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1. —MiSWRI B R, BERRERERR S BTN TE, HEE:
5 R EDREM;
R a2 2 AR K, iRZRinidBEEb—MiEgEF
SEQ ID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 1 34 K%
IGESi
2. —MCWET IR RN, ERREE R 5 B A, Zaan
10 HUEEDERFEZHFEHKE, IREHFEEEEL—MHEERE
SEQ ID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 #1 34 {15
GRS
3. BCRIESK 1 802 PAEM—TARCHERK 7%, KPR Ziisida
CEUALTSED W
15 4. RIEK 1 23 PRI TE, HP e fokIE T ILE,
M3, MASHIHALRHM.
5. BRIEK 1 £ 4 PEM—IRRGE, HPBENRGEBITRERRA,
B R BUBE PR 5 B ME R BTk £ IR iR K E S EE R EANMEF AR
Z IRt I RIE KT HLER
20 6. MFIEK 1 2 5 PEM—TRES T, TR AR IE K
8 B 1) 384 0 sk R AT IRBE PR IR B8 PR BURE R 7 & R K
7. =MW IR, BERRERERR S BT, REE:
SKELEWFER;
R e B L KK, FidgBRine a8 E 2> —MiE B SEQ ID No.
5 1,3,5,7,9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31 1 33 BB 4 F IS
3Fo
8. —FHZWTATIRBE RN, BERIREE KA B B A%, HEan
RN EEPERPIRCHAKE, TAZBREEEEDP—MiER SEQ ID
No. 1,3,5,7,9,11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31 F1 33 HIZEE 5> T
30 BEBIT.
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9. AEXR 7 8% 8 PAEM—IMA %, HAFrRZERIFICRE RNA.

10. RANER 7 £ 9 PEA—TKHE, HAE IS BITIRE KA,
B PR IR BBE PR R B BN P Frid B BRAR 1L I R IE K SRR AMMEF AR
BBRIRC I RIE KPR .

11. BFIER 7 & 10 PAEM—IKES T, KPP xBinid kR
TR IK T Bl B TR) 38 I sivs /N R AT IR BB BRI, 48 PR 93 BB PR &5 R P O AE K

12. —FEESHREEERRPZRNTHNZ A LERBLEDR
kT, Pk 2 ik B AEH SEQID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22,
24,26, 28,30, 32 #1 34 ML K, ZHEES:

B BTIR % Bk 5 — L SR S ML S WA AR L&Y 5 b 2 ik
FEVEF &40 T e, A0

RRFTA AR EM SRR Z K AMAHEEEA.

13. —FEENEWITFET S, IREMRERRRFREZH
TR L RBBFEE TR, FridEikéE 8 RHE SEQID No. 2, 4, 6, 8, 10,
12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 1 34 Lk, ZHEES:

KR 2 Bk S A M R B SR 2 AR E /R A I 44 F
Befil;

M 5E Ak 25 BRI 38 — TS KR

MEEREFRICEVEMBBEPREINFTREBIKNE ZFHK
;M

FRRE—EHKEERE _EEKEEEXE, KPUhdE—
TEHK R F TR 8 —iEHK PR, # P& e A ik % Bk s)
FIEFEHIH .

14, —MEEWEYRFEETE, R REFERRTRELR
% BRRIXMEF, FridL kit 5. A% SEQID No. 2, 4, 6, 8, 10, 12, 14,
16, 18, 20, 22, 24, 26, 28, 30, 32 #1 34 Ik, ZHFEES:

W RIEFTid £ Bk 18 X 5105 Y

W 5E B ik 2 BRI 38— RIE K P 1

MEAEXRSRRUEDEMITE PR KIE ZREKFEHE
#; M

BRSOk A ER2/40
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TR —RIEKTPEIERE S TR —RIEKPEE L EBREE, H

YR E—FR K P RIE T IR S Rk PRI, AL

B T8 R BTk 22 BRI 2Rk PP«

15. et EARNPUE, BEPUREGE B, HAT2MRIRE KRR,
¥ PR EUBE PR 5 B A A vE R, Brid BB B AF SEQID No. 2,
4,6,8,10,12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 #1 34 HIFE H K.

16. —FMREIAINMTPRELFKFSTRERRK, BREBURBE
FRIR ) 5 AL RS WA RERI T v, ZFERE:

HE—ME L FIE B RE SEQID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20,
22,24, 26,28,30,32 # 34 RIEARENEAK;

W e FridvE s Frd — M ELRMAKTE; M

FEAETREL Y, HRRERREHE G BRENEE.

17. IHERRNEX 16 KT, HANMEEKER, Y. SEHERRE
B IR R B E IR B

18. RIBUFIE K 16 Bk, KB IMI S RERT AL FriR ¥ Y LIl
SE B8 R B 1 5 Bt T ER

19. —MZHRERR TR KRR &, & FREMHNF
Bk 15 BbuE, BEHBURSE S R B,

20. —MSETRERBA AT RERBEO RS, s —MEREMHEme
BFIEK 1 KB IRARE R .

21. —MIFEEWRRAFIE, Frdih&PiE ek imE) 2 B Bk
MR —METIR 2 BREIRIX, Frid ZikiE B.RFH SEQ ID No. 2, 4, 6, 8, 10,
12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 F1 34 M1 &L k.

22, WHL—FpEE Fh B B R 7K DR U B0 SR8 SRR R R, B R R
POREUR FRFE PRI B 5 B 5V, ZTEE S

FEAE TR —FELE M E B RN

R Bk B B R L& K

¥ BrR MLE K F 5 T R B M 2 deRE R B i K E
B,

23, —MBITRERAMAIRERRN %, EEERTERNEE
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10

AETERERSINZEZEL—FEARNED —MASR RS S K,
ZEAREHES SEQIDNo.2,4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28,
30,32 A1 34 BB K.

24. BITANERMNEDSD—MNERRNZ2>—MERENRERESS
ARSI TR R AR R R AY RN, ZEAREE
E4 SEQID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 F1 34
I H K.

25. BT ERENEL>—MEBR, EARABEESEHTHIT
BRI REERRNAYPRONA, FIREAR, EARAREKEE
E7 SEQID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 ¥1 34
MEHR.

26. PA b, $FRISEFR LRSI TR F R &.
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BRI K RE 2 AR D

AR BA— R KOs War R R, B R BN R R R R SUR ) B
BIARIE. S5, RRA—RE FASWRTIRRE KR, PRI A0/ 08 PR 5
MERES T, HESUTESER: a) REEWHES: A b) KA/
BEAV AP AT A AR SR NS tsh, R RAUBE B LA
10 FFRRERERCENT], BEhFISERRINIEETE. B KRBR
At 7 M9 P 1 2 R R0k B3 (profiles) B B A THI = #0323 25 8 n s PR
REAME, AT EEEBRRETTRIT a8,
PERR, R kH I B8 PR FNEE IR R B 3 ROAE ) R R R B 5
HHEMNARNRE. BB, BR— MO T REMFEERRERE
15 HEKABERERRFAN/ERERFRE XN RIED CVD, BiR, MEHRE, W
MRS ERE. &2 B0 RREIXEHIE I RN 88 77T L
REEHEY FTWREBRZMERT AN S, DEDPIXLEE £
i R AE -
BREAKAN—ANFE, RE—MSWITRERR, FBRBEWERRE
20 SRR, HEFREEYES; AR E 2 IR ERIKE, B
REZ AR ICEEEb—FiE §AH SEQID No. 2, 4, 6, 8, 10, 12, 14, 16, 18,
20, 22, 24, 26, 28, 30, 32 F1 34 K1 % Bk k.
RS MR R R R, FERREE R 5 B s, HEd
RIS B AR P B AR IR AKE, R 2l B8 20— ik B
25 B SEQIDNo. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 1 34
HES GBS
BERARBEKNS—AH, RE—MSHEIIRGERRK, 5 RRSE KRR
SRENFE, RESREBEYER; ARNENEREHAT, ZER
HiICAEE/D—FiEE SEQIDNo. 1,3,5,7,9, 11, 13, 15, 17, 19, 21, 23, 25,
30 27,29,31 §133 IR A THRZERS T
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RE—FFCHETRBERIR, BRREERR S BRI, &%
BRI B A PyRe i PARE KR, ZEBIRCESED—F% A SEQ ID
No. 1,3,5,7,9, 11, 13,15, 17, 19, 21, 23, 25, 27, 29, 31 1 33 B4 Fi
BRI T .

BERARAND—HH, RELEESERRRPRIEZ AT ZIKHE
BERMLEYNTEIEITE, k% hkiE B R SEQID No. 2, 4, 6, 8, 10,
12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 #1 34 KLk, ZHFEBSKITRL
RE—MUEDREFHUEVEARFZNEY S5 ZL AT R K&
TEM; MR ZAEYREHUEYN SRS MKAEER.

BERARKATENS—TH, RELEEVNIEETE, dihs
YIRTERER AT REZRT IS RBRRERF, Rt gAH
SEQ ID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 1 34 (%
K, ZHEA SRR EZRSWEPEARTFZNEYE ZZIHEEERT
A TR W ZB KB —TEHKTE, WEER SRS B T
T EPRIARZZ IR E ZIEHAKT; FESE—FEHKTESE mEKTE
EEXRE, KPR —EEKPETEEEKERN, BiZbamEeh
Bk 2 Bk BB Bh ISR B .

BEAR\AEENA—FHH, RELSEMEYNHRTE, s
VI RAERE R P3RS LR 2 BKRIE EIR, ik itk 5 BH SEQ
ID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 1 34 HIL K, i%
FEASHRREFREZIRNE X S5WEYEM; WEZLRNE—FEK
VEEM: WEERSHRUEYEMITE P %SRS - Rk KFERK
BN MR —REKPREESE -RIEKFRFEEE R, Hhy
FB—RIEKFEIEHRTE ZREKFEEER, BiZhamE e AR
% BKBIRIE I

BEARANS—FHE, REGTFARARBHE, RHERERE-E4
FBG URT Wi RR, BRRERE R 5 BRI i, ik
BHR%EE AT SEQID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28,
30,32 #1 34 FIEHA K.

ERAKAEENH—TTH, REEHILIYTFHELRKFE SR
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FERRI, PERRER FRPERA N 5 B RS M AE BRI T ¥k, R EE
EFE—FE L Fik H BB SEQID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24,
26,28, 30,32 # 34 WEBRRMEB R UE R+ —ME MR
BHEREIKFE; ML, Y, HRPERAETH S BT,
5 ik, PRGERERERY SEMRERREBEMIEERRBRE
HEBHE. A —ESHEART, 7k e m R fs s
Y DAI 58 8% PR s BT . B IR BB B .
ERARAN A —HHE, REMELEDIRENE, FrRthaPiEi
B 2 RR BRI B E M ST —Fh B BRI R X, iR £ Rk B B SEQ ID
10 No.2,4,6,8,10,12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 1 34 FIZ k.
BREARATEWN S —AH, RN —F S E A FmE KL
R BTIRAE R RR, BRI R REUR RS IR R B B B B v, %
TEAETAE-MREMER NI E; BUZEEARWMEKTE; A%
RILE KT 5 S5 IR B A F1 2 A 3E5E IR W B I K F

15 BRARPW R —JE, REE—FEITRERBAR R RRTE,
HEdnNGERNBERABTERENZ D —MRAASEREE S
B, i 2> —Mbiiss 2 b—MEBQ R, %R H % B A%E SEQID No.
2,4,6,8,10,12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 1 34 B1&E E K.

HRARPM S —HE, ARG T8RN AT IR R B 77,

20 HAEFRFEENBEHABRTERENZS—MEAR, BEARFERE
Jik, Hi% 5 A% SEQID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30
32 T34 KR H K.

ARAKN LR REEHB, SFEAMEERENG S BN T EHERH
PHBE AR R .

25 B 1217 BYTE I BERESENHERE TR ES @
Affymetrix 731l & K& FAEHT B RNA K F, HLEIEE vs.BESERERN
STHHEE.

L52E a1 A AT B IS W M R mAR S B3 B A2 SRS Z AR
EHKHRENBENNBEERATR. JHREE, IGT ZHRERE
30 TR BHERFMMER, BAMLRILZE R T R P ARSI 2148 5 2 wh B — 4

bl
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EHFER. ZERREHER, MEMRBRILSIK, EREMINELSER

1 FHIH,

F1: £ T2D FEHTWHERR

CD26

2 |HEE i GenBank | % K £ | MRNA | EHR
# (Locus
Link)
Il % A | VEGF-B | VRG , |BC008818 | 7423 NM NP
B A K VEGFL 003377 | 003368
B B SEQID1 |SEQID2
# JE & | APOD J02611 347 NM NP
HD 001647 | 001638
SEQID3 |SEQID 4
R & 4k | AOC3 | VAPl , |U39447 | 8639 NM NP
7, VAP-1: 003734 | 003725
B3 i & ¥ & SEQ ID|SEQID6
'EH I; 5
HPAO
— Jik B | DPPIV, |CD26 , |S79876 |1803 NM NP
BikE§ IV |DPP4 | ADCP2, 001935 | 001926
TP103 , SEQ ID|SEQIDS8
ADABP: 7
R &
BMEeE
B2, T-
40 i ¥E AL
R
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X £F 4 | FGF2, | Prostatropin | J04513 2247 NM NP
4 M1 % |BFGF |, 002006 | 001997
K EHF HBGH-2: SEQ ID|SEQ ID
2 (B HEE SR 9 10
) ERKEF
2 Bk
i /s ¥ | THBS2, 112350 | 7058 NM NP
R N & | TSP2 003247 | 003238
B2 SEQ ID|SEQ ID
11 12
Fibulin | FBLNI X53743 (2192 NM NP
1* 001996 | 001987
SEQ ID{SEQ ID
| 13 14
JEE BE B | ANXAIl |CAP50 : | AJ278463 | 311 NM NP
H XI HBRAE 001157 | 001148
H K8 SEQ ID|SEQ ID
REEH 15 16
50 B8
&, 56-kD
& H i | PROSI, M15036 | 5627 NM NP
S (o) |PSA 000313 | 000304
SEQ ID|SEQ ID
17 18
H F ¥ |HF1 CFH , |Y00716 |3075 NM NP
1 HUS 000186 | 000177
(AMED SEQ ID|SEQ ID
19 20

10
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B & 1k | SOD-3 | fli 4B 4 | Ul0116 6649 NM NP
v B AL 1k 9 B 4k, 003102 | 003093
K] 53 SEQ ID | SEQ
21 D22
Neuronatin | NNAT Peg5 U31767 4826 NM NP
005386 | 005377
SEQ ID|SEQ ID
23 24
JE ¥ FE |FSTL3 | HWrosEE | U76702 | 10272 NM NP
i 2, - H FLRG, 005860 | 005851
' A FSRP: & SEQ ID|SEQ ID
3 R H 25 26
(Follistatin EMXE
-like 3) H
¥ H|SPUVE |zsiGI3 AF015287 | 11098 NM NP
By, % MGC5107 , 007173 | 009104
2Es 23 PRSS23-p SEQ ID|SEQ ID
ending, Jif 27 28
W
fi BX 2R | ANXA2 |ANX2 , |D00017 {302 NM NP
H A2 Lip2 |, 004039 | 004030
LPC2 , SEQID [SEQ ID
CALIH, 29 30
LPC2D ,
ANX2L4
WOE BE|LOX | B EJR-Bi | AF039290 | 4015 NM NP
S ALEE 2B 6-5 002317 | 002308
1k SEQ ID|SEQ ID
31 32

11
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15

20

25

ECGF1 |ECGF1 | W FZ4H g | M58602, | 1890 NM NP
A K B F | M63193 001953 | 001944
1 (/R SEQ ID|SEQ ID
IR ) 33 34

ETR1FIZHK, XRBREBTEHERFNEBERRE Gk
BRR) ftrid, HEEZRD—MEBER 1 FiFIZ Kk (SeqID No. 2, 4,6, 8,
10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 #1 34) HIZhk. Fit, XHHP
FTRMARE “bric” I —MEEMEN RS TREITASR S 2R FIw]
VAR T2 Wbl PROR, B0 3R0E FRR BN FR R 5 B PE R B K, Hoh SR Bl Ak
ALFHEMERWALR S, REFRBRACARTZRETWESHRMOAE.

AULABFTAMARE “SK” RIBEERKNESY, FTEEFEKE.
Hit, ZRKREXBER, ERANELR.

Rik, XRARMRCREEZED—FiEBER | 5 Z KK E KR
o
BERERRTZRETREIRNEE, ZRBRECEHERRK, ATRE
PRI AR R R B B S ik, HAEEUTSE: REEWES; M
R A/ B R AR R ek .

BRBRARPAE “ERRE” B RN TREMESKR B RRET
BB E PR BT IR BN, 7ERIE T8 PR ST IR BE IR 9% A4/ 2B 8 BB IR R 5
BAMERI AR F/E G P BB TF RN IEER,

MR 2 MERLES R, DRNERERICEREFEERRTZ
FABCRAES IV, BRATEMAREKET 2 BB, I RKRNES 2, fibulin
1, EEAMKS (o), HEF 1 ((ME), BEHELER 23, BEBREH A2, M
BEBE RS,

12
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R 2: FERERM S LEKEE

2R =] P42 GenBa | ZE [ JEZE | MRNA | BHJE
nk ¥ (Locus
Link)
— BK B | DPPIV, |CD26 , | 879876 | 1803 NM NP
fkBE IV | DPP4 ADCP2 001935 | 001926
TP103 , SEQ ID | SEQ
ADABP: IR 7 ID 8
REBE S
BHR 2, T
9 MV 1k i
JR CD26
X €7 4 | FGF2,  |Prostatropin, |J04513 | 2247 NM NP
4 M 4 | BFGF HBGH-2: A 002006 | 001997
KHAF BEE A%k SEQ ID | SEQ
2054%) BF 2 5k 9 ID 10
1 7 #% | THBS2, L1235 |7058 NM NP
R P 2 | TSP2 0 003247 | 003238
H 2 SEQ ID | SEQ
11 ID 12
Fibulin | FBLN1 X5374 |2192 NM NP
1* . 3 001996 | 001987
SEQ ID | SEQ
13 ID 14
& B & | PROSI, M1503 | 5627 NM NP
S (a) |PSA 6 000313 | 000304
SEQ ID | SEQ
17 ID 18
HEFF1 | HF1 CFH, HUS |Y0071 |3075 NM NP
(AME) 6 000186 | 000177

13
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10

SEQ ID | SEQ
19 ID 20
B, |SPUVE |ZSIG13 , |AF015 |11098 NM NP
% =B MGC5107 , |287 007173 | 009104
23 PRSS23- SEQ ID | SEQ
pending, 27 ID 28
B B2
i BX B | ANXA2 | ANX2, LIP2, | D0001 |302 NM NP
5 A2 LPC2 , |7 004039 | 004030
| CALIH , SEQID |SEQ
LPC2D 29 ID 30
ANX2L4
& Bk | LOX | HR-BE | AF039 | 4015 NM NP
£ % 6-E4LEE |290 002317 | 002308
SEQ ID | SEQ
31 ID 32

ERERRT TR CERSEERRTOLEAREKETF, BiE
H D, REEAMEE, &4 3, BEAYE{LEE 3 M neuronatin, FEREHHIE
B & 3 (Follistatin-like 3).

14
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F3: ERERRT FANER

LR HE A GenBan | % X & | MRNA | AR
k = OB
(Locus
Link)
i % W f | VEGF-B | VRG , |BCO0088 [7423 |NM |NP
EKEF VEGFL 18 003377 | 003368
B SEQ |SEQ
ID1 |ID2
e & B | APOD J02611 | 347 NM |[NP
D 001647 | 001638
SEQ |SEQ
ID3 |ID4
fEEALEE, | AOC3 VAPI1 , |U39447 (8639 |NM |NP
&4 3 VAP-1: 003734 | 003725
I & #5 F & SEQ |SEQ
H1; HPAO ID5 |ID6
HE ALY | SOD-3 | fEsrBE 4 | UL0116 (6649 |NM  |NP
B AAE 3 s Av B 003102 | 003093
SEQ | SEQ
ID21 |ID22
Neuronatin | NNAT | Peg5 U31767 4826 |NM |[NP
005386 | 005377
SEQ |SEQ
D23 |ID 24
VW EM|FSTL3 |4 WHEBE|U76702 [ 10272 |NM | NP
FIR-FE FLRG 005860 | 005851
H 3 FSRP: & SEQ |SEQ
AW & A ID25 |ID26

xEH

15
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BRARE, KHEBBHENAE “EPRS” BEOSHRBRER,
Fria# et a] D Efric EE R E R REF BT LR BME. feRltiEn
BEREEAR, WIwW, W, WK, K, B8, FHE BEEE B
s VRERWREL, DARARHZR, WAL TRITAR.
= B RIEWFRCE R AR TF/S 0 BT LA S B & &R S T
I RNA 5 cDNA B30, w/bR/sEs, NE/RANRENZI/ERR
R B RFENE AR/ CEYD B (RERS). ()
EETESEEE, 55 SRAEFFIIPUR R KN 3 H 4R
10 TEME.
R/ & RNA F1/8K cDNA KB 7B ARSI A FHF B EE ML
R PR k. REFTELEEANSRT PCR-FK, RNA B,
affymetrix > % \
ARBABARARE “BN” BiEEENEZROBRZHEFE, i
15 BABIARARE “WE” RigEBNEAXR BRERREE W EDE MR
BERMOEDERFERRENER. B K3F “WE” LTS
ERMEERBNBRASME TRMASKEDERPSHREED
EHo
RO A/ B B AV R S IR T EER M A 5 B EFEERR
20 FTEHEMREZAEE, ELISA B RIA, SEZFMHEARAEEA. I TRME K
EER B, BluES A EERAERT, WA RAIR 15
LIRS A B R B S R P, B, AT DUME A IR A2 BREK
HFERCMPIE. S, B 5EHEARSSNIENES mEIAT
DZERARENZF A TFRUARERIK. QEiR1CH 7L H 2 ELISA.
s ZERENEAREERETRBBIVSTEHRENTUE, FMEESRNmHIELN
PURKIE Zhifk. R KRB ZEFRCH 57— A ERR T S HiEiis A1)
AR AR HFERRES . XER SRR TEERSREA KN, 8
FEERR T B AR Z SR E R RN A R E S KR ESRE .
HIZRERTUER Ak, K& ERJEZE Harlow, E.fl Lane, D. Antibodies: A
30 Laboratory Manual, (1988), Cold Spring Harbor Laboratory Press F#i& .

16
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REFHTR 1 BT 2K — 7 AHER S WrbE IR W ER BT SRPE IR, BEIR
RIZETERE T RS S 2R 1 iRl SMAATIRS. Fik,
ATREINTERE —Minid, HEEEOHM, MEZD=H, Fiiik
ZEHONM, EEMEZEDAF, MENEZDLAFE 1FFFIZH.

5 AT ECWRERRE, RERFITFERBRZAACHELREYRER. £
YIRS A RIS, MK, NEFAR, SFBHARKAR. BT M
B 51755 ERCP, MR BRMERIBL, 404t (fine-needle) Wk, #iffufl
(cytologic brushings) FRFLFRIER T LAIRBAE AT HLR 40/ .
K& A DAE I A WA/ B B 4w _ERARE R IR S F e B IR . IR
10 Hi, ZER5T 2 RNA B DNA.

ERRAR—ERG RS, WATFTR AN T EE KI5 B iU RbE
FRI% » ¥8 BRI R/ BRI B A B> —Fh RS BTl 2 IR R BR IR 1L
K5 RN A R R RIE K

EARPF—ERTRT, HWATFTRES T EE S W PREE B AT IR IR

15 9, BB R A/ERE IR B B 2O — T B IRIRIEK P S @REAMET
HH AR BRI RIE K L

EARAECERNA—LHEATRP, LTRHEI TS BIREER
AU IRBE R B8 R A/ BB JR 7 5 BN B AR i IR IE K S REN
A RIS RIE KR . EEMERNEINTERERT RS, fR7id

20 FRIKIKF B n a2 bR SRS R IR 5 B B AE K

EERRPBER S —ERGTRSD, AR &SN T ER &R AR
BUDRBE ER IS » B PR w8 A/ E088 R % B B4 R R AR e R FRIE K 5 R A
R ARSI RIEKF R, RS FERNERIERERFEF, frid
FIE 7K 1S B2 B 4% R s 088 PR 9 5 IR I AE K

25 H, EARRAAERTRT, FRACNESITERE—FITE
Ho @ ams/sNEsR 1| il ERRENE S RU/S REE 5 BT
A/ ELSR. R, XEmll/Es RS A M AE,
RHEMEBEORASE, FRUFETEMELDREZE, ELISA %,

ik, ZEARKRAREIFEF, KBRELHEANR 1 FIHRCERY

30 RIEKF. EMBEERKBREINTIED, BED—ME 2 FFIRICER

17
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10

15

20

25

30

FIRIEKFEEZE/>—FhR 3 FIFlbrcERE R . Hlin, WAARKRAR T
AEWEANZED>—F EEMAE D —H TR ERREE =Y.
AR\CREE TN/ RRBERIFIINEERFPELZRETHZ
A EERREYRRE TS, HESUTPER: ZHEE88R
ERE ML PR UEVEARTZMEY S ZZ A E/ERNSE
T #fh; MR ZUEYRBMUEY SRS AKHEEER.
NTESAREE ERARBET ML, SENEEEREAEL®RE
EHZER, TUAARGTERUGEDS ZRMAHETER, IR FEaRE
ERRT, FREEREZKSBERREASZRHARK T, HlanEids
AR B R DA E AL AT e, £, BESFT A TR
W5 XE—FZ AT ER.
EUHBATFRTEFFAMAEERANERTES FRET-AZE (5
IR EES; WH A Ng Science 283 (1999), 2085-2089 I,
Ubarretxena-Belandia, Biochem. 38 (1999), 7398-7405 9 ffiR ), TR-FRET #
ARAPBAFHEDMZRE. B, TUMSLHETLMED “ Amplified
Luminescent Proximity Homogenous Assay™” (BioSignal Packard). F4Mf
FEFEAAIR/A 51, 3% H A5 B 7E Fernandez, Curr. Opin. Chem. Biol. 2 (1998),
547-603 FETIR
EA] ORI 5 i S R/ SAE AL R e AT “AREERRR”,
XL B FEARGUR A A BE B L FEHR KA Z N E .
tH (read-out) RAKIAHELAEHMEEATHAF, HEFFHE SN
3% (A4FRI7E EP-0 963 376, WO 98/25947, WO 00/02911 FFTiR; Flan /5 M
LRI BT 25 ), GST-pull-down &, 4REMIRIIEIIENE, WEERl#E
Kasus-Jacobi, Oncogene 19 (2000), 2052-2059 F TR, “FHE/EH-BEH” &
gt (AnfeAI7E US 6,004,746 HETIR) RIXATTRE (Bl A gtll), WEAER
(an%eHIAE US 5,541,109 HETR), HAEANESE. BINIHEE/ERN
SEHERMINTNEEHERERE A US 5,525,490, WO 99/51741, WO
00/17221, WO 00/14271 B, WO 00/05410 F#iik. Vidal #1 Legrain (1999)
7E Nucleic Acids Research 27, 919-929 H#iiR, SR F 5 45 44RO B9 7]
AR AR B R R AMO AR E VR T 2

18
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WA HEAER) WNeSdH PSSR MEF (partner) {RIFLEEWF
P B P A B B T 2 Il 2 . AT e B4 A ) B S e Y
W5, FIBEERERMME (ELISA), HMEttaENE (RIA), HE
BEt4 T (IRMA), WBENEHRMT (FIA), WahiBEAmaiE (FACS),

s fFEREREME (CLIA) HRIHFE RN (ECL) .

R KA FIMRALL B F/ERBUEIRE TS, IdEMER 1
FrHERE R B E P RIAZ AT B EEFISHERN, ZHEE& U
THR: &) BRZKEET LRFEEFEE EN/SREBHILETER
HFZUEY 5 RZ A EERN&F T EAM: b) MRS RNEE: o

10 PEM (a) B XWTERSE i &P emE £ RIEKZE IS
e M FE ) M (o) FRERFEEEEXRE, EPE b) il
K15 (c) HHERVNE SR BESIFISFEPIRIMMEIR . IR & aT LU
ARSI e BE AR AR T ERWERIT. BT RBAME T EMESH
[BRFIER 1 B BT ET RS RERUREZAK. AR ESAEHA

15 HE, ERSRMf, DAROESFER (A2 AR, REERBETHILNYIN.
HHEPIE T LRERE £, Bl ARBEEEY. Eilk, B (W)
TUAHB SRR FRBARE L, TREBRSY FRSInAyiE BT
AFRERRRPERATREI. 18X AMRekiE EE AT U ERE%S
R T ERE S XS THRBER BN, KiE “ERBH” £

20 TEEHMEEERTHRREFAUSIMERIDER 1 FFISHRBREDHA
BB TEEA. RSN BEDRTUIATEE (k) sREHE L/
FRZ— RS TERBAAET LMENERAS LT, RElERRE
BRI FHEETERBHNE THRERE Y, B eTUREhEs
2078 4 R R ERA . ‘

25 e, ARAREEARTUREMEEREZAR. FEHHE
BRHARREEERATRENIYE, WMKHHE (E coli) BRAEFHITHE

(Bacillus subtilis). PR, XLEEJRZTE XA RBBEAELRHE B AT
EIET. HH ERARAEESFMERHESMAR. ELUMEEAMRK
MLl hBESAR, REBTHSRNT L, BHEBETRERS
30 (Saccharomyces cerevisiae) P, BHHZYHREF I E R,

19
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10

15

20

25

30

HHESh Y40 I, PRI FLEh YD 40 Bl Zn4 2 CHO, Hela, NIH3T3 Bk MOLT-4.
ARG DA FAEE S ERATT UK B AR AR, s E A
TR F L (ATCC).

8 EEF DLk BIEARBISY), mUEDR, KK, £, 4, A,
BER. WARBEREIR, sh/mEshYEr LE S IEAREERZY,
EMEREED—MUEEABRATFHNEERFTERBATHZK.
EH, ZRR—MERBETERREENHARAPZRATRSIK. KMt
BEEARERRAPBAFHFEERRRIEE R ENRCER=IN
EAREERAY) . PR RERKRRT TROZ K. 85F/EFRE
AR AR _EIRL RE SR A ST BB AR MR LR (version) KT
Z KR ERE ARSI Y R FE R R BE FRE, FHARKEERR
1897 F/ELHRT K2 YT R At AR A,

BN EEhEPFEETREIEREE SR 1 5l 2B ERF
IS FEHZ B RSP .

U EABRTRHKARE ‘W W RSSO TsEERE SR, T
B, RiE “EN” WAL IRFBREE. X TR F, RiE B
¥ R % BRRREE B 3R 7T DU A IR PR b5 e . 40 B Aol =2 ol
S, BHSES TFEEMEANBI/MEEERNE. S TARTEEA, A
B EN” RIBARERBEXEZIOET, NS EAREES. /£
A AEPRBIMERISEHI, A ESMEE E T A ST e] LA e s I AR 1A Y
W EERAEES, RALER A REVSEARLWEES TR
F1. FAPAT LA AR R SRR B SC B A A Bl 2, ARRERAE, 4
HUIGFE R e, BB ml, SREEARERIEHRESHIREIIE
HeREMER AR EREHFETHEE. X TFEFEERE “FEit”
RIGEFEE R (PR . X THEXEF, RE “EH” $RENR
WERERREES . S FE IR 2R & EE o4 a7 DL 2 E F 1
BxEE. XTEKEFREENRENNZSE, RiE ‘B 230858
NI ZAREARE, MESZAEINEREESRBIRKHR
GBS, M/ERY KRR THRZEN SFRLAHEKEFREEN SHZAELS
R Ih B M DI RERIBE T . BT B MM EARLE & 247 T LI E

20



200410084980. 4 oW P FE1e/117h

AKETFERBESZENSGES. BdRBRZHEB0RML, S0 o Tif
EENFN ZANBHRESE GEIESE AN SRR B FRENE
%) ATLAE ZARRvEN . A KEFHREENENINZ AR TR RIhg:
AT LR A AT () A AR 0 5 N\ B B B D, 4R T
5 BilE (s fE o R Boyden chamber MU E), A IEELGRZHE
AT NE (FlmELER DAPT Feeflie), MmeEAERNE (Flnm
BERREREATRMKESNE). BT REN eSS, Er1ERE
BRIl E X EME T AR,
I A & B 75 -4 8 AVBUR B HEIR], PR, TSRS FIE
10 JRITEE, MBFR/ERITERRPRRNER.

BHEIETED, SEYAFEML, FEELAYREE TS
HIBEAR BT RN, FRIMBIRISETANAEIK, NES ER %A mT L
LER 1 FrF 2 BRI HEIFEFE DA .

Fit, AAKRBAFELEE. HEMN/ERENBERNTEHRERTIE

15 FFEES . THH/RGERENICER ERAEM S KT, i DT,
B br it B R 7E VR B B8 PR B R DROBE FR s 8 3 SRS PR R 5 B MR A 4R
R4 L. '

AR X LT (ChEetE) LiRsRc £ R EREREYHE B

E7E, ik XAEE. ZEEE. W LLERA K TR RS
20  HIRF/SFEGARHEEK, BER, KK, 3835 DNA, RNA, RNAI,
PNA, %E§, ¥k, DEIWEY, MaF, BEE%.

R, ZH7FE A0 2R R HHEFR/EFE U Ve & diik. &6
A A EREEEURZ RETE. B, TLORBRETUE, &
PiAE L R HiAR B (40 Fab, F(ab)2, Fv, scFV), BALZEBMKTUEATE

25 Y. RWEFBEESRICERREERYSEEF/ETEHEE.

Ho, SEEBHSE LR CEREAE TR cEREEHE
BEBRF/SIE A (aptamer) HRLAMFIRIA/ERFETH . RRAKAFTA
HARE “EZER” B8mIEMIEREFTS], HA% DNA fl RNA f/=k
EEEEATEBRATEY. KAE “BRFR” 58 ER (PNA),

3 HAESEEBEIZEN DNA X414 (Nielson, Science 274 (1991),

21



200410084980. 4 WO P O/

1497-1500) . AJFPHIA/ERIEHIRCEEE G I/ URIE A K B Tk L0
/ERERAB I B A% E IR W] UL R A P A TR A 4n A0 o] R M 99 & LA, i ABI
394 DNA-RNA &R EGHMEEB. B, ~22 ot ERENTFH
dsRNA (siRNA) KN BT DAH FMFIZEEE.

5 B T LA EATFRIREE 7 ASh, AR BIIRAEA 2 M/ R B AL & T
W75, IR EYRERRRTRAZIFEVZIRFEMER, %5
ZUTER: () BWREFRZRIEEE5HEYERM: (b) MEZBEE
HIRIEACFR/BIEM: (o) WEW (a) FrE XH7ERS Tk & Yy
K178 X RIE R E BRI RIEKFER/EIENE: F1d) {F728 (b) F (¢) &

10 WERREKFEEXE, HFE b) FHENS (¢) MHEBERNEE
KPR %% AR IE B EIFI K .

W PR TEE R 1 Bl BIRRIERINEIR, LrEfE ik
SRZ UL, EAEDHFEETUCIROHELRFAN, XL
2 FRRIE BRI R AE K

15 ARBHBHANARE “Ri&” B REFERFRZRTNE 1 FIFILKY
RIEKF. Uik, FERERMRAGHT AR M RRIEKE2BERAS
MEPHIED 2 65, BEREZED 3%, EEREED 445, BREED S
f&.

A5, AR ARBEEIT _ER I 7 vk AT —Fh 1 T A/ R B AL

20 B 2EVH—PEEELWASYT . T LS TS REAAHE
BUMBTTURET eteral, £FBBHEIEHRENRTHY . &4
BARIEK, B, PIHfAR, FU5E, ©F, EAREe, BA, EYmE,
Rk, §R%E. 5350 AUHRTULSHEHYEET. B8
ZYIECHIR)HE BT LU SIS VR NI ReR A, RRER, AR, S

25 W&,

WEWFTUR THIE BT ERBBREN Y. B, (EYiEaril
AT Hl &2 WRRREERRREN A EY. ik, (e asn
&, JURRTEY), PR, BRER XMk,

EXRRKAREEA, $HER1FEERNTUE RERESEESRE

30 FATDLR TS WosE R B4R 4k 32

22
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AT HRGHAT WL, KPR TH T EIERRB (BTIREER
), BERP S B, SERRORTE, EaE& RN —MRE Pk,
BEFREE B AR\REN A —BHRERE T LURIIRERR, B
iR o B, SRR RN, HE8—MRELMEL LR IEHZR.

s MARBRERS —ANERAFRELEWHRAE, S SYEHS,
BOR 1 FIFIZ IR —F, IR L L R R —FP R IE.

W ERTR, {EFR/SERFETUES DN F. RTETAHES
KIFRITTER T LS B /AN FAE U EEEH . RiE “D3F” B R,
BEART, MK, THA/EFEVIREKEST, ES D-EEBIL

10 R,
FHh, FTLMERE AFREHA. MBI, Bsh SRS 4 F0 8 B Bl
(peptidomimetics) /B HAFHBY &t LUERB AL KB F DRI
fRiEEY. BIE B R EN BB R ME S BN RS ENE
BARS, #In7E Berry, Biochem. Soc. Trans. 22 (1994), 1033-1036; Wodak,
15 Ann. N. Y. Acad. Sci. 501 (1987), 1-13; Pabo, Biochemistry 25 (1986),
5987-5991 k. ALK ERVEVOREBNS R EARBR RS
AU EINEY, WRBRS T . BTSS0S R
YA & FEMBIIZ A 3B BT HERRIKB L&Y, BTLlk
EEHNLEY) . AR RS & SCE R AR IUE SR, 6
20 JFE Ostresh, Methods in Enzymology 267 (1996), 220-234 F1 Dorner, Bioorg.
Med. Chem. 4 (1996), 709-715 ik, F4b, KK PIRCERFBERIE LR
C AR ER 73 F HIMABIRIE AL 7] BEh I SIS 700 A0 = 2 R0/ 5 A 5 9 T LA
AT RWERRBETEDPRREDIMEF], BHRF, RS
] (Rose, Biochemistry 35 (1996), 12933-12944; Rutenber, Bioorg. Med.
25 Chem. 4 (1996), 1545-1558).

RARRITERERNAL SR NES BRI S ENLSY . ERAEH
ERBPRFEFRU YRR ESY. BT LUEHIRRY), mSREkEE
A% BB 40 B AE ) 0 40 AR L)

Ash, EEARBETEEE SRR AT DRSSPk

30 ICRRYERALA, TEMEE (spectrum), BRERFM, R/RBFBHNS,

23
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/BRI GRENWEITIEED, MR/ NBIVER, FI/SRBem S
e, VERRFSERINE, R/SBCEZWE h2e 8 (BRI, 4
A, AEMHERD, F/RBGENABUESE FEE, REH, Hie,
BRIE, 0K, TREME, RF), A/ EN SAEERM, RE/AgusRm,
s A/EAEALRIIE A T RIR A2 AT UEIE DT Bodt: RENEL, SRR
ZREE, BUR R R R I BER S, BT ER E Ee ol 2 BE I RR e,
DR, RERAREEY, BRERBEYERESY, BEIAFK
(hydrophylic) #4), EREIA/ZZ#: aromates BiU%E B, B
ERA, RESFINSHREYSHRMEN, RERERERY, RZIAZ
0 WEE, RERERREZLAFREUY, RBBRENENET
(ketale), #4EfE (acetale), B N-Z.BRLHEIR:, FESETEBE, o
FRBEA, WhE, SCSESREBEEANERR, 5, F5, 5, B,
WEME, BEMME (thiozolidine) EEA LS.
75, AR BRE—FUESDBRES IS WS Z AT LW R

15 W, BERREERREERNSHVASYTIFRNAE, RSyl s
WHARATHTERE. FInRAERERNERIRRZRRENAREL
FRPRCEE YRR R ETE. B RBETEYA T %2 A9,
AR, BT AR IUA/ERY 8 A R B AR T R (4% B S 1 /B R T LU T
CWAEY.

20 FRARMBTERBNED —Fret 0 Bo—FME A ROFERIELH
JREE BRI THRTERBRNITRERFRNAY RN, RS
HRiE B AH SEQID No. 2, 4,6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30,
32 M 34 MEBR. B, ZRBPEREBTFEREBHNEb—Fik5EE
SEQ ID No. 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32 1 34 (0%

25 HRKEBR, FEERABREIESR & B T 18575 R R BT IR % 1025
Y IR

Bk, ATHYULSKEEYTRLSYT ST, Fiikiie

Y, PUER B, BREZER, W58/ 1% AR R MBS, RNAI BUES.
WA SYE T A& A TUR O A T RIS L8,

30 BEBHE TIEYELHBIR— S HRERE, FdSTHEls %2453

24



200410084980. 4 oW P FE20/117H

10

15

20

25

30

B (0 3 ELR R R PR AT
FHZE TIIEwE], EERRY ERTEIRAE.

L

BRBHBIER T RAEA Ultraspec® RNA (Biotecx, Houston, TX)32HX
RNA, 31#H RNeasy Mini &7 &(Qiagen, Valencia, CA)F DNA #4384
. it SuperScript™ 4% cDNA & B & (Life Technology, Rockville,
MD)fF T7-T24 51#) M 10 ug & RNA & RAUEE cDNA. BT By & /7 1%
REHRER, {3 F8iAE# B (Eppendorf, Westbury, NY)Zi4k XU 5% cDNA =4, {f
FESMNEF (IVT) MEGAscript™ T7 X7 & (Ambion, Austin, TX)¥ W5
cDNA #H—FFUA RNA, FHEVRUIZERIZC. 58 RNeasy
Mini {7 (Qiagen, Valencia, CA)ALKSMNER =4, HWPTA B
(Wodicka L, Dong H, Mittmann M, Ho MH, Lockhart DJ. Genome-wide

expression monitoring in Saccharomyces cerevisiae. Nat Biotechnol 1997,
15:1359-67). #1387 (Affymetrix, Santa Clara, CA)E ST A B AL I 44k
HFXY 5 NKE R A U95 (HG-U95) Genechip®FEFI 48 12448 .

Gtk

BT Affymetrix B MAS Bi%E (Affymetrix R UEEE: ML Genechip®
BREFEED ERERRIANF ST EEEQ001)) XS HE S REHITHT
FHRBES . KO & B A SRS B PR EREL . ZEREKS
T ARtELL o :

- REESTHEREEFREMEMEA (Draper N., Smith H. Applied
Regression Analysis, % —hX John Wiley and Sons. New York, New York.
(1966); Searle S. R. Linear Models John Wiley and Sons. New York, New York.
(1971)), FrdEF45IxF BMI, HLZRIE (BT vs. HERERT), BESE
i (B HOMA WE), BREEE, BeEIEN4SRESERE
BHYE, RREBEEER NESEREZRENSAMAEER. FH SAS 8.1
RIFATHE . R FREWT:

FTRE =BMI + AR + IR + HERE + BEE + 440 R+ 4

25
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FrETgPE + ALRER + RE
RJE R RNBEAT 9 NEVHERS FELD. 1D pARFRET R 89 4E H

2) BFRERTPRIYER: 3) AR FRMZEMERER. U=AHE
ERIUETABE=ZRBETHE T, FBEEH 9 MK

5 WRETHFEBERTENETHEN LN ERTSBELWENER. B
1t & X Xt TEEAER BT 0.001 B p EAIXT T4 e 5t LN T 0.01 B
p 18 . 1% F p-EBE AE I HIR AL, RN R K 2 S B ¥ (Sokal R. R,
Rohlf F. J. Biometry W. H. Freeman and Company. New York, New York.
(1969)).

10 BREHE T Affymetrix R 4L Genbank ¥ 2 5 5 Unigene
Chttp://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=unigene ) 1 LocusLink
(http://www.ncbi.nlm.nih.gov/LocusLink/) %} 8L E40 5 HyFE BE RN &

REERE - ‘
BFL RIS RN AE S OREE T TS N EENS

15 ETBHMEESTAUAS.

A, NIEME, ERPRARARMESHETR, FETTUEARYE
B B AR K BT I B B A R SR MR AITE T AT SO

26
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B 5E22/117)

10

15

20

ERIE -

<110> BRB-NFH HRLF

<120> PRFEAOFFEFE

<130> 21270

<160> 34

<170> PatentIn version 3.2
<210> 1

<211> 1172

<212> DNA

<213> Homo sapiens

<220>

<221> VEGF-B mRNA

<222> (1)..(1172;

<400> 1

gcgatgcggg cgcccccgge gggcggecce
cctgctgcte geccgecactcee tgcagetgge
tgcccctgge caccagagga aagtggtgtc
ccagccececgg gaggtggtgg tgcccttgac
gctggtgececec agctgecgtga ctgtgcageg
ggagtgtgtg cccactggge agcaccaagt
gagcagtcag ctgggggaga tgtccctgga

ggcgggcacc
ccccegeccag

atggatagat

tgtggagcte

ctgtggtggce

ccggatgeag

agaacacagc

27

atgagcccte

gcecectgtet

gtgtatactc

atgggcaccg

tgctgecectg

atcctcatga

cagtgtgaat

tgctccgecyg

cccagcctga

gcgctacctg

tggccaaaca

acgatggcect

tcecggtaccece

gcagacctaa

60

120

180

240

300

360

420



200410084980. 4 oW B ZE23/117T)
aaaaaaggac agtgctgtga agccagacag ggctgccact ccccaccacc gtccccagec 480
ccgttetgtt ccgggetggg actctgecce cggagcaccc tccccagcectg acatcaccca 540
tccecactcca geccccaggcce cctcectgeccca cgectgcacce agcaccacca gecgceccctgac 600

5 ccceggacct gecgctgccg ctgccgacgce cgcagcttce tccgttgcecca agggcggggce 660
ttagagctca acccagacac ctgcaggtgc cggaagctgc gaaggtgaca catggcectttt 720
cagactcagc agggtgactt gcctcagagg ctatatccca gtgggggaac aaagaggagc 780
ctggtaaaaa acagccaagc ccccaagacc tcagcccagg cagaagctge tctaggacct 840
gggcctctca gagggctctt ctgccatcce ttgtctccct gaggccatca tcaaacagga 900

10 cagagttgga agaggagact gggaggcagc aagaggggtc acataccagc tcaggggaga 960
atggagtact gtctcagttt ctaaccactc tgtgcaagta agcatcttac aactggctct 1020.
tcctccecte actaagaaga cccaaacctc tgcataatgg gatttggget ttggtacaag 1080
aactgtgacc cccaaccctg ataaaagaga tggaaggaaa aaaaaaaaaa aaaaaaaaaa 1140
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 1172

15
<210> 2
<211> 207
<212> PRT

20 <213> Homo sapiens
<220>
<221> VEGF-B % BkF5
<222> (1)..(207)

28
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W

|

BOE4/117TH

10

15

20

<400>

Met

Ala

Pro

Ala

65

Cys

val

Glu

Lys

Pro

145

Ser

Ser

Pro

Lys

Arg

50

Lys

Cys

Arg

Met

Asp

130

Gln

Pro

2

Pro

Ala

Val

35

Glu

Gln

Pro

Met

Ser

115

Ser

Pro

Ala

Leu

Gln

20

vVal

val

Leu

Asp

Gln

100

Leu

Ala

Arg

Asp

Leu

Ala

Ser

Val

Vval

Asp

85

Ile

Glu

val

Ser

Ile

165

Arg

Pro

Trp

val

Pro

70

Gly

Leu

Glu

Lys

val

150

Thr

Arg

val

Ile

Pro

55

Ser

Leu

Met

His

Pro

135

Pro

His

Leu

Ser

Asp

40

Leu

Cys

Glu

Ile

Ser

120

Asp

Gly

Pro

Leu

Gln

25

Val

Thr

val

Cys

Arg

105

Gln

Arg

Trp

Thr

29

Leu

10

Pro

Tyr

Val

Thr

val

90

Tyr

Cys

Ala

Asp

Pro

170

Ala

Asp

Thr

Glu

val

75

Pro

Pro

Glu

Ala

Ser

155

Ala

Ala

Ala

Leu

60

Gln

Thr

Serxr

Cys

Thr

140

Ala

Pro

Leu

Pro

Ala

45

Met

Arg

Gly

Ser

Arg

125

Pro

Pro

Gly

Leu

Gly

30

Thr

Gly

Cys

Gln

Gln

110

Pro

His

Gly

Pro

Gln

15

His

Cys

Thr

Gly

His

95

Leu

Lys

His

Ala

Ser

175

Leu

Gln

Gln

Val

Gly

80

Gln

Gly

Lys

Arg

Pro

160

Ala
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W

B 525/1171)

10

15

20

His Ala Ala Pro Ser Thr Thr Ser Ala Leu Thr Pro Gly Pro Ala Ala

180

185

190

Ala Ala Ala Asp Ala Ala Ala Ser Ser Val Ala Lys Gly Gly Ala

195

<210> 3
<211> 809
<212> DNA
<213>
<220>

<221>

<222>

<400> 3

atgcctgtct

gatggtgatg

acaagcattt

taagtatctc

ctgcatccag

gttgagagct

agagcctgcc

cctggccace

ttttcacgtg

ggactctcta

(1) .

Homo sapiens

#$AEEBQ D mRNA

. (809)

tcatcttgaa

ctgctgetge

catcttggga

ggaagatggt

gccaactact

gatggaactg

aagctggaag

gactatgaga

gattttgctt

aaaaatatcc

200

agaaaagctc

tgctttcege

agtgccccaa

acgaaattga

cactaatgga

tgaatcaaat

ttaagttttc

actatgccct

ggatcttggc

tgacttctaa

éaggtccctt
actggctggce
tcctceggtg
gaagatccca
aaacggaaag
cgaaggtgaa
ctggtttatg
cgtgtattcc
aagaaaccct

taacattgat

30

205

ctccagceccac

ctcttcggtg

caggagaatt

acaacctttg

atcaaagtgt

gccaccccag

ccatcggeac

tgtacctgeca

aatctccectce

gtcaagaaaa

ccagccccaa

cggcagaggg

ttgdcgtgaa

agaatggacg

taaaccagga

ttaacctcac

cgtactggat

tcatccaact

cagaaacagt

tgacggtcac

60

120

180

240

300

360

420

480

540

600
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agaccaggtg aactgcccca agctctcgta accaggttct acagggaggc tgcacccact 660
ccatgttact tctgcttcgc tttcccctac cccaccccecc cccataaaga caaaccaatce 720
aaccacgaca aaggaagttg acctaaacat gtaaccatgc cctaccctgt taccttgcta 780

5 gctgcaaaat aaacttgttg ctgacctgc 809
<210> 4
<211> 189
<212> PRT
10 <213> Homo sapiens
<220>
<221> HEEEQ DZRKFY!
<222> (1)..(183)
<400> 4
15
Met Val Met Leu Leu Leu Leu Leu Ser Ala Leu Ala Gly Leu Phe Gly
1 5 10 15
Ala Ala Glu Gly Gln Ala Phe His Leu Gly Lys Cys Pro Asn Pro Pro
20 25 30
20 Val Gln Glu Asn Phe Asp Val Asn Lys Tyr Leu Gly Arg Trp Tyr Glu
35 40 45
Ile Glu Lys Ile Pro Thr Thr Phe Glu Asn Gly Arg Cys Ile Gln Ala
50 55 60
Asn Tyr Ser Leu Met Glu Asn Gly Lys Ile Lys Val Leu Asn Gln Glu

31
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65 70 75 80
Leu Arg Ala Asp Gly Thr Val Asn Gln Ile Glu Gly Glu Ala Thr Pro

85 90 95
Val Asn Leu Thr Glu Pro Ala Lys Leu Glu vVal Lys Phe Ser Trp Phe
5 100 195 110
Met Pro Ser Ala Pro Tyr Trp Ile Leu Ala Thr Asp Tyr Glu Asn Tyr
115 120 125
Ala Leu Val Tyr Ser Cys Thr Cys Ile Ile Gln Leu Phe His Val Asp
130 135 140
10 Phe Ala Trp Ile Leu Ala Arg Asn Pro Asn Leu Pro Pro Glu Thr Val
145 150 155 160
Asp Ser Leu Lys Asn Ile Leu Thr Ser Asn Asn Ile Asp Val Lys Lys
165 170 175
Met Thr Val Thr Asp Gln Val Asn Cys Pro Lys Leu Ser
15 180 185
<210> 5
<211> 4040
20 <212> DNA
<213> Homo sapiens
<220>
<221> $FERAILE mRNA
<222> (1)..(4040)

32
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<400> 5
gtccttcececa cccttagtee caggcatctg actaccggga acctcagcca gagtccggga 60
gccccccace ccgtccagga gccaacagag cccccgtcett getggcgtga gaatacattg 120
ctctecetttg gttgaatcag ctgteccctet tcgtgggaaa atgaaccaga agacaatcct 180
5 cgtgctccte attctggecg tcatcaccat ctttgecttg gtttgtgtec tgetggtggg 240
caggggtgga gatgggggtg aacccagcca gcttccccat tgceccctetg tatctceccag 300
tgcccagcct tggacacacc ctggccagag ccagctgttt gcagacctga gccgagagga 360
gctgacggct gtgatgeget ttctgaccca geggetgggg ccagggctgg tggatgecage 420
ccaggcccgg ccctcggaca actgtgtcectt ctcagtggag ttgcagctgce ctcccaaggce 480
10 tgcagccctg gctcacttgg acagggggag ccccccacct gecccgggagg cactggecat 540
cgtcttcttt ggcaggcaac cccagcccaa cgtgagtgag ctggtggtgg ggccactgec 600
tcaccecctee tacatgcggg acgtgactgt ggagcgtcat ggaggccccc tgccctatca 660
ccgacgeccece gtgetgttcc aagagtacct ggacatagac cagatgatct tcaacagaéa 720
gctgccccag gcttetggge ttctecacca ctgttgette tacaagcacc ggggacggaa 780
15 cctggtgaca atgaccacgg ctcccecgtgg tctgcaatca ggggaccggg ccacctggtt 840
tggcctctac tacaacatct cgggcgcetgg gttcttcecctg caccacgtgg gecttggagcet 900
gctagtgaac cacaaggccc ttgaccctgc ccgctggact atccagaagg tgttctatca 960
aggccgctac tacgacagcc tggcccagct ggaggcccag tttgaggcecg gectggtgaa 1020
tgtggtgctyg atcccagaca atggcacagg tgggtcctgg tccctgaagt cccctgtgec 1080
20 cccgggtcca gectcccccte tacagttcta tccccaagge ccccgcttca gtgtccaggg 1140
aagtcgagtg gcctcctcac tgtggacttt ctcecctttgge ctcggagcat tcagtggece 1200
aaggatcttt gacgttcget tccaaggaga aagactagtt tatgagataa gcctccaaga 1260
ggccttggee atctatggtg gaaattcccc agcagcaatg acgacccgcect atgtggatgg 1320
aggctttgge atgggcaagt acaccacgcc cctgaccegt ggggtggact gceccctactt 1380

33
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ggccacctac gtggactggc acttcctttt ggagtcccag gcocccccaaga caatacgtga 1440
tgccttttgt gtgtttgaac agaaccaggg cctcecccetg cggecgacacc actcagatct 1500
ctactcgcac tactttgggg gtcttgcgga aacggtgctg gtcgtcagat ctatgtccac 1560
cttgctcaac tatgactatg tgtgggatac ggtcttccac cccagtgggg ccatagaaat 1620

5 acgattctat gccacgggct acatcagctc ggcattcctce tttggtgcta ctgggaagta 1680
cgggaaccaa gtgtcagagc acaccctggg cacggtccac acccacagcg cccacttcaa 1740
ggtggatctg gatgtagcag gactggagaa ctgggtctgg gccgaggata tggtctttgt 1800
ccccatgget gtgeccctgga gccctgagca ccagctgcag aggctgcagg tgacccggaa 1860
gctgctggag atggaggagc aggccgectt cctecgtggga agcgccaccc ctcegctacct 1920

10 gtacctggcc agcaaccaca gcaacaagtg gggtcacccc cggggctacc gcatccagat 1980
gctcagettt gctggagagce cgctgcccca aaacagctcc atggcgagag gcttcagctg 2040
ggagaggtac cagctggctg tgacccagcg gaaggaggag gagcccagta gcagcagcegt 2100
tttcaatcag aatgaccctt gggcccccac tgtggatttc agtgacttca tcaacaatga 2160
gaccattgect ggaaaggatt tggtggcctg ggtgacagct ggttttctge atatcccaca 2220

15 tgcagaggac attcctaaca cagtgactgt ggggaacggc gtgggcttct tcctccgacc 2280
ctataacttc tttgacgaag acccctcctt ctactctgce gactccatct acttccgagg 2340
ggaccaggat gctggggcct gcgaggtcaa céccctagct tgcectgeccece aggctgectge 2400
ctgtgcccee gacctcecctg ccttectcceca cgggggctte tctcacaact aggeggtect 2460
gggatgggge atgtggccaa gggctccagg gecagggtgt gagggatggg gagcagetgg 2520

20 gcactgggce ggcagcctgg ttccctcttt cctgtgeccag gactctcttt cttccactac 2580
cctecectege atccgectet gagccaggag cctcctgacc ctgtgétgcc tgacacaggg 2640
gacactgaac cttgttgatg ccagctgtac tgagttctqg tccacagagg ccaggcatgg 2700
cccagectgg agccgtggec gagggcttcce ctagatggtt cecetttgttg ctgtctgget 2760
ttcccgaate tttttaggec acctccaagg actctaaaag ggggctattc cctggagacc 2820

34
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ccagagtagg gttgccagtc ctgcaagtcc atagctgagce tggaaaggat gcttctgcectc 2880
acattccctc tcatccaggt cctttecctte tcecgtcecttcect ctctctcacc tacttcctce 2940
tcctectect gttcctgect tctettetat cctgcaattt ctcecccgaate ctgaggggat 3000
atccctatgt cccagcccct ggtactccce cageccctcag ttttcagtca agttcegtct 3060

5 cctectccage cctatggaag tctcaaggtc acgggacccc taatcagagt ggccaatccc 3120
tgtgtgtegt tcccttgtgt ctgttgctta ttgggagtag gagttgctcc tacccctgte 3180
ctggggctgg gtgtgtttca ggacagctgce ttctgtgcat ttgtgtctge ctgecctcatg 3240
ctctctatag aggaggatgg tcatcgtgac agcagcagct caagttagca tttcaagtga 3300
tttgggggtg caatgataat gaagaatggc cattttgtac cagggctctg tattctgcaa 3360

10 cagcctgttt gggaggctgg agtggaaaca aagggtgggc atcaaagatg agaagccaaa 3420
gccectacaa ctccagccac ccagccagga ggggctgtcc aatcacattc aggcatgecga 3480
atgagctggg ccctgggtga ggtgggggtc tggcctagtg gggaggggec tggectgggt 3540
ggggcagggc ctggectggt ccaggettgg getccattec catcactget gtcectectg 3600
aggtctggat tggggatggg gacaaagaaa tagcaagaga tgagaaacaa cagaaacttt 3660

15 tttctctaaa ggactggtta aatcaattct gatacagcct tacaatacaa tagtatgcag 3720
ctaaaaaata attgtatgtc tttatatact aatatgtaat aatcttcagg tgaaaaaggc 3780
aagccacaga aatgtgtwta gcgcacttcc catttgtgtt tcagaaagga gtagaatata 3840
aacacataat tgcttatgta tgectattca gaataaatgg gtaacactga ttacttttgg 3900
gaggggaacc agtaggttga ggacaggaga gggaagggtc ttaacactta cacccttttg 3960

20 tacattttga attttgaacc atgtgactgt attacctatt caaaataaac aataaatggg 4020
cccaaaaaaa aaaaaaaaaa 4040
<210> 6
<211> 763

35
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<212> PRT

<213> Homo sapiens

<220>

<221> RBESUBEIKFT]
5 <222> (1)..(763)

<400> 6

Met Asn Gln Lys Thr Ile Leu Val Leu Leu Ile Leu Ala Val Ile Thr

10 Ile Phe Ala Leu Val Cys Val Leu Leu Val Gly Arg Gly Gly Asp Gly
20 25 30
Gly Glu Pro Ser Gln Leu Pro His Cys Pro Ser Val Ser Pro Ser Ala
35 40 45
Gln Pro Trp Thr His Pro Gly Gln Ser Gln Leu Phe Ala Asp Leu Ser
15 50 55 60
Arg Glu Glu Leu Thr Ala Val Met Arg Phe Leu Thr Gln Arg Leu Gly
65 70 75 80
Pro Gly Leu Val Asp Ala Ala Gln Ala Arg Pro Ser Asp Asn Cys Val
85 S0 95
20 Phe Ser Val Glu Leu Gln Leu Pro Pro Lys Ala Ala Ala Leu Ala His
100 105 110
Leu Asp Arg Gly Ser Pro Pro Pro Ala Arg Glu Ala Leu Ala Ile val
115 120 125

Phe Phe Gly Arg Gln Pro Gln Pro Asn Val Ser Glu Leu Val Val Gly

36
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130 135 140

Pro Leu Pro His Pro Ser Tyr Met Arg Asp Val Thr Vval Glu Arg His

145 150 155 160

Gly Gly Pro Leu Pro Tyr His Arg Arg Pro Val Leu Phe Gln Glu Tyr

5 165 170 175

Leu Asp Ile Asp Gln Met Ile Phe Asn Arg Glu Leu Pro Gln Ala Ser

180 185 190

Gly Leu Leu His His Cys Cys Phe Tyr Lys His Arg Gly Arg Asn Leu

195 200 205

10 Val Thr Met Thr Thr Ala Pro Arg Gly Leu Gln Ser Gly Asp Arg Ala

210 215 220

Thr Trp Phe Gly Leu Tyr Tyr Asn Ile Ser Gly Ala Gly Phe Phe Leu

225 230 235 240

His His Val Gly Leu Glu Leu Leu Val Asn His Lys Ala Leu Asp Pro

15 245 250 255

Ala Arg Trp Thr Ile Gln Lys Val Phe Tyr Gln Gly Arg Tyr Tyr Asp

260 - 265 270

Ser Leu Ala Gln Leu Glu Ala Gln Phe Glu Ala Gly Leu Val Asn Val

275 280 285

20 Val Leu Ile Pro Asp Asn Gly Thr Gly Gly Ser Trp Ser Leu Lys Ser

290 295 300

Pro Val Pro Pro Gly Pro Ala Pro Pro Leu Gln Phe Tyr Pro Gln Gly

305 310 315 320

Pro Arg Phe Ser Val Gln Gly Ser Arg Val Ala Ser Ser Leu Trp Thr

37
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325 330 335

Phe Ser Phe Gly Leu Gly Ala Phe Ser Gly Pro Arg Ile Phe Asp Val

340 345 350

Arg Phe Gln Gly Glu Arg Leu Val Tyr Glu Ile Ser Leu Gln Glu Ala

5 355 360 365

Leu Ala Ile Tyr Gly Gly Asn Ser Pro Ala Ala Met Thr Thr Arg Tyr

370 375 380

Val Asp Gly Gly Phe Gly Met Gly Lys Tyr Thr Thr Pro Leu Thr Arg

385 390 395 400

10 Gly Val Asp Cys Pro Tyr Leu Ala Thr Tyr Val Asp Trp His Phe Leu

405 410 415

Leu Glu Ser Gln Ala Pro Lys Thr Ile Arg Asp Ala Phe Cys Val Phe

420 425 430

Glu Gln Asn Gln Gly Leu Pro Leu Arg Arg His His Ser Asp Leu Tyr

15 435 440 445

Ser His Tyr Phe Gly Gly Leu Ala Glu Thr Val Leu Val val Arg Ser

450 455 460

Met Ser Thr Leu Leu Asn Tyr Asp Tyr Val Trp Asp Thr vVal Phe His

465 470 475 480

20 Pro Ser Gly Ala Ile Glu Ile Arg Phe Tyr Ala Thr Gly Tyr Ile Ser

485 490 495

Ser Ala Phe Leu Phe Gly Ala Thr Gly Lys Tyr Gly Asn Gln Val Ser

500 505 510

Glu His Thr Leu Gly Thr val His Thr His Ser Ala His Phe Lys Val

38
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515 520 525
Asp Leu Asp Val Ala Gly Leu Glu Asn Trp Val Trp Ala Glu Asp Met
530 535 540
Val Phe Val Pro Met Ala Val Pro Trp Ser Pro Glu His Gln Leu Gln
5 545 550 555 560
Arg Leu Gln Val Thr Arg Lys Leu Leu Glu Met Glu Glu Gln Ala Ala
565 570 575
Phe Leu Val Gly Ser Ala Thr Pro Arg Tyr Leu Tyr Leu Ala Ser Asn
580 585 590
10 His Ser Asn Lys Trp Gly His Pro Arg Gly Tyr Arg Ile Gln Met Leu
585 600 605
Ser Phe Ala Gly Glu Pro Leu Pro Gln Asn Ser Ser Met Ala Arg Gly
610 615 620
Phe Ser Trp Glu Arg Tyr Gln Leu Ala Val Thr Gln Arg Lys Glu Glu
15 625 630 635 640
Glu Pro Ser Ser Ser Ser Val Phe Asn Gln Asn Asp Pro Trp Ala Pro
645 650 655
Thr Val Asp Phe Ser Asp Phe Ile Asn Asn Glu Thr Ile Ala Gly Lys
660 665 670
20 Asp Leu Val Ala Trp Val Thr Ala Gly Phe Leu His Ile Pro His Ala
675 680 685
Glu Asp Ile Pro Asn Thr Val Thr Val Gly Asn Gly Val Gly Phe Phe
690 695 700

Leu Arg Pro Tyr Asn Phe Phe Asp Glu Asp Pro Ser Phe Tyr Ser Ala
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705 710 715 720
Asp Ser Ile Tyr Phe Arg Gly Asp Gln Asp Ala Gly Ala Cys Glu Val
725 730 735
Asn Pro Leu Ala Cys Leu Pro Gln Ala Ala Ala Cys Ala Pro Asp Leu
5 740 745 750
Pro Ala Phe Ser His Gly Gly Phe Ser His Asn
755 760
<210> 7
10 <211> 3948
<212> DNA
<213> Homo sapiens
<220>
<221> TRKELRKBE (V mRNA
15 <222> (1)..(3948)
<400> 7
ctttcactgg caagagacgg agtcctgggt ttcagttcca gttgcctgeg gtgggctgtg 60
tgagtttgcc aaagtcccct gccctctcectg ggtcteggtt ccctegectg tccacgtgag 120
gttggaggag ctgaacgccg acgtcatttt tagctaagag ggagcagggt ccccgagtcg 180
20 ccggcceccagg gtctgecgecat ccgaggecege gegecccttte cectcceccca cggectcctcee 240
gggceeegea ctctgegeee cggetgecege ccagegecct acaccgecct cagggggece 300
tcgegggete cccceggecg ggatgecagt gecccegegece acgcgegect getcccgege 360
cgcctgeecct gcagectgec cgeggegect ttatacccag cgggcectcggce gctcactaat 420
gtttaactcg gggccgaaac ttgccagcgg cgagtgactc caccgcccgg agcagcggtg 480

40
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caggacgcgce gtctccgccg ccecgeggtga cttctgectg cgctccttcect ctgaacgctce 540
acttccgagg agacgccgac gatgaagaca ccgtggaagg ttcttctggg actgctgggt 600
gctgctgecge ttgtcaccat catcaccgtg cccgtggttc tgctgaacaa aggcacagat 660
gatgctacag ctgacagtcg caaaacttac actctaactg attacttaaa aaatacttat 720

5 agactgaagt tatactcctt aagatggatt tcagatcatg aatatctcta caaacaagaa 780
aataatatct tggtattcaa tgctgaatat ggaaacagct cagttttctt ggagaacagt 840
acatttgatg agtttggaca ttctatcaat gattattcaa tatctcctga tgggcagttt 900
attctcttag aatacaacta cgtgaagcaa tggaggcatt cctacacagc ttcatatgac 960
atttatgatt taaataaaag gcagctgatt acagaagaga ggattccaaa caacacacag 1020

10 tgggtcacat ggtcaccagt gggtcataaa ttggcatatg tttggaacaa tgacatttat 1080
gttaaaattg aaccaaattt accaagttac agaatcacat ggacggggaa agaagatata 1140
atatataatg gaataactga ctgggtttat gaagaggaag tcttcagtgc ctactctgect 1200
ctgtggtggt ctccaaacgg cactttttta gcatatgccc aatttaacga cacagaagtc 1260
ccacttattg aatactcctt ctactctgat gagtcactgc agtacccaaa gactgtacgg 1320

15 gttccatatc caaaggcagg agctgtgaat ccaactgtaa agttctttgt tgtaaataca 1380
gactctctca gctcagtcac caatgcaact tccatacaaa tcactgctcc tgcttctatg 1440
ttgatagggg atcactactt gtgtgatgtg acatgggcaa cacaagaaag aatttctttg 1500
cagtggctca ggaggattca gaactattcg gtcatggata tttgtgacta tgatgaatcc 1560
agtggaagat ggaactgctt agtggcacgg caacacattg aaatgagtac tactggc;gg 1620

20 gttggaagat ttaggccttc agaacctcat tttacccttg atggtaatag cttctacaag 1680
atcatcagca atgaagaagg ttacagacac atttgctatt tccaaataga taaaaaagac 1740
tgcacattta ttacaaaagg cacctgggaa gtcatcggga tagaagctct aaccagtgat 1800
tatctatact acattagtaa tgaatataaa ggaatgccag gaggaaggaa tctttataaa 1860
atccaactta gtgactatac aaaagtgaca tgcctcagtt gtgagctgaa tccggaaagg 1920
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10

15

20

tgtcagtact

ggtcctggte

ctggaagaca

ctggacttca

tttgataaat

aaagcagaca

atagtagcta

atcaacagaa

tcaaaaatgg

tacgtaacct

gcgcctgtat

ccaactccag

aattttaaac

cagcagtcag

tggtatactg

cacatgagcce

catttaaagc

tgatgatgat

aatttcatac

agaagtttga

aaacaacaaa

aatcttttte

gtgggcagtg

attctgtgtce

tgcecectcta

attcagecttt

ttattttgaa

ccaagaaata

ctgtcttcag

gctttgatgg

gactgggaac

gatttgtgga

caatggtcct

cccggtggga

aagacaacct

aagttgagta

ctcagatctc

atgaagacca

acttcataaa

ttattaaaac

ctttaaaata

ctatcatctt

attatccggt

taggaattgt

taactggact

atgtcactag

attcagtaaa
tactctacac
ggataaaatg
tgaaacaaaa
tcctctacta
actgaactgg
cagaggaagt
atttgaagtt
caacaaacga
gggatcggga
gtactatgac
tgaccattac
cctecettatt
caaagccctg
tggaatagct
acaatgtttc
tcatttttgt
cacactcaaa
aagtagggaé
cgggttttat
ttttatggag
ggttcaaatg

ggcagggaca

gaggcgaagt

agcagcgtga

ctgcagaatg

ttttggtatce

ttagatgtgt

gccacttacce

ggttaccaag

gaagatcaaa

attgcaattt

agtggcgtgt

tcagtgtaca

agaaattcaa

catggaacag

gtcgatgttg

agcagcacag

tectttacctt

tttcattatc

tcaagaaact

ttctgtette

tgtttaaaat

gctttgcata

ttgttctcte

ggataagagg

42

attatcagct

atgataaagg

tccagatgcec

agatgatctt

atgcaggccce

ttgcaagcac

gagataagat

ttgaagcagc

ggggctggte

tcaagtgtgg

cagaacgtta

cagtcatgag

cagatgataa

gagtggattt

cacaccaaca

agcacctcaa

tcaaaactgc

taaggttacc

acaacagatt

catttctgca

gattccctga

ctttaaaggg

gattagggag

gagatgttcc

gctgagagtc

ctccaaaaaa

gcctectcat

atgtagtcaa

agaaaacatt

catgcatgca

cagacaattt

atatggaggg

aatagccgtg

catgggtctc

cagagctgaa

cgttcacttt

ccaggcaatg

tatatatacc

aataccatgc

actgtcaaga

tttgttccca

attaccttac

tcagctgetg

gcaggatttt

atggcaagat

agaagatagc

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300
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10

15

20

agggcatggc

cctcggagaa

cagtctcagg

aagactccaa

ggctataggt

aaaaaaaaat

cagcttgecce

ttgcatcaat

tccttggact

ttctacatac

aaaaaaaaaa

<210> 8
<211> 766
<212> PRT
<213>
<220>
<221>

<222>

<400> 8

(1).

tgggaaccca

gagctgttca

aaatcaaata

agaaatgtaa

gctacaaaaa

actgatgttc

tgttaaaaga

ttttcttatt

cattttaaaa

tatggaattt

aaagtcagtg

Homo sapiens

. (766)

agtccaagca

cagccagact

tgcaaagcac

gggaaactgc

cacagcaagg

ctagtgaaag

tgaaaatatt

tcatttcttt

aatggaacat

ctcccagtca

cttgcatact

—RAELRKEE IV B RKFTY

taccaacacg

ggcacagttt

tgacttctaa

cagcaacgca

gtgatgggaa

aggcagcttg

tgtatcacaa

gagtgtctta

aaaatacaat

tttaataaat

caaggagtct

agcaggctac

tctgagaaag

gtaaaaccac

ggcccecccagyg

agcattgtaa

aaactgagat

atcttaactt

attaaaagaa

gttatgtatt

gtgccttcat

tatctaga

tgtcagctce

actattcaaa

agcagttgaa

tgccagttat

atgtgctttt

gtgaacacat

gaaggagtcc

tattttaact

attattccca

tttttcagaa

Met Lys Thr Pro Trp Lys Val Leu Leu Gly Leu Leu Gly Ala Ala Ala

10

43

15

3360

3420

3480

3540

3600

3660

3720

3780

3840

3500

3948



200410084980. 4 oW P FE39/117T;

Leu Val Thr Ile Ile Thr Val Pro Val Val Leu Leu Asn Lys Gly Thr
20 25 30
Asp Asp Ala Thr Ala Asp Ser Arg Lys Thr Tyr Thr Leu Thr Asp Tyr
35 40 45
5 Leu Lys Asn Thr Tyr Arg Leu Lys Leu Tyr Ser Leu Arg Trp Ile Ser
50 55 60
Asp His Glu Tyr Leu Tyr Lys Gln Glu Asn Asn Ile Leu Val Phe Asn
65 70 75 80
Ala Glu Tyr Gly Asn Sgr Ser Val Phe Leu Glu Asn Ser Thr Phe Asp
10 85 90 95
Glu Phe Gly His Ser Ile Asn Asp Tyr Ser Ile Ser Pro Asp Gly Gln
100 105 110
Phe Ile Leu Leu Glu Tyr Asn Tyr Val Lys Gln Trp Arg His Ser Tyr
115 120 125
15 Thr Ala Ser Tyr Asp Ile Tyr Asp Leu Asn Lys Arg Gln Leu Ile Thr
130 135 140
Glu Glu Arg Ile Pro Asn Asn Thr Gln Trp Val Thr Trp Ser Pro Val
145 150 155 160
Gly His Lys Leu Ala Tyr Val Trp Asn Asn Asp Ile Tyr Val Lys Ile
20 165 170 175
Glu Pro Asn Leu Pro Ser Tyr Arg Ile Thr Trp Thr Gly Lys Glu Asp
180 185 190
Ile Ile Tyr Asn Gly Ile Thr Asp Trp Val Tyr Glu Glu Glu Vval Phe

195 200 205
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200410084980. 4 oW P FE40/117H

Ser Ala Tyr Ser Ala Leu Trp Trp Ser Pro Asn Gly Thr Phe Leu Ala
210 215 220
Tyr Ala Gln Phe Asn Asp Thr Glu Val Pro Leu Ile Glu Tyr Ser Phe
225 230 235 240
5 Tyr Ser Asp Glu Ser Leu Gln Tyr Pro Lys Thr Val Arg Val Pro Tyr
245 250 255
Pro Lys Ala Gly Ala Val Asn Pro Thr Val Lys Phe Phe Val Val Asn
260 265 270
Thr Asp Ser Leu Ser Ser Val Thr Asn Ala Thr Ser Ile Gln Ile Thr
10 275 280 285
Ala Pro Ala Ser Met Leu Ile Gly Asp His Tyr Leu Cys Asp Val Thr
290 295 300
Trp Ala Thr Gln Glu Arg Ile Ser Leu Gln Trp Leu Arg Arg Ile Gln
305 310 315 320
15 Asn Tyr Ser Val Met Asp Ile Cys Asp Tyr Asp Glu Ser Ser Gly Arg
325 330 335
Trp Asn Cys Leu Val Ala Arg Gln His Ile Glu Met Ser Thr Thr Gly
340 345 350
Trp Val Gly Arg Phe Arg Pro Ser Glu Pro His Phe Thr Leu Asp Gly
20 355 360 365
Asn Ser Phe Tyr Lys Ile Ile Ser Asn Glu Glu Gly Tyr Arg His Ile
370 375 380
Cys Tyr Phe Gln Ile Asp Lys Lys Asp Cys Thr Phe Ile Thr Lys Gly

385 390 395 400
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200410084980. 4 oW P FE4ar/11T;

Thr Trp Glu Val Ile Gly Ile Glu Ala Leu Thr Ser Asp Tyr Leu Tyr

405 410 415

Tyr Ile Ser Asn Glu Tyr Lys Gly Met Pro Gly Gly Arg Asn Leu Tyr

420 425 430

5 Lys Ile Gln Leu Ser Asp Tyr Thr Lys Val Thr Cys Leu Ser Cys Glu

435 440 445

Leu Asn Pro Glu Arg Cys Gln Tyr Tyr Ser Val Ser Phe Ser Lys Glu

450 455 460

Ala Lys Tyr Tyr Gln Leu Arg Cys Ser Gly Pro Gly Leu Pro Leu Tyr

10 465 470 475 480

Thr Leu His Ser Ser Val Asn Asp Lys Gly Leu Arg Val Leu Glu Asp

485 490 495

Asn Ser Ala Leu Asp Lys Met Leu Gln Asn Val Gln Met Pro Ser Lys

500 505 510

15 Lys Leu Asp Phe Ile Ile Leu Asn Glu Thr Lys Phe Trp Tyr Gln Met

515 520 525

Ile Leu Pro Pro His Phe Asp Lys Ser Lys Lys Tyr Pro Leu Leu Leu

530 535 540

aAsp Val Tyr Ala Gly Pro Cys Ser Gln Lys Ala Asp Thr Val Phe Arg

20 545 550 555 560

Leu Asn Trp Ala Thr Tyr Leu Ala Ser Thr Glu Asn Ile Ile Val Ala

565 570 575

Ser Phe Asp Gly Arg Gly Ser Gly Tyr Gln Gly Asp Lys Ile Met His

580 585 590
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Ala

Ala

Ala

625

Gly

Ser

Leu

Met

Gly

705

Lys

Asp

Thr

Ile

Ala

610

Ile

Ser

Arg

Pro

Ser

690

Thr

Ala

Glu

His

Asn

595

Arg

Trp

Gly

Trp

Thr

675

Arg

Ala

Leu

Asp

Met

755

Arg

Gln

Gly

Sexr

Glu

660

Pro

Ala

Asp

val

His

740

Ser

Arg

Phe

Trp

Gly

645

Tyr

Glu

Glu

Asp

Asp

725

Gly

His

Leu

Ser

Ser

630

val

Asp

Asn

Asn

710

val

Ile

Phe

Gly

Lys

615

Tyr

Phe

Asp

Asn

Phe

695

Val

Gly

Ala

Ile

Thr

600

Met

Gly

Lys

Ser

Leu
680

Lys

His

val

Ser

Lys

760

47

Phe

Gly

Gly

Cys

val

665

Asp

Gln

Phe

Asp

Ser

745

Gln

Glu

Phe

Tyr

Gly

650

Tyr

His

val

Gln

Phe

730

Thr

Cys

vVal

val

val

635

Ile

Thr

Glu

Gln

715

Gln

Ala

Phe

Glu

Asp

620

Thr

Ala

Glu

Arg

Tyr

700

Ser

Ala

His

Ser

Asp

605

Asn

Ser

val

Arg

Asn

685

Leu

Ala

Met

Gln

Leu

765

Gln

Lys

Met

Ala

Tyr

670

Ser

Leu

Gin

Trp

His

750

Pro

Ile

Val

Pro

655

Met

Thr

Ile

Ile

Tyr

735

Ile

Glu

Ile

Leu

640

val

Gly

val

His

Ser

720

Thr

Tyxr



200410084980. 4 WO B E43/11THR
<210> 9
<211> 6803
<212> DNA
<213> Homo sapiens
5 <220>
<221> RARMPEKET 2 nRNA
<222> (l)..(6863)
<400> 9
cggccccaga aaacccgage gagtaggggg cggcgcgcag gagggaggag aactggggge 60
10 gcgggaggcet ggtgggtgtc gggggtggag atgtagaaga tgtgacgccg cggcccggeg 120
ggtgccagat tagcggacgc gctgcccgeg gttgcaacgg gatcccgggc gctgcagett 180
gggaggcggce tctccccagg cggcgtccge ggagacaccc atccgtgaac cccaggtcce 240
gggccgecgg ctcgcecgege accaggggcc ggcggacaga agagcggccg agcggctcga 300
ggctggggga ccgcgggege ggecgegege tgecgggegg gaggctgggg ggccggggcec 360
15 ggggcegtge cccggagegg gtcggaggec ggggccgggg ccgggggacg geggetceee 420
gcgecggetce agcggectegg ggatccegge cgggcccege agggaccatg gcageocggga 480
gcatcaccac gctgecccgec ttgcccgagg atggcggcag cggcgectte ccgeeecggec 540
acttcaagga ccccaagcecgg ctgtactgcea aaaacggggg cttcttcctg cgcatccacce 600
ccgacggccg agttgacggg gtccgggaga agagcgacce tcacatcaag ctacaactte 660
20 aagcagaaga gagaggagtt gtgtctatca aaggagtgtg tgctaaccgt tacctggcta 720
tgaaggaaga tggaagatta ctggcttcta aatgtgttac ggatgagtgt ttcttttttg 780
aacgattgga atcta;taac tacaatactt accggtcaag gaaatacacc agttggtatg 840
tggcactgaa acgaactggg cagtataaac ttggatccaa aacaggacct gggcagaaag 900
ctatactttt tcttccaatg tctgctaaga gectgatttta atggccacat ctaatctcat 960
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200410084980. 4 WO P FE44/117TH
ttcacatgaa agaagaagta tattttagaa atttgttaat gagagtaaaa gaaaataaat 1020
gtgtatagct cagtttggat aattggtcaa acaatttttt atccagtagt aaaatatgta 1080
accattgtcc cagtaaagaa aaataacaaa agttgtaaaa tgtatattct cccttttata 1140
ttgcatctge tgttacccag tgaagcttac ctagagcaat gatctttttc acgcatttge 1200

5 tttattcgaa aagaggcttt taaaatgtgc atgtttagaa acaaaatttc ttcatggaaa 1260
tcatatacat tagaaaatca cagtcagatg tttaatcaat ccaaaatgtc cactatttct 1320
tatgtcattc gttagtctac atgtttctaa acatataaat gtgaatttaa tcaattcctt 1380
tcatagtttt ataattctct ggcagttcct tatgatagag tttataaaac agtcctgtgt 1440
aaactgctgg aagttcttcc acagtcaggt caattttgtce aaacccttct ctgtacccat 1500

10 acagcagcag cctagcaact ctgctggtga tgggagttgt attttcagtc ttcgccaggt 1560
cattgagatc catccactca catcttaagc attcttectg gcaaaaattt atggtgaatg 1620
aatatggctt taggcggcag atgatataca tatctgactt cccaaaagct ccaggatttg 1680
tgtgctgttg ccgaatactc aggacggacc tgaattctga ttttatacca gtctcttcaa 1740
aaacttctcg aaccgctgtg tctcctacgt aaaaaaagag atgtacaaat caataataat 1800

15 tacactttta gaaactgtat catcaaagat tttcagttaa agtagcatta tgtaaaggct 1860
caaaacatta ccctaacaaa gtaaagtttt caatacaaat tctttgectt gtggatatca 1920
agaaatccca aaatattttc ttaccactgt aaattcaaga agcttttgaa atgctgaata 1980
tttctttgge tgctacttgg aggcttatct acctgtacat ttttggggtc agctcttttt 2040
aacttcttge tgctcttttt cccaaaaggt aaaaatatag attgaaaagt taaaacattt 2100

20 tgcatggctg cagttccttt gtttcttgag ataagattcc aaagaactta gattcatttce 2160
ttcaacaccg aaatgctgga ggtgtttgat cagttttcaa gaaacttgga atataaataa 2220
ttttataatt caacaaaggt tttcacattt tataaggttg atttttcaat taaatgcaaa 2280
tttgtgtgge aggattttta ttgccattaa catatttttg tggctgettt ttctacacat 2340
ccagatggtc cctctaactg ggctttctet aattttgtga tgttctgtca ttgtctccca 2400
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aagtatttag

cacaattgtc

ttgtcaaata

gaagaggaag

ccatagactg

gaaagatgca

aattacatgce

caactgaaag

gcactttggg

tgaaaccccg

ggtctcagat

ggttgcagtg

gtctcaaaaa

acatttgtta

tccecctaaca

aaatacatgt

ataacatctc

tggggatcct

tatgctgttt

agcagtcacc

acttgaatca

atgcgggaga

tgaaattttt

ctgtaagcca

gagaagccct

acagacaaag

gtaaatgata

tcacagaaac

tcttacccat

tagaaagagt

tgacttccct

cataaaagaa

aggccaaagc

tctctacaaa

acttgggagg

agccataatc

aagagaaatt

ttaaatttat

tgtttaaatg

ttgttattaa

ctaacttgtt

atttagctct

ctatgtcgtg

atagcagctg

ctaactgact

ccettecacce

aatcaagata

aactgaaata

ttaaaaagct

atttttgttce

tttgecccttg

atgtctcaat

cccectggata

ataatgtttt

tacaattgag

aaatctaggc

aggaggatcg

aaaacacaaa

ctgaggtggg

gtgccactgce

ttccttaata

tatttaagat

tccattttta

atttattatt

taaatgtcca

tagtaccact

gaagcaccgg

actgaaaatc

gaaaattgaa

tcaagatgga

gtgtgcttta

acatttgctg

gccttecctcect
caatactcgt
cagtaattct
tccecatgtge
tgctettgtt
aaaacataag
atttgcccat
cgggtgcagt
cttgagccca
aaatagccag
agggttgatc
agtcgagcct
agaaaagtaa
ggtagcacta
ttcattatgc
aaagatagta
tttttattqt
aatcaaaagt
atgggggtag
agcactgcct
tgggcaaata
tatttcttcc

ttctgttgta

ttttataggt

50

accactttgc

tttgcctcta

actggtgaaa

tgtgactgta

ttttcectet

gcattcatct

aggttaaaca

ggctcatgcecce

ggagttcaag

gcatggtggc

acttgaggct

aggcaacaga

tttttactct

gtcttaaatt

tttgaaaaat

gcactagtct

ttatgcttga

tcggcatgta

tgagcaaatc

gagtagtttt

agtgcttttg

ccaaggattt

ttttttatta

ttgaagaaca

tggaaagctt

tttttettgt

aacatgcaaa

gactgtctta

aatagctatg

gccattttte

tggttagaaa

tatattccct

accaacctgg

gtgtacatgt

gagaggtcaa

gtgagacttt

gatgtgcaat

gtataaaata

aattatgggg

taaatttgat

aaataaatta

gctcatgatc

tgccetgete

gatcagttta

tctccagagt

caagatgaat

ttttaatata

taggaaaaac

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840



200410084980. 4 w8 P ZE46/117H
taagaggttt tgtttttatt tttgctgatg aagagatatg tttaaatatg ttgtattgtt 3900
ttgtttagtt acaggacaat aatgaaatgg agtttatatt tgttatttct attttgttat 3960
atttaataat agaattagat tgaaataaaa tataatggga aataatctgc agaatgtggg 4020
tttcctggtg tttecctectga ctctagtgeca ctgatgatct ctgataagge tcagctgectt 4080

5 tatagttctc tggctaatgc agcagatact cttcctgecca gtggtaatac gattttttaa 4140
gaaggcagtt tgtcaatttt aatcttgtgg atacctttat actcttaggg tattatttta 4200
tacaaaagcc ttgaggattg cattctattt tctatatgac cctcttgata tttaaa;aac 4260
actatggata acaattcttc atttacctag tattatgaaa gaatgaagga gttcaaacaa 4320
atgtgtttcc cagttaacta gggtttactg tttgagccaa tataaatgtt taactgtttg 4380

10 tgatggcagt attcctaaag tacattgcat gttttcctaa atacagagtt taaataattt 4440
cagtaattct tagatgattc agcttcatca ttaagaatat cttttgtttt atgttgagtt 4500
agaaatgcct tcatatagac atagtctttc agacctctac tgtcagtttt catttctage 4560
tgctttcagg gttttatgaa ttttcaggca aagctttaat ttatactaag cttaggaagt 4620
atggctaatg ccaacggcag tttttttctt cttaattcca catgactgag gcatatatga 4680

15 tctctgggta ggtgagttgt tgtgacaacc acaagcactt tttttttttt taaagaaaaa 4740
aaggtagtga atttttaatc atctggactt taagaaggat tctggagtat acttaggcct 4800
gaaattatat atatttggct tggaaatgtg tttttcttca attacatcta caagtaagta 4860
cagctgaaat tcagaggacc cataagagtt cacatgaaaa aaatcaattc atttgaaaag 4920
gcaagatgca ggagagagga agccttgcaa acctgcagac tgctttttgce ccaatataga 4980

20 ttgggtaagg ctgcaaaaca taagcttaat tagctcacat gctctgctct cacgtggcac 5040
cagtggatag tgtgagagaa £taggctgta gaacaaatgg ccttctcttt cagcattcac 5100
accactacaa aatcatcttt tatatcaaca gaagaataag cataaactaa gcaaaaggtc 5160
aataagtacc tgaaaccaag attggctaga gatatatctt aatgcaatcc attttctgat 5220
ggattgttac gagttggcta tataatgtat gtatggtatt ttgatttgtg taaaagtttt 5280
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aaaaatcaag
aattgcctta
tcatggagaa
tttgatccaa
taaatcagtg
ctcagtaagt
tatgttttga
aattatataa
ggctactatt
caacaacaat
ccaaagcttc
ggtatgttcc
ctgctaétta
tggaaaattt
caacattttt
gacaggcctce
gttaacataa
gtcaaagtgg
cctttetcce
ccttttectet
atgaaacatt
ttaactaﬁga
atttcatcac

tgtattacte

ctttaagtac
atatcattgt
ataatattgg
tagtttaagg
acataaataa
tgtgttaggg
cttcectgact
tcactgettt
catcctctgt
attagtcgta
tccttttcag
taatgatatt
taFcagctct
aaatttttat
aagccaatta
ctggaaactt
ctttcactaa
ttgagaatat
tcgtttcttce
tcaggaaata
ggagggaaac
acagatagaa
taaaatatgc

ttattattte

atggacattt

tggctaaata

tatcaaacaa

aataggtagg

ttcttagcett

gattatttct

attaaaaata

ataactgact

gatggaatgg

tccaaaataa

acagattaat

atttctacta

gaggtaattt

tcttagctat

aaaatataaa

ccacatattt

cacacacata

attttttagt

tttttttggg

taagtggttt

atctactgaa

gaatcttaca

tattttaaaa

tattgtatgt

ttaaataaaa
gaatagggga
atacattgat
aaaatttggt
attttatatt
cagttgagac
aatagtagaa
ttattatatt
tcaggaattt
cctttaatgce
ccagaagcag
atggaataaa
ctgaaatgtt
aaagcaagaé
agatacacac
ttcaactgca
tgtagatttc
aattgcatgc
ggagctggta
tgtttggtta
tttctgtaat
gatgctgcta
tctatttect

gttaatgatt

52

tatttaaaga
catgcatatt
ttgtcatgat
ttctattttt
tcettgtett
ttthtatat
acaattttca
tatttcaaag
gttttctcat
taaactttac
tcataaacag
ctgtaatatt
cagactcagt
agtaaacaca
caatatcttc
gtataaagtc
acaaaatcca
aaaatttttc
actgatgaaa
acgtgataca
ttaaaatatt
taaataagta
atattgtatt

ttatgtaaaa

caatttagaa

aaggaaaagg

acacattgaa

cgatttcctg

aaatactgag

gacattttac

taaagtgaag

ttcatttaaa

agtttaattc

tgatgtatat

aagaataggt

agaaattatg

cggaacaaat

ttaatttcct

ttcaggctcet

agaaaataaa

cctataattg

tagcttccat

tcttttececca

ttctgtatga

ttgctgetag

gaaaatataa

tctaatcaga

atgtaattgc

53490

5400

5460

5520

5580

5640

5700

5760

5820

5880

5940

6000

6060

6120

6180

6240

6300

6360

6420

6480

6540

6600

6660

6720



200410084980. 4 oW P E48/117TH

ttttcatgag tagtatgaat aaaattgatt agtttgtgtt ttcttgtctc ccgaaaaaaa 6780

aaaaaaaaaa aaaaaaaaaa aaa 6803

<210> 10
5 <211> 288

<212> PRT

<213> Homo sapiens

<220>

<221> FAHMARERKETF 2% RKF7)
10 <222> (1)..(288)

<400> 10

Met Val Gly Val Gly Gly Gly Asp Val Glu Asp Val Thr Pro Arg Pro

15 Gly Gly Cys Gln Ile Ser Gly Arg Ala Ala Arg Gly Cys Asn Gly Ile
20 25 30
Pro Gly Ala Ala Ala Trp Glu Ala Ala Leu Pro Arg Arg Arg Pro Arg
35 40 45
Arg His Pro Ser Val Asn Pro Arg Ser Arg Ala Ala Gly Ser Pro Arg
20 50 55 60
Thr Arg Gly Arg Arg Thr Glu Glu Arg Pro Ser Gly Ser Arg Leu Gly
65 70 75 80
Asp Arg Gly Arg Gly Arg Ala Leu Pro Gly Gly Arg Leu Gly Gly Arg

85 90 95

53



200410084980. 4 oW P FE49/117TH

Gly Arg Gly Arg Ala Pro Glu Arg Val Gly Gly Arg Gly Arg Gly Arg
100 105 110
Gly Thr Ala Ala Pro Arg Ala Ala Pro Ala Ala Arg Gly Ser Arg Pro
115 120 125
5 Gly Pro Ala Gly Thr Met Ala Ala Gly Ser Ile Thr Thr Leu Pro Ala
130 135 140
Leu Pro Glu Asp Gly Gly Ser Gly Ala Phe Pro Pro Gly His Phe Lys
145 150 155 160
Asp Pro Lys Arg Leu Tyr Cys Lys Asn Gly Gly Phe Phe Leu Arg Ile
10 165 170 175
His Pro Asp Gly Arg Vai Asp Gly Val Arg Glu Lys Ser Asp Pro His
180 185 190
Ile Lys Leu Gln Leu Gln Ala Glu Glu Arg Gly Val Val Ser Ile Lys
195 200 205
15 Gly Val Cys Ala Asn Arg Tyr Leu Ala Met Lys Glu Asp Gly Arg Leu
210 215 220
.Leu Ala Ser Lys Cys Val Thr Asp Glu Cys Phe Phe Phe Glu Arg Leu
225 230 235 240
Glu Ser Asn Asn Tyr Asn Thr Tyr Arg Ser Arg Lys Tyr Thr Ser Trp
20 245 250 255
Tyr Val Ala Leu Lys Arg Thr Gly Gln Tyr Lys Leu Gly Ser Lys Thr
260 265 270
Gly Pro Gly Gln Lys Ala Ile Leu Phe Leu Pro Met Ser Ala Lys Ser

275 280 : 285

54
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<210> 11

<211> 5826
<212> DNA
<213>
<220>
<221>
<222> (1).

<400> 11

gaggaggaga
caggagaagc
catcctgcac
ccggaacact
gaggcaggat
ctggtcacc;
agaccattgg
tgcgctttga
tgcggcagaa
gcacgctgtt
acggccccgce
ccctggagga
gcgagaccta
ccttctacga

gagagagtca

Homo sapiens

. (5826)

cggcatccag

ggcatataaa

tgcagggccg

gaaaccagtc

ggtctggagg

ggacaaagac

cgccaagcag

ctacatccca

ggagggcttc

ggctctggag

ggacacgctg

cgtcggectg

cagcttgcac

gcacctgcag

cttcaggggt

MU RIZER 2 mRNA

tacagagggg

gccgegetge

gtctetceget

atcactgcat

ctggtectge

acgaccttcg

ttcecgecgggce

ccggtgaacg

ttectcacgg

ggccecggtce

gatctcacct

gctgactege

gtgggctgcg

gcggaaaaga

ttgcttcaga

ctggacttgg
ccgggagccg
ccagcagagc
ctttttggca
tggctctgtg
accttttcag
ccgaccecgg
cagatgacct
cccagctcaa
tctcccagag
actggattga
agtggaagaa
acctcataga
gccggatgta

acgtccacct

55

acccctgcag

ctcggccacg

ctgcgecettt

aaccaggagc

ggtgtggccc

tatcagcaac

cgtgcecgget

cagcaagatc

gcaggacggc

gcagttcgag

cggcacccgg

cgtcaccgtg

cagctteget

cgtggccaaa

agtgtttgaa

cagccctgca

tccaccggag

ctgactcggt

tcagctgcag

agcacgcaag

atcaaccgca

taccgetteg

accaagatca

aagtccaggg

atcgtctcca

catgtggtct

caggtggctg

ctggacgagc

ggctctgeca

aactctgtgg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900
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aagatattct

gtgagaacac

gctcggagag

aggagctctc

cgaatgataa

cagcttgctg

gcaccacgtg

caacctgcgc

tggacggtga

gctctgggac

cctccatcca

gcggctggag

tcacacgcat

ggagtggccg

gcccectggte

ccegggtetg

aggagcgtca

gcttcecggg

ctgtgggett

ccgacatctg

actgcetgece

cagccaagac

actgccacaa

gcgagtgcca

aagcaagaag
agagacgctg
gaggcccgag
ggggctccac
ccagtttcecte
gcaggatggc
tacctgcaag
cagtccatcc
ggagggctgg
ccagcagaga
gacacgggct
ccactggtca
ccgtectetge
ggagaccaaa
ccecgtggteg
caacagccct
gatgtgcaac
agcccagtge
cttgggcaat
cttctccacc
ctgcccgecece
ggaaaagcaa
gcacgcggag

gacaggctac

ggttgccage

cgcctgggtce

gtgtgcgaac

gtcctecgtga

tgggagctca

cggttctttg

aaatttaaaa

tttgtggaag

tctcecgtggg

ggccggtcecet

tgcagtctga

ccttggtett

aactccccag

gcctgccagg

gcctgecactg

gagcctcagt

aagaggagct

agcagcttcc

ggcacccact

agcaaggtgc

cgatacagag

gtgtgtgagc

tgcatctacc

gcgggcgacg

aaggccaggg

cgcatgtcac

gctcgtgega

accagctcag

ttggtggcce

cggaaaatga

ccatttgcca

gcgaatgctg

cagagtggac

gtgacgtcac

gcaagtgtga

catgctctgt

tgccccagat

gcgccccatg

tcacctgtge

acggagggaa

gccecgtgga

ccgatgggtc

gtgaggacct

ctegetgtgt

ggaaccagcc

ccgaaaaccc

tgggccactt

ggctcatctg

56

agctgagatc

caccgagtac

ggagctggga

cgagaacctc

tcctaagaca

aacgtgggtg

ccaaatcacc

cccttectge

ccagtgctcc

cagcaacacc

cacccgcatc

gacctgtgga

ggggggcaag

cccaatcgat

cggtgggatc

ggcctgegtg

tggctgttta

ctggtcatgce

ggacgagtgt

caacactcag

cgtcggggtce

atgcaaggac

cagcgacccc

cggggaggac

aacgccatca

gtgggcccca

aacatggtcc

aagagagtgt

aggaacatgt

gtggacagcet

tgccecgectg

ctccactcgg

gtgacgtgtg

tgcttggggce

cggcaggacyg

gttggcaata

aattgcaaag

ggccgctgga

cgggagcgca

ggggatgtgc

tccaacccct

ggctcctgec

gecectggtcecce

cctggettece

ggcctggaag

aagacacaca

atgtacaagt

tcggacctgg

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1580
2040
2100
2160
2220
2280

2340
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acggctggce caacctcaat ctggtctgecg ccaccaacgc cacctaccac tgcatcaagg 2400
ataactgccc ccatctgcca aattctggge aggaagactt tgacaaggac gggattggecg 2460
atgcctgtga tgatgacgat gacaatgacg gtgtgaccga tgagaaggac aactgccage 2520
tcctcttcaa tccccgccag gctgactatg acaaggatga ggttggggac cgctgtgaca 2580

5 actgccctta cgtgcacaac cctgcccaga tcgacacaga caacaatgga gagggtgacg 26490
cctgcteegt ggacattgat ggggacgatg tcttcaatga acgagacaat tgtccctacg 2700
tctacaacac tgaccagagg gacacggatg gtgacggtgt gggggatcac tgtgacaact 2760
gccececetggt gcacaaccct gaccagaccg acgtggacaa tgaccttgtt ggggaccagt 2820
gtgacaacaa cgaggacata gatgacgacg gccaccagaa caaccaggac aactgcccct 2880

10 acatctccaa cgccaaccag gctgaccatg acagagacgg ccagggcgac gcctgtgacc 2940
ctgatgatga caacgatggc gtccccgatg acagggacaa ctgccggett gtgttcaace 3000
cagaccagga ggacttggac ggtgatggac ggggtgatat ttgtaaagat gattttgaca 3060
atgacaacat cccagatatt gatgatgtgt gtcctgaaaa caatgccatc agtgagacag 3120
acttcaggaa cttccagatg gtcccecttgg atcccaaagg gaccacccaa attgatccca 3180

15 actgggtcat tcgccatcaa ggcaaggagc tggttcagac agccaactcg gaccccggca 3240
tcgctgtagg ttttgacgag tttgggtctg tggacttcag tggcacattc tacgtaaaca 3300
ctgaccggga cgacgactat gccggctteg tctttggtta ccagtcaage agccgettet 3360
atgtggtgat gtggaagcag gtgacgcaga cctactggga ggaccagccc acgcgggcct 3420
atggctactc cggegtgtec ctcaaggtgg tgaactccac cacggggacg ggcgagcacc 3480

20 tgaggaacgc gctgtggcac acggggaaca cgccggggca ggtgcgaacc ttatggcacg 3540
accccaggaa cattggctgg aaggactaca cggcctatag gtggcacctg actcacaggce 3600
ccaagactgg ctacatcaga gtcttagtgc atgaaggaaa acaggtcatg gcagactcag 3660
gacctatcta tgaccaaacc tacgctggeg ggcggectggg tctatttgtc ttctctcaag 3720
aaatggtcta tttctcagac ctcaagtacg aatgcagaga tatttaaaca agatttgctg 3780

57
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catttccgge aatgccctgt gcatgccatg gtccctagac acctcagttc attgtggtcce 3840
ttgtggcttc tctctctage agcacctcct gtcccttgac cttaactetg atggttcttc 3900
acctcctgcc agcaacccca aacccaagtg ccttcagagg ataaatatca atggaactca 3960
gagatgaaca tctaacccac tagaggaaac cagtttggtg atatatgaga ctttatgtgg 4020

5 agtgaaaatt gggcatgcca ttacattgct ttttcttgtt tgtttaaaaa gaatgacgtt 4080
tacatataaa atgtaattac ttattgtatt tatgtgtata tggagttgaa gggaatactg 4140
tgcataagcc attatgataa attaagcatg aaaaatattg ctgaactact tttggtgett 4200
aaagttgtca ctattcttga attagagttg ctctacaatg acacacaaat cccattaaat 4260
aaattataaa caagggtcaa ttcaaatttg aagtaatgtt ttagtaagga gagattagaa 4320

10 gacaacaggc atagcaaatg acataagcta ccgattaact aatcggaaca tgtaaaacag 4380
ttacaaaaat aaacgaactc tcctcttgtce ctacaatgaa agccctca?g tgcagtagag 4440
atgcagtttc atcaaagaac aaacatcctt gcaaatgggt gtgacgcggt tccagatgtg 4500
gatttggcaa aacctcattt aagtaaaagg ttagcagagc aaagtgcggt gctttagectg 4560
ctgcttgtge cgctgtggcg tcggggaggce tcctgectga gettccttcce ccagetttge 4620

15 tgcctgagag gaaccagagc agacgcacag gccggaaaag gcgcatctaa cgcgtatcta 4680
ggctttggta actgcggaca agttgctttt acctgatttg atgatacatt tcattaaggt 4740
tccagttata aatattttgt taatatttat taagtgacta tagaatgcaa ctccatttac 4800
cagtaactta ttttaaatat gcctagtaac acatatgtag tataatttct agaaacaaac 4860
atctaataag tatataatcc tgtgaaaata tgaggcttga taatattagg ttgtcacgat 4920

20 gaagcatgct agaagctgta acagaataéa tagagaataa tgaggagttt atgatggaac 4980
cttaaatata taatgttgcc agcgatttta gttcaatatt tgttactgtt atctatctge 5040
tgtatatgga attcttttaa ttcaaacgct gaaaagaatc agcatttagt cttgeccagge 5100
acacccaata atcagtcatg tgtaatatgc acaagtttgt ttttgttttt gttttttttg 5160
ttggttggtt tgtttttttg ctttaagttg catgatcttt ctgcaggaaa tagtcactca 5220
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tcccactcca

caaatctttt

cataacttta

tgaggttgat

tattcccgag

tgcaggtttt

atgtgaatat

ttatcgtata

gtgttcacat

aaagattaac

aaaaaa

<210> 12
<21l>
<212> PRT

<213>

<220>

<221>

<222>

<400> 12

1172

(1) .

cataaggggt

tcececetttcet

gtcttaatgt

cgttgtgttg

accaacgaag

ctgtttetgt

ttagaatgta

ggttgatgaa

ggtcaaaatt

aacaggaaat

Homo sapiens

. (1172)

ttagtaagag

gttaatagtc

acacattgca

ttgttttget

cgttgggata

gttgtggggt

ccatattttt

acgtcatgtg

tcaccactga

aaattgtaaa

m/MERNER 2 % KT

aagtctgtct

atcacatttc

ttttgataaa

gcacttttta

cttcattaaa

caaccgtaca

tgtaaattat

ttttgccaaa

aaccctgcac

aaaggttttc

gtctgatgat

tatgccaaac

attaattttg

cttttttgeg

tgtagcgact

atggtgtggg

ttatgttttt

gactgtaaat

ttagctagaa

tatacatgaa

ggataggggg

aggaacaatc

ttgtttectt

tgtggagctg

gtcaacagcg

agtgacgatg

ctaaacaaat

atttatttat

cctcattttt

aaaaaaaaaa

Met Val Trp Arg Leu Val Leu Leu Ala Leu Trp Val Trp Pro Ser Thr

10

59

15

5280

5340

5400

5460

5520

5580

5640

5700

5760

5820

5826
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Gln

Ser

Asp

Pro

65

Lys

Phe

Trp

Ala

145

Glu

Ala

Ala

Asn

Pro

50

val

Glu

Gly

Glu

Ile

130

AsSp

Ser

Pro

Lys

Gly

Ile

35

Gly

Asn

Gly

Thr

Ile

115

Asp

Ser

Leu

Phe

Gly

185

His

20

Asn

val

Ala

Phe

Leu

100

val

Gly

Gln

His

Tyr

180

Ser

Gln

Arg

Pro

Asp

Phe

85

Leu

Ser

Thr

Trp

val

165

Glu

Ala

Asp

Lys

Ala

Asp

70

Leu

Ala

Asn

Arg

Lys

150

Gly

His

Arg

Lys

Thr

Tyr

55

Leu

Thr

Leu

Gly

His

135

Asn

Cys

Leu

Glu

Asp

Ile

40

Arg

Ser

Ala

Glu

Pro

120

val

val

Asp

Gln

Ser

200

Thr

25

Gly

Phe

Lys

Gln

Gly

105

Ala

val

Thr

Leu

Ala

185

His

60

Thr

Ala

val

Ile

Leu

90

Pro

Asp

Ser

vVal

Ile

170

Glu

Phe

Phe

Lys

Arg

Thr

75

Lys

Gly

Thx

Leu

Gln

155

Asp

Lys

Arg

Asp

Gln

Phe

60

Lys

Gln

Leu

Leu

Glu

140

Vval

Ser

Ser

Gly

Leu

Phe

45

Asp

Ile

Asp

Ser

Asp

125

Asp

Ala

Phe

Arg

Leu

205

Phe

30

Arg

Tyr

Met

Gly

Gln

110

Leu

Val

Gly

Ala

Met

190

Leu

Ser Ile

Gly Pro

Ile Pro

Arg Gln

80

Lys Ser

95

Arg Gln

Thr Tyr

Gly Leu

Glu Thr

160

Leu Asp

175

Tvr Val

Gln Asn
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vVal

Gly

225

Thr

Pro

Leu

Gln

Trp

305

Trp

Ser

Ile

Glu

Ser

385

His

210

Cys

Glu

Ser

Gly

Leu

290

Glu

Gln

Cys

Thr

Cys

370

Pro

Leu

Gln

Thr

Ser

Asn

275

Ser

Leu

Asp

Thr

Cys

355

Cys

Trp

val

Gln

Leu

Glu

260

Met

Glu

Ile

Gly

Thr

340

Pro

Pro

Ala

Phe

Gly

245

Arg

val

Asn

Gly

Arg

325

Cys

Pro

Ser

Glu

Glu

Gln

230

Leu

Arg

Gln

Leu

Gly

310

Phe

Thr

Ala

Cys

Trp

390

Asn

215

Gly

Gly

Pro

Glu

Lys

295

Pro

Phe

Cys

Thr

Leu

375

Thr

Ser

Ala

Pro

Glu

Leu

280

Arg

Pro

Ala

Lys

Cys

360

His

Gln

vVal

Glu

His

Val

265

Ser

Val

Lys

Glu

Lys

345

Ala

Ser

Cys

61

Glu

Ile

Val

250

Cys

Gly

Ser

Thr

Asn

330

Phe

Ser

val

Ser

Asp

Asn

235

Thr

Glu

Leu

Asn

Arg

315

Glu

Lys

Pro

Asp

Val

395

Ile

220

Ala

Thr

Arg

His

Asp

300

Asn

Thr

Thr

Ser

Gly

380

Thr

Leu

Ile

Glu

Ser

val

285

Asn

Met

Trp

Ile

Phe

365

Glu

Cys

Ser

Ser

Tyr

Cys

270

Leu

Gln

Ser

val

Cys

350

val

Glu

Gly

Lys

Glu

val

255

Glu

val

Phe

Ala

Val

335

His

Glu

Gly

Ser

Lys

Asn

240

Gly

Glu

Asn

Leu

Cys

320

Asp

Gln

Gly

Trp

Gly

400
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Thr Gln Gln Arg Gly Arg Ser Cys Asp Val Thr Ser Asn Thr Cys Leu
405 410 415
Gly Pro Ser Ile Gln Thr Arg Ala Cys Ser Leu Ser Lys Cys Asp Thr
420 425 430
5 Arg Ile Arg Gln Asp Gly Gly Trp Ser His Trp Ser Pro Trp Ser Ser
435 440 445
Cys Ser Val Thr Cys Gly Val Gly Asn Ile Thr Arg Ile Arg Leu Cys
450 455 460
Asn Ser Pro Val Pro Gln Met Gly Gly Lys Asn Cys Lys Gly Ser Gly
10 465 470 475 480
Arg Glu Thr Lys Ala Cys Gln Gly Ala Pro Cys Pro Ile Asp Gly Arg
485 490 495
Trp Ser Pro Trp Ser Pro Trp Ser Ala Cys Thr Val Thr Cys Ala Gly
500 505 510
15 Gly Ile Arg Glu Arg Thr Arg Val Cys Asn Ser Pro Glu Pro Gln Tyr
515 520 525
Gly Giy Lys Ala Cys Val Gly Asp Val Gln Glu Arg Gln Met Cys Asn
530 535 540
Lys Arg Ser Cys Pro Val Asp Gly Cys Leu Ser Asn Pro Cys Phe Pro
20 545 550 555 560
Gly Ala Gln Cys Ser Ser Phe Pro Asp Gly Ser Trp Ser Cys Gly Ser
565 570 575
Cys Pro Val Gly Phe Leu Gly Asn Gly Thr His Cys Glu Asp Leu Asp

580 585 590

62
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Glu

Arg

625

Thr

His

Asp

Leu

Leu

705

Pro

Gly

Lys

Lys

Cys

Cys

610

Tyr

Glu

Asn

Pro

Ile

690

Val

His

Asp

Asp

Asp

770

Ala

595

val

Arg

Lys

Cys

Met

675

Cys

Cys

Leu

Ala

Asn

755

Glu

Leu

Asn

Gly

Gln

His

660

Gly

Ala

Pro

Cys

740

Cys

val

val

Thr

Asn

val

645

Lys

Lys

Glu

Thr

Asn

725

Asp

Gln

Gly

Pro

Gln

Gln

630

Cys

His

Cys

Asp

Asn

710

Ser

Asp

Leu

Asp

Asp

Pro

615

Pro

Glu

Ala

Glu

Ser

695

Ala

Gly

Asp

Leu

Arg

775

Ile
600
Gly
val
Pro
Glu
Cys
680
Asp
Thr
Gln
Asp
Phe

760

Cys

Cys

Phe

Gly

Glu

Cys

665

Gln

Leu

Tyr

Glu

Asp

745

Asn

Asp

63

Phe

His

Val

Asn

650

Ile

Thr

Asp

His

Asp

730

Asn

Pro

Asn

Ser

Cys

Gly

635

Pro

Tyr

Gly

Gly

Cys

715

Phe

Asp

Arg

Cys

Thr

Leu

620

Leu

Cys

Leu

TYTr

Trp

700

Ile

Asp

Gly

Gln

Pro

780

Ser Lys

605

Pro Cys

Glu Ala

Lys Asp

Gly His

670

Ala Gly

685

Pro Asn

Lys Asp

Lys Asp

Val Thr

750

Ala Asp

765

Tyr Val

val

Pro

Ala

Lys

655

Phe

Asp

Leu

Asn

Gly

735

Asp

Tyr

His

Pro

Pro

Lys

640

Thr

Ser

Gly

Asn

Cys

720

Ile

Glu

Asp

Asn
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Pro

785

val

Tyr

Asp

val

Asp

865

Asn

Asp

Arg

Gly

AsSp

945

Asn

Ala

Asp

val

His

Asp

850

Asp

Ala

Pro

Leu

Asp

930

Asp

Phe

Gln

Ile

Tyr

Cys

835

Asn

Asp

Asn

Asp

val

915

Ile

vVal

Gln

Ile

Asp

Asn

820

Asp

Asp

Gly

Gln

Asp

900

Phe

Cys

Cys

Met

Asp

Gly

805

Thr

Asn

Leu

His

Ala

885

Asp

Asn

Lys

Pro

Val

965

Thr Asp

790

Asp Asp

Asp Gln

Cys Pro

val Gly

855

Gln Asn

870

Asp His

Asn Asp

Pro Asp

Asp Asp

935

Glu Asn

950

Pro Leu

Asn

val

Arg

Leu

840

Asp

Asn

Asp

Gly

Gln

920

Phe

Asn

Asp

Asn

Phe

Asp

825

val

Gln

Gln

Arg

val

805

Glu

Asp

Ala

Pro

64

Gly

Asn

810

Thr

His

Cys

Asp

Asp

8390

Pro

Asp

Asn

Ile

Lys

970

Glu

795

Glu

Asp

Asn

Asp

Asn

875

Gly

Asp

Leu

Asp

Ser

955

Gly

Gly

Arg

Gly

Pro

Asn

860

Cys

Gln

Asp

Asp

Asn

940

Glu

Thr

Asp

Asp

Asp

Asp

845

Asn

Pro

Gly

Arg

Gly

925

Ile

Thr

Thr

Ala

Asn

Gly

830

Gln

Glu

Tyr

Asp

Asp

810

Asp

Pro

Asp

Gln

Cys

Cys

815

vVal

Thr

Asp

Ile

Ala

895

Asn

Gly

Asp

Phe

Ile

975

Ser

800

Pro

Gly

Asp

Ile

Ser

880

Cys

Cys

Arg

Ile

Arg

960

AsSp
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Pro

Asn

Asp

Tyr

val

Pro

Asn

His

Pro

Leu

Glu

Thr

Asn Trp Val Ile Arg His Gln Gly Lys Glu Leu Val Gln Thr Ala

980

985

990

Ser Asp Pro Gly Ile Ala val Gly Phe Asp Glu Phe Gly Ser val

Phe

1010

Ala

1025

val

1040

Thr

1055

Ser

1070

Thr

1085

Arg

1100

Thxr

1115

Gly

1130

Tyr

1145

995

Ser

Gly

Met

Thr

Gly

Asn

His

Lys

Ala

Gly

Phe

Trp

Ala

Thr

Asn

Ile

Arg

Gln

Gly

Thr

val

Lys

Tyr

Gly

Thr

Gly

Pro

val

Gly

Phe

Phe

Gln

Gly

Thr

Pro

Trp

Lys

Met

Arg

1000

Tyxr

1015

Gly

1030

val

1045

Tyxr

1060

Gly

1075

Gly

1090

Lys

1105

Thr

1120

Ala

1135

Leu

1150

val

T™YX

Thr

Ser

Glu

Gln

Asp

Gly

Asp

Gly

Asn

Gln

Gln

Gly

His

val

Tyr

Ser

Leu

65

Thr

Ser

Thr

val

Leu

Arg

Thr

Ile

Gly

Phe

Asp

Ser

Ser

Arg

Thr

Ala

Arg

Pro

val

1005

Arg

1020

Ser

1035

Trp

1050

Leu

1065

Asn

1080

Leu

1095

Tyr

1110

val

1125

Ile

1140

Phe

1155

Asp

Glu

Lys

Ala

Trp

Leu

Tyr

Ser

Asp

Phe

Asp

val

Leu

His

Trp

val

Asp

Gln

ASD

Tyr

Gln

val

Trp

Asp

His

His

Gln

Glu
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Met Val
1160
<210> 13
<211> 2313
<212> DNA
<213>
<220>
<221>
<222> (1).
<400> 13
ctcctcecgg
cggccggagce
ccgcecaccg
cttcegetge
ctcctggagg
ctgccatatg
cagctggagg
gccacgcccce
tgctgtctge
gttggctacc
gatttggatg

gaggacccat

gacacgggtg

Homo sapiens

.{2313)

gcgggataat

gtggagcccg

ccecgtegecee

tgctgetegg

cctgetgtge

ctacggaatc

agctgcactg

acggtgacaa

tggggagggc

agtgtggaca

tcgggggcct

atctgaatga

acgaggtggt

1165

fibulin-1 C mRNA

tgaacggcgc

cgccgetgee

gccgeccatg

cggeccttgeg

ggacggacac

caaagaatgc

tgccacgggce

cgccagcctg

ggcccaggcc

ggtctteccgg

ccaagaaacg

ccgetgecga

ctgctectge

ggccctggec

ccaggaccgce

gagcgcgecg

ctgctggcgg

cggatggcca

aggatggtgce

atcagcctgg

gaggccacat

cagggccaga

gcatgctgtg

gataagatca

ggaggegggc

ttcgtggget

66

1170

cagcgttgge

gcececgegect

cgccgtegeg

ccggagtgga

ctcatcagaa

aggagcagtg

cCcaacgagca

ttgtgaagag

gctgcgagta

tcaagagcca

ttgaggttga

cctgcaagca

accagctgcet

Tyr Phe Ser Asp Leu Lys Tyr Glu Cys Arg Asp Ile

tgcegagget
ttgtecegeceg
ccgggtcoceg
cgcggatgte
ggactgctcg
ctgccacagc
ggaccgctgt
gtgctgccat
cagcctcatg
ggagaccgga
ggaggaacaa
gcagtgccga

gtctgatggt

60

120

180

240

300

360

420

480

540

600

660

720

780



200410084980. 4

W

B 5Ee2/117m)

10

15

20

gtctectgtg
tcctgcatca
tatgagctca
aactgcctcc
ctacagtgca
tgtttgagta
tacacgtgcc
acgcgetgtg
cgctgegtga
ggcatcagca
ggccacaagt
ctctctgtgg
caggagtgtg
agcgatgtgg
cacatctgct
tctggctaca
ggéatccaca
ctggccttcg
ccttgccatg
tctttcecca
gtccecegggg
acccggaagg

agggacttgc

gtggccaagce

aagatgtcaa

acacagtggg

cagaggacaa

ccgattttat

agagtggctt

tcagtgcccce

agaagaacgt

ttgatgtgga

actcteccegg

ggatgtgtgt

gcgagaacac

atggcaggtc

ccaacgtcta

atggagtcac

cctaccgcectg

ggctggceccc

actgctccat

agtgccctga

agaatcggga

ccaacatcca

acagcatgca

tgagccccceca

tcctgaccgt

ttttcatctt

tgaatgcatc
ctctttecege
tagctgcaaa
ctgtcagaat
tatacaagat
gtgccctatce
gcccaactgt
cgagtgcgcyg
cagtttccgce
cgatgtcaac
gctgggcectcc
atgtgaagac
cggctcctac
ctgtgaagac
catcaacatc
caatggccgc
caacgagacc
gaactaccgc
gtgctccaag
agcgcccgceg
gctggeccatc
cagtggggtg
caagatggat

tgtgtctgca

acgggcagcc

tgccageggg

gatattgacg

actctgggat

gctctaggca

gggcatacat

ggcecgtgget

ccacctgetyg

tgcgaatgca

gagtgccagce

tacctctgca

atcaatgagt

cagtgttact

atcgacgagt

cctggaagct

aactgccaag

tgcttcaaca

cgctcecgcag

ctgcctctga

gtggttttcc

accggcggca

gtggccctca

ctectctegee

gagctctgag

67

acagctgceg

acagcagctg

agtgtgagag

ccttecegetg

actgtattga

gcatcaacac

accatctcaa

agccctgtgg

agacgggtta

gctaccccgg

gctgttcegt

gcagcagcag

gccggegagg

gcgecectgec

tccagtgcag

acattgatga

tccagggegyg

ccacccgetg

gaataaccta

gcatgggcecc

atgaggaggg

ccaagcctgt

acggcaccgt

cactcgcectte

gcttggagaa

cgggactggce

tggtattcat

ccgacccaag

tatcaatgag

agagggctcc

cgaggaggga

gaagggacat

ctattttgac

gcgeetgtgt

gggcttccgg

ccecctgtagce

ctaccagctc

caccgggggc

ctgccececteg

gtgtgtgact

cttcegetge

tgagcgcttg

ctaccacctc

ctccagtgct

ctttttcacc

ccccgagcecc

cagctccttt

gcgtcgeggg

840

300

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220
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gtctcecctee tgttgettte ctaaccctge ccteecgggge gttaataaag tcttagcaag 2280

cgtcccacac agtgaaaaaa aaaaaaaaaa aaa 2313

<210> 14
5 <211> 683

<212> PRT

'<213> Homo sapiens

<220>

<221> fibulin 1 C BRKFF
10 <222> (1)..(683)

<400> 14

Met Glu Arg Ala Ala Pro Ser Arg Arg Val Pro Leu Pro Leu Leu Leu

15 Leu Gly Gly Léu Ala Leu Leu Ala Ala Gly Val Asp Ala Asp Val Leu
20 25 30
Leu Glu Ala Cys Cys Ala Asp Gly His Arg Met Ala Thr His Gln Lys
35 . 40 45
Asp Cys Ser Leu Pro Tyr Ala Thr Glu Ser Lys Glu Cys Arg Met Val
20 50 55 60
Gln Glu Gln Cys Cys His Ser Gln Leu Glu Glu Leu His Cys Ala Thr
65 70 75 80
Gly Ile Ser Leu Ala Asn Glu Gln Asp Arg Cys Ala Thr Pro His Gly

85 90 95
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Asp Asn

Cys Leu

Ser Leu

130

Val Lys

145

Thr Asp

Asn Asp

Thr Gly

Ser Asp

210

His Ser

225

Arg Cys

Asp Asn

Cys Leu

Ala

Leu

115

Met

Ser

Lys

Arg

Asp

195

Gly

Cys

Gln

Ser

Pro

275

Ser

100

Gly

val

Gln

Ile

Cys

180

Glu

val

Arg

Arg

Cys

260

Asp

Leu

Arg

Gly

Glu

Ile

165

Arg

val

Ser

Leu

Asp

245

Lys

Phe

Glu

Ala

Tyx

Thr

150

Glu

Gly

Val

Cys

Gly

230

Ser

Asp

Ile

Ala

Ala

Gln

135

Gly

val

Gly

Cys

Glu

215

Glu

Ser

Ile

Cys

Thr

Gln

120

Cys

Asp

Glu

Gly

Ser

200

Asp

Ser

Cys

Asp

Gln

280

Phe

105

Ala

Gly

Leu

Glu

Pro

185

Cys

Val

Cys

Gly

Glu

265

Asn

69

Val

Gln

Gln

Asp

Glu

170

Cys

Phe

Asn

Ile

Thr

250

Cys

Thr

Lys

Gly

val

val

155

Gln

Lys

val

Glu

Asn

235

Gly

Glu

Leu

Arg

Gln

Phe

140

Gly

Glu

Gln

Gly

Cys

220

Thr

Tyr

Ser

Gly

Cys

Ser

125

Arg

Gly

Asp

Gln

Tyr

205

Ile

vVal

Glu

Gly

Ser

285

Cys

110

Cys

Ala

Leu

Pro

Cys

1390

Gln

Thr

Gly

Leu

Ile

270

Phe

His

Glu

Cys

Gln

TYyY

175

Leu

Gly

Ser

Thr

255

His

Axrg

Cys

Tyr

Cys

Glu

160

Leu

Asp

Leu

Ser

Phe

240

Glu

Asn

Cys
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Arg Pro Lys Leu Gln Cys Lys Ser Gly Phe Ile Gln Asp Ala Leu Gly
290 295 300
Asn Cys Ile Asp Ile Asn Glu Cys Leu Ser Ile Ser Ala Pro Cys Pro
305 310 315 320
5 TIle Gly His Thr Cys Ile Asn Thr Glu Gly Ser Tyr Thr Cys Gln Lys
325 330 335
Asn Val Pro Asn Cys Gly Arg Gly Tyr His Leu Asn Glu Glu Gly Thr
340 345 350
Arg Cys Val Asp Val Asp Glu Cys Ala Pro Pro Ala Glu Pro Cys Gly
10 355 360 365
Lys Gly His Arg Cys Val Asn Ser Pro Gly Ser Phe Arg Cys Glu Cys
370 375 380
Lys Thr Gly Tyr Tyr Phe Asp Gly Ile Ser Arg Met Cys Val Asp Val
385 390 395 400
15 Asn Glu Cys Gln Arg Tyr Pro Gly Arg Leu Cys Gly His Lys Cys Glu
405 410 415
Asn Thr Leu Gly Ser Tyr Leu Cys Ser Cys Ser Val Gly Phe Arg Leu
420 425 430
Ser Val Asp Gly Arg Ser Cys Glu Asp Ile Asn Glu Cys Ser Ser Ser
20 435 440 445
Pro Cys Ser Gln Glu Cys Ala Asn Val Tyr Gly Ser Tyr Gln Cys Tyr
450 455 460
Cys Arg Arg Gly Tyr Gln Leu Ser Asp Val Asp Gly Val Thr Cys Glu

465 470 475 480

70
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Asp Ile Asp Glu Cys Ala Leu Pro Thr Gly Gly His Ile Cys Ser Tyr
485 490 495

Arg Cys Ile Asn Ile Pro Gly Ser Phe Gln Cys Ser Cys Pro Ser Ser

500 505 510
5 Gly Tyr Arg Leu Ala Pro Asn Gly Arg Asn Cys Gln Asp Ile Asp Glu
515 520 525
Cys Val Thr Gly Ile His Asn Cys Ser Ile Asn Glu Thr Cys Phe Asn
530 535 540

Ile Gln Gly Gly Phe Arg Cys Leu Ala Phe Glu Cys Pro Glu Asn Tyr

10 545 550 555 560

Arg Arg Ser Ala Ala Thr Arg Cys Glu Arg Leu Pro Cys His Glu Asn
565 570 575

Arg Glu Cys Ser Lys Leu Pro Leu Arg Ile Thr Tyr Tyr His Leu Ser

580 585 590
15 Phe Pro Thr Asn Ile Gln Ala Pro Ala Val Val Phe Arg Met Gly Pro
595 600 605
Ser Ser Ala Val Pro Gly Asp Ser Met Gln Leu Ala Ile Thr Gly Gly
610 615 620

Asn Glu Glu Gly Phe Phe Thr Thr Arg Lys Val Ser Pro His Ser Gly

20 625 630 635 640

val val Ala Leu Thr Lys Pro Val Pro Glu Pro Arg Asp Leu Leu Leu
645 650 655

Thr vVal Lys Met Asp Leu Ser Arg His Gly Thr Val Ser Ser Phe Val

660 665 670

71
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Ala Lys Leu Phe Ile Phe Val Ser Ala Glu Leu
675 680
5 <210> 15
<211> 2485
<212> DNA
<213> Homo sapiens
<220>
10 <221> FREXZEA ALl mRNA
<222> (1)..(2485)
<400> 15
gcactgcectc tggcacctgg ggcagccgeg cccgceggagt tttccgeccg gcocgcectgacgg 60
ctgctgecgece cgeggetccc cagtgceccg agtgccccge gggccecgeg agcgggagtg 120
15 ggacccagcc ctaggcagaa cccaggegec gegoccggga cgeccgegga gagagecact 180
cccgeccacg tcccatttceg ccecctegegt ccggagtccc cgtggccaga tctaaccatg 240
agctaccctg gctatceccc gececcccaggt ggctacccac cagctgcacce aggtggtggt 300
ccctggggag gtgctgecta ccctecctecg cccagcatge cccccatcgg gotggataac 360
gtggccacct atgcggggca gttcaaccag gactatctct cgggaatggc ggccaacatg 420
20 tctgggacat ttggaggagc caacatgccc aacctgtacce ctggggceccce tggggctgge 480
tacccaccag tgccccctgg cggctttggg cagcccccct ctgcccagca gecctgttect 540
ccctatggga tgtatccacc cccaggagga aacccaccct ccaggatgcc ctcatatceg 600
ccatacccag gggcccctgt geccgggecag cccatgeccac cccccggaca gcagccccca 660
ggggcctacce ctgggcagcc accagtgacc taccctggtc agccteccagt gccactccect 720
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gggcagcagc
gctgtgeccec
ccecctgegag
gccatcattg
ttcaagacgg
tttgagaaga
aaggaagcca
cgcagcaatg
ctggaagagg
tctcagggaa
caggagctgt
gttctgtgcet
acaggccggyg
atgctggccg
aaggccatéa
agcgagaccg
taccacgaca
ggtggcaatg
tgccaggaaa
caccgtccta
acctgggteg
tgctgctaaa
ctaagacttg

tttcttacag

agccagtgcece

caacccagtt

atgccgaggt

actgecctggg

cttacggcaa

caatcttggc

tcaagggggt

agcacatccg

ccattcgaag

accgtgatga

atgcggccgg

cccggagecg

acattgagaa

tggtgaaatg

ggggggcagyg

acctcctgga

tctcgggaga

actgaacagt

aggccaaaag

gagcttaggc

gtctagaact

atagatgttt

gcttcatttc

tcattgccag

gagctaccca

tggaagccga

cctgeggaag

gagtcgctcc

ggatttgatc

tctgatgaag

tggcactgat

agaattaaac

cgacacatca

aagcacaaac

ggagaaccgc

ggcccacctg

gagcatctgc

tctcaagaat

aacaaaggac

catcagatca

tacttcaggg

gactggtggc

aatgtctgtt

ctgtcttcca

ctctcaggat

catttttetg

gtcatgtaat

acagaggcat

ggatacccgg
ggcaccatca
gccatgaaag
aacaagcagc
aaagatctga
accccagtcece
gaagcctgcc
agagcctaca
gggcacttcc
gtggacatgt
ctgggaacag
gtagcagttt
cgggagatgt
accccagcct
cggaccctga
gagtataagc
Qattaccgga
tcacttctgce
tctaacaaat
cccctectga
gccttttcta
actcatgcaa
tgtatatttt

acaagtctgt

73

ggtctgggac

ctgatgctcece

gcttegggac

ggcagcagat

aatctgaact

tctttgacat

tgattgagat

aagcagaatt

agcggcetcect

cactcgeccca

acgagtccaa

tcaatgagta

ccggggacct

tctttgegga

ttcgeatcat

ggatgtacgg

agattctgct

ccacctgeccg

ccacaaatag

cccgtatagt

ccccatceccect

tcattccect

tatttggagg

ttgctgecata

tgtcaccccce

cggctttgac

ggatgagcag

cctactttcc

gtcaggaaac

ttatgagata

cctegettece

Caaaaagacc

catctctctce

gagagatgcc

gttcaatgcg

ccagagaatg

ggaggagggc

gaggctcaac

ggtgtctcgce

caagtcgctg

gaagatctgt

gCcaacaccag

ccccgagatt

gtgccacagg

cacagcctct

ttgecctgtgg

catattttct

cacatttctg

780

840

300

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160
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gtgagggcga ctgggtgggt gaagcaccgt gtcctcgetg aggagagaaa gggaggegtg 2220

cctgagaggg tagcctgtge atctggtgag tgtgtcacga getttgttac tgccaaactc 2280

actccttttt agaaaaaaca aaaaaaaagg gccagaaagt cattccttcc atcttccttg 2340

cagaaaccac gagaacaaag ccagttccct gtcagtgaca gggcttcttg taatttgtgg 2400

5 tatgtgcctt aaacctgaat gtctgtagecc aaaacttgtt tccacattaa gagtcagcca 2460

gctctggaat ggtctggaaa tgtca 2485
<210> 16
<211> 505

10 <212> PRT

<213> Homo sapiens

<220>

<221> [BEBRZEAALLZERFEY)

<222> (1)..(505)

15 <400> 16

Met Ser Tyr Pro Gly Tyr Pro Pro Pro Pro Gly Gly Tyr Pro Pro Ala

1 5 10 15

Ala Pro Gly Gly Gly Pro Trp Gly Gly Ala Ala Tyr Pro Pro Pro Pro

20 20 25 30

Ser Met Pro Pro Ile Gly Leu Asp Asn Val Ala Thr Tyr Ala Gly Gln

35 40 45

Phe Asn Gln Asp Tyr Leu Ser Gly Met Ala Ala Asn Met Ser Gly Thr

50 55 60

74
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Phe Gly Gly Ala Asn Met Pro Asn Leu Tyr Pro Gly Ala Pro Gly Ala
65 70 75 80
Gly Tyr Pro Pro Val Pro Pro Gly Gly Phe Gly Gln Pro Pro Ser Ala
85 90 95
5 Gln Gln Pro Val Pro Pro Tyr Gly Met Tyr Pro Pro Pro Gly Gly Asn
100 105 110
Pro Pro Ser Arg Met Pro Ser Tyr Pro Pro Tyr Pro Gly Ala Pro Val
115 120 125
Pro Gly Gln Pro Met Pro Pro Pro Gly Gln Gln Pro Pro Gly Ala Tyr
10 130 135 140
Pro Gly Gln Pro Pro Val Thr Tyr Pro Gly Gln Pro Pro Val Pro Leu
145 150 155 160
Pro Gly Gln Gln Gln Pro Val Pro Ser Tyr Pro Gly Tyr Pro Gly Ser
165 170 175
15 Gly Thr val Thr Pro Ala Val Pro Pro Thr Gln Phe Gly Ser Arg Gly
180 185 190
Thr Ile Thr Asb Ala Pro Gly Phe Asp Pro Leu Arg Asp Ala Glu Vval
185 200 205
Leu Arg Lys Ala Met Lys Gly Phe Gly Thr Asp Glu Gln Ala Ile Ile
20 210 215 220
Asp Cys Leu Gly Ser Arg Ser Asn Lys Gln Arg Gln Gln Ile Leu Leu
225 230 235 240
Ser Phe Lys Thr Ala Tyr Gly Lys Asp Leu Ile Lys Asp Leu Lys Ser

245 250 255
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Glu

Pro

Gly

Glu

305

Thr

Leu

Asp

Glu

Ser

385

Met

Asp

Pro

Leu

val

Thr

2590

His

Leu

Leu

Met

Asn

370

Thr

Leu

Ala

Ser

Leu

275

Asp

Ile

Glu

Ile

Ser

355

Arg

Ser

Gly

Glu

Phe

435

Gly Asn
260

Phe Asp

Glu Ala

Arg Glu

Glu ala

325
Ser Leu
340

Leu Ala

Leu Gly

Arg Ala

Arg Asp
405

Glu Gly

426

Phe Ala

Phe

Ile

Cys

Leu

310

Ile

Ser

Gln

Thr

His

390

Ile

Met

Glu

Glu

Tyr

Leu

295

Asn

Gln

Arg

Asp

375

Leu

Glu

Leu

Arg

Lys

Glu

280

Ile

Arg

Ser

Gly

Asp

360

Glu

Val

Lys

Ala

Leu

440

Thr

265

Ile

Glu

Ala

Asp

Asn

345

Ala

Ser

Ala

Ser

val

425

Asn

76

Ile

Lys

Ile

Thr

330

Arg

Gln

Lys

val

Ile

410

Val

Lys

Leu

Glu

Leu

Lys

315

Ser

Asp

Glu

Phe

Phe

395

Cys

Lys

Ala

Ala

Ala

Ala

300

Ala

Gly

Glu

Leu

Asn

380

Asn

Cys

Met

Leu

Ile

285

Ser

Glu

His

Ser

™vY

365

Ala

‘Glu

Glu

Leu

Arg

445

Met

270

Lys

Phe

Phe

Thr

350

Ala

Val

Tyr

Met

Lys

430

Gly

Lys

Gly

Ser

Lys

Gln

335

Asn

aAla

Leu

Gln

Ser

415

Asn

Ala

Thr

vVal

Asn

Lys

320

Arg

val

Gly

Cys

Arg

400

Gly

Thr

Gly
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Thr Lys Asp Arg Thr Leu Ile Arg Ile Met Val Ser Arg Ser Glu Thr
450 455 460

Asp Leu Leu Asp Ile Arg Ser Glu Tyr Lys Arg Met Tyr Gly Lys Ser
465 470 475 480

5 Leu Tyr His Asp Ile Ser Gly Asp Thr Ser Gly Asp Tyr Arg Lys Ile

485 490 495
Leu Leu Lys Ile Cys Gly Gly Asn Asp
500 505

10
<210> 17
<211> 3309
<212> DNA
<213> Homo sapiens

15 <220>
<221> ZEHS mRNA
<222> (1)..(3309)
<400> 17

20 ctgcaggggg 9999999999 9999999999 ggggggggcg cagcacggct cagaccgagg 60
cgcacaggct cgcagctccg ggcgectagc gecccggtccc cgecgcgacg cgeccaccgte 120
cctgeccggeg ccteccgegece ttcgaaatga gggtectggg tgggcgetgce ggggcgcecgce 180
tggcgtgtet cctcctagtg cttcccgtct cagaggcaaa ccttctgtca aagcaacagg 240
cttcacaagt cctggttagg aagcgtegtg caaattcttt acttgaagaa accaaacagg 300

(i
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gtaatcttga aagagaatgc atcgaagaac tgtgcaataa agaagaagcc agggaggtct 360
ttgaaaatga cccggaaacg gattattttt atccaaaata cttagtttgt cttcgctctt 420
ttcaaactgg gttattcact gctgcacgtc agtcaactaa tgcttatcct gacctaagaa 480
gctgtgtcaa tgccattcca gaccagtgta gtcctctgec atgcaatgaa gatggatata 540
5 tgagctgcaa agatggaaaa gcttctttta cttgcacttg taaaccaggt tggcaaggag 600
aaaagtgtga atttgacata aatgaatgca aagatccctc aaatataaat ggaggttgca 660
gtcaaatttg tgataataca cctggaagtt accactgttc ctgtaaaaat ggttttgtta 720
tgctttcaaa taagaaagat tgtaaagatg tggatgaatg ctctttgaag ccaagcattt 780
gtggcacagc tgtgtgcaag aacatcccag gagattttga atgtgaatgc cccgaaggcet 840
10 acagatataa tctcaaatca aagtcttgtg aagatataga tgaatgctct gagaacatgt 900
gtgctcaget ttgtgtcaat taccctggag gttacacttg ctattgtgat gggaagaaag 960
gattcaaact tgcccaagat cagaagagtt gtgaggttgt ttcagtgtgc cttcccttga 1020
accttgacac aaagtatgaa ttactttact tggcggagca gtttgcaggg gttgttttat 1080
atttaaaatt tcgtttgcca gaaatcagca gattttcagc agaatttgat ttccggacat 1140
15 atgattcaga aggcgtgata ctgtacgcag aatctatcga tcactcagcg tggctcctga 1200
ttgcacttcg tggtggaaag attgaagttc agcttaagaa tgaacataca tccaaaatca 1260
caactggagg tgatgttatt aataatggtc tatggaatat ggtgtctgtg gaagaattag 1320
aacatagtat tagcattaaa atagctaaag aagctgtgat ggatataaat aaacctggac 1380
ccctttttaa gccggaaaat ggattgetgg aaaccaaagt atactttgca ggattcccte 1440
20 ggaaagtgga aagtgaactc attaaaccga ttaaccctcg tctagatgga tgtatacgaa 1500
gctggaattt gatgaagcaa ggagcttctg gaataaagga aattattcaa gaaaaacaaa 1560
ataagcattg cctggttact gtggagaagg gctcctacta tcctggttct ggaattgctc 1620
aatttcacat agattataat aatgtatcca gtgctgaggg ttggcatgta aatgtgacct 1680
tgaatattcg tccatccacg ggcactggtg ttatgettge cttggtttct ggtaacaaca 1740

78
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cagtgccctt tgctgtgtcc ttggtggact ccacctctga aaaatcacag gatattctgt 1800
tatctgttga aaatactgta atatatcgga tacaggccct aagtctatgt tccgatcaac 1860
aatctcatct ggaatttaga gtcaacagaa acaatctgga gttgtcgaca ccacttaaaa 1920
tagaaaccat ctcccatgaa gaccttcaaa gacaacttgc cgtcttggac aaagcaatga 1980

5 aagcaaaagt ggccacatac ctgggtggcc ttccagatgt tccattcagt gccacaccag 2040
tgaatgcctt ttataatggce tgcatggaag tgaatattaa tggtgtacag ttggatctgg 2100
atgaagccat ttctaaacat aatgatatta gagctcactc atgtccatca gtttggaaaa 2160
agacaaagaa ttcttaaggc atcttttctc tgcttataat accttttcet tgtgtgtaat 2220
tatacttatg tttcaataac agctgaaggg ttttatttac aatgtgcagt ctttgattat 2280

10 tttgtggtcc tttcctggga tttttaaaag gtcctttgtc aaggaaaaaa attctgttgt 2340
gatataaatc acagtaaaga aattcttact tctcttgcta tctaagaata gtgaaaaata 2400
acaattttaa atttgaattt ttttcctaca aatgacagtt tcaatttttg tttgtaaaac 2460
taaattttaa ttttatcatc atgaactagt gtctaaatac ctatgttttt ttcagaaagc 2520
aaggaagtaa actcaaacaa aagtgcgtgt aattaaatac tattaatcat aggcagatac 2580

15 tattttgttt atgtttttgt ttttttcctg atgaaggcag aagagatggt ggtctattaa 2640
atatgaattg aatggagggt cctaatgcct tatttcaaaa caattcctca gggggaccag 2700
ctttggctte atctttctct tgtgtggctt cacatttaaa ccagtatctt tattgaatta 2760
gaaaacaagt gggacatatt ttcctgagag cagcacagga atcttcttct tggcagctge 2820
agtctgtcag gatgagatat cagattaggt tggataggtg gggaaatctg aagtgggtac 2880

20 attttttaaa ttttgctgtg tgggtcacac aaggtctaca ttacaaaaga cagaattcag 2940
ggatggaaag gagaatgaac aaatgtggga gttcatagtt ttccttgaat ccaactttta 3000
attaccagag taagttgcca aaatgtgatt gttgaagtac aaaaggaact atgaaaacca 3060
gaacaaattt taacaaaagg acaaccacag agggatatag tgaatatcgt atcattgtaa 3120
tcaaagaagt aaggaggtaa gattgccacg tgcctgetgg tactgtgatg catttcaagt 3180
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ggcagtttta tcacgtttga atctaccatt catagccaga tgtgtatcag atgtttcact 3240
gacagttttt aacaataaat tcttttcact gtattttata tcacttataa taaatcggtg 3300

tataatttt 3309

5 <210> 18
<211> 676
<212> PRT
<213> Homo sapiens
<220>

10 <221> EASEHKFT
<222> (1)..(676)

<400> 18

Met Arg Val Leu Gly Gly Arg Cys Gly Ala Pro Leu Ala Cys Leu Leu
15 1 5 10 15
Leu Val Leu Pro Val Ser Glu Ala Asn Leu Leu Ser Lys Gln Gln Ala
20 25 30
Ser Gln Val Leu Val Arg Lys Arg Arg Ala Asn Ser Leu Leu Glu Glu
35 40 45
20 Thr Lys Gln Gly Asn Leu Glu Arg Glu Cys Ile Glu Glu Leu Cys Asn
50 55 60
Lys Glu Glu Ala Arg Glu Val Phe Glu Asn Asp Pro Glu Thr Asp Tyr
65 70 75 80

Phe Tyr Pro Lys Tyr Leu Val Cys Leu Arg Ser Phe Gln Thr Gly Leu

80
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85 90 95
Phe Thr Ala Ala Arg Gln Ser Thr Asn Ala Tyr Pro Asp Leu Arg Ser
100 105 110
Cys Val Asn Ala Ile Pro Asp Gln Cys Ser Pro Leu Pro Cys Asn Glu
5 115 120 125
Asp Gly Tyr Met Ser Cys Lys Asp Gly Lys Ala Ser Phe Thr Cys Thr
130 135 140
Cys Lys Pro Gly Trp Gln Gly Glu Lys Cys Glu Phe Asp Ile Asn Glu
145 150 155 160
10 Cys Lys Asp Pro Ser Asn Ile Asn Gly Gly Cys Ser Gln Ile Cys Asp
165 170 175
Asn Thr Pro Gly Ser Tyr His Cys Ser Cys Lys Asn Gly Phe Val Me£
180 185 190
Leu Ser Asn Lys Lys Asp Cys Lys Asp Val Asp Glu Cys Ser Leu Lys
15 155 200 205
Pro Ser Ile Cys Gly Thr Ala Val Cys Lys Asn Ile Pro Gly Asp Phe
210 215 - 220
Glu Cys Glu Cys Pro Glu Gly Tyr Arg Tyr Asn Leu Lys Ser Lys Ser
225 230 235 240
20 Cys Glﬁ Asp Ile Asp Glu Cys Ser Glu Asn Met Cys Ala Gln Leu Cys
245 250 255
Val Asn Tyr Pro Gly Gly Tyr Thr Cys Tyr Cys Asp Gly Lys Lys Gly
260 _ 265 270

Phe Lys Leu Ala Gln Asp Gln Lys Ser Cys Glu vVal vVal Ser val Cys
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275 280 285
Leu Pro Leu Asn Leu Asp Thr Lys Tyr Glu Leu Leu Tyr Leu 2Ala Glu
290 285 300
Gln Phe Ala Gly Val Val Leu Tyr Leu Lys Phe Arg Leu Pro Glu Ile
5 305 310 315 320
Ser Arg Phe Ser Ala Glu Phe Asp Phe Arg Thr Tyr Asp Ser Glu Gly
325 330 335
vVal Ile Leu Tyr Ala Glu Ser Ile Asp His Ser Ala Trp Leu Leu Ile
340 345 350
10 Ala Leu Arg Gly Gly Lys Ile Glu Val Gln Leu Lys Asn Glu His Thr
355 360 365
Ser Lys Ile Thr Thr Gly Gly Asp Val Ile Asn Asn Gly Leu Trp Asn
370 375 380
Met Val Ser Val Glu Glu Leu Glu His Ser Ile Ser Ile Lys Ile Ala
15 385 390 395 ‘ 400
Lys Glu Ala Val Met Asp Ile Asn Lys Pro Gly Pro Leu Phe Lys Pro
405 410 415
Glu Asn Gly Leu Leu Glu Thr Lys Val Tyr Phe Ala Gly Phe Pro Arg
420 425 430
20 Lys Val Glu Ser Glu Leu Ile Lys Pro Ile Asn Pro Arg Leu Asp Gly
435 440 445
Cys Ile Axrg Ser Trp Asn Leu Met Lys Gln Gly Ala Ser Gly Ile Lys
450 455 460

Glu Ile Ile Gln Glu Lys Gln Asn Lys His Cys Leu Val Thr val Glu
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465 470 475 480
Lys Gly Ser Tyr Tyr Pro Gly Ser Gly Ile Ala Gln Phe His Ile Asp
485 490 495
Tyr Asn Asn Val Ser Ser Ala Glu Gly Trp His Val Asn Val Thr Leu
5 500 505 510
Asn Ile Arg Pro Ser Thr Gly Thr Gly Val Met Leu Ala Leu Val Ser
515 520 525
Gly Asn Asn Thr Val Pro Phe Ala Val Ser Leu Val Asp Ser Thr Ser
530 535 540
10 Glu Lys Ser Gln Asp Ile Leu Leu Ser Val Glu Asn Thr Val Ile Tyr
545 550 555 560
Arg Ile Gln Ala Leu Ser Leu Cys Ser Asp Gln Gln Ser His Leu Glu
565 570 575
Phe Arg Val Asn Arg Asn Asn Leu Glu Leu Ser Thr Pro Leu Lys Ile
15 580 585 - 590
Glu Thr Ile Ser His Glu Asp Leu Gln Arg Gln Leu Ala Val Leu Asp
595 600 605
Lys Ala Met Lys Ala Lys Val Ala Thr Tyr Leu Gly Gly Leu Pro Asp
610 615 620
20 Val Pro Phe Ser Ala Thr Pro Val Asn Ala Phe Tyr Asn Gly Cys Met
625 630 635 640
Glu Val Asn Ile Asn Gly Val Gln Leu Asp Leu Asp Glu Ala Ile Ser
645 650 655

Lys His Asn Asp Ile Arg Ala His Ser Cys Pro Ser Val Trp Lys Lys
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660

Thr Lys Asn Ser

675

<210>

19

<211>

<212>

DNA

<213>

<220>

<221>

<222>

<400>

19

aattcttgga

aaagatccaa

tgtagcagaa

ctggtctgac

tagatctctt

attaaggaaa

tacccttaca

ggggtatcaa

tgatattcct

aattgtcagt

tgtatgtaac

3926

(1).

Homo sapiens

. (3926)

agaggagaac

aaaatgagac

gattgcaatg

caaacatatc

ggaaatgtaa

tgtcagaaaa

ggaggaaatg

ttgctaggtg

atatgtgaag

agtgcaatgg

tcaggctaca

HEAF 1 (%K) mRNA

tggacgttgt
ttctagcaaé
aacttcctce
cagaaggcac
taatggtatg
ggccctgtgg
tgtttgaata
agattaatta
ttgtgaagtg
aaccagatcg

agattgaagg

665

gaacagagtt

gattatttge

aagaagaaat

ccaggctatc

caggaaggga

acatcctgga

tggtgtaaaa

ccgtgaatgt

tttaccagtg

ggaataccat

agatgaagaa

84

670

agctggtaaa

cttatgttat

acagaaattc

tataaatgcc

gaatgggttg

gatactcctt

gctgtgtata

gacacagatg

acagcaccag

tttggacaag

atgcattgtt

tgtcctctta

gggctatttg

tgacaggttc

gccctggata

ctcttaatcc

ttggtacttt

catgtaatga

gatggaccaa

agaatggaaa

cagtacggtt

cagacgatgg

60

120

180

240

300

360

420

480

540

600

660
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tttttggagt aaagagaaac caaagtgtgt ggaaatttca tgcaaatccc cagatgttat 720
aaatggatct cctatatctc agaagattat ttataaggag aatgaacgat ttcaatataa 780
atgtaacatg ggttatgaat acagtgaaag aggagatgct gtatgcactg aatctggatg 840
gcgtccgttg ccttcatgtg aagaaaaatc atgtgataat ccttatattc caaatggtga 500

5 ctactcacct ttaaggatta aacacagaac tggagatgaa atcacgtacc agtgtagaaa 960
tggtttttat cctgcaaccc ggggaaatac agccaaatgc acaagtactg gctggatacc 1020
tgctccgaga tgtaccttga aaccttgtga ttatccagac attaaacatg gaggtctata 1080
tcatgagaat atgcgtagac catactttcc agtagctgta ggaaaatatt actcctatta 1140
ctgtgatgaa cattttgaga ctccgtcagg aagttactgg gatcacattc attgcacaca 1200

10 agatggatgg tcgccagcag taccatgect cagaaaatgt tattttcctt atttggaaaa 1260
tggatataat caagatcatg gaagaaagtt tgtacagggt aaatctatag acgttgcctg 1320
ccatcctgge tacgctcttc caaaagcgca gaccacagtt acatgtatgg agaatggctg 1380
gtctecctact cccagatgca tccgtgtcaa aacatgttcce aaatcaagta tagatattga 1440
gaatgggttt atttctgaat ctcagtatac atatgcctta aaagaaaaag cgaaatatca 1500

15 atgcaaacta ggatatgtaa cagcagatgg tgaaacatca ggatcaatta gatgtgggaa 1560
agatggatgg tcagctcaac ccacgtgcat taaatcttgt gatatcccag tatttatgaa 1620
égccagaact aaaaatgact tcacatggtt taagctgaat gacacattgg actatgaatg 1680
ccatgatggt tatgaaagca atactggaag caccactggt tccatagtgt gtggttacaa 1740
tggttggtct gatttaccca tatgttatga aagagaatgc gaacttccta aaatagatgt 1800

20 acacttagtt cctgatcgca agaaagacca gtataaagtt ggagaggtgt tgaaattctc 1860
ctgcaaacca ggatttacaa tagttggacc taattccgtt cagtgctacc actttggatt 1920
gtctcctgac ctcccaatat gtaaagagca agtacaatca tgtggtccac ctcctgaact 1980
cctcaatggg aatgttaagg aaaaaacgaa agaagaatat ggacacagtg aagtggtgga 2040
atattattgc aatcctagat ttctaatgaa gggacctaat aaaattcaat gtgttgatgg 2100

85



200410084980. 4

W

B E81/117m)

10

15

20

agagtggaca

acttgaacat

attcaattgce

agtatggacc

aaatttaatt

cataaggtac

atgggatcca

gattcccaat

tgttctttge

aagatggcag

agaacacgga

attgagttat

catgggaaaa

gatttctcat

gtacaaatgt

aaaatggtct

aaatgccata

cacttgtgca

atggacagga

tgcttatata

atgtaggagc

gacggaacca

caatggggac

ccaatgccag

actttaccag

ggctgggecce

tcagaatcat

caacttcccc

atacttgagg

agatgtagag

gaagtgaact

tctcacaata

caagaaaatt

tcaataccac

accattaatt

acttgtgagg

tggagttctce

ggtgttgtag

tttgaaggtt

caccctccat

cccatgggag

acatattaca

aggccaacat

gtgtcgagac

ccttatgaaa

cctcaatgcea

attacttcat

aacttgtatc

tgtgtattgt

agctttcttc

ttacaatgat

agtgtgtggc

aacatttaaa

gaaaagaagg

gctcaatgge

tgacaaccac

atctaattca

tctgtgttga

catccaggtc

gtggtttcag

cacctcagtg

ctcacatgtc

ttggaattga

catgcataaa

agaagaagga

aaatggatgg

gcagagacac

agatgagtaa

tgtttgggga

aagattctac

tcecgttgte

aacttgaggg

ggaggagagt
ccctecttat
tggacacaga
aatagataaa
aaacaagaag
atggatacac
acaaatacaa
actgaattat
ggaaggagaa
aaaaattcca
ttcacaagaa
gatatctgaa
tgaaggcctt
agacagttat
tgggcctgea
aacagattgt
tgfgtataag
agccagtaat
ctcectgtgtg
atatccatct
tgaagaagtg
aggaaaatgt
agtatatgct

taacaagcga

86

acctgtggag

tactatggag

tcaattacgt

cttaagaagt

gaattcgatc

acagtctgca

ttatgcccac

cgggatggag

gaaattacat

tgttcacaac

agttatgcac

gaaaatgaaa

ccttgtaaat

cagtatggag

attgcaaaat

ctcagtttac

gcgggtgage

gtaacatgca

aatccgccca

ggtgagagag

atgtgtttaa

gggcccecte

ccagcttcat

ataacatgta

atatacctga

attcagtgga

gtattcatgg

gcaaatcatc

ataattctaa

taaatggaag

ctccacctca

aaaaagtatc

gcaaagatgg

cacctcagat

atgggactaa

caacatgcta

ctccacctga

aagaagttac

gcttaggaga

ctagctttga

aagtgactta

ttaatagcag

cagtacaaaa

tacgttatca

atggaaactg

cacctattga

cagttgagta

gaaatggaca

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540
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atggtcagaa ccaccaaaat gcttacatcc gtgtgtaata tcccgagaaa ttatggaaaa 3600
ttataacata gcattaaggt ggacagccaa acagaagctt tattcgagaa caggtgaatc 3660
agttgaattt gtgtgtaaac ggggatatcg tctttcatca cgttctcaca cattgcgaac 3720
aacatgttgg gatgggaaac tggagtatcc aacttgtgca aaaagataga atcaatcata 3780

5 aagtgcacac ctttattcag aactttagta ttaaatcagt tctcaatttc attttttatg 3840
tattgtttta ctcecttttta ttcatacgta aaattttgga ttaatttgtg aaaatgtaat 3900
tataagctga gaccggtggce tctctt 3926

10 <210> 20
<211> 1231
<212> PRT
<213> Homo sapiens
<520>

15 <221> HEF 1 ZHKFT
<222> (1)..(1231)
<400> 20
Met Arg Leu Leu Ala Lys Ile Ile Cys Leu Met Leu Trp Ala Ile Cys

20 1 5 10 15

Val Ala Glu Asp Cys Asn Glu Leu

Leu Thr Gly Ser Trp Ser Asp Gln

35

20

25

40

87

30

45

Pro Pro Arg Arg Asn Thr Glu Ile

Thr Tyr Pro Glu Gly Thr Gln Ala
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Ile Tyr Lys Cys Arg Pro Gly Tyr Arg Ser Leu Gly Asn Val Ile Met
50 55 60
Val Cys Arg Lys Gly Glu Trp Val Ala Leu Asn Pro Leu Arg Lys Cys
65 70 75 80
5 Gln Lys Arg Pro Cys Gly His Pro Gly Asp Thr Pro Phe Gly Thr Phe
85 90 95
Thr Leu Thr Gly Gly Asn Val Phe Glu Tyr Gly Val Lys Ala Val Tyr
100 105 110
Thr Cys Asn Glu Gly Tyr Gln Leu Leu Gly Glu Ile Asn Tyr Arg Glu
10 115 120 125
Cys Asp Thr Asp Gly Trp Thr Asn Asp Ile Pro Ile Cys Glu Val Val
130 135 140
Lys Cys Leu Pro Val Thr Ala Pro Glu Asn Gly Lys Ile Val Ser Ser
145 150 155 160
15 Ala Met Glu Pro Asp Arg Glu Tyr His Phe Gly Gln Ala Val Arg Phe
165 170 175
Val Cys Asn Ser ély Tyr Lys Ile Glu Gly Asp Glu Glu Met His Cys
180 185 190
Ser Asp Asp Gly Phe Trp Ser Lys Glu Lys Pro Lys Cys Val Glu Ile
20 195 200 205
Ser Cys Lys Ser Pro Asp Val Ile Asn Gly Ser Pro Ile Ser Gln Lys
210 215 220
Ile Ile Tyr Lys Glu Asn Glu Arg Phe Gln Tyr Lys Cys Asn Met Gly

225 230 235 240
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Tyr

Arg

Pro

Glu

Asn

305

Thr

His

Tyr

Trp

Cys

385

Asn

His

Glu

Pro

Asn

Ile

290

Thr

Leu

Glu

Ser

Asp

370

Leu

His

Pro

Tyr

Leu

Gly

275

Thr

Ala

Lys

Asn

TYyr

355

His

Axrg

Gly

Gly

Ser

Pro

260

Asp

Tyr

Lys

Pro

Met

340

Tyr

Ile

Lys

Axrg

Tyr

420

Glu

245

Ser

Tyr

Gln

Cys

Cys

325

Arg

Cys

His

Cys

Lys

405

Ala

Arg

Cys

Ser

Cys

Thr

310

Asp

Asp

Cys

Tyr

390

Phe

Leu

Gly

Glu

Pro

Arg

295

Ser

TYY

Pro

Glu

Thr

375

Phe

val

Pro

Asp

Glu

Leu

280

Asn

Thr

Pro

Tyr

His

360

Gln

Pro

Gln

Lys

Ala

Lys

265

Arg

Gly

Gly

Asp

Phe

345

Phe

Asp

Tyr

Gly

Ala

425

89

val

250

Ser

Ile

Phe

Trp

Ile

330

Pro

Glu

Gly

Leu

Lys

410

Gln

Cys

Cys

Lys

Tyxr

Ile

315

Lys

Val

Thr

Trp

Glu

395

Ser

Thr

Thr

Asp

His

Pro

300

Pro

His

Ala

Pro

Ser

380

Asn

Ile

Thr

Glu

Asn

Ser

Pro

" 270

Arg

285

Ala

Ala

Gly

vVal

Ser

365

Pro

Gly

Asp

val

Thr

Thr

Pro

Gly

Gly

350

Gly

Ala

Tyr

val

Thr

430

Gly

255

Gly

Arg

Arg

Leu

335

Lys

Ser

val

Asn

Ala

415

Cys

Trp

Ile

Asp

Gly

Cys

320

TYyY

Tyr

Pro

Gln

400

Cys

Met
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Glu

Ser

TYyr

465

Tyr

Asp

vVal

Asn

Gly

545

Leu

His

Leu

val

Asn

Lys

450

Thr

val

Gly

Phe

Asp

530

Ser

Pro

Leu

Lys

Gln

610

Gly

435

Ser

Tyr

Thr

Trp

Met

515

Thr

Thr

Ile

Val

Phe

585

Cys

Ser

Ala

Ala

Ser

500

Asn

Leu

Thr

Cys

Pro

580

Ser

Tyr

Ser

Ile

Leu

Asp

485

Ala

Ala

Asp

Gly

Tyr

565

Asp

Cys

His

Pro

Asp

Lys

470

Gly

Gln

Arg

Tyr

Ser

550

Glu

Arg

Lys

Phe

Thr

Ile

455

Glu

Glu

Pro

Thr

Glu

535

Ile

Arg

Lys

Pro

Gly

615

Pro

440

Glu

Lys

Thr

Thr

Lys

520

Cys

Val

Glu

Lys

Gly

600

Leu

Arg

Asn

Ala

Ser

Cys

505

Asn

His

Cys

Cys

Asp

585

Phe

Ser

90

Cys

Gly

Lys

Gly

490

Ile

Asp

Asp

Gly

Glu

570

Gln

Thr

Pro

Ile

Phe

Tyr

475

Ser

Lys

Phe

Gly

Tyr

555

Leu

Tyr

Ile

Asp

Arg

Ile

460

Gln

Ile

Ser

Thr

Tyr

540

Asn

Pro

Lys

vVal

Leu

620

Val

445

Ser

Cys

Arg

Cys

Trp

525

Glu

Gly

Lys

Val

Gly

605

Pro

Lys Thr Cys

Glu

Lys

Cys

Asp

510

Phe

Ser

Trp

Ile

Gly

590

Pro

Ile

Ser

Leu

Gly

495

Ile

Lys

Asn

Ser

Asp

575

Glu

Asn

Cys

Gln

Gly

480

Lys

Pro

Leu

Thr

Asp

560

val

val

Ser

Lys
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Glu

625

val

Tyr

Cys

Ser

Ser

705

Glu

val

Cys

Lys

Glu

785

val

Gln

Lys

Tyr

val

Thr

690

Ser

Ser

Trp

Lys

Glu

770

Gly

Asn

Val

Glu

Cys

Asp

675

Cys

Pro

Phe

Thr

Ser

755

Phe

Trp

Cys

Gln

Lys

Asn

660

Gly

Gly

Pro

Thr

Gln

740

Ser

Asp

Ile

Ser

Ser

Thr

645

Pro

Glu

Asp

Tyr

Met

725

Leu

Asn

His

His

Met

805

Cys

630

Lys

Arg

Trp

Ile

Tyr

710

Ile

Pro

Leu

Asn

Thr

790

Ala

Gly

Glu

Phe

Thr

Pro

695

Tyr

Gly

Gln

Ile

Ser

775

val

Gln

Pro

Glu

Leu

Thr

680

Glu

Gly

His

Cys

Ile

760

Asn

Cys

Ile

Pro

Tyr

Met

665

Leu

Leu

Asp

Arg

val

745

Leu

Ile

Ile

Gln

91

Pro

Gly

650

Lys

Pro

Glu

Ser

Ser

730

Ala

Glu

Arg

Asn

Leu

810

Glu

635

His

Gly

Val

His

val

715

Ile

Ile

Glu

Tyr

Gly

795

Cys

Leu

Ser

Pro

Cys

Gly

700

Glu

Thr

Asp

His

Arg

780

Arg

Pro

Leu

Glu

Asn

Ile

685

Trp

Phe

Cys

Lys

Leu

765

Cys

Trp

Pro

Asn Gly Asn

val

Lys

670

Val

Ala

Asn

Ile

Leu

750

Lys

Arg

Asp

Pro

val

655

Ile

Glu.

Gln

Cys

His

735

Lys

Asn

Gly

Pro

Pro

815

640

Glu

Gln

Glu

Leu

Ser

720

Gly

Lys

Lys

Lys

Glu

800

Gln
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Ile

Glu

Glu

Val

865

Ile

Leu

Thr

Leu

Met

945

Glu

Lys

Pro

Pro

Lys

Glu

850

Glu

Asn

Ser

Thr

Pro

930

Ser

Gly

Trp

Ser

Asn

Val

835

Ile

Lys

Ser

Tyr

Cys

915

Cys

Asp

Phe

Ser

Phe

895

Ser

820

Ser

Thr

Ile

Ser

Thr

900

Tyr

Lys

Ser

Gly

His

980

Glu

His

val

Cys

Pro

Arg

885

Cys

Met

Ser

Tyr

Ile

965

Pro

Asn

Asn

Leu

Lys

Cys

870

Ser

Glu

Gly

Pro

Gln

950

Asp

Pro

Ala

Met

Cys

Asp

855

Ser

Ser

Gly

Lys

Pro

935

T™vVr

Gly

Ser

Ile

Thr

Gln

840

Gly

Gln

Gln

Gly

Trp

920

Glu

Gly

Pro

Cys

Pro

1000

Thr

825

Glu

Arg

Pro

Glu

Phe

905

Ser

Ile

Glu

Ala

Ile

985

Met Gly Glu Lys Lys

92

Thr

Asn

Trp

Pro

Ser

890

Arg

Ser

Ser

Glu

Ile

970

Lys

Leu

Tyxr

Gln

Gln

875

Tyr

Ile

Pro

His

Val

955

Ala

Thr

Asn

Leu

Ser

860

Ile

Ala

Ser

Pro

Cly

940

Thr

Lys

Asp

Tyr

Ile

845

Ile

Glu

His

Glu

Gln

925

Val

Tyr

Cys

Cys

Arg

830

Gln

Pro

His

Gly

Glu

910

Cys

val

Lys

Leu

Leu

990

Asp

Glu

Leu

Gly

Thr

895

Asn

Glu

Ala

Cys

Gly

975

Ser

Gly

Gly

Cys

Thr

880

Lys

Glu

Gly

His

Phe

960

Glu

Leu

Asp Val Tyr

1005
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Lys Ala Gly Glu Gln Val Thr  Tyr Thr Cys Ala Thr Tyr Tyr Lys
1010 1015 1020

Met Asp Gly Ala Ser Asn Val Thr Cys Ile Asn Ser Arg Trp Thr
1025 1030 ‘ A 1035

5 Gly Arg Pro Thr Cys Arg Asp Thr Ser Cys Val Asn Pro Pro Thr
1040 1045 1050

Val Gin Asn Ala Tyr Ile Val Ser Arg Gln Met Ser Lys Tyr Pro
1055 1060 1065

Ser Gly Glu Arg Val Arg Tyr Gln Cys Arg Ser Pro Tyr Glu Met
10 1070 1075 1080

Phe Gly 2Asp Glu Glu Val Met Cyg Leu Asn Gly Asn Trp Thr Glu
1085 1090 1095

Pro Pro Gln Cys Lys Asp Ser Thr Gly Lys Cys Gly Pro Pro Pro
1100 1105 1110

15 Pro Ile Asp Asﬁ Gly Asp Ile Thr Ser Phe Pro Leu Ser Val Tyr
1115 1120 1125

Ala Pro Ala Ser Ser Val Glu Tyr Gln Cys Gln Asn Leu Tyr Gln
1130 1135 1140

Leu Glu Gly Asn Lys Arg Ile Thr Cys Arg Asn Gly Gln Trp Ser
20 1145 1150 1155

Glu Pro Pro Lys Cys Leu His Pro Cys Val Ile Ser Arg Glu Ile
1160 1165 1170

Met Glu Asn Tyr Asn Ile Ala Leu Arg Trp Thr Ala Lys Gln Lys

1175 1180 1185

93
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10

15

20

Leu Tyr Ser Arg Thr Gly Glu Ser Val Glu Phe Val Cys Lys Arg

1190

1195

1200

Gly Tyr Arg Leu Ser Ser Arg Ser His Thr Leu Arg Thr Thr Cys

1205

Trp Asp Gly Lys Leu Glu Tyr

1220

<210>

21

<211>

<212>

<213>

<220>

<221>

<222>

<400>

21

ggatccagag

tcacgaggcec

tgacgttgtt

tgcceggeat

aatgcaggag

ctgggaaaga

agcaaaaaaa

tttaaaaaga

1984

DNA

(1).

Homo sapiens

.(1984)

atttagattt

ctgttcattce

gtctccgtee

acagcatggt

gacgggcagg

agagcttcta

ggacagacgt

ctccttcecatce

1210

1225

BE LS 3 mRNA

tttataagcect

ttegtegetg

ccagagtatg

gactggaatg

ccagcaagca

tttttggaaa

cgggagggaa

tctttaataa

Pro Thr Cys Ala Lys

ttcectgecac

cgctecccac

aacccccaag

gatgagcacc

ggctgcctgg

gggctgctat

acactcctag

taacggtaac

94

1215

Arg

1230

cgaaacgggt

tctgtactgg

gtgactcatg

caataaacat

tttttcccac

gattgagaaa

ttctcecaga

gacaatgaca

gtttgggacc

atgcatttac

cagctgtggg

ttgttgcagg

atgggcectttt

agttcatggc

caacacattt

atgatgatta

60

120

180

240

300

360

420

480
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10

15

20

cttatgagtg
gatcttcacg
gcagctctct
gccatgctgg
acgggcgagg
gccaaggtca
cacgccgect
ggcgtcgtece
gagggcttcc
gacctgagcc
ccgcagcacc
cgcgeccggec
gtccacgctg
aacgecgggcec
cgccaggegc
gcectgagege
gagcttctcece
gaagtctccc
ccatcctgag
tttgtaccga
acccagaccc
ttcceectte

tcgagtccec

ggaagccagg

cggctagtgce

gtgggcgtge

tttcaggaga

cgctactgtg

actcggcgga

cggagatctg

gccaggtgca

tcttceggceca

cgaccgagcc

agggctgcga

cgggcgactt

tggccgecte

gcgaggacga

ggcggctggce

gggagcactc

ggcccccace

tctgctccaa.

cgcagcccte

gaccgcccca

aacaccccgce

tcctteccca

ccgcctteag

ccacccctcc

ccaactgcce

cagccactgt
ggggctccag
gaaagctcte
ttcctgectg
gcccaactct
gcaggaggtc
gccgteggee
gcttgegecce
gaacagctcc
gtccaccggg
cggcaacttc
gctegeggge
cctgggeege
ctgctgegtg
agagcgcaag
c€ggcggcgge
cagacacctt
tccacccaga
accctcggag
tcacgctgac
ccccataagce
gttcctecta
ccacccacca

cgegtecttea

gttgtcactg

ggacagcctg

ttggaggagc

ctcctggcag

gactcggcgg

atgcagcggc

acgctggacg

cgcgcecaage

agccgegeca

ccccactaca

gcggteccgeg

ccgcactcca

ggcggcaacc

gtgggcgtgt

aagcggceggce

cagggacccce

.ccactctgag

ggtctcecta

ccccccactce

agcctcecctag

cctgagactc

ggcgctcaga

ccgctcecge

gctgtttege

95

ggcgagtaat

cgttectggg

tggaaaggtg

ccggtgecctce

agtggatccg

gggacgacga

ccgcgcagcec

tcgacgectt

tccacgtgca

acccgctgge

acggcagcct

tcgtgggeeg

aggccagegt

gcgggcccgg

gcgagagcga

cgaggccccec

gtctcacctt

taccgagacc

agtaggtctg

gctccctgag

ccgectttga

ggccgctcectg

ggcaagccag

atccaccgcc

gatctcattg

ctggctgggt

cccgactcca

ggacgcctgg

agacatgtac

cggcacgecte

ccgggtgacc

cttcgeectg

ccagttcggg

cgtgccgcac

ctggaggtac

ggccgtggtce

ggagaacggg

gctctgggag

gtgcaaggcc

ctectgecttt

cgcctctget

caccatcctt

aaggcctcca

gtacctttcc

cctgacgatc

gggggttgcec

cccgtgcaac

accccactga

540

600

660

720

780

840

500

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920
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gagctgctec tttgggggaa tgtttggcaa cctttgtgtt acagattaaa aattcagcaa 1980

ttca 1984

5 <210> 22
<211> 240
<212> PRT
<213> Homo sapiens
<220>
10 <221> @EEYIELLEE 3 BT
<222> (1) ..(240)

<400> 22

Met Leu Ala Leu Leu Cys Ser Cys Leu Leu Leu Ala Ala Gly Ala Ser
15 1 5 10 15
Asp Ala Trp Thr Gly Glu Asp Ser Ala Glu Pro Asn Ser Asp Ser Ala
20 25 30
Glu Trp Ile Arg Asp Met Tyr Ala Lys Val Thr Glu Ile Trp Gln Glu
35 40 45
20 Val Met Gln Arg Arg Asp Asp Asp Gly Thr Leu His Ala Ala Cys Gln
50 55 60
Val Gln Pro Ser Ala Thr Leu Asp Ala Ala Gln Pro Arg Val Thr Gly
65 70 75 80

Val Val Leu Phe Arg Gln Leu Ala Pro Arg Ala Lys Leu Asp Ala Phe

96
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85 90 95

Phe Ala Leu Glu Gly Phe Pro Thr Glu Pro Asn Ser Ser Ser Arg Ala

100 105 110

Ile His Val His Gln Phe Gly Asp Leu Ser Gln Gly Cys Glu Ser Thr

5 115 120 125

Gly Pro His Tyr Asn Pro Leu Ala Val Pro His Pro Gln His Pro Gly

130 135 140

Asp Phe Gly Asn Phe Ala Val Arg Asp Gly Ser Leu Trp Arg Tyr Arg

145 150 155 160

10 Ala Gly Leu Ala Ala Ser Leu Ala Gly Pro His Ser Ile VvVal Gly Arg

165 170 175

Ala Val Vval val His Ala Gly Glu Asp Asp Leu Gly Arg Gly Gly Asn

180 185 190

Gln Ala Ser Val Glu Asn Gly Asn Ala Gly Arg Arg Leu Ala Cys Cys

15 195 200 205

val Val Gly val Cys Gly Pro Gly Leu Trp Glu Arg Gln Ala Arg Glu

210 215 220

His Ser Glu Arg Lys Lys Arg Arg Arg Glu Ser Glu Cys Lys Ala Ala

225 230 235 240
20

<210> 23

<211> 1338

<212> DNA

97
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<213> Homo sapiens
<220>
<221> neuronatin mRNA
<222> (1)..(1338)
5 <400> 23
taggtggcgg gcgggtactt aaggcgcggc caccgceggcet gcggcagtge gceccaacagc 60
ggactccgag accagcggat ctcggcaaac cctctttcte gaccacccac ctaccattcet 120
tggaaccatg gcggcagtgg cggcggcctc ggctgaactg ctcat;atcg gctggtacat 180
cttcecgegtg ctgetgcagg tgttcctgga atgctgcatt tactgggtag gattcgcecttt 240
10 tcgaaatcct ccagggacac agcccattgc gagaagtgag gtgttcaggt actccctgea 300
gaagctggca tacacggtgt cgcggaccgg gecggcaggtg ttgggggagc gcaggcageg 360
agcccccaac tgaggcccca gctcccagcecc ctgggeggec gtatcatcag gtgctectgt 420
gcatctcgge cagcacggga gccagtgccg cgcaggaatg tggggtccce tgtgttecct 480
cgccagagga gcacttggca aggtcagtga ggggccagta gacccccgga gaagcagtac 540
15 cgacaatgac gaégatacca gatcccttee caaccccttt gcaccggtcecc cactaagggg 600
cagggtcgag agaggagggg ggataggggg agcagacccc tgagatctgg gcataggcac 660
cgcattctga tctggacaaa gtcgggacag caccatccca gccccgaagc cagggccatg 720
ccagcaggcc ccaccatgga aatcaaaaca ccgcaccagc cagcagaatg gacattctga 780
catcgccagce cgacgccctg aatcttggtg cagcaccaac cgegtgectg tgtggcggga 840
20 ctggagggca cagttgagga aggagggtgg ttaagaaata cagtggggcc ctctegetgt 900
cccttgccca gggcacttgc attccagect cgctgcattt gectctectcga ttececcttte 960
ctcctcactg cctecccaage ccaccctact ccaaaataét gtgtcacttg atttggaact 1020
attcaagcag taaaagtaaa tgaatcccac ctttactaaa acactttctc tgaacccccc 1080
ttgecectca ctgatcttge ttttcecctgg tctcatgecag ttgtggtcaa tattgtggta 1140

98
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atcgctaatt gtactgattg tttaagtgtg cattagttgt gtctccccag ctagattgta 1200

agctcctgga ggacagggac cacctctaca aaaaataaaa aaagtacctc ccctgtctecg 1260

cacagtgtcc caggaccctg cggtgcagta gaggcgcacc aaaaaaaaaa aaaaaaaaaa 1320

aaaaaaaaaa aaaaaaaa 1338
5

<210> 24

<211> 81

<212> PRT

10 <213> Homo sapiens

<220>

<221> neuronatin ZRLFEF|

<222> (1)..(81)

<400> 24

15

Met Ala Ala Val Ala Ala Ala Ser Ala Glu Leu Leu Ile Ile Gly Trp

1 5 10 15

Tyr Ile Phe Arg Val Leu Leu Gln Val Phe Leu Glu Cys Cys Ile Tyr

20 25 30

20 Trp Val Gly Phe Ala Phe Arg Asn Pro Pro Gly Thr Gln Pro Ile Ala

35 , 40 45

Arg Ser Glu Val Phe Arg Tyr Ser Leu Gln Lys Leu Ala Tyr Thr Vval

50 55 60

Ser Arg Thr Gly Arg Gln Val Leu Gly Glu Arg Arg Gln Arg Ala Pro

99
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10

15

20

65

Asn

<210>

25

<211>

<212>

DNA

<213>

<220>

<221>

<222>

<400>

25

gttcgccatg

ttgggecgty

ctggctecag

ggccgagtge

gaacaagatc

gtgcgacgge

ctgcgagtgce

cggegecace

cctgagegtc

gccacagtcg

gcectgeect

catctcectceg

2500

(1).

70

Homo sapiens

~

. (2500)

cgtceegggg
ggcttecgtga
cagggccagg
tgtgcctceg
aacctcctég
gtggagtgcg
gecgcccgact
taccgcgacg
atgtaccggg
tgcgtcgtgg
gtgcectceca

tgccacatgce

EAENEE - IBEA orva

cgccagggcece

gctccatggg

aggccacctg

gcaacattga

gcttettgog

gccecgggeaa

gctcgggget

agtgcgagct

gccgetgeceg

accagacggg

gcecceggeca

gccaggecac

75

actctggect

ctcggggaac

cagcctggtg

caccgcctgg

ccttgtecac

ggcgtgccge

cccggcgegyg

gcgegeecgeg

caagtcctgt

cagcgcccac

ggagctttgce

ctgcttectg

100

ctgcecectggg

ccegegeceg

ctccagactg

tccaacctca

tgccttecct

atgctggggg

ctgcaggtet

cgctgececgeg

gagcacgtgg

tgcgtggtgt

ggcaacaaca

ggccgcteca

80

gggccctgge

gtggtgtttg

atgtcacccg

cccacceggg

gcaaagattc

gcecgeccgey

gcggctcaga

gccacccgga

tgtgcececgeg

gtcgagcggce

acgtcaccta

tcggcgtgeg

60

120

180

240

300

360

420

480

540

600

660

720
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10

15

20

ccacgecgggce
ggaagagaac
tcatcceetg
gagcccggat
tgaggaaggg
agcgcctgat
ggggaggatt
agagggctgg
caagcctctg
ctgggtgagt
ggagagtcta
ctgggtgagt
ggagggtcta
ctgggtgtgt
tagcccagceca
ccaagaactc
gagaaatgcc
gcttggccac
acgtcgegtg
ggcggagcca
ctggcceccga
agccgggtgt
agggctcctt

gacctgectc

agctgcgcag

ttcgtgtgag

ttatttattg

tcggaccact

aggcctgggg

ttagggccct

ccacacttce

gcattctetg

gtctgggtgt

acggagggtc

gcctgggtgt

atggagggtc

gcctgggtgt

acggagggtc

agccaggecce

cagcttcece

cagtgtgccc

agaaccaccc

gtctcagacg

agtccactct

ggggggtgta

cccagtggca

ggtcccccac

acccaccaat

gcacccetga

cctgcaggac

ccacagcCaga

tggggatccc

gccggetggt

tctctaggat

gctcectttgg

ctggtaattc

gtacggaggg

tagcctgggt

gtatggagga

tagcctgggt

gtatggaggg

tagtctgagt

ttcatgaagg

actgcctctg

cctgggaaag

agcgtctccce

tggagcagce

gggggagcetce

gacgccaaga

ccactaggtg

aacctgcece

gcagccgggg

ggagccgceca

aggectgggce

gtctaattta

agaacctccce

gggtgggata

gccccagecce

ggataaacct

ctgaagaggc

tctagectgg

gagtacggag

tctagecctgg

gtgtatggag

tctagcctgg

gegtgtgagag

ccaagaaggc

tgtgccectt

ggcacggcct

ctgctgectgt

agcggcagcet

tggcggggac

ctcacgecatg

cctgctgect

ggccaggcect

ctggcgacac

101

ggtggtgagt

ctggtgccceg

tatgccacgg

tgacgatatc

gacctgegtt

ctaccctaag

attaattatt

atgactgctt

gtgtgtacgg

ggtctagect

gtgagtatgg

ggtctagect

gtgagtatgg

acctcagaac

tgccaccatt

tgcgtcctgt

gtgctectga

ccacgtcagt

cagagcaggg

cacgggccac

tgtgacatcc

ccacagtggg

gcagacccag

cagccaggtg

ctgcagaaga

aggccecccca

acactcctta

ctggaaggac

ccggacactg

acctattgcc

gctactatca

ttctcageec

agggtctagc

gggtgagtac

agggtctagce

gggtgagtat

agggtctagce

actgtgacct

ccctgecage

gaaggccatt

cacgggctgt

tcatgaggca

cactgtgtcc

tgctcaccca

ggagtcctgg

gttcacaccce

actccagcca

ctggtcttgg

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160
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15

20

gccagttctce ccacgacggce tcaccctccc ctccatctge gttgatgcte agaatcgect
acctgtgcct gcgtgtaaac cacagcectca gaccagetat ggggagagga caacacggag
gatatccagc ttcceccggte tggggtgagg agtgtgggga gettgggcat cctcectceccag
cctectccag cccecccaggea gtgccttacce tgtggtgeccce agaaaagtgce ccctaggttg
gtgggtctac aggagcctca gccaggcagc ccaccccacc ctggggccct gcctcaccaa
ggaaataaag actcaaagaa gccttttttt tttttttttt

<210> 26

<211> 263

<212> PRT

<213> Homo sapiens

<220>

<221>  RFEHE -4 SWEA B AT

<222> (1)..(263)

<400> 26

Met Arg Pro Gly Ala Pro Gly Pro Leu Trp Pro Leu Pro
10
Leu Ala Trp Ala Val Gly Phe Val Ser Ser Met Gly Ser
20 25
Ala Pro Gly Gly Val Cys Trp Leu Gln Gln Gly Gln Glu
35

40 45

Ser Leu Val Leu Gln Thr Asp Val Thr Arg Ala Glu Cys

102

Trp

Gly

30

Ala

Cys

Gly Ala

15

Asn Pro

Thr Cys

Ala Ser

2220

2280

2340

2400

2460

2500
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50 55 60
Gly Asn Ile Asp Thr Ala Trp Ser Asn Leu Thr His Pro Gly Asn Lys
65 70 75 80

Ile Asn Leu Leu Gly Phe Leu Gly Leu Val His Cys Leu Pro Cys Lys

Asp Ser Cys Asp Gly Val Glu Cys Gly Pro Gly Lys Ala Cys Arg Met
100 105 110
Leu Gly Gly Arg Pro Arg Cys Glu Cys Ala Pro Asp Cys Ser Gly Leu
115 120 125
10 Pro Ala Arg Leu Gln Val Cys Gly Ser Asp Gly Ala Thr Tyr Arg Asp
130 135 140
Glu Cys Glu Leu Arg Ala Ala Arg Cys Arg Gly His Pro Asp Leu Ser
145 150 155 160
val Met Tyr Arg Gly Arg Cys Arg Lys Ser Cys Glu His Val val Cys
15 | 165 170 175
Pro Arg Pro Gln Ser Cys Val Val Asp Gln Thr Gly Ser Ala His Cys
180 185 ° 190
Val vVal Cys Axrg Ala Ala Pro Cys Pro Val Pro Ser Sexr Pro Gly Gln
195 200 205
20 Glu Leu Cys Gly Asn Asn Asn Val Thr Tyr Ile Ser Ser Cys His Met
210 215 220
Arg Gln Ala Thr Cys Phe Leu Gly Arg Ser Ile Gly Val Arg His Ala
225 230 235 ' 240

Gly Ser Cys Ala Gly Thr Pro Glu Glu Pro Pro Gly Gly Glu Ser Ala

103
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10

15

20

245

Glu Glu Glu Glu Asn Phe Val

<210> 27
<211>
<212> DNA
<213>
<220>
<221>
<222>
<400> 27

gcgctgetceg
gctctctece
gctcggegeg
tttctgctct
cctgcatacc
tttggagccg
actccactgce
aatggcagcc
gcccaacacc
tatgacagca

tcagtgaagt

gctgeccact

3750

(1).

260

Homo sapiens

. (3750)

ccagcttgct

ggcgcccaca

gaacagtgct

gtgctgttgg

gcctecectgt

aagccaaatt

ccacttacga

gcacagagac

gagactcagg

ggttcagcat

tatccacggg

gcatacacga

£ F % 23 B R AE mRNA

cgcactcggce
cctgtctgag
cggcatggca
gcaagtgagc
cgtcttgece
agaagtatct
agaggccaag
gcaggtgggce
gtcttcagga
ttttgggaag
ctgcacecgge

tggaaaaacc

250

tgtgcggegg

cggegcageg

gggattccag

ccttacagtg

cagtctaccc

tcttcatgtg

caatatctgt

atctacatcc

aagtctcgaa

gacttecctge

accctggtgg

tatgtgaaag

104

ggcaggcatg
agccgeggec
ggctc§tctt
cccecctggaa
tcaatttagc
gaccccagtg
cttatgaaac
tcagcagtag
ggaagcggca
tcaactaccc
cagagaagca

gaacccagaa

255

ggagccgcgc

cgggcggget

ccttctectte

acccacttgg

caagccagac

tcataaggga

gctctatgcc

tggagatggg

gatttatggc

tttctcaaca

tgtcctcaca

gcttcgagtg

60

120

180

240

300

360

420

480

540

600

660

720
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15

20

ggcttcctaa

atgcccgagce

tggatcaagg

aaaaagcccc

ccagggggca

cgcttctgtg

ccaggggceca

gagcgaaaaa

caggatttca

attaaaggaa

ttaagggtct

acacgtgtgt

tacaattgca

tcatttaagc

caatgaggaa

ttcatctgaa

cttatatgtg

tttttaattc

ttgacagcat

aacagtaaaa

ccagtatcecc

actttgtagg

agagtgttta

atttttcaga

agcccaagtt
agatgaaatt
gcaatgccaa
acaagagaaa
gaattcactt
acgtcaaaga
gcgggtctgg
ttattggcat
acgtggectgt
actacctgga
tcatgttctt
gtgtgtgtgt
agatgactgg
agtttgaagg
tatttgacaa
cttgtttcaa
tgcatgfgtg
agtgcctgat
ttgttaggca
tgatgtgttg
aagctgcttt
aagtctttgce
tcccaaccct

agacaataat

taaagatggt
tcagtggatc
tgacatcgge
atttatgaag
ctctggttat
cgagacctat
ggtctatgtg
tttttcaggg
cagaatcact
ttgtagggag
attttaggag
gtgtgtgtgt
ctttactatt
catacttttg
ttaagttaat
agatttatat
ttttcttectg
ctttaatgct
gaatattttg
actatactga
tagttccaaa
atatggccct
tccatttaac

cagggcttaa

ggtcgagggyg

cgggtgaaac

atggattatg

attggggtga

gacaatgacc

gacttgctct

aggatgtgga

caccagtggg

cctctcaaat

gggtgacaca

aggccaaatt

aaggtgtctt

tgaaaactgg

catagaaata

cttcacgttt

taaatatttg

agattcatct

tccataaggce

gatttggagg

tacacatatt

aatagtttct

cccaacttta

aggatttcac

ttagaacagg

105

ccaacgactce

gcacccatgt

attatgccct

gccctectge

gaccaggcaa

accagcaatg

agagacagca

tggacatgaa

atgcccagat

gtgttccctce

gttttttgte

ataatctttt

tttgtgtatce

aaaaaaatac

ttgcaaactt

gcatacaaga

tggtggtggg

agtgttccca

catttgcatg

aaactatacc

tttccaaagg

aagtcatacc

tcacatttct

ctgtatttcece

cacttcagcc

gcccaagggt

cctggaactc

taagcagctg

tttggtgtat

cgatgccceag

gcagaagtgg

tggttceccca

ttgctattgg

ctggcagcaa

attggecgtge

acctatttct

atatcatata

tgatttgggg

tgatttttat

gatatgaatt

ctttttegtt

tttaggaact

gtagtctttg

ttatagtaaa

ttgttgctct

agagtggcca

ggaactagct

tcccagcaaa

780

840

500

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160
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15

20

cagttgtggce

tgttttatca

attgcctgge

gcctgatcaa

tcaatttgga

aaccagtgtg

gttatagata

tcagaatcat

cacagcatat

taagcacttc

ctgtgcttge

cactgtcact

ggataattct

gagaaatact

caattttctt

atgtctggta

gaacaccaag

tgattccttg

aatgtttagt

cagcttaact

tagtgataat

aaggactcat

aagcatattt

ctcatgectt

cacactaaaa

tttggatgga

agatgtcaca

aaattattct

aacttttctc

gcectttttece

aacaattagg

gccttceccaat

acagaaaaga

tttctaaatg

accccaggta

tagacattct

gataaggcac

atgcatagca

tggaatctaa

tttgggggtt

accagaatgg

attttgattt

tcacaagtag

cacagaactg

aaaagaaagc

ggcattatta

gcctagtaag

atgattttect

acaatcatag

gtaatttaaa

acagaataac

gcatagtttt

tctcatttat

ctctagcttt

tataatagca

aaaggccttt

cttggactta

tatcggagaa

aacctgcecatt

ctgggggatt

tcaagaaacg

aggagatgca

caggaatcta

ttgtttgttt

atttttttaa

tttgcaaagt

atgtaattta

taaaagaaaa

atggtattaa

atataattag

gctagtagaa

accaaaagta

cattttaccc
atgaattaaa
cacttgtttg
cagtgtgcett
agtgaaaata
aaaagggccg
aaaatgaaaa
acacatgttt
ttgtatgttt
aaaatcaaat
gtagcaattt
ttctgecttgt
tacaaccaca
gagccgeccag
gcctgaggaa
ttgectttage”
aaaaatagat
tagacaatgg
ctaaagaatg
ttataaaata
actatcatag
tgctttacat

ccacatttcc

aaaagggttg

106

ctggattata

ttccagagaa

gagcctggcea

tctgggaget

cttggaagtt

cttttgctgg

ttggaagaat

tatcaatatg

ttattttatg

ggactacaag

gtaaggatat

ctttecttgag

gtgctttctt

gaaaattctg

gaagggaggt

ttggtgaaaa

gttcettttg

cacaaagtca

atacacccat

attcaacatg

aagtagacag

gtgttagtta

caaagtgtgce

tattaagtca

gcacatctca

caatggaagc

cagtcctceca

atgtacttcet

actttaagaa

aatgctctag

gcaaaatgga

attatcaaat

gctcteggece

cacgtgtttg

tcagatggag

ctttttggaa

caaatcatat

agttccagca

ctccatttct

aaagttcact

tgaagcacct

aaatgaaatc

atgctatata

tccatctttt

aaaaagaaaa

tacatattag

tccttaaaca

gaggaagatg

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600
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cctctccatt ttceccecctectect ttatcagagg ttcacatgcce tgtctgcaca ttaaaagcte 3660

tgggaagacc tgttgtaaag ggacaagttg aggttgtaaa atctgcattt aaataaacat 3720

ctttgatcac aaaaaaaaaa aaaaaaaaaa 3750
5 <210> 28

<211> 383

<212> PRT

<213> Homo sapiens
<220>

10 <221> #§E23EAMEKFT
<222> (1)..(383)

<400> 28

Met Ala Gly Ile Pro Gly Leu Leu Phe Leu Leu Phe Phe Leu Leu Cys
15 1 5 10 15
Ala vVal Gly Gln Val Ser Pro Tyr Ser Ala Pro Trp Lys Pro Thr Trp
20 25 30
Pro Ala Tyr Arg Leu Pro Val Val Leu Pro Gln Ser Thr Leu Asn Leu
35 40 45
20 Ala Lys Pro Asp Phe Gly Ala Glu Ala Lys Leu Glu Val Ser Ser Ser
50 55 60
Cys Gly Pro Gln Cys His Lys Gly Thr Pro Léu Pro Thr Tyr Glu Glu
65 70 75 80

Ala Lys Gln Tyr Leu Ser Tyr Glu Thr Leu Tyr Ala Asn Gly Ser Arg

107
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85 90 95
Thr Glu Thr Gln Val Gly Ile Tyr Ile Leu Ser Ser Ser Gly Asp Gly
100 105 110
Ala Gln His Arg Asp Ser Gly Ser Ser Gly Lys Ser Arg Arg Lys Arg
5 115 120 125
Gln Ile Tyr Gly Tyr Asp Ser Arg Phe Ser Ile Phe Gly Lys Asp Phe
130 135 140
Leu Leu Asn Tyr Pro Phe Ser Thr Ser Val Lys Leu Ser Thr Gly Cys
145 150 155 160
10 Thr Gly Thr Leu Val Ala Glu Lys His Val Leu Thr Ala Ala His Cys
165 170 175
Ile His Asp Gly Lys Thr Tyr val Lys Gly Thr Gln Lys Leu Arg Val
180 185 190
Gly Phe Leu Lys Pro Lys Phe Lys Asp Gly Gly Arg Gly Ala Asn Asp
15 195 200 205
Ser Thr Ser Ala Met Pro Glu Gln Met Lys Phe Gln Trp Ile Arg Val
210 215 ] 220
Lys Arg Thr His Val Pro Lys Gly Trp Ile Lys Gly Asn Ala Asn Asp
225 230 235 240
20 Ile Gly Met Asp Tyr Asp Tyr Ala Leu Leu Glu Leu Lys Lys Pro His
245 250 255
Lys Arg Lys Phe Met Lys Ile Gly Val Ser Pro Pro Ala Lys Gln Leu
260 265 270

Pro Gly Gly Arg Ile His Phe Ser Gly Tyr Asp Asn Asp Arg Pro Gly

108
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275 280 285

Asn Leu Val Tyr Arg Phe Cys Asp Val Lys Asp Glu Thr Tyr Asp Leu

290 295 300

Leu Tyr Gln Gln Cys Asp Ala Gln Pro Gly Ala Ser Gly Ser Gly Val

5 305 310 315 320

Tyr Val Arg Met Trp Lys Arg Gln Gln Gln Lys Trp Glu Arg Lys Ile

325 330 335

Ile Gly Ile Phe Ser Gly His Gln Trp Val Asp Met Asn Gly Ser Pro

340 345 350

10 Gln Asp Phe Asn Val Ala Val Arg Ile Thr Pro Leu Lys Tyr Ala Gln

355 360 365

Ile Cys Tyr Trp Ile Lys Gly Asn Tyr Leu Asp Cys Arg Glu Gly

370 375 380
15
<210> 29
<211> 1362
<212> DNA
<213> Homo sapiens
20 <220>

<221> FREEH2 mrNA
<222> (1)..(1362)

<223> RIXR:ERREQ II
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10

15

20

<400>

29

catttgggga

tcacgaaatc

tgggtctgtc

agccatcaag

caatgcacag

atcagcactg

gacacctgcet

cgaggactct

cagagtctac

tggtgacttc

tgtcattgat

gaggaaagga

cctccagaaa

caggaaagag

gaacaagccc

agataaggtc

gtctgaattce

gggcgactac

gcctgagegt

ttgcgaataa

tcattttagt

aaatgaacat

gtactgtgtc

cgctctecage
ctgtgcaagc
aaagcctata
accaaaggtg
agacaggata
aagtcagcct
cagtatgacg
ctcattgaga
aaggaaatgt
cgcaagctga
tatgaactga
actgatgttc
gtatttgata
gttaaaggag
ctgtattttg
ctgaﬁcagaa
aagagaaagt
cagaaagcgce
ccagaaatgg
cagtcccegt
tgcctaagca

tccaaggagt

ataaacagat

tctcggegea

tcagcttgga

ctaactttga

tggatgaggt

ttgcettege

tatctggcca

cttctgagcect

tcatctgcte

acaagactga

tggttgecect

ttgaccaaga

ccaagtggat

ggtacaagag

acctggaaaa

ctgatcggcet

tcatggtctce

acggcaagtc

tgctgtacct

tgctcaccat

ggccatecct

ttgcectggece

tggaagtgaa

gaataaactg

cggcccagcet

gggtgatcac

tgctgagcgg

caccattgtc

ctaccagaga

cctggagacg

aaaagcttcc

cagaaccaac

tctggagaag

ggcaaagggt

tgctcgggat

cagcatcatg

ttacagccct

tgctttectg

gtatgactcc

ccgcagtgaa

cctgtactat

gtgtggtgga

gcttccaget

gtgagggtga

ttcctgtcta

gtctatgatg

aatttgtact

110

tccttcaaaa

tctacacccce

gatgctttga

aacattttga

aggaccaaaa

gtgattttgg

atgaaggggc

caggagctgce

gacattattt

agaagagcag

ctctatgacg

accgagcgga

tatgacatgt

aacctggttc

atgaagggca

gtggacatgt

tatatccage

gatgactgaa

aacaggtcta

cgttagcatt

gtctctectg

tgaaacactt

tt

tgtctactgt

caagtgcata

acattgaaac

ccaaccgcag

aggaacttgc

gcctattgaa

tgggaaccga

aggaaattaa

cggacacatc

aggatggctc

ctggagtgaa

gcgtgeccca

tggaaagcat

agtgcattca

aggggacgcg

tgaaaattag

aagacactaa

gcccgacacg

gaaaaccagc

acccccaacc

taagccaaag

tgcectectgt

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1362
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<210> 30
<211l> 339

5 <212> PRT
<213> Homo sapiens
<220>
<221>  BREH 2% HKET)
<222> (1)..(339)

10 <400> 30

Met Ser Thr Val His Glu Ile Leu Cys Lys Leu Ser Leu Glu Gly Asp

His Ser Thr Pro Pro Ser Ala Tyr Gly Ser Val Lys Ala Tyr Thr Asn
15 20 ' 25 30
Phe Asp Ala Glu Arg Asp Ala Leu Asn Ile Glu Thr Ala Ile Lys Thr
35 40 45’
Lys Gly VvVal Asp Glu Val Thr Ile Val Asn Ile Leu Thr Asn Arg Ser
50 55 60
20 Asn Ala Gln Arg Gln Asp Ile Ala Phe Ala Tyr Gln Arg Arg Thr Lys
65 70 75 80
Lys Glu Leu Ala Ser Ala Leu Lys Ser Ala Leu Ser Gly His Leu Glu
85 90 95

Thr Val Ile Leu Gly Leu Leu Lys Thr Pro Ala Gln Tyr Asp Ala Ser

111
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Glu

Ile

Arg

145

Ser

Gly

Gln

Asp

Leu

225

Leu

Leu

Arg

Ile

Leu

Glu

130

Val

Asp

Arg

Asp

val

210

Gln

Glu

Asn

Leu

Arg

Lys

115

Ile

Tyr

Thr

Arg

Ala

195

Pro

Lys

Ser

Leu

Tyr

275

Ile

100

Ala

Ile

Lys

Ser

Ala

180

Lys

val

Ile

val

260

Asp

Met

Ser

Cys

Glu

Gly

165

Glu

Asp

Trp

Phe

245

Gln

Ser

val

Met

Ser

Met

150

Asp

Asp

Leu

Ile

Asp

230

Lys

Cys

Met

Ser

Lys

Arg

135

Tyr

Phe

Gly

Tyr

Ser

215

Glu

Ile

Lys

Arg

Gly

120

Thr

Lys

Arg

Sexr

Asp

200

Ile

Tyr

val

Gln

Gly

280

Ser

105

Leu

Asn

Thr

Lys

val

185

Ala

Met

Lys

Lys

Asn

265

Lys

Glu

112

Gly

Gln

Asp

Leu

170

Ile

Gly

Thr

Ser

Gly

250

Lys

Gly

Val

Thr

Glu

Leu

155

Met

Asp

val

Glu

TYX

235

Asp

Pro

Thr

Asp

Asp

Leu

140

Glu

val

Lys

Arg

220

Ser

Leu

Leu

Arg

Met

Glu

125

Gln

Lys

Ala

Glu

Arg

205

Ser

Pro

Glu

Asp

285

Leu

110

Asp

Glu

Asp

Leu

Leu

190

Lys

val

Tyr

Asn

Phe

270

Lys

Lys

Ser

Ile

Ile

Ala

175

Ile

Gly

Pro

Asp

Ala

255

Ala

Val

Ile

Leu

Asn

Ile

160

Lys

Asp

Thr

His

Met

240

Phe

Asp

Leu

Arg
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290

Ser Glu Phe

305

Gln Asp Thr
Gly Asp Asp
<210> 31
<211> 1946
<212> DNA
<213> Homo
<220>
<221> LOX
<222> (1).
<400> 31

agacactgcc
ggggaaaggg
cacccttgge
aagatttcte
tcctcgageg
ctcgggectt

cagccececege

aacaacgggce

cgggacccgg

295

300

Lys Arg Lys Tyr Gly Lys Ser Leu Tyr Tyr Tyr Ile Gln

310

315

320

Lys Gly Asp Tyr Gln Lys Ala Leu Leu Tyr Leu Cys Gly

325

sapiens

mRNA

. (1946)

cgctetecgg

aagggtgcca

attgcttggt

cttecectcac

gggtcaatct

tgcagctctg

gcgagcegec

aggtgttcag

gcgecgecgt

gactcegege

cgtccgagcea

ggagactgag

gtgatttgag

ggcaaaagga

cgcgctagtg

ggcggcetceg

cttgctgage

ccctggtgea

330

cgctececgt

‘gecgecttga

atacccgtge

ccecgttttt

gtgatgcgct

cactgcgecce

ggecgecctgge

ctgggctcac

gccaacgect

113

tgccttccag

ctggggaagyg

tcegetegece

attttctgtg

tcgectggac

ctecccgecge

gccagcagat

agtaccagcce

ccgececcagcea

335

gactgagaaa

gtctgaatcc

tccttggttyg

agccacgtcc

cgtgctecetg

cggccaacag

ccaatgggag

tcagecgecge

gccecgeact

60

120

180

240

300

360

420

480

540
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ccgatectge

tctggagtca

tcgacatcta

gaagttcctg

gacccttaca

tatgaaaggc

tacggtctcce

aagatgtcca

tacagggcag

aaaaaccaag

agttgtcatc

aacacccaga

tgtgactatg

ggctgttatg

aaacctggaa

gactatacca

tcaggctgcea

tgcctggtgt

aaaagagaac

ataactggat

tacatcactt

aaagaaatcc

ctaaatgaat

tgaaacataa

tgatcecgega

ccgectggecg

gagcccgega

cgctcagtaa

acccctacaa

ccagacctgg

cagacctggt

tgtacaacct

atgtcagaga

ggacatcaga

aacattacca

ggagagtggc

gctaccacag

atacctatgg

actatatcct

acaatgttgt

caatttcacc

tctgaagtgg

agaaaacaac

tttgaacgct

tgtgaattaa

aaatttctca

gagccaaaat

taataatggg

caaccgcacc
cceccaggecc
agctggegec
cctgcggecg
gtactctgac
gggcaggtac
ggccgacccec
gagatgcgcg
ttatgatcac
tttcttaccc
cagtatggat
tgaaggccac
gcgatttgea
tgcagacata
aaaggtcagt
gcgectgtgac
gtattagaag
gaaaaaatag
aaaagaattt
taagtcatc?
cacagtgttt
tgttecctttt
gactttgaac

tttata

gccgeggcege

accgeecgte

tcgegegegg

cccageccgeg

gacaaccctt

cggcccggat

tactacatcc

gcggaggaaa

agggtgctge

agccgaccaa

gagtttagcc

aaagcaagtt

tgtactgcac

gactgccagt

gtaaacccca

attcgctaca

gcaaagcCaaa

actaacttca

ttgtttggac

ttacttggga

caattctgta

gaaattgtag

tgaaactttt

114

gaacgcggac

actggttcca

agaaccagac

tggacggcat

attacaacta

acggcactgg

aggcgtccac

actgtctggc

tcagatttec

gatattcctg

actatgacct

tctgtcttga

acacacaggg

ggattgatat

‘gctacctggt

caggacatca

actcccaatg

gtaggattta

tgttttcaat

aatttttaat

attacatatt

tgcaaaatgg

ctaaagtgct

ggccggctca

agctggctac

agcgccggga

ggtgggcgac

ctacgatact

ctacttccag

gtacgtgcag

cagtacagca

ccaaagagtg

ggaatggcac

gcttgatgee

agacacatcc

attgagtcct

tacagatgta

tcctgaatct

tgcgtatgcec

gataaatcag

tgtattttga

aacaaagcac

gtttattatt

tgactcttte

tcagtattat

ggaactttag

600

660

720

780

840

500

560

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1946
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<210> 32
<211> 417

5 <212> PRT
<213> Homo sapiens
<220>
<221> LOX BEAFF!
<222> (1)..(417)

10 <400> 32

Met Arg Phe Ala Trp Thr Val Leu Leu Leu Gly Pro Leu Gln Leu Cys

Ala Leu Val His Cys Ala Pro Pro Ala Ala Gly Gln Gln Gln Pro Pro
15 20 25 30
Arg Glu Pro Pro Ala Ala Pro Gly Ala Trp Arg Gln Gln Ile Gln Trp
35 ' 40 45
Glu Asn Asn Gly Gln Val Phe Ser Leu Leu Ser Leu Gly Ser Gln Tyr
50 55 60
20 Gln Pro Gln Arg Arg Arg Asp Pro Gly Ala Ala Val Pro Gly Ala Ala
65 70 75 ) 80
Asn Ala Ser Ala Gln Gln Pro Arg Thr Pro Ile Leu Leu Ile Arg Asp
85 90 95

Asn Arg Thr Ala Ala Ala Arg Thr Arg Thr Ala Gly Ser Ser Gly Val

115
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100 105 110

Thr Ala Gly Arg Pro Arg Pro Thr Ala Arg His Trp Phe Gln Ala Gly

115 120 125

Tyr Ser Thr Ser Arg Ala Arg Glu Ala Gly Ala Ser Arg Ala Glu Asn

5 130 135 140

Gln Thr Ala Pro Gly Glu Val Pro Ala Leu Ser Asn Leu Arg Pro Pro

145 150 155 160

Ser Arg Val Asp Gly Met Val Gly Asp Asp Pro Tyr Asn Pro Tyr Lys

165 170 175

10 Tyr Ser Asp Asp Asn Pro Tyr Tyr Asn Tyr Tyr Asp Thr Tyr Glu Arg

180 185 190

Pro Arg Pro Gly Gly Arg Tyr Arg Pro Gly Tyr Gly Thr Gly Tyr Phe

195 200 205

Gln Tyr Gly Leu Pro Asp Leu Val Ala Asp Pro Tyr Tyr Ile Gln Ala

15 210 215 220

Ser Thr Tyr Val Gln Lys Met Ser Met Tyr Asn Leu Arg Cys Ala Ala

225 230 235 : 240

Glu Glu Asn Cys Leu Ala Ser Thr Ala Tyr Arg Ala Asp Val Arg Asp

245 250 255

20 Tyr Asp His Arg Val Leu Leu Arg Phe Pro Gln Arg Val Lys Asn Gln

260 265 270

Gly Thr Ser Asp Phe Leu Pro Ser Arg Pro Arg Tyr Ser Trp Glu Trp

275 280 285

His Ser Cys His Gln His Tyr His Ser Met Asp Glu Phe Ser His Tyr
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Asp

305

Ala

Arg

Asp

val

Leu

385

Arg

Tyr

290 295

Leu Leu Asp Ala Asn Thr Gln Arg

310

Ser Phe Cys Leu Glu Asp Thr Ser

325

Phe Ala Cys Thr Ala His Thr Gln

340 345

Thr Tyr Gly Ala Asp Ile Asp Cys

355 360

Lys Pro Gly Asn Tyr Ile Leu Lys

370 375

Val Pro Glu Ser Asp Tyr Thr Asn

390

Tyr Thr Gly His His Ala Tvyr Ala

405

<210> 33

<211> 1600

<212> DNA

<213> Homo sapiens

<220>

<221> ECGF 1 mRNA

<222> (1)..(1600)

117

Arg

Cys

330

Gly

Gln

Val

Asn

Ser

410

val

315

Asp

Leu

Trp

Ser

val

395

Gly

300

Ala

Tyr

Ser

Ile

val

380

val

Cys

Glu

Gly

Pro

Asp

365

Asn

Thr

Gly

Tyr

Gly

350

Ile

Pro

Cys

Ile

His Lys

320

His Arg

335

Cys Tyr

Thr Asp

Ser Tyr

Asp Ile

400

Ser Pro

415
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<400> 33

gccccgeege
gggcgaggcc
caggcccgga
tgacttctcce
cccggagetg
cttcgtggec
ggccatccga
tcagtcggga
ttccacaggg
tggctgcaag
taagctggag
gctggaccag
aatcctatat
ctccaﬁtctc
cggaggggcc
tggcgtggga
cctgggtege
cgcaggcecg
cagcggacac
cggcteggece
ggcccgagcec
ggagcaggag

gctggegetg

cggcagtgga

gggtacctgg

gcgatggcag

ggggaaggga

atccgcatga

gctgtggtga

cttcggggea

cagcagctgg

ggtgtgggtg

gtgccaatga

tctattcctg

gcgggetget

gcagccagag

agtaagaaac

gcecgtettee

gccagectag

tgecgtgggec

ccagacttaa

gcggggacte

cttggcegcet

ctgtgctegg

gagctgctgg

gtgctgcacg

ccgctgtgeg

gctgggatec

ccttgatgac

gccagggact

agcgagacgg

atgggagcgc

tggatctgga

agtggccaga

acaaggtcag

tcagcggacg

gattcaatgt

gtatcgtggg

atgtgacagc

tcgtggaggg

ccaaccagga

ggcttegggt

acgcectgga

gggacctggt

aggctcaggg

tcgageggat

gaagtcccgce

cgcccgecaga

agctcggggc -

cgaaccctga
ggagcaagcg
cccggga&cc
tcccgaccct
aggcecgectg
gcagggcgea
ggagacctcg
ggcctggege
cctggtcectce
tggtctgggg
catccagagc
tcagagtgag
caccgtggac
gctgtccget
gcaggcccgg
cgcggcageg
ggtggaggag
caccacgctc
cgctgeceecgg
gctggeggcg
agaacgccgyg
tggcaccgtg

cgggcgcage

118

accctacggt

ggcgagggca

ggggccccac

tcgccagage

agcgaagcegg

cagatcgggg

gtgctgaccc

cagcagcttg

gcacctgccce

cacacaggag

ccagagcaga

cagctggtte

agcctgccac

ctggtggtgg

gagctggcaa

ctgaccgeca

gcgctgctcect

gggggcgccec

gtggccgegg

cagggcgtgg

cagctgectge

gagctggtcc

cgcgetgggg

ccegaccege

gcgccctaag

ccgecgeectgg

ccaagcagct

acatcagggg

ccatgctgat

aggccctgge

tggacaagca

tggcggcatg

gcaccttgga

tgcaagtgct

ctgcggacgg

tcatcacagc

acgttaagtt

agacgctggt

tggacaagcc

gcatggacgg

tgctctggcet

cgctggacga

atcceggtcet

ctecgegeeccg

gggcgctgcece

agccgcteeg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380
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10

15

20

cctgggggty ggcgcagage tgctggtcga cgtgggtcag aggctgcgec gtgggaccce  iasu

ctggetcege gtgcaccggg acggccccge getcagegge ccgcagagcece gegecctgea 1500

ggaggcgctc gtactctccg accgecgcgecc attcgecegec ccctegecect tcgcagagct 1560

cgttctgeceg ccgcagcaat aaagctcctt tgccgcgaaa

<210>

<211>

<212>

<213>

<220>

<221>

<222>

<400>

Met Ala

Asp Phe

Pro Lys

Leu Ser

50

Ser Ala

65

34
482
PRT

Homo sapiens

ECGF1 % BtAF5I

(1)..(482)
34

Ala Leu Met

Ser Gly Glu

20

Gln Leu Pro

35

Glu Ala Asp

Gln Gly Ala

Thr Pro

Gly Ser

Glu Leu

Ile Arg

55

Gln Ile

70

Gly

Gln

Ile

40

Gly

Gly

Thr

Gly

25

Arg

Phe

Ala

119

Gly Ala

10

Leu Pro

Met Lys

Vval Ala

Met Leu

75

Asp

Arg

Ala

60

Met

Pro

Pro

Asp

45

val

Ala

Ala

Ser

30

Gly

val

Tle

1600

Pro Gly

15

Pro Glu

Gly Arg

Asn Gly

Arg Leu

80
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Arg Gly Met Asp Leu Glu Glu Thr Ser Val Leu Thr Gln Ala Leu Ala
85 80 95
Gln Ser Gly Gln Gln Leu Glu Trp Pro Glu Ala Trp Arg Gln Gln Leu
100 105 110
5 Val Asp Lys His Ser Thr Gly Gly Val Gly Asp Lys Val Ser Leu Val
115 ' 120 125
Leu Ala Pro Ala Leu Ala Ala Cys Gly Cys Lys Val Pro Met Ile Ser
130 135 140
Gly Arg Gly Leu Gly His Thr Gly Gly Thr Leu Asp Lys Leu Glu Ser
10 145 150 155 160
Ile Pro Gly Phe Asn Val Ile Gln Ser Pro Glu Gln Met Gln Val Leu
165 170 175
Leu Asp Gln Ala Gly Cys Cys Ile Val Gly Gln Ser Glu Gln Leu Val
180 185 190
15 Pro Ala Asp Gly Ile Leu Tyr Ala Ala Arg Asp Val Thr Ala Thr Val
195 200 205
Asp Ser Leu Pro Leu Ile Thr Ala Ser Ile Leu Ser Lys Lys Leu Val
210 215 220
Glu Gly Leu Ser Ala Leu Val Val Asp Val Lys Phe Gly Gly Ala Ala
20 225 230 235 240
Val Phe Pro Asn Gln Glu Gln Ala Arg Glu Leu Ala Lys Thr Leu Val
245 : 250 255
Gly Val Gly Ala Ser Leu Gly Leu Arg Val Ala Ala Ala Leu Thr Ala

260 265 270

120
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15
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Met

Glu

Leu

305

Gly

Gly

Asp

Arg

Ala

385

Leu

Leu

Gly

Asp

Ala

290

val

Thr

Ser

Pro

Gln

370

Asp

His

Gly

Gly

Pro

450

Lys

275

Leu

Thr

Gln

Ala

Gly

355

Leu

Gly

Glu

Val

Thr

435

Gln

Pro
Leu
Thr
Ala
Leu
340
Leu
Leu
Thr
Leu
Gly
420

Pro

Ser

Leu

Cys

Leu

Gln

325

Gly

Ala

Pro

vVal

Gly

405

Ala

Txp

Arg

Gly

Met

Gly

310

Gly

Arg

Arg

Arg

Glu

390

Ala

Glu

Leu

Ala

Arg

Asp

295

Gly

Ala

Phe

Ala

Ala

375

Leu

Gly

Leu

Arg

Leu

455

Cys

280

Gly

Ala

Ala

Glu

Leu

360

Arg

val

Arg

Leu

Val

440

Gln

val

Ala

Leu

Arg

345

Cys

Glu

Ser

val

425

His

Glu

121

Gly

Gly

Leu

Val

330

Met

Ser

Gln

Ala

Arg

410

Asp

Arg

Ala

His

Pro

Trp

315

Ala

Leu

Gly

Glu

Leu

395

Ala

val

Asp

Leu

Ala

Pro

300

Leu

Ala

Ala

Ser

Glu

380

Pro

Gly-

Gly

Gly

val

460

Leu

285

Asp

Ser

Ala

Ala

Pro

365

Leu

Leu

Glu

Gln

Pro

445

Leu

Glu

Leu

Gly

Leu

Gln

350

Ala

Leu

Ala

Pro

430

Ala

Ser

val Glu

Arg Asp

His Ala

320

Asp Asp

335

Gly Val

Glu Arg

Ala Pro

Leu Val

400

Leu Arg

415

Leu Arg

Leu Ser

Asp Arg
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Ala Pro Phe Ala Ala Pro Ser Pro Phe Ala Glu Leu val Leu Pro Pro
465 470 475 480

Gln Gln
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