUARCGUUGUCUAUAUADACCCUGUAGAACCGRAUIUUGUGUG

{SEQID GUAUCCGUAUAGUCACAGAUUCGAUDCUAGGGGAAUAUAUGGUCGAUGCAR

NO:25) ABACUUCR miR-10b

miR-122

{SEQID CCUUAGCAGAGUUGUGGAGUGUGRCARUGGUCUUUGUGUCUARRCUAUCAR | miR-122a{ &4,

NO:26) ACGCCAUUADCACACUARRUAGCUACUGCUAGSEC # 4 miR-122)

miR-124-1

(SEQID AGGCCUCUCUCUCCGUGUUCACAGCGGACCUUGAUUUARAUGUCCAUACRE | miR-124a ( 4,

NO:27) UUAARGGCACGCGGUGARUGCCAAGRANGEGECUG 24 miR-124)

miR-124-2 | AUCAAGAUUAGAGGCUCUGCUCUCCEUGUUCACAGCGGACCUUGAUTUARD

(SEQID GUCRUACRADUBRAGGCACGCGGUGARUGCCARGAGCGGAGCCUACGGCUGT | miR-124a( 4,

NO28) ACUUGAA A miR-124)

miR-124-3

(SEQID UGAGGGCCCCUCUBCGUGUUCACAGCGGACCUUGAUUUAAUGUCURUACAA | miR-124a ( 4,

NO:29) UUBAGGCACGCGGUGAAUGCCAAGAGAGGTGCCUCT £ 4 miR-124)

miR-125a

(SEQID UGCCAGUCUCUAGGUCCCUGAGACCCUUUAACCUGUGAGGACAUCCAGGGU

NO:30) CACAGGUGAGGUUCUUGGGAGCCUGGCEUCUGGCC miR-125a
miR-125b-1

(SEQID UGCGCUCCUCUCAGUCCCUGAGACCCURACUUGUGAUGUUUACCGUUUARR

NO:31) UCCACGGGUUAGGCUCUUGGEAGCUBCEAGUCGUGEU miR-125b
miR~125b-2

(SEQID ACCAGACUUUUCCUAGUCCCUGAGACCCUAACUUGUGAGGUATUUUUAGUAR

NO:32) CAUCACAAGUCAGGCUCUUGGGACCUAGGCGGAGGGGA miR-123b

miR-126

(SEQID CGCUGGCGACGGGACEUUAUUACUTUUGGUACGCGCUGUGACACUUCAAAC | miR-126; miR-

NO:33) UCGUACCGUGAGUAAUAAUGCGCCGUCCACGGCA 126%

miR-127

{SEQID UGUGAUCACUGUCUCCAGCCUGCUGRAGCUCAGAGGGCUCUGAUUCAGAAR

NO:34) GRUCAUCGGAUCCGUCUGAGCUUGGCUGGUCGGAAGUCUCRUCAUC miR-127

K| 5B
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AT -miRNA A5 Ak miRNA
miR-128-1
{SEQ 1D UGAGCUGUUGGADUCGGEGECCGUAGCACUGUCUGAGAGGUUUACATULCUC
N0:35) ACAGUGARACCGGUCLCUUUNUCAGCUGCUUC miR-128a
miR-128-2
(SEQ D UGUGCAGUGGEARGEERGGCUGAVACACUGUACGAGAGUCAGUAGCAGGUC
NQO:36) DCACAGUGRACCGGUCUCUUUCCCUACUGUGTC miR-128b
MiR-129-1
{(SEQID GGAUCUHIUTUGCGGEUCUGGECUUGCUGIUCCUCUCAACAGUAGUCAGGARG
NO3T) CCCUNACCCCAARAAGUALCY miR-129
miR-129-2
(SEQ D UGCCCUUCECEAAUCUUUTUIGCHGUCHGEGCUUGCUGUACAUARCUCAATR
NQ:SS) GCCGGAAGCCCUUACCCCARARAMGCANUDGCELAGGRCE miR-129
miR-130a
{SEQ 1D UGCUCCUGGECCAGAGCUCTDUUCACAUUGHGCUACUGUCTGCACCUGUICAC
N0:39) JAGCAGUGCRAUGUUAABAGGECATUGELCGUGUAGUG miRk-130a
miR-130b
{SEQID GGECCUGCCCGACACUCUUUCCCUGUUECACUACUANAGGCLOUUGGRARGT
NGA0) AGUGCAAUGEUGAAAGGECAUCGGUCAGGUL miR-130b
miR-132
(SEQID CCECCCCCGCHUCUCCAGGRCAACCOUGHCUNLCGAUUGUIACUGUGEGAR
NOAD CUCGAGGUAACAGUCUACAGUCAUGGUCGCCCCOTAGCACGCCCACELGT miR-132
miR-133a-1
(SEQID ACRRAUGCUUUGCUAGAGCUGGUARARIGGALCCARAICGCCUCUUCAAIGS
NOA2Y AUUUGEUCCCCUUCAACCAGCUGUAGCUAUGCALUGA miR-133a
miR-133a-2
{(SEQID GGEAGCCAARIGCUUUGCUAGAGCUGGUARAMAUGGRAACCARRICGACUGUC
NO43) CAAUGGAUDUGGUCCCCUDCAACCAGCUGUARCUGUGCAUUGAUGGCGLCG | miR-133a
miR-133b CCUCAGRAGAAAGANGCCCCCUGCUCUGGCUGGUCARACGEAACCARAGUCT
(SEQID GUCUUCCUGAGAGGUUUGEUCCCCUUCAACCAGCUACAGCAGGGCUGGCAR
NO:44) JGCCCAGUCCUUGGAGA miR-133b
miR-134
(SEQID CAGGGUGUGUGACUGGUUGACCAGAGGEECAUGCACUGUGUUCACCCUGUG
NO:43) GGCCACCUAGUCACCARCCCUC miR-134
miR-135a-1
{(SEQID AGGCCUCECUGUUCUCUAUGECUNTUUAUUCCUAUGUSAUUCUACUGCUCA
NO:46) CUCAUARUAGGGANIGGAGCCEUGECECACEECERGGATA miR-133a
miR-135a-2
{(SEQ ID AGRURAARUUCACUCUAGUGCUUUANGGCUNUUUATUCCUAUGUGAUAGUAA
NOAT) UARAGUCUCAUGUAGGGADGGAAGCCAUGAARUACAUUGUCARAARICA miR-135a
mik-135b
{(SEQID CACUCUGCUGUGGCCUANGGCUUDUCANUCCUAUGUGATUGCUGUCCCARRA
NO:48) CUCAUGUAGGGCUARAARAGCCAUGGECUACAGUGAGGEECGAGCUCT miR-135b
miR-136
{(SEQID DGAGCCCUCGEAGGACUCCAUUUGUUNUGAUGAUGSAUICUUAUGCUCCAY
N{}:a’i‘}*} CAUCGUCUCAABRUGACGUCUUCAGAGGEUUCU miR-136
miR-137
{(SEQ 1D GGUCCUCUGACUCUCUUCGGUGACGLGUAUUCUUGSGUGGAURATACGGAD
NO:50) UACGUUGUUADUGCUUAAGRAVACGUCGUAGUCGAGGAGAGUACCAGCGECA | miR-137
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miR-138-1
(SEQ iD CCCUGGCAUGGUGUGGUGGEEGCAGCUGHUGHUGUGRAUCAGGCCEUUGCCA
NO:5) AUCAGAGRACGGCUACUUCACAACRCCAGEGCCACKRCCACACUACAGE miR-138
miR-138-2
(SE‘Q D CEUUGCUGCAGCUGGUGIUGUGARUCABSCOGACGAGCAGCGCALCCULIU
NO:52) ACCCGGECUAUTUCACGACACCAGGGUUGCALICH miR-138
miR-130
(SEQ D GUGUAUUCUACAGUGCACGUGUCUCCAGUGUGGOUCGGAGGCUBGABACGT
NO:SBE} GRCCCUGUIGGEAGUARD miR-139
miR-140
(SEQ D DEUGUCUCUCUCHGUGUCCUGLCAGUGGHUNUACCOCUAUGGUAGGIUACGY
NO:54} CADGCUGUDCUACCACAGGEUACAALCALGGACAGGAUACCRERGCACT miR-140
iR 141
(SEQ D CEGCCEECCCUGHGUCCANCUUCCAGUACASUGUUGGAUGGUCUARDIUGUG
NO:55) AAGUUCCUAACACUCUCUGHUARAAGADGGCUCCOGGRUGEGUNC miR-14]
miR-142
(SEQ iD GACAGUGCAGUCACCCAUARAGUAGARAGCECUACUBACAGCACUGGAGES | miR- §§2‘3p; miR-
NO:536) UGUAGUGUDUCCUACUUUAUGGAUGAGHGIACTIGUG }"32‘5;}
miR-~-143 GCGCAGCGCCCUGLCUCCCAGCCUGAGGUGCASUCCUGCANCUCUSGUCAG
(SEQ D UUGCGAGUCUGAGAUGAAGCACUGUAGCUCAGGALGAGASAARUUSIUCUS
NO:57) CAGC miR-143
miR-145
(SEQ 13 CACCUUGUCCUCACGGUCCAGUDUUCCCAGGAAUCCCUUAGAUGCURAGRY
MOS8} GEGGAUICCUGGARRACUGUIUCUUCAGGUCR GG miR-145
miR-146a
{SEQ D CCGAUGUGUADCCUCAGCUUUGACARCHGAAUUCCAUGESUUCUGICAGUS
N{)tig} UCAGACCUCUGAAADUCASUUCHUCAGCUGGGAUAUCECUGUCALICGY miR-146a
miR-146D
{SEQ D CCUGGCACUGAGAACUGAADUCCAUAGGCUGUGABCUCHAGCARIGCCCUSG
NO:60) UGCACUCAGUUCHGGUGLCOGE miR-146h
miR-147
(SEQID BAUCOARAGACARCAUGCUGCACACACACCAGACUAUGGAAGCCAGUGUG
NO:61) UGCAARAUGCUUCUGCUAGALU miR-147
miR-147b
(SEQID UAUAARUCURGUGGAAACAUUUCUGCACAMACTAGATUCUSGACACCAGUE
NO:62) DGCEGABADGCUUCUGCURACATDUIUAGS miR-147b
miR-148a
(SEQ ID GAGGCARAGUUCUGASACACUCCGACUCUGAGUAUGANAGALGUCAGUGCE
NO:63) CUACAGAACUUUGUCUC miR-148a
miR-148b
(SEQ (18] CAAGCACGAUUAGCADICAGCUGSARGUUCUGURATACACICACGLUGUGS
NO:64) CUCUCUGAAAGUCAGUGCAUCACAGAACUUNGUCUCCRAAGCUIUUCTUA miRk-148b
miR-140
{:SEQ D GCCEECGCCCEAGCUCHGECUCCOUGHCULCACUCCOSUGCUNBUCCOAGS
NO:63) AGGGAGGGAGGCACHEEEECUGUGCUGGEGECAGCIGEA miR-149
miR-150
{SEQ 133 CUCCCCAUGGCCCUGUCUCCCAACCCULGUACCASULCUGGGCUCAGRCCC
NO:66) UGEUACAGCCCUGHEGGADAGGRACCUGGEGAL miR-150
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miR-151
(SEQID UUUCCUGCCCUCGAGGAGCUCACAGUCUAGUAUGUCUCAUCCCCUACUAGA
NO:6T) CUGAAGCUCCUUGAGCACRGGGAUGGUCAUACUCACCUC miR-151
miR-152
(SEQID UGUCCCCCCCGECCCAGGUUCUGUGAUACACUCCEACUCGGGCUCUGBAGC
NO:68) AGUCAGUGCAUGACAGAACUUGGGCCCEGARGGALC miR-152
miR~153-1
(SEQID CUCACAGCUGCCAGUGUCAUUNUUGUGAUCUGCAGCUAGUAUUCUCACUCC
NO:69) AGUUGCAUAGUCACAAARGUGAUCAUUGGCAGGUGUGGC miR-153
miR-153-2
{SEQID AGCGGUGGCCAGUGUCAUITIUGUGAUGUUIGCAGCUAGUARUAUGAGCCCA
NO:70) GUUGCAUAGUCACAARAGUGAUCAUUGEAAACUGUG miR-153
miR~154
(SEQID GUGGUACUUGRAGAUAGGUUAUCCGUGUUGCCUTCGCUUUATUUGUGACGA | miR-154; miR-
NO:T1) ADCAUACACGGUUGACCURUUUUUCAGURCCAR 154*
miR-153
(SEQID CUGUUARUGCURRUCGUGAUAGGGEUUIUUGCCICCARCUSACUCCUACAY
NOT72) AUURGCAUURAACAG miR-155
miRk-135a
{(SEQID CCUUGGAGUARAGUAGCAGCACAUAAUCSGUUUGUGGADUULIGRARAGGUGT
NOT3) AGGCCAUAUUGUGCUGCCUCAARRAUACAAGE miR-15a
miR-15b
{SEQID UUGAGGCCUUAARGUACUGUAGCAGCACAUCRUGGUUUACABGCUACAGUT
NO4) ARGAUGCGARUCAUUAUUUGCUGCUCUAGAAAUUUARGGARAUUCAD miR-15h
miR-16-1
{(SEQID GUCAGCAGUGCCUUAGCAGCACGUAARUAUUGGCGUUARGAUUCUAARAUU
NO:75) AUCUCCAGUAUURACUGUGCUGCUGAAGUARGGUUGAC miR-16
miR-16-2
(SEQID GUUCCACUCUAGCAGCACGUARRUAUUGECEUAGUGARAUAUAUAUUARAC
NO:76) ACCAAUAUUACUGUGCUGCUUUAGUGUGAC miR-16
miR-17
(SEQID GUCAGARUARUGUCARAGUGCUUACAGUGCAGGUAGUGAVAUGUGCAUCUA | miR-17-3p; miR-
NOIT CUGCRGUGAARGGCACUUGUAGCRUUAUGGUGAC 17-5p
miR-181a-1 | UGAGUUUUGAGGUUGCUUCAGUGAACAUUCARCGCUGUCGEUGAGUUUGGA | miR-181a; miR-
(SEQID AUUARARUCARAACCRUCGACCGUUGAUNGUACCCUAUGGCURACCARUCRY | 213 { 444
NO:78) CUACUCCA miR-181a*)
miR-181a-2 | AGAAGGGCUAUCAGECCAGCCUUCAGAGBACUCCARGGARACATUCAACGCY
(SEQID GUCGGUGRGUUUGGGAUTUGARBARACCACUGACCGUUGACUGUACCUUGS
NO:79) GGUCCUUA miR-181a
miR-181b-1 | CCUGUGCAGAGAUUADUUULUARARGGUCACRAUCARCAUUCATUGCUGUC
(SEQ1ID GGUGGGUUGARCUGUGUGGACAAGCUCACUGAACARUGAAUGCARCUGUGS
NO:80) CCCCECun miR-18ib
miR-181b-2
(SEQID CUGAUGGCUGCACUCAACATUCATUGCUEUCGGUGGGUUUGAGUCUGARUC
NO:8I) AARCUCACUGAUCARUGRAUGCARACUGCGGACCABRACA miR-18ib
miR-18ic CGGARAAUUUGCCRAGGGUUUGGGGGAATATUCAARCCUGUCGGUGAGUUTG
(SEQID GGCAGCUCAGGCARACCAUCEACCGUDGAGUGGACCCUGAGEUCUGGARUU
NO:82) GCCAUCCD miR-18ic
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miR-181d GUCCCCUCCCCUAGGCCACAGCCEAGGUCACAAUCARCAUUCAUUGUIGUC
(SEQ ID GGUGGGUUGUGAGGACUGAGGCCAGACCCACCEGEGGANGAATGUCACUGU
NO:83) GGCUGGGCCAGRCACGGCUUARGGGBARIGGEEAC miR-181d
miR-182 GAGCUGCUUGCCUCCCCCCEUUTUUGGCAALNGEUAGRACUCACACUGGUGA
{SEQ ID GGUARCAGGAUCCGGUGCUUCUAGACUUGCCAACUAUGEGGCEAGGACUCA | miR-182: miR-
NO:84) GCCGGCAC 182*
miR-183 CCGCAGAGUGUGACUCCUGUUCUGHGUAUGBCACUGGUAGRAVUCACUGUG
(SEQID AACAGUCUCAGUCAGUGAADUACCGAAGGECCAUARACAGAGCAGAGACAG
NO:85} AUCCACGA miR-183
miR-184
(SEQID CCAGUCACGUCCCCUUANICACUTUUCCAGCCOAGCUNUGUGACUGUAAGUS
NO:86) UUGGACGGAGBACUGAUAAGBEURASCUGATUGER miR-184
miR-185
(SEQID AGGGGGCEAGGGAUTGEAGAGARAGGUAGUUCCUGAUGHUCTCCUCCCCAG
NOST GEELUGGCUNUCCUCUGGUCCUNCCCUCCCA miR-185
miR-186
{SEQID UGCUUGURRCUUUCCARAGRAUDCUCCUUTNEGECUNUCUGEUUTUATUTY
NO:88) ARGCCCARAGGUGCARTUUUTUGEEAABUNUGAGCY miR-186
miR-187 GGUCGGGCUCACCARUGACACAGUCUGASACCUCGGECUACRACACAGGACT
{(SEQID CEGGUGCUGCUCUGACCCCUCGUGUCUIGUGUUGCAGCCEEAGEGACGCAS
NO:8% GUCCGCA miRk-187
miR-188%

(SEQID UGCUCCCUCUCUCACAUCCCUUGCAUGGUGGAGEGUGAGCUUUCUGARRAC

NO:90) CCCUCCCACAUGCAGGEUUNGCAGEAUGGCGSAGTC miR-188
miR-18a

(SEQID UGUUCUBAGGUGCAUCUAGUGCASAUAGUGALGUAGAUUAGCAUCUACUGE | miR-18a; miR-
NO9T) CCURAGUGCUCCUUCHGGCA 18a*
miR-18b

(SEQID UGUGUUAAGGUGCAUCUAGUGCAGUUAGUGARGCAGCUUAGAAUCUACUGC

NO:92) CCUAARUGCCCCUUCUGGTA miR-18b
miR~190

{(SEQID UGCAGGCCUCUGUGUGAUAUGUUUGAUAUADUAGGUUGUIADUUAATCCAR

NO:93) CUAUAUAUCABRACAUAUUCCUACAGUGUCTUGCTS miR-190
miR-191

{(SEQID CGECUGGACAGCEEECAACCEAADCCCAARMGCAGCUGUUGUCUCCAGRGT

NC:o4Y AUUCCAGCUGCGCUDGGAUTUCGUCCCCUGCUCUCCUGLCU miR-191
miRk-192 GCCEAGACCGAGUGCACAGGGCUCUGACCUAUGARAINGACAGCCAGUGCUC

{SEQID UCGUCHCCCCUCTGECUGCCARDUCCAUAGGUCACAGGUAUGUUCGCCUCA

NO:935) AUGCCAGC miR-192
miR-193a

{SEQID CGAGGAUGGGAGCUGAGGECUGEBUCUTUGCGEECEAGRUGAGEGUGUICGES

NO:96) AUCARCUGGCCUACAARGUCCCAGUUCICGGLCCCCE miR-193a
miRk-193h

(SEQID GUGGUCHCASARAUCGGSESUUUUGASEECCAGAUCAGHUN AUGTUUTUADCCE

NOIT) ACUGGCCCUCARAGSUCCCECULTUGGEGUCAY miR-193b
miR-194-1

(SEQID AUGGUGUUAUCAAGUGUAACAGCAACUCCAUGUGEACUGUGUACCAALTUS

NO9%) CAGUGGAGAUGCUGUUACUTVUGAUGCUUACCAR miR-~194
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miR-194-2
(SEQ ID UGGUUCCCECCCCCUGUARCAGCARCUCCAUGUGEAAGUGCCCACUGGUUC
NO:99) CAGUGGGGCUGCUGUUAUCUGGEECGAGGGCCAG miR-194
miR-195
(SEQ ID AGCUUCCCUGGCUCUAGCAGCACAGARAUAIUGGCACAGGGARGCGAGUCY
NO:100) GCCAAUAUUGGCUGUGCUGCUCCAGGCAGGEUGEUG miR-195
miR-196a-1
(SEQID GUGAAUUAGGUAGUUUCAUGUUGUUGGECCUGGCUUUCUGARCACAACAAC
NO:101) AUUARACCACCCGAUUCAD miR-196a
miR-196a-2 | UGCUCGCUCAGCUGAUCUGUGECUNAGGUAGUUUCAUGUUGUUGGGAUUGA
(SEQ ID GUUUUGAACUCGGCARCAAGRAALTGCCUGAGUUACAUCAGUCGCUIULCE
NO:102) UCGAGGEC miR-1962
miR-196b
(SEQID ACUGGUCGGUGAUUUAGGUAGUUUCCUGIUGUUGSEATCCACCUBUCTICUC
NO:103) GACAGCACGACACUGCCUBCADUACUUCAGUUG miR-196b
miR-197
(SEQID GGLUGUGCCGEEUAGAGACECCAGUGERAGEUARSAGCUCTICACCCUUCA
NO:104) CCACCUUCUCCACCCAGCAUGGEC miR-197
miR-198
(SEQID UCAUUGGUCCAGAGGGGAGAUAGGUICCUGUGATTUTUCCUUCUDCUCURY
NO:105) AGARURBAUGA miR-198

miR-199a{ 4,
#5# miR-199-
miR-199a-1 Spy; miR-199%
{SEQID GCCAACCCAGUGUUCAGACUACCUGUUCAGEAGGCUCUCARUGUGUACAGSY | (4485 miR-
NO:106) AGUCUGCACAUUGGUUAGGT 199-3p}
miR-199a ( 4,
5 4 miR-199-
miR-199a-2 | AGGRAGCUUCUGGAGAUCCUGCUCCGUCGCCCCAGUGUUCAGACUACCUGU | Sp); miR-199a*
(SEQID UCAGGACAARUGCCGUUGUACAGUAGUCUGCACRUUGGUUAGACUGGGCAAG | (4, 4% miR-
NO:107) GGAGRGCA 199-3p}
miR-199b CCAGAGGRCACCUCCACUCCGUCUACCCAGUGUUUAGACUAUCUGUUCAGG
(SEQID ACUCCCARRUUGUACAGUAGUCUGCACAIUGEUUAGECUGGECUGGGUUAG
NO:108) ACCCUCGG miR-199b
miR~19a
(SEQ1ID GCAGUCCUCUGUUAGUUUUGCAVAGUUGCACUACARGARGARUGUAGUUGU
NO:109) GCARAUCUAUGCAAAACUGAUGGUGGCCUGC miR-19a
miR-19b-1
(SEQID CACUGUUCUAUGGUUAGUUTUGCAGGUUUGCAUCCAGCUGIGUGAUATUCY
NO:110) GCUGUGCABAUCCAUGCAARACUGACUGUGBEUAGUG miR-19h
miR-19b-2
(SEQID ACAUUGCUACUUACARUUAGUUUUGCAGGUUUGCAUUUCAGCGUAUAUAUG
NO:111) UAUAUGUGGCUGUGCARAUCCANGCARARCUGALUGUCAUAATGY miR-19b
miR-200a
(SEQID CCGGGCCCCUGUGAGCAUCUUACCGGACAGUGCUGGAUUUCCCAGCUUGAC | miR-200a; miR-
NO:112) UCURACACUGUCUGGUAACGAUGUUCAARGGUSACTCGT 200a*
miR-200b
(SEQID CCAGCUCGGECAGCOGUGGCCAUCTIALUGEGCAGCATUGGAUGGAGUCAG
NO:113) GUCUCUAAUACUGCCUGGUAAUGARUGACGGCGGAGCCCUGCACG miR-200b
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miR-200c
(SEQID CCCUCGUCUUACCCAGCAGUGUUUGGEUGCEEUUGEGAGUCUCURATACUG
NO:114) CCGGGURAAUGRUGGAGG miR-200c¢
miR-202 CGCCUCAGAGCCGCCCECCEUUCCUNUTUCCUAUGCAUATACUUCUUUGAG
(SEQ ID GRUCUGGCCUARAGAGEUAUAGGGCAUGGGAARACGGGECEGUCEEEUCCY
NO:115) CCCCRGCE miR-202
miR-203 GUGUUGGGGACUCECECGCUGEEUCCAGUEGUUCTUAACAGUUCAACAGUY
(SEQID CUGUAGCGCAAUNGUGARRDGUDUAGEACCACUAGACCCGEOGEGCGCEEE
NO:116) GACAGCGA miR-203
miR-204 GGCUACAGUCUUUCUUCAUGUGACUCGUGBACUNCCCUTUGHCATCCUATG
{(SEQID CCUGRGAAUAURUGAAGGAGGCUGGGRAGGCAARGEGACGUUCAANUGUCA
NO:1ID UCACDGGC miR-204
miR-205 ARAGAUCCUCAGACAAUCCAUGUGCUUCUCUUGUCCUUCATUCCACCGGAS
(SEQID UCUGUCUCAYACTCAACCASATUUCAGUGGAGTIGAAGUU CAGGAGGCAUGE
NO:118) AGCUGACA miR-205
mR-206
(SEQID UGCUUCCCGAGECCACAUGCIUCUNUAUAUCCCCAUAUGGATUACUTUGCY
NO:119) BUGGAAUGUAAGGARSHGUGIGGULUCEGCAAGTS miR-206
miR-208a
(SEQID UGACGGGCGAGCUUUUGGCCCGEGUUAUACCUGAUGCUCACGUAUAAGACG | miR-208 ( 4,
NO:120Y AGCARARAGCUUGUUGGUCA #4 75 miR-208a)
mik-20a
(SEQ 1D GUAGCACUBRAAGUGCUUADAGUCCAGGUAGUGUTUAGUUAUCUACUGCAUY
NO:121) AUGAGCACUUAAAGUACUGTC miR-20a
miR-20b
(SEQ ID AGUACCAAAGUGCUCAUAGUGCAGGUAGUUUUGGCAUGACUCUACUGUAGY
NO:122} BUGGGCACUUCCAGUACU miR-20b
miR-21
(SEQID UGUCGGGUAGCUUAUCAGACUGAUGUUGACUGUUGAAUCUCAUGGCAACAL
NO:123) CAGUCGAUGGGCUGUCUGACA miR-21
miR-210 ACCCHGCAGUGCCUCCAGGCECAGEEIAGCCCCUGCCCACCGCACACUGCE
(SEQ ID CUGCCCCAGACCCACUGUGCGUGUGACAGCGEECUGAUCUGUGCCUGGGCAG
NO:124) CGCGACCC miR-210
miR-211 UCACCUGGCCAUGUGACUUGUGGECUUCCCUUUGUCATCCUUCGCCUAGEE
(SEQID CUCUGAGCAGGGCAGGRACAGCARAGGRGUGCUCAGUUGUCACTUUCCCACA
NO:125) GCACGGAG miR-211
miR-212 COBGGCACCCCECCCEEACAGCEUGCUEECACCUIGGCUCUAGACUGCUA
(SEQID CUGCCCGGGCCECCCUCAGUAACAGUCUCCAGUCACGGUCACCEACECCUG
NO:126) GCCCCGRe miR-212
miR-214 GGCCUGGCUGGACAGAGUUGUCATGUGUCUGCCUGUCTACACIUGCUGUGE
(SEQID AGARCAUCCGCUCACCUGUACAGCAGGCACAGACAGGCAGUCACAUGACAA
NO:127 CCCAGCCU miR-214
miR-215 AUCAUUCAGARALGEUALACAGSAARAUGANCUAUGABI UGACAGACARUA
{SEQID UAGCUGAGUUUGUCUGUCAUNUCUBUAGGCCAAUATUCUGUATUGACUGUGE
NO:128) UACUUCAA miR-215
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miR-216a GAUGGCUGUGAGUUGGCUUAAUCUCAGCUGGCAACUGUGAGAUGUUCAUAC
(SEQID ARUCCCUCACAGUGGUCUCUGGGAUUAUGCUARACAGAGCARUUUCCUAGC | miR-216 ( 4,
NO:129) CCUCACGA 4 miR-216a)
miR-217 AGUAUAAUUAUURCAUAGUUUUUGAUGUCGCAGAUACUGCAUCAGGARCUG
(SEQID AUUGGAUARGAAUCAGUCACCAUCAGUUCCURAAUGCADUGCCUUCAGCAUC
NO:130) UARACAAG miR-217
miR-218-1 | GUGAUARUGUAGCGAGAUTUNCUGUUGUGCUUGAUCUARCCAUGUGGUUGE
{SEQID GAGGUAUGAGUAARACAUGGUUCCGUCAAGCACCAUGGAACGUCACGCAGE
NO:3D UUUCUACA miR-218
miR-218-2 | GACCAGUCGCUGCEEEGCUBUCCUUUGUGCUUGAUCUAACCAUGUGGUGGA
(SEQID ACGAUGGABACGGAACAUGGUUCUGUCAAGCACCGCGGARAGCACCGUGCY
NO:132) CUCCUGCA miR-218
miR-219-1 | CCGCCCCEGECTECEECUCCUGATUGICCARACGCARUUCUCGAGUCUAUG
(SEQID GCUCCGECCGAGAGUUGAGUCUGGACGUCCCGAGCCGCCGOLCCCARACCY
NO:133) CGAGCGEG miR-219
miR-219-2
(SEQID ACUCAGGGGCUUCGCCACUGAUUGUCCARACGCAAUUCUUGUACGAGUCUG
NQO:134) CGGCCAACCGAGAAUUGUGGCUGGACAUCUGUGGCUGAGCUCCGEE miR-219
miR-22
(SEQID GGCUGAGCCGCAGUAGUUCUUCAGUGGCAAGCUUUAUGUCCUGACCCAGCY
NO:135) AAAGCUGCCAGUUGAAGAACUGUUGCCCUCTGCC miR-22
miR-221 UGAACAUCCAGGUCUGGGGCAUGAACCUGGCAUACARUGUAGAUUTCUGUG
(SEQID UUCGUUAGGCAACAGCUACATUGUCUGCUGGGUUUCAGGCUACCUGGARRS
NO:136) AUGUUCUC miR-221
miR-222 GCUGCUGGARGGUGUAGGUACCCUCARUGGCUCAGUAGCCAGUGUAGAUCT
(SEQID UGUCUUUCGUARUCAGCAGCUACAUCUGGCUACUGGGUCUCUGAUGGCAUC
NO:137) UUCUAGCU miR-222
miR-223 CCUGGCCUCCUGCAGUGCCACGCUCCGUGUAVUUGACARGCUGAGUUGGAC
(SEQID ACUCCAUGUGGUAGAGUGUCAGUUUGUCARAUACCCCAAGUGCGGCACAUG
NO:138) CUUACCAG miR-223
miR-224
{SEQID GGGCUUUCAAGUCACUAGUGGUUCCGUUUAGUAGAUGAUUGUGCAUIGUUY
NO:139) CABRARUGGUGCCCUAGUGACUACABAGCCC miR-224
miR-23a
(SEQID GGCCGGCUGGEGEUUCCUGEGGAUGGGAUUTGCUUCCUGUCACARAUCACAT
NO:140) UGCCAGGGAUUUCCARCCGACC miR-23a
miR-23b
(SEQ ID CUCAGGUGCUCUGGCUGCUUGGEUUCCUGGCAUGCUGATUUGUGACTUAAG
NO:141) AUUARAAUCACAUUGCCAGGGAUUACCACGCARCCACGACCUUGGE miR-23b
miR-24-1 miR-24; miR-189
(SEQID CUCCGGUGCCUACUGAGCUGAUAUCAGUUCUCAUUUDACACACUGGCUCAG | (4.4k3h miR-
NO:142) UUCAGCAGGAARCRGGAG 24%)
miR-24-2
(SEQID CUCUGCCUCCCGUGCCUACUGAGCUGARACACAGUUGGUUUGUGUACACYG
NO:143) GCUCAGUUCAGCAGGAACAGGE miR-24
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miR-25

(SEQ 1D GGCCAGUGUUGAGAGGCEGAGACUUGGECAATUGCUGGACECUGCCCUGEE

NO:144) CAUUGCACUUGUCUCGEUCUGACAGUGLCGECC miR-25
miR-26a-}

(SEQ 1D GUGECCUCGULUCARGUARAUCCAGGAUAGRCUGUGCAGHLUCCCAAUGGGLCY

NO:145) AUUCUUGGUUACUUGCACGGEBACGC miR-26a
miR-26a-2

(SEQID GGECUCUGGCUGGAUTCARGUARUCCAGGAUAGGCUGUNUCCAYCTGUBAGS

NO:1463 CCUAUUCUUGAUUACUDGUDUCUGERGECAGCY mik-26a
miR-26b

(SEQ 1D CCGGGACCCAGUUCARGUARUUCAGCAUAGGUUGUGTGCUGUCCAGCIUGU

NO:47) UCUCCAUUACDUGGCUCGEGEACCEE miR-26b
miR-27a

{(SEQ1ID CUGAGGAGCAGGECUUAGCUGCUUGUGAGCAGECUCCACACCARGUCGURY

NO:148) UCACAGUGGCHAAGULCCROCCCCCAS miR-27a
miR-27b

{SEQID ACCUCUCUAARCAAGEUGCAGAGCUNASCUGAUUGGUGAACAGUGAUUGEUY

NO:149) UCCECUTUGUDCACAGUGECUAAGUUCUGCACCUGARGAGAAGEUG miR-27b
mik-28

{SEQID GGUCCUUGCCCUCARGCAGCUCACACUCUAUBGAGTUACCUTUCUGACTUD

NO:150) CCCACUAGAUUGUGAGCUCCUGGAGEECAGGCACY mik-28
mik-296

{SEQID AGGACCCUUCCAGAGEGCCCCOCCUCARTCCUGUUGUBCCUAATUCAGAGS

NO:51Y GUUGGGUGGAGECUCUCCUGARGEGCUCT miR-296
miR-299

(SEQID AAGRARUGGUDUACCGUCCCACAUACAUUUUGARUAUGUAUGUGGGAUGGT | miR-299-3p; miR-
NO:152} ABACCGCUUCUHU 299-5p
miR-29a

(SEQID AUGACUGAUTUCUUUUGGUGUUCACAGUCARUAURADTUUCTAGCACCAUC

NO:153) UGAARUCGGUUAU miR-2%
miR-26b-1

{SEQID CUUCAGGARAGCUGGEUUUCAUAUGGUEGUUUAGRIUUABAUAGUGATUGUCU

NO:I 5 AGCACCADUUGAARUCAGUGUDCUUGEEEG mi__R-EQb
miR-29b-2

(SEQID CUUCUGGAAGCUGGUUUCACAUGGUGECUUAGAUUTUUCCAUCUTUGUAUC

NQO:155) UBGCACCAUUUGAARUCAGUGUDUUAGGAS miR-29b
miR-2%9¢

{SEQ ID AUCUCUUACACAGGCUGACCGATTUCUCCUGGUGUUCAGRAGUCUGTUUUUG
NO:156) UCUAGCACCAUUUGARADCGGUUALGAUGUAGGGGGA mil-29¢
mik-301a

(SEQ ID ACUGCUPACGRRUGCUCUGRCUUUAUUGCACURCUGUACUDUACAGCUAGT | miR-301 ( 4,
NO:157) AGUGCAAUAGUAUUGUCARAGCAUCUGARAGCAGG #4 miR-301a)
miR-302a

{SEQID CCACCACUUARACGUGGAUGUACUGECUUUGARACUARAGAAGUARGUGCY | miR-302a; miR-
NO:158) UCCAUGUUUUGGUGAUGG 302a*
mik-302b

{SEQID GCUCCCUUCAACHUUARCATSEAAGUGCUULCUGUGACUUUARARGUARGT | miR-302h; miR-
NO:159} GCUUCCAUGUUUUAGUAGGAGD 302b*
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miR-302d
(SEQ 1D CCUCUACUUURRCRUGGAGGCACUUGCUGUGACAUGACAARBAUARGUGCU | miRk-302d; miR-
NO: 160} UCCAUGUUUGAGUGUGE 302d*
miR-30a
(SEQID GCGACUGUAAACAUCCUCGACUBGAAGCUGUGRAGCCACAGAUGEGCUUUC | miR-30a-3p; mik-
NOI61Y AGUCGGAUGUUUGCAGCUGT 30a-5p
miR-30b
{SEQID ACCAAGUUUCAGUUCAUGUAAACADCCUACACUCAGCUGUARUACAUGGAT
NO:162) UGGCUGGGAGGUGCAUGUUDACUUCAGCUGACUUGEA miR-30b
miRk-30¢-1
(SEQID ACCAUGCUGUAGUGUGUGUARRCATCCUACACUCUCAGCUGUGAGCUCAAG
NO:163) GUGGCUGGEAGAGEGUUGUUUACTCCUUCUGCCAUGHR miR-30¢
miRk-30c-2
{SEQID AGRUACUGUARACAUCCUACACUCUCAGCUGUGGARAGUAMGARAGCUGGG
NO:164) AGARGGCUGUUUACUCULUCY miR-30¢c
miRk-30d
{SEQ ID GUUGUUGUARACAUCCCCEACTGEARGCUGUAAGACACAGLURAGCUUUCA
NO:165) GUCAGRUGUUUGCUGCUAL miR-30d
miRk-30e
{SEQ 1D SGGECAGUCUTUGCUACUGUARACADCCUUGACUGGAAGCUGUAAGEUGUUC | miR-30e-3p; miR-
NO:166) AGAGGAGCUUUCAGUCGGRAUGUUUACAGCGGCAGGCUGCCA 30e-5p
miRk-31
(SEQID GGAGAGGAGECARGAUGCIGECATAGCUGTUGAACUGGGAACCIGCUAUGT
NO:167) CAACAUAUUGCCAUCUIUCE miR-31
miR-32
(SEQID GGAGRUAUUGCACALTUACUAAGUUGCAUGUUGUCACGGCCUCAAUGCAALY
NO:168) UAGUGUGUGUGAUATIUDUC miR-32
miR-320a
(SEQID BCUUCGCUCCCCUCCECCUUCUCUUCCCGGUUCTUUCCCEGAGUCGGGARAR | miR-320( 4,
NO:169) GCUGGGUUGAGAGGECEARRAAGGAUGAGEY 4 miR-320a)
miR-323
{SEQID UUGGUACUUGGAGAGRGGUGGUCCBUGGCGCEUYCGCUUUANUUADGGCGT
NO:170) ACAUUACACGGUCGACCUCUUUGCAGUALCUARDC miR-323
miR-324
{SEQID CUGACUAUGCCUCCCCGCAUCCCCUAGGGUAUUGGUGUARRGCUGGAGACC | miR-324-3p; miR-
NO:1T1) CACUGCCCCAGGUGCUCCUGGEGGUIGUAGUC 324-3p
miR-325
{SEQID AUACAGUGCUUGGUUCCUAGUAGGUGUCCAGUAAGUGUUUGUGACAUBAUY
NO:ATY UGUUUADUGAGGACCUCCUADCARUCAAGCACUGUGCUAGGCUCUGE miR-325
miR-326
(SEQ D CUCAUCUGUCUGDUGGECUGEAGGCAGGECCUTUGUGAAGECEGGUGGUGE
NO:173) UCAGAUCGCCUCUGGEGCCCUUCCUCCAGLCCCGAGGLGGAUUCA miR-326
miRk-328
{SEQID UGGAGUGGGGEGGLAGGAGGGCCUCAGGGAGARAGUGCAUACAGCCOCUGS
NO:174) CCCUCUCUGCCCUUCCEULCOrUG miR-328
miR-329-1
(SEQID GGUACCUGAAGAGAGEUUUUCUGEGUUNCUGUUUCUTUAAUGAGGACGARA
NO:175) CACACCUGGUUARCCUCUUUDCCAGUATD miRk-329
miR-329-2
(SEQID GUGBUACCUGRAGAGAGGUUDUCIGESUTUCUGUTUCUNUAUUGAGGACGA
NO:176) ARCACACCUGGUUAACCUCUUDUCCAGUAUCAR mik-329
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miR-33a
(SEQID CUGUGGUGCAUUGUAGUUGCAUUGCAUGUUCUGGUGGUACCCAUGCARUGU | miR-33 (483
NO:17T) VUCCACAGUGCAUCACAG miR-33a)
miR-330
{SEQID CUDUGGCGAUCACUGCCUCUCUGGGCCUGUGUCUUAGGCUCUGCARGAUCA
NO:178) ACCGAGCAAAGCACACCGCCUGCAGAGAGECAGCGCUCIGECS miR-330
miR-331
(SEQ D GAGUUUGGUUUUGUUUGGEUUUGUUCUAGGUAUGGUCCCAGGEAUCCCAGA
NO: 179} UCABACCAGGCCCCUGGEECCUADCCUAGRACCARCCURAGCUC miR-331
miRk-335
(SEQID UGUUDUGAGCGGGGGUCARGAGCAAUAACCARAAAUGUUUGUCAUARACCS
NO:180Y UUUUUCAUUAUUGCUCCUGACCUCCUCUCAUUUGCUAUAUTCA miR-335
miR-337
(SEQ ID GUAGUCAGUAGUUGGGGGEUGEGAACGECUUCAUACAGCAGUUGAUGCACA
NO:181) GUUAUCCAGCUCCUAUAUGAUGCCUUUCUNCAUCCCOUUCAR miR-337
miR-338
(SEQID UCUCCRACARUAUCCUGGUGCUGAGUGAUGACUCAGGCGACUCCAGCAICA
NO:182) GUGAUUUUGUUGARGA miR-338
miR-339
(SEQID CGGGGCEGECGCUCUCCCUGUCCUCCAGGAGCUCACGUGUGCCUGCCUGUG
NO:183) AGCGCCUCGACGACAGAGCCGGCECCUGCCCCAGUGUCTGREE miR-339
miR-340
(SEQID BUGUACCUGGUGUGAUUAUARAGCARUGAGACUGAUIGUCAUAUGUCGUUU
NO:184) GUGGGAUCCGUCUCAGUUACUUUAUAGCCAUACCUGGUAUCTUA miR-340
miR-342
(SEQID GRAAACUGGGCUCAAGGUGAGGEGUGCUADCUGUGAUUGAGGGACAUGGUTA
NO:185) AUGGAAUUGUCUCACACAGABAUCGCACCCGUCACCUUGGCCUACUUA miR-342
miR-345
(SEQ ID ACCCARACCCURGGUCUGCUGACUCCUAGUCCAGGGCTCGUGAUGGCUGET
NO:186) GGGCCCUGAACGAGEEGUCUGEAGECCUGGGUUUGAAUAUCGACAGE miR-345
miR-346
(SEQID GGUCUCUGUGUUGEECEUCUGUCTUGCCCGCAUGCCUGCCUCUCUGUUGCTUC
NO:187) UGAAGGAGGCAGEGGCUGEECCUGCAGCUGCCUGEGCAGAGCEG miR-346
miR-34a GGCCAGCUGUGAGUGUUUCUTUGGCAGUGUCUUAGCUGGUUGUUGUGAGCA
(SEQ ID AUAGUAAGGAAGCAAUCAGCARGUAUACUGCCCUAGARGUGCUGCACGUUG
NO:188) UGGGGCCC miR-34a
miR-34b
{(SEQ D GUGCUCEGUDUGUAGGCAGUGUCADIAGCDGAUUGHACUGUGRUGGUUACA
NO:189) AUCACUBACUCCACUGCCAUCARBACAAGGCAC miR-34b
miR-34¢
(SEQ ID AGUCUAGUUACUAGGCAGUGUAGUUAGCUGAUUGCUARUAGUACCAALCAC
NO:190) UAACCACACGGCCAGGUARARAGAUL miR-34c¢
mik-361
(SEQ ID GGAGCUUAUCAGAAUCTICCAGGGGUACTUUUAUAAUUUCAARARGUCCCCCA
NO:1913 GGUGUGAUUCUGAUUTGCUNC miR-361
miR-362
(SEQ ID CUUGAAUCCUDGGARCCUAGGUGUGAGUGCUATUUCAGUGCAACACACCUA
NO:192) UUCRAAGGAUUCAAR miR-362
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miR-365-1
(SEQID ACCGCRGGGAAARUGAGGGACUUVUGGGGGCAGADGUGUUUCCAUUCCACY
NO:193) AUCAUAAUGCCCCUARAARUCCUUAVUGCUCUUGCA miR-365
miR-365-2 AGAGUGUUCRAGGACAGCBAGARAMAUGAGGGACUUTUCAGGEECAGCIGUG
(SEQID JUUUCUGACUCAGUCAUARUGCCCCUARAAAAICCUUAULGUUCUUGCAGUG
NO:194) UGCAUCGGE miR-363
miR-367
(SEQ ID CCAUUACUGUUGCUAAVAUGCAACUCUGUUGARUAUARAUUGGAAUUGCALC
NO:193) UUUAGCARUGGUGAUGE miR-367
miR-369
(SEQID UUGAAGGGAGAUCGACCGUGUURUAUUCGCUUUATUGACUUCGARUAAUAL | miR-369-3p; miR-
NO:196) AUGGUUGAUCUUDUCUCAG 369-5p
miR-370
(SEQID AGACAGAGAAGCCAGCUCACGUCHCUGCAGHUACACAGCUCACGAGUGCCU
NO:19T) GCUGGGEUGGRACCUGGUCIGUCU miR-370
miR-371
{(SEQID GUGGCACUCAARCUGUGGGEECACTIUCUGCUCUCUGGUGAARGUGCCGOT
NO:188) EUCUUUUGAGUGUUAC miR-371
miR-372
(SEQID GUGGGCCUCARAUGUGGAGCACUAUUCUGAUGUCCAAGUGGAARGUGCUGT
NO:199) GACAUUUGAGCGUCAC miR-372
miR-373
(SEQID GGGAUACUCARRAUGGEGRCGCUUUCCUYUUUGUCUGUACUGGGARGUGCU | miR-373; miR-
NO200) UCGAUUUUGEGEUBUCCC 373*
miR-374a
(SEQID UARCAUCGGCCAUUAURAUACRACCUGAUAAGUGUUAUAGCACUUAUCAGAY | miR-374 { 4,
NO:220D) UGUAUUGUBAUUGUCUGUGUA 4 miR-374a)
miR-375
(SEQID CCCCBCGACGRGCCCCUCGCACARACCEGACCUGAGCGUUNUGUUCGUUCE
NO:202) GCUCGCGUGAGGT miR-375
miR-376a-1
(SEQID UAARAGGUAGRUUCUCCUDCURUGAGUACAUUAUUUAUGAUUARUCRUAGA | miR-376a; miR-
NO:203) GGAARAUCCACGDULUC 376a*
miR-376a-2
(SEQID GGUAUUUAARAGGUAGAUUUICCUUCUAUGGUUACGUGTUUGAUGGUUART
NO:204) CAUBGAGGRARRUCCACGUUUUCAGUAUC miR-376a
miR-376b
(SEQID CRGUCCUUCUUUGGUAUUUABARCGUGGAUAUUCCUUCUAUGUUUACCUGA
NO:205% UUCCUCSUUAAUCAUAGAGGAARAUCCAUGIUUUCAGURUCARAIGCUG miR-376b
miR-376¢
(SEQID ARAAGGUGGRUAUUCCOUCUAUGUUUAUGUUAUUUAUGGUUAAACAUAGAG | miR-368( 4,
NO:206) GAAAUUCCACGUUUU 5 miR-376¢)
miR-377
(SEQID DUGAGCAGAGGUUGCCCUUGGUGRAUICGCUNUAUUUAUGUUGARUCACEC
NO:207) AARAGGCAACULUUGUULG miR-377
miR-378 miR-378; miR-
{SEQID AGGGCUCCUGACUCCAGGUCCUGUGUGUUACCURGAMBUAGCACUGGACUU | 422b (b 473
NO:208) GGAGUCAGAAGGCCU miR-378%)
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miR-379
(SEQID AGARGAUGGUAGACUAUGGAACGUAGGCGUUAUGAUDUCUGACCUAUGUAAC
NO:209) AUGGUCCACUAACUCY miR-379

miR-380 ( 4,
# A miR-380-
miR-380 3p); miR-380*
{(SEQID RAGAUGGUUGACCAUAGAACAUGCGCUAUCUCUGUGUCGUAUGURAURUGS | {( £.4k#% miR-
NO:210) UCCARCAUCUU 380-5p)
miR-381
{SEQID UACUUAARGCGAGGUUGCCCUUUGUAVAUUCGGUUUAVUGACAUGGRAUAL
NO:211) ACAAGGECARGCUCUCUGUGAGUA miR-381
miR-382
{SEQID UACUUGARAGAGRAGUUGUUCGUGCUGGAUUCECUUUACUUAUGACGARUCA
NO:212) UUCACGGACAACACULUUUUCAGUA miR-382
miR-383
{SEQID CUCCUCAGAUCAGRAGGUGAUUGUGGCUUUGGGUGGAUATUARUCAGCCAC
NG:213) AGCARCUGCCUGGUCAGRRAGAG miR-383
miR-409
{SEGID UGGUACUCGGGGAGAGGUUACCCGAGCARCUTUGCAUCUGGACGACGARTG
NG:214) UUGCUCGGUGAACCCCUDULCGEUAUCA miR-409-5p
miR-410
{SEQID GGUACCUGAGAABAGGUUGUCUGUGAUGAGUUCGCIUUTAUUARUGACGAA
NQO:215) UAURACACRAGAUGGCCUGUUDUCAGUACC miR-410
miR-412
(SEGQID CUGGGGUACGGGGAUGGAIGGUCGACCAGUUGCARAGUARUUGUUUCTAATD
NO:216) GUACUUCACCUGGUCCACUAGCCEUCCEUAUCCGCUGCAG miR-412
miR-422a
{SEQID GAGAGAAGCACUGGACUUAGGGUCAGAAGGCCUGAGUCUCUCUGCUGCAGA
NO217) UGGGCUCUCUGUCCCUGAGCCARGCUTUGUCCUCCCUGE miR-422a
miR-423
(SEQID AUARAGGRAGUUAGGCUGAGGGGCAGAGAGCGAGACUUUUCUAUTUUCCAA
NO:218) AAGCUCGGUCUGAGGCCCCUCAGUCHUGBCUUCCUAACTCGCET miR-423
miR-424
(SEQID CGAGGGGRAUACAGCAGCAAUUCAUGUUUUGAAGUGUUCUAARUGGUUCRAA
NO:219) ACGUGAGGCGCUGCUAURCCCCCUCGUGGGEAMGEUAGARGEUGEEG miR-424
miR-425
(SEQID GAARGCGCUUUGGARUGACACGAUCACUCCCGUUGAGUGGECACUCGAGAR
NO:220) GCCAUCGGGAAUGUCCUGUCCECCCAGUGCUCTUYC miR-425
miR-429
(SEQ ID CGCCGECCGAUGEECEUCTUACCAGACAUGEUUAGACCUGGCCCUCUGUCT
NO:221) ARUACUGUCUGGUAABACCGUCCAUCCECUGE miR-429
miR-432
{SEQID UGACUCCUCCAGGUCUUGGAGUAGGUCAUUGGGUGGAUCCUCTATUUCCUU | miR-432; miR-
NO:222) ACGUGGGCCACUGGAUGGCUCCUCCAUGUCUDGGAGUAGAUCA 432*
miR-433
(SEQID CCGGGGAGAAGUACGBUGAGCCUGUCATTATUCAGAGAGSCUAGAUCCUCY
NO:223) GUGUUGAGARAGGAUCAUGAUGGECUCCUCGGUGUUCTCCAGS miR-433
miR-448 GCCGGEAGGUUGARCAUCCUGCAVAGUGCUGCCAGGABAUCCCUAUUUCA
(SEQID AUBAGAGGGGECUGGCUGGUUGCATAUGUAGGAUGUCCCAUCUCCCAGCCT
NO:224) ACUUCGUCA miR-448
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miR-449a
{SEQID CUGUGUGUGAUGAGCUGGCAGUGUAUUGUUAGCUGGUUGARUAUGUGARUG | miR-449 ( 4
NO:225) GCAUCGGCUABCAUGCAACUGCUGUCUUAUUGCAUAUACE 4 miR-449a)
miR-450a-1
(SEQID ABRCGAUACUAARCUGUUUUUGCGADGUGUUCCUAAUAUGCACUAUARAUA | miR-450 { 4,
NO:226) UAUUGGGAACAUUUUGCAUGUAUAGUUIUGUAUCAAUADA 4 miR-450a)
miR-450a-2
{SEQID CCARAGAARGAUGCUARACUAUNUUUGCSAUGUGUUCCUARUAUGUARUAY | miR-450{ 44,
NO:227) ARAUGUAUUGGGGACAUUUUGCAUUCAUAGUUUUGUAUCARUARUALGS 54 miR-450a)
miR-451
(SEQID CUUGGGAAUGGCAAGEAARCCCUUACCATUACUGAGUUUAGUARUGGUARY
NO:228) GGUUCUCUUGCUATACCCAGE miR-451
miR-452
(SEQID GCURAGCACUUACAACUGUUUGCAGAGGAAACUGAGACUUUGUAACUAUGU | miR-452; miR-
NO:229) CUCAGUCUCAUCUGCARAGAAGUAAGUGCUINES 452+
mik-453
(SEQID GCAGGAAUGCUGCGRAGCAGUGCCACCUCAUGGUACTCGGAGEGAGGUUSUC
NO:230) CCUGGUGAGUUCGCAUUATUUUARUGAUGE miR-453
miR-435
(SEQID UCCCUGGUGUGAGGEUANCUGCCUNUGGACUACAUCEUCEAAGCCAGCACT
NO:231) AUGCAGUCCRUGGGCAUAUACACUUGCCUCARGGCCUAUGUCATT miR-455
miR-483
{SEQID GRGGGGGAACACGEGAGCGARAGRAGGEAGUEGUICCATCACGCCUCCUCAL
NO:232) UCCUCHCCUCCCEUCHUCUCCUCUC miR-483
miR-485
{SEQID RCUUGGAGAGAGGCUGGCCGUGAUGRAUUCGAUUCAUCARAGCGAGUCAUA | miR-485-3p; miR-
NO:233) CACGGCUCUCCUCUCUUULAGD 485-5p
miR-486
(SEQID GCAUCCUGUACUGAGCUGCCCCEAGGCCCUUCAUGCUGCCCAGCUCGEGET
NO:234) AGCUCAGUACAGGAUAC miR-486
miR-487a
(SEQID GGUACUUGAAGAGUGGUUADCCCUGCUGUGUUCGCUUARUUUAUGACGARY
NO:235) CAUACAGGGACARUCCAGUUUNUCAGUAUC miR-487a
miR-487b
(SEQID UUGGUACUUGGAGAGUGGUUAUCCCUGUCCUGUUCGUUUUGCUCAUGUCGA
NO:236) AUCGUACAGGGUCAUCCACUUUUUCAGUAUCAA miR-487b
miR-488
{SEQID GAGARUCAUCUCUCCCAGRUAAUGGCACUCUCARACAAGUUUCCARATUGH
NO:237) UUGAARGGCUAUDUCIUGGUCAGRUGACUCTC miR-488
miR-489
(SEQ D GUGGCAGCUUGGUGGUCGUATGUGUGACGCCAUUUACUUGAACCUUUAGGE
NO:238) GUGACAUCACAUAUACGGCAGCUARACUGCUAL miR-489
miR-450 UGGAGGCCUUGCUGGUUUGEARAGUUCATDGUUCGACACCAUGGAUCUCCA
{SEQID GGUGGGUCARGUUUAGAGAUGCACCAACCUGGAGGACUCCAUGCUGUUGAS
NO:239) CUGUUCACARGCAGCGGACACUUCCA miR-450
miR-491
(SEQID UUGACUUAGCUGEGUAGUGEGCAACCCUTCCAUGAGGAGUAGARCACUCCU
NO:240) UAUGCARGAUUCCCUUCUACCUGGLUGGEUUGS miR-491
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miR-493 ( 4,
£ 35 miR-493-

miR~493 3p); miR-493*

(SEQID CUGGCCUCCRGGGCUUUGUACAUGEUAGGCUUUCAUUCAUUCGUUUGCACA | ( 4.4k% miR-

NO:241) UUCGGUGAAGGUCUACUGUGUGCCAGBCCCUGUGCCAG 493-3p}

miR-494

(SEQID GAUACUCGRAGGAGAGGUUGUCCEUGHUGUCUNCUCUUUATUUAUGAUGAR

NO:242) ACAUACACGGGABACCUCUNNNUUAGUAUC miR-494

miR-495

(SEQID UGGUACCUGAAAAGAAGUUGCCCAUGUUATUUUCGCUUUAUAUGUGACGAR

NO:243) ACARACAUGGUGCACUUCUNUTUCGGUALCE miR-495

miR-496

{(SEQID CCCAAGUCAGGUACUCGAAUGGAGGUDGUCCATGEUGUG UUCATTUUATUY

NO:244) AUGAUGAGUAUUACAUGGCCARUCUCCUUNCGGUACCARUNCUUCUUGGSE | miR-496

miR-497 CCACCCOGGUCCUSTUCCOGCCCCACCAGCANACUGUGGUNUGUACGECAD

(SEQID UGUGBGCCACGUCCARRCCACACIGUGGUGUIAGAGCGAGGEUGGEGEAGET

NO:2435) ACCGCCGAGE miR-497

mik-498 ARCCCUCCUUGGEAAGBUGAAGCUCAGGCUGUGATUUCARGOCAGGGGEEGU

{SEQID UUUDCUAURACUGGRUGAARAGCACCUCCASAGCUUGARGCUCACAGULUG

NO:246) AGAGCARUCGUCUARAGGARGUU miR-498

miR-499 GCCCUGUCCUCUGIGICUUGEGUGEGCEGCUGTUAAGACUUGCAGUGATGT

(SEQID UUARCUCCUCUCCACGUGAACAUCACAGCAAGUCUGUGCUGCULCCCGUCC

NO:247) CUACGCUGCCUGGGCAGGEY miR-499

miR-500

{SEQID GCUCCCCCUCUCUARUCCUUGCUACCUGGGUGAGAGUGCUGUCUGARUGCA

NO:248) AUGCACCUGGGCAAGGAUUCUGAGAGCGAGAGS miR-500

miR-501

(SEQID BCUCUUCCUCUCUAAUCCUTDGUCCCUGGGUGAGAGUGCUUUCUGAAUGCA

NO:249) AUGCACCCGEECARGGAUUCUGAGAGEGUGAGT miR-501

miR-502

(SEQ ID UGCUCCCCCUCUCUARUCCULUGCUADCUGEGUGCUAGUGCUGECUCARUGE

NO:2503) AAUGCACCUGGGCARAGGALUCAGCAGAGEGEGAGCY miR-502

miR-503

(SEQID UGCCCUAGCAGCGGGAACAGUUCUBCAGUGAGCEAUCEEUGCUCUGGGGUA

NO:251) UUGUUUCCGCUGCCAGGGUA miR-503

miR-504

(SEQID GCUGCUGUUGGGAGACCCUGGUCUGCACUCTATCUGUAUUCUUACUGARGS

NO:252) GAGUGCAGGLCAGGGUUUCCCAVACAGAGGEC miR-504

miR-505

{SEQID GARUGCACCCAGUGGEEGAGCCAGEAAGUAUUGAUGTIUCTGCCAGUIUALS

NO253) GUCAACECUUGCUGGUUUCCUCUCUGGAGCAUC miRk-505

miR-306 GCCACCACCAUCAGCCAUACUAUGUGUABUGCCUUATUCAGGAAGGUGUUA

{SEQID CUUAAUAGAUDAATAUUUGUAAGGCACCOUUCUGAGUAGAGUAAUGUGCAR

NO:254) CAUGGACAACRUUUGUGBUGEC miR-506

miR-507

(SEQID GUGCUGUSUGUAGUGCUUCACUUCARGAAGUGCCANGCAUGUGUCUAGARA

NO:253) UAUGUUUUGCACCUUUUGGAGUCARRUARUGCACARCAGAIAC miR-307
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miR-508 CCACCUUCAGCUGAGUGUAGUGCCCUACUCCAGAGGGCGUCACUCAUGUAA
(SEQID ACUAAAACAUGAUVUGUAGCCUUUUGGAGUACAGUAAUACACAUCACGUAAC
NO:256) GCAUAUUUGGUGG miR~508
miR-509-1
(SEQID CAUGCUGUGUGUGGUACCCUACUGCAGACAGUGGCAAUCAUGUAUAADUAA
NO:257 AAAUGAUUGGUACGUCUGUGGGUAGAGUACUGCAUGACACAUG miR-509
miR-509-2
(SEQID CAUGCUGUGUGUGGUACCCUACUGCAGACAGUGGCAAUCAUGUAUAAUUAA
NO:258) AAAUGAUUGGUACGUCUGUGGGUAGAGUACUGCAUGACAC miR-509
miR-509-3
(SEQID GUGGUACCCUACUGCAGACGUGGCAAUCAUGUAUAAUDAAAAAUGAUUGGY
NO:259) ACGUCUGUGGGUAGAGUACUGCAL miR-509
miR-510
(SEQID GUGGUGUCCUACUCAGGAGAGUGGCAAUCACAUGUAAUUAGGUGUGAUUGA
NO260) AACCUCUAAGAGUGGAGUAACAC miR-510
miR-511-1
(SEQID CAAUAGACACCCAUCGUGUCUUUDECYCUGCAGUCAGUAAAUAUUTUUDUG
NO261) UGAAUGUGUAGCAAAAGACAGAAUGGUGGUCCADUG miR-511
miR-$11-2
(SEQID CAAUAGACACCCAUCGUGUCIUUUGCUCTGCAGUCAGUAAAUVAUUDULUDUG
NO262) UGAAUGUGUAGCARRAGACAGAAUGGUGGUCCAVUG miR-511
miR-512-1
{(SEQID UCUCAGUCUGUGGCACUCAGCCUUGAGGECACUUDCUGGUGCCAGAAUGRA
NO:263) AGUGCUGUCAUAGCUGAGGUCCAAUGACUGAGS miR-512-5p
miR-512-2
(SEQID GGUACUUCUCAGUCUGDGGCACUCAGCCUUGAGGGCACUUUCUGGUGCCAG
NO264) ARUGARAGUGCUGUCAUAGCUGAGEUCCAAUGACUGAGGCGAGCACC miR-512-5p
miR-514-1
(SEQID AARCAUGUUGUCUGUGGUACCCUACUCUGGAGAGUGACAAUCAUGUAUAAUU

| NO:265) AAAUUUGAUUGACACUUCUGUGAGUAGAGURACGCAUGACACGUACGS miR-514
miR~-514-2

(SEQID GUUGUCUGUGGUACCCUACUCUGGAGAGUGACAAUCAUGUAUAACUARAUU

NO:266) UGAUUGACACUUCUGUGAGUAGAGUAACGCAUGAGAL miR-514
miR-514-3

(SEQID GUUGUCUGUGGUACCCUACUCUGGAGAGUGACARUCAUGUAUAACUAAAUU

NO:267) UGAUUGACACUUCUCUGAGUAGAGUAACGCAUGACAC miR-514
miR-515-1

(SEQID UCUCAUGCAGUCAUUCUCCAARAGAAAGCACUUUCUGUUGUCUGAAAGCAG | miR-515-3p; miR-
| NO:268) AGUGCCUUCUUUUGGAGCGUUACIGUUUGAGA $15-3p
miR-515-2

(SEQID UCUCAUGCAGUCAUUCUCCAAAAGARAGCACUUUCUGUUGUCUGAARAGCAG | miR-515-3p; miR-
NO:269) AGUGCCUUCUUVUGGAGCGUUACUGUUUGAGA 515-5p
miR-516a-1 miR-516-3p ( &,
(SEQID UCUCAGGCUGUGACCUUCUCGAGGAAAGAAGCACUUUCUGUUGUCUGRAAG | % miR-516a-
NO:270) AARAGAAAGUGCUUCCUUUCAGAGGGUUACGGUUDGAGA 3p)

miR-516a-2 miR-516-3p ( &,
(SEQID UCUCAGGUUGUGACCUUCUCGAGGAAAGAAGCACUUUCUGUUGUCUGAAAG | £ miR-516a-
NO:271) AAAAGAAAGUECUUCCUUDCAGAGGCUUACGGUUUGAGA 3p)
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miR-517a
(SEQID UCUCAGGCAGUGACCCUCUAGAUGGAAGCACUGUCUGUUGUAUBARAGAAA | miR-517a; miR-
NO272) AGAUCGUGCAUCCCUUUAGAGUGUUACUGUUUGAGA 3 ¥ ad
miR-517b
(SEQID GUGACCCUCUAGAUGGAAGCACUGUCUGUUGUCUAAGAAAAGAUCGUGCAU | miR-517b; miR-
NO:273) CCCUUUAGAGUGUUAC 517¢
miR-S17¢c
(SEQID GAAGAUCUCAGGCAGUGACCCUCUAGAUGGAAGCACUGUCUGUUGUCUAAG | miR-517¢; miR-
NO:274) AAAAGAUCGUGCAUCCUUUUAGAGUGUUACUGUUUGAGAAAALC 517+
mir-518a-1
(SEQID UCUCAAGCUGUGACUGCAAAGGGAAGCCCUUUCUGUIGUCUGARAGAAGAG
NO:27%) AAAGCGCUUCCCUUUGCDGGAUUACGGOUUGAGA mir-518a
mir-S18a-2
(SEQID UCUCAAGCUGUGGGUCUGCAAAGGGAAGCCCUUUCUGUUGUCUAAAAGAAG
NO276) AGRAAGCGCUUCCCPUUGCUGGAUUACGGUUUGAGA mir-518a
miR-518b
(SEQID UCADGCUGUGGCCCUCCAGAGGEGAAGCECUUUCUGUUGUCUGAAAGAAARG
NO27D) AAAGCGCUCCCCUUUAGAGGUUUACGGUUUGA miR-518b
miR-518¢c
(SEQID GCGAGAAGAUCUCAUGCUGUGACUCUCUGGAGGGAAGCACUUUCUGUUGUC | miR-$18¢: miR-

| NO:278) UGAAAGARAACAAAGCGCUUCUCUUUAGAGUGUUACGGUUUGAGARAAGE | 518¢*
mIR-5184

(SEQID UCCCAUGCUGUGACCCUCUAGAGGGAAGCACUUUCUGUUGUCUGAAAGARR

NO:279) CCAAAGCGCUUCCCUUUGGAGCGUUACGGUUUGAGA miR-518d
miR-518¢

(SEQID UCUCAGGCUGUGACCCUCUAGAGGEAAGCGCUUUCUGUUGGCUAARRGARA

NO:280) AGAAAGCGCUUCCCUUCAGAGUGUUARCGCUUUGAGA miR-518e
mMIiR-318f

(SEQID UCUCAUGCUGUGACCCUCUAGAGGGAAGCACUUUCUCUUGUCUAAAAGAAA

NO:281) AGAAAGCGCUUCUCUUDAGAGGAUUACUCUUUGAGA miR-518f
miR-519¢

(SEQID UCUCAGCCUGUGACCCUCUAGAGGGAAGCGCUTUCUGUUGUCUGAAAGAAA

NO:282 | AGAARGUGCAUCUUUUUAGAGGAUUACAGUUUGAGA miR-51%¢
miR-519d

(SEQID UCCCAUGCUGUGACCCUCCARAGGGAAGCGCUVUCUGUUDGUUUUCTUCUUA

NO:283) AACAAAGUGCCUCCCUUBAGAGUGUUACCGUUUGGGA miR-519d
miR-51%

(SEQ D UCUCAUGCAGUCAUUCUCCAAARGGGAGCACUVUUCUGUUUGAAAGARARCA

NO:284) AAGUGCCUCCUUUUAGAGUGUUACUGUUUGAGA miR-519%
miR-520a

(SEQID CUCAGGCUGUGACCCUCCAGAGGGAAGUACUUUCUGUUGUCUGAGAGARAR | miR-520a; miR-
NO=285) GAAAGUGCUUCCCUUUGGACUGUUUCGGUVIGAG 520a*
miR-520b

(SEQID CCCUCUACAGGGAAGCGCUUUCUGUUGUCUGAAAGARRAGARAGUGCUUCC

NO:286) UUUUAGAGGG miR-520b
miR-520c

(SEQID DCUCAGGCUGUCGUCCUCUAGAGGGAAGCACUUUCUGUUGUCTGAAAGAAA

NO:287) AGAAAGUGCUUCCUUUUAGAGGGUUACCGUUUGAGA miR-510c
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miR-520d

(SEQID UCUCAAGCUGUGAGUCUACAARGGGAAGCCCUUUCUGUUGUCUARAAGAAA | miR-520d; miR-
NO:288) AGAAAGUGCUUCUCUUUGGUGGGUUACGGUUUGAGA 520d*
miR-520¢

(SEQID UCUBCCUGCUGUGACCCUCAAGAUGGAAGCAGUUUCUGUUGUCUGAAAGGAA

NO:289) AGAAAGUGCUUCCUUUUUGAGGGUUACUGUUUGAGA miR-520e
miR-520f

(SEQID UCUCAGGCUGUGACCCUCUAAAGGGAAGCGCUUUCUGUGGUCAGAAAGAAA

NO:290) AGCAAGUGCUUCCUUBUAGAGGGUUACCGUUUGGGA miR-520f
miR-520g

(SEQID UCCCAUGCUGUGACCCUCUAGAGGAAGCACUUUCUGUUUGUUGUCUGAGAA

NO:291) AARACAAAGUGCUUCCCUUUAGAGUGUUACCGUUUGGGA miR-520g
miR-520h

(SEQID UCCCAUGCUGUGACCCUCUAGAGGBAGCACUUUCUGUUUGUUGUCUGAGAA

NO:292) AAAACAAAGUGCUUCCCUUUAGAGUUACUGUIUGGGA miR-520h
miR-$23

(SEQID UCUCAUGCUGUGACCCUCUAGAGGGAAGCGCUUDCUGUUGUCUGAAAGAAA

NO:293) AGAACGCGCUUCCCUAUAGAGGGUUACCCUDUGAGA miR-523
miR-525

(SEQID CUCAAGCUGUGACUCUCCAGAGGGAUGCACUUUCUCUVAUGUGAARARAAA | miR-525; miR-
NO:294) GAAGGCGCUUCCCUUUAGAGCCUUACSGUVUGGE 525*
miR-526a-1

(SEQID CUCAGGCUGUGACCCUCUAGAGGGAAGCACUUUCUGUUGCUUGAARGARGA

NO:295) GAAAGCGCUUCCUUDUAGAGGAUUACUCUDUGAG miR-526a
miR-526a-2

(SEQID GUGACCCUCUAGAGGGAAGCACUUUCUGUUGAAAGARAAGARCAUGCAUCC

NO:296) UUUCAGAGGGUUAC miR-526a
miR-526b

(SEQID UCAGGCUGUGACCCUCUUGAGGGAAGCACUUUCUGUUGUCUGAAAGANGAG | miR-526b; miR-
‘NO297) AAAGUGCUUCCUUDUAGAGGCUUACUGUCUGA 526b*
miR-527

(SEQID ucumecususacuscaucseaascocuuucusuusucummme

NO:298) AAAGUGCUUCCCUUUGGUGAAVUACGGUUUGAGA miR-527
miR-539

(SEQID AUACUUGAGGAGAAAUUAUCCUUGGUGUGUUCGCUUUAUUUAUGAUGAAUC

NO:299) AUACAAGGACAAUDUCUUUTUGAGUAU miR-539
miR-542

(SEQID CAGAUCUCAGACAUCUCGGGGAUCAUCAUGUCACGAGAUACCAGUGUGCAL miR-542-3p; miR-
NO:300) DUGUGACAGAUDGAUAACUGAAAGGUCTGGGAGCCACUCAUCTUCA 542.5p
miR-550-1

(SEQID UGAUGCUDUGCUGGCUGGUGCAGUGCCUGAGGGAGURAGAGCCCUGUUGUD

NO:30D) GUAAGAUAGUGUCUUACUCCCUCAGGCACAUCUCCAACAAGUCUCY miR-550
miR-550-2

(SEQID UGAUGCUVUGCUGGCUGCUGCAGUGCCUGAGGGAGURAGAGCCCUGUDGUY

{1 NO:302) GUCAGAUAGUGUCUUACUCCCUCAGGCACAUCUCCAGCGAGUCUCY miR-550
miR-566

(SEQID GCUAGGCGUGGUGGCGGGCECCUGUGAUCCCAACUACUCAGGAGGCUGEEE

| NO:303) CAGCAGAAUCGCUUGAACCCGGGAGGCGAAGGUUGCAGUGAGT miR-566
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miR-576
(SEQID UACAAUCCAACGAGGAUUCUAADUUCUCCACGUCUUUGGUAAUAAGGUUUG
NO:304) GCAAAGAUGUGGAAARAUUGGAAUCCUCAUUCGAUUGGUUAUAACCA miR-576
miR-584
(SEQID UAGGGUGACCAGCCAUUADGGUUUGCCUGGGACUGAGGAAUUUGCUGGGAY
NO:305) AUGUCAGUUCCAGGCCAACCAGGCUGGUUGGUCUCCCUGAAGCAAC miR-584
miR-605
(SEQID GCCCUAGCUUGGUUCUAAARUCCCAUGGUGCCUUCUCCUUGGGAAAAACAGA
NO:306) GAAGGCACUADGAGAUUUAGAAUCARGUUAGG miR-605
miR-618
(SEQID CUCUUGUUCACAGCCAAACUCUACUUGUCCOUCUGAGUGUAAUUACGUACA
NO:307) UGCAGUAGCUCAGGAGACAAGCAGGUVUACCCUGUGGAUGAGUCUGA miR-618
miR-638
(SEQID GUGAGCGGGCGCEGCAGGEAVCGCGGGCEEGUGGCGGCCUAGGGCGCGGAG
NO:308) GGCGGACCGEGAAUGGCGCGCOGUGCEOCGCCGECGUAACTGCEGCGCU miR-638
mir-660
(SEQID CUGCUCCUUCUCCCAVACCCAUUGCAUAUCGGAGUUGUGAAUUCUCAAAAC
NOQ:309) ACCUCCUGUGUGCAUGGAUUACAGGAGGGUGAGCCUUGUCAUCGUG miR-660
miR-7-1 UUGGAUGUUGGCCUAGUUCUGUGUGGAAGACUAGUGAUUUUGUUGUUDUUA
(SEQID GAUARCUAAAUCGACAACARAUCACAGUCUGCCAUADGGCACAGGCCAUGC
NO:310) CUCUACAG miR-7
miR-7-2 CUGGAUACAGAGUGGACCGGCUGGCCCCAUCUGGAAGACUAGUGAUTUUGU
(SEQID UGUUGUCUUACUGCGCUCARCAACARAUCCCAGUCUACCUARDGGUGCCAG
NO:311) CCAUCGCA miR-7
miR-7-3 AGAUUAGAGUGGCUGUGGUCUAGUGCUGUGUGGAAGACUAGUGAUUUUGUY
(SEQID GUUCUGAUGUACUACGACAACAAGUCACAGCCGGCCUCAUAGCGCAGACDC
NO:312) CCUUCGAC miR-7
miR~9-1
(SEQID CGGGGUUGGHUGUUAUCUUUGGUUAUCUAGCUGUAUGAGUGGUGUGGAGUC
NO:313) UUCAUAAAGCUAGAUAACCGAAAGUAAARAUAACCCCA miR-9; miR-9*
miR-9-2
(SEQID GGAAGCGAGUUGUUAUCUUUGGUUAUCUAGCUGUAUGAGUGUAUUGGUCUU
NO:314) CAUAAAGCUAGAUAACCGAAAGUAAAAACUCCUUCA miR-9; miR-9*
miR-9-3
(SEQID GGAGGCCCGUUUCUCUCUBUGGUUANCUAGCUGUAUGAGUGCCACAGAGCC
NO:315) GUCAUAAAGCUAGAUAACCGAAAGUAGARAUGADUCUCA miR-9; miR-9¢
miR-92a-1
(SEQID CUUUCUACACAGGUUGGGAUCGGUUGCARUGCUGUGUUDCUGUAUGGUAUY | miR-92 (& 4k %
NO:316) GCACUUGUCCCGGCCUGUUGAGUUUGE miR-928)
miR-92a-2
(SEQID UCAUCCCUGGGUGGGGAUUDGUUGCADUACUUGUGUUCUAUAUAAAGUADU | miR-92 ( &£.4k %
NO:317) GCACUUGUCCCGGCCUGUGGAAGA miR-92a)
miR-93
(SEQID CUGGGGGCUCCAAAGUGCUGUUCGUGCAGGUAGUGUGAUUACCCAACCUAC
NO:318) UGCUGAGCUAGCACUUCCCGAGCCCCCGG miR-93
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miR-93

(SEQID ARCACRARGUGGGCACUCRAUARAUGUCUGUUGAADUGARANGCGUUACAUTUC

NO:319} ARCGGGUADUUAUUGAGCACCCACUCHGUG miR-95
miR-96

(SEQ 1D UGGCCGAUUUUGGECACUAGCACADIUOUGCUIGUGUCUCUCLGCUCUGAGS

NO:320) ARDCADGUGCAGUGCCAADAUGEGAML miR-96
miR-98 AGGAUUCUGCUCAUGCCAGGGUGCAGEUAGUAAGUUGUAUUGUUGUGGGGUA

(SEQ ID GGGAUADUAGGCCCCAAUUAGRAGAUAACUAUACAACUUACUACUUUCCCY

NO:321) GGUGUGUGGCAUAUUCA miR-98
miR-99a

(SEQ ID CCCAUDGGCAUABACCCGUAGAUCCGRUCUUGUGGUGAAGUGGACCGCACE

NO:322) AGCUCGCUUCUAUGEGUCTGUGUCAGUGUS miR-99a
miR-99b

(SEQID GGCACCCACCOGUAGARCCGACCUUGCGGGECCUTUCGCCECACACRAGCUC

NO:323) GUGUCUGUGGEICCGUGUC miR-99b
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