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CN 111511762 B W F ZE Kk B 1/2 i

L. —Fh 5 A CD13T[AN NS I &5 5 1M 0 B DR, sl I 56 R B, BTk pipk sl
PUR 5 B S E i Al AR XA i ] AR X, o

(1) Frrak B 1T A5 X A0 2y 2R R FE A1ISEQ 1D NO: 71240 S IHVR-HI L 20 5L /e 5 41
SEQ ID NO: 73641 pk[JHVR-H2 A 2 5L R 4ISEQ ID NO: 76041 B[ JHVR-H3; I H.

(i1) Prid el i A2 DA 2 B ERR F751ISEQ 1D NO: 78440 i [IHVR - L1« F S 32 J7 41|
SEQ ID NO:80841jk[fJHVR-L2ANH 24 LR 7 4ISEQ ID NO: 83241 il [fJHVR-L3.

2. QAR ORI BT BTk sk i 45 & B B, Hodh R il n] 42 XA 2 2 R - A1) SEQ
ID NO:61, F H Ak F24E X A0 5 2 55 Fr IISEQ 1D NO: 62,

3. AR R AT AR I BUAR sk U 45 5 BB, H iR fo it & Bk A6k , Horp pirk
USSR FFAISEQ 1D NO:619, F H TR R4 U 5 5 SR P 4IISEQ 1D NO: 620,

4. QBRI EKR 1 - 3H AR — BT e R sk P 55 B, A Qi o 5% i 45 B - A
PR IlE , Frd HoiR sk b 25 & R BEA100nM el B/ NFIK 25 & A CD137 .

5. QAR EOR AT AR I BUAR s DT 25 & B B, Forp g ad 26 1 55 2 - AR IR ATl &, B
WHTRsk g S R BAS0nMuk B/ INIK £ 5 ACD137.,

6. QAR ZR 1 - 3T — T TR O Boik sk b &5 5 BB, Horb prii okl b i 45 &
B EEARCD13745 5.

7. QR R L - 30— BT iR I BT iR sk P 455 B B, Hob Y S Rk Sk ek Pl 45
G P B, A4 2k i A CD3T T MR

8. WA A B oKk 1 - 3T — T pr R [ PR sl b 455 4 B, Lo - FE M ACD137 5 A
CDI3TLIARING & , Tl hii el i &5 B FLAT 100nMul BE /N i AR B (IC, ) »

9. QAR ER 1 - 3T — T TR O BuiRk ek B 5 & R B, B Y ik otk sk il 45 &
Fr B DA LMl BE R [k FE SR BN, Bl boik sl i &5 & Be e 4 FH T ACD137 55 ACD137LIH
(UGS

10 QAR R - 3T — T ik U he ik sk U 85 6 B, Hoip X SRR buikakc il 25
G B, A 4ui b2k i A CDL3T [ MR I .

L1 QAR R ORI BTk sl I &5 6 B, A SRR CD 13719 A 41 5 Bl il i
sk PUR S G B il S B INIONE - kBARR AR 55

12 QAR SR L 2B PR sk b 25 6 B, ORI Huic Bl 2 A 1eG2 FelXo

13 QAR SR Lk 2Bk PR sk b 25 5 B, R IR Hiic Bl 2 A TeG4 FelX.

14 QAR ZOR LR IR TR s B &5 & B, iR A TgG4Fe[X £ S241P%AT
Hrh g5 2 JaKabat 1 THY .

15. — P2 AR, HYmh AR EOR 1 - 14H T — I FrR PR s i 45 5 B

16— P, HAAL S AR R 1B BT I A TR .

L7 . QAR SR 16 Frik 2k, LR piTak el fA i Sk g

18— S AN, LA 2 AR R 15 FTak 1) 2 AZ H R al AR R 16 5k 1 7 ATl 1
=N

19, — Ml uik kR 255 B By ik, e is e T AR Tk buik sk b 45
BES5AE P REFR AR ER 18R iR 15 4.

20 JBUR R 1O AT AR R 5 1, FoA B4 (I F BiraR 40 e A I ik ok sl b i 25 &

2



CN 111511762 B m F E Xk HB
FrEt

21. — M5 ACDI3THIARIIA NS A AL B o e DU R B L DT Al o P B, Hog i 4l
AER 19BL 20 TR I T3 Tl 26 H o

22. — M2l G, A S WA R 1 - 1A AT — T ATk Bk s b 45
B, LA 27 b TRz 3

2/2 71
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D137y F R ERIE

[0001] XSRS | H

[0002]  ASCTISCASCH: FRILA MEER I A LA 51 T SR IF NS A HAL AT 32
(CRF) A 3% CC44:695402000340seqlist. txt, o H . 2017458 A3 H , K/):
537KB) .

B G
[0003] AT K5 ACDI3TEEH I UARE SRS & B i ik sl Lt R 45
B mAAZIR  Fir el H i 4 & Beia v e 59, LASCE AT IR e i »

BEEEAR

[0004]  CD137 (B HRMCD1375244 . 4- 1BB.TNFRSFOZ5) 2 Mig £ S0 K 132 (A48 5 Ji% (TNFRS)
s IR 1« BN CDL37IY TR, H ekl o2 is e i E 9 B T e e aniie
]z e, BT A0 B A T A FONKRINK T S 9875 TR B o4 (DC) A MBI AE K
1 S 2 HR R A I S ERAZ AN I R r PR A i DA M TR MRk 4 i (Wang, 2009,
Immunological Reviews 229:192-215) .CD137F k1A L uF 9240 T Mg %5 | (Broll,
2001,Amer.J.Clin.Pathol.115(4) :543-549;Seaman,2007,Cancer Cell 11:539-554) 1
% R ok KRR AL R N B2 55457 (Drenkard , 2007FASEB J.21:456-463;010fsson, 2008,
Circulation 117:1292-1301) - FJHCD137HIEC /A, BICD137HE 44 (CD137L) , FEFE LD 2
EBANAE (APC) A HEfH A T4 585k .

[0005]  ACD137/2255 M LRk 1157 (GenBank & 5% 5NM 001561 ;NP 001552;SEQ 1D
NO.:1)  Fril 25 I BUE &5 5 p ol (BE R IR AL L -17) |, B e 4 AN a5 Atk (1692 AL
) ESIRIX (TSR |, LA S AN N S5 4038 (422 5E00) (Cheuk ATCEE A 2004Cancer
Gene Therapy 11:215-226) o2k PLFARFI — RAUTE A A4 2 i 2k H Al 85 CD137
Pk =R LA TR 5% T

[0006]  FRAIATARMERI VT2 5T 3R , CD13 T8 i B o ) A0 it 45 A0 A 4m e A 1A=
(Croft,2009,Nat Rev Immunol 9:271-285) 5T KM, —2CD1373H ) FImAbIE Hi L i)
BT 1 3R0B I HLE 25 B R A 4 P TR EE 40 e 7 2, DT A 8 R R Fh S B0 Rg D03
CD1373 Al mAb L JE s R AE P ANTAT T PR FR I Do b AN, D137 B — 7 PR AN ZH &7 1A
AR 23 T R AR PUTRE SR HET A0 10 12 N3 (Lynceh, 2008, Immunol Rev.22:
277-286) -CD137IH BN A O 4 W HIAE 2 MRS 2 IR H B e e PERDR il B S
FE N (Vinay,2006,] Mol Med 84:726-736) -CD137(iX MW FE G MEHEAL T 7E D A] 51k
IR 32 PR IR Y T ARSI B B e sl VR RO RIS S B o msRg iE MR 1
[0007]  XJF45& ACD137, ¥4 HNCD 137/ F N Z I M I FH 7677 & R Atk
(BIFEAE AN S e 5m) IR AR 107 A U A IR S 75 22 o IEAN X THEA
R GEUIAFISZEEZhY) NI IS ) 2 [RIZ2 X, LA AT R0 T a7
FHFI SRR 7 e Mo H D13 TH AR A 75 22
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LZRAE

[0008]  ANHII—AHbsEid it —M 5 ACDI3745 5 10 B a0, ik ek
56 A B AT A AR AT S — A B te it — M 5 5 OD13T85 5 145 Ao 1IN 4l
G AN T XN —A Bbme e i 787 50D 1375 S5 1% A R H A SO A1/ Bk
PRI  Fom i T Fhak 2 M AT N S5 G o 1 S5 AR T I X BE AT A H AR AR
ASCHE TR .

[0009]  [AIE, 55T ASCER B T —Fhk 2 Mo (B, 73 B sle— Mok 2 A
PSS G B B PuR s L P 456 B ACDL3 T gnie s s il 45, 9 LB —1
2 B, — 2 S EE LA AR I B CE 2  EA RSN S
NEZAN N EEEZA AN ECE LA U EEZAS, 23510 LU DIRRHFHIE : (a)
547 SEQ 1D NO: 1[I AR AL 34- 108N — ik 22 LR 7k 5 (b) A~'5SEQ 1D NO: 1
ML 7R 3E109-112.125.126.135-138. 1501151 NIR— Pk 2N LRk 3L 4555 (o)
PA100nMul B /NHIK 55 ACD13745 &5 (d) A5 ACD137_F HAREhAITEE 5 (e) 75 %21000nM
IR E A5 AN 0X40.CD40GITRAN/BRCD2752 R4 E 5 () Sl /NG R FRUA /2l f)CD 13752
NN 5 (g) AGIRZADCCEARNT 5 (h) BRAEINIHIIR AN AR K5 (1) e AT 76 7 s A/ sk
() BHIrCD137 5CD137L Al 455 .

[oot0]  [AIHL, fE—AJ 1, ASCER ML T —H 5 A CD13 74 NS A &5 A b ik (B,
STEHUR) USSR B A — BT S DU T A S R B S E R T AR XA
FRBENTAR X, Horp E g AT AR X A A HVR -HL VHVR -H2AIHVR -H3 , L FRHVR-HL A S AR s H FH LA
MBI AR R 7 A1 50 (D <X TFX,X, VX, THWV (SEQ 1D NO:2) , HirpiX 1 hFEkY, X2
NSERT, X3 G NEES, I HX4HAGEW; 2 (1) : YSIX, SGX, X, WX, WI (SEQ ID NO:3) , H X1
SukT, X2 WHEkY , X3 WHERY , X4 HA DG N SukT; LA M (I11) : FSLSTX, GVX,VX,WI (SEQ
ID NO:4) , HAX1HGEKS, X2 HAEKG, JF HX3MA G SukT; FLFHHVR-H2 B S AR B e H FH DA B
R AL A SR 41 28 (IV) : LALTDWX 1X2DKX3YSX4SLKSRL (SEQ 1D NO:5) , X1
HMADELY, X2 HDEG, X3 AR SERY, Ff HX4 MPakT; 5 (V) : IGX1IYHSGX2TYYX3PSLKSRV (SEQ
ID NO:6) , HH X1 DekE, X2 hNekS, FH HX3 NakS; A = (VD) .
VSX1TSGX2GX3X4TYYADSVKGRF (SEQ 1D NO:7) , HiiX1 HA G S ViKY, X2 A D SEkY, X3 4D
Gk S, I HX4hSukT; Jf H L FHHVR-H3 W S AR P KR )74 L (VI .
ARX1GX2X3X4VX5GDWFX6Y (SEQ ID NO:8) , HAiX1 NEEKG, X2 NEELS, X3 HDEKT, X4 MATELV,
X5 MATL TERV, - HX6 A DEKG.

[0011] 2505 S ASCER AL T —Fi 55 A CD137 [ 4R AN s Al & A I Bk (131
L B B PUR S S R B Bk ik sk U 456 Bt & dagt nT AR ORI nf A7
X, Forp g A A5 X A0 5 HVR -H1 W HVR-H2FIHVR -H3 , FLARHVR-H1 A AR PE e B i DA R 4
TR T4 2 (XTT) (XITESX2YWIHWV (SEQ ID NO:853) , H X1 hFukY, - HX2 N
NkS; 2 (XITI) : YSIX1SGX2X3WX4WI (SEQ ID NO:854) , FHrpX1 SukT, X2 WHEkY, X3 hHEkY,
F HX4 A DG NEkS; DAL (XIV) :FSLSTX1GVX2VX3WI (SEQ ID NO:855) , H.rhiX1 MhGEkS,
X2 MAEKG, H HX3 WA GEkS ; FHHVR-H2 B SR a2t B FH DA T Ak 2 2 S R TR 7 41 -
2 (IV) :LALTDWX1X2DKX3YSX4SLKSRL (SEQ ID NO:5) , HHhX1 MADERY, X2 ADEkG, X3 HR.S
BkY, FF HX4 PukT; DL (XV) : VSX1TSGX2GX3X4TYYADSVKGRF (SEQ ID NO:856) , H:iX1h
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G.S VELY,X2 HA.D.SEKY, X3 D.GELS, H H.X4 MSekT; Hf HE P HVR-H3 S ARYE P 2%
R4 7 (VIT) : ARX1GX2X3X4VX5GDWEX6Y (SEQ ID NO:8) , HAiX1 HEEKG, X2 NEELS, X3
ADERT, X4 A TEkV, X5 HA T L TekV, H HX6 A DEkG.

[0012]  YEA— 510, A SCHRL T —F0 5 A CD13THIguR M gs it 25 S o bupk (B, 70 &5
P s PSS G R B A — 257 S, Uik i 455 B R 2 B AR X RN
AJARIX, Hor R AR X A0 A HVR - L1 W HVR -L2ANHVR - L3, H A HVR - L1 S ARYE T 2N 2 5L 1R
Fe 4 3G (VITT) s X1ASQX2X3X4X5X6X7X8 (SEQ ID NO:9) , HrpX1 AQukR, X2 D GukS, X3 M1
BV, X4 MG R ST, X5 P R\SELT, X6 HADF.S. VERY, X7 HLEkV, H: H X8 HA.GekN; Hrh
HVR-L2tu A4 N = 2R 741 25 (IX) 1 X1ASX2X3X4X56X6 (SEQ ID NO:10) , HhX1 A
5D, X2 HN.SELT, X3 MLELR, X4 HAEkQ, X5 SELT, Hf HX6 M TakvV; J H H AHVR-L3A 54K
Pre FL DA N 4 A s U 2 5 1R 7 41 - 5 (X) : YCQQXTYX2X3X4T (SEQ ID NO:11) ,Hr
X1 MALG.SERY, X2 HQ.SEkY, X3 T L. TekY, HFHX4 hI.S. VakW; DL &5 (XT) .
YCX1QX2X3X4X5PX6T (SEQ ID NO:12) , X1 MEskQ, X2 hP.SEkY, X3 DL S TEkY, X4 MD.
EH.S8kT,X5 DL TukW, Jf HX6 ML . P.RukV.

[0013] {5250 5 S A SCER AL T — i 55 A CD13 7 4R AN Es Al & A I Bk (131
o EUR) B PUREE S R B Bk ik sk U 456 Bt & dgt nT AR DXCOMR 4 nf A7
X, Forh i T AR X A S HVR -LL W HVR-L2RTHVR L3, H AP HVR-L1A SAR IR RS/ e
H) 3 (XVI) 1 X1ASQX2X3X4X5X6X7X8 (SEQ ID NO:857) , FLHiX1 HQukR, X2 4D .GukS, X3 ATk
V,X4 4G R.SEKT, X5 PR SELT, X6 HAF.SVERY, X7 HLELV, Hf HX8 MAEKG ; HAPHVR-L2()
B T AR 5% (XVIT) : X, ASK, X, X, X.GX, (SEQ ID NO:858) , HHiX1 hAEED, X2
JINEES, X3 HLEkR, X4 A EBkQ, X520 SEkT, H HX6 A TakV; I H A HHVR-L3A SR Pa M=
SAER T4 2L (XVITD) : YCQQX, YX,XWT (SEQ ID NO:859) , HFHX12HALLG, X228 SEkY , Jf HX3
MI.LEKT,

[0014]  YEA— 510, ASCERL T —F0 5 A CD13THI4nR g5 iyt 25 S o bupdk (Flan, 70 &5
P s PSS G R B A — B S 7 2, DUkl i 455 e B R 2 B AR X N
AJARDX, Hor i ] AR X A0 2y DL & Wi [ HVR -H1 JHVR -H2 FIIHVR -H3 : VH1 . VH2 . VH3 . VH4 . VH5
VH6.VH7 .VH8 . VH9.VH10.VH11.VH12.VH13.VH14.VH15.VH16.VH17.VH18.VH19.VH20.VH21 .
VH22.VH23.VH24 .VH25.VH26 . VH27 .VH28 . VH29 . VH30.VH31.VH32.VH33.VH34 . VH35.VH36
VH37.VH38.VH39.VH40.VH41.VH42.VH43.VH44 .VH45,VH46 . VH47 .VH48 . VH49 . VH50 . VH51 .
VH52.VH53 . VH54 . VH55 . VH56 . VH57 . VH58 VH59 R VH60 ; I H./ 5k #5255 i A5 X A 47 DL % 15
f{JHVR-L1.HVR-L2FMHVR-L3:VL1.VL2.VH3.VL4,VH5.VL6.VL7.VL8.VL9.VL10.VL11.VL12,
VL13.VL14.VL15.VL16.VL17.VL18.VL19.VL20.VL21.VL22.VL23.VL24.VL25.VL26.VL27 .
VL28.VL29.VL30.VL31.VL32.VL33.VL34.VL35.VL36.VL37.VL38.VL39.VL40.VL41.VL42,
VL43.VL44.VL45.VL46.VL47.VL48.VL49.VL50.VL51.VL52.VL53.VL54.VL55.VL56VL57
VL58.VL59uk VL0 (UFeLcfIr7R) o fE—L8 506 /7 S, iRk b 456 A Bt & gt il AZ (X
25k nf AR X, Forb i i n] AR ORI n AR XA A DL N & WIHJHVR -H1 VHVR-H2  HVR-H3
HVR-L1.HVR-L2FIHVR-L3: VHLAIVLL . VH2FVL2 . VH3FIVL3 . VH4 F1IVL4 . VH5 FIVL5 . VHE FITVLG
VH7 VL7 . VHSFIVLS . VHIAIVLY . VHIOFIVL10 . VH1 1LFIVL1 1 VHI2FIVL12  VH13F1VL13 . VH1 441
VL14 . VH15F1VL15VHI16F1VL16 VHI7FIVL17 \VHISFIVL18 . VHI9FIVL 19 VH20F1VL.20 . VH2 1 il
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VL21.VH22F1IVL22  VH23FIIVL23 \ VH24 FIIVL24 . VH25 FIIVL25 . VH26 F1IVL26 \ VH2 7 FIVL27 . VH28 F
VL28 . VH29FIVL29 . VH30AF/IVL30 VH3 L FIIVL31 . VH32FIIVL32 . VH33FIVL33 . VH34 FIVL34 . VH35 Fl
VL35 VH36F11VL36 . VH37HIVL37 . VH38FIIVL38 VH39FIVL39 . VHAOFIVL40 . VHA 1 FIVL41 . VHA2F]
VL42 \VH43F1IVL43 . VHA4FIIVL44 . VHA5 FIIVL45 . VHA6 FIIVL46 , VHAT FIVLAT . VHAS FIVLA48 . VHA9FI
VL49. VH50FIVL50 VH5 1 FIVL51 . VH52FIVL52 . VH53FIIVL53 . VH54 F1IVL54 . VH55 MIVL55 . VH5 6. H11
VL56VH57FIVL57 . VHS8FIVL58 . VHEIFIVLE9, 5k VHEOFIVLE0 (1 1cff7R) o

[0015]  7F 55— 517, ASCHR A T —Fh 5 A CD137 [ 4l N ab M e 5 5 Pk (i, 45 9
PR s PSS G R B A — 257 2, Uikl i 455 e B R 2 B AR X RN
AJARIX, Ho gk n AR XA A DL &5 04 B A 47X VHT VH2 . VH3 . VH4 . VH5 . VH6 . VH7 .
VH8.VH9.VH10.VH11.VHI12.VH13.VH14,VH15.VH16.VH17.VH18.VH19.VH20.VH21 . VH22.
VH23.VH24,VH25 . VH26 . VH27 . VH28 . VH29 . VH30 . VH31 . VH32,VH33 . VH34 . VH35,VH36 . VH37 .
VH38.VH39.VH40.VH41.VH42.VH43,VH44 . VH45.VH46 . VHA7 . VH48 . VH49 . VH50 ., VH51 . VH52.
VH53.VH54 . VH55.VH56 , VH57 . VH58 \ VH59Ek VHE0 ; I H./ 5k % #4 n AF X A4 DL N & T fH 5%
BEV]AR[X . VL1.VL2.VH3.VL4.VH5.VL6.VL7 . VL8.VL9.VL10.VL11.VL12.VL13.VL14.VL15.
VL16.VL17.VL18.VL19.VL20.VL21.VL22.VL23.VL24.VL25.VL26.VL27.VL28.,VL29.VL30.
VL31.VL32.VL33.VL34.VL35.VL36.VL37.VL38.VL39.VL40,VL41.VL42.VL43,VL44.,VL45.
VL46.VL47.VL48.VL49,VL50.VL51.VL52.VL53.VL54,VL55,VL56.,VL57 .VL58,VL595KVL60
(U1 cHR) AL—ECS00E b, Prikek U &5 & BBl & gk nl AR X i aE nl AR IX, =
R EE A AR DORRBE PTAZ IXCBIAE DA 1 2% 11 3 i ] AR DX A% A A7 [X . VHLFIVL L VH2
VL2, VH3 VL3 VH4HIVL4 . VH5FIVL5 . VH6 FIVL6 . VH7 FIVL7 . VHS FIVLS . VHOFIVLY . VH1 0 Fl
VL10\VH11HIVL11VH12HIVL12 . VHI3FIVL13 VH14FIVL14  VHI5FIVL15 . VHI6 AIVL16 . VHL 711
VL17.VH18HIVL18. VHI9HIVL19, VH20FIVL20 . VH2 1 FIIVL21 . VH22F1IVL22 . VH23 FIVL23 . VH24 F11
VL24 \VH25FIVL25 . VH26 FIIVL26 . VH27 FIIVL27 . VH28 FIIVL28 . VH29AIVL29 . VH30 VL 30 VH3 1 Fl
VL31.VH32H1VL32. VH33FIVL33 . VH34 VL34 . VH35 VL35 . VH36 F1IVL36 . VH37AIVL37 . VH38HI
VL38. VH39HIVL39. VHAOFIVLA0 VHA L FIIVLA1 . VHA2FIIVLA2  VHA3FIIVLA3 . VHA4 FIVL.44 . VHA5 F11
VL45 . VH46 F1IVL46 . VHATFIIVLAT . VHASFIIVL48 . VHA9FIIVL49 . VH50A1IVL50 . VH5 L FIVL51 . VH5 251
VL52 . VH53HIVL53 . VH54F/1VL54 . VH55 FIIVL55 . VH56 FIIVL56 \ VH5 7 FIIVL57 . VH58 FIVL58 . VH5 9 Fl
VL59, 5kVHEOFIVLE0 (U171l %)

[0016] 75— 51}, ASCHR A T —Fh 5 A CD13 7/ 4N at M ek 45 S Pk (i, 45 9
PR s PR G55 R B AR — 25 7 S, ikl U &5 5 B SEQ 1D NO: 11
SR FEIE34- 108 NI — M ER S SRR IR IL 45 5 o AE — B3 5 b, Puik ek b i &5
EE5ISEQ ID NO: LM BRI AL 34 - 93N I — Nk 2N R IR IR 45 5 o AE— LR SJiE )T 5
W BRI 45 P BE 56 FIHHSEQ 1D NO: 1S Lk 7k 3E34- 36 .53 - 5581192 - 934H pk [
I — NN ARG G A — B3 5 b, ik ek bl 455 7 B SEQ 1D NO-: 1
(MR TR R34 - 36 FH I — Pk 2 VR IR IR AL 53 - 55 ) — Nk 2, DA M el B R Tk ik
92-93H N ZAN GG AL LS S, DUk sk bR g5 S A B~ S 2% F EHSEQ 1D
NO: 1SR L 109- 112,125,126, 135- 138 150115141 B [ 41 1) S S s S v g — A
BN A T, PURER U 855 A B AN 5 SEQ 1D NO: 1S 36 R 7k 34109 -
112.125.126.135-138. 150115145 G . f£—L28506 )5 &b, ik ko 455 7 Be 9ok A ik
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H &8 (cynomolgus monkey) /NG~ KRR/ sk A0 2/ D—Fh E AMIFITEICD137 2 ik 58 X
R o AE—EE 56 1 S, PR B 4545 B S B D 13745 5 .

[0017]  fE—e57E 5 b, Prik ek i 455 B Bt & Bl vl AR DXCRR e ] AR X, Horp i
BETTAR X A5 A A SR FE HISEQ D NO: 711 [FHVR-HI -4 53 ZE R FE #1ISEQ 1D NO: 735
[FIHVR-H2 , DA S A0 & S S5 BR FEAISEQ 1D NO: 759(KHVR-H3 3 I H /583 H 5k i) 45X 40 2
AL A E R FF4ISEQ TD NO: 783[UHVR-L1 \ fU 55 JLH FFFISEQ 1D NO:807f{HVR-1.2, A
ML SR P 5ISEQ 1D NO: 831[HVR-L3 o A —2E5 it 7y S, Fig nf AR X A 2 2 S5 R Fr
AISEQ 1D NO:41,7f H /s 25k n A2 X AU & 2 B R 7 HIISEQ ID NO: 42 /12850 )7 5
W PR S EE AR EE , T H O A A S S R T AIISEQ 1D NO:617, ) H/ sk F skt
A5 FERR I AIISEQ 1D NO:618.

[0018]  fE—ME5fE 5 b, ik ek Hlit 455 B Bt & d il vl AR DXCRR B ] AR X, Horp i
BETTAR X A5 A A S LR FE HISEQ D NO: 71211 HVR-H1 04y 53 ZE IR FE #1ISEQ 1D NO: 736
[FIHVR-H2, DA S 0 2 S S5 BR FEAISEQ 1D NO: 760(1HVR-H3 3 I H /58 H 5k i) 45X 40 2
AR AERRFAISEQ 1D NO: 784 HVR-L1 U5 S LB FE4ISEQ 1D NO: 808[HHVR-1.2, DL
ML AR P HISEQ 1D NO: 832[1JHVR-L3 o A —2E5 it 7y Sy, Fig nf AR X A 2 2 S5 R Fr
HISEQ ID NO:61, 7 H. /ol ik il A7 X A1 5 2 55 R 7 AISEQ 1D NO: 62 /F LB 55 58
W Ui E Sy EE g AR, FOrp EE B S AU IR P IISEQ 1D NO: 619, H./ sk & 4Bk 5
FLFSFAISEQ 1D NO:620.,

[0019]  fE—Me57E 5 b, Prik ek bl 455 B Bt & B vl AR DXCRFR e ] AR X, Horp i
ST AR X A A A S S LR AISEQ TD NO - 731 FIHVR -H1 15 54 BE R FE HIISEQ ID NO - 755
[FIHVR-H2 , DA S A & S S5 BR FEAISEQ 1D NO: 779(1HVR-H3 3 I H /5l H ik il 45 X 40 2
AR EEIRFHISEQ 1D NO:803[JHVR-L1 U & % LR T 4ISEQ ID NO:827[WHVR-12, A
ML SR P 5ISEQ 1D NO: 851HVR-L3 o A —2E5 ity S, Fig nf AR X A 2 2 5 R Fr
HISEQ ID NO:71,7f H/uk 3 ik il A5 X A5 2 35 7 AISEQ 1D NO: 72 /F LB 55 58
o PO R S A A R, L BB O SRR I AISEQ 1D NO:657, 1 H/ B F Bk fu 5 e
FLFSFAISEQ 1D NO:658.

[0020] 5 S —Jy 1, ASCHRL T — 5 A CD13 7 4R a s A S S bk (Bl , 2y S
Pk, A A Fm ke n] AR DR R4 AT AR X, o JE g T AR XA 27 HVR -HL W HVR-H2FITHVR -H3, H
HHHVR-H1 A S AR HEE B H DA N 2 s 2 A 2 618 7 4 < 5 (1) 5 (TT) A (TTT) 5 HVR-
H2 (U SR HEE F DA N 4 s 20 S & B A1) 2 (TV) 5K (V) A1 (VID 5 I FLHVR-H3
AL EARYE A (VID) PSR 41 5 9 HL/ ek F 24 PTAZ X A 27 HVR - L1 HVR-L2FHVR - L3, Ho
HVR-L1E SR (VITT) SRR 7 41 HVR - L2 S AR = (1X) SR 7 415 I FLHVR -
L3t SR L H A N AR aln s sl 2R 7 41« X (X0 A1k (XD o AE—L8 5 75 K,
AR T —Fh 5 A CD13 74N NS Ik &S Sk (lan, o sshuid) | Ha o digk a4y
DR PT AR DX, Hor Bk AT AR XA 2 HVR -HI W HVR - H2ATHVR -H3 , FCFRHVR - H1 A S AR His 1k F
HIDL A R = L8R A1) - 3 (XTTT) Fist (XVI) s HVR-H2 A0S ARk DL R 4k
IR 2 S 5 R A1 - 2 (TV) A (XV) 5 - FLHVR-H3 A S AR B = (VIT) i 2 08 41 5 7F
H /8 F 5258 7] A X AU S HVR-L1 JHVR-L2FIHVR-L3, H A HVR - L1 S AR B =0 (XVI) 2 kiR
Fr 51 HVR-L2A0 SAR B X (XVIT) (2 3E0R 741 5 7T HHVR- L3 SR s (XVITD) 192 550
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Hle

[0021]  YE—28500 /5 58 HVR-H1 40 9716 F 1SEQ 1D NO:253-3124H sl AH M 2 EE R Iy
HI,HVR-H21U &8 H FHSEQ 1D NO:313-3724 s 4 2 LR 41, HVR - H3 41,25 1% 1 F SEQ
ID NO:373-43241 3% 1 ALH 5 LR FF 41 HVR-L14025 %8 F FHSEQ ID NO:433-49241 % (14111
SILEE P4, HVR-L240 2% [ FHSEQ ID NO:493-5524H s 1 2H (s 3Ll 741, I B/ 5k 3%
HVR-L3fU 515 F HISEQ 1D NO:553-6124 il [ A1 S 242 7 A1) o AF — 28 50 75 S, Bl v]
X A5 1 FHSEQ ID NO:13.15.17.19.21.23.25.27.29.31.33.35.37.39.41.43.45.
47.49.51.53.55.57.59.61.63.65.67.69.71.73.75.77.79.81.83.85.87.89.91.93.95.
97.99.101.103.105.107.109.111.113.115.117.119.121.123.125.127129F11131£H ik [
IR T A, I H/ ok 3 5 v A X 402515 [ FHSEQ 1D NO:14.16.18.20.22.24.26,
28.30.32.34.36.38.40.42.44.46.48.50.52.54.56.58.60.62.64.66.68.70.72.74.76
78.80.82.84.86.88.90.92.94.96.98.100.102.104.106.108.110.112.114.116.118.120.
122.124.126.128. 130111 324 B (120 (1 L B8 T 471

[0022]  fF—¥CsTh y 2 i HVR-H1 A SR Hade B =l (XTT) 5 (XTTT) Al (XTV) 4%
R EFER 41 HVR-H2 A0 S AR Ha X (TV) 5l (XV) (S35 0R 41 5 - HLHVR -H3 (0 &R
il (VID) PO 7415 I H/ ok 25 A HVR - L1 AR =0 (XVD) [ & 1R 741 s HVR- L2 A
ErRR TS (XVIT) (SRR 7415 - HLHVR - L3 A S AR 20 (XVITT) LR 7 41 o /E—LE St
J7Zerh  HVR-H148 2556 A FHSEQ ID NO: 709-7324H i [l 41 I S 356 41, HVR -H2 40 2510 1 H
SEQ ID NO:733-7564H i [1)2H 2 3L 741, HVR-H3 602516 F HISEQ 1D NO: 757-7804 %119
I IR FE 4 HVR- D140 251% 1 FHSEQ 1D NO: 781-8044H % (140 1 s e 5 41, HVR - L2y
Pk FFHSEQ ID NO:805-8284H i ALM Z 3 v A1), JT HHVR-L3€ 5k FHSEQ ID NO:
829-8522H il I ZAH 1 S AR 7 4 o A —BE 56 7y 2 v, Bl ] AR IX B0 %6 F FHSEQ 1D NO:
15.17.31.33.35.37.39.41.43.45.47.49.53.61.63.65.67.71.73.75.79.83. 851874 %,
M2 LR P41, I L/ ol e AR IX B 9058 H HSEQ 1D NO:16.18.32.34.36.38.40.
42.44.46.48.50.54.62.64.66.68.72.74.76.80.84 .86 F188L ik [ 41 [P S IE L 5 41 o F—
BOSTE e, PRk e o E AR, L B R st 1 FISEQ 1D N0:613.615.617.619,
621.623.625.627.629.631.633.635.637.639.641.643.645.647.649.651.653.655.657FI]
6592 il 1AL 2 TR 741, O H/ sk 5 ek B 202k 1 FHSEQ 1D NO:614.616.618.620.622.
624.626.628.630.632.634.636.638.640.642.644.646.648.650.652.654 65665851660
PRI R T4 o

[0023]  —2E5j fy 2 b  HVR-H1{0 2 24 25 FR P AISEQ 1D NO: 71155731 HVR-H2U 2%
SR FFAISEQ 1D NO: 7355755 ; HVR-H3{U & 44 3EFR 7 7ISEQ 1D NO: 7595779 HVR-L140 25
SIEFRFFAISEQ 1D NO:7831k803 s HVR-L21U & 24 SLIL F7 41ISEQ 1D NO:8071827 ; - HLHVR-
L3t & AR T ISEQ 1D NO:8311k851 . £F—LE5e /7 & i, Hidk i) AR X A1 25 S AL 7 )
SEQ ID NO:41uk71, I HERgE ] 48 X A 2 M J7 YISEQ 1D NO: 42572 /128 5it )y 58
W PR S E AR, Hh R B R R AIISEQ 1D NO:617k657, 1 HFREE 5%
FIRFEHISEQ ID NO: 6181658,

[0024] {1 —LE5Tj 7y ZEHR HVR-H1 A 2 4R 7 IISEQ ID NO: 7125 HVR-H2 0 5 S LR 7
HISEQ ID NO:736;HVR-H3E 5 S IEfR FFHISEQ ID NO: 760 ; HVR-L 1402 S 5L fR FF #1ISEQ 1D
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NO: 784 ; HVR-L2E0 & 4 EL MR P AISEQ 1D NO:808; Ff FLHVR-L3 £ & 4 SR ¥ #ISEQ 1D NO:
832 fr LUy S vp, HEE M AR X A A S AR T /ISEQ 1D NO:61, I HARRgE n A X A5
AR THISEQ ID NO:62. /-850 /7 &, Uik B & Brpb sk , Forh i gl 60 2y AR
JFAISEQ 1D NO:619, 7 HAEREE U 5 2 5L 7 4IISEQ 1D NO: 620,

[0025] 1 A] S5 AT i iR S e 7y ZE L A 1h)—Be S )y S vh, Dok bt &5 & BEbA 100nM
ol B /INIIK S5 A ACD137 (B4, A ok 5% 10 55 125 1 RS LAR BT &) o £E — 285067 &, Do
IREPUI 45 A Fr BEPA50nMuk BE/INTUK 45 5 ACD 137 (A1, Qna ok 1) 55 28 - R
).

[0026] {1 F] S5 ARAT TR S 7 S A S — B iy S PRk b a5 S B B ok s
HE& %5 (9140, GenBank Gene ID 102127961) /)Nl (5140, GenBank Gene 1D 21942) .k
f (B, GenBank Gene ID 500590) 1/mk4f) (5411, GenBank Gene ID 608274) [ & />—Ff
AEAIFIIICD13T 2 JIRAE MR o £F— 285 77 26, ik b &5 & B S i RCD 137

A
élﬁl]:lo

[0027] {1 A] ST Tk S 7 S0 S —Be ity S b, Y PRk U S5 A A B i
I, ACD137 (I, M A i A4 4niE ki) FOTE R .

[0028] 7t A] ST ik St 77 ZE41A 10— e ity 2, % T M ACD13745 A CD137L
RSN B, Uik sk BB 25 75 Fr BERUE 29 100nMs B /NI - e R AR (IC, ) o £ 2851
)5, M BUAREPTR S5 BEDA 29 L pMEl SR IR B AR, Suiikek i 455 B SE 4
FEMT ACD1375 ACD13TLIIARINGG & o A5 AT SR pir iR S 5 S 4 A — e 506 7 58 v, 24
SPuiksk b g & R B, ACD137 (B4, A0 an A Zni it - SRak ) (175 1
IH o FE—RE 5 7 2R, D137 (4N, FE A4 | 35%) Shuiknlpulin 45 & Fr Bz i S50
NF - kBAR AL S o

[0029] {1 F] ST iR St 7 S A0 S 10— B0 St )y ZE b Ui Bl 2 A 162 FelX AR
FRATHT AR ST S A — B i )y S TR B 2 A1gG4 FelX o AfE 285ty &+, A
1gG4 FelX A7 S241P A Hdh 4 5 B HEKaba t -1 710 o« 7F—L8 52 /5 2 , Pk Hi)i
G55 A BEASS [EZADCCRUN

[0030]  ES— 51, ASCHRAE T IS5 %8 HSEQ 1D NO:133.135.137.139.141.143.145.
147.149.151.153.155.157.159.161.163.165.167.169.171.173.175.177.179.181.183.
185.187.189.191.193.195.197.199.201.203.205.207.209.211.213.215.217.219.221.
223.225.227.229.231.233.235.237.239.241.243.245.247 . 249F125 1 [l FE 5 1) 2 A%
YRS EEBE T AR X, M1/ ki A 256 FISEQ ID NO:134.136.138.140.142.144.146.
148.150.152.154.156.158.160.162.164.166.168.170.172.174.176.178.180.182.184.
186.188.190.192.194.196.198.200.202.204.206.208.210.212.214.216.218.220.222.
224.226.228.230.232.234.236.238.240.242.244 246248 . 250 F1252[1] FE 5| 1) 2 A% 11
IR HT AR B P AR X o AE— 285 7 SR, AR T B2 FISEQ 1D NO: 661663+
665.667.669.671.673.675.677.679.681.683.685.687.689.691.693.695.697.699.701 .
703705 170717 M 2 A2 H TR GmAS I b AR diek , A1/ sk Fi B0 27 %8 FISEQ 1D NO: 662,664
666.668.670.672.674.676.678.680.682.684.686.688.690.692.694.696.698.700.702.
704,706 170811 [7 M ZAZ RS DU B o

10



CN 111511762 B W OB P 8/49 T

[0031] 7 55— 510, ASCHRAL T — M2 AZHR , H A AR BT AR st 455 B
HHRAT—A o AF — 2856 )7 S8, AR T — M 2R, R &0 SEQ 1D NO:133-
252[7 41

[0032] Sy —J5 i, AR T —Fhadfd, A8 ORI 2 H IR T — A o A —
BO ST S, B AR Rk A

[0033]  fE55—T5 I, ASCHR B T — P = 4iiE (il dn, 4n e 4m it Fee Rk 2 i < B2 e 4 i Il
FLehani (& aICHOZN iw sk 293 T4 ) &) , FAU & Ak (Y 2 AZH IR sl A R AT —
A o AE— 2B )T ZE R ASCER I T — Pl s btk ek b gy B ik s A T
APURSIUR G5 S B BN A MR RN A — 28 S50 Ty, BTk J5 T R R IRl 4
R =4 = A R sk U 45 5 B

[0034]  fr 5 —J5 1], ASCER ML T —Fh AL 51, R S AR Tk ek bt 455

B GHARAIRTAEYD) A — LA R 255 T2 I 3G

[0035]  fF 55— 10, AR TIRIT A T 2 2l i = i g A (Ban, J&e) 1Y
Ty ik, FAdEA s B e AT A SR A TR PR U &5 6 BOr/ sk 25 549
FR R — o A — B S 7 5P, AR T IR D S R 1 s g a6 A2 00 o ik, HoAu s
) PITaR S7 5 i TR T 8 SR A ST R TR i 45 6 BOM/ s 25 L W AT
— Ao A B Ty SR, TR Uy s A A 2 S e TR T A R 1 D —Fh (B, =
D E DR 2 D= R 2 DPORR 2D R 2 D10RNEE) J3ANETT I A — 2 S
S, B DB ANGTT I F LA N AR 2 s S R R 7 L S e 2 e Al ) ey
BT TR VAR A7 T o A — 28500 ) v, /D — PR 5 ANGIT Ak B FH DA 4
4 (pomalyst) GEISEE (revlimid) iy F N (lenalidomide) 15 B
(pomalidomide) Vb F|E i (thalidomide) DNA- %3l S 4ANT A=W IS 5 - TR ERE JER
BN EUCTLAATAR \FTPD - 1T \FTPD - LIHTAAR  HiCD20H 044 5t CDA0H TR  HiDREFTA VPt
CDLAPUA BT IMIPUA  HTSLAMETH T4 K IR AR T4  H10X 405044  HTHER2H A L HiErbB-2
P HIEGFRYUAR « VHZ & HihT (cetuximab) I Z H HPT (rituximab) « {2 ER BT
(trastuzumab) KM EHT (pembrolizumab) B T7 ik B i U« 2 AU
(fractionated radiation) gkt yT (focal radiation) &S E BT IL-12.IFNa.GM-
CSF RGP 244 1l AR EE RS T  Pofiess LA KRR 55 o« ASCA R I T AR 1y
A E W)U s IR G S BB ECRAEARIRT A ) R — N IR A R~
A I i A (BN, i) AN/ sk D IR A i L A2 0 T8 « ASGATR B T AT
WIHUAS SR S B GOEATATRT A 2) Wh AE— A il R A 75 22 A2t
FH S A AR (D, Jeie) A1/l D IR g AL RS 25 Fig -

[0036] N [, | SCRASC TR [ AN S0t 7 S0 — s — S sl A7 R e T 4 5 LU A
AT A S8 5 58 o AR T T BB AN At )5 [T AU E RN FOR AT 1 2 W
AT F X EE AR STt 7 S 2 e 1) B AR S e sk — 20k

M & 5% RR
[0037]  [&|1AZRHLG T i B T AR X (VH) (SEQ ID NO:13) Fofili25E nf 2R [X (VL)
(SEQ ID NO:14) , ALt FKabat CDRIE MIKEZARIX (HVR) & Mo

11
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[0038]  [E1B/H S5/NRCD13738 X B[ Fabsr iy (hits) L.

[0039] (&2 R PIME R AR A AT/ NG CD 13 7R ELTSALE A E o A/ INE A/ NE]
TEBATHE R AN AT

[0040] [ 3AZRHZRBIMESTASE A I/ NFRATR R CD 13 TR 3L T-FACSHO 25 5 AE o B~/ )N
PSS A/ NI TR T 4R s AN Rl

[0041] 3B/ RHHZRGINEDUARNIZ B hiik 2 AR SUSON PR bR o

[0042]  P4ARH RIS UARES SRS (I AR TAIIE , (HANE5 G i ) (naive) A TN .
[0043]  E4B/RHHAGLO13 1 SIG LI A I/ INERFIR B T4 R 45 75

[0044]  E 5/~ HH/RBITED AN CD13 T, ASE FABTNFRS I A DA &5 5 e 1 o

[0045]  [E6AFIEI6B s R BIMES TR FENTCD 137 5 H[RJR A AR CD 13 TLIMN &5, iX 1l ELTSA
(E16A) Fis AN E (E16B) 3K43 -

[00d6]  E7A R I I sUAT I ARGRAT O R/ E I 25

[0047]  [K]7B/xHi A (SEQ ID NO:1) EEEHE (SEQ ID NO:860) HI/NEfl (SEQ ID NO:861)
CD137 143 55 MR R 3586 Fh e 11 HFRCD13 T A1)/ DX CIIAR) IR 2 A e
[0048]  [&I87 HHAENFkBHR S FE PRI FR R BINE ST s sl T P

[0049] 97 H R BIMEHTIARAECD8+ TN (WS /NED) FTINE - y 433 OECHS/NED Hafd)
NI .

[0050] 107~ HHH22/NR R AR AR oI SR IO B issg Shas, DA K CD4" FICD8 T4 it ¢
IR R R o

[0051] 11 R R IVEHUARLECT26/ NS S5 i B i g e Rg Dh ke

[0052] [ 127 O R AARLEEMT6 /N LR R B R Fh o d 0 Bgg T3

[0053] [ 13 R~ HY ORI UARIG T 7 HICT26 /N AE FAR IR] e Jhieg 4 it P EOR f PR e i
[0054] 147 HA R oK PR HE R PR P A/ IN SR J A e S B IR A 2R 15

[0055]  [&15xHHAG1013 1A 7RADCCR Y o

[0056]  [E 16 R HRFIVEDUALE mk B N FRIHAR D IR EE.

[0057]  BE1ToR I RPIIEGUAR L N S 45 (accelerated stress condition) YR
EVES

[0058] 18 R H M EaENE.

[0059]  [&197~HHAGLO13 14T i i 2 B [ 100mg /kg (BIW) x 2 I AE 15 /INFR HA 30 AT L
B,

[0060]  [E]20 < HHAGL01317F fie e 22 557 [ 100mg /kg (BIW) x 2 N AF I35 /N HP 7% A 4 41
JH- 5

[0061]  [&217RHIAG101314F10mg/kg/ Jix 4 N AE B A ey -=tt

[0062] (&[22 RHIAG10131/E10mg/kg/ x4 MM %A JH-E5 1k

[0063]  [K]23 RHIAGLO13 1/ H I 25 Bl ) FFAIE

[0064]  F247RHHAGI013 14 KEHIH 25BN 15 FHIE -

[0065]  [E25 R H & B TARLE N FR I 251K 80 12T

12
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BASiEA

[0066] A.ENX

[0067]  BRAEAS S AINE S, 75 T 55 A T St R AN B AR AR B AT A i
TR G PTERAR 2 S o AN BRAE P SO A SR, S N R BORE RN iR = 4, I
HEFORIEN B4E 5 — Bk, 85 G AR PR TAESGE ey ik 4 Fngi 21
BEFE 0 AW B B BB N 1 BRI A A T i #4720 DA M i
T RERGE Sy Ik AN AN A 2SR o0 AR IR S AR A s R AN 1 B
TR AR SE AT H BT R L R

[0068]  JIASCAT T, DA N S ARGEAEILER s v BAT S B AR5 X

[00691  Jefii] “—/>/Ff (“a” A1 “an”) 7 &5/ Mk 2 AN/ Bl RIHE DA/ BTk
TR I A T 2, ot BAE— oot T — Aotk

[0070]  RiE “GIR S FR RIRFAE G B E R , LA S DRE ISP RIR A I S IR 1Y
TR ISP N A LAY o RIRFAE W) 2 S5 TR T FH st (4 5 i 4 A 1 BB, LUK R e
BRI AP TR, BN, R R R « v - R 2R SR N0 - IR 22 TR « R “G AR 26
D R B 5 RIRAAE N R S BAR R O R A A 454 , (F R CAR R 5 WAy 2 Bk e Ml
BEEREMIC 2B 1 i — B ReHIIN G RE “GEERR B 48 FA S AR
B G A R NS, (A DIRE AU T RIRAEAE I BRI S -

[0071]  RGE “Bui” fEASCH DA ) T2 1 S T R R 55 5 e PR ik (Ui
BREFEDUR) 2 ra DR 2R DU (B0, BV D) LA A B (i, F gk
AR FrBeakischv) , AR 13RI 2 A s B AT

[0072] R “Biik” S ARG A VR TE I H AT HE HAA s SRR R EE (H) SR S5 AH R
2 L) B R Z RS DUR g5 G B, o ERE ) « S ekl — N
I B i [T S AR T [ R e — N e A i S e B A
BEAENA AT TR X (FEARC G SNV, B 2 0 E X BB E X B S = A a5 A0
Cyyy > Cip MG g o FESRRBEAENR S A TR X (FEAR LG S V) |, B 72 = 0y — i I E
X R E XA B — NS5, C, RV SV EB R HAC, 5 BB 1) 5 —1H E 45 A3 (CHL)
EEX o VAV BN 2T B R — U S5 G i o TeMETTIAR F 5N A1) S DU S Ak B e DA K
PR THER Sy —Z IR B, IR B A 1O PR G S0 m s T I T gABU AR T RS TE A B 2
2-5 R ARE R T A M T HEI ZAN R -

[0073] VRNV, X ik 0] DAL -S540 F1 5 81 43 A 41 43 Bl AT s AR PR i X3k, 7ol = A2 IX
(HVR) o HVRECAT AT S IR AT (R DXk, B AE SRS (FW) ool TR TECER, T X Yvonne Chen
“E N (Selection and Analysis of an Optimized Anti-VEGF Antibody:Crystal
Structure of an Affinity-matured Fab in Complex with Antigen,]J.Mol.Biol.
(1999) 293,865-881) [JKabat CDREX (N2 WIKI1a) o %V FIV, = HVRFIPUASFWALAL,
DL R A S R AR s B R 3 R HES : FW1 HVR1 JFW2 \HVR2 \FW3 \HVR3 \FW4 o 75 A/ T3
T, HEREM) = /NHVREE AR MHVR_HI1HVR H2FIHVR H3 o I, 58510 = MHVREZAR HHVR L1 .
HVR_L2FIHVR L3

[0074]  HEEEAEREE P AR S SHuUE AR TAE I ES & Sk Uk e E X Al 50
FEERE H S AL A IS, B R AR RN S Fhani (a0, 0% 40 Fzsdigh

13
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K AGNIE—415y (Cla) ALBRPEMEFEP , AT HIE & Xl B 291208 E 2 5 Ak
BRI “T7 X EE:, R E A i RA L1072 A ER M DX . — K& I
Fundamental ImmunologysB7ii (Paul,W.%w, 2520k ,Raven Press,N.Y. (1989))

[0075] Sk FATA A S P Lt i 31 JHE e S5 A3 2 5B e A1 HE 0 W FHEH 2.
ANAIZEA (BRI H ) —3 o B T LBk (1 e S5 4438 (CH) OS5 R 771, Piik il +5
TE AR A Rl AR A AT R 28Tk : TgA  TgD TgE TgGANT M, HA7 B A # iy 2 Mo
(alpha) .8 (delta) & (epsilon) - y (gamma) Flp (mu) [ EE 5% . TeG2RP AR NT LAy Bt v &
BEY1-Y43—2 4 2 PO 2K T g6l 1gG2. TgG3 T gG4 .

[0076]  Ri& “PUiARTIT LW s buik i) “Ar2EW” R HRRE B 45 & Frd Buik i &5 A AR Pl
(B4, CD137) HALE 5 55— SARIE R I AT R B TR &R T 20 o - U AT A v
BT R PRI IR T 7 7] DR Frid ok e B gk KRR ek 2 K EREAE T —
MK AR BRBETAT AN A HURI A At — Ak 24 BB, sl kb
YUk 3 — - FAR AT DR B AW 5 o I — 50 - SARIM S B 1 A~ B P S S AT
PR ER BT G Tl Boido) DA A G 55— 1 SR AT ELA AR AT S I, o an FPERS:
UGN Z TR vyl 23l A (e W | PE AR ENEN = 8195 2 1| IR B BN S =X 55115 QB PR o P e |9
S e HAMD 7 5 5 — 00 F SRR R el 1 o R “PUATT AW iR SSRGS PR AR L
PR, DL CD13THU RN S FE IR - A B AT , v AR s S SR TR ISV S A AR A AT AL 1 9
<

[0077]  RIBPURR “DUH G55 BB 2 DU &5 G55 R TR PR B 5 iR bk pir 45
GNP (140, CD137) AHEE A IHRE 11—k A DUARIN “Dui g5 & B B 1L £
15 (1) Fab B, OV WV C MG, S5 A b —A4 B (1) F(ab”) B, OB S H
FEREE DX 1) i S B N Fab iy B A0 B (L11) RV, MIC, G5 4l sl R Fd B
(1v) FHPTIR I B [V, AV E5 RS2 B TP B s (v) RV, S5 A 4 i (1 dAb B (Ward 55
N,Nature 341:544-546(1989)) ; LA M (vi) 43 B0 B ANRGEX (CDR) »

[0078] Rk “Gior 17 Mk (1) Dok, @) Puikiptg5E B, UL B) JuikifTAE1,
F HUASC T E o

[0079]  RiE“4545CD137 (binding CD137/binds CD137)” 8k “5CD137454 (binding to
CD137/binds to CD137) " &R UNASCITE IG5 FAEARSNIE Fh PA100nMEk BE /N7
77 (K 5 ACDI3TINES G, BTk S NINE w4 an Lt fol4 BTk [t Biacore Ul E -

[0080]  RiE “CD137” Fl1“CD137 2 4K” FEAH 15 Hh A B i H, 5 HA$E ACD13732 44, LA K
FAZ R R DL KRR R« IR, QAT E A TR Z5 & AT 855k FER A
ZANPFIRICDL3T o A ARG, &5 50 10 T ACDI37R] DA e 2 e MR I HLonl g
ANFEI R Pl At AR R R SR 1

[0081]  RiE “CDI3THUA” JEFRAEME 5 ACDI3TZAREE S I AASC T E X Pk

[0082]  Rif “BREPUA” SEFE R EATA AN F S R s BB 3 A Pk, i an B 1T
A= PRI T AR DR s 2R A 1 1E E X R EE .

[0083]  Rif “Tor&hi &7 A8 MU AL B 1S 8 S HEPRIN Z5 S AR BT - AR A
TFESE BRSO B S —PuRm gAML 228 —HURfAAE |, B —hiik S H R
PSS AR R D 2,58 — Dk 5 28 —PuR e a5 o e S —PURINAEAE b, 58
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THUAR S ERAIR S S AT D AR L RT UL AEAA R XA AR U, 2
— AR LU 28 — Bk 5 B RN 1 1 AT 85 e A S — Pk 5 HARR s
T o SR, AR RRET A RTAS UG S — Pk 5 B RIR R A S S s oL T, Tie A
SEAAIA] S BRI BN, Fr iR U PR AR I “28 a4 255 e T — Dk 2 AR 2
o

[0084]  Rif “Fefir” ZHEHUN Sk GEPUR S BO A4S G r0E0 sy vl s 25 A
[ = AT & R L I S B R AN SR S BRI B R A » B2 S RTE B 1 il
AT it T AR AN R B 1l i = 2T T B 3R 67 0 5 7 FHAZ PR IR 7 AL RN 22
FEAN P B AL TR A (RIS SR AS R B30 1 S R IR o T 7 (1 25 TR B 1R 5 T B34 , 491
W1, x SRR 2HERZ R IR 5 O A S 1 A, sl SR , sl S P AR H
S PUA MR TR E S W BEYUEBA ST .20, B,
Epitope Mapping Protocols,ffMethods in Molecular BiologyH, 2866745 ,G.E . Morris
Gttt , (1996) o— HAME T B IIIERAL it ] AN AR R A s A ik
NI TR AR AR AL F] BB O TR R 115 B LR B BE T DA se ke
28 25 S AR R A OB TR SR — R R A T A XS 4 it 7T, LA AR AR e T 4 4
EIPUA, BISE R S HUR P PUA T H A2 04 “/ 44 (binning) " Pk mya it /5 A
R TFPCTATEZWO 03/48731H1,

[0085]  Rift “A:gf A7 SE AR PRI RN R X B AZ R 7 41, RN 22 il A5 an i M o
RAL 1B 2 5 A AR T AR T SR T G i e B AR Fh IR BUAR AL R T 41, I i i A BAT i
B T R rh Bl A S R R A TR

[0086]  RiE “WHELAV A7 i & H8 B EURZ AN IR A 0 F B Mo L i 467 B i S SE R TR 3L
LE BB A G QERSRA) 1) Sl SE R R e i (N- ) 2250 (0-8) F1oh
FR (0-81) FREL P E IR A Rl i AAE A SRR A Bl 3 7 i 407 TR 58 7 71
PRk o JITN-SE BRI O REEE A7 27418 < -Asn-X-Ser- 5 -Asn-X-Thr- , HAXA[LLE
BRI 2R 2 SN 3 S IR o RO “N- 2 F2 107 A0 - 1B F21)” SR FR i o0 5 S A ok
B2 R VR RS L P o N - R B P W o 2 AR P 452 5 O - P o e L e o K
W “TEWEA IR (glycan occupancy) " SR AR R BRI S IR S it oy (B, 58
B S8 7 3 AR AFAE Z DT NS AE R A s O B, 35— (0- ZME A 1
A3 A (- ZRBOL S 3D s (-SRI A 5 ) A AT DA KA S0 50 o 3

[0087] R “fi 4”245 P AR TARMGE A=A Elbsas (1 5T 22 o Bl ik o 4t it
ARG M E AN AR EAR T3R50, Bk di Tk i s ORBR /N KR KB B 19
WL B IR 40, % WICHO W BHK \NSOSP2/0YB2/0; 5\ £ £ sk 2 A2 SR My « i Bk it A
Fe Higiiie, DA e SE IR 2 ek B 41 2R N B FE 1 A o 12 ARTE AN 25 FLAR 1 32 R4 i, 1
A S5 X PRI 4R o KR RSB0 v A8 i T A s R sEmm e 4k b & A=, BT DART
AT BEA S AR AR, (BT B s A RS “h =4 RTEEIY -

[0088]  RiE “ NPUA” EAEH B BEA S 1A SR T VI 5k BT A B BRER 1 2
(PITAR  AARAE /N /NER AR AT A /N AR 2 32 TR v A o, AT mT 0 25 il
B KA P o A BUAA AT i sk A& L T 22 Ry 2 5

[0089] R “ NPT E 45 S RI T AP 7 4 R B R B fk Sr biid  AJE
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PUART 2k HAE A S E & BT — L8 sk fIT A CDRERHVR , 1o A AR AR AR E X A 2
T ANPUAR P 2 B R IR A

[0090]  RGE “Bl s PEHUAR” R FRAE AT TR B A iy 2400 3 La A1 b 41 g BRES ) frifd b
ATl o X BB T o TARAT AP (5140, TgA TgD T TgGANTgM) o [Nt LA % E (1) 45
PRI TN TV AV XA AR ) 2 3508 e MR 3B A A I o . e A, TeGS T
PUATT JE TS (140, TeG1 162 TgG3HTgG4) o [Nk, TeGI 2 LA b % E 454t
PRI STV AV, XA AR R R S R 7 A1 ) A3 PU AN S R ik o TS B2 DA K P A~
TGl 2 Fh g A\ BT 1) B R IE A X 1) S B R 7 A1 e AU 8 R o R LD I s B B~ PR A
FH TG 2 Hh U — N2 K AR P 2 R 7 A IAEAS S T B

[0091]  RIE “Ir B HUA” 5“0 BN S 500 7 2 8 A E bk sk &5 590+, H
(1) A GAEFRIRIRAS 55 FAR LRI KSR I 3 AT 5 (2) A5k EARFI A At
F1 515 (3) Hk AR A ek ; 5k (4) 178 F AR AN - 4 B DRI S e FR L 48
i HCD137 3£ ANAE L ICD I3 THTIA L L 81t 2 A e ke HAB A i AR A AR INAE B ICD L3 THTLAR
DA KORR T BL I S CD L3 TH LA

[0092] R “9 BILIRT 248 S AEAZIRIN RIS Fh AAAE R HAAZIR 2070 TR BRE PR 41
cDNABL & BCRIF B A1 S AR 731 AN, S TR R AIDNA , RGE “o5 B 1107 B 4E S AL R 41
DNATKARAR IR A A o T HIAZER 73 o fLadeth, “O0 107 AR AN R ORI T FIr i AR
)R NG v WEF o A SN IR SN R 71 I

[0093]  RiE “k 7 j& B E DU - B BL7E I 4 G 22 5 40 1R s “k 7 2 FE R E D
- B E R B R A

[0094] R K, &R E Ui - BUs U B s v 2. B A2 Hhk, Sk b (HD,
k,/k ) SRIFIOIT H AR A EERIRE ) K T EDTAR S B SRR IS Ao M R .
Kt/ N, MIFTAR I 25 S S 5, bR S 2 RIS A Tl o U, B NEEZR (M)
R R PTAREE FATIEE /R (W) R Z o Al Bt 5 45 5 R E DU - BUARIK,
B FT LA FHARSIUS Y R 4 @7 (1 7 T E o A E BUARK 1 — i i il o8 2 1 A5 B 1
PRI , W0 T A e 2 4, % 40 Biacore® £2% o 1l JIBTACORE™ £ Z5 k4 T I <2 i
J¥ (BIAcorelIiE) £EAATF I Sy Fh g o

[00951  RuE “MTFLBD” & 4B AL Sh W M AT SV i L Zh i) S i« N5 58
B 2 5, AN RER /NERC SRR 5 IR, W A0 0 O A A L B R DA
NPT A D), W - R KRR

[0096] ST IFL B R i IR E “HiBly (preventikpreventing) " & 45 TS
SAERPGR I A AE , ST Flm RSO AAE AR HH IR .

[0097] QAT T, A2 K741 2 TEI) “Fr AR — 17 48 A e BTk i 41 2 TRIAR AT ) 2 2
FRIM T 53 b « Z MKW U B 7 A1) [m]— R m] DA T2 R B LA 7 1 WiBes t £1t \FASTADK
BLASTH HiHb#fE (W, Bl iPearson,Methods Enzymol.183:63-98 (1990) ;Pearson,
Methods Mol.Biol.132:185-219(2000) ;Altschul®: A, J.Mol.Biol.215:403-410(1990) ;
Altschul % A ,Nucelic Acids Res.25:3389-3402(1997)) . 41 HiBestfital (= HAth 7
AL RR B R ST AR 15 5 275 S B T 7 BLR 14095 % [F]— PRI, 8 240, 1S
1E 22 SR T AN K E R R A 0 et B vk 258 7 40 i s B IR TR FE 1 L
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BRI A TR e 1 25 % o AL 22 IR 2 AT [Pl — 1 1 40 LU A — bk 5 i FH AR
ANTPRIPTAA S 5T B Bl A

[0098]  {EH MAARSC T E XS5 &+ (BlandiR) 5 E S SRR (Bandi) i A
{EHIEE, RiE B kgt & (specifically binds) 78k “5. . Bt 454 (specifically
binds to) " iEIBAELAER LM N, a1k H—"shint iy HArpus 5ok H A
[F SR ELR R4 (antigen orthologue) Z [RIfEHIXC Ay AR )« dnfEASMINE
HRITRAGE (A, ARCD 13745 1553 - LA H A5 5 KBl NERIFICD 137 (EC5011450 9% LA FIEC504%5
G ACDL3THY I, B2 TR CD13TEE &0 - vR Ay 5 N CD L3 TR Stk 25 & Uik 25 ks ek
RTDAE FHASSIUIE O RN 5 000 0E o It 2807 5 S A9 Ao 4 (58 FHPHA SRR I A 4R FACS
Western blots.ELISA-.RIA-.ECL-.IRMA-JURAUIL 44 .

[00991  {EH M AR E X EE &+ (BlandiR) 5 E S SRR (Band)i) i A
YEHIN , RIE “RBESE & (selectively binds) 78k “5. . e BM45 4G (selectively
binds to) " EHRE4 EM—4 LM N, 4550 Aok B — Dkt bR GEanA
CD137) 552k EHAHIF s i A [F BT G A CDA0) Z [RIE R4 I RE /T« A EARSINIUE
HRRFAfE I, APRCD 13745 50 DA H 455 A CD405k A CD134[KJEC5011)10 % LA TN IIEC504% &
ACDISTIYUE , AB 2 Fr ik CD13T45 431 br 5 N CD13T LR BRVESE 5

[0100]  SCTMHIFL B E’J%ﬂ?&ﬁﬁ*lﬁﬂ/ﬁkl% “YAJTT (treat.treatingiltreatment)” /&
AT A IR IR IIPRT FL B S EOU B sl 2 380N o I BE sl A 2 AR, AT A s
(R —Rhak 2 PR (B, e A= KR/ sl A%, sl e e A Best AN/ sl P S HoAth R
JHEE) (R0 e ™ E AR ERRRAT, , B I3 IR B R Rk — 28 T SRV 455 1 e el o £ 7657 I
FLAPIRERAE R L NSO, S EE Bl 2 3808 AT A K e 4R A o — 20 AR K sl B A
TR AL e B A A e ORI D | Sl FLE S R B2 e o T R
JHRT DA sl W) o 5140, AR LB N, B2 A ATRERS ek s sk PO b
TSR NBGE I BAE IR BN T T B SO o AT, I RS AR T BE T 4K L 5056 25 248 i
FAMR SIS 5 R I B R R INBIRE A Rl I o 6 TR IR 7 I SR, i PR = A=
AR — B0 S SR AR AR AE L, v 20 i A o250 20 4 v 25 iR
B LU TR 2R DL M 25 B 7K o DA I PR R A= m R 2 r A IR bR M i b o 1]
B, AT AP 2 UGS , 7 A AR ARSI A SO E - &
[0101]  RiE “BA” R FRREB B M IINSRALIR 7 - HEIR 7 1 SKRAZIR 7y -1l AR
AR Bl 2H R R BAAEIR 7 o X SRV A Al A M A s e B P
I\ RIBINRALTR 53— o BT DA JTORE R PR L P61 REDRL B AR o 25 5 B R . —
SR AR 5 INAE 4 R 5 2 1E L an i n 3L b, O FLH 55 7 32 BE R A — i 2 il
(g0, AEBT DA FLE AR o D — SRR A HAp 5 NI 4 = il rh B = ()
1, FL AT R A RS RSP A R 2 AR NN FLED AU < BRI HE S AR e A 2T
A FRIBINRALIR I AR ) 5 — 5 E 28R A BRI PR O SRR AR Rk ki R A X
Bl ARIEINKAZ IR I AR 48 1l P 41 o RN T SR 2l PR 1R B 7 B R AN e g e o, {HL
ABEENE : EAT TR AR SR AR rh A ] AH AN RS AR “BA” I 25 A R U 1 A5
JEHIHRE  RRAEHE T LTI e R () P R AR M ARk A AR PR g SRk A
[0102]  FRIAESIIME R, T A TR 5 R AIEOR 0 AR P AU AN H A A5 ] 5 1
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51 AN 28 [ 25 b — e P AT B AR SE 232 Sk Fp BT s PR 5 TR A T o LSS5 Skt AR
B4, Sambrook flIRussell ,Molecular Cloning,A Laboratory Approach,Cold Spring
Harbor Press,Cold Spring Harbor,N.Y. (2001) ,Ausubel® A\ ,Current Protocols in
Molecular Biology,John Wiley&Sons,NY (2002) , A &xHarlowAllLane Antibodies:A
Laboratory Manual,Cold Spring Harbor Laboratory Press,Cold Spring Harbor,N.Y.
(1990) o g S S ANl b R AR AR S il i U W45, QnAR sk Fh i 5 i ok i sl A A S ik
FPAT o GASCHTIA I AT T A HUL 22 LA S B 2 25t 27 25 A I an £41%, DA
KPR i« & A AT DA M B N2 1 S 2 R e AR & AR U A AT
T BIIREE FRHEBR T 5 5 50 T 5l o B Ak DA KB A TR T -
[0103] AT T, 20 M T 2 BE e M U445 5 a0 5 T 7% 2 W Tmmunology - A
Synthesis (382 ,E.S.GolubMID.R.Gren%#%H ,Sinauer Associates,Sunderland,Mass.
(1991)) .

[0104]  B. 5 ACDI3TEEAINEE4)

[0105]  AATHEEE T 5 ACDI3TEE S I B S o, BAECDI3THUA L CD13THTik 1t
JREs B, LA CDI3THUARIINT B o AF — 28500 )7 2R, 855 0 2 A ST ik AT 4t
T, BT TR 45 S PR M H TR OE T-HVR A AR [X (VLA VH) TG (B4, 1gG4) sk Al
A I AR S BER F7 A TR BT o A7 — 2850036 7 ZE v AR AT K S0+ iR &5 &
5 ACDI3TE S, I HEA VL FOhaes b b —A (B, = b—A> = DA =
DA DU D HA VR DA BT\ ¢ () LA500nMEk B/ NFIKD
ACD13745¢E 5 (b) X ACDI37 EABEhFIEE 5 (o) £ iR 2 1000nMP I N A~ 55 A 0X40,
CD40GITRAN/ sk CD27 324k & 15 (d) 53 /Nl KRRk AICD 13732 MR RV 5 (e) A5 [EZADCCEK
75 (F) AR AR R 4uf AR 5 (o) Wi A TR 7 1E T LK (h) BHIrCD137 5CD137L 2 [H]
G o AF 2858 J7 S R, RS TT IR ek v] DARH W , 451 an 52 4= FH T, CD137 55 HL A fA
CDI3TLZ [FI & o ASGATRME T 5 WA R PRk 45 5 P Boh i —Fhak 2 Fhxe
N sa4eahi NCDL3TIH— Mok Z i CD1 3 THiik sk b 45 1 B

[0106]  fF 285057 S, Hrikak R 45 & R BE S SEQ 1D NO: 1) S B 7 Bk 34- 108
W — DRI IR IR G 5 o AF— 2890 )7 S, Buik ek bt 4s 5 ) Be S SEQ 1D NO: 1
(P2 IR L34 - 93N — Dk BRI IRIRIL 25 5 o AF — 2050 )7 0, Uikl i 45 &
FrBCS5E H FHSEQ TD NO: 124 B R 7k FE34 -36 .53 - 55F192-934H i I — ik 2 ad 3k
FRERILEE G o A — 25N )7 b, HUikEk Bl 4545 FrBr S5 SEQ 1D NO: 12 SR 7k 5k 34 - 36
H)— A 2 B FE R IR AES 3 - 55 HI I — D E 2 A, DL R B BRI L 92- 93 i) — ik %
MG AE BT o, PRk bR S5 S B S5 FH HISEQ D NO: 1 s AR PR 7 ik
109-112.125.126135-138 150115141 (1 4L S RIS HH I — DM 2 A A5 G o AF 28
ST, Dk bR g5 S F BOANSEQ 1D NO: 1 2 3R R 3£ 109-112.125.126, 135~
1381504115145 & MR TR 855y BeSh e SR R AR 110 J5 ik ATl ARSI B R0
VAEART T TR T, B AE BN, 1 R 25 B AR R VELTSA Sl i i v AN IE L i 4 &)
JE EMSASE o fF — B850 77 S8 v, PUikal it 45 & R Beah S U IR a2 55 B 1A
HARMIE (04040, AR ShEfin) .

[0107]  {F—2852e 5 b, Fuik sk Bt 45 & BEVA Z9500nMelk B/ (B4, £3500nMak 5
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/NGZ3400nMER B /1N s 29300nMER B /N 29200nMEk B /N 29 150nMik 5 /8 29 100nMik B /)N 2
90nMik B /N, Z980nMik B /N, 29 75nMik B /N, Z970nMik B /)N Z960nMik 5 /)N . Z550nMiEk 5 /)N
Z940nMik HE /N 2 30nMiEk 5 /N £ 25nMik B /)N 2520nMiEk 5 /)N 24 10nMik BE /)N £ InMik 5 /)N
250 . InMuk B /NE) KD 55 A CD13745 G o A2 — 28500 /7 S, Pk sk i 45 & A B 29
100nMuk BE/NEIKD 5 A CD13745 ¢ o AE— B8 5006 /7 28, iR ek fli 455 B LA 2950nMek BE
/NIKD 5 N CD13745 G o Ml Hiik sk bl &5 & BeKDIT) g 72 AT 4 FHAR &5k 0 R AT A
TEVEAT AR, sk T S B AR R JELTSA SRR R E B AE L B A A E JEMSA
T AL —LE 5 7 SEH, KD i 2 [ 55 25 - AR R (W, LA B S .

[0108]  ${CD137HTIARMNAIAIIK , LA R A B I a0, Sl Fe y S2AARAER N S,
11 2 oD e U E RO T2 T4l iy S5 H o AE— B8 5006 7y 2, AR iR iyt
IR 55 BOR A CD137 B B Eh G 1 o AE— 2L 5050 5 &, 243618 A CD137 Ry 4n i
(B, A4l Bk ek bl 456 R BN, Sk bl 456 R B S ACDL3 T — ik £
T (BN, —Fhok 2 P Aok BE 20 Fh =Pl BE 22 FhaEe) T PR o 2% FHCD 13 7 PR 2 AN & 2 K
[ B AT B E AR TN -« BRSO 5 5 TAN IS 5 5 TN I AT TR A
T FLREL Ui N -0 W GEANTL-2) 195 S, AN CRAZ AN TS LI 5 S o FE— ek
i 77 26, —Fhik 2 FCD137TiE PR A2 CD137 S H AR &5 & o M CD 13775 1 (41, NF-xB
PRI AN/ sk T4 A I 5 S5 100 e ARSI LRI, s, D, 2 Hh DA b 505
BB BTk (1) 5 7k o A — B8 50T 7 26 v, PpRk ek bl &5 & BEG sk A CD13 7114
(B, A\ 4HJ) HRINE - kBRI 5 55 o AE — 285006 77 2 b AR T S Uk sk 45 &
BRI R 4 (B, A S du iz, ok 5 RN RS TR B Ml B 4a)i) |, 72 S5 duik
WU S G Bl SRR CD 13T AN (B0, A 4nJife) H  NF -kBIRRsE 4 1 B N2 10 %
Bk B 25 220 % 5 HE 25 230 % 5 22 L A140 % BE 22 L 4150 % 5E 22 . 24160 % 5 E £ 4
70% Bl B 25 . 2980 % mk B 25 . 2990 % 5l B 25, 5k 299 % uk B 25 o fF —BC s 5 S8 vp , A T4
SRR g5 G B B RO S A (B an, A S PuiRE i, s S RO R R R il
SRR A SPURkEk T g5 R B R 2Rk CD137HI4iiE (ldn, A 4ifi) i, NF-«Bf&
RO SR N2 215 V365 AR% V515 6 1%V TH% 8% 915 . 10£% . 1001% . 1000f5 5k B % .

[0109] LBty ZErh, uikak o 455 B0 (BIan, B30 «/INe R U/ sl dfy
CD1373E XN o AE—EE S )5 S0, PUAR B PR S & A B S RCD 13748 XU N o /F— 28 5T i
7 & BURE TR 455 BES /N CD 13738 U o AE—28 5056 75 S, PRk ek bl 455
Fr B R CD1 37238 XN o AE— 285001 )5 S, Dk ek Bl 256 R B9 ACD 13728 SUS R .
(E—EE 5005 6, PR s 455 B BESR A/ N CD 137 s AN K FRCD 137 5 i ANSHICD 137
/NERATR R CD 137 5 /N AIAICD 137 5 RERAIAICD 137 5 4%  INER AR B CD 137 5 35 /N AT A
CD137 ;4% R ERASICD 137 5 /NS R ERAIAICD 137 5 e« /INFRL S R ERATIAICD 13728 SN o 41
— S g R AR A B BEZ9100nM N (40, AEZ91nM R W ZEZ)10nM W AEZY
25nM N AEZJ50nM [\ AEZITEnM [\ AEZJ100nM 1) 22 SN o M ok ae S MR 5 18
AR LRI, L FEAE AP T3 1 5 29 1 AR R VELTSA SR i e S P i 845 A AE
EMSA%E o £ —28 57t 7 5 v, 32 O N PEIE I ELTSAM & (Z WA an, DA N S5 12) o

[0110] 7285t )y b, HUAAS 5 R ADCCRLY o I ADCCERUN 1175 1 (I, A4 PN 77 1)
SEARGUIR AN, EAREAIR T2 DA SRR [ 75 1k o A — 285 S, AR
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TR PUARAT [ 2910 % [FADCCRINY. (A5 2910 % L 295 % it 291 % i
250, 1% 290 01 % [FJADCCIY) -

01111 A 205y b, PriRkek Bl 455 BERe Al g an e A= 4/ 0958 o A — 2851
T 77 ZE AR TN S HUARE DU S G B Ak et B R 4n e, Y S ik ek b S S
B M, g 4 i A K/ 358 s A il 22 /0 295 % (fildn, 20295 % E/D£510% 2 /D4
20% 2/ 2J30% /D240 % /D250 % B/ 2160 % B DAT0% /D280 % /DA
90% , B /D 2)99%) o fE ST S A BRSNS G BT 46 S i, Dok
BTSSP BC R B IR NS A B IR AR o A — 2B 506 7 S AT Sz R 4 i
TR (B, e TR sk U 85 & B2 i L ikl b 856 B BL R g s il A 1 i
R D2 D Z59% (BN, Z/0255% 2D 2J10%  E/D2920%  E /D Z)30%  F /DY
40% /D Z150% F/DZI60% B AT0%  F /D ZI80% /D290 % , 5k F/D£4199%) L
DUTIIRR AT e A K/ BB TR AR/ sl SR A I T 5 TR AR LRI , G, B, 22 Hl
DL 5w 10 ik i 75 7

[0112]  fr—2e50E 5 b, Puik kb 45 & B B iE HA i 7 VR o A — 285007 56
W PR U S5 G BB RE I — ek 2 P AE SORE R o AE — 28 5 5 S H, Y It
RSP 5 B, M R 1A i i N0y il e 28 i

01131 fE % —J5 1, AN TR EE T SARN TR E TR A —Fh, 15 WAG10058
AG10059H1/5AGL0131 5 ik A8 X 3E Frah 5 NCD13TIHY 4 B PR « A — AR5 E S5 17 &,
ARTHREE T SRS TR S UAR R AT —Fh e Sl s e 454 A CD137 L [yAHIA] 2%
P B HUAR HUAR S ) — PR e ol ae a4 455 (1 BE 1T LA A& 2 RN bt 45
HIENE , W WBIAcore s AT ELTSAMIE sl sCAHIA B, W LA se v AR A TR Bl e
PURLEHIZA: 5 ACD13T45 G, AR e I M Rk 45 5 CD 13T RE /1 o ansR Mt ke
i SRR PED AR 255 2 CD 137, B 2R &5 & 2 SRR R A7 2R,
AR TAABEFII 455 20137, AP 2 MR BTk 45 & 2 TR T 45 & 2= A AE (]
TN B AL, S AR FAT o I SCEE P LA 25 7 90T, i AHELTSARTA,
FACS Bl % 11 55 25 1AL o

[0114] LB )y 2k, Buikak oI 455 BRI CD 137 55 HL 4k (31141, ACD137 5 A
CD137L) Z [HIfN & & o AE— 25 )7 S8, HURek B 85 & BEAE R INSHIBTCD 137 55 L it Ak
IR G G o AE— o5 7 b, W T RHMTCD137 S HAUMAIN 45 &, Pk ak b 454 B B B
A £1500nMEk 5 /)N (B4, 29500nMik B /N . £5400nMik B /N . £7300nMik B /N . £1200nMik B/
23100nMak B /N Z350nMik BT /)N 29 25nMik BT /N, 29 10nMak B /)N 29 InMik BT /NEE) f 2 fe KA
B BT (1C50) o fF—8 56 /7 2, 5T FAMrCD137 5 HFl AR 45 &, Bk Ek HUR 45 75 Fr B
FLA 29100nMik 55/ NE) 2 e R EE (TC50) o 7F— 2855 7 Z2H, 24 DA £ 100nMik 55K (15
A1, 2100nMk B 29500nMil 5K L 29 1pMak B 249 10pM ik BEORE) 13k BERRHLINT, HifAcak
P& B Ge W ACD137 5 A 25 G o« A ASCHT T, RE “5e 4T (complete
blockingikcompletely blocks)” PRk sHiR 4G A B R —EH S B _EHe
ML IR D E D 2180 % (N, /D ZI80% /D ZI85% /D £A190%  F /D £4195%  ZE /D
2399 % %) [RE ST - MR PUARS PR 455 B BEREWT 58— 85 11 5 (lan, CD137) 588 — & 1 i
(il 4n, CD137L) B &5 A I fAE I e ARGBE E A, U HAFR T2 HiBIAcore 3 #T
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ELTSAMIE Fim 4R (0 nan, LA B 576 1516)
[0115]  B-1.CD137H14k
[0116]  fr—BEJ500], AN TR T —Fhor PR, HAESEQ ID NO. : 1 PRk 34 -
1085k 34- 93N [ A7 I 455 % A\ CD137 A28 5it )5 S, kA5 0nMEl B/ NPK &5
CD137, Ui 2 111 55 25 - PR AR I o (1) o £ RS ST 7 6 v, P il DA 058 Y Pl S e
AN R SRR A B R A1) 32 1) 2 /D —Fh | A\ AE SO
0171 fE— AT AT T — Py s, A& sk v A XA EE v 47 X, &) H
HA B ] AR X A S HVR -H1 JHVR-H2FIHVR -H3 , L HVR-HI A S AR08 B i DL 40 4H 1
R IEL ) 20 (1) :X1ITFX2X3YX4THWV (SEQ ID NO:2) , HoAX 1 hFukY, X2 HSakT, X3 h
G NEkS, FF HX4 HAGekW; X, (1) : YSIX1SGX2X3WX4WI (SEQ ID NO:3) , FLrpiX1 kySekT, X2 H
oY, X3WHEKY, 7 HX4HADGN.SEkT; DL (T11) :FSLSTX1GVX2VX3WI (SEQ ID NO:4) ,
FHHX1NGELS, X2 ARG, - HX3HAG\ Sk T; FFHHVR-H2 6 AR s FH LA N4
tg’j GRS P41 2 (IV) : LALIDWX1X2DKX3YSX4SLKSRL (SEQ ID NO:5) , FLHX1 MA.DEKY, X2
JDERG, X3 WR.SEKY, F HX4 AP T; 3 (V) : IGXIIYHSGX2TYYX3PSLKSRV (SEQ ID NO:6) , I
FIX1 ADEKE, X2 NEkS, 7 H X3 NEkS; L (VI) - VSX1ISGX2GX3X4TYYADSVKGRF (SEQ 1D
NO:7) , HoriX1 MALG.S ViKY, X2 WA D SEkY, X3 WD GEkS, I HX4 hSEkT; 7 H I HHHVR-H3
A AARTE RSB 741 23 (VID) : ARX1GX2X3X4VX5GDWFX6Y (SEQ ID NO:8) , HirhX1 ME
kG, X2 NEEKS, X3 HDEKT, X4 WA TekV, X5 HA T L TekV, F HX6 A DERG; I H./5k#b) H
HHARBE T AR X A0 5 HVR - L1 W HVR-L2AHVR - L3, E i HVR- LI SR s N R SILm 41 R
(VITI) :X1ASQX2X3X4X5X6X7X8 (SEQ ID NO:9) ,HhX1 HQekR, X2 D.GELS, X3 HTEkV, X4 h
G\R.SEKT,X5 P R.SEKT, X6 HADF.SVEkY, X7 HLELV, I H X8 MAGERN; H A HVR-L2fu 25
R N 02 IERR 741 7 (IX) : X1ASX2X3X4X56X6 (SEQ ID NO:10) , HrpX1 MA=kD, X2 N,
SukT, X3 HLEkR, X4 HAEEkQ, X5 ST, J HX6 ATk V; I H A HHVR-L3 A S AR Pk H i DA
TR L IR S R A 3 (X) - YCQQX1YX2X3X4T (SEQ 1D NO:11) , FLrhiX1 A G Suk
Y,X2MQ.SEkY, X3 NI L. TekY, JF HX4 HI.S. VakW; DA A (XT) : YCX1QX2X3X4X5PX6T (SEQ
ID NO:12) , H X1 NEskQ, X2 P .SEkY, X3 DL S . TekY, X4 ;D.E.H.SEKT, X5 DL TEkW,
- HX6 HL.P.REkV.
[0118]  fF 2855 S, ko] A & B0 T FHSEQ 1D NO:253-3124H a4
(SRR MIHVR HL HAT s H FHSEQ 1D NO 313- 3724 B ZH 1) = R A1 [THVR_H2 .
HABEHHSEQ ID NO:373-43240 1A [ 2 412y M WHVR_H3 FAF 4k H FHSEQ ID NO:
433- 4924 B W M 2 5Ly AIIHVR L1 HAT7 06 FHSEQ 1D NO:493- 55241 i 4 1 ad Ak
FRIFAIFHVR L2, M1/ sk B 1% [ HISEQ 1D NO:553-6124H sl (140 s S8 7 A1 fIHVR L3
[0119] R Hse sty 6, iR T PLA 2 FAT %6 FTFHSEQ 1D NO: 13- 1324 il [ 21 1) 2 i
Ry AIIVLAN/ sk VH, FE AT DL st 43 71 gt 1 FISEQ 1D NO: 133-25241 il 41IFDNAJT 4]
it o
[0120]  fF 2850565 S, ko] A & B0 T FHSEQ 1D NO:709-7324H a4
M2 EIR 7 HIFHVR_HL HAG 28 H I SEQ 1D NO 733-7562H Bl 1 24H 1 2 S Fy AP HVR_H2
HAYEHHSEQ 1D NO:757-7804H i1 2H [ 2 B2 Fr ZIIFUHVR_H3 . B3 106 FI FHSEQ 1D NO:
781-8044H Al I AW Z AR T AIIUHVR L1 FLAT %6 F FHSEQ ID NO:805- 8284 il [ 2H 1) 2
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R FE A FHVR L2, M1/5k B8 [ FISEQ 1D NO: 829-8524H B [ 4H (K S ALla 7 41 (FJHVR_ L3
[0121] A HEEesh 5 5, Pk n] DLfu & LA 1% I HISEQ 1D NO:613-6604H il i 24H 15
BLTR A R AN/l EE A (B0, TeGits AnT eG4 REL) , HomT DAEat it 75 31 Fhak F HH SEQ
ID NO:661-7082H (1) 2H [)IDNAFT S| i o

[0122]  ARSCHTARRICDI3THUA T LAJE TATA A2, 15 A TgG TgM. IgE . TgAuk IgD . Lk (1
&, CDI3THUARIE T 1eG2k , 15 UNTeG 1 1g62. TgG3k T gGAl 2k o T LA FHAR &SR ) KN 5 4%
CD13THUAR M — PR 240 by — B2 skl 2 o -7 A Je T T EE A 2R sl 2 4t
PRI T A RE DL N 5 45 BS4m S CD 1374 A 1) B (A A4S CD 1 3 TH AR 4k
[IAZER 5 53 S AV DX TR 7 210 5 0V e 210 5 i S B2 i 288 sl NI I 1) B e 18 7 DX 1) e A e 85
P P SRR RS DR A A s DA SR BECD L3 T4

[0123]  JLAh, ARSI T DR B vk 2 valie (B B vl

[0124] RN THZBE BARS B HUARIN S 15 LaFT L bR A1) HE [ BREE o i ek 1) Higk
AJAZIX \TgG2 AT gGANN e 1y 4 Hgk ok n] AR X DL S e KRB AZ H TR AN TR 7 41
18 N .

[0125] A TFAOH T AT DA i ARSI L RN B Az, udl i I e Ay 7, 9l an
FRAERANIOZLASEOAR (B WA, Kohler fiMiIstein,Nature 256:495(1975) Bk 4Hji0[H)
i s BURR LA, S EE A PUABOR, 40 NS4k .

[0126] xR A SRR SE AR 7 o T e 2 RN W s R G A Ze . T
o3 S RS T o B I IRAN I 1) T35 7 SRR AT R o« Bl S R A (D, Bl
R A1) AN A Tt AN o AT TS A A THER A CD13 740 1 —Fh Ok Pl A1
(197510 M XenoMouse " Zh#H) 2 Zi 1134k il - XenoMous e ™ /N T RES0ss 10/ N &, Hof 2
K B N e BR AR 1 R AT e 3 DR A I FLAE /SRR oA A rh A e b o 2 00, il
Green®: A ,Nature Genetics 7:13-21(1994) FIW02003/040170 .44 HCD137HU Gt
CD137THULE 53 BN/ sk 4k CD137 , Ll tiCD137 . & T PAECDI3 71 F B, w5 AICD1371H) 41
fughaiFgteg, JUHJE U SEQ 1D NO: 12 LIRS 1E34 - 108134 - 93[1CD 137 4HJfu SN &5 g bk
Fr B Wi Go s vl DA i AU ) R ATAT 5 AT« 2= W, BN, Har Low#iiLane,
Antibodies:A Laboratory Manual,New York:Cold Spring Harbor Press,1990. %}
AN QN RER S 20 L AR S 1 5 TEAE AU FR 2 T TR IR « 2
W, 45140, Har TowAiLane , [7]_I- DA K SR L F 55,994,619, CD13 74t i AT 55474 51— Jiti 1 A
TSR T o BN PR 75 B4 e A AN S A I B 71 \RTBT (i B — T sl ISCOM (s
RIEE 5 o A8 HCD13THUEON Shn s 2 Jm , 40 B 1 Je e shW o 4 it il 28 7 A= Hod
TRAEAAE AR o A e 2 i, KBRS T FUREIRED S5M/ S IB AR 7K AR AL o Rt itk A Ak
(7 1R AR AR T B0 L A AR g it , T30 S BT 4i i, R8P0 7K A
A PR S5 NS TR TR Ani, (R A 252 B sk R S, BT R g i S ok A=
fegnfifs (B, B EER A i) mls , LA R A Rg #In i BRI 0% o 2 W, 5140, Har LowHILane , [A]
AR T B BB AR B S A, R A L e AN oy WA e R BR AR A 2 IR FEGy
Yifn 2) < kAL Ao i HCD137 V5553 8k #2k CD 137 Uit i 28 o e B = A CD 13 TH TR 4T
i, BN RS I , S I AT BRI i — 2D Tl , i RrAE BB AR A K =i i
AR HUARAE , 40 R SCHE— 22 G « 24388 AT AR AR INAE R R b B> e R 4

22



CN 111511762 B W OB P 20/49 T

Mzl BN, BN Y SlorE AR ME IR 7R b 3 e o e e PR TR 2R AR IR 5 s
SEARAUE BB N BTN o

(01271 ZRLSTFIHTAAA T DA GG P A B s sl B J o 7 TR I 25 o AR R A T T
TR ABURT R R i, @ WAchim Knappik®: A, “Fully Synthetic Human
Combinatorial Antibody Libraries (HuCAL)Based on Modular Consensus Frameworks
and CDRs Randomized with Trinucleotides.”J.Mol.Biol. (2000)296,57-86; A &
Michael J.Feldhaus®; A\, “Flow-cytometric isolation of human antibodies from a
non-immune Saccharomyces cerevisiae surface display library Nat Biotechnol
(2003)21:163-170.

[0128] B-2.hiligs

[0129]  fF—M0HLAth 5 1, AR AT TR A TR EATCDI3TH AR U 45 5 P B
[0130]  HUhish & v B AT B SR AR 7 A1) o A — 28 505 )5 5, Ut 4 & Br . 5 DA
FIOEEERR A (1) CDI3THUARINERSE ; (2) CDI3THUARIN EESE; (3) 2K H CDI3THUARIELGEN
AR (4) K HCDI3THUARIEHEN AT 221X 5 (5) CDI3THUARIN—DE 2/ NHVR (B4 =,
PO A B SNHRY) 5 5k (6) 2k H CDI3THUATFR5E 1) —DNHVRAK H BT ek CD137H T AR 1 H
BEW = HVR,

[0131]  fF UG E S )5 2 AR AT 12k H A La M Lb rh A1 H RIS B AR e it
Zha B

[0132]  YE—LB It St )5 5P, CDIBTHUARIN TR 45 & Fr Betudii: (1) Fab v Be, H oy
Y, Y, FIIC, LS ML BRI — B (LDDF (ab”) B, Lt A H e X 1) — o
BRI NFab B A B (111) IV MIC, LA IR B s (Lv) FRTAAR TR B4
(RIV,RIV S A B B (v) IV 25 A2 i dAb Fr B (Ward 5 A, (1989) Nature
341:544-546) ; (vi) 77 BESHYCDR, LA K (vii) BT (scFv) | HOM B & Sk mv, X a1
PUARIV, X2 K. Bird%: A, (1988) Science 242:423-426HHuston: A, (1988)
Proc.Natl.Acad.Sci.USA 85:5879-5883.

[0133]  YE—UUkiE 5 /5 5P, DR 45 & P Bod e B Ak La b A1 R AREE FFab B«
[0134]  B-3.HufkfiT 44

[0135]  fE—M0 b dNR T I, AR THR I TR THR PRI CD I3 THUARIAT A1 -

[0136]  fE—A I3, HUART AT A BRI B R MEDTR CSRARDUAR™) 2 507 41
B, TR PR B S AR TR S R R T SR S AR 53 - ) o SR AT IR AT AT DX B ) 2 R
FE AN RIS , 1 QO 2R X CHVRIX B H AE X o AB AR IR 280 4 SR AR PRI — AN A 2 5
FRICIR AEN BRI A

(01871 fE—2L5 i Jy SHh , HUANT AR A 5V sV, X, L5 ANSEQ D NO: 13- 132HH g —
AR R S SR e S AT = D65 % =D T5% E /085 % =D 90% D95 %\ E D
96 % £/ 97 %« /098 % Bk % /D99 % [ 1k o fF — LS 7 S, HUART A A HVR_HI
AL A1 X e, H 5 A1SEQ 1D NO: 253-312F [l fFE— PRt & /e 7 4 oA &= /D
65%  £/075%  F/085%  £/090% £ /095% 5096 % & 097 % & /098 % sk £ /199 %
7] — M o A2 — 250 /7 S, PUARTT A=W A S HVR_H2 2 542 - 41 X33, HL 55 4nSEQ 1D NO -
313-372HIE— DRI SR A A 2 /D65 % /D75 % 2 /D85 % /D90 % &
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095% /096 % £ /D9T % /D98 % uk /099 % [Fl—E  AE—Be Sty S b, HUATT AR
A VR H3SELRE 41 X e, HE 5 4nSEQ 1D NO - 373- 432 (i fT— AN o [ S L8 2 4
HAZED65% EDT75% 2 /085% F/090% F/095% /D96 % =/ DIT% /098 % ik,
F/099% [l — o 285y Kb, FUART A S 3R LaF R AT A Fabsy HHZI - HVR_L1
SR, HT WFSEQ 1D NO:433-492. 48 —E550j /5 S, PrikhT A=t & & 1afil s
[T Fabay FHAIUHVR L2517 41, Hon] WL1-SEQ ID NO:493-552.

[0138] 1 —BU50JE 5 &R, HUART AR B 5 R LaFr R AT AT Fabmy R HVR L3Z R
JP4), HAT W-SEQ ID NO:553-612. /F—2uEE 500t ) S v, il fiT A &0 56 4iSEQ 1D
NO:13-132H1253 -6 12F [ F— TR SRR P 711912.3.4.5.6.7.8.9.10, 11,12,
1314551 5/MESF e AR SFER , F1/581.2.3.4.5.6.7.8.9.10.11. 12,13, 145k 15NN
A/ aihae.

[0139] BBy S v, HUAT AR B2 S5 ANSEQ 1D NO:613-660H 1 fF— A HI TR
(s LR T A LG ED65% EDT75%  FE/085% E/D9I0%  ED9I5%  F /D96 %  E /D
97 % 5798 % ik 7 /D99 % [ — Ik [ 2k ol F gk .

[0140] - —BE50JE 7 SR, UM AE M B S HVR. HT 203808 3 41 X3, 55 4ISEQ 1D NO:
709- 732 IR —" T RIS R P A A Z /D65 % /D T5% /D85 % /D90 % &
D95 % 5096 % 97 %  F /98 % sk F /D99 % [l 1k o LRI T S P HUART A
IS VR H25 LG B4 X e, HE 5 4nSEQ ID NO: 733- 756 [ T— AN o [ S L8 2 4
HAZED65% FEDT5% 2 /D085% T /D090% F/095% /D96 % =/ DIT% 5 /098% ik,
F/099 % [F]—1 o AE—LEe 55 S, PUATRT A U ST HVR H3 SR Fr A1 X 35k, H 5 4nSEQ
ID NO:757-780H1 A — " FT RN IR T/ A 2 065% 2D T75% 2 /085% £ /D
90% % /095% & /096 %  E /D97 % & /D98 % 5k & /099 % [ml— Ik o AE— B S g =, i
AT A LS HVR. LIS 7 21 X3, LS5 Q1SEQ 1D NO: 781-804H P4 T— TR &L
BB E ARG T D65%  EDT5% FED85% FED9I0%  EDI5%  F /D6 %  FEDIT% FE
198 % uk 7= 7099 % [F]— 1 o £E — 25Tt 7 SEH, PUART AR B BT HVR L2248 7 H1 X Ja,
5 41SEQ 1D NO:805-828H 1 — A RV EIERR 7 4 LA /D65 % 2D T5% 27D
85% ZE/090%  E/D95% E D96 % T /DT % FE D98 % ik FE 99 9% ] — 1k o A — LB 5T it
J5 P PUART A S HVR L3SUERR 71 X35k, H- 5 4nSEQ 1D NO:829- 852 1 fF—4~i
FIRI L fR A H A £ /065% 2D T75% £ /D85% « E/090% £ /095% . E /D96 % &
/D97 % /D98 % Bl A /D99 % [F]— 1 o AE—BE SNy S, BT T AR B SR 4ISEQ 1D NO
613-660H1709-852 1 IfF— I FT RN EIERR P A1 1.2.3.4.5.6.7.8.9.10.11.12,13.
14581 5Pk ARSI, FT1/881.2.344.5.6.7.8.9.10. 1112131455 1 5N IIAN/ %
BRI

[0141] SRR AR &5 RSP ANE RSP o RIS “PRAF R RV S f5— R
B B — 255, H A S ISR A e PR - (b 2P T AR , W dnpimis Mgk
SRR B A VAR VG VE S S K RN/ RS R B o (81, TIOR3 T DAYE DL I 4
HRE— NI T : (@) AEMME (Bi/KPE) SRR , 1 AN 2R o 2R S 2R 25 UR i
FR RN 2R (0 PR DA M I U2 5 (b) AR ME P M SRR , i A H 2R « 22 5408R I3 PR -
ISR TS 2R MR LA S 2 e 5 () A IE FRU PR (BRI SR , v ARG U8 I 2 R
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PASCER 2 5 DA R (@) iy 5 FLIT (BRI SR TR , 1 AR - RN A 2R

[0142] B4 AT AE DTN SR A AR AT A7 B B T , B FEHVR HEZL X Bl fE 2 X o A - -
ST S RN TR T — MR T A, RS AR A THOBIZRED AV AV, HVRFF
A, i E G HR SRR IR EEAF IHEZR 7 41 o LA 7 A1 AT DU B4R AR5 A A
DRI P38 ) 2 EDNABS I 22 5l 2 A1 1R 2328 SRR AT o A, N B AT e T AR IX K DRI A5 3R
DNAJF I AT LAAE Genbank £z e 5k “VBase™ A\ AE5H Ay A s e 4 ) (Kabat ,E.AL 55 A,
Sequences of Proteins of Immunological Interest, 285k, FeE A 5N AR 5530
(U.S.Department of Health and Human Services) ,NIHH R 591-3242 (1991) ;
Tomlinson,I.M.% A ,J.Mol.Biol.227:776-798(1992) ;A MCox,J.P.L.5 A,
Bur.J. Tmmunol.24:827-836 (1994) ) o M I T M 5T ANT AW HOHE S P A AU B AL 454 F 2R
AT AT BB TAR T FHROAE SR 3 40, 45040, R T A A TR BT A BT RV, 3 -
23HEZL AN/ BV, A3k - L3REZL - A RS o i, mT DAREFI s PE U HVR_H1 \HVR H2
FAIHVR_H3 741, DL AZHVR L1 HVR_L2FIHVR_L3 A R 2] B A5 S5HE S A1 Fr R s ) A= 4 &
TR R A B A T A IR AR A P AITOAE R |, ol iT DKHVR TSI RS AR 21 5 AR5 AR 7))
MBS — DI N RENERX L.

[0143]  fr—AMREE 0T S, PUART A B A AT B R PEB TR 2 5T 41 11
TRE UK AP, S H— Pk Z PR ATUA — Dk 2 AHVR S5k FEHEA S
G A INSRE R ERD) IIPUATIHVRAL 5 o 78 55— LB iR S PR AT A HVR R I — ik
Z MBI R PR  AE — S8R E S0 77 S RS DU B 2k BB R MDA R BBk T AR X Bk
B AT X A AN B = NHVR o T DA ARSI RN 5 TR AR Bk S P

[0144] 521 iV M/ ok BERIHRY X PN IR SRR R AL 58T o AT AR T/E i AT ok
PCRAT I LL S IN— Ak A RAE, I H AT DA ARSIUE ) A AR S h sl fk Py il 2 Fh oy
XA SS  Ek F A BRI DI BR R 520 o I, 5 INPRST U 5822 AT DL S BERR N I
A/ BRI o HEAN, I CEHVRIX N AN I — > A s A PO kA Bk 3 o AF — 28510
i S HUARRT AW B AEHVRAM /SRS EHVR P A 51 2. 34 Sl SR BRI o £ D) — 5K
Tt )7 S, SR A R TR TP I — Nl 2R AN I — 2R3k i A EANR T
LR L2 TR o R P DU 8 sk FE R P DR 2R o AF — A0 S rh ATk
FUARI 2 EBL 41, HUARAT AP/ B BEHVRIX A L 1.2 3E4 MRS 2 B R EUAR .

[0145] AR APKFV A/ V) DX PN AR BB LR A T84 o 1, 11 65 b A AR PRk AR AR U4
P E TN o — P T B R — e A HEZR TR IL [ 55 547 ot N IR AR5 3R 7 4« B 28 30F
1T TR SAZ IR T B B AN A T HUR BT SR I AR 3R e A IO 2R 35 i) DL -t
PAEZR 7 A SHT iR IR AR5 AR e YIAH L ESR S e I 2R AL O TRAEZRIX P A I S =
HAE 2091, AT LB 9 40 iE S A AR sk PCRA T S (075 A8 Bk 4l ffu 2845 “Inl &5 9848 Sl A=
ENS

[0146]  JLAN, i ATAE IR METUAIFc X N A TIE 1 , 105 ABCE BUAR ) —Fhiak 2 Mo e
RV B QIS Y A MALE E SFe sz ARk ah &, AN/ st AR AR A i S o AE— N SR
CHIPYEBEIX 28 151 , (0180 DX ) - e 2 BR A B 25 5, 9 A sl et/ o e 575
TESEEL R 55,677, 425 gt — B4 « ICAR CHI B BE X H i - Dk ad FR PR R ES 0, 49114, DA
AR T FREATERE IR, sl Ik AR TARIIARE T o AE S — 1 00 N, TR IR e X
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G, LA DA LY 2]

(01471 HEAN, ATAR B AT O A1 RS I N A A T I BT b A T84 , AR H AR 1
BRSO o 78 5 —J5 T A TR T AR ATHRCDI3THURINAT AR, HAE Bk
HEE AT X A B 5 DA RAR, Bl AR A AT AR X R P BB Tt 5
G, XFGUARTT AW AT HA BE RIS A0 A0/ Bl e PR S o S84 ARV IX R S PSR e
FAAT AT, BN E VIR S A, BRI 2 e AR VXA A 1 o A —
AT 2 AN TR T CDI3THUARININT AW, FHAE Bl v 2 X FR R R A e e b A 7
FEIN-ZE B A7 o, A — AN EEgE AT AR XA PR A N - B B A B R 2 o 72 )
— )T S AR AT T CDI3THUARMIAT A, oA Fdh r AR Xy KA e ab R A
TEAEIPIN- R B A S, FEA AN BB v AR DX R P A TN - e B A A6 BB o 2
B HUAR ISR S S AU RN, e S22 456,933, 368rFhiR 1 e,
PR L M AT N ZE LA S T RTINS

[0148] £ 55— U710, AN THZE Y T — Mt A8, ROE 5 5 —n F O AR
SCATARRICDI3THUAR , sk U 855 v B o I3 — 20— SR S 0 4 24711 IR sl 2 1 o A
FlEbRic, AN

[0149]  FF 250007 S, UART AW B & 55 255 R A A T AR » 25710 1R S 491 6
FE AR R sl R TR T 77, DA ROBUR PR R4 3% o AT PR AU ) A S5 (15 S5 A2
PFAS 2B AT IED AL CBE R T (emetine) 223985 2% VIRFCIAT (etoposide) «
BT (tenoposide) KA K AALIH FOKAIR 22K b0 B VR AL R ARSI
e SRS T N e E VN RS E U TN e = o SIS I e S
2RI 2R SRR 25 25 DA M HL R AU s[RI 9697 1 B4, 0D, B e ()
0, PR L6 - S AL L6 - Tt B IUERS | D 5 - LR MERE SUG DR Befe ) (lan, —
PR T 2 FERROK T FRE( Sy (thioepa chlorambucil) 3515 ¢ (melphalan) K5 ]
7T (carmustine) (BSNU) AII&EEw]7] (lomustine) (CCNU) ERZERENE « M 2E (busul fan) «
TRH e MRS 2R\ 22 24 RO S e (1) (DDP) i) « B PAEs 2 (B, 24l
2 CAITHONBEIES2R) MEZ R E) Pk G, SR CAITFRONIBER R R) ik
HR MG ZR (AMC)) FHTA 2247 5455 (10, KA AL « 7T A5t
VRZR Ay DA T2 W sl JA 7 1 PR3 i O P R 5 22 A S A 3 (E R TR ™ V42”0
T TR S P A BRI T SR AU L , i a0 R SRR B Sk 2
EAS VKSR iy SN i i N = ISR 7 Bt /N O 7570 i A I R R = A )| RSB I S B2 3 NE 2
25018, BN Saito®: A, Adv. Drug Deliv.Rev.55:199-215(2003) ;Trail
ZE N\, Cancer Immunol.Immunother.52:328-337 (2003) ;Payne,Cancer Cell 3:207-212
(2003) ;Allen,Nat.Rev.Cancer 2:750-763(2002) ;Pastan,I.flKreitman,
Curr.Opin.Investig.Drugs 3:1089-1091 (2002) ;Senter,P.D.HISpringer,C.J. (2001)
Adv.Drug Deliv.Rev.b53:247-264,

[0150] 1 —AMRFE ST S, DUATT A S CDI3THURZ ZE 4k, L MCDI3THU AN 2 5
PIE A, B WA UAT PR 2Rk =Rk = I 2 524K (higher-order multimer) o4
TR Z AR IR A BAR T DR AR R ANF 1 - BEAN, 22 ZE RN IR A Bk ] A AR R sl
] (R 25 5 R e 1 o LA 22 B A ATl ik AR ) R AR LR ST A, — & 1 o7 LB I Al ik

26



CN 111511762 B W OB P 24/49 T

HF (B, 2t 1645y 1) H ATE A P pRA A A A= B Hiik 2 SR &
JET SR o A, AR [ 23  BR R AT i e A& L RN A A B R AR A, 1 A ol i
PRI o 1 1 A DI B A7 D S DO E B8 AT F i Y 11 TR] B2 03 T I P AN AN TR P SR
PESLPA G ana] B SR BT e ok R - N- 3 BRI e 4 - (5 SRR i3 FH L) IR
Bt - 1-FRFRBR FAME L e SE B NS - £ B R - CFRN - BRFAME L e 3L FR) sloh RN e
QOB TR e~ R IR) 1 ABLE o b 8 ek Al Al &iPierce Chemical Company,
Rockford, ILFGIEZRT « 1 AT DAIH = AR, K00 B 4 DNAB R ik £ B2

[0151] R THZBE BT AT A= S L FE PR ARSI ORI SRSk 4K
AFIRPEPTIAK (unibodies) o “BUBEPTIA” (scFv) A& 5V, S5 MRV, S5 I s~ 22
KRB Y, oV, S5 A3V, S5 A3 TE B A 20« R AT DARR P AR e LRI
IR (W, B, Bird%E A, (1988) Science 242:423-426F1Huston®: A, (1988)
Proc.Natl.Acad.Sci.USA 85:5879-5883) o “WHTAAK” HIMN 45k 2H Al , B S A0 21 it 4 ik
BB R — 2 IR EE SRR T R DGER I EEE T AR X, Horp R —455E AN XA
P FCRT  AHE 5 5 —458E B B AN A BC N T OB S 20« il B R R TEE
AT LR (W, a0, Hol TigerP . 258 A, (1993) Proc.Natl.Acad.Sci.USA 90:6444-
6448F11Pol jak R.J.% A, (1994) Structure 2:1121-1123) .ZEFgimiiik (dAb) JEHuAkRI /N
DIReEE & H T, O N TR SR sl R B T AR X o S5 A T A E 4 b TR AR L 304
Y ARG R U2k o S AT S AR T TR D AN SR ARG L R (S0, il an,
EFEELHE6,291,158;6,582,915;6,593,081;6,172,197;6,696,245; KK % F]0368684&
0616640;W005/035572.W004,/101790.W004/081026.W004/058821.W004/003019F1W003/
002609) « APKFTARRT A FHHTIRI BB « PR BT B 25 B W AR S5 R SR A H 7 4544
3 (CH2HICH3) I HARFFIE IR BT S5 G 8 17 o il LA i ARl A1 5 A S 4K Pt
P (S WBan, £E L H)56, 765,087 5 E 4L F) 56,838,254 W0 06/079372) KRBT
LgGADTIARI)— S R BN — S5 BB AL A o PT I B 25 T gGAPTIAR I B B X il B3 R A PUAAR 2B AR
PR M i 2 5 LR R AR AT I TW02007/059782.

[0152]  C.;7A:CDI3THUIRIPIALIR Ak 1 = A A B 41 7

[0153]  ARATF—J7 R M B IORIR 1 B S b A A THE M 255507
(R 7 AN AZH R T 91 o FH AT R AZ IR 3 A1 G i 1) S 35 1R e 1) AT L2 Be AR (R AT ArT 48
43 WUHVR,, A5 —AS SN B =N HVRIF A, BRI AT AR X, BB T AR X, sl A DL 4
KR KR AT IAZER T DASE , 40, DNABKRNA, I H ] B8 sl i (L 5 N 2
T o 1 R cDNAY £

[0154]  fr—BE57jE /7 b, AR TR T —Fhor B IETIR 0 , A S g e B R 7 4
HIAZ AR T 2 al AL, B S B2 71022 F R A B 4Ll 4 s (D) BoRPEDTIRHVR H3
BHVR. L3R SR 741 5 (2) Bl s ME DT AR S Bk ) nl AR X sl gk 1) T AR X s wl (3) Bl iEdt
R K IR A K5 .

[0155] 1 M3 /7 € b AR 4 1 B S AZH R 3 41 ke Fl LA, FIr i Az R 7 1) G
ANSEQ ID NO:13-132.253-612.613-66041709- 852 [\ T— A R IL TR 41 .
[0156]  YEHAh Sy 2 B4y 0551k H FHSEQ 1D NO: 133-252F1661- 70841 5 [1)4H
HIAZ TR 7 A1 ek Fh Ak
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[0157] RN RAZER AT DA AT S 1 1 53 - AE WA HORGR AT 6 T 22 A8 B Rk 1 4t
K, i 2 IR I 28 TR BTk 1 2 Bl AT B 1Y) c DNA ] DL 13 PCRY 4 5k e DNA TE R HURER
5 o AT M ARBEERER 1 3 DRSO R AR I TR (914, (8 WG AT A e BoR) |, RTA M ZE ]
WS R IR BUARIIAZIR -

[0158] AT PLafi s Kt ZmbV, [IDNASRYEPE 2 % 4 b E 4 1 E X (CH1 CH2HIICH3) 1) 53—
DNASY - TRtV DX 143 S DNARE e pl 4 T BB PRl o N HEREE e XL TR I e A1 AN 4T
CLHI G W, Kabat®: A (1991) Sequences of Proteins of Immunological
Interest, 55K, FE[E T AE S A LR 553, NTHH AR 591 - 3242) JH HL ik s X LB X3 DNA F
BRIV B s FRHEPCRY Y584 B E X AT VA2 1861\ 18621863 1gG4 TgA  TgE TgMik
IgDEE X, (R AL e AN HATADCCRR N [ 1gG4 K TgG2 R E X o TgGATH E X T A AT LU E
RIFEAE T AR A ) £ A S DRl [ A s R AT — A o iIX SR [ R S R SR T eG4 T E
X H RIRFAAE R 2 R AR 6 T-Fab B B EE g 3L AL, A DUKER AV [IDNASREVE I E 2 5
(G ErBECHLE & X 1 55 —DNASY £~

[0159] AT DL K54 A5V, IIDNARRAEE bz 52 2 2 i 45 fH 2 [X CLIT) 3 —DNAZY - 1%
itV X153 ESDNAFEA AL 2 KR 3L ] (DA S Fabfg B [A) o« Nk E i X LR M 7412
AT LRI (3 WA, KabatZ: A (1991) Sequences of Proteins of Immunological
Interest, 550K, FE[E T AE S A LR 553, NTHH AR 591 - 3242) JH HL ik s X LB X3 DNA F
BT DA b EPCRY BERAS BBl 1E A X T DUE ks ME E X

[0160] [ 7 EscFv LA, K gtV AV, [FDNA - BRI e 52 2 gmb S ek, B
S ETR T A1 (Gly,-Ser) 0 Sy — v B, fEASV ANV, 7 2T DASRIE O B il et 4k
FEIIV RNV, X 2 2R Bk A 1 o (B B0, BirdSE A, Science 242:423-426 (1988) ;
Huston® A\ ,Proc.Natl.Acad.Sci.USA 85:5879-5883 (1988) ; LA MMcCaffertysE A,
Nature 348:552-554(1990)) .

[0161]  ARAJTIATRME T —Phddk , RS AN TR IAZIR 77 1 Tz 47 - 7] b
PREE o F B — 305 (R ICDREKHVR) KRB ok Fih 5 Ak i Bk 1 — B s el K
2K, Sk BUART sk U S 5 i B IR 7 41 o £ — 28 50 )5 S, Ao v 56
KRG A ATUAS U G5 B Rk HR A — 28 50y S, AR A T AU,
Forp 55— AR S gt A SR AR ) Bk TR X W 2 A2 TR 7 A1), O LA 3k B B g
WIS R AT R X A% TR 4 o AE— SR S0 Ji0 5 S, RS 2 R A0 B i A S
FIT R 1) B e P A DX AA SRR 1) i T A2 X [ ZAZ TR -

[0162] T RIEARNTT GG 01, BEGmAs o0 ol A A Bl A0 B (1 DNATHR N\ ik 24k
i, S DNASY 13 P E PR A 3 2 e s RN e i ol e A1) o AR B b D Serb, RO “BR eV HbAE
F SRR DA DR 0 A A D, AR B A PN R 3 SR MBI s i) 1) A 2 H s DNA G 11
S S AEIE TU RS o B2t PR 2 8 A AR Rk 28 il e A1 7 AT 5 i il P R 5 6 4 T2 4
AR PR PR RN DT R R R Al AT A, ol B i S SR RN [ — 3%
R PR Rl A AT Sl 15 PR N R B A (B, B AR I B2 Ak
B AR IS, m IR T R EE A I DNAE L) o« A ST PRI R i AN B 4 i) AR X 7]
VAT AATAT AR R RURIT 2 ) A KA A, Xl o K B AT Hl N B 2 4 A 1 2211 7]
IR 2 1) B B 1E 7 DX AR I E X ) Rk b, A3V, X B AR BV B 28 2 AR N
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=Dk ZAC X BT HLV, X BRI R 2 AR N G X BORSEEIL . J3fhal il
HHRGR AT VAt A Bh 118 40 0 WD UARSER S S K . AR AR L DR b o2 2
W S S IR S PR SE A M 2 S AR R e o A5 S IRAT U e e BREE R S kel
P55 Ik Bk B RE A E S0 .

[0163]  FRETABEELIRNSN, A TH AR BRI 1 517 2 TR B I DA £ 1 = i b )
e SeN SN e A5 20| I = i 495 23 1| Rl = RE R SV i) = Pl et i R N E et | Eqp 2 B PR N S 2o
FEHA LA o (BN, R HTRIAS 5) R A4 AR T, 40, Goeddel
(Gene Expression Technology.Methods in Enzymology 185,Academic Press,San
Diego,Calif. (1990)) FH o ARGUHE AN G IR, Rk FUAR B, RE AT 7 41 1k
B, T T A A A S A e e TR AR A B AR K I 2R T TR FL S
7 2 A A B e A 1 S B4 i S L Bl At i R s K- 1 Rk R T
P ks T E gl s (OMV) o 5240 (SV40) Ji & (9140, JIR 5 1 ] )5 3)
- (AdMLP) ) M1 25 I o5 2510 S )1/ sl i - o R AR, w50 AR 55 42 5 41, 2 i
1E4E F BB 8k -BREE LR B 1 o A, o8k B A RIKRIRI 741, 1w SRS 8+
24, A8k 3 SVAO L 1S 2h A1 AT 31 195 12805 5510 K AR 5 2 S - 471
(Takebe,Y.% A (1988)Mol.Cell.Biol.8:466-472) .

[0164]  [RBTiARREIL PRIRR A A1 A, Kok BAE rT 5T S AN e A1, v A 4 A 4
F4uffe b IR A0 (B, S EE ) e B PRSP A e B AR S R R A BT
BUAC 5N AT E 4R de e (S W0, S L 45 4,399,216.4,634, 665415,
179,017, T %I Axe 158 N HRE) o 4801 5R Ui, 10 3 128 B PR AR 5 W B AR X T 25 Wi 4
G418 175 2Rl S ME RS O T ENR T = B 5N BRI 1 4 - e B AR S R
1 M RIA iy (DHER) JE DAL CFH-T- (0 FR e e/ 9 19 dh e - £ = 2R ) Flineo i
(HT-G4184H%) «

[0165] DRk B AT H Sk , W AT S i AR G F S AR R ) — ik 2 PR 3
PRFEGE B 4 A o & AE R ARTE “FE 8L B A0 a5 10 TR SNIEDNA BN I AZ s 1
s A T2 ZBHEOR, BN L2 £L B ERE5 TUIE  DEAE - f S MHAL LS o RV AT AAE
JFAZ B EAZ 1E AR B AR A T IOTUAR , 1E A et o 7 EAZ A L 5 7 ey 7L sh i 1 =
g Rk,

[0166]  ARNTTIATRHE T — P i, A SR AR IR 01« 18 L4 5ebr
AT DL ARk A T AT A o BT R 4 AT LU, B4, = 2 ez s L4l , & i FLah
WA s ISR EAZ A L AR, v iR Rl s I ELRT D@ JSAZ 400 , v dn g pe 4 it o R B 2H A
RS S A SN T 4R AT DA i Al R 5 5% T W DEAE 7] SRMHA S A %« FL 5 AL Wik T 44
[0167] i T FE AL FAZ 1 £ 45 KBTI (E.coli) AR ZFfuAT 1A (Bacillus
subtilis) 4G FEIDT JECH (Salmonella typhimurium) DA AR B0 5 J& (Pseudomonas) «
BEIGIAJE (Streptomyces) AT A7 EK P & (Staphylococcus) NI % I A .

[0168] T RIEARATFRIEE &7 I FL sl s - Al et , Bildn, vh =6 FRUR EL (CHO)
S (I A5dhfr-CHOAANE , #A T-UrlaubflIChasin,Proc.Natl.Acad.Sci.USA 77:4216-
4220 (1980) rr, L 5DHFR U £ PEbR S — A, B0, KaufmanMiSharp,
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J.Mol.Biol.159:601-621 (1982) FHAAR) NSO &R 4G . COSHRIIFNSp2 4 it o FAAHb 1,
X NSO HHE IR sk CHOA I — e i 1], ) — KK R Fe/2W0 87/04462.W0 89/01036FI1EP
338, 841 A TGS (Wi 5 i) IR 2k R G B 4 i ASE M O ek 8 5 TN
FIEFLsh e A, R s S AN 7R — BOR A S YD UARE A T gn it SR A kAl
PR s WA B 45 4R A= K i 7R SE P I ALK = A Boi  HUR vl DA AR i i85
et 5 RN TR T AR

[0169] D.41&W)

[0170]  FE At 1, AT T — P &8, RE AR NS & 1A — T
I, Ik A e B E a5 G0 M2 E B EGFIN A G Frd 4 & v] DL
T AT LR S 2

[0171]  fE—e57hE 5 b, AR T —Fhal 59, AU S AN T O bk sk Kot
JRE5G B, DL BT sz (G, o T Bk 0 5 A B S AR SO A I HVR 24 5L
A AT AR g5 A, O B TR 0 S B2 S TR e S AR I DR HU 25 58047
1R B ANEL 2911 % 10 % 8% 5% 3 % 5K 2 % MIAE T vk S FL R 7 41 1) R A e fre b e
AP R U DU 5 G880 o AR Dy — D S T b TR L S S iR L S
FFAE PR PR 45 550500 IO S AR b 22D 292 9% IOFE ATk B 55 e 1 1 R A e b s
A HTIR SRS S5 55557 -

[0172]  ORGE “Zg2¢ b8 G 4810 110 T T 1Bk 455 43 1 1 il 5 e il R A e
ETEMEYIITT - BRI PT DS HUR 7 RS 457510 E0AC e 9] SRRkl BB 711 LB 8 771 G e i At
U HCANER A B T R S EHR A RO IR R R e 750  FLA R 2 P e o Sl R 25 1
A2 G ST K S CFE 2 T0RE GEATH I PN R R /55 A ek B
R QA I R KRR G K, DA KRB, i ki SR B L s AN S

[0173] ST AL TATAT G T, 1 LA 2 [ pART ] 4711280 o oA 2R ) S 81
TR (AN, T SRR 780 ARPLI IR TR o He Ak sl TR A VA [ AR 751 70 ) 51245
5 750 AU R TR AT 771 o 1 T T i &5 oy TN SR E e 2 UE o TRAR
T UNTA IR LTI 2 B8, DA S el e « JO VAR ) DA ¥ s B I B iiias i
MG, SRFE AT K B RO IR A 28 o — R U, 1 B DTS N SR A P ok il %
S BORL, BTk Jo BRI 1060, 5 B A A R A 285510 T FH 1188 T R PO TS TR R
KR, 88 T I BRSNS T8 G5 DA ARG Y E A i F ok B e 2 i
TCR L BB TR AR S AN T EE B 43 RO R 2R o 2H 5 W1 25 Pl 2 mT DA o AN &l 2 1
ORI o

[0174] G E ST ES G o3 - OARR R B T2 R0 A 2 AR , v anfr I FL ke
Gy T ARG SRS R RN 2538020 J122 R AIE « B — S Fh 5 50 -1 SR
MFEA AT BRI B T DU D B o — BRI, B AR T A i R R
0.01% ZE2J99% £J0.1% = 2)70% , 55291 % 2230 % [I7EH N

[0175]  BR&EEG 19N, — Mk 2 M S ANWIaTT A B S AR A A - 53 ANaTT A SL 41
TE N3O AR S S 0 B INGTY I G i v 7] A ARSI R B 5 e
B HA O T2 R AR, o anFT R 2o 7R850 A2, LUK =2 R RORT
2930 8h SIS RHIE « A B — S i 5 MR T S S R O PR AR TR T SR I 25T
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i HB AT PR R D i .

[0176]  E.&5& 00 MIZone & ik

[0177] AR S oy F A2 S Y] I HRST 2 Wrsl H At H 1w i s o
PERL IR TY AT Yo FC IR T TR 0 D38 B o B 1 Dol , slI6 9T 1 S e « IR
LEHA T 10, AN TR T E5 S0 s W S )5 1k o AE— D J5 T AR TR T
— PRI LS AE I T 2, AR R TR 26T BT ie TG T T A RO AR AT
PRBENE G T A5G T LR CD 3Tl Al sl b Bl AE— L8500ty b &5 6 0 12
CD137k BN o A28 50t )7 ZE v I FLEYE N

[0178]  FE—SC5 /5 &P AT BT « CD13 TP M AL Z FiasiE , Joie b ik 2 R
P H IS 2 R R S 4k A SRR , #PT A FHAS A TR AL 7 b A TRy sl 0y « e S
S 1) S 0 1 Bl v A s = e (I, TR Am e «/INgm s R An e AR ) it 4
e S VR ORI MR R AR (YR DA Giete) 5 DIRAIE , v LIRS R £ 44
FEFESUYLIRE s B, W A 8BRS T B R (condromas) « AGERCE 4RI R E R IR 4T 4
A E R B AR O PR 2 ARV BRI 1 R AT AE IR PR A A 24T
T JUSCEIRE U SCES PIRR) ADO-TR A I PRJES 5 e, i AR 42 i Joes (191140, 22 TP B Joa 4
JgeR) TR Ae 2 B TR AR S TR ANNRE DA 2 BURE B A 227 AT IRE 15 <R S Py
TR~ 2= A IRRE I BIRE TR IRIRE A SR AR 9RE i T 4 e Pl P RE 7 2R S A B A
JoJeR IR NI IRE B AE S R 598 5 T R e e 1 A VI U R BRI D P
WLAE < B e B IR W iB A 2 2 A8 Wil 4 4B Kb I B LA M &5 BV
Jo s JFFHRG , 1 QOFF AR M RRE 07988 T e« 1 AR 0 A e S JHE R 4 B AL Y
A B R R W B e B AN B IR B SRS T DS DR s I B s e
WRES A CSIpREE ) 1 e (BEAnMa i B iE I B Am i G Az n i
PE) F IS PR 4 e 1 1 (9l an, ZEFLHL £ GAIE (Sezary  syndrome) FIEAHN 1 1M1
Jo5) MEVERE AN YE GEAE A BEME DRI IR) I i AT FCIR R AR A R IR
B SR IR A PR 2R I A BE B A (R FE i AT MELT A 22 i BE AR AE(L 1/ Mik
4 2 FE AT R AT R 1 IS 1 BE G A 008) 5 B2 DR ,  an 2R rCam it IR A it fes R 3R
T~ R PH PRI R 5 Sk 2508 s IRAHSCIREIE , 1 b B B 4 e ATFR PN PR 220 5 Atk
AT A GURE , A0 R VRSB IE K m A B AN =2 AL (A0, RS B 4 e e GRS IR TIG
FEMNZE B 5 U s PRI AR G, W - 5 (F B N 5 9t (5 S0 -
O SRR (B 5L9R8)  ANEHSES B e i O e A IR iR B s FEUIR B (L FEFL o8 VI8
i RAT R B EREAEE) R AR OB BB s ARSI AR e AR 5 TB B s DA K
M0, A0 I ~ P B A A PR B R AN AT < ER IR 7

[0179]  {F—2C M5 )5 S0, e At H B e « AT HEh & o FIRY7 I B S ek
IR S L FE F B RV I E 78 2T BEARIG A2 R MO %6 o 25 600 TR AT TG TY
RAE (W A k) Aie MRS b 08,

[01801 7 55— 510, AN TR T — P FL sh ¥ b i o 00 5 B 2 17 1, A0 475 1) P
FLAPE TG TT AR AR A THR AL G5 500 o AF 2850007, 8559 /2 CD1374t
W AR S5 G P BOT HFLahE N o AE 53— N80 2, 85575 2 CD13 T8t
IR PR G R B RS B e N 27 sl LB TR A R RIS ke B B = sl
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SR FL B e AR G AR B 3 o o Re N AT DU i p 2 (B, 4B 501, s dngmife
BRPETIRE A A F019) SRR N B PR SRR ED | I H AT DU R s B Bl —
IR PRE R o G s N S5 1) S8 A0 48 CDA+ 5 B T 41 it 35 MR 1 388 DR 4 o MR T4 it f) =
A o eI 1 B AT DA AR ST AR A2 HI 2 A A SN sl A P I & A TR, E
EASPERT 40 S5 TORE 4R 4 R - PO TBC (BN TL - 27748 JHRE ) IR 1R 5
WIS DU A= e e 4 B A SR AR S ek, DA S5k o 1, 2 R
TSI LSl AT SR ORGP 1 5 TR I L s i N B AREE N A T T
TR LB TR B o A — N S T SR, S5 oy 1 TS AN A s i ik (i
W55 B RIERI o AL R — A T i, 8550 T TR O RES I RN - 45
53 A PSECD 3TN A sl s Bl o AE— 20500 5 56, 855 0 2 CD 13T Eh 1l o fE— 5K
T )7 S F, TR 7 T AN S R N 2, JC R A B R TR 25 o AE 55— S T 56,
Y1 R N B TR B AT N 2 o 75 D — N S0 0y Z6 b, o N 2 e 4 A -7 A, e 2
IL-277 4 o B5 557 - AT T 3G AW T A= s Bk G o 255) R8s B TR S ie i 35 o 5
53 AT LA CDL3TIHBh A sk A Hifl o A — 2300 )5 &b, 455012 CD13 T3 7.

(01811 1 SZERIATT J7 AN, 8560 1 I E N — 7 L s T, sl 5 —Fhak 2 Fh D3 A1
T BT R ST M R, A 5 — 5 T AR A TR B T — P &7 ik, RaE S —Fhk
2SI ORI AT ES G 1, LU T3 1 I sl R Jite T o AR “ S SN Ty
7 AR AR N THR BN S G o TAE IR AT 1 R “ R ANWIRTT A7 2 HEERAC
TR GG 5 1 Z NIRRT 7 o A — R T T, AN TR T — P - L
SR T IRE N A AT I, LR RE R L sl 76T A 0= S —Fhek 2 M S ANk
FY A G IR N THR NS G0 1 AL 51— 07 7, I FLEYE

[0182] |72 Z e Eind T A AN THE BN EE S0 4G 1 ARG S i AR 51
KRB ] SANTF R S & 1Al A0 I H s i T TR A AR R, HLRAS
JRFR T A TRy TR BB TE 2 IR IR e E R AL S 7 i rp A T 5 AN T 7
PN SBIFE (D) 18577, (2) RBEETT ), LA K (3) B &G 7 7.

[0183]  RiE“fh2iadT 717 2 fe vl LA Eum st Tk T @ anie i A 2L B G R/
S IIBRI T B A BT A 20T 7 I S AL B AEWO - 2006/129163F1US 20060153808
PRI THRIRES | Birad 2 R A TN A DA S TS RN R A 38 77 70 S5 B0 4 -
(1) 5275, w0 vl 7 (chlorambucil) (LEUKERAN) ERRAE I (meyclophosphamide)
(CYTOXAN) \ S PRB eI (TFEX)  #hFR %S+ (MUSTARGEN) | ZE#5 )k (THIOPLEX) BENR %S 2
(ZANOSAR) K35 5]7] (BICNU.GLIADELWAFER) %% ]7] (CEENU) ik s (DTIC-DOME) ;
() ZEVI A M)A A i, A A S E DT AR 25 i W2 b 2 (ADRIAMYCIN) (331
bt 5 (ELLENCE .PHARMORUBICIN) k4] 25 2 (CERUBIDINE .DAUNOXOME) 3 Bty B f ik EL
£ (IDAMYCIN PFS.ZAVEDOS) K4 Fifit (DHAD,NOVANTRONE) « B A= 75 2% (& I D,
COSMEGEN) 25 2% (MITHRACIN) 2224535 (MUTAMYCIN) AHK 5535 (BLENOXANE) I A TR
KA e (NAVELBINE) ) K Zfik (VELBAN) A58k (ONCOVIN) Al-K-#54l17 (ELDISINE) ; (3)
PURIR 24, e dn-R R fthis (XELODA) FrDiiE e (CYTOSAR-U) gk FiiisE (FLUDARA) 5 Po b
(GEMZAR) F2JLJR (HYDRA)  FH S 44 (FOLEX JMEXATE . TREXALL) Z5$i775% (ARRANON) . = F i
7b (NEUTREXIN) F155 3 Hh Z€ (ALIMTA) 5 (4) BEREFE ST, 15 an5 - R MENE (5-FU) R Rt
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(XELODA) 7 #5 1 Z€ (TOMUDEX) 4% g - RMEIE (UFTORAL) A1y PU fhise (GEMZAR) 5 (5) %542
B W N2 VAt 2% (TAXOTERE) 224285 (TAXOL) 5 (6) E12525% , 1 dnliisr (PLATINOL) AR %A
(PARAPLATIN) DL K BL7D R4 (ELOXATIN) ; (7) 3 $h S5 il 400 1) 5] , 3 an £/ 7 % B
(CAMPTOSAR) #1#M& B (HYCAMTIN) &K FEJAH (ETOPOPHOS . VEPESSID. TOPOSAR) A5 JE 1
(VUMON) ; (8) K R F 2 (RH B ZATAEY) , W WK FE 1+ (ETOPOPHOS \VEPESSID
TOPOSAR) 5 (9) MH-FRATA¥r , 1 Ul -8 (WELLCOVORIN) ; (10) U ASFENR , i dn k2w lyT
(BiCNU) IS BT (CeeNU) 5 (11) S AT SRR , 46 78 B2 2B KR - 3244 (EGFR) - I P
B A A - (VEGF) e Z2 32 M V) 2 AE AR KA 13244 (TGFR) 4RI AR PR - 32 4k
(HGFR) AN/ INRIE I A IR 52 4k (PDGEFR) [RS8 2n 5 9F 35 JE (IRESSA) \JEi e
(TARCEVA) I/ 2K (VELCADE) AR B #5 Je (GLEEVEC) « #dEFJE (genefitinib) Jfif
ME e s ZhiAEE I R JE ke 4T JE B JE (SUTENT) Bl PG & JE « & E Bt (RITUXAN,
MABTHERA) il Z ¥k 551 (HERCEPTIN) . P4-2ZE Bt (ERBITUX) . DIAREREFT (AVASTIN) Ak JE
BkELPT (ranibizumab, LUCENTIS) « 1ym-1 (ONCOLYM) \W02002/053596 H1 /N IR 5y 2 AE A=K
R~ 15244 (IGF-1R) [ 5 (12) i A5 A= sl Al ), % an DUAeBR FR g (AVASTIN) | 25l
(GERMANIN) I A5 #0232 \ SUS4 16\ b F) B e 1 35 o7 <6 Jas 2 | g 40 10591 (o 4 B2 5wtk
(batimastat) Fl1 v, Syalfth (marimastat)) , AIW02002055106 2 H g ABEE ; DL M (13) 451
BT 791, 5 anfliE 44K (VELCADE) .

[0184] Rl “Guiieiad T ) &5 T B FLED I o e N B A - AL WA ot - e g i
FY IR LB ELRE : A1 (BCG) 5 4P 1, w8 an TP 3 s BEWY , v WMy Vax M R B 7 7
Onyvax-P.Oncophage GRNVAC1.Favld.Provenge.GVAX.Lovaxin C.BiovaxID.GMXXFI
NeuVax ; DL UK, 1 40P & Bt (CAMPATH) « DUER 4T (AVASTIN) . P-Z-E Bt (BRBITUX) -
BB BLMA K B (gemtuzunab ozogamicin) (MYLOTARG) L HT (ibritumomab
tiuxetan) (ZEVALIN) P JEBHT (VECTIBIX) K| Z-E Biht (RITUXAN MABTHERA) « il 2 Bk Bt
(HERCEPTIN) FEPY & ELET (BEXXAR) JHVEAHLET (YERVOY)  HH ISR AR HLT (tremel imumab)
CAT- 3888 5 K 0X40Z AR I sh 1Tk (i 4nw02009/079335H1 23 FF A AREL) (41 6HCD405Z 1k
FITEh TR (7 20W02003/040170H1 A HIEE , LM TLR - 934571 (1% 41W02003/015711
W02004,/016805F1W02009,/022215H1 A FHIKIHBLL) .

[0185] K& “BREIGTT N 2 FE I sl iR B = A, sl A sl R B 3N e 4r i A=
KN/ BAFTE O VE A - AE ) 1 J51 o 1 FH T AR SR R 5 T 1R e 26 245 770 1 2491 0 i
US20070117809FH AT AREE K58 [ BR 3767 AN S0 G 4 At 52 75 (NOLVADEX) FEhm K
5 (Fareston) g4k m]7 (FASLODEX) Pl B e (ARIMIDEX) P53 (AROMASIN) ke fifi
(FEMARA) R FH b 220 (MEGACE) « 55 B Ak (ZOLADEX) 15 P v 1 (LUPRON) o 4K\ (R 45
G IR A SRS T IR AL G R, I AR 25T i an (1) B2 4 slis o 11
Z 5 ET AR E SRS WO SRV E BRI TR, DA (@) BURTRTY
For il R A B ol PR 2 5 8 DA sl TR T B 22 0 A TR

[0186] VRSV IEM AL STy A Msa g5 5o TSR BRI T R4 G  AlE TR
AR 2 S L e 45 50 .

[0187] TR e AL G 7 R MR sa 45 5 o0 1 S U T I Wi 28 (FR ) O T ik
(Pl an, XEF£Rak v S3%) Mok F AR BUR Y 3 (BN, =2k ERE IS (high linear energy
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radiation)) 4G o IO T FL Bl nT LU AN sl BRI o AU T 2k 2 1~ 19
[k 2 e i FL st 25 &1

[0188] W] LAl AT Sl It I i 12 ok B ANE R I A A TR 45 5 5 11
HEW . ARETEIN WoiEia” A2 B B AT IR I 2 (1) S A0 45 T
RGBS OB AN B 2 12 , 5 B B e ‘s B NS 2 480R T s DAAMY T i
2 i T 1 B IS 0 S A bk PN JULPN  BORZ PN S JIRIBE PN TR N S JBS IDE N Bk N <
P 2PN VHEE N ORI V225 ST N VBRI B RS N A P VRE B SN P R R
ol eyt o P AR G 2 1) 0 VAT FHAS A T A AL 5, 8 Qi el RS S '
B VHIE 4 (gastrostomy tube) S T AT NFTE IR, PASOSE IR - S i %
RT3 1 TR T 22 PR EA FRf AR, i a0 R BRSO ER AR et 32 L i FH ) 24k ol
FUEFAE IR 7 o 1) R e ™ B AR B L BRIV E FIER AL, DA AR DL, I HLAT DA
AU N 75 Zy e e o

[0189]  RIEE5G /W Vi A 380 S o T U B A3k = - B, 75 3555 e
PEN B BRSO, YR T A R0R” SR R TGRS 30 B e s P s e R R i
FEA] R B A S AR & o AE7R T B NSO, “TRITY A 30R” 8 2 PATEFTIR T I L
S 5 AT AT TR B A 25 RN A ] o LR, YRR RE a7 v, BHEE B 25 RN,
(1 S L FE s AN At — 22 A R sl B A s AN i A T SR E B AT AR
PRI, B L DA 715 2 HE 5 CD13THUAR IR 7 A R i YE i i 2 £90. 001 2
£)500mg/ kg, H 1 H I Z)0. 01 2)100mg/kgFIMHFL AR 47140, Frak & rTLUE 2
0.3mg/kg-1mg/kg.3mg/kg.bmg/kg.10mg/kg50mg/kgik 100mg/ kgl FL ek B  /F —LE
ST 2470, CD 13 THUARIIATT A R AE 290 01-30mg/ kg K FLED YR FE 0 TE B N o fE—
SO At Sty 2, CDL3THUAR TR TY A 3= AE 290 . 05- 15mg/ kg N FLZh W A EE Y B Y
R RSB A AT ARSI BOR N RS Sy e , J FRE R T 2 MR 21 w8 s
TETTE I AN B AR BT BT RS E 5 500 - e T 12 T T TR) 96897 IO FRp 8
8] A P ARR S 1R S NI T 1 TR T TR B IO AR I 1 R AR — M SR AT S iy
BTy S, DA MR A Fh I A R 2R

[0190]  JHEE AL MEN PG FEk oW B—5f a2 A IR Rl DAE , Bl an, 4
R LR R H TR VEE3AS H LR SRR LR o B IR 7 7 S T B A LR VB2 S 1R 3
R LR RS LR VRE H LR VR3S H LR B3 61 H 14K o CD13THUAR I 5 i 5 S8 (i
DK P it g/ kg AR B 0l 3mg / kg R HE, {51 JT] D 4145 2575 S8t —> 2 (D) BR4 1K, 1 T6 IR
FE SRFEEESAN H12K; (1) ARSI 1R (111) 3mg/ke (R EE 12K, SRS Img/ kg (A i, £33 JE 17K
[0191] il S35 DL SLE GRS B 58 e HUBRAR AN TT o SR T, SETE AN N R PR A 2
TEIYEE o B 1 fift , ASCHTIR 1 S AN S50t 5 ST Ttk G, I R BSOS )
FERN GRS AT BB B AL, T B e A PRI AS s RS RIS R DA A I R AS
HER AT N o A TF 55 5 | T A TR DA SR A 228 Sk & R A1 A 1 % )
TN AL S | T BRI AR

[0192] s

[0193]  SZjEfhl1

[0194]  Hp 45 ACDI3TII I Fabll A Bk
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[0195] i LA BOR SO e (S DA RO 5646:5:69540-2000140 | 55t [RTIN 42 A2 A7
& “Dynamic Human Antibody Light Chain Libraries” [PCTEPr G, H VLG Rk
PRI NS H M2 WA Z4569540-2000240 N 5 IE RN $E22 RSN “Dynamic
Human Heavy Chain Antibody Libraries” [PCTEFRHI1G, FLPAS|H Ty EAATE AR )
ik (pan against) ACD137Hulid o dEATHEvF = A0 uk IRk o 71 i — e v 2 J , 24 TR
PR & B IRELTSA, DA e 5 I 30 A CD 13T R i i o R Rt PR i O HELTSATS
ST RN DPRRE I RLE S EA A TN , KRy re e Rk il i For teBioflBiacore
RN TIEH TAEE RGN R EE A Fabrh HATELTSARR Ay Hh W AR 21 9 5
(1244 ARIEK N ZESR=>0.1,R%=>0. 9FI K1 /IR, < L00nMEIFRIE , K581 26 k— 2 A2
R0 (FKla) B K FR 240 364 il TeG (e 1b) , DU T 4Hiv) A=W BN 1)
AEFRAE

[0196] Rt By ik v WdEnT B [ Fab £ K HT R H 22k 4lifb . i ForteBio Octet
RED96 A Ze i B A DR A CD137HISE AN 1. 1110 5 2, 4 FHAHC% ji% =% (Anti-Human I1gG Fc
Capture Dip and Read Biosensors) §ifizkCD137-hisFcil&85 1] (Sino Biological H kS
10041-H03H) , I HLiddi 21 547 H3h 17726 i (kinetic buffer) (10mM HEPES.150mM
NaCl.3mM EDTA.0.005 % fA&F /AR HTE M FIP20, pH 7.4.) Fike%5-10ug/ml U4l Fab
HIFLH BRI For teBio%i i HiData AcquisitionfKfF7. ACHR, H HEE) ) BdES T
1 1E#% 22K (Langmuir) §5 5B SR M IS 128 (CRER T 50 fE3k larh A1 H . A1
IR R TGS ACD137IIE M i Biacore & HAEZ 1bHH R H .

[0197]  FR1a:FrideFabit ACD137HI A IR B 1 2 LR 741 (/ESEQ 1D NO. Hh)
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[0198]

o SEQ ID NO.
KD (nM) | kon(1/Ms) | koff(l/s) | (ET VH; F

) 1D 13 VL)

3760 | 1.26E-08 | 3.52E+05 | 4.44E-03 }i

4072 | 6.95E-09 | 1.54E+05 | 1.07E-03 }2

4074 | 1.95E-08 | 4.80E+04 | 9.37E-04 };

4076 | 744E-09 | 6.38E+04 | 4.75E-04 :lzg

4079 | 3.15E-08 | 6.93E+04 | 2.19E-03 5;

4134 | 1.30E-08 | 5.93E+04 | 7.69E-04 gi

4137 | <1.0E-12 | 8.56E+04 | <1.0E-07 ;g

4139 | 1.65E-09 | 4.96E+04 | 8.17E-05 g;

4140 | <1.OE-12 | 2.57E+04 | <1.0E-07 22

30
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[0199]

N SEQ ID NO.
il (M) | kon(1/Ms) | koff(1/s) | (EfTVH; T
¥ 1D 7 VL)
4217 | 9.67E-08 | 5.64E+05 | 5.45E-02 g :12
5299 | 1.37E-08 | 5.55E+05 | 7.60E-03 gi
5300 | 1.53E-08 | 5.96E+05 | 9.10E-03 gg
5302 | 1.21E-09 | 3.54E+05 | 4.26E-04 g;
5303 | 5.12E-09 | 9.95E+05 | 5.09E-03 ig
5310 | 5.72E-09 | 8.13E+05 | 4.65E-03 j;_
5314 | 8.39E-09 | 2.10E+05 | 1.77E-03 ji
5316 | 1.14E-08 | 140600 | 0.001605 jg
5318 | 1.90E-08 | 1.41E+05 | 2.69E-03 jg
5323 | 1.04E-08 | 7.82E+05 | 8.12E-03 gg
5341 | 2.93E-08 | 6.42E+04 | 1.88E-03 g ;
5342 | 3.89E-08 | 1.57E+05 | 6.12E-03 gi
5346 | 1.61E-08 | 6.05E+05 | 9.77E-03 22
5348 | 1.02E-08 | 1.31E+06 | 1.33E-02 g;
5349 | 6.20E-09 | 1.62E+05 | 1.01E-03 gg
5351 | 7.29E-09 | 4.66E+05 | 3.40E-03 gé
5353 | 1.61E-08 | 3.70E+05 | 5.97E-03 gi
5359 | 7.10E-10 | 4.64E+05 | 3.30E-04 22
5360 | 2.41E-08 | 1.20E+05 | 2.89E-03 o1

68
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[0200]

N SEQ ID NO.
il (M) | kon(1/Ms) | koff(1/s) | (EfTVH; T
¥ 1D 7 VL)
5363 | 9.87E-09 | 8.37E+04 | 8.26E-04 gg
5365 | 2.56E-09 | 7.01E+05 | 1.79E-03 3;12
5367 | 1.49E-08 | 4.07E+05 | 6.08E-03 ;i
5370 | 1.91E-09 | 5.24E+05 | 1.00E-03 ;g
5371 | 3.97E-09 | 1.21E+06 | 4.79E-03 ;;
5404 | 3.30E-09 | 3.95E+05 | 1.30E-03 ;g
5407 | 1.76E-09 | 2.48E+05 | 4.37E-04 g;
5408 | 2.36E-08 | 3.18E+05 | 7.50E-03 gi
5409 | 1.70E-08 | 2.51E+05 | 4.27E-03 gg
5413 | 9.93E-10 | 5.55E405 | 5.51E-04 g;
5417 | 4.04E-08 | 5.72E+04 | 2.31E-03 gg
7077 | 1.88E-08 | 4.98E+05 | 9.34E-03 g;
7078 | 2.52E-08 | 3.45E+05 | 8.70E-03 gi
7079 | 2.99E-08 | 1.00E+05 | 3.00E-03 gg
7080 | 2.44E-08 | 3.06E+05 | 7.46E-03 g;
7081 | 4.31E-08 | 2.87E+05 | 1.23E-02 19090
7087 | 6.96E-08 | 1.23E+05 | 8.55E-03 igé
7088 | 4.36E-08 | 2.55E+05 | 1.11E-02 igi
7090 | 5.55E-08 | 3.12E+05 | 1.73E-02 195

106
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1D KD (nM) | kon(1/Ms) | koff(1/s) (-tﬂ_VH? T
7 vL)
7092 | 4.57E-08 | 4.31E+05 | 1.97E-02 ig;
7097 | 2.43E-08 | 5.42E+05 | 1.32E-02 i?g
7100 | 3.50E-08 | 4.62E+05 | 1.62E-02 } } ;12
7105 | 3.33E-08 | 3.30E+05 | 1.10E-02 } }i
7109 | 3.20E-08 | 1.73E+05 | 5.55E-03 i }2
[0201] 7120 | 3.45E-08 | 2.64E+05 | 9.11E-03 i };
7128 | 3.97E-08 | 3.09E+05 | 1.23E-02 };g
7131 | 3.04E-08 | 2.66E+05 | 8.10E-03 }g;
7133 | 4.03E-08 | 1.01E+05 | 4.05E-03 i;i
7135 | 3.17E-08 | 1.02E+05 | 3.22E-03 132
7159 | 3.79E-08 | 1.06E+05 | 4.03E-03 }g;
7163 | 1.26E-08 | 2.99E+05 | 3.78E-03 }gg
7166 | 1.24E-08 | 3.45E+05 | 4.29E-03 S ;,
[0202] 4l BERR 7 HISEQ 1D NO: 13- 132[1% B DNAJT4143 I 7] WL F-SEQ ID NO:133-

252. F 1afft B Fabfr g HVR H1SA 5L/ 41 43 531 AT I F-SEQ TD NO.253-312.%1a
B 7~ T Fabay FHARIHVR H22 3512 741143
fiFabtiy HPIRIHVR H3 S IE[R 71143 1) ]

FIRIHVR. LIS SR 5143 B AT W T-SEQ 1D NO:433-492. % 1affi T Fabay il
HVR L2538 51145 BIAT JLF-SEQ 1D NO:493-552. % 1wt A Fabsy HIHIHVR L34

FLR A4 3R] I T-SEQ 1D NO:553-612 (S92l le) »
#1b:FabFIxf N 1gGhf ACD137HSEAN ]

[0203]

39

IR WF-SEQ ID NO:313-372. % 1affr7ri0fT

DLF-SEQ ID NO:373-432.3% 1affi7~ffrH Fabty
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Fab IgG gkt SBEY
ok IDNO.(E
#) ID [KD (M) |ka(1/Ms) | kd(1/s) L KD (M)[Ka(1/Ms)|kd (1/s)| {TE5E;
TTEHE)
4072 |7.0E-09| 1.5E+05 [1.1E-03|AG10054|1.3E-08| 1.4E+05 |1.9E-03 2}3
5303 |5.1E-09/1.0 E+06|5.1E-03|AG10057|7.9E-09| 7.7E+05 {6.1E-03 2}2
5310 |5.7E-09| 8.1E+05 |4.7E-03 |/ AG10058|5.9E-09| 4.1E+05 |2.4E-03 2};
5351 |7.3E-09| 4.7E+05 |3.4E-03 |AG10059(3.8E-08| 1.6E+05 {6.3E-03 2;3
5359 |7.1E-10| 4.6E+05 |3.3E-04|/AG10060|1.1E-09| 2.2E+05 |2.5E-04 ggé
5370 |1.9E-09| 5.2E+05 |1.0 E-03|]AG10061|3.6E-09| 2.2E+05 |7.8E-04 ggi
5404 |3.3E-09| 4.0E+05 |1.3E-03|AG10062|5.9E-09| 1.6E+05 [9.4E-04 2;2
[0204] 5413 |9.9E-10|5.6 E+05|5.5E-04|/AG10063|9.9E-10| 3.9E+05 |3.9E-04 2;;
4074 |2.0E-08| 4.8E+04 (9.4E-04|/AG10079|1.4E-09| 1.9E+05 |2.7E-04 233
4217 |9.7E-08|5.6 E+05|5.5E-02|AG10080(1.0 E-08| 1.2E+06 |1.2E-02 gg;
5299 |1.4E-08|5.6 E+05|7.6E-03|AG10081|6.9E-09| 2.4E+05 |1.7E-03 ggi
5300 |1.5E-08| 6.0E+05 |9.1E-03|AG10082(1.3E-08|5.6 E+05|7.2E-03 2;2
5323 (1.0 E-08| 7.8E+05 |8.1E-03|/AG10083|1.2E-08| 5.7E+05 |6.9E-03 ggg
5360 |2.4E-08| 1.2E+05 |2.9E-03|AG10084|4.3E-08| 6.6E+04 |2.8E-03 gig
5367 |1.5E-08| 4.1E+05 |6.1E-03 |AG10085(5.4E-08| 1.5E+05 |7.9E-03 23;
5409 |1.7E-08| 2.5E+05 |4.3E-03|AG10086(4.6E-08|1.0 E+05|4.5E-03 gji
5302 |1.2E-09| 3.5E+05 |4.3E-04|AG10124|6.0E-09|5.0 E+05|3.0E-03 2:2
5314 |8.4E-09| 2.1E+05 | 1.8E-03|AG10125|1.5E-08| 1.1E+05 |1.7E-03 gjg

40
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5316 |1.1E-08| 1.4E+05 |1.6E-03|AG10126|1.4E-08| 5.4E+09 [7.3E+01 ggg
5318 |1.9E-08| 1 4E+05 |2.7E-03|AG10127(9.6E-09| 3.0E+05 |2.9E-03 ggé
5342 3.9E-08| 1.6E+05 |6.1E-03|{AG10128(3.0E-09| 1.2E+05 |3.7E-04 ggi

o 5353 |1.6E-08| 3.7E+05 |6.0E-03|AG10129|1.9E-08| 3.1E+05 |6.0E-03 ggg
5365 |2.6E-09| 7.0E+05 |1.8E-03|AG10131(3.7E-09| 5.1E+05 |1.9E-03 ggg
5408 |2.4E-08| 3.2E+05 |7.5E-03|AG10132(6.9E-08| 2.0E+05 |1.4E-02 ggg

[0206] 4t ELIRFFHIISEQ 1D NO:613-66071k FZDNAFT 4143 3R] WL T-SEQ ID NO:661-

708. K 1bPT 7RI A LgGF A IIHVR H1ZA AR 741153 50 AT UL F-SEQ ID NO:709-732.55 b
ARIIHTAT TG A1 HVR_H25A B2 741 370 7] WL F-SEQ 1D NO:733-756. & 1bT <IN A7
TgGFFAIITHVR H3SAHEMR 541143 B il WF-SEQ ID NO:757-780. 3 b/~ LeG41 1
HVR L15GIERR 41145 BIAT W T-SEQ 1D NO:781-804. & 1bFRIIfTA TeG/F 4 [FHVR L2451 K
R 5114333 T W F-SEQ TD NO:805-828. K 1bJfrsIf A1 TeGFFAIIIHVR L34 FEER 41153531
A LFSEQ ID NO:829-852.

[0207]  FZ1c:Fab[JCDRJF %)
HVR- | HVR- | HVR- | HVR- | HVR- | HVR-
fo H1 H2 | H3 | L1 | L2 | L31
VH/VL SEQ | SEQ | SEQ | SEQ | SEQ | SEQ
# 1D D D D D D D
NO. | NO. | NO. | NO. | NO. | No.
3760 | VHI/VLI 253 | 313 | 373 | 433 | 493 | 553
4072 | VH2/VL2 254 | 314 | 374 | 434 | 494 | 554
7074 | VH3/VL3 255 | 315 | 375 | 435 | 495 | 555
[0208] 4076 | VH4/VLA4 256 | 316 | 376 | 436 | 496 | 556
4079 | VHS5/VL5 257 | 317 | 377 | 437 | 497 | 557
4134 | VH6/VL6 258 | 318 | 378 | 438 | 498 | 558
4137 | VHINLT 259 | 319 | 379 | 439 | 499 | 559
4139 | VHS/VLS 260 | 320 | 380 | 440 | 500 | 560
4140 | VH9/VLO 261 321 | 381 | 441 | 501 | 561
4217 | VHIO/VLIO | 262 | 322 | 382 | 442 | 502 | 562
5299 | VHII/VLI1 | 263 | 323 | 383 | 443 | 503 | 563
5300 | VHI2/VLI2 | 264 | 324 | 384 | 444 | 504 | 564
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5302 | VHI13/VL13 265 325 385 445 505 565
5303 | VHI4/VL14 | 266 326 386 | 446 506 566
5310 | VHI5/VL15 | 267 327 387 447 507 567
5314 | VHI16/VLI16 268 328 388 448 508 568
5316 | VH17/VL17 269 329 389 449 509 569
5318 | VHI8/VLI18 270 330 390 450 510 570
5323 | VHI9/VL19 | 271 331 391 451 511 571
5341 | VH20/VL20 | 272 332 392 452 512 572
5342 | VH21/VL21 273 333 393 453 513 573
5346 | VH22/VL22 274 334 394 454 514 574
5348 | VH23/VL23 275 335 395 455 515 575
5349 | VH24/VL24 | 276 336 396 | 456 516 576
5351 | VH25/VL25 | 277 337 397 457 517 577
5353 | VH26/VL26 278 338 398 458 518 578
5359 | VH27/VL27 279 339 399 459 519 579
5360 | VH28/VL28 280 340 400 460 520 580
5363 | VH29/VL29 | 281 341 401 461 521 581
5365 | VH30/VL30 | 282 342 402 462 522 582
5367 | VH31/VL31 283 343 403 463 523 583
5370 | VH32/VL32 284 344 404 464 524 584
5371 | VH33/VL33 285 345 405 465 525 585
5404 | VH34/VL34 286 346 406 466 526 586
5407 | VH35/VL35 | 287 347 407 467 527 587

[0209] 5408 | VH36/VL36 288 348 408 468 528 588
5409 | VH37/VL37 289 349 409 469 529 589
5413 | VH38/VL38 290 350 410 470 530 590
5417 | VH39/VL39 291 351 411 471 531 591
7077 | VH40/VL40 | 292 352 412 472 532 592
7078 | VH41/VL0L41 293 353 413 473 533 593
7079 | VH42/VL42 294 354 414 474 534 594
7080 | VH43/VL43 2905 355 415 475 535 595
7081 | VH44/V1.44 296 356 416 476 536 596
7087 | VH45/VL45 | 297 357 417 477 537 597
7088 | VH46/VL46 | 298 358 418 478 538 598
7090 | VH47/VL47 299 359 419 479 539 599
7092 | VH48/VL48 300 360 420 480 540 600
7097 | VH49/V1L49 301 361 421 481 541 601
7100 | VHS50/VL50 | 302 362 422 482 542 602
7105 | VHS1/VL51 303 363 423 483 543 603
7109 | VH52/VL52 304 364 424 484 544 604
7120 | VHS53/VL53 305 365 425 485 545 605
7128 | VH54/VL54 306 366 426 486 546 606
7131 | VHS5/VL55 | 307 367 427 487 547 607
7133 | VH56/VL56 | 308 368 428 488 548 608
7135 | VH57/VL57 309 369 429 489 549 609
7159 | VHS58/VL58 | 310 370 430 | 490 550 610
7163 | VH59/VL59 311 371 431 49] 551 611
7166 | VH60/VL60 | 312 372 432 492 552 612

[0210] 2}l

[0211]  5/NELCD13728 XS M fFabr ik £
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[0212]  Fab#yHP Mkl as XOSOR i FHELTSAHE « 6111 5 =, BF200uL ) 5pg/mLET A
TG (Fabfr ) (Sigma#15260) 4 7h {rMaxisorpfiii (Thermo Scientific 446469) |, 7r4
C N - B2 5, A 1100pL Fab 5310 (5pg/mL) <5351 (2. 8ug/mL) 15365 (5pg/mL) FF
Blhr ik =k ZJa, IS AFCH BLh & A s/ NRCD 13 THUR Y RV BRI &
Lhr e 2 e BAHRPARICI L 5T AFCHIPBS 1120004088, JEaAs 2B~ 4L, i A Lhr.
FERR e =0T H S MBI — A &0 I 7 20mi no 75 SN 452 1E iy, 15 450nm I [RINR G
JB AR BT b, N NE R HHFab 531011536545 AFIZNELCD137H 4, [fiFab
5351454 ACD137 (HAEE &/ NELCD137 6

[0213]  SJiEdA3

[0214]  TgGHEHRIZRL : AG10058 . AG10059F1AG10131

[0215]  ¥{Fab 5310535115365 4RI HE PR S o 3 21 H AT S24 1 PARAR 1 T g GA R R Y
FHIH L) 755 2R pCDNA3 . 3 (Thermo Fisher Scientific) Fi. BANT RIS ET
PR FE BRI B v [ 21 TgGARIT gG2[F) A H g pCDNAS . 3H 6

[0216]  ZAEHUPRACI097 (i IR Hl W] AZ X A3 75 7 HIIEVQLVQSGAEVKKPGESLRISCKGSGYS
FSTYWISWVRQMPGKGLEWMGK I YPGDSYTNYSPSFQGQVTISADKSTSTAYLQWSSLKASDTAMYYCARGYGIFD
YWGQGTLVTVSS (SEQ ID NO:862) , 3 H S ZHiARAC1097 1256 il A5 X 104 FE HISYELTQPP
SVSVSPGQTASTTCSGDNTGDQYAHWYQQKPGQSPVLVIYQDKNRPSGIPERFSGSNSGNTATLTISGTQAMDEAD
YYCATYTGFGSLAVFGGGTKLTVL (SEQ ID NO:863) « Z % HARACT 1217 i ) didek n] A5 [X 42
F# 411QVQLQQWGAGLLKPSETLSLTCAVYGGSFSGYYWSWIRQSPEKGLEWI GEINHGGYVTYNPSLESRVTISVD
TSKNQFSLKLSSVTAADTAVYYCARDYGPGNYDWYFDLWGRGTLVTVSS (SEQ ID NO:864) ,7f H & %4ik
ACT121 Fh R AT AR [X 40 25 AIIETVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQKPGQAPRLL T
YDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQRSNWPPALTFGGGTKVEIK (SEQ ID NO:865) .
A R TeGAE R 2R H

[0217]  3R2. TgGIAI %

02181 [146 Fab [ R ik
AC1097 B TgG2 S#Ab
AC1121 S0 1gG4 (S241P) 2% \b
AG10058 5310 TG4 (S241P) Adagene mAb
AG10059 5351 TG4 (S241P) Adagene mAb
AG10131 5365 TG4 (S241P) Adagene mAb
AG10154 1gG4 (S241P) [ R R R

(02191 2 ARt i g A0 LD , K UKL B P e BIHEK 29 3F A1 Fpy o ek ETR9, 1d 7
UV e A HL P , - HLUR AR 1 ASE A (47% (MabSelect SuRe,GE Healthcare) Zfifl,
TG o K55 1 BTV FR RN, I HL28 Pl 22 0 B PBEE Pk (20mMB R SM « 150mM NaCl,pH 7.0)
Hh ol BN T (UV-spectrophotometry) A€ 25 1 BTk, H Had 1 SDS - PAGE L,
SEC-HPLC, AL VE IR AR I 25 T 0 AT 1eGAli

[0220]  Sjefhi4

[0221] X AR/ INERCD13 TS 555 71 )

[0222]  j@idBIAcoreELTSARI R A4 ARM & T oG A IEAN/INRCD 13725 53 A T - 45
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I3,
[0223] &3 HiiAAT AR/ INERCD13 TS5 5 22 71 )

Biacore ELISA RN éﬂ]ﬂﬂ%
B o ﬁg
A | BER al AT e | A /N
[0224] (Cyno) i iz

AGI10131 | 3.7 143 645102 ] 03 1239 |13 | 12 | 494
AGI0058 | 5.9 9.3 152 (02| 03 | 03 | 18| 2 10.1
AGI10059 | 24.2 23.1 NC [08] 04 | NC | 5 | 26 | NC
AC1097 20.9 37.6 NC [02] 04 | NC |19 | 29 | NC
AC1121 9.6 NC NC | 0.2 NC [ 33| NC | NC

[0225]  NC: A3 MM

[0226]  4a. st SPRINEE 25 G 25 M1 TAIZ) /)%

[0227]  ffi fiBiacore™ T200{¥ %% (Biacore AB,Uppsala,Sweden) ,ARIEHIEF10IERS, @
o A B AR IER (SPR) S AT Ex oA A AN/ INER CD 137 8 IR S5 2 AT RIS )
2 AR RIS & (GE Biacore#BR-1000-50) [HUEHA 5, 3 Bk [ A SRR &
(Human Antibody Capture Kit) (GE BR-1008-39) [1JHt A 1gG (Fe) Bk sa F R B 2% K
wot B R S e b i [ AR CMEES B b o F AN E Pt A TG (Fe) HufRfizk
AG10058.AG10059,AG10131AC1121F1AC1097 o 15 i , Bf /S Rl & (3.13.6.25.12.5.25.50,
100) (nM) (FEaf T8 PP A RS I A CD137-His6 (Sino Biological#10041-HO8H) PA30uI/
minf U300, I HAREIN TR 2H300% By =1 T4% M 2 1 X HBS-EP (10mM
HEPES. 150mM NaCl.3mM EDTA.0.005% {A&FH //AFH SR S LEFIP20, pH 7.4,25°C) ol A
A EE & A B2 st S5O0 NI TR N A R U T “B5 577 5 - B fiBiacore
T2001 (5% (Biacore AB,Uppsala,Sweden) , FR¥E S 0 FE B 4n & Ffg S &l &
TSR GBI a3, I A Pk 5 A CD13745 15 . AG10058 M1AG10059 % 75
HHEE RS B TR S 1 M T 58 TACL1 215 8mAb 2 4h, T Hiik 45 &5 CD137. HA
AG10058F1AG10131 454 /N A AFRCD137 . AG10058 LA L AG10131 (64 . 5nM) B =5 KI5 11 1)
(15.2nM) »

[0228]  4b. i FHELTSAME M E AT T MECD 13T &5 52 A1 )

[0229]  #il£55 AFCH Bt & 1 A JEEk /NS CD 13710 R AR T A ELTSANY , ££
37°C Flhro HPZ 5, 78 1100uLIg6 (Bug/mL) FEAE37C FIF A Lhr SFARVEER =K, kS
HRPZE 5 1128 1 BTL (12 2000F78R) — 2 AE37°C M A Lhr « G AR pEE — O H 5 TMBJIG
Y—i A =0 NI B 20min o AE R N ASE 11 J , & 450nm N IR G FE o 1l Graphpad Prism 6
M HAELRPE S A8 s « W 2RTR , BT S AR sub nMeE AT /) 456 A CD137 (FC
BEEER D) o TAC1121ZEmAb 2 S, BT A PR E Y sub nME AT /145 5 H%CD137 . 5
K FBiacorey4h F—5, HAFAGLO058FIAGI013145 45 /N CD137 . AG10058 ELATFHAGL0131
(23.9nM) BEEIFIE AT (0. 3nM) o

[0230]  4c.alid i 2NN A AR AE A K S 2k ICD 13T 45 5 2% A1 )
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[0231] A FAY T HUAS AEHEK29 3P4 (1) 2 17 b B R 1 VAN CD 13711 55 Al
T3 1801 5 =2, 2K OB f- TIRESE AR Fe ik 4 K el / NI CD 13 71 BURL L HHEK293F
41, 1 FEGFP Y% iE F5 G 4Nl - 48hr Ji , UK L A4l i HLE A TV IFACSER Ml (fhFe AT
1% BSA[IPBS) Pk SRR 4nfifs 55 & ML eG (3% H 25100nM) — /e 7K FIFF A Lhr, Tt
B HIIFACSEE Mk e 15 i, I H 5 Al exa Fluor® 64748 411/ INR BT AFCHU A — 7E vk |-
55 30min. KRR pE s —O, ARl if AR (Beckman® CytoFlex) #E1 14 #7 . 41A]
a7, IrE BRI DAMSn S AN ) S e g 25 1] F2k (1 A CD13745 4 - AG10058 \AG10059
FIAGLOL3IME AR T I Fh 2 E HiiA i TACL121ZFmAb 2 4h, T A Hiik LR M A ) 45 &
JCD137,AGL0058AG10059FTAGLO131IE L T-AC1097ZHF ik . 53K FBiacore FIELISAM 45
B3, HAFAGL0058F1AG10131 455 /N AN FR CD137 . AGLO058%/INFR CD 1371/ 3E Al v T
AG10131. 534N, AG10058F1AG10131 (%% [ A 100nM) 14 &5 4 /EHEK293F 4R 25 1 Ik Fak ik
FUFITRCD137 (&13b) &

[0232]  4d. TgGSIEALITI A I INRATRER T4 &5

[0233] il A 3B /INERURIOR B PMARIT 8 - 25 Z5 B PBMC Bk T4 i i — 25 it A B
PURITNAE SUR S « 3 Ficoll - 25 BERRRE 2900 2 AT IEPBMC. 1111 5 2, KK
I i R ko e T ST A 4 1 T S5 AR [ PBS R ELAT- 4R b i % IHi s topaque 1077
(14m1, 7E50m1 B0 HR) IR TS o A FHJC ] Jkak (brake off) , 7R == MPAL, 200 X iz ()30
. B0 5, RSB 2T 4RI 220 . Semff) &4 Bz A A E I AL 2 19 . 77
Z B2 R AE I S (£93-5ml) {7 4L 28] T4 1 50m U 25,045 v« FH20m 1)
PBSPEA AN , 1l 1 /1400 X g N B0 SR 4, I A 4n i 25 & T-20m 1 {1 PBSH o 1M1
BRUPA R v, HamE AE400 X g N 0570 B AR CER 40 o it LA B U5 5 or /N Bk
BT « (o 0 2 o [ 22 %2 5.0 - mLAE T4 1Y) 4 5 pum 411 975 P DA 21 B 4 i 2 770, I LT
PBS A4 % ok 76 00 - PL1600rpm 2 Cabmin 572 I 1 - B 4Rt iE i & T-2m 1 211
IR, Frs2mine 1 BN IN10F5 AR AR IPBSH H LA 1600rpmiZ o 6mi n kU B4 .
FEb IO B an i B B TRPMI 1640/10 % FBSHI o 45 BIF] S A JB /INFRAT A R L
HE SRR 6 (Stemcell Technologies) FRREEE , i1 P2 M PBMC O\ /%5)
sk A GG/ AR H s S22 T41 (Pan-T cell) o A/IREPBMC, ok/INEL/ K B4R 1 1%
iR A 55 50ng/m1 PMA+1pMES -3 32— A2 /E37 C 5% C02 MFF A 1 fR AT

[0234] BT AL AR (~ 2x10° AN/ 45) LETRSEA A St 2 il (#h 9542 % FBSFIPBS)
HhPE g H S 100nMIIR BTk —E A VK FIF B Lhr o SR 5B 41 FH ImL Je 0 28 iR DA P IR
JFH AT Alexa Fluor® 64728 511/ NPT A FCHUARI MR Ve TAn bR S ik
[1100pL A (28 i R o TAN SRS TARE T140 T : CD3 . CD4Bk CD8 o £+ S I 5 3055
J& » AR (O 22 MR I AN PN IR o B J , AT B A 1 300uL B €6 2% iy i 10 13 Beckman
CytoFlexidFAT43#T o i IFlowjo 10FXLFUEATER /04 - tnE 4alrom , BT A MUk S 45 &
I ARET I, (EAEE S BRI TN o 222 PP AGLO 1 3 LA TE A 19 /N AT A R T4
HOR4E4 32707 (B4b) JAG10131 45 5T AL/ NI L T4mE

[0235]  fEFE M, AG10058HFIAGLO1 3 1H LA AFIARCD137 o~ HH B = s T o B AT 1580
Iz AR RS SCRCNVE 6 TAGL013 11 35 B G A B /IR R R (ELE X T
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AG100581f & FAH A A /NSRRI , M 1T e PR oA £ /U] AR B AR PN B3
[0236]  SjitEfhl5

[0237]  HUfARSCDI3TI &S e

[0238]  FpAKTCD1 3712 1 T R TNFRAE S I 1 BRI 45 S A0 D e A AR 53 A
P TPEAL B A9 RECD 137.0X40.CD40GITRAFNCD271{) TNFRSFAZ /K {EHEK293F 4 it #2111 [
I 3o ek o REFE AR A T PSS HI B e G il (R 32472 % FBSIIPBS) HA{ei gt H. 55 100nM
MR B A AE K FIFE Lhe IR BZPIR TR R, 5 IALexa Fluor® 64745 5711
/NEBTAFCHUATFAE VK | 8 30min o BEAES FHA 22 MRl v — K, SR e 1 i e XA R
BT - WIS, AG10058 AG10059A1IAG10131 5 CD 13T 45 A (E R AN Rl 4 i
AT HoAth B R 2 R 8 SRl P 2 B AR A R S AR 4

[0239]  Sjitfhl6

[0240]  ffi HHELTSARI AN AR B AR TE 4

(02411 J S ELTSAFIAR AR AR E , $HAHTARHBTCD137 5 H R R AL A CD137TLES AU AE
TN REUAR A TI  dniEl6afneblr s , B AT A BH T CD13 THICD137TLIY 45 15 o
[0242]  Ga. il S ELTSAMRRAC AT 4 457

[0243] A4l A CD137 (55 AFcAHi shRZSElT) AEPBSHIARE 2 1png /mLFH ¥4 fEMaxi sorp
MR F L AE4C N AR R RN 55473 % IS YSIPBSAEST C N Pl Lhr . etk 2 e , AL
HZR INB0uLAEM) ZZ A CD137L (4pg/mL) F18 Ak BE MNP iA (fE500ug/mL % 2pg/mLyE
NI\ 31 2 RAFRERD (1 AR L00uL/R &0 13T C NFE A Lhr KRk — R IF HLIA]
B AL DN OOULHRPZE A1 Fh MESE R 2 (neutravidin) (1:1000) FE7FE37°C FIEA Lhr. 4
SR AT RIS B , AN N5 OuL TMB A HOT £ == N IFF 52093 81, SR it 50uLH,S0, 45 1F
SN aniE6a it , A A M HTAAG10058 \AG10059FTAG1013 134JRHMTCD137 5CD13 7L &5
B oAGIOT31RIN HH s o 5 58 A PH T RE 77, A2 R ZJuMiB [, #2361t > uMif) il 5 FH KT 11
AG10058 ; LA M ALT-uMyEs BBl 1A 2 EIBr IAG 10059 o X EEXE B , A Airillik &5 4 HA ]
FITFAAR T, T2 M as USRI RTRAG1013 TRIAG 10058/ 2CD 137 5 H A ARCD13 7L Rl
AHELAE P v B A 35 511, TTAG 10059 A /s RN CD137 5 AR CD 1 37L 2 TR AH B /F
(R AT SBH T « B X, S5 AMIRCD 13748 SUR N ZHHTRAC1097 , 1A 55 A CD137 [ S
[ACT121) LPARAA s HABH I o

[0244]  6b. il AN AR B AT S 55 5

[0245] B4R 4K A CD 13711 JFURLAEHEK 29 3PN FP I 22108 o 4 40t FH S 0 28 pi (+
7547 1 % BSAIIPBS) Pk T H g 15047 LOOnMIMNAH TR e 28 i o £ VK I 30min
Jr, AL N3 3nMA= ) 2 AL HICD 13 TLIF ELREAEVK I A Lhr B4 i G (0 28 i
PP, R INB0pL A Alexa fluor 647485 SRR F A R I R (028 RO TAE UK - &
30min o KNP — R IFI0 I Cy toF Leximt AN ARIET 53 - ANl 6 b , i A =il ik
PURIIAT AR B AR 77 5UBHITCD 137 S5CD 1371 [N &5 45 AG10131 I s H e it ST i
1, A P AT WA BHWTIIAG10058, LK A A KA ZFHITAG10059 o 1IX BEH L1, T
T2 RN SO N EDTARAGT0131MIAG 10058 13 A7 S BH KT CD137 55 HLACARCD 13 7L 2 [HI I AH
HAEH], 1AGL0059 W/ HAXTCD137 5 L AL fACD1 3 7L [ AH EL A T BHIMT AHEL 2 B
5 ANHRCD 13722 XML ACT1097 2 25 HiAR AN s 1 Al FELT , 1 5 A CD 137 S B 1Y
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AC1121Z iAW HHBH T o

[0246]  SJiEf57

[0247]  FHAMEHE

[0248] Oy [ {E S B FR TR ALY e MR &5 A X, 75 A\ CD 1371 4R i AN Eh Ay
AT RANRAE (385) o i X BECD137 5848 FUkr % ALHEK293F 41 fitd . Ho A 5 A\ CD137584%
RS S i AR AT A T VPl dnse A eSS ps iR BRI TAH R - 25 R0
SR EF X e iR S AL TSI 25 57 (differentiation) A I /INERATRER
CDI3TIRE XS NI, 487 T2k FITTAE H Adagene SUZE Ay R RS AN (7 - AG10131 H5 4%
AW RhEE S TAGL0058 45 &4 SR 3 FhCD 137, (H A 454 K FLCD137 . AG10058 \AG10059 F1
AG101313% 5 GFT34AAA FSSE3AAAFIFHIO2AARAS (K145 A e 17, B L 45 & o 1 B8 X I
PN, BIANSEQ 1D NO. ; 1S B 7 R 34-93134- 108 (42 WK TB) - AG10058 FIAG10131 1]
SEAARIR B = AR &7, [TTAG10059 1] £5 4 5 AG10058 FIAG L0131 A [F] ) A7

[0249] S8 HY EHAE AEKEAG10058 . AG10059FIAGLO13 1 Flr&E A a3 5 5 2 PrikAC1 121
FIAC1097[X A3 T o 15 25142, Fir g = Fhii/A&AG10058 \ AG10059F1AG101 31 [i] HACT 121 F1
AC1097HEH ANFIR 47 - AG10058 \AG10059F1AG1 01317 FH284F fkHu FH92AAMHU FSS53AAA
DL AT EEIEIHU. GTR34AAARR E X Ik h ASF F-AC1 121, [fjAG10058AG10059F1AG1 013 1 7E o
KE I TSR 2 [ X S AR R FAC1097 , Hu FHI2AALL K BT TS5 SR As S i
PERRAN AR AE AP Az SO an NS R ERFIAICD 137 HR AN A] o E — 2B 5156 75 &
AG10058,AG1005941AG10131 sk ASCA T AP TIAALE G547 T-SEQ ID NO. : 112 TR Tk
FL115-156 N AR R TAFNZR S HA R Y, A CD13 74 58 A= 71 A CD13 TN 238 7 A
CD13TIES A SIADTARI 45 AR R AP PTAL , X 55 X e b AR FH W CD 13 7RC A S5 H A2 K1 45
HHIMESE BN .

[0250] 355 RA{RIA]

e AGI0O AGI100 AGl101 AC1l1 ACl10 HuCD
R 058 59 31 21 97 137L

Hu WT + + + + + X
Cyno WT =+ x {3 - x

/NG, WT + - + e e

AE_WT : - + - -

Hu GTF34AA :

[0251] A - - - -+ +

Hu FSS53AA -
A

Hu FH92AA
Hu GQI09AA
Hu EL111AA
Hu F125A

Hu FNI125AA

+ o+ o+

+ + + +

+ + + +

+ + + + + +
1

+ 4+ + + o
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Hu PWI35AA  + + + - . +
Hu TN137AA - + + + - +
Hu GT150AA + - + + - -

[0252]  SjiEf5l8

[0253]  NFxBZ& ' MR 3 R e Fh Be R sh 7l vk

[0254] i FHINFwBH 245 2 PRI v-Ah BRI Sl A P o 3 293 T4 FHER R s/ N

CD 137 Uk A MNFiBYE 2R A 3 P FOR T G o 4, DLO . 4x 10°/mL iR %4 B85 50uL i

AR 96 FLAR T EEA MR8 AL o R I MR HTAFNS D 1LE R APk (Fab’ LL=EHTA
IgG FC) (AR OpL AT S0 5 18h B A5 5E 5 , U NI50uL PassiveZdfilss i

i (Promega E1980) Jf HAE37°C ¥ & 30min . K 20uL R ARYIHEAL 2 A I IR =6 2

JEH - T K ATE 2 (Renina) ) AOGCE ST FLEA ML Tk GraphPad Prism

6. OFRAFIEA T EIE 3 AT - 48T , AREE T [RGB, 24 AFIRCD 13753k 6, Fir A U

PR A BT NF B 25 3L A 6 1k o 24 /NERLCD 137 4 3k I, AG10058 FITAG10131, H AR /2

AG10059, BiENFBAR 5 3L [H 735 - 1% 5 AGL0058FIAGL0131 454 /N CD137, [iTAGLO059 I A

W > ATAREE 5.

[0255]  SitEf519

[0256]  TANMEIE (LI E HH TR Eh S 1

[0257]  FETHRMEIE L e Fhdt— 2P WA BoA R sl 7 2 o H B AR ) sl [F] 5 0pL A1 X

PBSHMIA /4 (60pg/mL20pg/mL6pg/mL . 2ug/mLA10pg/mL) —ELH50uLPiCD3 ik (2u

g/ml) FRAI6SLANMRT TR, 754 °C N ik 457 o 7 AR B il v 1 i B 5 110 7 4643 5 CD8+T 4T

Jo AT X 10741 /mL I B BE AE /964510 9% FBSIIRPMT 1640275 55 i i1l 2 410 o 4 200pL

AN AR BRI E L FFAEST C 5 % CO2E5 7- A I B 4K « B RAE BAEe MR 4o

B9 I 75 96hr 7, H 100ul_FIS R BRI 96 AU R PAIES TIFN- y A . T4 i 5 fik

Cell Titer Glowiijfl& (Promega) MIiE . ANEI9FT , AHEL T[RRI Fboidc, Bir A il

TRIIVL AR Ty 275 L CDS+ TAH S FE A TFN - y 451

[0258]  SJE5110

[0259] 7 /INRRUF] A bR 12

[0260]  E5/INERLCD 13T AN AZ XS R Fo v PR A N D iE PEA1 - AG10058FIAG10131 L 48

TE AN B 34T T 0t X BALB/ c/NER (n=8/40) B¢ R A2 X 10°ANH22JH s 4

it (Xiao%: A ,Soluble PD-1 facilitates 4-1BBL-triggered antitumor immunity

against murine H22 hepatocarcinoma in vivo.Clin Cancer Res.2007;13(6) :1823-
30.) <5 X 10°NCT2645 s Rt , 55 X L0°/NEMTO FLRHE 4R D o 21 Jhfeg i sr (= 50mm’) 1N, JF
G PR 2 1k S PN B P TR RO B 04\ AG 100585k AGL 01313/ TR Y , FFElii 2 53
Ji) o A VPR R S 000 R A T R A D BN TRIE RS I - 2R AR R £ s e m. o 41K 10-13F)7

o, AREE TR FRF U, AG10058 FIAGL 0131 7F 13X BE A [ 11 [7] 22 /N IRa At rh 53

AR DU o

[0261]  10a.CD137IZNFIHTAAEH2 2/ NG s Rt b SR B0 L e g 3k

[0262] 7, PA50mg/ kg5 E 403 Jo 4 F P 2t HIAG 10058 Bk AG 10131 o P 43 F- 454

R LF100% TGT (Mg A=Al (B10, /~Ea) - CDANICD8FREMIN e 4L F ALt .
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715, AG1013 145 25 59 HICD4+ FICD8+TA it - H22 I (MO A S H 1 (Xiao®5 A, Soluble PD-
1 facilitates 4-1BBL-triggered antitumor immunity against murine H22
hepatocarcinoma in vivo.Clin Cancer Res.2007;13(6) :1823-30.) (K10, /)N&Ib) o[&A
% 3mg/kgfFdt— FR R s ~ 100% TGT , R IHF AN 1128 B B0
M (B 10, /NE e AlId) o A TR0 . 1mg/kgHIAGLO 13 1Y E—20 I M EAE0 . Img/kg M1 1mg/
kg MR T50%TGI (10, /NEe) »

[0263]  10b.CD137THEh A HUAACT26/NR 45 kbt v 2B HH o R 2k

[0264]  N&I10f7 , AG10058FIAGL0131 £ECT26/INE &5 s i v £E50mg / kg 714 N it
R LFE100% TGT (g A= K4t (E11, /N&Ela) (Martinez-Forero® A, T cell

costimulation with anti-CD137monoclonal antibodies is mediated by K63-

polyubiquitin-dependent signals from endosomes.] Immunol.2013;190 (12) :6694-
706) - AG101311y it —2B 5 i i (B11, /NElb) f15mg/ kg flimg/ kg5 N ot JLF
100% TGI£E0. Img/kg & T, SR LI40 % TGT, B T Fl AR TR IS 1 o

[0265]  10c.EMTOF|Jlfses fiirtd

[0266]  {REMT6/ N AL ] A B Hp 2B oA HUyRg 75 M (ShiflISiemann, Augmented
antitumor effects of radiation therapy by 4-1BB antibody (BMS-469492)
treatment.Anticancer Res.2006;26:3445-53) (&|12) -AG10058F1AG1013156H H J L °F
~ 100 % I8 A=A

[0267]  10d. A CD137HLENABUATATT HAT 724 N B/ NS P T Ies 2 it PO e PR
JolieE

[0268]  {FCT26/MEg A A HIAG100585KAG1013 1769 3 v, FoAg SE 4 iR MR 1) /Nl O
FF—2 HARBHTIAIT ARG AE 55 62N BRH5 52 45 B 20/ INERZE AT MU A5 X 1074
CT26 MR 4t AT R N FCR , I Wi e AR o Tl IR TR M T AR RN 28 i CT26 JIgg 41
J P )/ NS N7 BN B - 2B 13, JTIAGL0131769T (FE115mg/keg |, 2 W13,
3790 9 TS/ N RTUEG IS/ NS A E CT 26 g A 20 e SR B H AT 38U 7 1, AG 10131 (Tmg/
kgZ1) H11)5/8\AG10131 (5mg/kg41) H16/87E FH HCT26 [FvEg 41N FREUA 2 BT /260K Hh i
SRR o LA, X B8/ INERAE FHAH R PR JHvEE 40 FRBUR 2 T PRI IR , 2B X /)N
U AR T REE PR IEIZ -

[02691 5 T UFWHaX —Ris , X S JhEa Il e P B/ INBRURTONT F /N B FR s e it it o L
W5 22 2055 22 CRLAY (arrested) CT26 YR A A AN RS R TR AP HE R e
PEICIZ TR o SR T TG BEJR A ff IF HL S 2 ChRC TS CT26 e 4H i LA R IE/ TEE TR,
Hrah, I Hal ok G / S6 R ANFACS 43 B A4S I s 40 547 « a1 4o, A SR 2 i
AG10058FIAG1013 175 Ty IR HE 1 PR /N B LA B XA 42 281 Ao 25 14 1) s i 5%
.

[0270]  SjEfsi11

[0271]  AG10131-1gGAA~5|EEADCCRN.

[0272]  F|FEasySep ACD8 T4 s £ 7) & (StemCell Technologies) MK A REAEAA
(RIS L 43 B9 A CDS T4 , 15235 FIPMA (50ng/m1) +55 175 2 (LuM) RSN 18/ NI o SRS
FIE5 T4, 2 - AMBRICIX R TE (L A CD8 TAR o F VSR M o R ANK 2> 25377 & (StemCell
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Technologies) 43 252K FASFHEFEAL AR INKARME , FH FVERON A0 o 5T He iAo 4 i &
P (ADCC) ME , FEAFEAEAFAE R YIMERED ARG O T, R 4 (NK) FHELH (R
CD8'THMJiI) PA5 - 1L 3RAFI6FLAR TR 7, AERS R4 N R4/ N SR IE ok BN FLIY
IEW, H Hal g iR AR SpectraMlax 13x (Ex 488nm, Em 520nm) #7645 o il FH[A] R i
hT1gG4 mAbYENEAMEX R, 1l AJRACIIOKT3 CK H NovoproteinfJ$iCD3 hlgG1l) HAEBHMEXS
MR B BT N 5 %0 298 . o0 24 = [ (SIS0 -Ave (BEFR+NK) 1/ [Ave (BFrMax) -Ave
((MHEFR) 1 X 100% (F]15) o

[0273]  SjEfAI12

[0274]  HUdkTT A VERFIE

[0275] ST T & PEREA , B 4lifh AG10058 \AG10059 . AG10131 FTAC1097 22 i I PBZE Mifi
(20mM PB.150mM NaCl,pH 7.0) Ho i A7 SC56, COFE Ll 8 « B0 DHIas B S, I 7EPBLE i
WP E T TR SEC-HPLCA AT , 1 FITSKge 14 (Tosoh Bioscience G3000SWx1) .

[0276]  12a.7AfR)E

(02771 FirA7 = Mot v DAAE AT B R DTE RIS &0 N AEPBLE MR Fh 45 %5 7 1-100mg /m1
(F6) o RSB BT EPBLE M A Ty 22 20mg /m1 o AR f5 1 5 SEC-HPLCW A (%% H 10ug) F
ATINE , LIRS I - (W) SR SR an i i (B116) Hafos , R o, 7 ik
J& (20mg/m1) N YAINEE BIHMWER LE AT e

[0278] %6 PUiRIIIAAREE

=30 ARE (mg/ml) REEHMW %)

AGI10059 134 1.4
AGI10131 110 2.0

[0280]  12b. 7EHIERRAEAE N IhTARTA R

[0281]  IRAE NI RNBERAE PR A HUARTA IR, 45 50 ST 3R 7 T HUARLE S M8 i (-
80°C) MY (Z=) TR Z IS PR FFFaUE (B1T) o £E50°C N -E RS  HMWER S sl LMW B
AR N (BI1T) o A B ARS TRE FE A 9286 (40 CHFSHR 2 228X , IT A Piik R FFfaE,
FF HHMWER SEp sk LMW B A S 2 3 (17 .

[0282] 7. HMWAE MR AAE FIOAEL

[0283] | | AG10058 | AG10059 | AG10131 |

SRR, 6X | 4-6% 1.2% 0.4%
50C, 7d 0.7% 1.2% 0%
40°C, 28d 0.9% 0% 0%

[0284] b4, a2 gt i A (DSC) PR HVERE PE TR, AG10131F11AG100584F =ik
/D59 CIN IR AT AL P i T O WP FITAT 25 1SS A R A 254 & AR I R R i
) AEE8FIDL T &8 R o

[0285] 38 3H i DSCIMNAR I AFE e 14
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[0286] ToJ 44 1 (C) Tml (C) Tm2 (°C)

AG10058 61.5 67.3 76.9

AG10131 59.3 67.6 81.5
[0287] A, AG10131HIAGL00584E 5.0 2 Jir W fe iy RSB IK Ji 43 A8 11 180mg /mL AN
220mg/mL .

[0288]  SLjwf5113

[0289]  FEAHSCHRIAR LA MEARFAE < /NFROT B

[0290]  13a.AG101317FEHC57BL/6/ NS T i 45 2575 9T

[0291]  AG10131[K T & 45 25 B VAL IE # CHTBL/6/NI I BE T AEEE LR VEB AR VB8 RN AR
LLRJEREP (L.p.) (10mL/kg) JiFHEES/ ) AG10131 (100mg/kg) o F2H H A ik . -UEE/NFR
(7-8FH4) o B R M/NER I S B A T A AR AR, - LA R B DR A o A58 14K, %
W) S L R A AIEA T R AN At o3 AT o AR X S FR A I, FC R 4 247 I T
TR (RBC /M WBC W WBCA-2) I Lz ZH i S AN 3403 I F - I A= 4t
55T (ALVASTVALBLGLBLA/G TBILALPGGTHILDH) o W 823k (145 /NI DA T Re B A7
FEFFPERT U T3« R T < JERART S o 21 €5 T ZH 2R O FFPESI: L U Fr I H&E AL (6 DL - 41 405
HRFITHT

[0292]  ZEEEAHFFEIIERNEE (in-1ife period) HA], A WELE ATl sk R ANKI 2D
YISET o« S YIR Y AL , AG1013 1AM B MR AR o A5 FTAGL013 1 7R T 4T/ N
S, RS AR T s AT B S AR o IR A A s AR AT i 548 1, A2 FHAG10131
AT I/ INSRUFR I 1 R A A - SRRt (B119) o AR X 28/ NSRRI 4 2 F
NP A A B (B120) o EUARTHT S, AGLO13 /LS FU R 32 R 47 HAE /N A
KL g .

[0293]  13b.AG10131ZE N TR 2 45 2519

[0294]  ZEIEH S8 I TAGLOL3 1T 45 25090 - fEEE O R VEE TRV S 1A R AN SR 22
R ERKN (.v.) (ImL/kg) Jits A TgGA R A R (10mg/kg) \AG10131 (0. 571110mg/kg) - f5
A ARG — FUREE R — UMEE S8 (3 ~ 5%0) S AF R IR IS 5 A T N R R ARAE ,
AR S AR5 2500 28 (-15) K2 (-5) RN 255 256 K SE 13K 28 18 RANER
26 KM AR T AEZR 2GR 28 (-12) K2 (-5) KA 25 S8 TR B 14K B 19 RFNER 27K (X
10mg/kg) M MR- AR P B H AR Z0RT 86 (-12) KB (-5) RN ZfE 856 K28
13K I8 RIAT IR T o ZEEE 27 RS 10mg/ kg4 H ) W St 22 SR A8, LA TG A
fth 3 #r o VIR B RS B IR - il 2 FRPEIT L4 L D) H&E G (6 DAIE T 2R BRI # o

[0295]  ZESEAWFFEIIAERNEE (in-1ife period) B, fEFTAA 4lrh HIAMELE] F 4T Hy
SR INKZI LT o S IE P AHEL , 10mg/ kgl FAGL01 31757 AS e S UM Ak 1
ARTE R BN RAARAE , o B4 S0 A7 SO o £F 1 0mg/kg FIAGL013 175 7 I & HhAG 2 11
T # B, TR AR S R AT A A R 5 AT IR T 4L, MR i ey
MRS EABAE IEFTEHEN (B21) 7ELA10mg/ kg B 45 25AGL013 )i, I AU Bl oy
WA R AR 5, R AR (B22)  JSARTT S, AGLO131 /1 i e 42 10mg/ kg
JE A N AR B T 2 R G H A B i

[0296]  SjEf514
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[0297]  AGLO131F &P 255D )1+

[0298]  14a.AG10131{E & 254 2h 1

[0299] {1 R &M R P EATAGLO L3 L[ 252D T4 5% o 4 — Fh 71 i /K1 AG101 31
(10mg/kg30mg/kgH1100mg/kg) &tk PRI T it FH 25 = 40k S 15 A 3 L HEPE AN 3 SLEME o 7
AT 45 25)50.083.0.25.0.5.1.2.6.12.24.36.48.72.96.120.144.168.240.336.408.
504 6721840/ NI U EE 1775 K o i 5t ELTSATAEAGLO L3 1 (RIS R o

[0300] 716212, AGLO131/E 28 14K (336hr) PRak i, B>k B A
SRR 0, PASCR H s AR A6 A S 2 - AR SR 21K, X 22 -5k H s A
AR EY o R TE R o 12X 14 - Zh A R v B AR AR T A A AR P o 1 5 A i 2
S AT AU — BN R H R f R AL B A TR S sg ) 25480 112
AP A Z I BRI, AT 2530 112280 (B123) AGLO13 11 -2 HIAET . 358 . 8 K1Y
[0301]  14b.AGI101317E KR A 258D 11

[0302] 71N SDAFR A4 TAGLO 1311 25D T2 50 - 3 — P i /K 1 AG101 31
(10mg/kg~30mg/kgH1100mg/kg) FRIk N HE: s 45 = 415 . B4 5 A 15 AR 15 FUbfE
P o 75 2 T] R I B HP U SR IS o < 25 2900 V45 25)50.083.0.25.0.5.1.2.6.12.24,
36.48.72.96.120.144.168.240.336.408.504.672F1840/]NK] o 15 ELISATEAGL01 31 [11f1L
B E I Haf Phoenix Professional V6.3 Hr&dE.

[0303] 55 . Sk AR i  F 5591 RN A R O PR S BRI (B 24) < AGLO13 1R Rk
F9290.004m1 /kg/min.AG10131 [/ - TEHIAELL. 55 14 . 6 KIITEFH A -

[0304]  14c.AGLO1317E/ NEUHIZGR 2D 128

[0305] {128 4 IBALB/ e/ NS EA TAGLO 131 254K 8 122 70 - 1l FE i ik LA 1mg / kg
AR5 2920193 FUBEPEBALB/ o/ NERUER DK N T B AU FEAG 1O 13 LM ik « 745 25 /5 1h . 8.
481681336/ NI IS EE HLIRRE S (BERE S ~ 100ul) o A HE FHHUAR I3 S e /N ER
FRISCE 2 T FRUILIA o F FEAG 1013 1 R Al ol A I 7 04k B 1l ELTS AR, Horh i A
G (FeRrh) HriH T-Hlizk It HHRPERICHIHTA TG (FabkE 1) ik I T-46: o

[0306] A INAR B, C4E R AP HR (AG10154) I RIE R4 (AC1020/1AC1021) DA K
= Miadagenedifk (AG10131.AG10058HMIAG10059) £F /NG FP 2B H AR 24 1 2548 2h 11 (B
25) .
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[0001]
[0002]
[0003]
[0004]
[0005]
[0006]
[0007]
[0008]
[0009]
[0010]
[0011]
[0012]
[0013]
[0014]
[0015]
[0016]
[0017]
[0018]
[0019]
[0020]
[0021]
[0022]
[0023]
[0024]
[0025]
[0026]
[0027]
[0028]
[0029]
[0030]
[0031]
[0032]
[0033]
[0034]
[0035]
[0036]
[0037]
[0038]
[0039]
[0040]
[0041]

SRS

110> KiEZ5\ (Adagene Inc.)
<120> H1CD13743 1 M H
<130> 695402000340

<140> WAL
<141> HbRkf
<160> 865
<170> PatentIn 3.5k

210> 1

<211> 255
<212> PRT
<213> # A (Homo

<400> 1
Met Gly
1

Asn Phe

Ala Gly

Pro Pro
50

Cys Arg

65

Thr Ser

Ala Gly
Thr Lys
Lys Arg
130
Ser Val
145
Ser Pro
Pro Ala

Ala Leu

Arg Phe
210

Asn

Glu

Thr

35

Asn

Gln

Asn

Cys

Lys

115

Gly

Leu

Ala

Arg

Thr

195

Ser

Ser
Arg
20

Phe
Ser
Cys
Ala
Ser
100
Gly
Ile
Val
Asp
Glu
180

Ser

Val

sapiens)

Cys Tyr Asn Ile Val Ala Thr
5 10
Thr Arg Ser Leu Gln Asp Pro
25
Cys Asp Asn Asn Arg Asn Gln
40
Phe Ser Ser Ala Gly Gly Gln
55
Lys Gly Val Phe Arg Thr Arg
70 75
Glu Cys Asp Cys Thr Pro Gly
85 90
Met Cys Glu Gln Asp Cys Lys
105
Cys Lys Asp Cys Cys Phe Gly
120
Cys Arg Pro Trp Thr Asn Cys
135
Asn Gly Thr Lys Glu Arg Asp
150 155
Leu Ser Pro Gly Ala Ser Ser
165 170
Pro Gly His Ser Pro Gln Ile
185
Thr Ala Leu Leu Phe Leu Leu
200
Val Lys Arg Gly Arg Lys Lys
215

53

Leu

Cys

Ile

Arg

60

Lys

Phe

Gln

Thr

Ser

140

Val

Val

Ile

Phe

Leu
220

Leu

Ser

Cys

45

Thr

Glu

His

Gly

Phe

125

Leu

Val

Thr

Ser

Phe

205

Leu

Leu
Asn
30

Ser
Cys
Cys
Cys
Gln
110
Asn
Asp
Cys
Pro
Phe
190

Leu

Tyr

Val
15

Cys
Pro
Asp
Ser
Leu
95

Glu
Asp
Gly
Gly
Pro
175
Phe

Thr

Ile

Leu

Pro

Cys

Ile

Ser

80

Gly

Leu

Gln

Lys

Pro

160

Ala

Leu

Leu

Phe
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[0042]
[0043]
[0044]
[0045]
[0046]
[0047]
[0048]
[0049]
[0050]
[0051]
[0052]
[0053]
[0054]
[0055]
[0056]
[0057]
[0058]
[0059]
[0060]
[0061]
[0062]
[0063]
[0064]
[0065]
[0066]
[0067]
[0068]
[0069]
[0070]
[0071]
[0072]
[0073]
[0074]
[0075]
[0076]
[0077]
[0078]
[0079]
[0080]
[0081]
[0082]
[0083]

Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr GIn Glu Glu Asp Gly

225

240

Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu

<210>
211>
212>
213>
<220>
223>
<220>
221>
222>
223>
<220>
221>
222>
223>
<220>
221>
222>
223>
220>
221>
222>
<223>
<400>

1

210>
<2115
212>
<213>
220>
223>
220>
221>
222>
<223>
<220>
221>
222>

230
245 250
2
11
PRT
N T AWk (Artificial organism)
G
X1
1) ..(@Q)
Xl:FﬂzY
X2
“4)..4
X2:SEkT
X3
(5).. )
X3:GukNEkS
X4
M) ..
X4: ABKGEkW
2
Xaa Thr Phe Xaa Xaa Tyr Xaa Ile His Trp Val
5 10
3
12
PRT
AT AWk (Artificial organism)
BT
X1
4 ..®
X1:SEkT
X2
..M

54
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[0084]
[0085]
[0086]
[0087]
[0088]
[0089]
[0090]
[0091]
[0092]
[0093]
[0094]
[0095]
[0096]
[0097]
[0098]
[0099]
[0100]
[0101]
[0102]
[0103]
[0104]
[0105]
[0106]
[0107]
[0108]
[0109]
[0110]
[0111]
[0112]
[0113]
[0114]
[0115]
[0116]
[0117]
[0118]
[0119]
[0120]
[0121]
[0122]
[0123]
[0124]
[0125]

223>
<220>
221>
222>
223>
<220>
221>
222>
223>
<400>

Tyr Ser Ile Xaa Ser Gly Xaa Xaa Trp Xaa Trp Ile

1

<210>
211>
<212>
213>
<220>
223>
220>
221>
222>
223>
220>
221>
222>
<223>
220>
221>
222>
223>
<400>

Phe Ser Leu Ser Thr Xaa Gly Val Xaa Val Xaa Trp Ile

1

210>
211>
212>
<213>
220>
<223>
<220>
221>
222>

X4 : AskDERGERNELSER T

X2:HakY
X3
@8)..(8)
X3 :HEEY
X4

(10) .. (10)
3

5

10

N T AWk (Artificial organism)

4

13

PRT
BT A
X1

®) .. (®6)
Xl:GEﬁS
X2

9 ..
X2:ABKG
X3

(11) .. (11)
X3: ABKGELSELT
4

5
20
PRT

5

10

AN T Wk (Artificial organism)

RS

X1

(..

)
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[0126]
[0127]
[0128]
[0129]
[0130]
[0131]
[0132]
[0133]
[0134]
[0135]
[0136]
[0137]
[0138]
[0139]
[0140]
[0141]
[0142]
[0143]
[0144]
[0145]
[0146]
[0147]
[0148]
[0149]
[0150]
[0151]
[0152]
[0153]
[0154]
[0155]
[0156]
[0157]
[0158]
[0159]
[0160]
[0161]
[0162]
[0163]
[0164]
[0165]
[0166]
[0167]

223>
<220>
221>
222>
223>
<220>
221>
222>
223>
220>
221>
222>
223>
<400>

Leu Ala Leu Ile Asp Trp Xaa Xaa Asp Lys Xaa Tyr Ser Xaa Ser Leu
10

1

X1:ABkDERY

X2
®)..®
X2:DEkG

X3
(11 .. @D
X3:REkSELY

X4
(14) .. (14)
X4 :PERT

5

Lys Ser Arg Leu

210>
<2115
212>
<213>
220>
<223>
220>
221>
222>
223>
<220>
221>
222>
223>
<220>
221>
222>
223>
<400>

Ile Gly Xaa Ile Tyr His Ser Gly Xaa Thr Tyr Tyr Xaa Pro Ser Leu
10

1

AT AWk (Artificial organism)

20
6

20

PRT
FIFPSI
X1
(3)..0
X1:DERE
X2

© ..
X2:N5S
X3

(13) .. (13)
X3:NHS
6

Lys Ser Arg Val

<210>

20
7
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[0168]
[0169]
[0170]
[0171]
[0172]
[0173]
[0174]
[0175]
[0176]
[0177]
[0178]
[0179]
[0180]
[0181]
[0182]
[0183]
[0184]
[0185]
[0186]
[0187]
[0188]
[0189]
[0190]
[0191]
[0192]
[0193]
[0194]
[0195]
[0196]
[0197]
[0198]
[0199]
[0200]
[0201]
[0202]
[0203]
[0204]
[0205]
[0206]
[0207]
[0208]
[0209]

211>
<212>
213>
<220>
223>
<220>
221>
222>
223>
220>
221>
222>
223>
220>
221>
222>
223>
<220>
221>
222>
223>
<400>

Val Ser Xaa Ile Ser Gly Xaa Gly Xaa Xaa Thr Tyr Tyr Ala Asp Ser
10

1

<210>
211>
212>
213>
<220>
223>
<220>
221>
222>
223>
<220>
221>
222>
223>
220>

N T AWk (Artificial organism)

N T AWk (Artificial organism)

21
PRT
HRT A
X1
3)..0)
X1 ARGk SEkVEkY
X2
..
X2: AEkDERSELY
X3
) ..
X3:DukGEkS
X4
(10) .. (10)
X4:SEkT
7
5
Val Lys Gly Arg Phe
20
8
15
PRT
G
X1
3)..0)
X1:E8kG
X2
5)..6)
X2 :EEzS
X3

221>
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[0210]
[0211]
[0212]
[0213]
[0214]
[0215]
[0216]
[0217]
[0218]
[0219]
[0220]
[0221]
[0222]
[0223]
[0224]
[0225]
[0226]
[0227]
[0228]
[0229]
[0230]
[0231]
[0232]
[0233]
[0234]
[0235]
[0236]
[0237]
[0238]
[0239]
[0240]
[0241]
[0242]
[0243]
[0244]
[0245]
[0246]
[0247]
[0248]
[0249]
[0250]
[0251]

222>
<223>
220>
221>
222>
223>
<220>
221>
222>
223>
<220>
221>
222>
223>
<400>

Ala Arg Xaa Gly Xaa Xaa Xaa Val Xaa Gly Asp Trp Phe Xaa Tyr

1

<210>
211>
212>
213>
<220>
223>
<220>
221>
222>
223>
<220>
221>
222>
223>
220>
221>
222>
<223>
220>
221>
222>
223>
<220>
221>
222>

5

10

N T AWK (Artificial organism)

®) .. (®)
X3:DEkT

X4

M ..M
X4 : Ak TukV
X5

..
X5: Ak ITek Lk TakV
X6
(14) .. (14)
X6: AEKDEKG
8

9

11

PRT

H AT A
X1

..
X1:QukR

X2

(5)..6)
X2:DekGeksS
X3

®) ..(®)
X3 TakV

X4

..M
X4 :GEkREkSELT
X5

8 ..®

58
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[0252]
[0253]
[0254]
[0255]
[0256]
[0257]
[0258]
[0259]
[0260]
[0261]
[0262]
[0263]
[0264]
[0265]
[0266]
[0267]
[0268]
[0269]
[0270]
[0271]
[0272]
[0273]
[0274]
[0275]
[0276]
[0277]
[0278]
[0279]
[0280]
[0281]
[0282]
[0283]
[0284]
[0285]
[0286]
[0287]
[0288]
[0289]
[0290]
[0291]
[0292]
[0293]

223>
<220>
221>
222>
223>
<220>
221>
222>
223>
220>
221>
222>
223>
<400>

Xaa Ala Ser Gln Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1

<210>
211>
212>
<213>
220>
223>
220>
221>
222>
<223>
220>
221>
222>
223>
<220>
221>
222>
223>
<220>
221>
222>
223>
<220>
221>
222>
223>

X5:PEkREKSELT

X6 : AEKDERFEkSEk VERY

5

10

AT AWK (Artificial organism)

X6

) ..
X7
(10) .. (10)
X7 :L@iv

X8

(11) .. (1D
X8: AEkGEKN
9

10

9

PRT

H T
X1

..
X1:A5kD

X2

@ ..
X2 :NEkSEkT
X3

5)..06)
X3:LikR

X4

®) .. (®)
X4 AFKEEKQ
X5

..M
X5:SEKT
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[0294]
[0295]
[0296]
[0297]
[0298]
[0299]
[0300]
[0301]
[0302]
[0303]
[0304]
[0305]
[0306]
[0307]
[0308]
[0309]
[0310]
[0311]
[0312]
[0313]
[0314]
[0315]
[0316]
[0317]
[0318]
[0319]
[0320]
[0321]
[0322]
[0323]
[0324]
[0325]
[0326]
[0327]
[0328]
[0329]
[0330]
[0331]
[0332]
[0333]
[0334]
[0335]

220>

221> X6

<222> (9)..09)

<223> X6:18kV

<400> 10

Xaa Ala Ser Xaa Xaa Xaa Xaa Gly Xaa
1 5

210> 11

<211> 10

<212> PRT

213> AT AWtk (Artificial organism)
220>

223> FRTA

220>

221> X1

<222> (5)..(5)

<223> X1:AEkGEkSELY

220>

221> X2

222> (1) .. (D

<223> X2:QukSHkY

220>

221> X3

222> (8)..(®)

<223> X3:TERLEkTEkY

220>

221> X4

222> (9)..0)

<223> X4 TukSukvikw

<400> 11

Tyr Cys Gln Gln Xaa Tyr Xaa Xaa Xaa Thr
1 5 10
210> 12

Q211> 11

<212> PRT

213> N T AWk (Artificial organism)
220>

223> HGRTH

220>

221> X1

222> (3)..()

<223> X1:EukQ

60
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[0336]
[0337]
[0338]
[0339]
[0340]
[0341]
[0342]
[0343]
[0344]
[0345]
[0346]
[0347]
[0348]
[0349]
[0350]
[0351]
[0352]
[0353]
[0354]
[0355]
[0356]
[0357]
[0358]
[0359]
[0360]
[0361]
[0362]
[0363]
[0364]
[0365]
[0366]
[0367]
[0368]
[0369]
[0370]
[0371]
[0372]
[0373]
[0374]
[0375]
[0376]
[0377]

220>

221> X2

<222> (5).. ()
<223> X2:PukSukY
220>

221> X3

<222> (6)..(6)

<223> X3:DukLukSukTkY

<220>
<221> X4
222> (1) .. (D

<223> X4.DukEskHEkSELT

<220>

221> X5

<222> (8)..(8)
<223> X5:DEkLEkT
<220>

<221> X6

<222> (10) .. (10)
<223> X6:LEkPHLR
<400> 12

W

oV

Tyr Cys Xaa Gln Xaa Xaa Xaa

5

213> N THAWK (Artificial

1

<210> 13

211> 117

<212> PRT

220>

<223> HRFH

<400> 13

Glu Val GIn Leu

1

Ser Leu Arg Leu
20

Gly Ile His Trp

35
Ser Gly Ile Ser
50
Lys Gly Arg Phe
65
Leu Gln Leu Asn

Val

Ser

Val

Gly

Thr

Ser
85

Glu Ser

Cys Ala

Arg Gln

Ala Gly
55

Ile Ser

70

Leu Arg

Xaa Pro Xaa Thr

10

organism)

Gly
Ala
Ala
40

Asp

Arg

Ala

Gly
Ser
25

Pro
Thr

Asp

Glu

61

Gly
10

Gly
Gly
Thr

Asn

Asp
90

Leu

Phe

Lys

Tyr

Ser

75
Thr

Val
Thr
Gly
Tyr
60

Lys

Ala

Gln

Phe

Leu

45

Ala

Asn

Val

Pro
Thr
30

Glu
Asp

Thr

Tyr

Gly
15

Ser
Trp
Ser

Leu

Tyr
95

Gly

Tyr

Val

Val

Tyr

80
Cys
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[0378]
[0379]
[0380]
[0381]
[0382]
[0383]
[0384]
[0385]
[0386]
[0387]
[0388]
[0389]
[0390]
[0391]
[0392]
[0393]
[0394]
[0395]
[0396]
[0397]
[0398]
[0399]
[0400]
[0401]
[0402]
[0403]
[0404]
[0405]
[0406]
[0407]
[0408]
[0409]
[0410]
[0411]
[0412]
[0413]
[0414]
[0415]
[0416]
[0417]
[0418]
[0419]

Ala Arg Glu Arg Asp Tyr Asp Phe Asp Tyr Trp Gly Gln Gly Thr Leu

100
Val Thr Val Ser Ser
115
<210> 14
<211> 108
<212> PRT
213> NTAMpfk (Artificial
220>
223> EATH
<400> 14
Asp Ile Gln Leu Thr Gln Ser
1 5
Asp Arg Val Thr Ile Thr Cys
20
Leu Ala Trp Tyr Gln Gln Lys
35
Tyr Asp Ala Ser Asn Leu Glu
50 55
Ser Gly Ser Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Thr Phe Gly Gln Gly Thr Lys
100
<210> 15
211> 123
<212> PRT
213> NT AWk (Artificial
220>
<223> BT
<400> 1b
Glu Val Gln Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Gly Val Ala Val Ser Trp Ile
35
Trp Ile Gly Ile Ile Asn Pro
50 55
Lys Phe Gln Gly Arg Val Thr
65 70

105

organism)

Pro Ser

Arg Ala
25

Pro Gly

40

Thr Gly

Thr Leu

Cys Gln

Val Glu
105

Ser
10

Ser
Lys
Val
Thr
Gln

90
Ile

organism)

Gly Gly

Ala Ser
25

Arg Gln

40

Asn Phe

Ile Ser

62

Gly
10

Gly
Ala

Gly

Arg

Leu

Gln

Ala

Pro

Ile

75

Ser

Lys

Leu

Phe

Pro

Asp

Asp
75

Ser

Ser

Pro

Ser

60

Ser

Tyr

Arg

Val

Ser

Gly

Thr

60

Asn

Ala
Val
Lys
45

Arg

Ser

Ser

Gln
Leu
Lys
45

Asn

Ser

110

Ser
Ser
30

Leu
Phe

Leu

Thr

Pro
Ser
30

Gly

Tyr

Lys

Val
15

Ser
Leu
Ser

Gln

Ser
95

Gly
15

Thr
Leu

Ala

Asn

Gly

Ile

Gly

Pro

80
His

Gly

Ser

Glu

Gln

Thr
80
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[0420]
[0421]
[0422]
[0423]
[0424]
[0425]
[0426]
[0427]
[0428]
[0429]
[0430]
[0431]
[0432]
[0433]
[0434]
[0435]
[0436]
[0437]
[0438]
[0439]
[0440]
[0441]
[0442]
[0443]
[0444]
[0445]
[0446]
[0447]
[0448]
[0449]
[0450]
[0451]
[0452]
[0453]
[0454]
[0455]
[0456]
[0457]
[0458]
[0459]
[0460]
[0461]

Leu Tyr Leu Gln Leu Asn Ser
85
Tyr Cys Ala Arg Asp Glu Tyr
100
Trp Gly Gln Gly Thr Leu Val
115
<210> 16
<211> 108
<212> PRT
213> NTAMpfk (Artificial
220>
223> HHUTAI
<400> 16
Asp Ile Gln Leu Thr Gln Ser
1 5
Asp Arg Val Thr Ile Thr Cys
20
Val Ala Trp Tyr Gln Gln Lys
35
Tyr Asp Ala Ser Asn Leu Glu
50 55
Ser Gly Ser Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Thr Phe Gly Gln Gly Thr Lys
100
210> 17
211> 121
<212> PRT
213> NT/AWk (Artificial
220>
223> FRTA
<400> 17
Glu Val GIn Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Gly Val Gly Val Ser Trp Ile
35
Trp Val Ser Ser Ile Ser Gly
50 55

Leu Arg Ala Glu Asp Thr Ala Val Tyr

90

95

Tyr Gly Gly Ser Tyr Tyr Phe Asp Tyr

105
Thr Val Ser Ser
120

organism)

Pro Ser Ser Leu
10
Arg Ala Ser Gln
25
Pro Gly Lys Ala
40
Thr Gly Val Pro

Thr Leu Thr Ile
75
Cys Gln Gln Ser
90
Val Glu Ile Lys
105

organism)

Gly Gly Gly Leu
10
Ala Ser Gly Phe
25
Arg Gln Ala Pro
40
Ser Gly Gly Thr

63

Ser

Asp

Pro

Ser

60

Ser

Tyr

Arg

Val

Ser

Gly

Thr
60

Ala
Val
Lys
45

Arg

Ser

Asp

Gln

Leu

Lys

45
Tyr

110

Ser
Arg
30

Leu
Phe

Leu

Trp

Pro
Ser
30

Gly

Tyr

Val
15

Thr
Leu
Ser

Gln

Pro
95

Gly
15
Thr

Leu

Ala

Gly

Ala

Ile

Gly

Pro

80

Pro

Gly

Gly

Glu

Asp
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[0462]
[0463]
[0464]
[0465]
[0466]
[0467]
[0468]
[0469]
[0470]
[0471]
[0472]
[0473]
[0474]
[0475]
[0476]
[0477]
[0478]
[0479]
[0480]
[0481]
[0482]
[0483]
[0484]
[0485]
[0486]
[0487]
[0488]
[0489]
[0490]
[0491]
[0492]
[0493]
[0494]
[0495]
[0496]
[0497]
[0498]
[0499]
[0500]
[0501]
[0502]
[0503]

Ser Val Lys

65

Leu Tyr Leu

Tyr Cys Ala

Gln Gly Thr

<210>
211>
212>
213>
<220>
223>
<400>

18
10

115

7

PRT
AT AW (Artificial

Gly Arg Phe Thr Ile

70

Gln Leu Asn Ser

85

Arg Asp Asp Leu

100

Leu Val Thr Val

EGRl

18

Asp Ile Gln Leu

1
Asp Ar

Leu Al

Tyr Al
50

Ser Gl

65

Glu As

Phe G1

210>
<2115
212>
<213>
220>
<223>
<400>

g

a

a

y

p

y

19
12

Val
Trp
35

Ala
Ser

Phe

Gln

0

PRT
AT AWk (Artificial

Thr
20

Tyr
Ser
Gly

Ala

Gly
100

BT

19

Thr

Ile

Gln

Ser

Thr

Thr

85
Thr

Gln

Thr

Gln

Leu

Asp

70

Tyr

Lys

Ser

Cys

Gln
55
Phe

Tyr

Val

Glu Val Gln Leu Val Glu Ser

1

5

Ser Leu Arg Leu Ser Cys Ala

20

Tyr His Trp Gly Trp Ile Arg

35

Leu

Tyr

Ser
120

Ser Arg Asp Asn Ser

75

Arg Ala Glu Asp Thr

90

Ser Trp Tyr Phe Asp

105

Ser

organism)

Pro

Arg

Pro

40

Ser

Thr

Cys

Glu

Ser
Ala
25

Gly
Gly
Leu

Gln

Ile
105

Ser
10

Ser

Val

Thr

Gln

90
Lys

organism)

Leu

Gln

Ala

Pro

Ile

75

Gly

Arg

Ser
Gly
Pro
Ser
60

Ser

Tyr

Gly Gly Gly Leu Val

10

Ala Ser Gly Tyr Ser

25

Gln Ala Pro Gly Lys

40

64

Ala

Ile

45

Arg

Ser

Tyr

Gln

Ile

Gly
45

Lys Asn Thr

Ala

Val
110

Ser
Gly
30

Leu
Phe

Leu

Thr

Pro

Val
95
Trp

Val
15

Ser
Leu
Ser

Gln

Trp
95

Gly
15

80
Tyr

Gly

Gly

Ser

Ile

Gly

Pro

80
Thr

Gly

Thr Ser Gly

30

Leu Glu Trp
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[0504] Val Ser Ala Ile Ser Gly Ala Gly Gly Ser Thr Tyr Tyr Ala Asp Ser
[0505] 50 55 60

[0506] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[0507] 65 70 75 80
[0508] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[0509] 85 90 95
[0510] Cys Ala Arg Asp Gly Tyr Gly Gly Ser Tyr Phe Asp Tyr Trp Gly Gln
[0511] 100 105 110

[0512] Gly Thr Leu Val Thr Val Ser Ser

[0513] 115 120

[0514]  <210> 20

[0515] <211> 107

[0516]  <212> PRT

[0517]  <213> A TEWfk (Artificial organism)

[0518]  <220>

[0519]  <223> &RUFSI

[0520]  <400> 20

[0521] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0522] 1 5 10 15
[0523] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Thr Phe
[0524] 20 25 30

[0525] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0526] 35 40 45

[0527] Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[0528] 50 55 60

[0529] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[0530] 65 70 75 80
[0531] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ala Tyr Ser Ile Trp Thr
[0532] 85 90 95
[0533] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[0534] 100 105

[0535] <210> 21

[0536] <211> 120

[0537] <212> PRT

[0538] <213> A TAWMK (Artificial organism)

[0539]  <220>

[0540]  <223> & kT4

[0541]  <400> 21

[0542] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0543] 1 5 10 15
[0544] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Thr Gly Tyr
[0545] 20 25 30

65
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[0546]
[0547]
[0548]
[0549]
[0550]
[0551]
[0552]
[0553]
[0554]
[0555]
[0556]
[0557]
[0558]
[0559]
[0560]
[0561]
[0562]
[0563]
[0564]
[0565]
[0566]
[0567]
[0568]
[0569]
[0570]
[0571]
[0572]
[0573]
[0574]
[0575]
[0576]
[0577]
[0578]
[0579]
[0580]
[0581]
[0582]
[0583]
[0584]
[0585]
[0586]
[0587]

Trp Ile

Gly Arg
50

Pro Val

65

Leu Tyr

Tyr Cys

Gly Thr

<210> 22

His
35

Ile
Lys
Leu

Ala

Leu
115

<211> 108
<212> PRT
213> N THAWK (Artificial

<220>

Trp

Arg

Gly

Gln

Arg

100
Val

223> HRLFA

<400> 22

Asp Ile Gln Leu

1
Asp Arg

Leu Asn

Tyr Asp
50

Ser Gly

65

Glu Asp

Thr Phe

<210> 23

Val
Trp
35

Ala
Ser

Phe

Gly

211> 122
<212> PRT
213> NTHAWIK (Artificial

220>

Thr
20

Tyr
Ser
Gly

Ala

Gln
100

223> HFS

<400> 23

Val
Ser
Arg
Leu
85

Leu

Thr

Thr

Ile

Gln

Asn

Thr

Thr

85
Gly

Arg
Lys
Phe
70

Asn

Gly

Val

Gln
Thr
Gln
Leu
Asp
70

Tyr

Thr

Gln
Thr
55

Thr
Ser

Gly

Ser

Ser
Cys
Lys
Glu
55

Phe

Tyr

Lys

Glu Val Gln Leu Val Glu Ser

1

5

Ala
40
Asp

Ile

Leu

His

Ser
120

Pro Gly Lys Gly

Gly

Ser

Arg

Trp
105

Tyr

Arg

Ala
90
Tyr

organism)

Pro

Arg

Pro

40

Thr

Thr

Cys

Val

Ser

Ala

25

Gly

Gly

Leu

Glu

Glu
105

Ser
10

Ser

Lys

Val

Thr

Gln

90
Ile

organism)

Thr Thr
60

Asp Asn

75

Glu Asp

Phe Asp

Leu Ser

Gln Ser

Ala Pro

Pro Ser

60
Ile Ser
75

Pro Leu

Lys Arg

Leu
45

Glu
Ser

Thr

Val

Ala

Ile

Lys

45

Ser

Glu

Glu

Tyr

Lys

Ala

Trp
110

Ser
Gly
30

Leu
Phe

Leu

Leu

Trp

Ala

Asn

Val

95
Gly

Val
15

Arg
Leu
Ser

Gln

Pro
95

Val

Ala

Thr

80

Gln

Gly

Tyr

Ile

Gly

Pro

80
Arg

Gly Gly Gly Leu Val Gln Pro Gly Gly

66

10

15
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[0588] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[0589] 20 25 30

[0590] His His Trp Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[0591] 35 40 45

[0592] Val Ser Gly Ile Ser Gly Tyr Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
[0593] 50 55 60

[0594] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[0595] 65 70 75 80
[0596] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[0597] 85 90 95
[0598] Cys Ala Arg Asp Pro Tyr Ser Ser Gly Ser Gly Tyr Phe Asp Tyr Trp
[0599] 100 105 110

[0600] Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[0601] 115 120

[0602]  <210> 24

[0603] <211> 107

[0604]  <212> PRT

[0605] <213> A TAEWMAK (Artificial organism)

[0606]  <220>

[0607]  <223> B FFA

[0608]  <400> 24

[0609] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0610] 1 5 10 15
[0611] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Ala
[0612] 20 25 30

[0613] Leu Gly Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0614] 35 40 45

[0615] Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
[0616] 50 55 60

[0617] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[0618] 65 70 75 80
[0619]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Tyr Thr Trp Thr
[0620] 85 90 95
[0621]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[0622] 100 105

[0623]  <210> 25

[0624]  <211> 117

[0625]  <212> PRT

[0626] <213> AN TAWK (Artificial organism)

[0627]  <220>

[0628]  <223> Hh/FH

[0629]  <400> 25

67
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[0630] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0631] 1 5 10 15
[0632] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Thr Ser Gly
[0633] 20 25 30

[0634] Tyr Tyr Trp Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[0635] 35 40 45

[0636] Val Ser Gly Ile Ser Gly Ser Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
[0637] 50 55 60

[0638] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[0639] 65 70 75 80
[0640] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[0641] 85 90 95
[0642] Cys Ala Arg Gly Thr Tyr Ser Phe Asp Val Trp Gly Gln Gly Thr Leu
[0643] 100 105 110

[0644] Val Thr Val Ser Ser

[0645] 115

[0646]  <210> 26

[0647]  <211> 107

[0648]  <212> PRT

[0649] <213> AN TAWAK (Artificial organism)

[0650]  <220>

[0651]  <223> & FFA

[0652]  <400> 26

[0653] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0654] 1 5 10 15
[0655] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Asp
[0656] 20 25 30

[0657] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0658] 35 40 45

[0659] Tyr Ala Ala Ser Thr Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
[0660] 50 55 60

[0661]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[0662] 65 70 75 80
[0663] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Tyr Ile Thr
[0664] 85 90 95
[0665] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[0666] 100 105

[0667]  <210> 27

[0668]  <211> 117

[0669]  <212> PRT

[0670] <213> AT AWk (Artificial organism)

[0671]  <220>

68
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[0672]  <223> &4

[0673]  <400> 27

[0674] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0675] 1 5 10 15
[0676] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
[0677] 20 25 30

[0678] Ala Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[0679] 35 40 45

[0680] Ser Ala Ile Ser Gly Asp Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
[0681] 50 55 60

[0682] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[0683] 65 70 75 80
[0684] Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[0685] 85 90 95
[0686] Ala Arg Gly Tyr Arg Gly Tyr Phe Asp Tyr Trp Gly Gln Gly Thr Leu
[0687] 100 105 110

[0688] Val Thr Val Ser Ser

[0689] 115

[0690] <210> 28

[0691]  <211> 109

[0692]  <212> PRT

[0693] <213> AN T4AWMK (Artificial organism)

[0694]  <220>

[0695]  <223> & kT4

[0696]  <400> 28

[0697] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0698] 1 5 10 15
[0699] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Glu Ser Val Thr Ser Thr
[0700] 20 25 30

[0701] Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu
[0702] 35 40 45

[0703] Ile Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser
[0704] 50 55 60

[0705] Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln
[0706] 65 70 75 80
[0707]  Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Ser Asp Trp Pro
[0708] 85 90 95
[0709]  Pro Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[0710] 100 105

[0711]  <210> 29

[0712]  <211> 123

[0713]  <212> PRT
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[0714] <213> AN TAEWK (Artificial organism)

[0715]  <220>

[0716]  <223> T4

[0717]  <400> 29

[0718] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0719] 1 5 10 15
[0720] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[0721] 20 25 30

[0722] Tyr His Trp Asn Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[0723] 35 40 45

[0724] Val Ser Ser Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser
[0725] 50 55 60

[0726] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[0727] 65 70 75 80
[0728] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[0729] 85 90 95
[0730] Cys Ala Arg Asp Pro Asn Tyr Tyr Ser Ser Gly Ser Tyr Phe Asp Tyr
[0731] 100 105 110

[0732] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[0733] 115 120

[0734] <210> 30

[0735] <211> 107

[0736] <212> PRT

[0737] <213> AN TAWMK (Artificial organism)

[0738]  <220>

[0739]  <223> &K FEA

[0740]  <400> 30

[0741] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0742] 1 5 10 15
[0743] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Gly Ser Phe
[0744] 20 25 30

[0745] Leu Gly Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0746] 35 40 45

[0747]  Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[0748] 50 55 60

[0749] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[0750] 65 70 75 80
[0751] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Leu Trp Thr
[0752] 85 90 95
[0753] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[0754] 100 105

[0755] <210> 31
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[0756] <211> 121

[0757]  <212> PRT

[0758]  <213> ATEWfk (Artificial organism)

[0759]  <220>

[0760]  <223> & RUFSI

[0761]  <400> 31

[0762] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0763] 1 5 10 15
[0764] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[0765] 20 25 30

[0766] Tyr Tyr Trp Asp Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[0767] 35 40 45

[0768] Val Ser Ser Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
[0769] 50 55 60

[0770] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[0771] 65 70 75 80
[0772] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[0773] 85 90 95
[0774] Cys Ala Arg Glu Tyr Tyr Gly Tyr Gly Tyr Ala Leu Asp Tyr Trp Gly
[0775] 100 105 110

[0776] Gln Gly Thr Leu Val Thr Val Ser Ser

[0777] 115 120

[0778] <210> 32

[0779] <211> 108

[0780]  <212> PRT

[0781] <213> AN TAWMK (Artificial organism)

[0782]  <220>

[0783]  <223> HKFFEA

[0784]  <400> 32

[0785] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0786] 1 5 10 15
[0787] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[0788] 20 25 30

[0789] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0790] 35 40 45

[0791] Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[0792] 50 55 60

[0793] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[0794] 65 70 75 80
[0795] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu
[0796] 85 90 95
[0797] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg
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[0798] 100 105

[0799] <210> 33

[0800] <211> 119

[0801]  <212> PRT

[0802]  <213> AT A:Wpfk (Artificial organism)

[0803]  <220>

[0804]  <223> & AUFAI

[0805]  <400> 33

[0806] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0807] 1 5 10 15
[0808] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[0809] 20 25 30

[0810] His Tyr Trp Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[0811] 35 40 45

[0812] Leu Ala Leu Ile Asp Trp Tyr Gly Asp Lys Tyr Tyr Ser Thr Ser Leu
[0813] 50 55 60

[0814] Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[0815] 65 70 75 80
[0816] Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[0817] 85 90 95
[0818] Ala Arg Ser Asp Tyr Tyr Gly Ser His Phe Asp Tyr Trp Gly Gln Gly
[0819] 100 105 110

[0820] Thr Leu Val Thr Val Ser Ser

[0821] 115

[0822] <210> 34

[0823] <211> 112

[0824]  <212> PRT

[0825] <213> AT AWK (Artificial organism)

[0826]  <220>

[0827]  <223> HHfFH

[0828]  <400> 34

[0829] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0830] 1 5 10 15
[0831] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Glu Ser Val Asp Phe Asp
[0832] 20 25 30

[0833] Gly Phe Ser Phe Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro
[0834] 35 40 45

[0835] Lys Leu Leu Ile Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser
[0836] 50 55 60

[0837] Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
[0838] 65 70 75 80
[0839] Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Asp
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[0840] 85 90 95
[0841] Thr Leu Pro Arg Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg
[0842] 100 105 110

[0843]  <210> 35

[0844] <211> 122

[0845]  <212> PRT

[0846] <213> AN TAWAK (Artificial organism)

[0847] 220>

[0848]  <223> B FFH

[0849]  <400> 35

[0850] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0851] 1 5 10 15
[0852] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Thr Phe Ser Asn Tyr
[0853] 20 25 30

[0854] Trp Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[0855] 35 40 45

[0856] Ser Tyr Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser Val
[0857] 50 55 60

[0858] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[0859] 65 70 75 80
[0860] Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[0861] 85 90 95
[0862] Ala Arg Glu Gly Ser Thr Thr Val Ala Gly Asp Trp Phe Ala Tyr Trp
[0863] 100 105 110

[0864] Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[0865] 115 120

[0866]  <210> 36

[0867]  <211> 107

[0868]  <212> PRT

[0869] <213> AT AWk (Artificial organism)

[0870]  <220>

[0871]  <223> &4l

[0872]  <400> 36

[0873] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0874] 1 5 10 15
[0875] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Gly Ser Phe
[0876] 20 25 30

[0877] Leu Gly Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0878] 35 40 45

[0879] Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[0880] 50 55 60

[0881] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
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[0882] 65 70 75 80
[0883] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Leu Val Thr
[0884] 85 90 95
[0885] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[0886] 100 105

[0887]  <210> 37

[0888] <211> 124

[0889] <212> PRT

[0890] <213> A TAWAK (Artificial organism)

[0891]  <220>

[0892]  <223> B FFA

[0893]  <400> 37

[0894] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0895] 1 5 10 15
[0896] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[0897] 20 25 30

[0898] Gly Val Gly Val Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[0899] 35 40 45

[0900] Trp Val Ser Ser Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp
[0901] 50 55 60

[0902] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[0903] 65 70 75 80
[0904] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[0905] 85 90 95
[0906] Tyr Cys Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Gly
[0907] 100 105 110

[0908] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[0909] 115 120

[0910]  <210> 38

[0911]  <211> 107

[0912]  <212> PRT

[0913] <213> AT AWK (Artificial organism)

[0914]  <220>

[0915]  <223> &4l

[0916]  <400> 38

[0917] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0918] 1 5 10 15
[0919] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Thr Thr Tyr
[0920] 20 25 30

[0921] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0922] 35 40 45

[0923] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
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[0924]
[0925]
[0926]
[0927]
[0928]
[0929]
[0930]
[0931]
[0932]
[0933]
[0934]
[0935]
[0936]
[0937]
[0938]
[0939]
[0940]
[0941]
[0942]
[0943]
[0944]
[0945]
[0946]
[0947]
[0948]
[0949]
[0950]
[0951]
[0952]
[0953]
[0954]
[0955]
[0956]
[0957]
[0958]
[0959]
[0960]
[0961]
[0962]
[0963]
[0964]
[0965]

50

55

Ser Gly Ser Gly Thr Asp Phe

65

70

Glu Asp Phe Ala Thr Tyr Tyr

85

Phe Gly Gln Gly Thr Lys Val

<210> 39
211> 123
<212> PRT

<213>

220>

223>

<400> 39
Glu Val Gln Leu

1

Ser

Gly

Trp

Leu

65

Tyr

Cys

Trp

Leu Arg

Val Ala
35

Leu Ala

50

Lys Ser

Leu Gln

Ala Arg

Gly Gln
115

<210> 40
211> 107
<212> PRT

213>

<220>

223>

<400> 40
Asp Ile Gln Leu Thr Gln Ser

1

100

BT

Leu
20
Val

Leu

Arg

Leu

Glu

100
Gly

EUGR

Val

Ser

Gly

Ile

Leu

Asn

85

Gly

Thr

5

Glu

Cys

Trp

Asp

Thr

70

Ser

Ser

Leu

AT AWk (Artificial

Ser

Ala

Ile

Trp

55

Ile

Leu

Asp

Val

AT AW (Artificial

Asp Arg Val Thr Ile Thr Cys

20

Leu Ala Trp Tyr Gln Gln Lys

60

Thr Leu Thr Ile Ser Ser Leu Gln Pro

Cys Gln Gln

90

Glu Ile Lys

105

organism)

Gly

Ala

Arg

40

Ala

Ser

Arg

Ala

Thr
120

Gly
Ser
25

Gln
Asp
Arg
Ala
Val

105
Val

Gly
10

Gly
Ala
Asp
Asp
Glu
90

Leu

Ser

organism)

75

80

Gly Tyr Tyr Leu Trp Thr

Arg

Leu Val
Phe Ser
Pro Gly
Lys Tyr
60
Asn Ser
75
Asp Thr

Gly Asp

Ser

Gln

Leu

Lys

45

Tyr

Lys

Ala

Trp

Pro Ser Ser Leu Ser Ala

10

Arg Ala Ser Gln Asp Ile

25

Pro Gly Lys Ala Pro Lys

75

Pro

Ser

30

Gly

Ser

Asn

Val

Phe
110

Ser

Ser
30

Leu

95

Gly Gly
15
Thr Ser

Leu Glu

Pro Ser

Thr Leu
80

Tyr Tyr

95

Ala Tyr

Val Gly
15
Thr Phe

Leu Ile
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[0966]
[0967]
[0968]
[0969]
[0970]
[0971]
[0972]
[0973]
[0974]
[0975]
[0976]
[0977]
[0978]
[0979]
[0980]
[0981]
[0982]
[0983]
[0984]
[0985]
[0986]
[0987]
[0988]
[0989]
[0990]
[0991]
[0992]
[0993]
[0994]
[0995]
[0996]
[0997]
[0998]
[0999]
[1000]
[1001]
[1002]
[1003]
[1004]
[1005]
[1006]
[1007]

35

Tyr Asp Ala Ser Ser Leu Glu

50

55

Ser Gly Ser Gly Thr Asp Phe

65

70

Glu Asp Phe Ala Thr Tyr Tyr

85

Phe Gly Gln Gly Thr Lys Val

210>
<2115
212>
<213>

220>

<223>
<400>

41
123
PRT
AN T AWk (Artificial

100

BT
41

Glu Val Gln Leu

1

Ser
Gly
Trp
Leu
65

Tyr

Cys

Leu
Val
Leu
50

Lys

Leu

Ala

Arg
Gly
35

Ala
Ser

Gln

Arg

Trp Gly Gln

<210>
211>
212>
213>

<220>

223>
<400>

42

107
PRT
AN T AWk (Artificial

115

Leu
20
Val

Leu

Arg

Leu

Gly

100
Gly

FHTSI
42

Val

Ser

Gly

Ile

Leu

Asn

85

Gly

Thr

Glu

Cys

Trp

Asp

Thr

70

Ser

Ser

Leu

Ser

Ala

Ile

Trp

55

Ile

Leu

Asp

Val

Asp Ile Gln Leu Thr Gln Ser

1

5

Asp Arg Val Thr Ile Thr Cys

40

Ser Gly Val Pro

Thr Leu Thr Ile

Cys Gln Gln

90

Glu Ile Lys

105

organism)

Gly

Ala

Arg

40

Asp

Ser

Arg

Thr

Thr
120

Gly
Ser
25

Gln
Asp
Arg
Ala
Val

105
Val

Gly
10

Gly
Ala
Asp
Asp
Glu
90

Leu

Ser

organism)

75
Ala

Arg

Leu

Phe

Pro

Lys

Asn

75

Asp

Gly

Ser

Ser
60

Ser

Tyr

Val

Ser

Gly

Tyr

60

Ser

Thr

Asp

45

Arg Phe Ser Gly

Ser Leu Gln Pro

Ser Ile Trp

Gln

Leu

Lys

45

Tyr

Lys

Ala

Trp

Pro

Ser

30

Gly

Ser

Asn

Val

Phe
110

95

Gly
15
Thr

Leu

Pro

Thr

Tyr

95
Ala

80
Thr

Gly

Ser

Glu

Ser

Leu

80

Tyr

Tyr

Pro Ser Ser Leu Ser Ala Ser Val Gly

10

15

Arg Ala Ser Gln Ser Val Ser Pro Tyr
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[1008] 20 25 30

[1009] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1010] 35 40 45

[1011]  Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[1012] 50 55 60

[1013] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1014] 65 70 75 80
[1015] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[1016] 85 90 95
[1017]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1018] 100 105

[1019]  <210> 43

[1020] <211> 123

[1021]  <212> PRT

[1022] <213> AN TAWMK (Artificial organism)

[1023]  <220>

[1024]  <223> HFH

[1025]  <400> 43

[1026] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1027] 1 5 10 15
[1028] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[1029] 20 25 30

[1030] Gly Val Ala Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1031] 35 40 45

[1032] Trp Leu Ala Leu Ile Asp Trp Ala Gly Asp Lys Ser Tyr Ser Thr Ser
[1033] 50 55 60

[1034] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1035] 65 70 75 80
[1036] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1037] 85 90 95
[1038] Cys Ala Arg Gly Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
[1039] 100 105 110

[1040] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1041] 115 120

[1042] <210> 44

[1043] <211> 107

[1044]  <212> PRT

[1045]  <213> ALEWkK (Artificial organism)

[1046]  <220>

[1047]  <223> A akfF4l

[1048]  <400> 44

[1049] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
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[1050] 1 5 10 15
[1051] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Val Ser Pro Tyr
[1052] 20 25 30

[1053] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1054] 35 40 45

[1055] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[1056] 50 55 60

[1057] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1058] 65 70 75 80
[1059]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
[1060] 85 90 95
[1061]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1062] 100 105

[1063]  <210> 45

[1064] <211> 123

[1065]  <212> PRT

[1066] <213> AN TAWMK (Artificial organism)

[1067] <220>

[1068]  <223> & HFH

[1069]  <400> 45

[1070] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1071] 1 5 10 15
[1072]  Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[1073] 20 25 30

[1074] Tyr His Trp Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[1075] 35 40 45

[1076] Val Ser Ser Ile Ser Gly Asp Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
[1077] 50 55 60

[1078] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1079] 65 70 75 80
[1080] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1081] 85 90 95
[1082] Cys Ala Arg Glu Gly Ser Asp Ala Val Thr Gly Asp Trp Phe Ala Tyr
[1083] 100 105 110

[1084] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1085] 115 120

[1086] <210> 46

[1087] <211> 107

[1088]  <212> PRT

[1089] <213> A T4AWMAK (Artificial organism)

[1090]  <220>

[1091]  <223> & FA
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[1092]  <400> 46

[1093] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1094] 1 5 10 15
[1095] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Val Gly Thr Tyr
[1096] 20 25 30

[1097] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1098] 35 40 45

[1099] Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[1100] 50 55 60

[1101]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1102] 65 70 75 80
[1103]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[1104] 85 90 95
[1105] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1106] 100 105

[1107]  <210> 47

[1108] <211> 123

[1109] <212> PRT

[1110]  <213> A TAEWK (Artificial organism)

[(1111]  <220>

[1112]  <223> &HFA

[1113]  <400> 47

[1114] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1115] 1 5 10 15
[1116] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[1117] 20 25 30

[1118]  Gly Val Ala Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1119] 35 40 45

[1120] Trp Leu Ala Leu Ile Asp Trp Asp Asp Asp Lys Tyr Tyr Ser Thr Ser
[1121] 50 55 60

[1122] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1123] 65 70 75 80
[1124] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1125] 85 90 95
[1126] Cys Ala Arg Glu Gly Ser Thr Ala Val Ala Gly Asp Trp Phe Ala Tyr
[1127] 100 105 110

[1128] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1129] 115 120

[1130] <210> 48

[1131]  <211> 107

[1132]  <212> PRT

[1133] <213> AN TAWMAK (Artificial organism)
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[1134]  <220>

[1135]  <223> & A4

[1136]  <400> 48

[1137] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1138] 1 5 10 15
[1139]  Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Arg Thr Phe
[1140] 20 25 30

[1141] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1142] 35 40 45

[1143] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[1144] 50 55 60

[1145]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1146] 65 70 75 80
[1147]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
[1148] 85 90 95
[1149]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1150] 100 105

[1151]  <210> 49

[1152]  <211> 123

[1153]  <212> PRT

[1154] <213> AT AWK (Artificial organism)

[1155]  <220>

[1156]  <223> AFH

[1157]  <400> 49

[1158] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1159] 1 5 10 15
[1160] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[1161] 20 25 30

[1162] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1163] 35 40 45

[1164] Trp Ile Gly Glu Ile Tyr His Ser Gly Ser Thr Tyr Tyr Ser Pro Ser
[1165] 50 55 60

[1166] Leu Lys Ser Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1167] 65 70 75 80
[1168] Tyr Leu Gln Leu Asn Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr
[1169] 85 90 95
[1170] Cys Ala Arg Glu Gly Ser Asp Val Val Thr Gly Asp Trp Phe Ala Tyr
[1171] 100 105 110

[1172] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1173] 115 120

[1174]  <210> 50

[1175]  <211> 107
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[1176]  <212> PRT

[1177]  <213> AN TAWMK (Artificial organism)

[1178]  <220>

[1179]  <223> &7 4)

[1180]  <400> 50

[1181] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1182] 1 5 10 15
[1183] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Val
[1184] 20 25 30

[1185] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1186] 35 40 45

[1187] Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[1188] 50 55 60

[1189]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1190] 65 70 75 80
[1191]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[1192] 85 90 95
[1193]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1194] 100 105

[1195] <210> 51

[1196] <211> 123

[1197]  <212> PRT

[1198] <213> A TAEWAK (Artificial organism)

[1199] <220>

[1200]  <223> &HfFH

[1201]  <400> 51

[1202] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1203] 1 5 10 15
[1204] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Thr Ser Gly
[1205] 20 25 30

[1206] His His Trp Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[1207] 35 40 45

[1208] Val Ser Ala Ile Ser Gly Asp Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
[1209] 50 55 60

[1210] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1211] 65 70 75 80
[1212] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1213] 85 90 95
[1214] Cys Ala Arg Glu Gly Ser Thr Ala Val Thr Gly Asp Trp Phe Ala Tyr
[1215] 100 105 110

[1216] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1217] 115 120
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[1218] <210> 52

[1219] <211> 106

[1220]  <212> PRT

[1221]  <213> AN TAWMK (Artificial organism)

[1222]  <220>

[1223]  <223> &K FFEA

[1224]  <400> 52

[1225] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1226] 1 5 10 15
[1227] Asp Arg Val Thr Ile Thr Cys Ser Ala Ser Ser Arg Val Gly Tyr Val
[1228] 20 25 30

[1229] His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr
[1230] 35 40 45

[1231] Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly Ser
[1232] 50 55 60

[1233]  Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu
[1234] 65 70 75 80
[1235] Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Tyr Thr Trp Thr Phe
[1236] 85 90 95
[1237] Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1238] 100 105

[1239] <210> 53

[1240] <211> 123

[1241]  <212> PRT

[1242]  <213> AT AWpfk (Artificial organism)

[1243]  <220>

[1244]  <223> GHFH

[1245]  <400> 53

[1246] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1247] 1 5 10 15
[1248] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[1249] 20 25 30

[1250] Gly Val Ala Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1251] 35 40 45

[1252] Trp Leu Ala Leu Ile Asp Trp Ala Gly Asp Lys Ser Tyr Ser Thr Ser
[1253] 50 55 60

[1254] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1255] 65 70 75 80
[1256] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1257] 85 90 95
[1258] Cys Ala Arg Glu Gly Glu Asp Ala Val Thr Gly Asp Trp Phe Ala Tyr
[1259] 100 105 110
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[1260]
[1261]
[1262]
[1263]
[1264]
[1265]
[1266]
[1267]
[1268]
[1269]
[1270]
[1271]
[1272]
[1273]
[1274]
[1275]
[1276]
[1277]
[1278]
[1279]
[1280]
[1281]
[1282]
[1283]
[1284]
[1285]
[1286]
[1287]
[1288]
[1289]
[1290]
[1291]
[1292]
[1293]
[1294]
[1295]
[1296]
[1297]
[1298]
[1299]
[1300]
[1301]

Trp Gly Gln Gly Thr Leu Val

<210>

211>

212>

213>

220>

223>

<400>

Asp 11
1

Asp Ar

Leu Al

Tyr As
50

Ser Gl

65

Glu As

Phe G1

<210>
211>
212>
213>
220>
223>
<400>
Glu Va
1

Ser Le

Gly Va

Trp Va
50

Ser Va

65

Leu Ty

115
54
107
PRT

AT AWk (Artificial

NS
54
e Gln Leu

g Val Thr

20

a Trp Tyr
35

p Ala Ser

y Ser Gly

p Phe Ala

y Gln Gly
100

55

124

PRT

Thr

Ile

Gln

Asn

Thr

Thr

85
Thr

Gln Ser
Thr Cys
Gln Lys
Arg Ala

55
Asp Phe
70

Tyr Tyr

Lys Val

N T AWk (Artificial

=l
55
1 Gln Leu

u Arg Leu
20
1 Gly Val
35
1 Ser Gly

1 Lys Gly

r Leu Gln

Val

Ser

Gly

Ile

Arg

Leu
85

Glu Ser

Cys Ala

Trp Ile

Ser Gly

55
Phe Thr
70

Asn Ser

Thr Val Ser Ser

120

organism)

Pro

Gln

Pro

40

Thr

Thr

Cys

Glu

Ser

Ala

25

Gly

Gly

Leu

Gln

Ile
105

Ser
10

Ser
Lys
Ile

Thr

Gln
90
Lys

organism)

Gly
Ala
Arg
40

Tyr

Ile

Leu

Gly
Ser
25

Gln
Gly

Ser

Arg

83

Gly
10

Gly
Ala
Ser

Arg

Ala
90

Leu
Gln
Ala
Pro
Ile
75

Gly

Arg

Leu

Phe

Pro

Thr

Asp

75
Glu

Ser

Asp

Pro

Ser

60

Ser

Val
Ser
Gly
Thr
60

Asn

Asp

Ala
Ile
Lys
45

Arg

Ser

Ser

Gln
Leu
Lys
45

Tyr

Ser

Thr

Ser
Arg
30

Leu
Phe

Leu

Ile

Pro
Ser
30

Gly
Tyr

Lys

Ala

Val
15

Thr
Leu
Ser

Gln

Trp
95

Gly
15
Thr

Leu

Ala

Asn

Val
95

Gly

Tyr

Ile

Gly

Pro

80
Thr

Gly

Gly

Glu

Asp

Thr

80
Tyr
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[1302]
[1303]
[1304]
[1305]
[1306]
[1307]
[1308]
[1309]
[1310]
[1311]
[1312]
[1313]
[1314]
[1315]
[1316]
[1317]
[1318]
[1319]
[1320]
[1321]
[1322]
[1323]
[1324]
[1325]
[1326]
[1327]
[1328]
[1329]
[1330]
[1331]
[1332]
[1333]
[1334]
[1335]
[1336]
[1337]
[1338]
[1339]
[1340]
[1341]
[1342]
[1343]

Tyr Cys Ala Arg Glu Gly Ser
100
Tyr Trp Gly Gln Gly Thr Leu
115
<210> 56
211> 107
<212> PRT
213> NTAMpfk (Artificial
220>
223> EFHATHI
<400> 56
Asp Ile Gln Leu Thr Gln Ser
1 5
Asp Arg Val Thr Ile Thr Cys
20
Leu Ala Trp Tyr Gln Gln Lys
35
Tyr Asp Ala Ser Asn Arg Ala
50 55
Ser Gly Ser Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Phe Gly Gln Gly Thr Lys Val
100
<210> 57
211> 119
<212> PRT
213> NT AWtk (Artificial
220>
<223> HRFY
<400> 57
Glu Val Gln Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Gly Val Ala Val Gly Trp Ile
35
Trp Val Ser Gly Ile Ser Gly
50 55
Ser Val Lys Gly Arg Phe Thr
65 70

Asp Ala Val Ala Gly Asp Trp Phe Asp

105

Val Thr Val Ser Ser

120

organism)

Pro Ser

Arg Ala
25

Pro Gly

40

Thr Gly

Thr Leu

Cys Gln

Glu Ile
105

Ser
10

Ser
Lys
Ile

Thr

Gln
90
Lys

organism)

Gly Gly

Ala Ser
25

Arg Gln

40

Asp Gly

Ile Ser

84

Gly
10

Gly
Ala

Gly

Arg

Leu

Gln

Ala

Pro

Ile

75

Gly

Arg

Leu

Phe

Pro

Thr

Asp
75

Ser
Asp
Pro
Ser
60

Ser

Tyr

Val

Ser

Gly

Thr

60

Asn

Ala
Ile
Lys
45

Arg

Ser

Ser

Gln
Leu
Lys
45

Tyr

Ser

110

Ser Val

15
Arg Ser
30

Leu Leu

Phe Ser

Leu Gln

Ile Trp
95

Pro Gly
15

Ser Thr

30

Gly Leu

Tyr Ala

Lys Asn

Gly

Ile

Gly

Pro

80
Thr

Gly

Gly

Glu

Asp

Thr
80
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[1344]
[1345]
[1346]
[1347]
[1348]
[1349]
[1350]
[1351]
[1352]
[1353]
[1354]
[1355]
[1356]
[1357]
[1358]
[1359]
[1360]
[1361]
[1362]
[1363]
[1364]
[1365]
[1366]
[1367]
[1368]
[1369]
[1370]
[1371]
[1372]
[1373]
[1374]
[1375]
[1376]
[1377]
[1378]
[1379]
[1380]
[1381]
[1382]
[1383]
[1384]
[1385]

Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr

85

90

95

Tyr Cys Thr Arg Glu Asp Tyr Gly Pro His Ala Tyr Trp Gly Gln Gly

100

Thr Leu Val Thr Val Ser Ser

115
<210> 58
211> 107
<212> PRT

213> NTAWK (Artificial

<220>

223> HHFF

<400> 58
Asp Ile Gln
1

Asp Arg Val

Leu Asn Trp
35
Tyr Asp Ala
50
Ser Gly Ser
65
Glu Asp Phe

Phe Gly Gln
<210> 59

211> 123
<212> PRT

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Asn

Thr

Thr

85
Thr

Gln

Thr

Gln

Leu

Asp

70

Tyr

Lys

Ser

Cys

Lys

Glu

55

Phe

Tyr

Val

213> N THAWAK (Artificial

<220>

223> GRFHI

<400> 59

Glu Val Gln Leu Val Glu Ser

1

5

Ser Leu Arg Leu Ser Cys Ala

20

His Tyr Trp Ala Trp Ile Arg

35

Val Ser Ala Ile Ser Gly Ser

50

55

105

organism)

Pro

Arg

Pro

40

Thr

Thr

Cys

Glu

Ser
Ala
25

Gly
Gly
Leu

Gln

Ile
105

Ser
10

Ser
Lys
Val

Thr

Gln
90
Lys

organism)

Gly

Ala

Gln

40
Gly

Gly

Ser
25
Ala

Ser

85

Gly
10
Gly

Pro

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Arg

Leu

Tyr

Gly

Thr

Ser
Ser
Pro
Ser
60

Ser

Tyr

Val

Ser

Lys

Tyr
60

Ala

Ile

Lys

45

Ser

Ser

Gln

Ile

Gly

45
Tyr

110

Ser

Thr
30

Leu

Phe

Leu

Tyr

Pro

Thr
30

Leu

Ala

Val
15

Thr
Leu
Ser

Gln

Ser
95

Gly
15
Ser

Glu

Asp

Gly

Tyr

Ile

Gly

Pro

80
Thr

Gly

Gly

Trp

Ser
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[1386] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1387] 65 70 75 80
[1388] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1389] 85 90 95
[1390] Cys Ala Arg Gly Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
[1391] 100 105 110

[1392] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1393] 115 120

[1394] <210> 60

[1395] <211> 107

[1396]  <212> PRT

[1397] <213> AN TAEWK (Artificial organism)

[1398] <220>

[1399]  <223> & AT

[1400]  <400> 60

[1401] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1402] 1 5 10 15
[1403] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Ser
[1404] 20 25 30

[1405] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1406] 35 40 45

[1407] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1408] 50 55 60

[1409] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1410] 65 70 75 80
[1411]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
[1412] 85 90 95
[1413] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1414] 100 105

[1415]  <210> 61

[1416] <211> 123

[1417]  <212> PRT

[1418] <213> AN TAWK (Artificial organism)

[1419]  <220>

[1420]  <223> &4

[1421]  <400> 61

[1422] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1423] 1 5 10 15
[1424] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Thr Ser Gly
[1425] 20 25 30

[1426] His Tyr Trp Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[1427] 35 40 45
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[1428] Val Ser Ser Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
[1429] 50 55 60

[1430] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1431] 65 70 75 80
[1432] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1433] 85 90 95
[1434] Cys Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[1435] 100 105 110

[1436] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1437] 115 120

[1438] <210> 62

[1439] <211> 107

[1440] <212> PRT

[1441]  <213> AT AWMk (Artificial organism)

[1442]  <220>

[1443]  <223> HHfFH

[1444]  <400> 62

[1445] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1446] 1 5 10 15
[1447] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Gly Ser Phe
[1448] 20 25 30

[1449] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1450] 35 40 45

[1451] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1452] 50 55 60

[1453] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1454] 65 70 75 80
[1455] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Tyr Leu Trp Thr
[1456] 85 90 95
[1457]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1458] 100 105

[1459] <210> 63

[1460] <211> 120

[1461]  <212> PRT

[1462] <213> AN TAWMK (Artificial organism)

[1463]  <220>

[1464]  <223> HHiFH

[1465]  <400> 63

[1466] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1467] 1 5 10 15
[1468] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[1469] 20 25 30
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[1470]
[1471]
[1472]
[1473]
[1474]
[1475]
[1476]
[1477]
[1478]
[1479]
[1480]
[1481]
[1482]
[1483]
[1484]
[1485]
[1486]
[1487]
[1488]
[1489]
[1490]
[1491]
[1492]
[1493]
[1494]
[1495]
[1496]
[1497]
[1498]
[1499]
[1500]
[1501]
[1502]
[1503]
[1504]
[1505]
[1506]
[1507]
[1508]
[1509]
[1510]
[1511]

Trp Ile

Ser Val
50

Lys Gly

65

Leu Gln

Ala Arg

Gly Thr

His
35

Ile
Arg
Leu

Ser

Leu
115

<210> 64

211> 11

0

<212> PRT
213> N THAWk (Artificial

<220>

Trp

Ser

Phe

Asn

Arg

100
Val

223> G

<400> 64

Asp Ile Gln Leu

1
Asp Arg

Phe Leu

Ile Tyr
50

Gly Ser

65

Pro Glu

Pro Tyr

<210> 65
211> 12

Val
Ala
35

Asp
Gly

Asp

Thr

3

<212> PRT
213> NTHAWK (Artificial

220>

Thr
20
Trp

Ala

Ser

Phe

Phe
100

223> HRFS

<400> 65

Val
Gly
Thr
Ser
85

Gly

Thr

Thr

Ile

Tyr

Ser

Gly

Ala

85
Gly

Arg
Asp
Ile
70

Leu

Leu

Val

Gln

Thr

Gln

Ser

Thr

70

Thr

Gln

Gln
Gly
55

Ser
Arg

Val

Ser

Ser

Cys

Gln

Leu

55

Asp

Tyr

Gly

Glu Val Gln Leu Val Glu Ser

1

5

Ala Pro Gly
40
Asp Thr Thr

Arg Asp Asn

Ala Glu Asp
90
Leu Asp Ala
105
Ser
120

organism)

Pro Ser Ser
10
Arg Ala Ser
25
Lys Pro Gly
40
Glu Ser Gly

Phe Thr Leu
Tyr Cys Gln
90

Thr Lys Val
105

organism)

Lys
Tyr
Ser
75

Thr

Phe

Leu

Gln

Lys

Val

Thr

75

Gln

Glu

Gly
Tyr
60

Lys

Ala

Asp

Ser

Ser

Ala

Pro

60

Ile

Tyr

Ile

Leu
45

Ala
Asn

Val

Tyr

Ala

Val

Pro

45

Ser

Ser

Asp

Lys

Glu

Asp

Thr

Tyr

Trp
110

Ser

Ser

30

Lys

Arg

Ser

Tyr

Arg
110

Trp

Ser

Leu

Tyr

95
Gly

Val
15

Gly
Leu
Phe

Leu

Trp
95

Val
Val
Tyr
80

Cys

Gln

Gly

Arg

Leu

Ser

Gln

80

Pro

Gly Gly Gly Leu Val Gln Pro Gly Gly

10

88
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[1512] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[1513] 20 25 30

[1514]  Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1515] 35 40 45

[1516] Trp Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser
[1517] 50 55 60

[1518] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1519] 65 70 75 80
[1520] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1521] 85 90 95
[1522] Cys Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[1523] 100 105 110

[1524] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1525] 115 120

[1526] <210> 66

[1527]  <211> 107

[1528]  <212> PRT

[1529] <213> AN T4AWAK (Artificial organism)

[1530]  <220>

[1531]  <223> & FA

[1532]  <400> 66

[1533] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1534] 1 5 10 15
[1535] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Gly Ser Tyr
[1536] 20 25 30

[1537] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1538] 35 40 45

[1539] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1540] 50 55 60

[1541] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1542] 65 70 75 80
[1543]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
[1544] 85 90 95
[1545]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1546] 100 105

[1547]  <210> 67

[1548]  <211> 123

[1549]  <212> PRT

[1550] <213> A TAEWK (Artificial organism)

[1551]  <220>

[1552]  <223> & /75

[1553]  <400> 67
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[1554] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1555] 1 5 10 15
[1556] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Thr Ser Gly
[1557] 20 25 30

[1558] His Tyr Trp Asn Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[1559] 35 40 45

[1560] Val Ser Gly Ile Ser Gly Asp Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
[1561] 50 55 60

[1562] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1563] 65 70 75 80
[1564] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1565] 85 90 95
[1566] Cys Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[1567] 100 105 110

[1568] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1569] 115 120

[1570]  <210> 68

(15711  <211> 107

[1572]  <212> PRT

[1573] <213> AN TAWAK (Artificial organism)

[1574]  <220>

[1575]  <223> &/F5

[1576]  <400> 68

[1577] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1578] 1 5 10 15
[1579] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
[1580] 20 25 30

[1581] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1582] 35 40 45

[1583] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1584] 50 55 60

[1585] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1586] 65 70 75 80
[1587]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
[1588] 85 90 95
[1589] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1590] 100 105

[1591]  <210> 69

[1592] <211> 123

[1593]  <212> PRT

[1594] <213> AN TAEWAK (Artificial organism)

[1595]  <220>
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[1596]  <223> &4

[1597]  <400> 69

[1598] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1599] 1 5 10 15
[1600] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[1601] 20 25 30

[1602] His Tyr Trp Thr Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[1603] 35 40 45

[1604] Val Ser Ala Ile Ser Gly Ser Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
[1605] 50 55 60

[1606] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1607] 65 70 75 80
[1608] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1609] 85 90 95
[1610] Cys Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[1611] 100 105 110

[1612] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1613] 115 120

[1614]  <210> 70

[1615]  <211> 107

[1616]  <212> PRT

[1617]  <213> AN TAWMK (Artificial organism)

[1618]  <220>

[1619]  <223> & AT

[1620]  <400> 70

[1621] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1622] 1 5 10 15
[1623] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Val Gly Ser Tyr
[1624] 20 25 30

[1625] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1626] 35 40 45

[1627]  Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1628] 50 55 60

[1629] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1630] 65 70 75 80
[1631]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Gln Leu Trp Thr
[1632] 85 90 95
[1633] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1634] 100 105

[1635] <210> 71

[1636] <211> 123

[1637]  <212> PRT
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[1638] <213> AN TAEWAK (Artificial organism)

[1639] <220>

[1640]  <223> T4

[1641]  <400> 71

[1642] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1643] 1 5 10 15
[1644] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[1645] 20 25 30

[1646] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1647] 35 40 45

[1648] Trp Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser
[1649] 50 55 60

[1650] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1651] 65 70 75 80
[1652] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1653] 85 90 95
[1654] Cys Ala Arg Gly Gly Ser Asp Thr Val Ile Gly Asp Trp Phe Ala Tyr
[1655] 100 105 110

[1656] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1657] 115 120

[1658]  <210> 72

[1659] <211> 107

[1660]  <212> PRT

[1661]  <213> AN TAWMK (Artificial organism)

[1662]  <220>

[1663]  <223> HKFFEA

[1664]  <400> 72

[1665] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1666] 1 5 10 15
[1667] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Ser Tyr
[1668] 20 25 30

[1669] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1670] 35 40 45

[1671] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1672] 50 55 60

[1673] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1674] 65 70 75 80
[1675]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Tyr Leu Trp Thr
[1676] 85 90 95
[1677] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1678] 100 105

[1679] <210> 73
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[1680] <211> 124

[1681]  <212> PRT

[1682]  <213> AT A:Wpfk (Artificial organism)

[1683]  <220>

[1684]  <223> &RUFSI

[1685]  <400> 73

[1686] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1687] 1 5 10 15
[1688] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[1689] 20 25 30

[1690] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1691] 35 40 45

[1692] Trp Val Ser Gly Ile Ser Gly Ala Gly Asp Ser Thr Tyr Tyr Ala Asp
[1693] 50 55 60

[1694] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[1695] 65 70 75 80
[1696] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[1697] 85 90 95
[1698] Tyr Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala
[1699] 100 105 110

[1700] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1701] 115 120

[1702] <210> 74

[1703] <211> 107

[1704]  <212> PRT

[1705] <213> AN TAWMK (Artificial organism)

[1706]  <220>

[1707]1  <223> &HiFH

[1708]  <400> 74

[1709] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1710] 1 5 10 15
[1711]  Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Arg Ser Tyr
[1712] 20 25 30

[1713] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1714] 35 40 45

[1715]  Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[1716] 50 55 60

[1717]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1718] 65 70 75 80
[1719]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
[1720] 85 90 95
[1721]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg
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[1722] 100 105

[1723] <210> 75

[1724]  <211> 123

[1725]  <212> PRT

[1726]  <213> ATEWK (Artificial organism)

[1727]  <220>

[1728] <223> & FH

[1729]  <400> 75

[1730] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
(17311 1 5 10 15
[1732] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[1733] 20 25 30

[1734] Gly Val Ala Val Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1735] 35 40 45

[1736] Trp Leu Ala Leu Ile Asp Trp Asp Asp Asp Lys Arg Tyr Ser Thr Ser
[1737] 50 55 60

[1738] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1739] 65 70 75 80
[1740] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1741] 85 90 95
[1742] Cys Ala Arg Glu Gly Ser Thr Thr Val Val Gly Asp Trp Phe Asp Tyr
[1743] 100 105 110

[1744] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1745] 115 120

[1746] <210> 76

[1747]  <211> 107

[1748]  <212> PRT

[1749] <213> AN TAWMK (Artificial organism)

[1750]  <220>

(17511  <223> HHiF5

[1752]  <400> 76

[1753] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1754] 1 5 10 15
[1755] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Gly Thr Tyr
[1756] 20 25 30

[1757] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1758] 35 40 45

[1759] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[1760] 50 55 60

[1761] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1762] 65 70 75 80
[1763]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
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[1764]
[1765]
[1766]
[1767]
[1768]
[1769]
[1770]
[1771]
[1772]
[1773]
[1774]
[1775]
[1776]
[1777]
[1778]
[1779]
[1780]
[1781]
[1782]
[1783]
[1784]
[1785]
[1786]
[1787]
[1788]
[1789]
[1790]
[1791]
[1792]
[1793]
[1794]
[1795]
[1796]
[1797]
[1798]
[1799]
[1800]
[1801]
[1802]
[1803]
[1804]
[1805]

85

Phe Gly Gln Gly Thr Lys Val

213> N THAWAK (Artificial

100
210> 77
211> 124
<212> PRT
220>
<223> HRFY
<400> 77
Glu Val GIn Leu
1
Ser Leu Arg Leu
20
Gly Val Gly Val

35
Trp Val Ser Tyr
50
Ser Val Lys Gly
65
Leu Tyr Leu Gln

Tyr Cys Ala Arg
100
Tyr Trp Gly Gln
115
<210> 78
<211> 107
<212> PRT

Val

Ser

Ala

Ile

Arg

Leu

85

Glu

Gly

Glu Ser
Cys Ala
Trp Ile
Ser Gly
55

Phe Thr
70

Asn Ser

Gly Ser

Thr Leu

213> N 1AWk (Artificial

220>
223> HHUTAI
<400> 78
Asp Ile Gln Leu
1
Asp Arg Val Thr
20
Leu Ala Trp Tyr
35
Tyr Asp Ala Ser
50
Ser Gly Ser Gly

Thr

Ile

Gln

Ser

Thr

Gln Ser

Thr Cys

Gln Lys

Leu Glu

55
Asp Phe

90 95
Glu Ile Lys Arg
105

organism)

Gly Gly Gly Leu Val Gln Pro Gly
10 15
Ala Ser Gly Phe Ser Leu Ser Thr
25 30
Arg Gln Ala Pro Gly Lys Gly Leu
40 45
Asp Gly Gly Ser Thr Tyr Tyr Ala
60
Ile Ser Arg Asp Asn Ser Lys Asn
75
Leu Arg Ala Glu Asp Thr Ala Val
90 95
Asp Val Val Ala Gly Asp Trp Phe
105 110
Val Thr Val Ser Ser
120

organism)

Pro Ser Ser Leu Ser Ala Ser Val
10 15
Arg Ala Ser Gln Asp Ile Ser Ser
25 30
Pro Gly Lys Ala Pro Lys Leu Leu
40 45
Ser Gly Val Pro Ser Arg Phe Ser
60
Thr Leu Thr Ile Ser Ser Leu Gln

95

Gly

Ser

Glu

Asp

Thr

80

Tyr

Ala

Gly

Val

Ile

Gly

Pro
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[1806]
[1807]
[1808]
[1809]
[1810]
[1811]
[1812]
[1813]
[1814]
[1815]
[1816]
[1817]
[1818]
[1819]
[1820]
[1821]
[1822]
[1823]
[1824]
[1825]
[1826]
[1827]
[1828]
[1829]
[1830]
[1831]
[1832]
[1833]
[1834]
[1835]
[1836]
[1837]
[1838]
[1839]
[1840]
[1841]
[1842]
[1843]
[1844]
[1845]
[1846]
[1847]

65

70

Glu Asp Phe Ala Thr Tyr Tyr

85

Phe Gly Gln Gly Thr Lys Val

<210>
<2115
212>
<213>
220>
223>
<400>

79
119
PRT

100

AT AWk (Artificial

=Gl

79

Glu Val Gln Leu

1
Ser Le

Tyr Hi

Ile GI
50

Lys Se

65

Leu Gl

Ala Ar

Thr Le

<210>
211>
212>
213>
<220>
223>
<400>

u Arg

s Trp
35
y Glu

r Arg
n Leu
g Ser
u Val

115
80

107
PRT

Leu

20

Ala

Ile

Val

Asn

Pro

100
Thr

Val

Ser

Trp

Tyr

Thr

Ser

85

Tyr

Val

Glu Ser
Cys Ala
Ile Arg
His Ser
55

Ile Ser
70

Leu Arg

Tyr Tyr

Ser Ser

AT AWK (Artificial

RS

80

Asp Ile Gln Leu

1

Asp Arg Val Thr

20

Tyr Trp Tyr Gln

35

Asp Ala Ser Asn

Thr

Ile

Gln

Leu

Gln Ser

Thr Cys

Lys Pro

Glu Thr

75 80
Cys Gln Gln Gly Tyr Gln Ile Trp Thr
90 95
Glu Ile Lys Arg
105
organism)

Gly Gly Gly Leu Val Gln Pro Gly Gly
10 15
Ala Ser Gly Tyr Ser Ile Ser Ser Gly
25 30
Gln Ala Pro Gly Lys Gly Leu Glu Trp
40 45
Gly Ser Thr Tyr Tyr Ser Pro Ser Leu
60
Arg Asp Asn Ser Lys Asn Thr Leu Tyr
75 80
Ala Glu Asp Thr Ala Val Tyr Tyr Cys
90 95
Gly Val Phe Asp Tyr Trp Gly Gln Gly
105 110

organism)

Pro Ser Ser Leu Ser Ala Ser Val Gly
10 15
Ser Ala Ser Ser Arg Val Gly Ser Val
25 30
Gly Lys Ala Pro Lys Leu Leu Ile Tyr
40 45
Gly Val Pro Ser Arg Phe Ser Gly Ser
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[1848] 50 55 60

[1849] Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu
[1850] 65 70 75 80
[1851] Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Thr His Asp Pro Val Thr
[1852] 85 90 95
[1853] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1854] 100 105

[1855]  <210> 81

[1856] <211> 124

[1857]  <212> PRT

[1858] <213> A TAWK (Artificial organism)

[1859]  <220>

[1860]  <223> &K FEA

[1861]  <400> 81

[1862] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Ala
[1863] 1 5 10 15
[1864] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[1865] 20 25 30

[1866] Gly Val Gly Val Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1867] 35 40 45

[1868] Trp Val Ser Ser Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp
[1869] 50 55 60

[1870] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[1871] 65 70 75 80
[1872] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[1873] 85 90 95
[1874] Tyr Cys Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Gly
[1875] 100 105 110

[1876] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1877] 115 120

[1878] <210> 82

[1879] <211> 107

[1880]  <212> PRT

[1881] <213> AT AWK (Artificial organism)

[1882] <220>

[1883]  <223> AT

[1884]  <400> 82

[1885] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1886] 1 5 10 15
[1887] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Thr Thr Tyr
[1888] 20 25 30

[1889] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
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[1890]
[1891]
[1892]
[1893]
[1894]
[1895]
[1896]
[1897]
[1898]
[1899]
[1900]
[1901]
[1902]
[1903]
[1904]
[1905]
[1906]
[1907]
[1908]
[1909]
[1910]
[1911]
[1912]
[1913]
[1914]
[1915]
[1916]
[1917]
[1918]
[1919]
[1920]
[1921]
[1922]
[1923]
[1924]
[1925]
[1926]
[1927]
[1928]
[1929]
[1930]
[1931]

35

Tyr Asp Ala Ser Asn Arg Ala

50

55

Ser Gly Ser Gly Thr Asp Phe

65

70

Glu Asp Phe Ala Thr Tyr Tyr

85

Phe Gly Gln Gly Thr Lys Val

210>
<2115
212>
<213>

220>

<223>
<400>

83
123
PRT
ANTAWE (Artificial

100

el
83

Glu Val Gln Leu

1

Ser
Tyr
Val
Val
65

Tyr

Cys

Leu
His
Ser
50

Lys

Leu

Ala

Arg
Trp
35

Ser
Gly

Gln

Arg

Trp Gly Gln

<210>
211>
212>
213>

<220>

223>
<400>

84

107
PRT
AN T AWk (Artificial

115

Leu
20

Ser

Ile

Arg

Leu

Glu

100
Gly

FHTSI
84

Val

Ser

Trp

Ser

Phe

Asn

85

Gly

Thr

Glu

Cys

Ile

Gly

Thr

70

Ser

Ser

Leu

Ser

Ala

Arg

Tyr

55

Ile

Leu

Asp

Val

Asp Ile Gln Leu Thr Gln Ser

1

5

Asp Arg Val Thr Ile Thr Cys

40

Thr Gly Ile Pro

Thr Leu Thr

Cys Gln Gln

90

Glu Ile Lys

105

organism)

Gly

Ala

Gln

40

Gly

Ser

Arg

Thr

Thr
120

Gly
Ser
25

Ala
Asp
Arg
Ala
Val

105
Val

Gly
10

Gly
Pro
Thr
Asp
Glu
90

Leu

Ser

organism)

Ile
75
Gly

Arg

Leu

Tyr

Gly

Thr

Asn

75

Asp

Gly

Ser

Ser
60

Ser

Tyr

Val

Ser

Lys

Tyr

60

Ser

Thr

Asp

45

Arg Phe Ser Gly

Ser Leu Gln Pro

Tyr Leu Trp

Gln

Ile

Gly

45

Tyr

Lys

Ala

Trp

Pro

Thr
30

Leu

Ala

Asn

Val

Phe
110

95

Gly
15

Ser

Glu

Asp

Thr

Tyr

95
Ala

80
Thr

Gly

Gly

Trp

Ser

Leu

80

Tyr

Tyr

Pro Ser Ser Leu Ser Ala Ser Val Gly

10

15

Gln Ala Ser Gln Asp Ile Arg Thr Tyr
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[1932] 20 25 30

[1933] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1934] 35 40 45

[1935] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1936] 50 55 60

[1937] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1938] 65 70 75 80
[1939]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
[1940] 85 90 95
[1941]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1942] 100 105

[1943] <210> 85

[1944]  <211> 123

[1945]  <212> PRT

[1946] <213> AN TAWMK (Artificial organism)

[1947]  <220>

[1948]  <223> &FH

[1949]  <400> 85

[1950] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1951] 1 5 10 15
[1952] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[1953] 20 25 30

[1954] His His Trp Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[1955] 35 40 45

[1956] Val Ser Val Ile Ser Gly Ser Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
[1957] 50 55 60

[1958] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[1959] 65 70 75 80
[1960] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[1961] 85 90 95
[1962] Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
[1963] 100 105 110

[1964] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[1965] 115 120

[1966] <210> 86

[1967] <211> 107

[1968]  <212> PRT

[1969]  <213> AT A:Wpfk (Artificial organism)

[1970]  <220>

(19711  <223> & FA

[1972]  <400> 86

[1973] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
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[1974] 1 5 10 15
[1975] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[1976] 20 25 30

[1977] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1978] 35 40 45

[1979] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1980] 50 55 60

[1981] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[1982] 65 70 75 80
[1983] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
[1984] 85 90 95
[1985] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[1986] 100 105

[1987]  <210> 87

[1988]  <211> 123

[1989]  <212> PRT

[1990] <213> A TAWK (Artificial organism)

(19911  <220>

[1992]  <223> HHifFH

[1993]  <400> 87

[1994]  Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[1995] 1 5 10 15
[1996] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[1997] 20 25 30

[1998] Gly Val Ala Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[1999] 35 40 45

[2000] Trp Leu Ala Leu Ile Asp Trp Asp Gly Asp Lys Ser Tyr Ser Thr Ser
[2001] 50 55 60

[2002] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[2003] 65 70 75 80
[2004] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[2005] 85 90 95
[2006] Cys Ala Arg Glu Gly Ser Thr Ala Val Val Gly Asp Trp Phe Asp Tyr
[2007] 100 105 110

[2008] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2009] 115 120

[2010] <210> 88

[2011]  <211> 107

[2012]  <212> PRT

[2013] <213> AN T4AEWMAK (Artificial organism)

[2014]  <220>

[2015]  <223> & FFA
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[2016]  <400> 88

[2017] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2018] 1 5 10 15
[2019]  Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Arg Tyr
[2020] 20 25 30

[2021] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2022] 35 40 45

[2023] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[2024] 50 55 60

[2025]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2026] 65 70 75 80
[2027]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[2028] 85 90 95
[2029]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2030] 100 105

[2031]  <210> 89

[2032] <211> 124

[2033]  <212> PRT

[2034] <213> AT AWk (Artificial organism)

[2035] <220>

[2036]  <223> & A

[2037]  <400> 89

[2038] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2039] 1 5 10 15
[2040] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[2041] 20 25 30

[2042] Gly Val Gly Val Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2043] 35 40 45

[2044] Trp Val Ser Ser Ile Ser Gly Ala Gly Gly Thr Thr Tyr Tyr Ala Asp
[2045] 50 55 60

[2046] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2047] 65 70 75 80
[2048] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2049] 85 90 95
[2050] Tyr Cys Ala Arg Gly Gly Ser Thr Ala Val Thr Gly Asp Trp Phe Asp
[2051] 100 105 110

[2052] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2053] 115 120

[2054] <210> 90

[2055] <211> 107

[2056] <212> PRT

[2057] <213> AN TAWK (Artificial organism)
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[2058]  <220>

[2059]  <223> & kFF4

[2060]  <400> 90

[2061] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2062] 1 5 10 15
[2063] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Pro Tyr
[2064] 20 25 30

[2065] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2066] 35 40 45

[2067] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[2068] 50 55 60

[2069] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2070] 65 70 75 80
[2071]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[2072] 85 90 95
[2073]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2074] 100 105

[2075] <210> 91

[2076] <211> 124

[2077] <212> PRT

[2078] <213> AT AWK (Artificial organism)

[2079]  <220>

[2080]  <223> &4

[2081]  <400> 91

[2082] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2083] 1 5 10 15
[2084] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[2085] 20 25 30

[2086] Gly Val Gly Val Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2087] 35 40 45

[2088] Trp Val Ser Tyr Ile Ser Gly Ser Gly Asp Thr Thr Tyr Tyr Ala Asp
[2089] 50 55 60

[2090] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2091] 65 70 75 80
[2092] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2093] 85 90 95
[2094] Tyr Cys Ala Arg Glu Gly Ser Asp Thr Val Val Gly Asp Trp Phe Ala
[2095] 100 105 110

[2096] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2097] 115 120

[2098] <210> 92

[2099] <211> 108
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[2100] <212> PRT

[2101]  <213> AN TAWMK (Artificial organism)

[2102]  <220>

[2103]  <223> B FFEA

[2104]  <400> 92

[2105] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2106] 1 5 10 15
[2107] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[2108] 20 25 30

[2109] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2110] 35 40 45

[2111] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[2112] 50 55 60

[2113]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2114] 65 70 75 80
[2115]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Thr Thr Pro Leu
[2116] 85 90 95
[2117]  Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2118] 100 105

[2119]  <210> 93

[2120] <211> 124

[2121] <212> PRT

[2122]  <213> AN TAEWK (Artificial organism)

[2123]  <220>

[2124]  <223> HHFH

[2125]  <400> 93

[2126] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2127] 1 5 10 15
[2128]  Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[2129] 20 25 30

[2130] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2131] 35 40 45

[2132] Trp Val Ser Tyr Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp
[2133] 50 55 60

[2134] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2135] 65 70 75 80
[2136] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2137] 85 90 95
[2138] Tyr Cys Ala Arg Glu Gly Ser Asp Thr Val Ala Gly Asp Trp Phe Ala
[2139] 100 105 110

[2140] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2141] 115 120

103
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[2142] <210> 94

[2143] <211> 108

[2144]  <212> PRT

[2145] <213> AN TAWMK (Artificial organism)

[2146]  <220>

[2147]  <223> HFS

[2148]  <400> 94

[2149] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2150] 1 5 10 15
[2151]  Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[2152] 20 25 30

[2153] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2154] 35 40 45

[2155] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[2156] 50 55 60

[2157]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2158] 65 70 75 80
[2159]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Thr Thr Pro Leu
[2160] 85 90 95
[2161] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2162] 100 105

[2163] <210> 95

[2164] <211> 124

[2165] <212> PRT

[2166]  <213> AT A:Wpfk (Artificial organism)

[2167]  <220>

[2168]  <223> &HfFH

[2169]  <400> 95

[2170]  Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2171] 1 5 10 15
[2172]  Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[2173] 20 25 30

[2174] Gly Val Gly Val Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2175] 35 40 45

[2176] Trp Val Ser Ser Ile Ser Gly Tyr Gly Gly Thr Thr Tyr Tyr Ala Asp
[2177] 50 55 60

[2178]  Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2179] 65 70 75 80
[2180] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2181] 85 90 95
[2182] Tyr Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala
[2183] 100 105 110

104
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[2184]
[2185]
[2186]
[2187]
[2188]
[2189]
[2190]
[2191]
[2192]
[2193]
[2194]
[2195]
[2196]
[2197]
[2198]
[2199]
[2200]
[2201]
[2202]
[2203]
[2204]
[2205]
[2206]
[2207]
[2208]
[2209]
[2210]
[2211]
[2212]
[2213]
[2214]
[2215]
[2216]
[2217]
[2218]
[2219]
[2220]
[2221]
[2222]
[2223]
[2224]
[2225]

Tyr Trp Gly Gln Gly Thr Leu

<210>
<2115
212>
<213>
<220>
223>
<400>

115
96
108
PRT

AT AWk (Artificial

TSI

96

Asp Ile Gln Leu

1
Asp Ar

Leu Al

Tyr As
50

Ser Gl

65

Glu As

Thr Ph

<210>
211>
212>
213>
<220>
223>
<400>

g Val
a Trp
35
p Ala
y Ser
p Phe
e Gly

97

124
PRT

Thr
20

Tyr
Ser
Gly

Ala

Gln
100

Thr

Ile

Gln

Asn

Thr

Thr

85
Gly

Gln Ser
Thr Cys
Gln Lys
Leu Glu

55
Asp Phe
70

Tyr Tyr

Thr Lys

AN T AWk (Artificial

ERF

97

Glu Val Gln Leu

1
Ser Le

Gly Va

Trp Va
50

Ser Va

65

Leu Ty

u Arg
1 Gly
35
1 Ser

1 Lys

r Leu

Leu
20

Val
Tyr

Gly

Gln

Val

Ser

Gly

Ile

Arg

Leu
85

Glu Ser

Cys Ala

Trp Ile

Ser Gly

55
Phe Thr
70

Asn Ser

Val Thr Val Ser Ser

120

organism)

Pro

Arg

Pro

40

Thr

Thr

Cys

Val

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ser
10

Ser
Lys
Val

Thr

Gln
90
Ile

organism)

Gly
Ala
Arg
40

Ala

Ile

Leu

Gly
Ser
25

Gln
Gly

Ser

Arg

105

Gly
10

Gly
Ala
Gly

Arg

Ala
90

Leu

Gln

Ala

Pro

Ile

75

Tyr

Lys

Leu

Phe

Pro

Thr

Asp

75
Glu

Ser

Gly

Pro

Ser

60

Ser

Tyr

Arg

Val
Ser
Gly
Thr
60

Asn

Asp

Ala
Ile
Lys
45

Arg

Ser

Thr

Gln
Leu
Lys
45

Tyr

Ser

Thr

Ser
Ser
30

Leu
Phe

Leu

Thr

Pro
Ser
30

Gly
Tyr

Lys

Ala

Val
15

Ser
Leu
Ser

Gln

Pro
95

Gly
15
Thr

Leu

Ala

Asn

Val
95

Gly

Tyr

Ile

Gly

Pro

80

Leu

Gly

Gly

Glu

Asp

Thr

80
Tyr
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[2226]
[2227]
[2228]
[2229]
[2230]
[2231]
[2232]
[2233]
[2234]
[2235]
[2236]
[2237]
[2238]
[2239]
[2240]
[2241]
[2242]
[2243]
[2244]
[2245]
[2246]
[2247]
[2248]
[2249]
[2250]
[2251]
[2252]
[2253]
[2254]
[2255]
[2256]
[2257]
[2258]
[2259]
[2260]
[2261]
[2262]
[2263]
[2264]
[2265]
[2266]
[2267]

Tyr Cys Ala Arg Glu Gly Ser
100
Tyr Trp Gly Gln Gly Thr Leu
115
<210> 98
<211> 108
<212> PRT
213> NTAMpfk (Artificial
220>
223> EATH
<400> 98
Asp Ile Gln Leu Thr Gln Ser
1 5
Asp Arg Val Thr Ile Thr Cys
20
Leu Ala Trp Tyr Gln Gln Lys
35
Tyr Asp Ala Ser Asn Leu Glu
50 55
Ser Gly Ser Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Thr Phe Gly Gln Gly Thr Lys
100
<210> 99
211> 124
<212> PRT
213> NT AWtk (Artificial
220>
<223> HRFY
<400> 99
Glu Val Gln Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Gly Val Gly Val Gly Trp Ile
35
Trp Val Ser Tyr Ile Ser Gly
50 55
Ser Val Lys Gly Arg Phe Thr
65 70

Asp Thr Val Leu Gly Asp Trp Phe Ala

105

Val Thr Val Ser Ser

120

organism)

Pro Ser Ser
10
Arg Ala Ser
25
Pro Gly Lys
40
Thr Gly Val

Thr Leu Thr

Cys Gln Gln
90
Val Glu Ile
105

organism)

Gly Gly Gly
10
Ala Ser Gly
25
Arg Gln Ala
40
Ala Gly Gly

Ile Ser Arg

106

Leu

Gln

Ala

Pro

Ile

75

Tyr

Lys

Leu

Phe

Pro

Thr

Asp
75

Ser

Gly

Pro

Ser

60

Ser

Tyr

Arg

Val

Ser

Gly

Thr

60

Asn

Ala
Ile
Lys
45

Arg

Ser

Thr

Gln
Leu
Lys
45

Tyr

Ser

110

Ser
Ser
30

Leu
Phe

Leu

Thr

Pro
Ser
30

Gly

Tyr

Lys

Val
15

Ser
Leu
Ser

Gln

Pro
95

Gly
15

Thr
Leu

Ala

Asn

Gly

Ile

Gly

Pro

80

Leu

Gly

Gly

Glu

Asp

Thr
80
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[2268]
[2269]
[2270]
[2271]
[2272]
[2273]
[2274]
[2275]
[2276]
[2277]
[2278]
[2279]
[2280]
[2281]
[2282]
[2283]
[2284]
[2285]
[2286]
[2287]
[2288]
[2289]
[2290]
[2291]
[2292]
[2293]
[2294]
[2295]
[2296]
[2297]
[2298]
[2299]
[2300]
[2301]
[2302]
[2303]
[2304]
[2305]
[2306]
[2307]
[2308]
[2309]

Leu Tyr Leu Gln Leu Asn Ser
85
Tyr Cys Ala Arg Glu Gly Ser
100
Tyr Trp Gly Gln Gly Thr Leu
115
<210> 100
<211> 108
<212> PRT
213> NTAMpfk (Artificial
220>
223> EFHTH
<400> 100
Asp Ile Gln Leu Thr Gln Ser
1 5
Asp Arg Val Thr Ile Thr Cys
20
Leu Ala Trp Tyr Gln Gln Lys
35
Tyr Asp Ala Ser Asn Leu Glu
50 55
Ser Gly Ser Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Thr Phe Gly Gln Gly Thr Lys
100
<210> 101
211> 124
<212> PRT
213> NT/AWk (Artificial
220>
223> FRTA
<400> 101
Glu Val GIn Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Gly Val Gly Val Gly Trp Ile
35
Trp Val Ser Tyr Ile Ser Gly
50 55

Leu Arg Ala Glu Asp Thr Ala Val Tyr

90

95

Asp Ala Val Leu Gly Asp Trp Phe Ala

105
Val Thr Val Ser
120

organism)

Pro Ser Ser Leu
10
Arg Ala Ser Gln
25
Pro Gly Lys Ala
40
Thr Gly Val Pro

Thr Leu Thr Ile
75
Cys Gln Gln Tyr
90
Val Glu Ile Lys
105

organism)

Gly Gly Gly Leu
10
Ala Ser Gly Phe
25
Arg Gln Ala Pro
40
Asp Gly Asp Thr

107

Ser

Ser

Gly

Pro

Ser

60

Ser

Tyr

Arg

Val

Ser

Gly

Thr
60

Ala
Ile
Lys
45

Arg

Ser

Thr

Gln

Leu

Lys

45
Tyr

110

Ser
Ser
30

Leu
Phe

Leu

Thr

Pro
Ser
30

Gly

Tyr

Val
15

Ser
Leu
Ser

Gln

Pro
95

Gly
15
Thr

Leu

Ala

Gly

Tyr

Ile

Gly

Pro

80

Leu

Gly

Gly

Glu

Asp
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[2310]
[2311]
[2312]
[2313]
[2314]
[2315]
[2316]
[2317]
[2318]
[2319]
[2320]
[2321]
[2322]
[2323]
[2324]
[2325]
[2326]
[2327]
[2328]
[2329]
[2330]
[2331]
[2332]
[2333]
[2334]
[2335]
[2336]
[2337]
[2338]
[2339]
[2340]
[2341]
[2342]
[2343]
[2344]
[2345]
[2346]
[2347]
[2348]
[2349]
[2350]
[2351]

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg

65 70
Leu Tyr Leu Gln Leu Asn Ser
85
Tyr Cys Ala Arg Glu Gly Ser
100
Tyr Trp Gly Gln Gly Thr Leu
115
<210> 102
<211> 108
<212> PRT
213> N T AWK (Artificial
220>
223> HHTH
<400> 102
Asp Ile Gln Leu Thr Gln Ser
1 5
Asp Arg Val Thr Ile Thr Cys
20
Leu Ala Trp Tyr Gln Gln Lys
35
Tyr Asp Ala Ser Asn Leu Glu
50 55
Ser Gly Ser Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Thr Phe Gly Gln Gly Thr Lys
100
<210> 103
211> 124
<212> PRT
213> NTAWpfk (Artificial
220>
223> FRTA
<400> 103
Glu Val Gln Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Gly Val Gly Val Gly Trp Ile
35

Leu Arg Ala

90

Thr Ala Val

105

Val Thr Val

120

organism)

Pro

Arg

Pro

40

Thr

Thr

Cys

Val

Ser
Ala
25

Gly
Gly
Leu

Gln

Glu
105

Ser
10

Ser

Val

Thr

Gln

90
Ile

organism)

Asp
75
Glu

Leu

Ser

Leu

Gln

Ala

Pro

Ile

75

Tyr

Lys

Asn

Asp

Gly

Ser

Ser

Gly

Pro

Ser

60

Ser

Tyr

Arg

Gly Gly Gly Leu Val

10

Ala Ser Gly Phe Ser

25

Arg Gln Ala Pro Gly

40

108

Ser

Thr

Asp

Ala

Ile

45

Arg

Ser

Thr

Gln

Leu

Lys
45

Lys

Ala

Trp
110

Ser
Ser
30

Leu
Phe

Leu

Thr

Pro

Ser
30
Gly

Asn Thr
80

Val Tyr

95

Phe Ala

Val Gly
15
Ser Tyr

Leu Ile

Ser Gly

Gln Pro
80

Pro Leu
95

Gly Gly
15
Thr Ser

Leu Glu
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[2352]
[2353]
[2354]
[2355]
[2356]
[2357]
[2358]
[2359]
[2360]
[2361]
[2362]
[2363]
[2364]
[2365]
[2366]
[2367]
[2368]
[2369]
[2370]
[2371]
[2372]
[2373]
[2374]
[2375]
[2376]
[2377]
[2378]
[2379]
[2380]
[2381]
[2382]
[2383]
[2384]
[2385]
[2386]
[2387]
[2388]
[2389]
[2390]
[2391]
[2392]
[2393]

Trp Va
50

Ser Va

65

Leu Ty

Tyr Cy

Tyr Tr

<210>

211>

212>

213>

220>

223>

<400>

Asp 11
1

Asp Ar

Leu Al

Tyr As
50

Ser Gl

65

Glu As

Thr Ph

210>
<2115
212>
<213>
220>
<223>
<400>

1 Ser Tyr

1 Lys Gly

r Leu Gln

s Ala Arg
100
p Gly Gln
115
104
108
PRT

Ile
Arg
Leu
85

Glu

Gly

Ser

Phe
70

Asn

Gly

Thr

Gly
55

Thr
Ser

Ser

Leu

AN T AWk (Artificial

=l
104
e Gln Leu

g Val Thr

20

a Trp Tyr
35

p Ala Ser

y Ser Gly

p Phe Ala

e Gly Gln
100

105

124

PRT

Thr

Ile

Gln

Asn

Thr

Thr

85
Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Glu

55

Phe

Tyr

Lys

AT AWk (Artificial

FIFSI
105

Glu Val Gln Leu Val Glu Ser

1

5

Ser Leu Arg Leu Ser Cys Ala

20

Asp Gly Gly Ser Thr Tyr Tyr Ala Asp
60

Ile Ser Arg Asp Asn Ser Lys Asn Thr

75 80
Leu Arg Ala Glu Asp Thr Ala Val Tyr
90 95
Thr Ala Val Val Gly Asp Trp Phe Ala
105 110
Val Thr Val Ser Ser
120

organism)

Pro Ser Ser Leu Ser Ala Ser Val Gly
10 15
Arg Ala Ser Gln Gly Ile Ser Ser Tyr
25 30
Pro Gly Lys Ala Pro Lys Leu Leu Ile
40 45
Thr Gly Val Pro Ser Arg Phe Ser Gly
60
Thr Leu Thr Ile Ser Ser Leu Gln Pro
75 80
Cys Gln Gln Tyr Tyr Thr Thr Pro Leu
90 95
Val Glu Ile Lys Arg
105

organism)

Gly Gly Gly Leu Val Gln Pro Gly Gly
10 15
Ala Ser Gly Phe Ser Leu Ser Thr Gly
25 30

109
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[2394]
[2395]
[2396]
[2397]
[2398]
[2399]
[2400]
[2401]
[2402]
[2403]
[2404]
[2405]
[2406]
[2407]
[2408]
[2409]
[2410]
[2411]
[2412]
[2413]
[2414]
[2415]
[2416]
[2417]
[2418]
[2419]
[2420]
[2421]
[2422]
[2423]
[2424]
[2425]
[2426]
[2427]
[2428]
[2429]
[2430]
[2431]
[2432]
[2433]
[2434]
[2435]

Gly Va

Trp Va
50

Ser Va

65

Leu Ty

Tyr Cy

Tyr Tr

<210>

211>

212>

213>

220>

223>

<400>

Asp 11
1

Asp Ar

Leu Al

Tyr As
50

Ser Gl

65

Glu As

Thr Ph

210>
211>
212>
<213>
220>
223>
<400>

1 Gly Val
35
1 Ser Tyr

1 Lys Gly

r Leu Gln

s Ala Arg
100
p Gly Gln
115
106
108
PRT

Ala
Ile
Arg
Leu
85

Glu

Gly

Trp
Ser
Phe
70

Asn

Gly

Thr

Ile
Gly
55

Thr
Ser

Ser

Leu

N T AWk (Artificial

=l
106
e Gln Leu

g Val Thr

20

a Trp Tyr
35

p Ala Ser

y Ser Gly

p Phe Ala

e Gly Gln
100

107

124

PRT

Thr

Ile

Gln

Asn

Thr

Thr

85
Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Glu

55

Phe

Tyr

Lys

AT AWk (Artificial

el
107

Glu Val Gln Leu Val Glu Ser

1

5

Arg
40

Tyr
Ile
Leu

Thr

Val
120

Gln Ala Pro Gly

Gly

Ser

Arg

Ala

105
Thr

Gly
Arg
Ala
90

Val

Val

organism)

Pro

Arg

Pro

40

Thr

Thr

Cys

Val

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ser
10

Ser

Lys

Val

Thr

Gln

90
Ile

organism)

Thr Thr
60

Asp Asn

75

Glu Asp

Leu Gly

Ser Ser

Leu Ser

Gln Gly

Ala Pro

Pro Ser
60

Ile Ser

75

Tyr Tyr

Lys Arg

Lys
45

Tyr
Ser

Thr

Asp

Ala

Ile

Lys

45

Ser

Ser

Gly

Tyr

Lys

Ala

Trp
110

Ser
Ser
30

Leu
Phe

Leu

Thr

Leu

Ala

Asn

Val

95
Phe

Val

15

Ser

Leu

Ser

Gln

Pro
95

Glu

Asp

Thr

80

Ala

Gly

Tyr

Ile

Gly

Pro

80

Leu

Gly Gly Gly Leu Val Gln Pro Gly Gly

110

10

15



CN 111511762 B

FF

.1l

%=

59/314 T

[2436]
[2437]
[2438]
[2439]
[2440]
[2441]
[2442]
[2443]
[2444]
[2445]
[2446]
[2447]
[2448]
[2449]
[2450]
[2451]
[2452]
[2453]
[2454]
[2455]
[2456]
[2457]
[2458]
[2459]
[2460]
[2461]
[2462]
[2463]
[2464]
[2465]
[2466]
[2467]
[2468]
[2469]
[2470]
[2471]
[2472]
[2473]
[2474]
[2475]
[2476]
[2477]

Ser Leu

Gly Met

Trp Val
50

Ser Val

65

Leu Tyr

Tyr Cys

Tyr Trp

Arg

Gly

35

Ser

Lys

Leu

Ala

Gly
115

<210> 108
<211> 108
<212> PRT
Q213> N TAWAk (Artificial

<220>

Leu
20

Val
Tyr
Gly

Gln

Arg
100
Gln

223> ERTA
<400> 108
Asp Ile Gln Leu

1
Asp Arg

Leu Ala

Tyr Asp
50

Ser Gly

65

Glu Asp

Thr Phe

Val
Trp
35

Ala
Ser

Phe

Gly

<210> 109
211> 123
<212> PRT
213> NT APk (Artificial

<220>

Thr
20

Tyr
Ser
Gly

Ala

Gln
100

223> HFS
<400> 109

Ser

Gly

Ile

Arg

Leu

85

Glu

Gly

Thr

Ile

Gln

Asn

Thr

Thr

85
Gly

Cys

Trp

Ser

Phe

70

Asn

Gly

Thr

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ala Ala Ser Gly Phe

Ile
Gly
55

Thr
Ser

Ser

Leu

Ser

Cys

Lys

Glu

55

Phe

Tyr

Lys

Arg
40

Tyr
Ile
Leu

Asp

Val
120

25
Gln

Gly

Ser

Arg

Val

105
Thr

Ala
Gly
Arg
Ala
90

Val

Val

organism)

Pro

Arg

Pro

40

Thr

Thr

Cys

Val

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ser
10

Ser

Lys

Val

Thr

Gln

90
Ile

organism)

111

Pro
Thr
Asp
75

Glu

Ala

Ser

Leu

Gln

Ala

Pro

Ile

75

Tyr

Lys

Ser

Gly

Thr

60

Asn

Asp

Gly

Ser

Ser

Gly

Pro

Ser

60

Ser

Tyr

Arg

Leu
Lys
45

Tyr
Ser

Thr

Asp

Ala
Ile
Lys
45

Arg

Ser

Ser

Ser
30
Gly

Tyr

Ala

Trp
110

Ser
Ser
30

Leu
Phe

Leu

Thr

Thr

Leu

Ala

Asn

Val

95
Phe

Val

15

Ser

Leu

Ser

Gln

Pro
95

Ser
Glu
Asp
Thr
80

Tyr

Ala

Gly

Tyr

Ile

Gly

Pro

80

Leu
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[2478] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2479] 1 5 10 15
[2480] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[2481] 20 25 30

[2482] His His Trp Asp Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[2483] 35 40 45

[2484] Val Ser Tyr Ile Ser Gly Ala Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
[2485] 50 55 60

[2486] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[2487] 65 70 75 80
[2488] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[2489] 85 90 95
[2490] Cys Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[2491] 100 105 110

[2492] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2493] 115 120

[2494]  <210> 110

[2495] <211> 108

[2496]  <212> PRT

[2497] <213> AN TAWAK (Artificial organism)

[2498]  <220>

[2499]  <223> & FH

[2500]  <400> 110

[2501] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2502] 1 5 10 15
[2503] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[2504] 20 25 30

[2505] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2506] 35 40 45

[2507] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[2508] 50 55 60

[2509] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2510] 65 70 75 80
[2511]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu
[2512] 85 90 95
[2513] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2514] 100 105

[2515] <210> 111

[2516] <211> 124

[2517]  <212> PRT

[2518] <213> AT AWk (Artificial organism)

[2519]  <220>

112
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[2520]  <223> &4

[2521]  <400> 111

[2522] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2523] 1 5 10 15
[2524] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[2525] 20 25 30

[2526] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2527] 35 40 45

[2528] Trp Val Ser Tyr Ile Ser Gly Asp Gly Gly Ser Thr Tyr Tyr Ala Asp
[2529] 50 55 60

[2530] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2531] 65 70 75 80
[2532] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2533] 85 90 95
[2534] Tyr Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala
[2535] 100 105 110

[2536] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2537] 115 120

[2538] <210> 112

[2539] <211> 108

[2540] <212> PRT

[2541]  <213> AN TAWMK (Artificial organism)

[2542]  <220>

[2543]  <223> & kT4

[2544]  <400> 112

[2545] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2546] 1 5 10 15
[2547] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[2548] 20 25 30

[2549] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2550] 35 40 45

[2551] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[2552] 50 55 60

[2553] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2554] 65 70 75 80
[2555]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu
[2556] 85 90 95
[2557] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2558] 100 105

[2559] <210> 113

[2560] <211> 124

[2561]  <212> PRT
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[2562] <213> AN TAEWAK (Artificial organism)

[2563] <220>

[2564]  <223> HHFH

[2565]  <400> 113

[2566] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2567] 1 5 10 15
[2568] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[2569] 20 25 30

[2570] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2571] 35 40 45

[2572] Trp Val Ser Tyr Ile Ser Gly Ala Gly Ser Thr Thr Tyr Tyr Ala Asp
[2573] 50 55 60

[2574]  Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2575] 65 70 75 80
[2576] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2577] 85 90 95
[2578] Tyr Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala
[2579] 100 105 110

[2580] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2581] 115 120

[2582] <210> 114

[2583] <211> 108

[2584]  <212> PRT

[2585] <213> AN TAWK (Artificial organism)

[2586]  <220>

[2587]  <223> & kFA

[2588]  <400> 114

[2589] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2590] 1 5 10 15
[2591] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[2592] 20 25 30

[2593] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2594] 35 40 45

[2595] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[2596] 50 55 60

[2597]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2598] 65 70 75 80
[2599]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu
[2600] 85 90 95
[2601] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2602] 100 105

[2603] <210> 115

114
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[2604] <211> 124

[2605]  <212> PRT

[2606]  <213> AT A:Wpfk (Artificial organism)

[2607]  <220>

[2608]  <223> & RUFSI

[2609]  <400> 115

[2610] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2611] 1 5 10 15
[2612]  Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[2613] 20 25 30

[2614] Gly Val Gly Val Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2615] 35 40 45

[2616] Trp Val Ser Tyr Ile Ser Gly Ser Gly Asp Thr Thr Tyr Tyr Ala Asp
[2617] 50 55 60

[2618] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2619] 65 70 75 80
[2620] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2621] 85 90 95
[2622] Tyr Cys Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala
[2623] 100 105 110

[2624] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2625] 115 120

[2626] <210> 116

[2627] <211> 108

[2628]  <212> PRT

[2629] <213> AN TAWMK (Artificial organism)

[2630]  <220>

[2631]1  <223> HHiFH

[2632]  <400> 116

[2633] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2634] 1 5 10 15
[2635] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[2636] 20 25 30

[2637] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2638] 35 40 45

[2639] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[2640] 50 55 60

[2641]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2642] 65 70 75 80
[2643]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu
[2644] 85 90 95
[2645] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg
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[2646] 100 105

[2647]  <210> 117

[2648] <211> 124

[2649] <212> PRT

[2650]  <213> AWk (Artificial organism)

[2651]  <220>

[2652]  <223> EFH

[2653]  <400> 117

[2654] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2655] 1 5 10 15
[2656] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[2657] 20 25 30

[2658] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2659] 35 40 45

[2660] Trp Val Ser Tyr Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp
[2661] 50 55 60

[2662] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2663] 65 70 75 80
[2664] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2665] 85 90 95
[2666] Tyr Cys Ala Arg Glu Gly Ser Thr Thr Val Leu Gly Asp Trp Phe Ala
[2667] 100 105 110

[2668] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2669] 115 120

[2670] <210> 118

[2671] <211> 108

[2672]  <212> PRT

[2673] <213> AN TAWK (Artificial organism)

[2674]  <220>

[2675]  <223> HHFH

[2676]  <400> 118

[2677] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2678] 1 5 10 15
[2679] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[2680] 20 25 30

[2681] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2682] 35 40 45

[2683] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[2684] 50 55 60

[2685] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2686] 65 70 75 80
[2687]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu

116



CN 111511762 B Fo5l & 65/314 7
[2688] 85 90 95
[2689] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2690] 100 105

[2691]  <210> 119

[2692] <211> 124

[2693]  <212> PRT

[2694] <213> AN TAWAK (Artificial organism)

[2695]  <220>

[2696]  <223> HFFH

[2697]1  <400> 119

[2698] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2699] 1 5 10 15
[2700] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[2701] 20 25 30

[2702] Gly Val Gly Val Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2703] 35 40 45

[2704] Trp Val Ser Tyr Ile Ser Gly Asp Gly Gly Thr Thr Tyr Tyr Ala Asp
[2705] 50 55 60

[2706] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2707] 65 70 75 80
[2708] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2709] 85 90 95
[2710]  Tyr Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala
[2711] 100 105 110

[2712]  Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2713] 115 120

[2714]  <210> 120

[2715]  <211> 108

[2716]  <212> PRT

[2717]  <213> AN T4AEWk (Artificial organism)

[2718]  <220>

[2719]  <223> & A

[2720]  <400> 120

[2721]  Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2722] 1 5 10 15
[2723] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[2724] 20 25 30

[2725] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2726] 35 40 45

[2727]  Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[2728] 50 55 60

[2729]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
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[2730] 65 70 75 80
[2731]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu
[2732] 85 90 95
[2733] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2734] 100 105

[2735] <210> 121

[2736] <211> 124

[2737]  <212> PRT

[2738] <213> AN TAWK (Artificial organism)

[2739] <220>

[2740]  <223> &FH

[2741]  <400> 121

[2742]  Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2743] 1 5 10 15
[2744]  Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[2745] 20 25 30

[2746] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2747] 35 40 45

[2748] Trp Val Ser Tyr Ile Ser Gly Ala Gly Asp Ser Thr Tyr Tyr Ala Asp
[2749] 50 55 60

[2750] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[2751] 65 70 75 80
[2752] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[2753] 85 90 95
[2754] Tyr Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala
[2755] 100 105 110

[2756] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2757] 115 120

[2758]  <210> 122

[2759] <211> 108

[2760]  <212> PRT

[2761]  <213> AT AWK (Artificial organism)

[2762] <220>

[2763]  <223> &4

[2764]  <400> 122

[2765] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2766] 1 5 10 15
[2767] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Val Ser Ser Tyr
[2768] 20 25 30

[2769] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2770] 35 40 45

[2771]  Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
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[2772]
[2773]
[2774]
[2775]
[2776]
[2777]
[2778]
[2779]
[2780]
[2781]
[2782]
[2783]
[2784]
[2785]
[2786]
[2787]
[2788]
[2789]
[2790]
[2791]
[2792]
[2793]
[2794]
[2795]
[2796]
[2797]
[2798]
[2799]
[2800]
[2801]
[2802]
[2803]
[2804]
[2805]
[2806]
[2807]
[2808]
[2809]
[2810]
[2811]
[2812]
[2813]

50 55

Ser Gly Ser Gly Thr Asp Phe
65 70

Glu Asp Phe Ala Thr Tyr Tyr

85
Thr Phe Gly Gln Gly Thr Lys
100

<210> 123

211> 124

<212> PRT

213> NTAWpfk (Artificial

220>

223> FRTA

<400> 123

Glu Val Gln Leu Val Glu Ser

1 5

Ser Leu Arg Leu Ser Cys Ala
20

Gly Val Gly Val Ala Trp Ile

35
Trp Val Ser Ser Ile Ser Gly
50 55

Ser Val Lys Gly Arg Phe Thr

65 70

Leu Tyr Leu Gln Leu Asn Ser

85

Tyr Cys Ala Arg Glu Gly Ser
100

Tyr Trp Gly Gln Gly Thr Leu

115

<210> 124

<211> 108

<212> PRT

Q213> NLAMpfk (Artificial

220>

223> HHTS

<400> 124

Asp Ile Gln Leu Thr Gln Ser

1 5

Asp Arg Val Thr Ile Thr Cys
20

Leu Ala Trp Tyr Gln Gln Lys

Thr Leu Thr Ile

Cys Gln Gln

90

Val Glu Ile

105

organism)

Gly

Ala

Arg

40

Tyr

Ile

Leu

Asp

Val
120

Gly
Ser
25

Gln
Gly
Ser
Arg
Thr

105
Thr

Gly
10

Gly
Ala
Gly
Arg
Ala
90

Val

Val

organism)

75
Tyr

Lys

Leu

Phe

Pro

Thr

Asp

75

Glu

Leu

Ser

60

Ser Ser Leu Gln Pro

80

Tyr Thr Thr Pro Leu

Arg

Val

Ser

Gly

Thr

60

Asn

Asp

Gly

Ser

Gln

Leu

Lys

45

Tyr

Ser

Thr

Asp

Pro Ser Ser Leu Ser Ala

10

Arg Ala Ser Gln Gly Val

25

Pro Gly Lys Ala Pro Lys

119

Pro

Ser

30

Gly

Tyr

Lys

Ala

Trp
110

Ser

Ser
30

Leu

95

Gly Gly
15
Thr Ser

Leu Glu

Ala Asp

Asn Arg
80

Val Tyr

95

Phe Ala

Val Gly
15
Ser Tyr

Leu Ile
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[2814]
[2815]
[2816]
[2817]
[2818]
[2819]
[2820]
[2821]
[2822]
[2823]
[2824]
[2825]
[2826]
[2827]
[2828]
[2829]
[2830]
[2831]
[2832]
[2833]
[2834]
[2835]
[2836]
[2837]
[2838]
[2839]
[2840]
[2841]
[2842]
[2843]
[2844]
[2845]
[2846]
[2847]
[2848]
[2849]
[2850]
[2851]
[2852]
[2853]
[2854]
[2855]

35
Tyr Asp Ala Ser Asn Leu Glu
50 55
Ser Gly Ser Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Thr Phe Gly Gln Gly Thr Lys
100
<210> 125
211> 124
<212> PRT
213> NTAMpfk (Artificial
220>
223> FHTH
<400> 125
Glu Val GIn Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Gly Val Gly Val Gly Trp Ile
35
Trp Val Ser Ser Ile Ser Gly
50 55
Ser Val Lys Gly Arg Phe Thr
65 70
Leu Tyr Leu Gln Leu Asn Ser
85
Tyr Cys Ala Arg Glu Gly Ser
100
Tyr Trp Gly Gln Gly Thr Leu
115
<210> 126
<211> 108
<212> PRT
213> NTAWk (Artificial
220>
223> HHTS

<400> 126
Asp Ile Gln Leu Thr Gln Ser
1 5

Asp Arg Val Thr Ile Thr Cys

40
Thr Gly Val Pro

Thr Leu Thr Ile
75
Cys Gln Gln Tyr
90
Val Glu Ile Lys
105

organism)

Gly Gly Gly Leu
10
Ala Ser Gly Phe
25
Arg Gln Ala Pro
40
Ser Gly Gly Ser

Ile Ser Arg Asp
75
Leu Arg Ala Glu
90
Asp Thr Val Leu
105

Val Thr Val Ser
120

organism)

Ser
60
Ser

Tyr

Arg

Val

Ser

Gly

Thr

60

Asn

Asp

Gly

Ser

45
Arg Phe Ser Gly

Ser Leu Gln Pro
80
Thr Thr Pro Leu
95

Gln Pro Gly Gly
15
Leu Ser Thr Gly
30
Lys Gly Leu Glu
45
Tyr Tyr Ala Asp

Ser Lys Asn Thr
80
Thr Ala Val Tyr
95
Asp Trp Phe Ala
110

Pro Ser Ser Leu Ser Ala Ser Val Gly

10

15

Arg Ala Ser Gln Gly Val Ser Ser Tyr

120
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[2856] 20 25 30

[2857] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2858] 35 40 45

[2859] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[2860] 50 55 60

[2861] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2862] 65 70 75 80
[2863] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Thr Thr Pro Leu
[2864] 85 90 95
[2865] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2866] 100 105

[2867] <210> 127

[2868] <211> 123

[2869]  <212> PRT

[2870] <213> AN TAWMK (Artificial organism)

[2871]  <220>

[2872]  <223> HKFH

[2873]  <400> 127

[2874] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2875] 1 5 10 15
[2876] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[2877] 20 25 30

[2878] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2879] 35 40 45

[2880] Trp Ile Gly Asp Ile Tyr His Ser Gly Ser Thr Tyr Tyr Asn Pro Ser
[2881] 50 55 60

[2882] Leu Lys Ser Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[2883] 65 70 75 80
[2884] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[2885] 85 90 95
[2886] Cys Ala Arg Glu Gly Ser Thr Ala Val Leu Gly Asp Trp Phe Ala Tyr
[2887] 100 105 110

[2888] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2889] 115 120

[2890] <210> 128

[2891] <211> 108

[2892]  <212> PRT

[2893]  <213> A TA:Wpfk (Artificial organism)

[2894]  <220>

[2895]  <223> HKFA

[2896]  <400> 128

[2897] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

121



CN 111511762 B Fo5l & 70/314 7
[2898] 1 5 10 15
[2899] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
[2900] 20 25 30

[2901] Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2902] 35 40 45

[2903] Tyr Ala Ala Ser Thr Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
[2904] 50 55 60

[2905]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2906] 65 70 75 80
[2907]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu
[2908] 85 90 95
[2909] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2910] 100 105

[2911]  <210> 129

[2912] <211> 123

[2913]  <212> PRT

[2914] <213> AN TAWMK (Artificial organism)

[2915]  <220>

[2916]  <223> & 75

[2917]  <400> 129

[2918]  Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2919]1 1 5 10 15
[2920] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[2921] 20 25 30

[2922] Gly Val Gly Val Thr Trp Ile Arg Gln Ala Pro Gly Lys Ser Leu Glu
[2923] 35 40 45

[2924] Trp Ile Gly Asp Ile Tyr His Ser Gly Ser Thr Tyr Tyr Ser Pro Ser
[2925] 50 55 60

[2926] Leu Lys Ser Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[2927] 65 70 75 80
[2928] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[2929] 85 90 95
[2930] Cys Ala Arg Glu Gly Ser Asp Ala Val Ala Gly Asp Trp Phe Asp Tyr
[2931] 100 105 110

[2932] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2933] 115 120

[2934]  <210> 130

[2935] <211> 108

[2936]  <212> PRT

[2937] <213> AN T4AWMAK (Artificial organism)

[2938] <220>

[2939]  <223> B FA
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[2940]  <400> 130

[2941] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2942] 1 5 10 15
[2943] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
[2944] 20 25 30

[2945] Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2946] 35 40 45

[2947] Tyr Ala Ala Ser Thr Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
[2948] 50 55 60

[2949]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2950] 65 70 75 80
[2951]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu
[2952] 85 90 95
[2953] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2954] 100 105

[2955]  <210> 131

[2956]  <211> 123

[2957] <212> PRT

[2958] <213> AT AWK (Artificial organism)

[2959] <220>

[2960]  <223> &4

[2961]  <400> 131

[2962] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[2963] 1 5 10 15
[2964] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[2965] 20 25 30

[2966] Gly Val Ala Val Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[2967] 35 40 45

[2968] Trp Ile Gly Asp Ile Tyr His Ser Gly Asn Thr Tyr Tyr Asn Pro Ser
[2969] 50 55 60

[2970] Leu Lys Ser Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[2971] 65 70 75 80
[2972] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[2973] 85 90 95
[2974] Cys Ala Arg Gly Gly Ser Asp Thr Val Val Gly Asp Trp Phe Ala Tyr
[2975] 100 105 110

[2976] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

[2977] 115 120

[2978] <210> 132

[2979] <211> 108

[2980] <212> PRT

[2981] <213> AN TAWMAK (Artificial organism)
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[2982]  <220>

[2983]  <223> &k/FH

[2984]  <400> 132

[2985] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2986] 1 5 10 15

[2987] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
[2988] 20 25 30

[2989] Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[2990] 35 40 45

[2991] Tyr Ala Ala Ser Thr Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
[2992] 50 55 60

[2993] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[2994] 65 70 75 80

[2995]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu
[2996] 85 90 95

[2997] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

[2998] 100 105

[2999] <210> 133

[3000] <211> 351

[3001]  <212> DNA

[3002] <213> AT AWK (Artificial organism)

[3003] <220>

[3004]  <223> AkFA

[3005] <400> 133

[3006] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3007] tcctgtgeag cttecggatt caccttcacc agectacggta ttcactgggt gegtcaggee 120
[3008] ccgggtaagg gectecgagtg ggtgtetggt atctetggtg ceggtgatac tacctactac 180
[3009] gccgactctg tcaagggeceg tttcactata agtcgecgaca attcgaaaaa cacactgtac 240
[3010] ctacaactga acagcttaag agctgaggac actgecgtct attattgege cagagaacgt 300
[3011] gattacgact tcgattactg gggtcaagga acactagtca ccgtctccte g 351

[3012] <210> 134

[3013] <211> 324

[3014]  <212> DNA

[3015] <213> AT AWk (Artificial organism)

[3016]  <220>

[3017]  <223> HHfFH

[3018]  <400> 134

[3019] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[3020] atcacctgce gtgectcteca gtetgtgtet tcttacctgg cctggtatca acagaaacca 120
[3021] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[3022] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[3023] gaagacttcg caacttacta ctgccagcag tcttactcta cctctcacac cttcggtcag 300
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[3024] ggtaccaagg tggagatcaa acga 324

[3025] <210> 135

[3026] <211> 369

[3027]  <212> DNA

[3028]  <213> AT A:Wpfk (Artificial organism)

[3029]  <220>

[3030]  <223> B FA

[3031]  <400> 135

[3032] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[3033] tcctgtgecag cttecggatt ctctetgtet accageggtg tggetgtgag ctggattegt 120
[3034] caggccecegg gtaagggect cgagtggatce ggtatcatca acccaaactt cggtgatact 180
[3035] aactacgccc agaagttcca gggtcgtgtg actataagtc gegacaattc gaaaaacaca 240
[3036] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgcgccaga 300
[3037] gacgaatact acggtggctc ttactacttc gactactggg gtcaaggaac actagtcacc 360
[3038] gtctccteg 369

[3039] <210> 136

[3040] <211> 324

[3041]  <212> DNA

[3042] <213> AT AWk (Artificial organism)

[3043]  <220>

[3044]  <223> HFH

[3045]  <400> 136

[3046] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3047] atcacctgee gtgectetca ggacgtgege accgeecgtgg cectggtatca acagaaacca 120
[3048] ggaaaagctc cgaagettct gatctacgac gectctaace tggaaaccgg tgtgecatet 180
[3049] cgcttctctg gatccggttc cgggacggat ttcactctga ccatcagecag tctgcageeg 240
[3050] gaagacttcg caacttatta ctgccagcag tcctacgact ggectccgac cttcecggacag 300
[3051] ggtaccaagg tggagatcaa acga 324

[3052]  <210> 137

[3053] <211> 363

[3054]  <212> DNA

[3055] <213> AT AWK (Artificial organism)

[3056]  <220>

[3057]  <223> G A4

[3058]  <400> 137

[3059] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3060] tcctgtgeag cttecggatt ctetetgtet accggeggtg tgggtgtgag ctggattegt 120
[3061] caggcccegg gtaagggecet cgagtgggtg tcttccatet ctggtteegg tggtactace 180
[3062] tactacgccg actctgtcaa gggecgtttc actataagtc gecgacaattc gaaaaacaca 240
[3063] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgecgecaga 300
[3064] gacgacctat actcctggta cttcgacgtg tggggtcaag gaacactagt caccgtctcce 360
[3065] tcg 363
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[3066] <210> 138

[3067] <211> 321

[3068]  <212> DNA

[3069] <213> AN TAWMK (Artificial organism)

[3070]  <220>

[3071]  <223> &K FFEA

[3072]  <400> 138

[3073] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tcgggtcace 60
[3074] atcacctgce gtgectctca gggtattgge tettecetgg cttggtatca acagaaacca 120
[3075] ggaaaagctc cgaagcttct gatctacgece gectettett tgcagtcetgg tgtgecatet 180
[3076] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3077] gaagacttcg caacttatta ctgccagcag ggctactaca cctggacctt cggacagggt 300
[3078] accaaggtgg agatcaaacg a 321

[3079] <210> 139

[3080]  <211> 360

[3081]  <212> DNA

[3082] <213> AT AWK (Artificial organism)

[3083]  <220>

[3084]  <223> HUkFH

[3085]  <400> 139

[3086] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actceegtttg 60
[3087] tcctgtgecag ctteccggata ctctatcace tctggttace actggggetg gattcgtcag 120
[3088] gceeecgggta agggectega gtgggtgtet getatctetg gtgecggtgg ttetacctac 180
[3089] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3090] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgccagagac 300
[3091] ggctacggtg gttcctactt cgactactgg ggtcaaggaa cactagtcac cgtctecteg 360
[3092] <210> 140

[3093]  <211> 321

[3094]  <212> DNA

[3095] <213> AT AWk (Artificial organism)

[3096]  <220>

[3097]  <223> G A4

[3098]  <400> 140

[3099] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3100] atcacctgeec aggcectctca ggacatcage acgttccetgg cctggtatca acagaaacca 120
[3101] ggaaaagctc cgaagettct gatctacgac gectcttete tggaatctgg tgtgecatet 180
[3102] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3103] gaagacttcg caacttatta ctgccagcag gecctactcaa tctggacctt cggacagggt 300
[3104] accaaggtgg agatcaaacg a 321

[3105] <210> 141

[3106] <211> 360

[3107] <212> DNA
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[3108] <213> AT AWK (Artificial organism)

[3109]  <220>

[3110]  <223> HHi/FH

[3111]  <400> 141

[3112] gaggttcage tggtggagtc tggeggtgge ctggtgcage cagggggete actcegtttg 60
[3113] tcctgtgeag cttecggatt caccttcacce ggetactgga ttcactgggt gegtcaggee 120
[3114] ccgggtaagg gectegagtg ggtgggtegt atcagatcca agaccgacgg ttacactacce 180
[3115] gaatacgeccg cccctgtcaa gggecgttte actataagtc gegacaattc gaaaaacaca 240
[3116] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgcgecaga 300
[3117] ttgggtggte actggtactt cgacgtctgg ggtcaaggaa cactagtcac cgtctccteg 360
[3118]  <210> 142

[3119] <211> 324

[3120] <212> DNA

[3121]  <213> AT AWpfk (Artificial organism)

[3122] <220>

[3123] <223> & FA

[3124]  <400> 142

[3125] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3126] atcacctgee gtgectctca gtccatcgge cgetacctga actggtatca acagaaacca 120
[3127] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[3128] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3129] gaagacttcg caacttatta ctgcgagcaa cccctggaac tcccacgaac cttcggacag 300
[3130] ggtaccaagg tggagatcaa acga 324

[3131]  <210> 143

[3132] <211> 366

[3133]  <212> DNA

[3134]  <213> AT A:Wpfk (Artificial organism)

[3135]  <220>

[3136]  <223> B FH

[3137]  <400> 143

[3138] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[3139] tcctgtgecag cttececggata ctctatctee tectggtcace actggggetg gattcgtcag 120
[3140] gceceecgggta agggectega gtgggtgtet ggtatctetg gttacggtga tactacctac 180
[3141] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3142] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgccagagac 300
[3143] ccatactcca geggttcegg ttactttgac tactggggtc aaggaacact agtcaccgtc 360
[3144]  tcctcg 366

[3145]  <210> 144

[3146]  <211> 321

[3147]  <212> DNA

[3148] <213> AT AWk (Artificial organism)

[3149]  <220>
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[3150]  <223> G AkF4

[3151]  <400> 144

[3152] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[3153] atcacctgee gtgectctca gggtattage tctgecetgg gttggtatca acagaaacca 120
[3154] ggaaaagctc cgaagettct gatctacgece gectcttett tgecagtetgg tgtgecatet 180
[3155] cgcttctetg gatcecggttc cgggacggat ttcactctga ccatcagecag tctgecageeg 240
[3156] gaagacttcg caacttatta ctgccagcag agctactaca cctggacctt cggacagggt 300
[3157] accaaggtgg agatcaaacg a 321

[3158]  <210> 145

[3159] <211> 351

[3160]  <212> DNA

[3161] <213> AT AWK (Artificial organism)

[3162] <220>

[3163]  <223> HHifFH

[3164]  <400> 145

[3165] gaggttcage tggtggagtc tggeggtgge ctggtgcage cagggggete acteegtttg 60
[3166] tcctgtgeag cttecggata ctetatcace tetggttact actggggetg gattecgtecag 120
[3167] gcccegggta agggectcga gtgggtgtet ggtatctetg gtteceggtte ttetacctac 180
[3168] tacgccgact ctgtcaaggg ccgtttcact ataagtcgecg acaattcgaa aaacacactg 240
[3169] tacctacaac tgaacagctt aagagctgag gacactgecg tctattattg cgccagaggt 300
[3170] acttactcct tcgacgtctg gggtcaagga acactagtca ccgtctecte g 351

[3171]  <210> 146

[3172] <211> 321

[3173]  <212> DNA

[3174]  <213> A TEWfk (Artificial organism)

[3175]  <220>

[3176]  <223> EKFH

[3177]  <400> 146

[3178] gatatccagt tgacccagtc cccgagttce ctgtcegeet ctgtgggega tegggtcace 60
[3179] atcacctgee gtgectctca gggtattage tctgacctgg cttggtatca acagaaacca 120
[3180] ggaaaagctc cgaagcttct gatctacgee gectctacet tgecagtectgg tgtgecatet 180
[3181] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3182] gaagacttcg caacttatta ctgccagcag tactactctt acatcacctt cggacagggt 300
[3183] accaaggtgg agatcaaacg a 321

[3184] <210> 147

[3185]  <211> 351

[3186]  <212> DNA

[3187]  <213> ALEWkK (Artificial organism)

[3188]  <220>

[3189]  <223> & FH

[3190]  <400> 147

[3191] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
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[3192] tcctgtgecag cttececggata caccttcacce ggetacgeta ttcactgggt gegtcaggee 120
[3193] ccgggtaagg gectegagtg ggtgtetget atctetggtg acggtggtte tacctactac 180
[3194] gcecgactetg tcaagggecg tttcactata agtcgegaca attcgaaaaa cacactgtac 240
[3195] ctacaactga acagcttaag agctgaggac actgccgtct attattgege cagaggetat 300
[3196] aggggttact tcgactactg gggtcaagga acactagtca ccgtctcecte g 351

[3197]  <210> 148

[3198] <211> 327

[3199]  <212> DNA

[3200] <213> A T4AWAK (Artificial organism)

[3201]  <220>

[3202]  <223> & HUFS

[3203]  <400> 148

[3204] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[3205] atcacctgee gtgectectga gtetgttace tctacctace tggectggta tcaacagaaa 120
[3206] ccaggaaaag ctccgaaget tctgatctac gacgectcta acctggaaac cggtgtgeca 180
[3207] tctegettet ctggatcegg ttcecgggacg gatttcacte tgaccatcag cagtctgecag 240
[3208] ccggaagact tcgcaactta ttactgccag cagtactccg actggectcee gaccttcgga 300
[3209] cagggtacca aggtggagat caaacga 327

[3210] <210> 149

[3211] <211> 369

[3212]  <212> DNA

[3213] <213> AN T4AWK (Artificial organism)

[3214]  <220>

[3215]  <223> &K FFEA

[3216]  <400> 149

[3217] gaggttcage tggtggagtce tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3218] tcctgtgecag ctteccggata ctctatctece tetggttace actggaactg gattcgtcag 120
[3219] gccccgggta agggectega gtgggtgtet tccatctetg gttceggtgg ttcetacctac 180
[3220] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3221] tacctacaac tgaacagctt aagagctgag gacactgeccg tctattattg cgccagagac 300
[3222] cctaattact acagctccgg ctcctacttc gactactggg gtcaaggaac actagtcacc 360
[3223] gtctecteg 369

[3224]  <210> 150

[3225] <211> 321

[3226] <212> DNA

[3227]  <213> A TEWk (Artificial organism)

[3228]  <220>

[3229] <223> & FA

[3230]  <400> 150

[3231] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[3232] atcacctgee gtgectctca gggtattgge tctttectgg gttggtatca acagaaacca 120
[3233] ggaaaagctc cgaagcttct gatctacgac gectctaace gtgecacegg tatcccatcet 180
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[3234]
[3235]
[3236]
[3237]
[3238]
[3239]
[3240]
[3241]
[3242]
[3243]
[3244]
[3245]
[3246]
[3247]
[3248]
[3249]
[3250]
[3251]
[3252]
[3253]
[3254]
[3255]
[3256]
[3257]
[3258]
[3259]
[3260]
[3261]
[3262]
[3263]
[3264]
[3265]
[3266]
[3267]
[3268]
[3269]
[3270]
[3271]
[3272]
[3273]
[3274]
[3275]

cgcettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240

gaagacttcg caacttatta ctgccagcag agctactcce tctggacctt cggacagggt 300

accaaggtgg agatcaaacg a 321

210>
211>
212>
213>
220>
223>
<400> 151

gaggttcagc

151
363
DNA

tcctgtgeag
gcceegggta
tacgccgact
tacctacaac
tactacggat
tcg 363
<210> 152
211> 324
<212> DNA
213>
220>
223>
<400> 152
gatatccagt
atcacctgcece
ggaaaagctc
cgcttetetg
gaagacttcg
ggtaccaagg
<210> 153
211> 357
<212> DNA
213>
220>
223>
<400> 153
gaggttcagc
tcctgtgeag
gceecegggta
tctacctcte

ctacaactga

E%Rl

tggtggagtc
cttccggata
agggcctecga
ctgtcaaggg
tgaacagctt
acggttacge

RS

tgacccagtc
gtgccteteca
cgaagcttct
gatccggttce
caacttacta

tggagatcaa

EGR

tggtggagtce
cttccggata
agggcctcga
tgaagtctcg

acagcttaag

tggeggtggce
ctctatctce
gtgggtgtet
ccgtttecact
aagagctgag
cttggactac

cccgagttece
gggtatctcet
gatctacgac
cgggacggat
ctgccagcag

acga 324

tggeggtggce
ctctatctce
gtggetggee
tctgactata
agctgaggac

AN T AWK (Artificial organism)

ctggtgcagce
tctggttact
tccatctcetg
ataagtcgcg
gacactgccg

tggggtcaag

N T AWk (Artificial organism)

ctgtcecegecet
tcttacctgg
gectettete
ttcactctga

tactactcta

N T AWk (Artificial organism)

ctggtgcagce
tctggtcact
ctgatcgact
agtcgcgaca

actgececgtcet

130

cagggggctce
actgggactg
gtgacggtga
acaattcgaa
tctattattg

gaacactagt

ctgtgggcega
cctggtatca
tggaatctgg
ccatcagcag

ccccactgac

cagggggctce
actggggetg
ggtacggtga
attcgaaaaa

attattgcge

actccgtttg
gattcgtcag
tactacctac
aaacacactg
cgccagagag

caccgtectece

tcgggtcacce
acagaaacca
tgtgccatcet
tctgcageceg
cttcggtcag

actccgtttg
gattcgtcag
caagtactac
cacactgtac

gcgttecgac

120
180
240
300
360

60

120
180
240
300

60

120
180
240
300
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[3276] tactacggtt ctcacttcga ctactggggt caaggaacac tagtcaccgt ctcctcg 357
[3277] <210> 154

[3278] <211> 336

[3279]  <212> DNA

[3280]  <213> AT A:Wpfk (Artificial organism)

[3281]  <220>

[3282] <223> BFH

[3283] <400> 154

[3284] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3285] atcacctgee gtgectetga gtetgtggac ttcgacggtt tectettteet ggectggtat 120
[3286] caacagaaac caggaaaagc tccgaagctt ctgatctacg acgcctctaa cctggaaacc 180
[3287] ggtgtgecat ctegettete tggatceggt tccgggacgg atttcactct gaccatcage 240
[3288] agtctgcagc cggaagactt cgcaacttat tactgccagec agtacgatac tttgectcgg 300
[3289] accttcggac agggtaccaa ggtggagatc aaacga 336

[3290]  <210> 155

[3291] <211> 366

[3292] <212> DNA

[3293] <213> AN T4AWAK (Artificial organism)

[3294] <220>

[3295]  <223> B FFA

[3296]  <400> 155

[3297] gaggttcage tggtggagtc tggeggtgge ctggtgcage cagggggete actcegtttg 60
[3298] tcctgtgecag cttececggata caccttctee aactactgga ttcactgggt gegtcaggee 120
[3299] ccgggtaagg gcctcgagtg ggtgtcttac atctctggtg acggtgatac tacctactac 180
[3300] gcecgactetg tcaagggecg tttcactata agtcgegaca attcgaaaaa cacactgtac 240
[3301] ctacaactga acagcttaag agctgaggac actgccgtct attattgege gegtgagggt 300
[3302] tctaccaccg tggecggega ctggttegee tactggggte aaggaacact agtcaccgte 360
[3303] tcctcg 366

[3304] <210> 156

[3305] <211> 321

[3306]  <212> DNA

[3307] <213> AT AWK (Artificial organism)

[3308] <220>

[3309]  <223> G AkFA

[3310] <400> 156

[3311] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3312] atcacctgee gtgectctca gggtattgge tecttteetgg gttggtatca acagaaacca 120
[3313] ggaaaagctc cgaagettct gatctacgac gectcttete tggaatcetgg tgtgecatet 180
[3314] cgcttctctg gatccggttc cgggacggat ttcactctga ccatcagecag tctgcageeg 240
[3315] gaagacttcg caacttatta ctgccagcag tactactctt tggtcacctt cggacagggt 300
[3316] accaaggtgg agatcaaacg a 321

[3317]  <210> 157
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[3318] <211> 372

[3319]  <212> DNA

[3320]  <213> AT A:Wpfk (Artificial organism)

[3321]  <220>

[3322] <223> &FA

[3323]  <400> 157

[3324] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[3325] tcctgtgecag cttececggatt ctetetgtet accggeggtg tgggtgtgge ctggattegt 120
[3326] caggccecegg gtaagggeet cgagtgggtg tettccatet ctggttacgg ttctactace 180
[3327] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaca 240
[3328] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[3329] gagggttctg acgecgtget cggegactgg ttcggetact ggggtcaagg aacactagtce 360
[3330] accgtctcet cg 372

[3331] <210> 158

[3332] <211> 321

[3333]  <212> DNA

[3334] <213> AN TAWMK (Artificial organism)

[3335]  <220>

[3336]  <223> HAkFFHI

[3337]  <400> 158

[3338] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3339] atcacctgcc aggcctctca ggacatcacc acgtacctgg cctggtatca acagaaacca 120
[3340] ggaaaagctc cgaagcttct gatctacgac gectctaacc gtgecaccgg tatcccatcet 180
[3341] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3342] gaagacttcg caacttatta ctgccagcag ggctactacc tctggacctt cggacagggt 300
[3343] accaaggtgg agatcaaacg a 321

[3344]  <210> 159

[3345]  <211> 369

[3346]  <212> DNA

[3347] <213> AT AWK (Artificial organism)

[3348] <220>

[3349]  <223> AFH

[3350]  <400> 159

[3351] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3352] tcctgtgeag cttecggatt ctetetgtet accageggtg tggetgtggg ctggattegt 120
[3353] caggcccegg gtaagggecet cgagtggetg gecctgateg actgggecga tgacaagtac 180
[3354] tactctccet ctectgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[3355] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgag 300
[3356] ggttctgacg ccgtgetegg cgactggttc gectactgge gtcaaggaac actagtcace 360
[3357] gtctecteg 369

[3358] <210> 160

[3359] <211> 321
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[3360] <212> DNA

[3361] <213> AN TAWMK (Artificial organism)

[3362]  <220>

[3363]  <223> &4

[3364]  <400> 160

[3365] gatatccagt tgacccagtc cccgagttcc ctgtcegect ctgtgggega tcgggtcace 60
[3366] atcacctgcc gggectcteca ggacatcage acgttcetgg cctggtatca acagaaacca 120
[3367] ggaaaagctc cgaagcttct gatctacgac gectcttete tggaatctgg tgtgecatet 180
[3368] cgettetetg gatececggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3369] gaagacttcg caacttatta ctgccagcag gecctactcca tctggacctt cggacagggt 300
[3370] accaaggtgg agatcaaacg a 321

[3371] <210> 161

[3372] <211> 369

[3373]  <212> DNA

[3374] <213> AN TAWMK (Artificial organism)

[3375]  <220>

[3376]  <223> HKFEA

[3377]  <400> 161

[3378] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3379] tcctgtgeag cttecggatt ctetetgtet accageggtg tgggtgtggg ctggattegt 120
[3380] caggcceecgg gtaagggect cgagtggetg gecctgatecg actgggacga tgacaagtac 180
[3381] tactctccct ctectgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[3382] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtggg 300
[3383] ggttctgaca ccgtgctcgg cgactggttc gectactggg gtcaaggaac actagtcacc 360
[3384] gtcteccteg 369

[3385]  <210> 162

[3386] <211> 321

[3387]  <212> DNA

[3388] <213> A T4AWMAK (Artificial organism)

[3389] <220>

[3390]  <223> B FA

[3391]  <400> 162

[3392] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3393] atcacctgece gtgectectca gagegtcage ccttacctgg cctggtatca acagaaacca 120
[3394] ggaaaagctc cgaagcttct gatctacgac gectcttcte tggaatctgg tgtgecatcet 180
[3395] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[3396] gaagacttcg caacttatta ctgccagcag ggctactcce tctggacctt cggacagggt 300
[3397] accaaggtgg agatcaaacg a 321

[3398]  <210> 163

[3399] <211> 369

[3400] <212> DNA

[3401] <213> AN TAWAK (Artificial organism)
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[3402]  <220>

[3403] <223> B FFEA

[3404]  <400> 163

[3405] gaggttcage tggtggagte tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3406] tcctgtgecag cttecggatt ctetetgtet accggeggtg tggetgtggg ctggattegt 120
[3407] caggcccegg gtaagggect cgagtggetg gecctgatcg actgggeegg tgacaagtece 180
[3408] tactctacct ctctgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[3409] tacctacaac tgaacagctt aagagctgag gacactgecg tctattattg cgegegtggg 300
[3410] ggttctgaca ccgtgetegg cgactggtte gectactggg gtcaaggaac actagtcace 360
[3411]  gtctecteg 369

[3412]  <210> 164

[3413] <211> 321

[3414]  <212> DNA

[3415]  <213> ATEWfk (Artificial organism)

[3416]  <220>

[3417]  <223> HHFH

[3418]  <400> 164

[3419] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3420] atcacctgee gtgectctca gggegtcage ccttacctgg cctggtatca acagaaacca 120
[3421] ggaaaagctc cgaagcttct gatctacgac gectctaace gtgecacegg tatcccatcet 180
[3422] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3423] gaagacttcg caacttatta ctgccagcag ggctactcca cctggacctt cggacagggt 300
[3424] accaaggtgg agatcaaacg a 321

[3425] <210> 165

[3426] <211> 369

[3427]  <212> DNA

[3428]  <213> AN TA:Wpfk (Artificial organism)

[3429]  <220>

[3430]  <223> HRUFSI

[3431]  <400> 165

[3432] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[3433] tcectgtgecag cttecggata ctctatctee tectggttace actgggectg gattcgtcag 120
[3434] gceceecgggta agggectega gtgggtgtet tccatctetg gtgacggtte ttectacctac 180
[3435] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3436] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgaa 300
[3437] ggttcagacg ctgtgaccgg cgactggttc gectactggg gtcaaggaac actagtcacc 360
[3438] gtctccteg 369

[3439]  <210> 166

[3440]  <211> 321

[3441] <212> DNA

[3442] <213> N T4k (Artificial organism)

[3443]  <220>
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[3444]  <223> HFA

[3445]  <400> 166

[3446] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[3447] atcacctgee gtgecteteca gggegtegge acttacctgg cctggtatca acagaaacca 120
[3448] ggaaaagctc cgaagcttct gatctacgac gectcttete tggaatctgg tgtgecatet 180
[3449] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgecageeg 240
[3450] gaagacttcg caacttatta ctgccagcag ggctactcac tctggacctt cggacagggt 300
[3451] accaaggtgg agatcaaacg a 321

[3452]  <210> 167

[3453] <211> 369

[3454]  <212> DNA

[3455] <213> AT AWK (Artificial organism)

[3456]  <220>

[3457]  <223> T4

[3458]  <400> 167

[3459] gaggttcage tggtggagtc tggeggtgge ctggtgcage cagggggete acteegtttg 60
[3460] tcctgtgeag cttecggatt ctetctgtet accageggtg tggetgtggg ctggattegt 120
[3461] caggceccgg gtaagggeet cgagtggetg gecctgateg actgggacga tgacaagtac 180
[3462] tactctacct ctctgaagtc tcgtctgact ataagtcgecg acaattcgaa aaacacactg 240
[3463] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgag 300
[3464] ggttctaccg ccgtggeecgg cgactggtte gectactggg gtcaaggaac actagtcace 360
[3465] gtctccteg 369

[3466] <210> 168

[3467] <211> 321

[3468]  <212> DNA

[3469] <213> AN TAWMK (Artificial organism)

[3470]  <220>

[3471]  <223> & kfFH

[3472]  <400> 168

[3473] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tcgggtcace 60
[3474] atcacctgcc aggectctca ggacatccge acgttcetgg cctggtatca acagaaacca 120
[3475] ggaaaagctc cgaagcttct gatctacgac gectctaacc gtgecaccgg tatcccatcet 180
[3476] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3477] gaagacttcg caacttatta ctgccagcag ggctactcca cctggacctt cggacagggt 300
[3478] accaaggtgg agatcaaacg a 321

[3479] <210> 169

[3480]  <211> 369

[3481]  <212> DNA

[3482] <213> AT AWK (Artificial organism)

[3483]  <220>

[3484]  <223> HkFH

[3485]  <400> 169

135



FF

5l %R

CN 111511762 B 84/314 1T
[3486] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3487] tcctgtgeag cttecggatt ctetetgtet accageggtg tgggtgtggg ctggattegt 120
[3488] caggcccegg gtaagggeet cgagtggate ggtgaaatct accactetgg ttctacctac 180
[3489] tactctccat ctctgaagtc tcgtgtgact ataagtcgeg acaattcgaa aaacacactg 240
[3490] tacctacaac tgaacagctt aaaagctgag gacactgccg tctattattg cgegegtgaa 300
[3491] ggttcagacg ttgtgaccgg cgactggttc gectactggg gtcaaggaac actagtcacc 360
[3492] gtctecteg 369

[3493] <210> 170

[3494] <211> 321

[3495]  <212> DNA

[3496] <213> AN TAHWMK (Artificial organism)

[3497]  <220>

[3498]  <223> B FFEA

[3499]  <400> 170

[3500] gatatccagt tgacccagtc cccgagttce ctgtccgeet ctgtgggega tcgggtcace 60
[3501] atcacctgee gtgectctca gggtattage tctgtectgg cttggtatca acagaaacca 120
[3502] ggaaaagctc cgaagcttct gatctacgac gectcttcte tggaatctgg tgtgecatcet 180
[3503] cgettetetg gatcecggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3504] gaagacttcg caacttatta ctgccagcag ggctactcce tctggacctt cggacagggt 300
[3505] accaaggtgg agatcaaacg a 321

[3506] <210> 171

[3507] <211> 369

[3508] <212> DNA

[3509] <213> A T4AWMK (Artificial organism)

[3510]  <220>

[3511]  <223> Hk/7H]

[3512]  <400> 171

[3513] gaggttcagc tggtggagtc tggcggtgge ctggtgecage cagggggcte actcegtttg 60
[3514] tcctgtgeag cttececggata ctctatcace tctggtcace actgggectg gattcgtcag 120
[3515] gcecececgggta agggectega gtgggtgtet getatctetg gtgacggtte tactacctac 180
[3516] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3517] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgag 300
[3518] ggttctaccg ccgtgaccgg cgactggtte gectactggg gtcaaggaac actagtcace 360
[3519] gtctecteg 369

[3520] <210> 172

[3521] <211> 318

[3522]  <212> DNA

[3523]  <213> ALEWfk (Artificial organism)

[3524]  <220>

[3525]  <223> &FA

[3526]  <400> 172

[3527] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
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[3528] atcacctget ctgectette tcgegtggge tacgtgecact ggtatcaaca gaaaccagga 120
[3529] aaagctccga agcttctgat ctacgacgec tcttctctgg aatctggtgt gecatctcge 180
[3530] ttctetggat ccggttecegg gacggattte actctgacca tcagcagtct gecagecggaa 240
[3531] gacttcgcaa cttattactg ccagcaggge tactacacct ggaccttcgg acagggtacc 300
[3532] aaggtggaga tcaaacga 318

[3533]  <210> 173

[3534] <211> 369

[3535] <212> DNA

[3536] <213> AN TAWMK (Artificial organism)

[3537]  <220>

[3538]  <223> & HUFSI

[3539]  <400> 173

[3540] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcecegtttg 60
[3541] tcectgtgecag cttecggatt ctetetgtet accggeggteg tggetgtggg ctggattegt 120
[3542] caggccecegg gtaagggect cgagtggetg gecctgateg actgggeecgg tgacaagtcee 180
[3543] tactctacct ctctgaagtc tcgtctgact ataagtcgecg acaattcgaa aaacacactg 240
[3544] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgaa 300
[3545] ggtgaagacg ctgtgaccgg cgactggttc gectactggg gtcaaggaac actagtcacc 360
[3546] gtctccteg 369

[3547] <210> 174

[3548] <211> 321

[3549]  <212> DNA

[3550] <213> AT AWK (Artificial organism)

[3551]  <220>

[3552]  <223> HHfFH]

[3553]  <400> 174

[3554] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[3555] atcacctgce aggectctca ggacatccge acgtacctgg cctggtatca acagaaacca 120
[3556] ggaaaagctc cgaagcttct gatctacgac gectctaace gtgecacegg tatcccatcet 180
[3557] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3558] gaagacttcg caacttatta ctgccagcag ggctactcca tctggacctt cggacagggt 300
[3559] accaaggtgg agatcaaacg a 321

[3560] <210> 175

[3561] <211> 372

[3562] <212> DNA

[3563]  <213> ATEWfk (Artificial organism)

[3564]  <220>

[3565] <223> EKFA

[3566]  <400> 175

[3567] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[3568] tcctgtgecag cttececggatt ctetetgtet accggeggtg tgggtgtggg ctggattegt 120
[3569] caggccecegg gtaagggect cgagtgggtg tetggtatet ctggttacgg ttctactace 180
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[3570]
[3571]
[3572]
[3573]
[3574]
[3575]
[3576]
[3577]
[3578]
[3579]
[3580]
[3581]
[3582]
[3583]
[3584]
[3585]
[3586]
[3587]
[3588]
[3589]
[3590]
[3591]
[3592]
[3593]
[3594]
[3595]
[3596]
[3597]
[3598]
[3599]
[3600]
[3601]
[3602]
[3603]
[3604]
[3605]
[3606]
[3607]
[3608]
[3609]
[3610]
[3611]

tactacgccg
ctgtacctac
gaaggttcag
accgtctcet
<210> 176

211> 321

<212> DNA

213>
220>
223>
<400> 176

gatatccagt
atcacctgcce
ggaaaagctc
cgcttetetg
gaagacttcg
accaaggtgg
210> 177

211> 3h7

<212> DNA

213>
220>
223>
<400> 177

gaggttcagc
tcctgtgeag
caggcccecegg
tactacgcceg
ctgtacctac
gaagactacg
<210> 178

211> 321

<212> DNA

213>
220>
223>
<400> 178

gatatccagt
atcacctgcce
ggaaaagctc
cgcttetetg
gaagacttcg

actctgtcaa gggececgttte actataagtc gcgacaattc gaaaaacaca 240

aactgaacag cttaagagct gaggacactg ccgtctatta ttgcgegegt 300

acgctgtgge cggegactgg ttcgactact ggggtcaagg aacactagte 360

cg 372

S

tgacccagtc
gtgcctecteca
cgaagcttct
gatccggttce
caacttatta

agatcaaacg

RS

tggtggagtce
cttcecggatt
gtaagggcct
actctgtcaa
aactgaacag

gtccgecacge

EGR

tgacccagtc
gtgcctcteca
cgaagcttct
gatccggtte

caacttatta

cccgagttee
ggatattcgc
gatctacgac
cgggacggat
ctgccagcag
a 321

tggeggtgge
ctctetgtet
cgagtgggtg
gggeecgttte
cttaagagct
ctactggggt

cccgagttcece
gtccatcacc
gatctacgac
cgggacggat
ctgccagcag

AT AWM (Artificial organism)

ctgtcegecet
tcttacctgg
gcctetaacce
ttcactctga

ggctactcca

N T AWk (Artificial organism)

ctggtgcage
accggeggtg
tctggtatcet
actataagtc
gaggacactg

caaggaacac

N T AWk (Artificial organism)

ctgtecegecet
acgtacctga
gcctcectaacce
ttcactctga
tcctactett
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ctgtgggcga
cttggtatca
gtgccaccgg
ccatcagcag

tctggacctt

cagggggcte
tggetgtggg
ctggtgacgg
gcgacaattce
ccgtectatta
tagtcaccgt

ctgtgggcega
actggtatca
tggaaaccgg
ccatcagcag

actcgacctt

tcgggtcacce
acagaaacca
tatcccatct
tctgcageceg
cggacagggt

actccgtttg
ctggattcgt
tggtactacc
gaaaaacaca

ttgcacccgt

ctceteg 357

tcgggtcacce
acagaaacca
tgtgccatcet
tctgcagecg
cggacagggt

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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[3612] accaaggtgg agatcaaacg a 321

[3613] <210> 179

[3614] <211> 369

[3615]  <212> DNA

[3616]  <213> AT A:Wpfk (Artificial organism)

[3617]  <220>

[3618]  <223> B FH

[3619]  <400> 179

[3620] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[3621] tcctgtgecag cttececggata ctctatcace tctggtcact actgggectg gattcgtcag 120
[3622] gceceecgggta agggectega gtgggtgtet getatctetg gtteeggtte ttetacctac 180
[3623] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3624] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtggg 300
[3625] ggttctgaca ccgtgetegg cgactggttc gectactggg gtcaaggaac actagtcacce 360
[3626] gtctccteg 369

[3627]  <210> 180

[3628] <211> 321

[3629]  <212> DNA

[3630] <213> AT AWk (Artificial organism)

[3631]  <220>

[3632]  <223> HFA

[3633]  <400> 180

[3634] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3635] atcacctgcc gtgectctca gggtattage tcttccctgg cttggtatca acagaaacca 120
[3636] ggaaaagctc cgaagettct gatctacgac gectctaace tggaaaccgg tgtgecatet 180
[3637] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3638] gaagacttcg caacttatta ctgccagcag ggctactcca cctggacctt cggacagggt 300
[3639] accaaggtgg agatcaaacg a 321

[3640] <210> 181

[3641]  <211> 369

[3642]  <212> DNA

[3643] <213> AT AWK (Artificial organism)

[3644]  <220>

[3645]  <223> HkFH

[3646]  <400> 181

[3647] gaggttcage tggtggagtc tggeggtgege ctggtgecage cagggggete actcegtttg 60
[3648] tcctgtgeag cttecggata ctctatcace tctggtcact actgggectg gattcgtcag 120
[3649] gceceecgggta agggectega gtgggtgtet tccatctetg gttacggtte tactacctac 180
[3650] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3651] tacctacaac tgaacagttt aagagctgag gacactgccg tctattattg cgegegtggg 300
[3652] ggttctgacg ccgtgetegg cgactggtte gectactggg gtcaaggaac actagtcacc 360
[3653] gtctecteg 369
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[3654] <210> 182

[3655] <211> 321

[3656]  <212> DNA

[3657] <213> AN TAWMK (Artificial organism)

[3658]  <220>

[3659]  <223> /74

[3660]  <400> 182

[3661] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tcgggtcace 60
[3662] atcacctgce gtgectcteca gggtattgge tetttecetgg cttggtatca acagaaacca 120
[3663] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[3664] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3665] gaagacttcg caacttatta ctgccagcag ggctactacc tctggacctt cggacagggt 300
[3666] accaaggtgg agatcaaacg a 321

[3667] <210> 183

[3668]  <211> 360

[3669]  <212> DNA

[3670] <213> A TAWK (Artificial organism)

[3671]  <220>

[3672]  <223> HAFFHI

[3673]  <400> 183

[3674] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actceegtttg 60
[3675] tcctgtgeag cttecggatt caccttectee agetactgga ttcactgggt gegtcaggee 120
[3676] ccgggtaagg gectegagtg ggtgtetgtt atctetggtg acggtgatac tacctactac 180
[3677] gcecgactetg tcaagggecg tttcactata agtcgegaca attcgaaaaa cacactgtac 240
[3678] ctacaactga acagcttaag agctgaggac actgccgtct attattgege gegttecegt 300
[3679] ggtcttgtge tagacgcctt cgactactgg ggtcaaggaa cactagtcac cgtctecteg 360
[3680]  <210> 184

[3681]  <211> 330

[3682]  <212> DNA

[3683] <213> AT AWk (Artificial organism)

[3684]  <220>

[3685]  <223> G kT4

[3686]  <400> 184

[3687] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3688] atcacctgcc gtgcctctca gtctgtgage ggecgtttee tggectggta tcaacagaaa 120
[3689] ccaggaaaag ctccgaagcet tctgatctac gacgectett ctectggaate tggtgtgeca 180
[3690] tctecgettet ctggatcegg ttccgggacg gatttcacte tgaccatcag cagtctgeag 240
[3691] ccggaagact tcgcaactta ttactgccag cagtacgact actggecacce ttacacctte 300
[3692] ggacagggta ccaaggtgga gatcaaacga 330

[3693] <210> 185

[3694] <211> 369

[3695]  <212> DNA
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[3696] <213> AT AWK (Artificial organism)

[3697]  <220>

[3698]  <223> HhfFH

[3699]1  <400> 185

[3700] gaggttcage tggtggagtc tggeggtgge ctggtgcage cagggggete actcegtttg 60
[3701] tcctgtgeag cttecggatt ctetctgtet accageggtg tgggtgtggg ctggattegt 120
[3702] caggcccegg gtaagggeet cgagtggetg gecctgatcg actgggeega tgacaagtac 180
[3703] tactctccet ctectgaagte tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[3704] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtggg 300
[3705] ggttctgacg ccgtgetegg cgactggtte gectactggg gtcaaggaac actagtcace 360
[3706] gtctccteg 369

[3707] <210> 186

[3708] <211> 321

[3709]  <212> DNA

[3710] <213> A TAWMK (Artificial organism)

[3711]  <220>

[3712]  <223> HHiFH

[3713]  <400> 186

[3714] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tcgggtcace 60
[3715] atcacctgee gtgectcteca gggecatcgge agttacctgg cctggtatca acagaaacca 120
[3716] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[3717] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3718] gaagacttcg caacttatta ctgccagcag ggctactcca tctggacctt cggacagggt 300
[3719] accaaggtgg agatcaaacg a 321

[3720] <210> 187

[3721]  <211> 369

[3722]  <212> DNA

[3723] <213> AN TAWK (Artificial organism)

[3724]  <220>

[3725]  <223> HHifFH

[3726]  <400> 187

[3727] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3728] tcctgtgeag ctteccggata ctctatcace tctggtcact actggaactg gattcgtcag 120
[3729] gceeecgggta agggectega gtgggtgtet ggtatctetg gtgacggtte ttectacctac 180
[3730] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3731] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtggg 300
[3732] ggttctgacg ccgtgetegg cgactggtte gectactggg gtcaaggaac actagtcacce 360
[3733] gtcteccteg 369

[3734]  <210> 188

[3735] <211> 321

[3736] <212> DNA

[3737] <213> AN TAWMAK (Artificial organism)
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[3738]  <220>

[3739]  <223> &K FFEA

[3740]  <400> 188

[3741] gatatccagt tgacccagtc cccgagttce ctgtcegect ctgtgggega tecgggtcace 60
[3742] atcacctgee gtgectctca gagcatcage agttacctgg cctggtatca acagaaacca 120
[3743] ggaaaagctc cgaagcttct gatctacgac gcctctaace tggaaaccgg tgtgecatct 180
[3744] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgeageeg 240
[3745] gaagacttcg caacttatta ctgccagcag ggctactcaa cctggacctt cggacagggt 300
[3746] accaaggtgg agatcaaacg a 321

[3747]  <210> 189

[3748] <211> 369

[3749]  <212> DNA

[3750] <213> A TAWK (Artificial organism)

[3751]  <220>

[3752]  <223> k7o

[3753]  <400> 189

[3754] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3755] tcctgtgeag cttecggata ctetatctee tetggtecact actggacctg gattecgtcag 120
[3756] gceececgggta agggectega gtgggtgtet getatctetg gtteecggtte ttcectacctac 180
[3757] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3758] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtggg 300
[3759] ggttctgacg ccgtgetegg cgactggtte gectactggg gtcaaggaac actagtcace 360
[3760] gtctccteg 369

[3761] <210> 190

[3762] <211> 321

[3763]  <212> DNA

[3764]  <213> ATEWfkK (Artificial organism)

[3765]  <220>

[3766]  <223> HFH

[3767]  <400> 190

[3768] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[3769] atcacctgee gtgectetca gggegtegge agttacctgg cctggtatca acagaaacca 120
[3770] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatct 180
[3771] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3772] gaagacttcg caacttatta ctgccagcag ggctaccaac tctggacctt cggacagggt 300
[3773] accaaggtgg agatcaaacg a 321

[3774]  <210> 191

[3775] <211> 369

[3776]  <212> DNA

[3777] <213> AN TAWAK (Artificial organism)

[3778] <220>

[3779]  <223> & FA
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[3780]  <400> 191

[3781] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3782] tcctgtgecag cttecggatt ctetetgtet accggeggteg tgggtgtgge ctggattegt 120
[3783] caggccecegg gtaagggect cgagtggetg gecctgateg actgggecga tgacaagtac 180
[3784] tactctccet ctctgaagte tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[3785] tacctacaac tgaacagctt aagagctgag gacactgecg tctattattg cgegegtggg 300
[3786] ggttctgaca ccgtgatcgg cgactggttc gectactggg gtcaaggaac actagtcacce 360
[3787] gtctccteg 369

[3788] <210> 192

[3789] <211> 321

[3790]  <212> DNA

[3791]1 <213> AN TAEWAK (Artificial organism)

[3792] <220>

[3793]  <223> T4

[3794]  <400> 192

[3795] gatatccagt tgacccagtc cccgagttce ctgtccgeet ctgtgggega tecgggtcace 60
[3796] atcacctgce gtgectcteca gagecatcgge agttacctgg cctggtatca acagaaacca 120
[3797] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[3798] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[3799] gaagacttcg caacttatta ctgccagcag ggctactacc tctggacctt cggacagggt 300
[3800] accaaggtgg agatcaaacg a 321

[3801] <210> 193

[3802] <211> 372

[3803] <212> DNA

[3804]  <213> AT A:Wpfk (Artificial organism)

[3805]  <220>

[3806]  <223> HHFHI

[3807]  <400> 193

[3808] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[3809] tcctgtgecag cttececggatt ctetetgtet accageggtg tgggtgtggg ctggattegt 120
[3810] caggccecegg gtaagggeet cgagtgggtg tctggtatet ctggtgeegg tgattctace 180
[3811] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaca 240
[3812] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[3813] gagggttctg acaccgtget cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[3814] accgtctcct cg 372

[3815]  <210> 194

[3816] <211> 321

[3817]  <212> DNA

[3818] <213> A TAWK (Artificial organism)

[3819]  <220>

[3820]  <223> HHfFH

[3821]  <400> 194
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[3822] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[3823] atcacctgcc gtgcctctca ggatattcge tcttacctgg cttggtatca acagaaacca 120
[3824] ggaaaagctc cgaagettct gatctacgac gectctaacce gtgecaccgg tatcccatcet 180
[3825] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgcageeg 240
[3826] gaagacttcg caacttatta ctgccagcag ggctactcca tctggacctt cggacagggt 300
[3827] accaaggtgg agatcaaacg a 321

[3828] <210> 195

[3829] <211> 369

[3830] <212> DNA

[3831] <213> AT AWK (Artificial organism)

[3832]  <220>

[3833]  <223> G kT4

[3834]  <400> 195

[3835] gaggttcage tggtggagtc tggecggtgge ctggtgecage cagggggete actcegtttg 60
[3836] tcctgtgeag cttecggatt ctetetgtet accageggtg tggetgtgge ctggattegt 120
[3837] caggcccegg gtaagggect cgagtggetg gecctgateg actgggacga tgacaagegt 180
[3838] tactctacct ctctgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[3839] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgag 300
[3840] ggttctacca ccgtggtegg cgactggttc gactactggg gtcaaggaac actagtcacc 360
[3841] gtctecteg 369

[3842] <210> 196

[3843] <211> 321

[3844]  <212> DNA

[3845] <213> AN TAWMK (Artificial organism)

[3846]  <220>

[3847]  <223> k)74

[3848]  <400> 196

[3849] gatatccagt tgacccagtc cccgagttce ctgtcececgect ctgtgggega tecgggtcace 60
[3850] atcacctgee gtgectetca gggeatcegge acttacctgg cctggtatca acagaaacca 120
[3851] ggaaaagctc cgaagcecttct gatctacgac gectctaacc gtgecaccgg tatcccatct 180
[3852] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3853] gaagacttcg caacttatta ctgccagcag ggctactcce tctggacctt cggacagggt 300
[3854] accaaggtgg agatcaaacg a 321

[3855] <210> 197

[3856] <211> 372

[3857]  <212> DNA

[3858] <213> A TAWMK (Artificial organism)

[3859]  <220>

[3860]  <223> k74

[3861]  <400> 197

[3862] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actecegtttg 60
[3863] tcctgtgeag cttecggatt ctetetgtet accageggtg tggegtgtgge ctggattegt 120
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[3864] caggccececgg gtaagggect cgagtggegtg tcttacatct ctggtgacgg tggttcectace 180
[3865] tactacgccg actctgtcaa gggecgttte actataagtc gegacaattc gaaaaacaca 240
[3866] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[3867] gaaggttcag acgttgtgge cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[3868] accgtctcct cg 372

[3869]  <210> 198

[3870] <211> 321

[3871]  <212> DNA

[3872] <213> AN TAWMAK (Artificial organism)

[3873]  <220>

[3874]  <223> HHUFS

[3875]  <400> 198

[3876] gatatccagt tgacccagtc cccgagttce ctgtccgeet ctgtgggega tecgggtcace 60
[3877] atcacctgee gtgectctca ggatattage tctgtectgg cttggtatca acagaaacca 120
[3878] ggaaaagctc cgaagcttct gatctacgac gectcttcte tggaatctgg tgtgecatcet 180
[3879] cgcettetetg gatceggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[3880] gaagacttcg caacttatta ctgccagcag ggctaccaaa tctggacctt cggacagggt 300
[3881] accaaggtgg agatcaaacg a 321

[3882] <210> 199

[3883] <211> 357

[3884]  <212> DNA

[3885] <213> A TAWK (Artificial organism)

[3886]  <220>

[3887]  <223> B FFEA

[3888]  <400> 199

[3889] gaggttcagc tggtggagtc tggcggtgge ctggtgecage cagggggcte actcegtttg 60
[3890] tcectgtgecag cttecggata ctctatctece tetggttace actgggectg gattcgtcag 120
[3891] gccccgggta agggectcga gtggatcggt gaaatctace actctggttc tacctactac 180
[3892] tctccatcte tgaagtctcg tgtgactata agtcgegaca attcgaaaaa cacactgtac 240
[3893] ctacaactga acagcttaag agctgaggac actgccgtcet attattgege gegttceccecca 300
[3894] tactactacg gtgtgttcga ctactggggt caaggaacac tagtcaccgt ctcctceg 357
[3895] <210> 200

[3896] <211> 321

[3897]  <212> DNA

[3898] <213> AN TAWMK (Artificial organism)

[3899]  <220>

[3900]  <223> &K FFEA

[3901]  <400> 200

[3902] gatatccagt tgacccagtc cccgagttcc ctgtcegect ctgtgggega tcgggtcace 60
[3903] atcacctget ctgectette tcgegtggge agegtgtact ggtatcaaca gaaaccagga 120
[3904] aaagctccga agcttctgat ctacgacgece tctaacctgg aaaccggtgt gecatctege 180
[3905] ttctetggat ccggtteegg gacggattte actctgacca tcagcagtct gcagecggaa 240
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[3906]
[3907]
[3908]
[3909]
[3910]
[3911]
[3912]
[3913]
[3914]
[3915]
[3916]
[3917]
[3918]
[3919]
[3920]
[3921]
[3922]
[3923]
[3924]
[3925]
[3926]
[3927]
[3928]
[3929]
[3930]
[3931]
[3932]
[3933]
[3934]
[3935]
[3936]
[3937]
[3938]
[3939]
[3940]
[3941]
[3942]
[3943]
[3944]
[3945]
[3946]
[3947]

gacttcgcaa cttattactg ccagcagtac acccacgacc cagtcacctt cggacagggt 300

accaaggtgg agatcaaacg a 321

<210> 201
211> 372
<212> DNA

213> AT AWk (Artificial organism)

<220>

223> FHFA

<400> 201
gaggttcagce
tcctgtgeag
caggccececegg
tactacgcceg
ctgtacctac
gagggttctg
accgtcteet
<210> 202
211> 321
<212> DNA

tggtggagte
cttccggatt
gtaagggcct
actctgtcaa
aactgaacag
acgccgtget
cg 372

tggeggtgge
ctctetgtet
cgagtgggtg
gggecegttte
cttaagagct

cggcgactgg

ctggtgcagce
accggcecggtg
tcttccatcet
actataagtc
gaggacactg
ttcggcetact

213> N T AWk (Artificial organism)

220>

223> GRFHI

<400> 202

gatatccagt
atcacctgcce
ggaaaagctc
cgcttetetg
gaagacttcg
accaaggtgg
<210> 203

211> 369

<212> DNA

213>
220>
223>
<400> 203

gaggttcagc
tcctgtgceag
gcceegggta
tacgccgact
tacctacaac

ggttctgaca

tgacccagtc
aggcctctca
cgaagcttct
gatccggttce
caacttatta

agatcaaacg

RS

tggtggagtc
cttccggata
agggcctcga
ctgtcaaggg
tgaacagctt
ccgtgetegg

cccgagttcece
ggacatcacc
gatctacgac
cgggacggat
ctgccagcag
a 321

tggeggtggce
ctctatcacc
gtgggtgtet
ccgtttecact
aagagctgag
cgactggttc

ctgteegecet
acgtacctgg
gcctectaacce
ttcactctga

ggctactacc

AT AWk (Artificial organism)

ctggtgcagce
tctggttacce
tccatctcetg
ataagtcgceg
gacactgccg

gcctactggg

146

caggggccte
tgggtgtgge
ctggttacgg
gcgacaattce
ccgtectatta
ggggtcaagg

ctgtgggcga
cctggtatca
gtgccaccgg
ccatcagcag

tctggacctt

cagggggctce
actggagctg
gttacggtga
acaattcgaa
tctattattg

gtcaaggaac

actccgtttg
ctggattcgt
ttctactacc
gaaaaacaca
ttgcgegegt

aacactagtc

tcgggtcacce
acagaaacca
tatcccatct
tctgcagecg
cggacagggt

actccgtttg
gattcgtcag
tactacctac
aaacacactg
cgcgegtgag
actagtcacc

120
180
240
300
360

60

120
180
240
300

60

120
180
240
300
360
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[3948] gtctccteg 369

[3949]  <210> 204

[3950] <211> 321

[3951]  <212> DNA

[3952]  <213> ALEWfk (Artificial organism)

[3953]  <220>

[3954]  <223> & RUFSI

[3955]  <400> 204

[3956] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[3957] atcacctgcec aggectctca ggacatccge acgtacctgg cctggtatca acagaaacca 120
[3958] ggaaaagctc cgaagcttct gatctacgac gcctctaacc tggaaaccgg tgtgecatct 180
[3959] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[3960] gaagacttcg caacttatta ctgccagcag ggctactcca tctggacctt cggacagggt 300
[3961] accaaggtgg agatcaaacg a 321

[3962]  <210> 205

[3963] <211> 369

[3964]  <212> DNA

[3965] <213> AN TAWAK (Artificial organism)

[3966]  <220>

[3967]  <223> HFH

[3968]  <400> 205

[3969] gaggttcagc tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[3970] tcctgtgecag ctteecggata ctctatctee tectggtcace actgggectg gattcgtcag 120
[3971] gceeecgggta agggectega gtgggtgtet gttatctetg gtteecggtte ttectacctac 180
[3972] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[3973] tacctacaac tgaacagctt aagagctgag gacactgeccg tctattattg cgegegtgag 300
[3974] ggttctgaca ccgtgetegg cgactggtte gectactggg gtcaaggaac actagtcacce 360
[3975] gtctccteg 369

[3976] <210> 206

[3977] <211> 321

[3978]  <212> DNA

[39791 <213> AT AWK (Artificial organism)

[3980] <220>

[3981]  <223> G kT4

[3982]  <400> 206

[3983] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[3984] atcacctgcc gtgcctctca gggecatcage agttacctgg cctggtatca acagaaacca 120
[3985] ggaaaagctc cgaagettct gatctacgac gectctaace tggaaaccgg tgtgecatet 180
[3986] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgecageeg 240
[3987] gaagacttcg caacttatta ctgccagcag ggctactcca cctggacctt cggacagggt 300
[3988] accaaggtgg agatcaaacg a 321

[3989]  <210> 207
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[3990] <211> 369

[3991] <212> DNA

[3992]  <213> AT A:Wpfk (Artificial organism)

[3993]  <220>

[3994]  <223> HHFHI

[3995]  <400> 207

[3996] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[3997] tcctgtgecag cttececggatt ctectetgtet accggeggtg tggetgtggg ctggattegt 120
[3998] caggceccgg gtaagggeet cgagtggetg gecctgateg actgggacgg tgacaagtcee 180
[3999] tactctacct ctctgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[4000] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgag 300
[4001] ggttctaccg ccgtggtegg cgactggttc gactactggg gtcaaggaac actagtcacc 360
[4002] gtctccteg 369

[4003] <210> 208

[4004]  <211> 321

[4005]  <212> DNA

[4006] <213> AN TAWK (Artificial organism)

[4007]  <220>

[4008]  <223> HkFA

[4009]  <400> 208

[4010] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tcgggtcace 60
[4011] atcacctgee gtgectectca gggecatcage cgttacctgg cctggtatca acagaaacca 120
[4012] ggaaaagctc cgaagcttct gatctacgac gectctaacc gtgecaccgg tatcccatcet 180
[4013] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[4014] gaagacttcg caacttatta ctgccagcag ggctactcac tctggacctt cggacagggt 300
[4015] accaaggtgg agatcaaacg a 321

[4016]  <210> 209

[4017]  <211> 372

[4018]  <212> DNA

[4019]  <213> A TAEWAK (Artificial organism)

[4020]  <220>

[4021]  <223> HFH

[4022]  <400> 209

[4023] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[4024] tcctgtgeag cttecggatt ctetetgtet accageggtg tgggtgtgge ctggattegt 120
[4025] caggcccegg gtaagggecet cgagtgggtg tcttccatet ctggtgeecgg tggtactace 180
[4026] tactacgccg actctgtcaa gggecgttte actataagtc gegacaattc gaaaaacaca 240
[4027] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4028] gggggttcta ccgecgtgac cggegactgg ttcgactact ggggtcaagg aacactagtce 360
[4029] accgtctect cg 372

[4030] <210> 210

[4031] <211> 321
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[4032] <212> DNA

[4033] <213> A TAWMK (Artificial organism)

[4034]  <220>

[4035]  <223> & kT4

[4036]  <400> 210

[4037] gatatccagt tgacccagtc cccgagttcc ctgtcegeet ctgtgggega tcgggtcace 60
[4038] atcacctgce gtgectctca gggecatcage ccttacctgg cctggtatca acagaaacca 120
[4039] ggaaaagctc cgaagcettct gatctacgac gectctaacc gtgecaccgg tatcccatct 180
[4040] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgeageeg 240
[4041] gaagacttcg caacttatta ctgccagcag ggctactcce tctggacctt cggacagggt 300
[4042] accaaggtgg agatcaaacg a 321

[4043] <210> 211

[4044]  <211> 372

[4045]  <212> DNA

[4046] <213> AN TAWMK (Artificial organism)

[4047]  <220>

[4048]  <223> HKFFEA

[4049]  <400> 211

[4050] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[4051] tcctgtgeag cttecggatt ctetetgtet accggtggtg tggegtgtgge ctggattegt 120
[4052] caggccecegg gtaagggect cgagtggetg tcttacatcet ctggttceegg tgatactacce 180
[4053] tactacgccg actctgtcaa gggecgttte actataagtc gegacaattc gaaaaacaca 240
[4054] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4055] gagggttctg acaccgtggt cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[4056] accgtctcct cg 372

[4057]  <210> 212

[4058] <211> 324

[4059]  <212> DNA

[4060] <213> AN T4AWAK (Artificial organism)

[4061]  <220>

[4062]  <223> HHFHI

[4063]  <400> 212

[4064] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[4065] atcacctgece gtgecteteca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[4066] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatct 180
[4067] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[4068] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcggtcag 300
[4069] ggtaccaagg tggagatcaa acga 324

[4070]  <210> 213

[4071] <211> 372

[4072]  <212> DNA

[4073] <213> AN TAWAK (Artificial organism)
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[4074]  <220>

[4075]  <223> & HUFSI

[4076]  <400> 213

[4077] gaggttcage tggtggagte tggeggtgge ctggtgecage cagggggete actcegtttg 60
[4078] tcctgtgecag cttecggatt ctetetgtet accggeggtg tgggtgtgge ctggattegt 120
[4079] caggcccegg gtaagggect cgagtgggtg tcttacatct ctggtgacgg tgatactace 180
[4080] tactacgccg actctgtcaa gggecgttte actataagtc gegacaattc gaaaaacaca 240
[4081] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4082] gagggttctg acaccgtgge cggegactgg ttcgectact ggggtcaagg aacactagte 360
[4083] accgtctcct cg 372

[4084] <210> 214

[4085] <211> 324

[4086] <212> DNA

[4087]  <213> ATEWfk (Artificial organism)

[4088]  <220>

[4089]  <223> HHFHI

[4090]  <400> 214

[4091] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[4092] atcacctgee gtgectctca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[4093] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[4094] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[4095] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcggtcag 300
[4096] ggtaccaagg tggagatcaa acga 324

[4097] <210> 215

[4098] <211> 372

[4099]  <212> DNA

[4100]  <213> AT A:Wpfk (Artificial organism)

[4101]  <220>

[4102]  <223> HHFH

[4103]  <400> 215

[4104] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[4105] tcctgtgecag cttecggatt ctctetgtet accageggtg tgggtgtgge ctggattegt 120
[4106] caggccecegg gtaagggect cgagtgggtg tcttccatet ctggttacgg tggtactace 180
[4107] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaca 240
[4108] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4109] gagggttctg acaccgtget cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[4110] accgtctcct cg 372

[4111]  <210> 216

[4112] <211> 324

[4113]  <212> DNA

[4114]  <213> AN TAEWK (Artificial organism)

[4115]  <220>
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[4116]  <223> HFH

[4117]  <400> 216

[4118] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[4119] atcacctgcc gtgcctctca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[4120] ggaaaagctc cgaagettct gatctacgac gectctaace tggaaaccgg tgtgecatet 180
[4121] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[4122] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcggtcag 300
[4123] ggtaccaagg tggagatcaa acga 324

[4124] <210> 217

[4125] <211> 372

[4126] <212> DNA

[4127]  <213> AN TAEWK (Artificial organism)

[4128]  <220>

[4129]  <223> HHFH

[4130]  <400> 217

[4131] gaggttcage tggtggagtc tggeggtgge ctggtgcage cagggggete actcegtttg 60
[4132] tcctgtgeag cttecggatt ctetctgtet accggeggtg tgggtgtggg ctggattegt 120
[4133] caggcccegg gtaagggeet cgagtgggtg tcttacatct ctggtgeegg tggtactace 180
[4134] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaca 240
[4135] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4136] gagggttctg acaccgtget cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[4137] accgtctcct cg 372

[4138] <210> 218

[4139] <211> 324

[4140]  <212> DNA

[4141]  <213> AN TAWMK (Artificial organism)

[4142]  <220>

[4143]  <223> AHFHI

[4144]  <400> 218

[4145] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tcgggtcace 60
[4146] atcacctgcc gtgectctca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[4147] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[4148] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[4149] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcggtcag 300
[4150] ggtaccaagg tggagatcaa acga 324

[4151]  <210> 219

[4152] <211> 372

[4153]  <212> DNA

[4154] <213> AN TAWMK (Artificial organism)

[4155]  <220>

[4156]  <223> HFH

[4157]  <400> 219
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[4158] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[4159] tcctgtgeag cttecggatt ctetetgtet accggeggtg tgggtgtgge ctggattegt 120
[4160] caggcccegg gtaagggeet cgagtgggtg tcttacatcet ctggtgeecgg tggtactace 180
[4161] tactacgccg actctgtcaa gggecgttte actataagtc gegacaattc gaaaaacaca 240
[4162] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4163] gagggttctg acgcegtget cggegactgg ttegectact ggggtcaagg aacactagte 360
[4164] accgtctect cg 372

[4165] <210> 220

[4166] <211> 324

[4167]  <212> DNA

[4168] <213> AN TAWMK (Artificial organism)

[4169]  <220>

[4170]  <223> &FH

[4171]  <400> 220

[4172] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[4173] atcacctgee gtgectctca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[4174] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatct 180
[4175] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgeageeg 240
[4176] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcecggtcag 300
[4177] ggtaccaagg tggagatcaa acga 324

[4178] <210> 221

[4179] <211> 372

[4180] <212> DNA

[4181] <213> AN TAWMK (Artificial organism)

[4182]  <220>

[4183]  <223> &kT4

[4184]  <400> 221

[4185] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actecegtttg 60
[4186] tcctgtgeag cttecggatt ctetetgtet accggeggtg tgggtgtggg ctggattegt 120
[4187] caggcccegg gtaagggect cgagtgggtg tcttacatcet ctggtgacgg tgatactacc 180
[4188] tactacgccg actctgtcaa gggecgtttc actataagtc gegacaattc gaaaaacaca 240
[4189] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4190] gagggttcta ccgeegtget cggegactgg ttcgectact ggggtcaagg aacactagte 360
[4191] accgtctcct cg 372

[4192] <210> 222

[4193] <211> 324

[4194]  <212> DNA

[4195]  <213> AWK (Artificial organism)

[4196]  <220>

[4197]  <223> HHFH

[4198]  <400> 222

[4199] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60

152



CN 111511762 B Fo5l & 101/314 7
[4200] atcacctgece gtgectetca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[4201] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatct 180
[4202] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[4203] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcggtcag 300
[4204] ggtaccaagg tggagatcaa acga 324

[4205]  <210> 223

[4206] <211> 372

[4207]  <212> DNA

[4208] <213> AN T4AWK (Artificial organism)

[4209]  <220>

[4210]  <223> &FH

[4211]  <400> 223

[4212] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcecegtttg 60
[4213] tcectgtgecag cttecggatt ctetetgtet accageggtg tgggtgtggg ctggattegt 120
[4214] caggcccegg gtaagggect cgagtgggtg tcttacatct ctggtgacgg tggttcectace 180
[4215] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaca 240
[4216] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4217] gagggttcta ccgeegtggt cggegactgg ttcgectact ggggtcaagg aacactagte 360
[4218] accgtctcet cg 372

[4219] <210> 224

[4220] <211> 324

[4221] <212> DNA

[4222] <213> AT AWK (Artificial organism)

[4223]  <220>

[4224]  <223> HHEFH

[4225]  <400> 224

[4226] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[4227] atcacctgee gtgectectca gggtatctcet tcttacctgg cctggtatca acagaaacca 120
[4228] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[4229] cgcttetetg gatcecggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[4230] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcggtcag 300
[4231] ggtaccaagg tggagatcaa acga 324

[4232] <210> 225

[4233] <211> 372

[4234]  <212> DNA

[4235]  <213> A TEWfk (Artificial organism)

[4236]  <220>

[4237]  <223> HHFH

[4238]  <400> 225

[4239] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[4240] tcctgtgecag cttececggatt ctectetgtet accggeggtg tgggtgtgge ctggattegt 120
[4241] caggcccegg gtaagggeet cgagtgggtg tcttacatct ctggttacgg tggtactace 180
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[4242]
[4243]
[4244]
[4245]
[4246]
[4247]
[4248]
[4249]
[4250]
[4251]
[4252]
[4253]
[4254]
[4255]
[4256]
[4257]
[4258]
[4259]
[4260]
[4261]
[4262]
[4263]
[4264]
[4265]
[4266]
[4267]
[4268]
[4269]
[4270]
[4271]
[4272]
[4273]
[4274]
[4275]
[4276]
[4277]
[4278]
[4279]
[4280]
[4281]
[4282]
[4283]

tactacgccg
ctgtacctac
gagggttcta
accgtctcet
<210> 226

211> 324

<212> DNA

213>
220>
223>
<400> 226

gatatccagt
atcacctgcce
ggaaaagctc
cgcttetetg
gaagacttcg
ggtaccaagg
<210> 227

211> 372

<212> DNA

213>
220>
223>
<400> 227

gaggttcagc
tcctgtgeag
caggcccecegg
tactacgcceg
ctgtacctac
gaaggttcag
accgtctcecet
<210> 228

211> 324

<212> DNA

213>
220>
223>

<400> 228

actctgtcaa gggececgttte actataagtc gcgacaattc gaaaaacaca 240

aactgaacag cttaagagct gaggacactg ccgtctatta ttgcgegegt 300

ccgeegtget cggegactgg ttecgectact ggggtcaagg aacactagte 360

cg 372

FRFSI

tgacccagtc
gtgcctecteca
cgaagcttct
gatccggttce
caacttacta

tggagatcaa

RS

tggtggagtc
cttcecggatt
gtaagggcct
actctgtcaa
aactgaacag
acgttgtggce
cg 372

FRT A

cccgagttee
gggtatctcet
gatctacgac
cgggacggat
ctgccagcag

acga 324

tggeggtgge
ctctetgtet
cgagtgggtg
gggeecgttte
cttaagagct

cggcgactgg

AT AWK (Artificial organism)

ctgtcegecet
tcttacctgg
gcctetaacce
ttcactctga

tactactcta

N T AWk (Artificial organism)

ctggtgcage
accagcggta
tcttacatct
actataagtc
gaggacactg
ttcgectact

AT AWK (Artificial organism)

gatatccagt tgacccagtc cccgagttce ctgtecgecet

atcacctgce gtgectetceca gggtatctet tcttacctgg

ggaaaagctc cgaagcttct gatctacgac gcctctaacc

cgcttetetg gatcecggtte cgggacggat ttcactctga

154

ctgtgggcga
cctggtatca
tggaaaccgg
ccatcagcag

ccccactgac

cagggggcte
tgggtateggg
ctggttacgg
gcgacaattce

ccgtctatta
ggggtcaagg

ctgtgggcega
cctggtatca
tggaaaccgg

ccatcagcag

tcgggtcacce
acagaaacca
tgtgccatcet
tctgcageceg
cttcggtcag

actccgtttg
ctggattcgt
tggtactacc
gaaaaacaca
ttgcgegegt

aacactagtc

tcgggtcacce
acagaaacca
tgtgccatct
tctgcageceg

60

120
180
240
300

60

120
180
240
300
360

60

120
180
240
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[4284]
[4285]
[4286]
[4287]
[4288]
[4289]
[4290]
[4291]
[4292]
[4293]
[4294]
[4295]
[4296]
[4297]
[4298]
[4299]
[4300]
[4301]
[4302]
[4303]
[4304]
[4305]
[4306]
[4307]
[4308]
[4309]
[4310]
[4311]
[4312]
[4313]
[4314]
[4315]
[4316]
[4317]
[4318]
[4319]
[4320]
[4321]
[4322]
[4323]
[4324]
[4325]

gaagacttcg caacttacta ctgccagcag tactactcta ccccactgac cttcggtcag 300

ggtaccaagg tggagatcaa acga 324

<210>
Q211>
212>
213>
220>
223>
<400> 229
gaggttcagce

229
369
DNA

tcctgtgeag
gceeecgggta
tacgccgact
tacctacaac

ggttctgacg

FHRFSI

tggtggagtc
cttccggata
agggcctcga
ctgtcaaggg
tgaacagctt
ccgtgetegg

gtctecteg 369

210>
211>
212>
213>
220>
223>
<400> 230
gatatccagt

230
324
DNA

atcacctgcce
ggaaaagctc
cgcttetetg
gaagacttcg
ggtaccaagg
<210> 231

211> 372

<212> DNA

213>
220>
223>
<400> 231

gaggttcagc
tcctgtgcecag
caggcccecegg
tactacgcceg
ctgtacctac

gagggttctg

ERFAI

tgacccagtc
gtgcctectcea
cgaagcttct
gatccggttce
caacttacta

tggagatcaa

TSI

tggtggagte
cttcecggatt
gtaagggcct
actctgtcaa
aactgaacag

acaccgtgcet

tggeggtgge
ctctatctce
gtgggtgtct
ccgtttecact
aagagctgag
cgactggttc

cccgagttcece
gggtatctcet
gatctacgac
cgggacggat
ctgccagcag
acga 324

tggeggtgge
ctctetgtet
cgagtgggtg
gggcecgttte
cttaagagct

cggegactgg

AN T AWk (Artificial organism)

ctggtgcagce
tctggtcacce
tacatctctg
ataagtcgcg
gacactgccg

gcctactggg

AT AWK (Artificial organism)

ctgteegecet
tcttacctgg
gcctcectaacce
ttcactctga

tactactcta

AT AWk (Artificial organism)

ctggtgcagce
accagcggtg
tcttacatct
actataagtc
gaggacactg
ttcgectact
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cagggggcte
actgggactg
gtgccggtga
acaattcgaa
tctattattg

gtcaaggaac

ctgtgggcega
cctggtatca
tggaaaccgg
ccatcagcag

ccccactgac

cagggggctce
tgggtgtggg
ctggtgacgg
gcgacaattc

ccgtctatta
ggggtcaagg

actccgtttg
gattcgtcag
tactacctac
aaacacactg
cgecgegtgag

actagtcacc

tcgggtcacce
acagaaacca
tgtgccatcet
tctgcagecg
cttcggtcag

actccgtttg
ctggattcgt
tggttctacc
gaaaaacaca
ttgcgegegt

aacactagtc

120
180
240
300
360

60

120
180
240
300

60

120
180
240
300
360
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[4326] accgtctcct cg 372

[4327] <210> 232

[4328] <211> 324

[4329]  <212> DNA

[4330]  <213> AN TAWpfk (Artificial organism)

[4331]  <220>

[4332]  <223> HHFA

[4333]  <400> 232

[4334] gatatccagt tgacccagtc cccgagttce ctgtcegeet ctgtgggega tegggtcace 60
[4335] atcacctgee gtgectetca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[4336] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatct 180
[4337] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[4338] gaagacttcg caacttacta ctgccagcag tactactcta ccccactgac cttcggtcag 300
[4339] ggtaccaagg tggagatcaa acga 324

[4340] <210> 233

[4341] <211> 372

[4342]  <212> DNA

[4343] <213> AN TAWAK (Artificial organism)

[4344]  <220>

[4345]  <223> B FA

[4346]  <400> 233

[4347] gaggttcage tggtggagtc tggeggtgge ctggtgcage cagggggete actcecegtttg 60
[4348] tcctgtgecag ctteccggatt ctetetgtet accggeggte tgggtgtggg ctggattegt 120
[4349] caggccecegg gtaagggect cgagtgggtg tcttacatct ctggtgeecgg ttectactace 180
[4350] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaca 240
[4351] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4352] gagggttctg acaccgtget cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[4353] accgtctect cg 372

[4354]  <210> 234

[4355] <211> 324

[4356]  <212> DNA

[4357] <213> AT AWK (Artificial organism)

[4358] <220>

[4359]  <223> AFH

[4360]  <400> 234

[4361] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[4362] atcacctgee gtgecteteca gggtatctct tcttacctgg cctggtatca acagaaacca 120
[4363] ggaaaagctc cgaagettct gatctacgac gectctaace tggaaaccgg tgtgecatet 180
[4364] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgecageeg 240
[4365] gaagacttcg caacttacta ctgccagcag tactactcta ccccactgac cttcggtcag 300
[4366] ggtaccaagg tggagatcaa acga 324

[4367] <210> 235
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[4368] <211> 372

[4369] <212> DNA

[4370]  <213> A TEWfk (Artificial organism)

[4371]  <220>

[4372]  <223> HHFH

[4373]  <400> 235

[4374] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[4375] tcctgtgecag cttececggatt ctetetgtet accageggtg tgggtgtgag ctggattegt 120
[4376] caggcccegg gtaagggeet cgagtgggtg tcttacatct ctggttecegg tgatactace 180
[4377] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaca 240
[4378] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4379] gagggttctg acgecgtget cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[4380] accgtctcct cg 372

[4381] <210> 236

[4382] <211> 324

[4383]  <212> DNA

[4384] <213> AN TAWK (Artificial organism)

[4385]  <220>

[4386]  <223> HkFH

[4387]  <400> 236

[4388] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[4389] atcacctgee gtgecteteca gggtatctct tcttacctgg cctggtatca acagaaacca 120
[4390] ggaaaagctc cgaagcttct gatctacgac gecctctaacc tggaaaccgg tgtgecatcet 180
[4391] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[4392] gaagacttcg caacttacta ctgccagcag tactactcta ccccactgac cttcggtcag 300
[4393] ggtaccaagg tggagatcaa acga 324

[4394] <210> 237

[4395]  <211> 372

[4396]  <212> DNA

[4397] <213> AN TAEWAK (Artificial organism)

[4398]  <220>

[4399]  <223> AFH

[4400]  <400> 237

[4401] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[4402] tcctgtgeag cttecggatt ctetetgtet accageggtg tgggtgtgge ctggattegt 120
[4403] caggcccegg gtaagggecet cgagtgggtg tcttacatcet ctggtgacgg tgatactacce 180
[4404] tactacgccg actctgtcaa gggecgttte actataagtc gegacaattc gaaaaacaca 240
[4405] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4406] gagggttcta ccaccgtget cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[4407] accgtctect cg 372

[4408]  <210> 238

[4409] <211> 324
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[4410] <212> DNA

[4411]  <213> AN TAWMK (Artificial organism)

[4412]  <220>

[4413]  <223> &G AT

[4414]  <400> 238

[4415] gatatccagt tgacccagtc cccgagttce ctgtcecgect ctgtgggega tecgggtcace 60
[4416] atcacctgce gtgectctca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[4417] ggaaaagctc cgaagcecttct gatctacgac gectctaacc tggaaaccgg tgtgecatct 180
[4418] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgeageeg 240
[4419] gaagacttcg caacttacta ctgccagcag tactactcta ccccactgac cttcggtcag 300
[4420] ggtaccaagg tggagatcaa acga 324

[4421]  <210> 239

[4422] <211> 372

[4423]  <212> DNA

[4424] <213> AN TAWMK (Artificial organism)

[4425]  <220>

[4426]  <223> G AT

[4427]  <400> 239

[4428] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[4429] tcctgtgeag cttecggatt ctetetgtet accggeggtg tggegtgtgge ctggattegt 120
[4430] caggccecegg gtaagggect cgagtggetg tcttacatct ctggtgacgg tggtactace 180
[4431] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaca 240
[4432] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4433] gagggttctg acaccgtget cggegactgg ttcgectact ggggtcaagg aacactagte 360
[4434] accgtctect cg 372

[4435]  <210> 240

[4436] <211> 324

[4437]  <212> DNA

[4438] <213> AN TAWAK (Artificial organism)

[4439]  <220>

[4440]  <223> B FA

[4441]  <400> 240

[4442] gatatccagt tgacccagtc cccgagttce ctgtcecgect ctgtgggega tecgggtcace 60
[4443] atcacctgece gtgectetca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[4444] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatct 180
[4445] cgcettetetg gatceggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[4446] gaagacttcg caacttacta ctgccagcag tcttactcta ccccactgac cttcggtcag 300
[4447] ggtaccaagg tggagatcaa acga 324

[4448]  <210> 241

[4449] <211> 372

[4450]  <212> DNA

[4451] <213> AN TAWMAK (Artificial organism)
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[4452]  <220>

[4453]  <223> & AT

[4454]  <400> 241

[4455] gaggttcage tggtggagte tggeggtgge ctggtgecage cagggggete actcegtttg 60
[4456] tcctgtgecag cttecggatt ctetetgtet accggeggtg tgggtgtgge ctggattegt 120
[4457] caggcccegg gtaagggect cgagtgggtg tcttacatct ctggtgeegg tgattctace 180
[4458] tactacgccg actctgtcaa gggecgttte actataagtc gegacaattc gaaaaacaca 240
[4459] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4460] gagggttctg acaccgtget cggegactgg ttcgectact ggggtcaagg aacactagte 360
[4461] accgtctcct cg 372

[4462] <210> 242

[4463] <211> 324

[4464]  <212> DNA

[4465]  <213> AN TEW1k (Artificial organism)

[4466]  <220>

[4467]  <223> HRFH

[4468]  <400> 242

[4469] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[4470] atcacctgee gtgectctca gggtgtgtet tcttacctgg cctggtatca acagaaacca 120
[4471] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[4472] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[4473] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcggtcag 300
[4474] ggtaccaagg tggagatcaa acga 324

[4475]  <210> 243

[4476]  <211> 372

[4477]  <212> DNA

[4478]  <213> ALEWK (Artificial organism)

[4479]  <220>

[4480]  <223> BHFA

[4481]  <400> 243

[4482] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete actcegtttg 60
[4483] tcctgtgecag cttecggatt ctctetgtet accageggtg tgggtgtgge ctggattegt 120
[4484] caggccecegg gtaagggect cgagtgggtg tcttccatet ctggttacgg tggtactace 180
[4485] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaga 240
[4486] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4487] gagggttctg acaccgtget cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[4488] accgtctcet cg 372

[4489]  <210> 244

[4490]  <211> 324

[4491]  <212> DNA

[4492] <213> AN TAEWK (Artificial organism)

[4493]  <220>
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[4494]  <223> HAFFA

[4495]  <400> 244

[4496] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[4497] atcacctgee gtgectetca gggtgtgtet tcttacctgg cctggtatca acagaaacca 120
[4498] ggaaaagctc cgaagcttct gatctacgac gectctaace tggaaaccgg tgtgecatcet 180
[4499] cgcttctetg gatcecggttc cgggacggat ttcactctga ccatcagecag tctgecageeg 240
[4500] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcggtcag 300
[4501] ggtaccaagg tggagatcaa acga 324

[4502] <210> 245

[4503] <211> 372

[4504]  <212> DNA

[4505] <213> AT AWK (Artificial organism)

[4506]  <220>

[4507]  <223> HFH

[4508]  <400> 245

[4509] gaggttcage tggtggagtc tggeggtgge ctggtgcage cagggggete actcegtttg 60
[4510] tcctgtgeag cttecggatt ctetetgtet accggeggtg tgggtgtgge ctggattegt 120
[4511] caggceccgg gtaagggeet cgagtgggtg tcttecatet ctggttecgg tggttetace 180
[4512] tactacgccg actctgtcaa gggecgtttec actataagtc gecgacaattc gaaaaacaca 240
[4513] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[4514] gagggttctg acaccgtget cggegactgg ttcgectact ggggtcaagg aacactagtce 360
[4515] accgtctcct cg 372

[4516]  <210> 246

[4517] <211> 324

[4518]  <212> DNA

[4519] <213> AN TAWMK (Artificial organism)

[4520]  <220>

[4521]  <223> & k7o

[4522]  <400> 246

[4523] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tcgggtcace 60
[4524] atcacctgee gtgectctca gggtgtgtet tettacctgg cctggtatca acagaaacca 120
[4525] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[4526] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[4527] gaagacttcg caacttacta ctgccagcag tactacacca ccccactgac cttcecggtcag 300
[4528] ggtaccaagg tggagatcaa acga 324

[4529]  <210> 247

[4530]  <211> 369

[4531]  <212> DNA

[4532] <213> AN TAWK (Artificial organism)

[4533]  <220>

[4534]  <223> HFH

[4535]  <400> 247

160



CN 111511762 B Fo5l & 109/314 7
[4536] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[4537] tcctgtgeag cttecggatt ctetetgtet accageggtg tgggtgtggg ctggattegt 120
[4538] caggcccegg gtaagggeet cgagtggatt ggtgacatct accactctgg tagcacctac 180
[4539] tacaacccat ctctgaagtc tcgtgtgact ataagtcgeg acaattcgaa aaacacactg 240
[4540] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgag 300
[4541] ggttctaccg ccgtgetegg cgactggtte gectactggg gtcaaggaac actagtcace 360
[4542] gtctccteg 369

[4543]  <210> 248

[4544] 211> 324

[4545] <212> DNA

[4546] <213> AN TAWMK (Artificial organism)

[4547]  <220>

[4548]  <223> &G AT

[4549]  <400> 248

[4550] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
[4551] atcacctgee gtgectcetca gtctatctet tcttacctga actggtatca acagaaacca 120
[4552] ggaaaagctc cgaagcttcet gatctacgece gectctacct tgecagtetgg tgtgecatcet 180
[4553] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgeageeg 240
[4554] gaagacttcg caacttacta ctgccagcag tactactcta ccccactgac cttcecggtcag 300
[4555] ggtaccaagg tggagatcaa acga 324

[4556] <210> 249

[4557]  <211> 369

[4558] <212> DNA

[4559] <213> AN TAWK (Artificial organism)

[4560]  <220>

[4561]  <223> &4

[4562]  <400> 249

[4563] gaggttcage tggtggagtc tggeggtgge ctggtgeage cagggggete acteegtttg 60
[4564] tcctgtgeag cttecggatt ctetetgtet accageggtg tgggtgtgac ctggattegt 120
[4565] caggcccegg gtaagagect cgagtggatce ggtgacatct accactectgg ttctacctac 180
[4566] tactctccat ctctgaagtc tcgtgtgact ataagtcgecg acaattcgaa aaacacactg 240
[4567] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgaa 300
[4568] ggttcagacg ctgtggeegg cgactggttce gactactggg gtcaaggaac actagtcacc 360
[4569] gtctccteg 369

[4570] <210> 250

[4571] <211> 324

[4572] <212> DNA

[4573]  <213> AWK (Artificial organism)

[4574] 220>

[4575]  <223> & RUFA

[4576] <400> 250

[4577] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tecgggtcace 60
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[4578] atcacctgce gtgectetca gtctatctet tcttacctga actggtatca acagaaacca 120
[4579] ggaaaagctc cgaagcttct gatctacgee gectctacct tgcagtctgg tgtgecatcet 180
[4580] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[4581] gaagacttcg caacttacta ctgccagcag tactactcta ccccactgac cttcggtcag 300
[4582] ggtaccaagg tggagatcaa acga 324

[4583]  <210> 251

[4584] <211> 369

[4585]  <212> DNA

[4586] <213> AN TAWAK (Artificial organism)

[4587]  <220>

[4588]  <223> & HUFSI

[4589]  <400> 251

[4590] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcecegtttg 60
[4591] tcctgtgecag ctteecggatt ctetetgtet accageggtg tggetgtgge ctggattegt 120
[4592] caggccecegg gtaagggect cgagtggatce ggtgacatct accactctgg taacacctac 180
[4593] tacaacccat ctctgaagtc tcgtgtgact ataagtcgcg acaattcgaa aaacacactg 240
[4594] tacctacaac tgaacagctt aagagctgag gacactgeccg tctattattg cgegegtggg 300
[4595] ggttctgaca ccgtggtegg cgactggtte gectactggg gtcaaggaac actagtcace 360
[4596] gtctccteg 369

[4597] <210> 252

[4598] <211> 324

[4599]  <212> DNA

[4600] <213> AT AWK (Artificial organism)

[4601]  <220>

[4602]  <223> HHFH

[4603]  <400> 252

[4604] gatatccagt tgacccagtc cccgagttce ctgtcecgeet ctgtgggega tegggtcace 60
[4605] atcacctgce gtgectcteca gtctatctet tcttacctga actggtatca acagaaacca 120
[4606] ggaaaagctc cgaagcttct gatctacgee gectctacct tgecagtetgg tgtgecatet 180
[4607] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[4608] gaagacttcg caacttacta ctgccagcag tactactcta ccccactgac cttcggtcag 300
[4609] ggtaccaagg tggagatcaa acga 324

[4610] <210> 253

[4611] <211> 11

[4612]  <212> PRT

[4613]  <213> AT A:Wpfk (Artificial organism)

[4614]  <220>

[4615]  <223> T4

[4616]  <400> 253

[4617] Phe Thr Phe Thr Ser Tyr Gly Ile His Trp Val

[4618] 1 5 10

[4619] <210> 254
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[4620]
[4621]
[4622]
[4623]
[4624]
[4625]
[4626]
[4627]
[4628]
[4629]
[4630]
[4631]
[4632]
[4633]
[4634]
[4635]
[4636]
[4637]
[4638]
[4639]
[4640]
[4641]
[4642]
[4643]
[4644]
[4645]
[4646]
[4647]
[4648]
[4649]
[4650]
[4651]
[4652]
[4653]
[4654]
[4655]
[4656]
[4657]
[4658]
[4659]
[4660]
[4661]

211> 13

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 254

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 255

211> 13

<212> PRT

213> N T AWK (Artificial
220>

223> HHTH

<400> 255

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 256

Q211> 12

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHTA

<400> 256

Tyr Ser Ile Thr Ser Gly Tyr
1 5

<210> 257

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 257

Phe Thr Phe Thr Gly Tyr Trp
1 5

<210> 258

211> 12

<212> PRT

213> NTAMpfk (Artificial
220>

223> HAITAI

<400> 258

organism)

Val Ala Val Ser Trp Ile
10

organism)

Val Gly Val Ser Trp Ile
10

organism)

His Trp Gly Trp Ile
10

organism)

Ile His Trp Val
10

organism)
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F 5 =

112/314 7

[4662]
[4663]
[4664]
[4665]
[4666]
[4667]
[4668]
[4669]
[4670]
[4671]
[4672]
[4673]
[4674]
[4675]
[4676]
[4677]
[4678]
[4679]
[4680]
[4681]
[4682]
[4683]
[4684]
[4685]
[4686]
[4687]
[4688]
[4689]
[4690]
[4691]
[4692]
[4693]
[4694]
[4695]
[4696]
[4697]
[4698]
[4699]
[4700]
[4701]
[4702]
[4703]

Tyr Ser Ile Ser Ser Gly His
1 5

<210> 259

211> 12

<212> PRT

213> NT AWk (Artificial
<220>

223> T

<400> 259

Tyr Ser Ile Thr Ser Gly Tyr
1 5

<210> 260

211> 11

<212> PRT

213> NT/EWk (Artificial
<220>

223> H T

<400> 260

Tyr Thr Phe Thr Gly Tyr Ala
1 5

<210> 261

211> 12

<212> PRT

213> NTEPk (Artificial
<220>

223> HRITAI

<400> 261

Tyr Ser Ile Ser Ser Gly Tyr
1 5

<210> 262

211> 12

<212> PRT

213> NTEWPk (Artificial
220>

223> HRITAI

<400> 262

Tyr Ser Ile Ser Ser Gly Tyr
1 5

<210> 263

211> 12

<212> PRT

Q213> NTAWk (Artificial

His Trp Gly Trp Ile
10

organism)

Tyr Trp Gly Trp Ile
10

organism)

Ile His Trp Val
10

organism)

His Trp Asn Trp Ile
10

organism)

Tyr Trp Asp Trp Ile
10

organism)
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113/314 1

[4704]
[4705]
[4706]
[4707]
[4708]
[4709]
[4710]
[4711]
[4712]
[4713]
[4714]
[4715]
[4716]
[4717]
[4718]
[4719]
[4720]
[4721]
[4722]
[4723]
[4724]
[4725]
[4726]
[4727]
[4728]
[4729]
[4730]
[4731]
[4732]
[4733]
[4734]
[4735]
[4736]
[4737]
[4738]
[4739]
[4740]
[4741]
[4742]
[4743]
[4744]
[4745]

220>

223> FRTA

<400> 263

Tyr Ser Ile Ser Ser Gly His Tyr Trp Gly Trp Ile
1 5 10
<210> 264

211> 11

<212> PRT

213> AT AWk (Artificial organism)

220>

223> FATA

<400> 264

Tyr Thr Phe Ser Asn Tyr Trp Ile His Trp Val
1 5 10
<210> 265

211> 13

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> BT

<400> 265

Phe Ser Leu Ser Thr Gly Gly Val Gly Val Ala Trp Ile
1 5 10
<210> 266

211> 13

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> HRFH

<400> 266

Phe Ser Leu Ser Thr Ser Gly Val Ala Val Gly Trp Ile
1 5 10
210> 267

211> 13

<212> PRT

213> N T AWk (Artificial organism)

220>

223> GHTS

<400> 267

Phe Ser Leu Ser Thr Ser Gly Val Gly Val Gly Trp Ile
1 5 10
<210> 268
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F 5 =

114/314 7

[4746]
[4747]
[4748]
[4749]
[4750]
[4751]
[4752]
[4753]
[4754]
[4755]
[4756]
[4757]
[4758]
[4759]
[4760]
[4761]
[4762]
[4763]
[4764]
[4765]
[4766]
[4767]
[4768]
[4769]
[4770]
[4771]
[4772]
[4773]
[4774]
[4775]
[4776]
[4777]
[4778]
[4779]
[4780]
[4781]
[4782]
[4783]
[4784]
[4785]
[4786]
[4787]

211> 13

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 268

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 269

Q211> 12

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 269

Tyr Ser Ile Ser Ser Gly Tyr
1 5

<210> 270

211> 13

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHTA

<400> 270

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 271

211> 13

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 271

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 272

Q211> 12

<212> PRT

213> NTAMpfk (Artificial
220>

223> HATAI

<400> 272

organism)

Val Ala Val Gly Trp Ile
10

organism)

His Trp Ala Trp Ile
10

organism)

Val Ala Val Gly Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

organism)
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[4788] Tyr Ser Ile Thr Ser Gly His His Trp Ala Trp Ile
[4789] 1 5 10

[4790] <210> 273

[4791] <211> 13

[4792]  <212> PRT

[4793] <213> AN TAWMK (Artificial organism)

[4794]  <220>

[4795]  <223> HkJFH

[4796]  <400> 273

[4797] Phe Ser Leu Ser Thr Gly Gly Val Ala Val Gly Trp Ile
[4798] 1 5 10

[4799] <210> 274

[4800] <211> 13

[4801]  <212> PRT

[4802] <213> A TAWMK (Artificial organism)

[4803]  <220>

[4804]  <223> HHFH

[4805]  <400> 274

[4806] Phe Ser Leu Ser Thr Gly Gly Val Gly Val Gly Trp Ile
[4807] 1 5 10

[4808] <210> 275

[4809] <211> 13

[4810] <212> PRT

[4811] <213> AN TAWMK (Artificial organism)

[4812]  <220>

[4813]  <223> &kT4

[4814]  <400> 275

[4815] Phe Ser Leu Ser Thr Gly Gly Val Ala Val Gly Trp Ile
[4816] 1 5 10

[4817]  <210> 276

[4818] <211> 12

[4819]  <212> PRT

[4820] <213> A TAWK (Artificial organism)

[4821]  <220>

[4822]  <223> &kFA

[4823]  <400> 276

[4824] Tyr Ser Ile Thr Ser Gly His Tyr Trp Ala Trp Ile
[4825] 1 5 10

[4826]  <210> 277

[4827] <211> 12

[4828]  <212> PRT

[4829] <213> AN TAWMAK (Artificial organism)
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CN 111511762 B F % *

116/314 7

[4830]
[4831]
[4832]
[4833]
[4834]
[4835]
[4836]
[4837]
[4838]
[4839]
[4840]
[4841]
[4842]
[4843]
[4844]
[4845]
[4846]
[4847]
[4848]
[4849]
[4850]
[4851]
[4852]
[4853]
[4854]
[4855]
[4856]
[4857]
[4858]
[4859]
[4860]
[4861]
[4862]
[4863]
[4864]
[4865]
[4866]
[4867]
[4868]
[4869]
[4870]
[4871]

220>

223> FRTA

<400> 277

Tyr Ser Ile Thr Ser Gly His Tyr Trp Ala Trp Ile
1 5 10
<210> 278

211> 11

<212> PRT

213> AT AWk (Artificial organism)
220>

223> FATA

<400> 278

Phe Thr Phe Ser Ser Tyr Trp Ile His Trp Val
1 5 10
<210> 279

211> 13

<212> PRT

213> N T AWk (Artificial organism)
220>

<223> BT

<400> 279

Phe Ser Leu Ser Thr Ser Gly Val Gly Val Gly Trp Ile

1 5 10
<210> 280

211> 12

<212> PRT

213> N T AWk (Artificial organism)
220>

223> L AFH

<400> 280

Tyr Ser Ile Thr Ser Gly His Tyr Trp Asn Trp Ile
1 5 10
<210> 281

211> 12

<212> PRT

213> N T AWk (Artificial organism)
220>

223> HGHUTH

<400> 281

Tyr Ser Ile Ser Ser Gly His Tyr Trp Thr Trp Ile
1 5 10

<210> 282
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F 5 =

117/314 7

[4872]
[4873]
[4874]
[4875]
[4876]
[4877]
[4878]
[4879]
[4880]
[4881]
[4882]
[4883]
[4884]
[4885]
[4886]
[4887]
[4888]
[4889]
[4890]
[4891]
[4892]
[4893]
[4894]
[4895]
[4896]
[4897]
[4898]
[4899]
[4900]
[4901]
[4902]
[4903]
[4904]
[4905]
[4906]
[4907]
[4908]
[4909]
[4910]
[4911]
[4912]
[4913]

211> 13

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 282

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 283

211> 13

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 283

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 284

211> 13

<212> PRT

213> NTAMpfk (Artificial
220>

223> GFHITHI

<400> 284

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 285

211> 13

<212> PRT

213> NTAMpfk (Artificial
220>

223> EHATHI

<400> 285

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 286

Q211> 12

<212> PRT

213> NTAMpfk (Artificial
220>

223> HATAI

<400> 286

organism)

Val Gly Val Gly Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

organism)

Val Ala Val Ala Trp Ile
10

organism)

Val Gly Val Ala Trp Ile
10

organism)
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[4914] Tyr Ser Ile Ser Ser Gly Tyr His Trp Ala Trp Ile
[4915] 1 5 10

[4916] <210> 287

[4917]  <211> 13

[4918]  <212> PRT

[4919] <213> AN TAWK (Artificial organism)

[4920] <220>

[4921]  <223> &k/FH

[4922]  <400> 287

[4923] Phe Ser Leu Ser Thr Gly Gly Val Gly Val Ala Trp Ile
[4924] 1 5 10

[4925] <210> 288

[4926] <211> 12

[4927]  <212> PRT

[4928] <213> AN TAWMK (Artificial organism)

[4929]  <220>

[4930]  <223> HKFFEA

[4931]  <400> 288

[4932] Tyr Ser Ile Thr Ser Gly Tyr His Trp Ser Trp Ile
[4933] 1 5 10

[4934] <210> 289

[4935] <211> 12

[4936] <212> PRT

[4937] <213> AN TAWMK (Artificial organism)

[4938]  <220>

[4939]  <223> & kT4

[4940]  <400> 289

[4941] Tyr Ser Ile Ser Ser Gly His His Trp Ala Trp Ile
[4942] 1 5 10

[4943]  <210> 290

[4944]  <211> 13

[4945]  <212> PRT

[4946] <213> AN TAWMK (Artificial organism)

[4947]  <220>

[4948]  <223> &k TA

[4949]  <400> 290

[4950] Phe Ser Leu Ser Thr Gly Gly Val Ala Val Gly Trp Ile
[4951] 1 5 10

[4952]  <210> 291

[4953] <211> 13

[4954]  <212> PRT

[4955] <213> AN TAWAK (Artificial organism)
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F 5 =

119/314 1

[4956]
[4957]
[4958]
[4959]
[4960]
[4961]
[4962]
[4963]
[4964]
[4965]
[4966]
[4967]
[4968]
[4969]
[4970]
[4971]
[4972]
[4973]
[4974]
[4975]
[4976]
[4977]
[4978]
[4979]
[4980]
[4981]
[4982]
[4983]
[4984]
[4985]
[4986]
[4987]
[4988]
[4989]
[4990]
[4991]
[4992]
[4993]
[4994]
[4995]
[4996]
[4997]

220>

223> HHUTH

<400> 291

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 292

211> 13

<212> PRT

213> ATk (Artificial
220>

223> HHUTH

<400> 292

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 293

211> 13

<212> PRT

213> NTEWk (Artificial
220>

223> E R

<400> 293

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 294

<211> 13

<212> PRT

213> N LAWK (Artificial
220>

223> E R

<400> 294

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 295

<211> 13

<212> PRT

213> N T4 (Artificial
220>

223> HHUTH

<400> 295

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 296

Val Gly Val Ala Trp Ile
10

organism)

Val Gly Val Ala Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

organism)

Val Gly Val Ala Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10
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F 5 =

120/314 7

[4998]
[4999]
[5000]
[5001]
[5002]
[5003]
[5004]
[5005]
[5006]
[5007]
[5008]
[5009]
[5010]
[5011]
[5012]
[5013]
[5014]
[5015]
[5016]
[5017]
[5018]
[5019]
[5020]
[5021]
[5022]
[5023]
[5024]
[5025]
[5026]
[5027]
[5028]
[5029]
[5030]
[5031]
[5032]
[5033]
[5034]
[5035]
[5036]
[5037]
[5038]
[5039]

211> 13

<212> PRT

213> NTAMAK (Artificial
220>

223> HGHUTH

<400> 296

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 297

211> 13

<212> PRT

213> AT 4EMk (Artificial
220>

223> HHUTH

<400> 297

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 298

211> 13

<212> PRT

213> NT AWk (Artificial
220>

223> H AT

<400> 298

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 299

211> 13

<212> PRT

213> NT AWK (Artificial
<220>

223> H T

<400> 299

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 300

211> 13

<212> PRT

213> NT AWk (Artificial
<220>

223> H T

<400> 300

organism)

Val Gly Val Gly Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

organism)

Val Gly Val Ala Trp Ile
10

organism)
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F 5 =

121/314 1

[5040]
[5041]
[5042]
[5043]
[5044]
[5045]
[5046]
[5047]
[5048]
[5049]
[5050]
[5051]
[5052]
[5053]
[5054]
[5055]
[5056]
[5057]
[5058]
[5059]
[5060]
[5061]
[5062]
[5063]
[5064]
[5065]
[5066]
[5067]
[5068]
[5069]
[5070]
[5071]
[5072]
[5073]
[5074]
[5075]
[5076]
[5077]
[5078]
[5079]
[5080]
[5081]

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 301

Q211> 12

<212> PRT

213> NTAMpfk (Artificial
220>

223> HATAI

<400> 301

Tyr Ser Ile Ser Ser Gly His
1 5

<210> 302

211> 13

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 302

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 303

211> 13

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 303

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 304

211> 13

<212> PRT

213> NTAWpfk (Artificial
220>

223> HHUTH

<400> 304

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 305

211> 13

<212> PRT

213> NT/AEWk (Artificial

Met Gly Val Gly Trp Ile
10

organism)

His Trp Asp Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

organism)

Val Gly Val Ser Trp Ile
10

organism)
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F 5 =

122/314 1

[5082]
[5083]
[5084]
[5085]
[5086]
[5087]
[5088]
[5089]
[5090]
[5091]
[5092]
[5093]
[5094]
[5095]
[5096]
[5097]
[5098]
[5099]
[5100]
[5101]
[5102]
[5103]
[5104]
[5105]
[5106]
[5107]
[5108]
[5109]
[5110]
[5111]
[5112]
[5113]
[5114]
[5115]
[5116]
[5117]
[5118]
[5119]
[5120]
[5121]
[5122]
[5123]

220>

223> HHUTH

<400> 305

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 306

211> 13

<212> PRT

213> NTAEWAR (Artificial
220>

223> HHUTH

<400> 306

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 307

211> 13

<212> PRT

213> NTEWk (Artificial
220>

223> E R

<400> 307

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 308

211> 13

<212> PRT

213> N LAWK (Artificial
220>

223> E R

<400> 308

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 309

<211> 13

<212> PRT

213> N T4 (Artificial
220>

223> HHUTH

<400> 309

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 310

Val Gly Val Gly Trp Ile
10

organism)

Val Gly Val Ala Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

organism)

Val Gly Val Ala Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

174



CN 111511762 B F 5 * 123/314 7

[5124] <211> 13

[5125] <212> PRT

[5126]  <213> ATEWk (Artificial organism)

[6127]  <220>

[5128]  <223> AT

[5129]  <400> 310

[5130] Phe Ser Leu Ser Thr Ser Gly Val Gly Val Gly Trp Ile
[5131] 1 5 10

[5132] <210> 311

[5133] <211> 13

[5134]  <212> PRT

[56135] <213> AT AWK (Artificial organism)

[5136]  <220>

[5137]  <223> G AT

[5138]  <400> 311

[5139] Phe Ser Leu Ser Thr Ser Gly Val Gly Val Thr Trp Ile
[5140] 1 5 10

[5141]  <210> 312

[56142] <211> 13

[5143]  <212> PRT

[56144] <213> AN T4AEWAK (Artificial organism)

[6145]  <220>

[5146]  <223> HFH

[5147]  <400> 312

[5148] Phe Ser Leu Ser Thr Ser Gly Val Ala Val Ala Trp Ile
[5149] 1 5 10

[5150]  <210> 313

[5151] <211> 21

[5152] <212> PRT

[56153] <213> AN T4AEWAk (Artificial organism)

[5154] <220>

[5155]  <223> G kF4

[5156]  <400> 313

[5157] Val Ser Gly Ile Ser Gly Ala Gly Asp Thr Thr Tyr Tyr Ala Asp Ser

[5158] 1 5 10 15
[5159] Val Lys Gly Arg Phe
[5160] 20

[5161] <210> 314

[5162] <211> 21

[5163] <212> PRT

[5164] <213> AN T4AEWK (Artificial organism)
[5165] <220>
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[5166]
[5167]
[5168]
[5169]
[5170]
[5171]
[5172]
[5173]
[5174]
[5175]
[5176]
[5177]
[5178]
[5179]
[5180]
[5181]
[5182]
[5183]
[5184]
[5185]
[5186]
[5187]
[5188]
[5189]
[5190]
[5191]
[5192]
[5193]
[5194]
[5195]
[5196]
[5197]
[5198]
[5199]
[5200]
[5201]
[5202]
[5203]
[5204]
[5205]
[5206]
[5207]

223> HHFF

<400> 314
Ile Gly Ile Ile Asn Pro Asn Phe Gly Asp Thr Asn Tyr Ala Gln Lys
1 5 10 15
Phe Gln Gly Arg Val
20
<210> 315
211> 21
<212> PRT
213> NTHAWA (Artificial organism)
220>
223> HHUTAI
<400> 315
Val Ser Ser Ile Ser Gly Ser Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 316
211> 21
<212> PRT
213> NTHAWA (Artificial organism)
220>
223> HHUTAI
<400> 316
Val Ser Ala Ile Ser Gly Ala Gly Gly Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 317
211> 23
<212> PRT
213> NTHAWA (Artificial organism)
220>
223> HHUTAI
<400> 317
Val Gly Arg Ile Arg Ser Lys Thr Asp Gly Tyr Thr Thr Glu Tyr Ala
1 5 10 15
Ala Pro Val Lys Gly Arg Phe
20
<210> 318
211> 21
<212> PRT
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[5208]
[5209]
[5210]
[5211]
[5212]
[5213]
[5214]
[5215]
[5216]
[5217]
[5218]
[5219]
[5220]
[5221]
[5222]
[5223]
[5224]
[5225]
[5226]
[5227]
[5228]
[5229]
[5230]
[5231]
[5232]
[5233]
[5234]
[5235]
[5236]
[5237]
[5238]
[5239]
[5240]
[5241]
[5242]
[5243]
[5244]
[5245]
[5246]
[5247]
[5248]
[5249]

213> NTHAEWA (Artificial organism)

220>
223> HHTH
<400> 318
Val Ser Gly Ile Ser Gly Tyr Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 319
211> 21
<212> PRT
213> NTHAEWA (Artificial organism)
220>
223> HHTH
<400> 319
Val Ser Gly Ile Ser Gly Ser Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 320
211> 21
<212> PRT
213> NTHAEWA (Artificial organism)
220>
223> HHTS
<400> 320
Val Ser Ala Ile Ser Gly Asp Gly Gly Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 321
211> 21
<212> PRT
213> NTHAEWA (Artificial organism)
220>
223> HHTS
<400> 321
Val Ser Ser Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 322
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[5250]
[5251]
[5252]
[5253]
[5254]
[5255]
[5256]
[5257]
[5258]
[5259]
[5260]
[5261]
[5262]
[5263]
[5264]
[5265]
[5266]
[5267]
[5268]
[5269]
[5270]
[5271]
[5272]
[5273]
[5274]
[5275]
[5276]
[5277]
[5278]
[5279]
[5280]
[5281]
[5282]
[5283]
[5284]
[5285]
[5286]
[5287]
[5288]
[5289]
[5290]
[5291]

211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
223> HHTS
<400> 322
Val Ser Ser Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 323
211> 20
<212> PRT
213> N T AWk (Artificial organism)
220>
223> GRTH
<400> 323
Leu Ala Leu Ile Asp Trp Tyr Gly Asp Lys Tyr Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 324
211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
223> HHTS
<400> 324
Val Ser Tyr Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 325
211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
223> HHUTS
<400> 325
Val Ser Ser Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15

Val Lys Gly Arg Phe
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[5292]
[5293]
[5294]
[5295]
[5296]
[5297]
[5298]
[5299]
[5300]
[5301]
[5302]
[5303]
[5304]
[5305]
[5306]
[5307]
[5308]
[5309]
[5310]
[5311]
[5312]
[5313]
[5314]
[5315]
[5316]
[5317]
[5318]
[5319]
[5320]
[5321]
[5322]
[5323]
[5324]
[5325]
[5326]
[5327]
[5328]
[5329]
[5330]
[5331]
[5332]
[5333]

20
<210> 326
<211> 20
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFH
<400> 326
Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 327
<211> 20
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRTH
<400> 327
Leu Ala Leu Ile Asp Trp Asp Asp Asp Lys Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 328
<211> 20
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFH
<400> 328
Leu Ala Leu Ile Asp Trp Ala Gly Asp Lys Ser Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 329
211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFH
<400> 329

Val Ser Ser Ile Ser Gly Asp Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
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[5334]
[5335]
[5336]
[5337]
[5338]
[5339]
[5340]
[5341]
[5342]
[5343]
[5344]
[5345]
[5346]
[5347]
[5348]
[5349]
[5350]
[5351]
[5352]
[5353]
[5354]
[5355]
[5356]
[5357]
[5358]
[5359]
[5360]
[5361]
[5362]
[5363]
[5364]
[5365]
[5366]
[5367]
[5368]
[5369]
[5370]
[5371]
[5372]
[5373]
[5374]
[5375]

1 5 10 15
Val Lys Gly Arg Phe
20
<210> 330
<211> 20
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFY
<400> 330
Leu Ala Leu Ile Asp Trp Asp Asp Asp Lys Tyr Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 331
<211> 20
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFY
<400> 331
Ile Gly Glu Ile Tyr His Ser Gly Ser Thr Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Val
20
<210> 332
211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFY
<400> 332
Val Ser Ala Ile Ser Gly Asp Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 333
<211> 20
<212> PRT
213> N T AWk (Artificial organism)
220>

223> BRI
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[5376]
[5377]
[5378]
[5379]
[5380]
[5381]
[5382]
[5383]
[5384]
[5385]
[5386]
[5387]
[5388]
[5389]
[5390]
[5391]
[5392]
[5393]
[5394]
[5395]
[5396]
[5397]
[5398]
[5399]
[5400]
[5401]
[5402]
[5403]
[5404]
[5405]
[5406]
[5407]
[5408]
[5409]
[5410]
[5411]
[5412]
[5413]
[5414]
[5415]
[5416]
[5417]

<400> 333
Leu Ala Leu Ile Asp Trp Ala Gly Asp Lys Ser Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 334
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FRTS
<400> 334
Val Ser Gly Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 335
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FRTA
<400> 335
Val Ser Gly Ile Ser Gly Asp Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 336
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FRTA
<400> 336
Val Ser Ala Ile Ser Gly Ser Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 337
211> 21
<212> PRT

213> AT AWk (Artificial organism)
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[5418]
[5419]
[5420]
[5421]
[5422]
[5423]
[5424]
[5425]
[5426]
[5427]
[5428]
[5429]
[5430]
[5431]
[5432]
[5433]
[5434]
[5435]
[5436]
[5437]
[5438]
[5439]
[5440]
[5441]
[5442]
[5443]
[5444]
[5445]
[5446]
[5447]
[5448]
[5449]
[5450]
[5451]
[5452]
[5453]
[5454]
[5455]
[5456]
[5457]
[5458]
[5459]

220>
223> FRTA
<400> 337
Val Ser Ser Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 338
211> 21
<212> PRT
213> AT AWtk (Artificial organism)
220>
223> FRTA
<400> 338
Val Ser Val Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 339
<211> 20
<212> PRT
213> AT AWtk (Artificial organism)
220>
223> FRUTA
<400> 339
Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 340
211> 21
<212> PRT
213> AT AWtk (Artificial organism)
220>
223> FRTH
<400> 340
Val Ser Gly Ile Ser Gly Asp Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 341
211> 21
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[5460]
[5461]
[5462]
[5463]
[5464]
[5465]
[5466]
[5467]
[5468]
[5469]
[5470]
[5471]
[5472]
[5473]
[5474]
[5475]
[5476]
[5477]
[5478]
[5479]
[5480]
[5481]
[5482]
[5483]
[5484]
[5485]
[5486]
[5487]
[5488]
[5489]
[5490]
[5491]
[5492]
[5493]
[5494]
[5495]
[5496]
[5497]
[5498]
[5499]
[5500]
[5501]

<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHTH
<400> 341
Val Ser Ala Ile Ser Gly Ser Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 342
211> 20
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHTH
<400> 342
Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 343
211> 21
<212> PRT
213> AT AWtk (Artificial organism)
220>
223> FRTH
<400> 343
Val Ser Gly Ile Ser Gly Ala Gly Asp Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 344
211> 20
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FRTH
<400> 344
Leu Ala Leu Ile Asp Trp Asp Asp Asp Lys Arg Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
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[5502]
[5503]
[5504]
[5505]
[5506]
[5507]
[5508]
[5509]
[5510]
[5511]
[5512]
[5513]
[5514]
[5515]
[5516]
[5517]
[5518]
[5519]
[56520]
[5521]
[5522]
[5523]
[5524]
[5525]
[5526]
[5527]
[5528]
[5529]
[5530]
[56531]
[5532]
[5533]
[5534]
[5535]
[5536]
[5537]
[5538]
[5539]
[5540]
[5541]
[5542]
[5543]

<210> 345
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHTA
<400> 345
Val Ser Tyr Ile Ser Gly Asp Gly Gly Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 346
211> 20
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHTA
<400> 346
Ile Gly Glu Ile Tyr His Ser Gly Ser Thr Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Val
20
<210> 347
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHTA
<400> 347
Val Ser Ser Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 348
211> 21
<212> PRT
213> AN TAMfk (Artificial organism)
220>
223> FHTH
<400> 348
Val Ser Ser Ile Ser Gly Tyr Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
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[5544]
[5545]
[5546]
[5547]
[5548]
[5549]
[5550]
[5551]
[5552]
[5553]
[5554]
[5555]
[5556]
[5557]
[5558]
[5559]
[5560]
[5561]
[5562]
[5563]
[5564]
[5565]
[5566]
[5567]
[5568]
[5569]
[5570]
[5571]
[5572]
[5573]
[5574]
[5575]
[5576]
[5577]
[5578]
[5579]
[5580]
[5581]
[5582]
[5583]
[5584]
[5585]

Val Lys Gly Arg Phe

20
<210> 349
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> HATAI
<400> 349
Val Ser Val Ile Ser Gly Ser Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 350
211> 20
<212> PRT
213> AT AWk (Artificial organism)
220>
223> HRTAI
<400> 350
Leu Ala Leu Ile Asp Trp Asp Gly Asp Lys Ser Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 351
211> 21
<212> PRT
213> ANT AWk (Artificial organism)
220>
223> HAITAI
<400> 351
Val Ser Ser Ile Ser Gly Ala Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 352
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> HAUTAI
<400> 352
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[5586]
[5587]
[5588]
[5589]
[5590]
[5591]
[5592]
[5593]
[5594]
[5595]
[5596]
[5597]
[5598]
[5599]
[5600]
[5601]
[5602]
[5603]
[5604]
[5605]
[5606]
[5607]
[5608]
[5609]
[5610]
[5611]
[5612]
[5613]
[5614]
[5615]
[5616]
[5617]
[5618]
[5619]
[5620]
[5621]
[5622]
[5623]
[5624]
[5625]
[5626]
[5627]

Val Ser Tyr Ile Ser Gly Ser Gly Asp Thr Thr Tyr Tyr Ala Asp Ser

1 5 10 15
Val Lys Gly Arg Phe
20
<210> 353
211> 21
<212> PRT
213> N T ¥tk (Artificial organism)
220>
223> HFHATHI
<400> 353
Val Ser Tyr Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 354
211> 21
<212> PRT
213> NTHAWA (Artificial organism)
220>
223> EFHAITHI
<400> 354
Val Ser Ser Ile Ser Gly Tyr Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 355
211> 21
<212> PRT
213> NTHAEWA (Artificial organism)
220>
223> EHATHI
<400> 355
Val Ser Tyr Ile Ser Gly Ala Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 356
211> 21
<212> PRT
213> N T AWtk (Artificial organism)
220>
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[5628]
[5629]
[5630]
[5631]
[5632]
[5633]
[5634]
[5635]
[5636]
[5637]
[5638]
[5639]
[5640]
[5641]
[5642]
[5643]
[5644]
[5645]
[5646]
[5647]
[5648]
[5649]
[5650]
[5651]
[5652]
[5653]
[5654]
[5655]
[5656]
[5657]
[5658]
[5659]
[5660]
[5661]
[5662]
[5663]
[5664]
[5665]
[5666]
[5667]
[5668]
[5669]

223> HHFF

<400> 356
Val Ser Tyr Ile Ser Gly Ala Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 357
211> 21
<212> PRT
213> NTHAWA (Artificial organism)
220>
223> HHUTAI
<400> 357
Val Ser Tyr Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 358
211> 21
<212> PRT
213> NTHAWA (Artificial organism)
220>
223> HHUTAI
<400> 358
Val Ser Tyr Ile Ser Gly Asp Gly Gly Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 359
211> 21
<212> PRT
213> NTHAWA (Artificial organism)
220>
223> HHUTAI
<400> 359
Val Ser Tyr Ile Ser Gly Tyr Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 360
211> 21
<212> PRT
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[5670]
[5671]
[5672]
[5673]
[5674]
[5675]
[5676]
[5677]
[5678]
[5679]
[5680]
[5681]
[5682]
[5683]
[5684]
[5685]
[5686]
[5687]
[5688]
[5689]
[5690]
[5691]
[5692]
[5693]
[5694]
[5695]
[5696]
[5697]
[5698]
[5699]
[5700]
[5701]
[5702]
[5703]
[5704]
[5705]
[5706]
[5707]
[5708]
[5709]
[5710]
[5711]

213> NTHAEWA (Artificial organism)

220>
223> GHTS)
<400> 360
Val Ser Tyr Ile Ser Gly Tyr Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 361
211> 21
<212> PRT
213> NTHAEWA (Artificial organism)
220>
223> TS
<400> 361
Val Ser Tyr Ile Ser Gly Ala Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 362
211> 21
<212> PRT
213> NTHAEWA (Artificial organism)
220>
223> GRTH
<400> 362
Val Ser Tyr Ile Ser Gly Asp Gly Gly Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 363
211> 21
<212> PRT
213> NTHAEWA (Artificial organism)
220>
223> TS
<400> 363
Val Ser Tyr Ile Ser Gly Ala Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 364
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[5712]
[5713]
[5714]
[5715]
[5716]
[5717]
[5718]
[5719]
[5720]
[5721]
[5722]
[5723]
[5724]
[5725]
[5726]
[5727]
[5728]
[5729]
[5730]
[5731]
[5732]
[5733]
[5734]
[5735]
[5736]
[5737]
[5738]
[5739]
[5740]
[5741]
[5742]
[5743]
[5744]
[5745]
[5746]
[5747]
[5748]
[5749]
[57501]
[5751]
[5752]
[5753]

211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
223> HGRTS
<400> 364
Val Ser Tyr Ile Ser Gly Ser Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 365
211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
223> HHTS
<400> 365
Val Ser Tyr Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 366
211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
223> HHUTS
<400> 366
Val Ser Tyr Ile Ser Gly Asp Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 367
211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
223> HHTS
<400> 367
Val Ser Tyr Ile Ser Gly Ala Gly Asp Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15

Val Lys Gly Arg Phe
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[5754]
[5755]
[5756]
[5757]
[5758]
[5759]
[5760]
[5761]
[5762]
[5763]
[5764]
[5765]
[5766]
[5767]
[5768]
[5769]
[5770]
[5771]
[5772]
[5773]
[5774]
[5775]
[5776]
[5777]
[5778]
[5779]
[5780]
[5781]
[5782]
[5783]
[5784]
[5785]
[5786]
[5787]
[5788]
[5789]
[5790]
[5791]
[5792]
[5793]
[5794]
[5795]

20
<210> 368
211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFH
<400> 368
Val Ser Ser Ile Ser Gly Tyr Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 369
211> 21
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFH
<400> 369
Val Ser Ser Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 370
<211> 20
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFH
<400> 370
Ile Gly Asp Ile Tyr His Ser Gly Ser Thr Tyr Tyr Asn Pro Ser Leu
1 5 10 15
Lys Ser Arg Val
20
<210> 371
<211> 20
<212> PRT
213> N T AWk (Artificial organism)
220>
<223> HRFH
<400> 371

Ile Gly Asp Ile Tyr His Ser Gly Ser Thr Tyr Tyr Ser Pro Ser Leu
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[5796] 1 5 10 15
[5797] Lys Ser Arg Val
[5798] 20

[5799]1 <210> 372

[5800] <211> 20

[5801] <212> PRT

[5802] <213> A T4AWAK (Artificial organism)

[5803] <220>

[5804]  <223> &kFA

[5805]  <400> 372

[5806] 1Ile Gly Asp Ile Tyr His Ser Gly Asn Thr Tyr Tyr Asn Pro Ser Leu

[5807] 1 5 10 15
[5808] Lys Ser Arg Val
[5809] 20

[5810] <210> 373

[5811]1  <211> 10

[5812] <212> PRT

[5813] <213> AN T4AWAK (Artificial organism)
[5814]  <220>

[5815]  <223> k)T

[5816]  <400> 373

[5817] Ala Arg Glu Arg Asp Tyr Asp Phe Asp Tyr
[5818] 1 5 10
[5819] <210> 374

[5820] <211> 14

[5821] <212> PRT

[6822]  <213> ALEWfk (Artificial organism)
[6823] <220>

[5824]  <223> k)T

[5825]  <400> 374

[5826] Ala Arg Asp Glu Tyr Tyr Gly Gly Ser Tyr Tyr Phe Asp Tyr
[5827] 1 5 10
[5828] <210> 375

[5829] <211> 12

[5830] <212> PRT

[5831]  <213> AT Wik (Artificial organism)
[6832]  <220>

[5833] <223> B FH

[5834]  <400> 375

[5835] Ala Arg Asp Asp Leu Tyr Ser Trp Tyr Phe Asp Val
[5836] 1 5 10
[5837] <210> 376

191



CN 111511762 B

F 5 =

140/314 7

[5838]
[5839]
[5840]
[5841]
[5842]
[5843]
[5844]
[5845]
[5846]
[5847]
[5848]
[5849]
[5850]
[5851]
[5852]
[5853]
[5854]
[5855]
[5856]
[5857]
[5858]
[5859]
[5860]
[5861]
[5862]
[5863]
[5864]
[5865]
[5866]
[5867]
[5868]
[5869]
[5870]
[5871]
[5872]
[5873]
[5874]
[5875]
[5876]
[5877]
[5878]
[5879]

Q211> 12

<212> PRT

213> NTAWik (Artificial
220>

223> HHTS

<400> 376

Ala Arg Asp Gly Tyr Gly Gly
1 5

<210> 377

211> 11

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 377

Ala Arg Leu Gly Gly His Trp
1 5

<210> 378

211> 14

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHTA

<400> 378

Ala Arg Asp Pro Tyr Ser Ser
1 5

<210> 379

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> EATHI

<400> 379

Ala Arg Gly Thr Tyr Ser Phe
1 5

<210> 380

<211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRITAI

<400> 380

organism)

Ser Tyr Phe Asp Tyr
10

organism)

Tyr Phe Asp Val
10

organism)

Gly Ser Gly Tyr Phe Asp Tyr
10

organism)

Asp Val

organism)
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[5880] Ala Arg Gly Tyr Arg Gly Tyr Phe Asp Tyr

[5881] 1 5 10

[5882] <210> 381

[5883] <211> 15

[5884] <212> PRT

[5885] <213> AT AWK (Artificial organism)

[56886]  <220>

[5887]  <223> &k

[5888]  <400> 381

[5889] Ala Arg Asp Pro Asn Tyr Tyr Ser Ser Gly Ser Tyr Phe Asp Tyr
[5890] 1 5 10 15
[5891]1  <210> 382

[5892] <211> 13

[5893] <212> PRT

[56894] <213> AN TAWMK (Artificial organism)

[6895]  <220>

[5896]  <223> HAFA

[5897]  <400> 382

[5898] Ala Arg Glu Tyr Tyr Gly Tyr Gly Tyr Ala Leu Asp Tyr

[5899] 1 5 10

[5900] <210> 383

[5901]1 <211> 12

[5902]  <212> PRT

[5903] <213> A TAWMK (Artificial organism)

[5904]  <220>

[5905]  <223> &4 AkfEH

[5906]  <400> 383

[5907] Ala Arg Ser Asp Tyr Tyr Gly Ser His Phe Asp Tyr

[5908] 1 5 10

[5909] <210> 384

[5910] <211> 15

[5911]  <212> PRT

[5912] <213> AN TAWMK (Artificial organism)

[5913]  <220>

[5914]  <223> B FFEA

[5915]  <400> 384

[5916] Ala Arg Glu Gly Ser Thr Thr Val Ala Gly Asp Trp Phe Ala Tyr
[5917]1 1 5 10 15
[5918] <210> 385

[5919]1 <211> 15

[5920] <212> PRT

[5921]  <213> AN TAWAK (Artificial organism)
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[5922]
[5923]
[5924]
[5925]
[5926]
[5927]
[5928]
[5929]
[5930]
[5931]
[5932]
[5933]
[5934]
[5935]
[5936]
[5937]
[5938]
[5939]
[5940]
[5941]
[5942]
[5943]
[5944]
[5945]
[5946]
[5947]
[5948]
[5949]
[5950]
[5951]
[5952]
[5953]
[5954]
[5955]
[5956]
[5957]
[5958]
[5959]
[5960]
[5961]
[5962]
[5963]

220>

223> FRTA

<400> 385

Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Gly Tyr
1 5 10 15
<210> 386

211> 15

<212> PRT

213> AT AWk (Artificial organism)

220>

223> FATH

<400> 386

Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 387

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> HRFY

<400> 387

Ala Arg Gly Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 388

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> HRFH

<400> 388

Ala Arg Gly Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 389

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

223> GRTS

<400> 389

Ala Arg Glu Gly Ser Asp Ala Val Thr Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 390
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[5964]
[5965]
[5966]
[5967]
[5968]
[5969]
[5970]
[5971]
[5972]
[5973]
[5974]
[5975]
[5976]
[5977]
[5978]
[5979]
[5980]
[5981]
[5982]
[5983]
[5984]
[5985]
[5986]
[5987]
[5988]
[5989]
[5990]
[5991]
[5992]
[5993]
[5994]
[5995]
[5996]
[5997]
[5998]
[5999]
[6000]
[6001]
[6002]
[6003]
[6004]
[6005]

211> 15

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 390

Ala Arg Glu Gly Ser Thr Ala
1 5

<210> 391

211> 15

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 391

Ala Arg Glu Gly Ser Asp Val
1 5

<210> 392

211> 15

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHITHI

<400> 392

Ala Arg Glu Gly Ser Thr Ala
1 5

<210> 393

211> 15

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 393

Ala Arg Glu Gly Glu Asp Ala
1 5

<210> 394

211> 15

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRUTAI

<400> 394

organism)

Val Ala Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Thr Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Thr Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Thr Gly Asp Trp Phe Ala Tyr
10 15

organism)
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[6006]
[6007]
[6008]
[6009]
[6010]
[6011]
[6012]
[6013]
[6014]
[6015]
[6016]
[6017]
[6018]
[6019]
[6020]
[6021]
[6022]
[6023]
[6024]
[6025]
[6026]
[6027]
[6028]
[6029]
[6030]
[6031]
[6032]
[6033]
[6034]
[6035]
[6036]
[6037]
[6038]
[6039]
[6040]
[6041]
[6042]
[6043]
[6044]
[6045]
[6046]
[6047]

Ala Arg Glu Gly Ser Asp Ala
1 5

<210> 395

<211> 10

<212> PRT

213> ATk (Artificial
220>

223> HATAI

<400> 395

Thr Arg Glu Asp Tyr Gly Pro
1 5

<210> 396

<211> 15

<212> PRT

213> NT/AMk (Artificial
<220>

223> HHUTH

<400> 396

Ala Arg Gly Gly Ser Asp Thr
1 5

<210> 397

<211> 15

<212> PRT

213> ATk (Artificial
<220>

223> HHUTH

<400> 397

Ala Arg Gly Gly Ser Asp Ala
1 5

<210> 398

211> 13

<212> PRT

213> NT/AMfk (Artificial
220>

223> HHUTH

<400> 398

Ala Arg Ser Arg Gly Leu Val
1 5

<210> 399

211> 15

<212> PRT

213> NTAEWk (Artificial

Val Ala Gly Asp Trp Phe Asp Tyr
10 15

organism)

His Ala Tyr
10

organism)

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)

Leu Asp Ala Phe Asp Tyr
10

organism)
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[6048]
[6049]
[6050]
[6051]
[6052]
[6053]
[6054]
[6055]
[6056]
[6057]
[6058]
[6059]
[6060]
[6061]
[6062]
[6063]
[6064]
[6065]
[6066]
[6067]
[6068]
[6069]
[6070]
[6071]
[6072]
[6073]
[6074]
[6075]
[6076]
[6077]
[6078]
[6079]
[6080]
[6081]
[6082]
[6083]
[6084]
[6085]
[6086]
[6087]
[6088]
[6089]

220>

223> FRTA

<400> 399

Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 400

211> 15

<212> PRT

213> AT AWk (Artificial organism)

220>

223> FATH

<400> 400

Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 401

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> HRFY

<400> 401

Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 402

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> HRFH

<400> 402

Ala Arg Gly Gly Ser Asp Thr Val Ile Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 403

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

223> GRTS

<400> 403

Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 404
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[6090]
[6091]
[6092]
[6093]
[6094]
[6095]
[6096]
[6097]
[6098]
[6099]
[6100]
[6101]
[6102]
[6103]
[6104]
[6105]
[6106]
[6107]
[6108]
[6109]
[6110]
[6111]
[6112]
[6113]
[6114]
[6115]
[6116]
[6117]
[6118]
[6119]
[6120]
[6121]
[6122]
[6123]
[6124]
[6125]
[6126]
[6127]
[6128]
[6129]
[6130]
[6131]

211> 15

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 404

Ala Arg Glu Gly Ser Thr Thr
1 5

<210> 405

211> 15

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 405

Ala Arg Glu Gly Ser Asp Val
1 5

<210> 406

211> 12

<212> PRT

213> NTAMpfk (Artificial
220>

223> GFHITHI

<400> 406

Ala Arg Ser Pro Tyr Tyr Tyr
1 5

<210> 407

211> 15

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 407

Ala Arg Glu Gly Ser Asp Ala
1 5

<210> 408

211> 15

<212> PRT

213> NTAMpfk (Artificial
220>

223> HATAI

<400> 408

organism)

Val Val Gly Asp Trp Phe Asp Tyr
10 15

organism)

Val Ala Gly Asp Trp Phe Ala Tyr
10 15

organism)

Gly Val Phe Asp Tyr
10

organism)

Val Leu Gly Asp Trp Phe Gly Tyr
10 15

organism)
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[6132]
[6133]
[6134]
[6135]
[6136]
[6137]
[6138]
[6139]
[6140]
[6141]
[6142]
[6143]
[6144]
[6145]
[6146]
[6147]
[6148]
[6149]
[6150]
[6151]
[6152]
[6153]
[6154]
[6155]
[6156]
[6157]
[6158]
[6159]
[6160]
[6161]
[6162]
[6163]
[6164]
[6165]
[6166]
[6167]
[6168]
[6169]
[6170]
[6171]
[6172]
[6173]

Ala Arg Glu Gly Ser Asp Thr
1 5

<210> 409

211> 15

<212> PRT

213> NT AWk (Artificial
<220>

223> T

<400> 409

Ala Arg Glu Gly Ser Asp Thr
1 5

<210> 410

211> 15

<212> PRT

213> NTEWk (Artificial
<220>

223> H T

<400> 410

Ala Arg Glu Gly Ser Thr Ala
1 5

210> 411

211> 15

<212> PRT

213> NTEWPAk (Artificial
<220>

223> HRITAI

<400> 411

Ala Arg Gly Gly Ser Thr Ala
1 5

<210> 412

211> 15

<212> PRT

213> NTEWik (Artificial
<220>

223> HRITAI

<400> 412

Ala Arg Glu Gly Ser Asp Thr
1 5

<210> 413

211> 15

<212> PRT

Q213> N TAWk (Artificial

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Val Gly Asp Trp Phe Asp Tyr
10 15

organism)

Val Thr Gly Asp Trp Phe Asp Tyr
10 15

organism)

Val Val Gly Asp Trp Phe Ala Tyr
10 15

organism)
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[6174]
[6175]
[6176]
[6177]
[6178]
[6179]
[6180]
[6181]
[6182]
[6183]
[6184]
[6185]
[6186]
[6187]
[6188]
[6189]
[6190]
[6191]
[6192]
[6193]
[6194]
[6195]
[6196]
[6197]
[6198]
[6199]
[6200]
[6201]
[6202]
[6203]
[6204]
[6205]
[6206]
[6207]
[6208]
[6209]
[6210]
[6211]
[6212]
[6213]
[6214]
[6215]

220>

223> FRTA

<400> 413

Ala Arg Glu Gly Ser Asp Thr Val Ala Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 414

211> 15

<212> PRT

213> AT AWk (Artificial organism)

220>

223> FATH

<400> 414

Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 415

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> HRFY

<400> 415

Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 416

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> HRFH

<400> 416

Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
210> 417

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

223> HGRTH

<400> 417

Ala Arg Glu Gly Ser Thr Ala Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 418
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[6216]
[6217]
[6218]
[6219]
[6220]
[6221]
[6222]
[6223]
[6224]
[6225]
[6226]
[6227]
[6228]
[6229]
[6230]
[6231]
[6232]
[6233]
[6234]
[6235]
[6236]
[6237]
[6238]
[6239]
[6240]
[6241]
[6242]
[6243]
[6244]
[6245]
[6246]
[6247]
[6248]
[6249]
[6250]
[6251]
[6252]
[6253]
[6254]
[6255]
[6256]
[6257]

211> 15

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 418

Ala Arg Glu Gly Ser Thr Ala
1 5

<210> 419

211> 15

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 419

Ala Arg Glu Gly Ser Thr Ala
1 5

<210> 420

211> 15

<212> PRT

213> NTAMpfk (Artificial
220>

223> GFHITHI

<400> 420

Ala Arg Glu Gly Ser Asp Val
1 5

210> 421

211> 15

<212> PRT

213> NTAMpfk (Artificial
220>

223> EHATHI

<400> 421

Ala Arg Glu Gly Ser Asp Ala
1 5

210> 422

211> 15

<212> PRT

213> NTAMpfk (Artificial
220>

223> HATAI

<400> 422

organism)

Val Val Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Ala Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)
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[6258]
[6259]
[6260]
[6261]
[6262]
[6263]
[6264]
[6265]
[6266]
[6267]
[6268]
[6269]
[6270]
[6271]
[6272]
[6273]
[6274]
[6275]
[6276]
[6277]
[6278]
[6279]
[6280]
[6281]
[6282]
[6283]
[6284]
[6285]
[6286]
[6287]
[6288]
[6289]
[6290]
[6291]
[6292]
[6293]
[6294]
[6295]
[6296]
[6297]
[6298]
[6299]

Ala Arg Glu Gly Ser Asp Thr
1 5

<210> 423

211> 15

<212> PRT

213> NT AWk (Artificial
<220>

223> T

<400> 423

Ala Arg Glu Gly Ser Asp Thr
1 5

<210> 424

211> 15

<212> PRT

213> NTEWk (Artificial
<220>

223> H T

<400> 424

Ala Arg Glu Gly Ser Asp Ala
1 5

<210> 425

211> 15

<212> PRT

213> NTEWPAk (Artificial
<220>

223> HRITAI

<400> 425

Ala Arg Glu Gly Ser Thr Thr
1 5

<210> 426

211> 15

<212> PRT

213> NTEWik (Artificial
<220>

223> HRITAI

<400> 426

Ala Arg Glu Gly Ser Asp Thr
1 5

<210> 427

211> 15

<212> PRT

Q213> N TAWk (Artificial

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)

Val Leu Gly Asp Trp Phe Ala Tyr
10 15

organism)
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[6300]
[6301]
[6302]
[6303]
[6304]
[6305]
[6306]
[6307]
[6308]
[6309]
[6310]
[6311]
[6312]
[6313]
[6314]
[6315]
[6316]
[6317]
[6318]
[6319]
[6320]
[6321]
[6322]
[6323]
[6324]
[6325]
[6326]
[6327]
[6328]
[6329]
[6330]
[6331]
[6332]
[6333]
[6334]
[6335]
[6336]
[6337]
[6338]
[6339]
[6340]
[6341]

220>

223> FRTA

<400> 427

Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 428

211> 15

<212> PRT

213> AT AWk (Artificial organism)

220>

223> FATH

<400> 428

Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 429

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> HRFY

<400> 429

Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 430

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> HRFH

<400> 430

Ala Arg Glu Gly Ser Thr Ala Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 431

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

223> HHUTH

<400> 431

Ala Arg Glu Gly Ser Asp Ala Val Ala Gly Asp Trp Phe Asp Tyr
1 5 10 15
<210> 432
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[6342]
[6343]
[6344]
[6345]
[6346]
[6347]
[6348]
[6349]
[6350]
[6351]
[6352]
[6353]
[6354]
[6355]
[6356]
[6357]
[6358]
[6359]
[6360]
[6361]
[6362]
[6363]
[6364]
[6365]
[6366]
[6367]
[6368]
[6369]
[6370]
[6371]
[6372]
[6373]
[6374]
[6375]
[6376]
[6377]
[6378]
[6379]
[6380]
[6381]
[6382]
[6383]

211> 15

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 432

Ala Arg Gly Gly Ser Asp Thr
1 5

<210> 433

211> 11

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 433

Arg Ala Ser Gln Ser Val Ser
1 5

<210> 434

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 434

Arg Ala Ser Gln Asp Val Arg
1 5

<210> 435

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 435

Arg Ala Ser Gln Gly Ile Gly
1 5

<210> 436

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRITAI

<400> 436

organism)

Val Val Gly Asp Trp Phe Ala Tyr

10

organism)

Ser Tyr Leu Ala
10

organism)

Thr Ala Val Ala
10

organism)

Ser Ser Leu Ala
10

organism)
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[6384]
[6385]
[6386]
[6387]
[6388]
[6389]
[6390]
[6391]
[6392]
[6393]
[6394]
[6395]
[6396]
[6397]
[6398]
[6399]
[6400]
[6401]
[6402]
[6403]
[6404]
[6405]
[6406]
[6407]
[6408]
[6409]
[6410]
[6411]
[6412]
[6413]
[6414]
[6415]
[6416]
[6417]
[6418]
[6419]
[6420]
[6421]
[6422]
[6423]
[6424]
[6425]

Gln Ala Ser Gln Asp Ile Ser
1 5

210> 437

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRTAI

<400> 437

Arg Ala Ser Gln Ser Ile Gly
1 5

<210> 438

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 438

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 439

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 439

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 440

211> 12

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 440

Arg Ala Ser Glu Ser Val Thr
1 5

<210> 441

211> 11

<212> PRT

213> NT/AWk (Artificial

Thr Phe Leu Ala
10

organism)

Arg Tyr Leu Asn
10

organism)

Ser Ala Leu Gly
10

organism)

Ser Asp Leu Ala
10

organism)

Ser Thr Tyr Leu Ala

10

organism)
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[6426]
[6427]
[6428]
[6429]
[6430]
[6431]
[6432]
[6433]
[6434]
[6435]
[6436]
[6437]
[6438]
[6439]
[6440]
[6441]
[6442]
[6443]
[6444]
[6445]
[6446]
[6447]
[6448]
[6449]
[6450]
[6451]
[6452]
[6453]
[6454]
[6455]
[6456]
[6457]
[6458]
[6459]
[6460]
[6461]
[6462]
[6463]
[6464]
[6465]
[6466]
[6467]

220>

223> HHUTH

<400> 441

Arg Ala Ser Gln Gly Ile Gly
1 5

<210> 442

211> 11

<212> PRT

213> NIk (Artificial
220>

223> HHUTH

<400> 442

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 443

<211> 15

<212> PRT

213> NT/EWk (Artificial
220>

223> E R

<400> 443

Arg Ala Ser Glu Ser Val Asp
1 5

<210> 444

211> 11

<212> PRT

213> N LAWK (Artificial
220>

223> E R

<400> 444

Arg Ala Ser Gln Gly Ile Gly
1 5

<210> 445

211> 11

<212> PRT

213> N T4 (Artificial
220>

223> HHUTH

<400> 445

Gln Ala Ser Gln Asp Ile Thr
1 5

<210> 446

Ser Phe Leu Gly
10

organism)

Ser Tyr Leu Ala
10

organism)

Phe Asp Gly Phe Ser Phe Leu Ala
10 15

organism)

Ser Phe Leu Gly
10

organism)

Thr Tyr Leu Ala
10
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[6468]
[6469]
[6470]
[6471]
[6472]
[6473]
[6474]
[6475]
[6476]
[6477]
[6478]
[6479]
[6480]
[6481]
[6482]
[6483]
[6484]
[6485]
[6486]
[6487]
[6488]
[6489]
[6490]
[6491]
[6492]
[6493]
[6494]
[6495]
[6496]
[6497]
[6498]
[6499]
[6500]
[6501]
[6502]
[6503]
[6504]
[6505]
[6506]
[6507]
[6508]
[6509]

Q211> 11

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 446

Arg Ala Ser Gln Asp Ile Ser
1 5

210> 447

211> 11

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 447

Arg Ala Ser Gln Ser Val Ser
1 5

<210> 448

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHITHI

<400> 448

Arg Ala Ser Gln Gly Val Ser
1 5

<210> 449

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 449

Arg Ala Ser Gln Gly Val Gly
1 5

<210> 450

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HAITAI

<400> 450

organism)

Thr Phe Leu Ala
10

organism)

Pro Tyr Leu Ala
10

organism)

Pro Tyr Leu Ala
10

organism)

Thr Tyr Leu Ala
10

organism)

207
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[6510]
[6511]
[6512]
[6513]
[6514]
[6515]
[6516]
[6517]
[6518]
[6519]
[6520]
[6521]
[6522]
[6523]
[6524]
[6525]
[6526]
[6527]
[6528]
[6529]
[6530]
[6531]
[6532]
[6533]
[6534]
[6535]
[6536]
[6537]
[6538]
[6539]
[6540]
[6541]
[6542]
[6543]
[6544]
[6545]
[6546]
[6547]
[6548]
[6549]
[6550]
[6551]

Gln Ala Ser Gln Asp Ile Arg
1 5

<210> 451

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRTAI

<400> 451

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 452

211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 452

Ser Ala Ser Ser Arg Val Gly
1 5

<210> 453

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 453

Gln Ala Ser Gln Asp Ile Arg
1 5

<210> 454

211> 11

<212> PRT

213> NTAWpfk (Artificial
220>

223> HHUTH

<400> 454

Arg Ala Ser Gln Asp Ile Arg
1 5

<210> 455

211> 11

<212> PRT

213> NT/AWk (Artificial

Thr Phe Leu Ala
10

organism)

Ser Val Leu Ala
10

organism)

Tyr Val His
10

organism)

Thr Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

208
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[6552]
[6553]
[6554]
[6555]
[6556]
[6557]
[6558]
[6559]
[6560]
[6561]
[6562]
[6563]
[6564]
[6565]
[6566]
[6567]
[6568]
[6569]
[6570]
[6571]
[6572]
[6573]
[6574]
[6575]
[6576]
[6577]
[6578]
[6579]
[6580]
[6581]
[6582]
[6583]
[6584]
[6585]
[6586]
[6587]
[6588]
[6589]
[6590]
[6591]
[6592]
[6593]

<220>

223> HHUTH

<400> 455

Arg Ala Ser Gln Ser Ile Thr
1 5

<210> 456

211> 11

<212> PRT

213> N TAMk (Artificial
<220>

223> HHUTH

<400> 456

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 457

211> 11

<212> PRT

213> N TAMk (Artificial
<220>

223> AT

<400> 457

Arg Ala Ser Gln Gly Ile Gly
1 5

<210> 458

211> 12

<212> PRT

213> NTAMk (Artificial
<220>

223> AT

<400> 458

Arg Ala Ser Gln Ser Val Ser
1 5

<210> 459

211> 11

<212> PRT

213> NTAMAK (Artificial
<220>

223> HHUTH

<400> 459

Arg Ala Ser Gln Gly Ile Gly Ser Tyr Leu Ala
1 5

<210> 460

Thr Tyr Leu Asn

10

organism)

Ser Ser Leu Ala

10

organism)

Ser Phe Leu Ala

10

organism)

Gly Arg Phe Leu Ala

10

organism)

209
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[6594]
[6595]
[6596]
[6597]
[6598]
[6599]
[6600]
[6601]
[6602]
[6603]
[6604]
[6605]
[6606]
[6607]
[6608]
[6609]
[6610]
[6611]
[6612]
[6613]
[6614]
[6615]
[6616]
[6617]
[6618]
[6619]
[6620]
[6621]
[6622]
[6623]
[6624]
[6625]
[6626]
[6627]
[6628]
[6629]
[6630]
[6631]
[6632]
[6633]
[6634]
[6635]

Q211> 11

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 460

Arg Ala Ser Gln Ser Ile Ser
1 5

<210> 461

211> 11

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 461

Arg Ala Ser Gln Gly Val Gly
1 5

<210> 462

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHTA

<400> 462

Arg Ala Ser Gln Ser Ile Gly
1 5

<210> 463

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> EATHI

<400> 463

Arg Ala Ser Gln Asp Ile Arg
1 5

<210> 464

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRITAI

<400> 464

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

210
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[6636]
[6637]
[6638]
[6639]
[6640]
[6641]
[6642]
[6643]
[6644]
[6645]
[6646]
[6647]
[6648]
[6649]
[6650]
[6651]
[6652]
[6653]
[6654]
[6655]
[6656]
[6657]
[6658]
[6659]
[6660]
[6661]
[6662]
[6663]
[6664]
[6665]
[6666]
[6667]
[6668]
[6669]
[6670]
[6671]
[6672]
[6673]
[6674]
[6675]
[6676]
[6677]

Arg Ala Ser Gln Gly Ile Gly
1 5

<210> 465

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HAUTAI

<400> 465

Arg Ala Ser Gln Asp Ile Ser
1 5

<210> 466

211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 466

Ser Ala Ser Ser Arg Val Gly
1 5

<210> 467

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 467

Gln Ala Ser Gln Asp Ile Thr
1 5

<210> 468

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 468

Gln Ala Ser Gln Asp Ile Arg
1 5

<210> 469

211> 11

<212> PRT

213> NT/AWk (Artificial

Thr Tyr Leu Ala
10

organism)

Ser Val Leu Ala
10

organism)

Ser Val Tyr
10

organism)

Thr Tyr Leu Ala
10

organism)

Thr Tyr Leu Ala
10

organism)

211
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[6678]
[6679]
[6680]
[6681]
[6682]
[6683]
[6684]
[6685]
[6686]
[6687]
[6688]
[6689]
[6690]
[6691]
[6692]
[6693]
[6694]
[6695]
[6696]
[6697]
[6698]
[6699]
[6700]
[6701]
[6702]
[6703]
[6704]
[6705]
[6706]
[6707]
[6708]
[6709]
[6710]
[6711]
[6712]
[6713]
[6714]
[6715]
[6716]
[6717]
[6718]
[6719]

<220>

223> HHUTH

<400> 469

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 470

211> 11

<212> PRT

213> N TAMk (Artificial
<220>

223> HHUTH

<400> 470

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 471

211> 11

<212> PRT

213> N TAMk (Artificial
<220>

223> AT

<400> 471

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 472

211> 11

<212> PRT

213> NTAMk (Artificial
<220>

223> AT

<400> 472

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 473

211> 11

<212> PRT

213> NTAMAK (Artificial
<220>

223> HGHUTH

<400> 473

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 474

Ser Tyr Leu Ala

10

organism)

Arg Tyr Leu Ala

10

organism)

Pro Tyr Leu Ala

10

organism)

Ser Tyr Leu Ala

10

organism)

Ser Tyr Leu Ala

212

10
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[6720]
[6721]
[6722]
[6723]
[6724]
[6725]
[6726]
[6727]
[6728]
[6729]
[6730]
[6731]
[6732]
[6733]
[6734]
[6735]
[6736]
[6737]
[6738]
[6739]
[6740]
[6741]
[6742]
[6743]
[6744]
[6745]
[6746]
[6747]
[6748]
[6749]
[6750]
[6751]
[6752]
[6753]
[6754]
[6755]
[6756]
[6757]
[6758]
[6759]
[6760]
[6761]

Q211> 11

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 474

Arg Ala Ser Gln Gly Ile Ser
1 5

210> 475

211> 11

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 475

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 476

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHTA

<400> 476

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 477

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> EATHI

<400> 477

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 478

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRITAI

<400> 478

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

213



CN 111511762 B
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[6762]
[6763]
[6764]
[6765]
[6766]
[6767]
[6768]
[6769]
[6770]
[6771]
[6772]
[6773]
[6774]
[6775]
[6776]
[6777]
[6778]
[6779]
[6780]
[6781]
[6782]
[6783]
[6784]
[6785]
[6786]
[6787]
[6788]
[6789]
[6790]
[6791]
[6792]
[6793]
[6794]
[6795]
[6796]
[6797]
[6798]
[6799]
[6800]
[6801]
[6802]
[6803]

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 479

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HAUTAI

<400> 479

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 480

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 480

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 481

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 481

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 482

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 482

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 483

211> 11

<212> PRT

213> NT/AWk (Artificial

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

214
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[6804]
[6805]
[6806]
[6807]
[6808]
[6809]
[6810]
[6811]
[6812]
[6813]
[6814]
[6815]
[6816]
[6817]
[6818]
[6819]
[6820]
[6821]
[6822]
[6823]
[6824]
[6825]
[6826]
[6827]
[6828]
[6829]
[6830]
[6831]
[6832]
[6833]
[6834]
[6835]
[6836]
[6837]
[6838]
[6839]
[6840]
[6841]
[6842]
[6843]
[6844]
[6845]

<220>

223> HHUTH

<400> 483

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 484

211> 11

<212> PRT

213> N TAMk (Artificial
<220>

223> HHUTH

<400> 484

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 485

211> 11

<212> PRT

213> N TAMk (Artificial
<220>

223> AT

<400> 485

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 486

211> 11

<212> PRT

213> NTAMk (Artificial
<220>

223> AT

<400> 486

Arg Ala Ser Gln Gly Ile Ser
1 5

<210> 487

211> 11

<212> PRT

213> NTAMAK (Artificial
<220>

223> HGHUTH

<400> 487

Arg Ala Ser Gln Gly Val Ser
1 5

<210> 488

Ser Tyr Leu Ala

10

organism)

Ser Tyr Leu Ala

10

organism)

Ser Tyr Leu Ala

10

organism)

Ser Tyr Leu Ala

10

organism)

Ser Tyr Leu Ala

215

10
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[6846]
[6847]
[6848]
[6849]
[6850]
[6851]
[6852]
[6853]
[6854]
[6855]
[6856]
[6857]
[6858]
[6859]
[6860]
[6861]
[6862]
[6863]
[6864]
[6865]
[6866]
[6867]
[6868]
[6869]
[6870]
[6871]
[6872]
[6873]
[6874]
[6875]
[6876]
[6877]
[6878]
[6879]
[6880]
[6881]
[6882]
[6883]
[6884]
[6885]
[6886]
[6887]

Q211> 11

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 488

Arg Ala Ser Gln Gly Val Ser
1 5

<210> 489

211> 11

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 489

Arg Ala Ser Gln Gly Val Ser
1 5

<210> 490

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHTA

<400> 490

Arg Ala Ser Gln Ser Ile Ser
1 5

<210> 491

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> EATHI

<400> 491

Arg Ala Ser Gln Ser Ile Ser
1 5

<210> 492

Q211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRITAI

<400> 492

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

Ser Tyr Leu Asn
10

organism)

Ser Tyr Leu Asn
10

organism)
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[6888]
[6889]
[6890]
[6891]
[6892]
[6893]
[6894]
[6895]
[6896]
[6897]
[6898]
[6899]
[6900]
[6901]
[6902]
[6903]
[6904]
[6905]
[6906]
[6907]
[6908]
[6909]
[6910]
[6911]
[6912]
[6913]
[6914]
[6915]
[6916]
[6917]
[6918]
[6919]
[6920]
[6921]
[6922]
[6923]
[6924]
[6925]
[6926]
[6927]
[6928]
[6929]

Arg Ala Ser Gln Ser Ile Ser
1 5

<210> 493

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HAUTAI

<400> 493

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 494

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 494

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 495

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 495

Ala Ala Ser Ser Leu Gln Ser
1 5

<210> 496

211> 9

<212> PRT

213> NTAWpfk (Artificial
220>

223> HHUTH

<400> 496

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 497

211> 9

<212> PRT

213> NT/AWk (Artificial

Ser Tyr Leu Asn
10

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

217
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[6930]
[6931]
[6932]
[6933]
[6934]
[6935]
[6936]
[6937]
[6938]
[6939]
[6940]
[6941]
[6942]
[6943]
[6944]
[6945]
[6946]
[6947]
[6948]
[6949]
[6950]
[6951]
[6952]
[6953]
[6954]
[6955]
[6956]
[6957]
[6958]
[6959]
[6960]
[6961]
[6962]
[6963]
[6964]
[6965]
[6966]
[6967]
[6968]
[6969]
[6970]
[6971]

<220>

223> HHUTH

<400> 497

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 498

211> 9

<212> PRT

213> N TAWk (Artificial
<220>

223> HHUTH

<400> 498

Ala Ala Ser Ser Leu Gln Ser
1 5

<210> 499

211> 9

<212> PRT

213> N TAMk (Artificial
<220>

223> T

<400> 499

Ala Ala Ser Thr Leu Gln Ser
1 5

<210> 500

211> 9

<212> PRT

213> NTAMk (Artificial
<220>

223> HETHI

<400> 500

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 501

211> 9

<212> PRT

213> NTAMAK (Artificial
<220>

223> HHUTH

<400> 501

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 502

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Ile
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[6972]
[6973]
[6974]
[6975]
[6976]
[6977]
[6978]
[6979]
[6980]
[6981]
[6982]
[6983]
[6984]
[6985]
[6986]
[6987]
[6988]
[6989]
[6990]
[6991]
[6992]
[6993]
[6994]
[6995]
[6996]
[6997]
[6998]
[6999]
[7000]
[7001]
[7002]
[7003]
[7004]
[7005]
[7006]
[7007]
[7008]
[7009]
[7010]
[7011]
[7012]
[7013]

211> 9

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 502

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 503

211> 9

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 503

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 504

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHITHI

<400> 504

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 505

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 505

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 506

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HAITAI

<400> 506

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Ile

organism)
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[7014]
[7015]
[7016]
[7017]
[7018]
[7019]
[7020]
[7021]
[7022]
[7023]
[7024]
[7025]
[7026]
[7027]
[7028]
[7029]
[7030]
[7031]
[7032]
[7033]
[7034]
[7035]
[7036]
[7037]
[7038]
[7039]
[7040]
[7041]
[7042]
[7043]
[7044]
[7045]
[7046]
[7047]
[7048]
[7049]
[7050]
[7051]
[7052]
[7053]
[7054]
[7055]

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 507

211> 9

<212> PRT

213> NT/AEMk (Artificial
220>

223> HAUTAI

<400> 507

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 508

211> 9

<212> PRT

213> NT/AEMk (Artificial
<220>

223> HHUTH

<400> 508

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 509

211> 9

<212> PRT

213> NT/AEMk (Artificial
<220>

223> HHUTH

<400> 509

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 510

211> 9

<212> PRT

213> NT/AWfk (Artificial
220>

223> HHUTH

<400> 510

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 511

211> 9

<212> PRT

213> NTAEWk (Artificial

Gly Val

organism)

Gly Val

organism)

Gly Ile

organism)

Gly Val

organism)

Gly Ile

organism)
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[7056]
[7057]
[7058]
[7059]
[7060]
[7061]
[7062]
[7063]
[7064]
[7065]
[7066]
[7067]
[7068]
[7069]
[7070]
[7071]
[7072]
[7073]
[7074]
[7075]
[7076]
[7077]
[7078]
[7079]
[7080]
[7081]
[7082]
[7083]
[7084]
[7085]
[7086]
[7087]
[7088]
[7089]
[7090]
[7091]
[7092]
[7093]
[7094]
[7095]
[7096]
[7097]

220>

223> FRTA

<400> 511

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 512

211> 9

<212> PRT

213> NT/AWk (Artificial
220>

223> FATA

<400> 512

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 513

211> 9

<212> PRT

213> NTAWik (Artificial
220>

<223> HRFY

<400> 513

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 514

211> 9

<212> PRT

213> N TAWik (Artificial
220>

<223> HRFH

<400> 514

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 515

211> 9

<212> PRT

213> NTAWk (Artificial
220>

223> HHUTS

<400> 515

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 516

Gly Val

organism)

Gly Val

organism)

Gly Ile

organism)

Gly Ile

organism)

Gly Val
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F 5 =

170/314 7

[7098]
[7099]
[7100]
[7101]
[7102]
[7103]
[7104]
[7105]
[7106]
[7107]
[7108]
[7109]
[7110]
[7111]
[7112]
[7113]
[7114]
[7115]
[7116]
[7117]
[7118]
[7119]
[7120]
[7121]
[7122]
[7123]
[7124]
[7125]
[7126]
[7127]
[7128]
[7129]
[7130]
[7131]
[7132]
[7133]
[7134]
[7135]
[7136]
[7137]
[7138]
[7139]

211> 9

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 516

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 517

211> 9

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 517

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 518

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> GHTAI

<400> 518

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 519

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> EFHATH

<400> 519

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 520

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HATAI

<400> 520

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)
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F 5 =

171/314 7

[7140]
[7141]
[7142]
[7143]
[7144]
[7145]
[7146]
[7147]
[7148]
[7149]
[7150]
[7151]
[7152]
[7153]
[7154]
[7155]
[7156]
[7157]
[7158]
[7159]
[7160]
[7161]
[7162]
[7163]
[7164]
[7165]
[7166]
[7167]
[7168]
[7169]
[7170]
[7171]
[7172]
[7173]
[7174]
[7175]
[7176]
[7177]
[7178]
[7179]
[7180]
[7181]

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 521

211> 9

<212> PRT

213> NT AWk (Artificial
<220>

223> T

<400> 521

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 522

211> 9

<212> PRT

213> NT/EWk (Artificial
<220>

223> H T

<400> 522

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 523

211> 9

<212> PRT

213> NTEWk (Artificial
<220>

223> HRITAI

<400> 523

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 524

211> 9

<212> PRT

213> NTEWk (Artificial
<220>

223> HRITAI

<400> 524

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 525

211> 9

<212> PRT

Q213> N TAWAk (Artificial

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Ile

organism)

Gly Ile

organism)
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F 5 =

172/314 7

[7182]
[7183]
[7184]
[7185]
[7186]
[7187]
[7188]
[7189]
[7190]
[7191]
[7192]
[7193]
[7194]
[7195]
[7196]
[7197]
[7198]
[7199]
[7200]
[7201]
[7202]
[7203]
[7204]
[7205]
[7206]
[7207]
[7208]
[7209]
[7210]
[7211]
[7212]
[7213]
[7214]
[7215]
[7216]
[7217]
[7218]
[7219]
[7220]
[7221]
[7222]
[7223]

220>

223> FRTA

<400> 525

Asp Ala Ser Ser Leu Glu Ser
1 5

<210> 526

211> 9

<212> PRT

213> NT/AWk (Artificial
220>

223> FATA

<400> 526

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 527

211> 9

<212> PRT

213> NTAWik (Artificial
220>

<223> BT

<400> 527

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 528

211> 9

<212> PRT

213> N TAWik (Artificial
220>

<223> HRFH

<400> 528

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 529

211> 9

<212> PRT

213> NTAWik (Artificial
220>

223> HHUTS

<400> 529

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 530

Gly Val

organism)

Gly Val

organism)

Gly Ile

organism)

Gly Val

organism)

Gly Val
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CN 111511762 B

F 5 =

173/314 1

[7224]
[7225]
[7226]
[7227]
[7228]
[7229]
[7230]
[7231]
[7232]
[7233]
[7234]
[7235]
[7236]
[7237]
[7238]
[7239]
[7240]
[7241]
[7242]
[7243]
[7244]
[7245]
[7246]
[7247]
[7248]
[7249]
[7250]
[7251]
[7252]
[7253]
[7254]
[7255]
[7256]
[7257]
[7258]
[7259]
[7260]
[7261]
[7262]
[7263]
[7264]
[7265]

211> 9

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 530

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 531

211> 9

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 531

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 532

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHTA

<400> 532

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 533

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 533

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 534

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HAITAI

<400> 534

organism)

Gly Ile

organism)

Gly Ile

organism)

Gly Val

organism)

Gly Val

organism)
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F 5 =

174/314 7

[7266]
[7267]
[7268]
[7269]
[7270]
[7271]
[7272]
[7273]
[7274]
[7275]
[7276]
[7277]
[7278]
[7279]
[7280]
[7281]
[7282]
[7283]
[7284]
[7285]
[7286]
[7287]
[7288]
[7289]
[7290]
[7291]
[7292]
[7293]
[7294]
[7295]
[7296]
[7297]
[7298]
[7299]
[7300]
[7301]
[7302]
[7303]
[7304]
[7305]
[7306]
[7307]

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 535

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRTAI

<400> 535

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 536

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 536

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 537

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 537

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 538

211> 9

<212> PRT

213> NTAWpfk (Artificial
220>

223> HHUTH

<400> 538

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 539

211> 9

<212> PRT

213> NT/AWk (Artificial

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)
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F 5 =

175/314 7

[7308]
[7309]
[7310]
[7311]
[7312]
[7313]
[7314]
[7315]
[7316]
[7317]
[7318]
[7319]
[7320]
[7321]
[7322]
[7323]
[7324]
[7325]
[7326]
[7327]
[7328]
[7329]
[7330]
[7331]
[7332]
[7333]
[7334]
[7335]
[7336]
[7337]
[7338]
[7339]
[7340]
[7341]
[7342]
[7343]
[7344]
[7345]
[7346]
[7347]
[7348]
[7349]

220>

223> HHUTH

<400> 539

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 540

211> 9

<212> PRT

213> ATk (Artificial
220>

223> HHUTH

<400> 540

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 541

211> 9

<212> PRT

213> NT/EWk (Artificial
220>

223> G T

<400> 541

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 542

211> 9

<212> PRT

213> N LAWK (Artificial
220>

223> E R

<400> 542

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 543

211> 9

<212> PRT

213> N T4 (Artificial
220>

223> HGHUTH

<400> 543

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 544

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val
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CN 111511762 B

F 5 =

176/314 7

[7350]
[7351]
[7352]
[7353]
[7354]
[7355]
[7356]
[7357]
[7358]
[7359]
[7360]
[7361]
[7362]
[7363]
[7364]
[7365]
[7366]
[7367]
[7368]
[7369]
[7370]
[7371]
[7372]
[7373]
[7374]
[7375]
[7376]
[7377]
[7378]
[7379]
[7380]
[7381]
[7382]
[7383]
[7384]
[7385]
[7386]
[7387]
[7388]
[7389]
[7390]
[7391]

211> 9

<212> PRT

213> NTAWik (Artificial
220>

223> HGRTS

<400> 544

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 545

211> 9

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 545

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 546

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHITHI

<400> 546

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 547

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 547

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 548

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HAITAI

<400> 548

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)
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F 5 =

177/314 7

[7392]
[7393]
[7394]
[7395]
[7396]
[7397]
[7398]
[7399]
[7400]
[7401]
[7402]
[7403]
[7404]
[7405]
[7406]
[7407]
[7408]
[7409]
[7410]
[7411]
[7412]
[7413]
[7414]
[7415]
[7416]
[7417]
[7418]
[7419]
[7420]
[7421]
[7422]
[7423]
[7424]
[7425]
[7426]
[7427]
[7428]
[7429]
[7430]
[7431]
[7432]
[7433]

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 549

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRTAI

<400> 549

Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 550

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 550

Ala Ala Ser Thr Leu Gln Ser
1 5

<210> 551

211> 9

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 551

Ala Ala Ser Thr Leu Gln Ser
1 5

<210> 552

211> 9

<212> PRT

213> NTAWpfk (Artificial
220>

223> HHUTH

<400> 552

Ala Ala Ser Thr Leu Gln Ser
1 5

<210> 553

211> 11

<212> PRT

213> NT/AWk (Artificial

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)

Gly Val

organism)
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[7434]  <220>

[7435]  <223> &KFA

[7436]  <400> 553

[7437] Tyr Cys Gln Gln Ser Tyr Ser Thr Ser His Thr
[7438] 1 5 10
[7439] <210> 554

[7440] <211> 11

[7441]  <212> PRT

[7442] <213> N TAHWMK (Artificial organism)
[7443]  <220>

[7444]  <223> HFA

[7445]  <400> 554

[7446] Tyr Cys Gln Gln Ser Tyr Asp Trp Pro Pro Thr
[7447] 1 5 10
[7448] <210> 555

[7449]1  <211> 10

[7450] <212> PRT

[7451]  <213> AN TAEWAK (Artificial organism)
[7452]  <220>

[7453]  <223> &TRKTA

[7454]  <400> 555

[7455] Tyr Cys Gln Gln Gly Tyr Tyr Thr Trp Thr
[7456] 1 5 10
[7457]  <210> 556

[7458] <211> 10

[7459]  <212> PRT

[7460]  <213> ATEWfK (Artificial organism)
[7461]  <220>

[7462]  <223> &TRRTFA

[7463]  <400> 556

[7464] Tyr Cys Gln Gln Ala Tyr Ser Ile Trp Thr
[7465] 1 5 10
[7466]  <210> 557

[7467] <211> 11

[7468] <212> PRT

(74691  <213> AT Wik (Artificial organism)
[7470]  <220>

[7471]  <223> HRFH

[7472]  <400> 557

[7473]  Tyr Cys Glu Gln Pro Leu Glu Leu Pro Arg Thr
[7474] 1 5 10
[7475]  <210> 558

230



CN 111511762 B

F 5 =

179/314 7

[7476]
[7477]
[7478]
[7479]
[7480]
[7481]
[7482]
[7483]
[7484]
[7485]
[7486]
[7487]
[7488]
[7489]
[7490]
[7491]
[7492]
[7493]
[7494]
[7495]
[7496]
[7497]
[7498]
[7499]
[7500]
[7501]
[7502]
[7503]
[7504]
[7505]
[7506]
[7507]
[7508]
[7509]
[7510]
[7511]
[7512]
[7513]
[7514]
[7515]
[7516]
[7517]

<211> 10

<212> PRT

213> NTAWik (Artificial
220>

223> HHTS

<400> 558

Tyr Cys Gln Gln Ser Tyr Tyr
1 5

<210> 559

<211> 10

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 559

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 560

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> GFHITHI

<400> 560

Tyr Cys Gln Gln Tyr Ser Asp
1 5

<210> 561

<211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> G

<400> 561

Tyr Cys Gln Gln Ser Tyr Ser
1 5

<210> 562

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HATAI

<400> 562

organism)

Thr Trp Thr
10

organism)

Tyr Ile Thr
10

organism)

Trp Pro Pro Thr
10

organism)

Leu Trp Thr
10

organism)
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F 5 =

180/314

[7518]
[7519]
[7520]
[7521]
[7522]
[7523]
[7524]
[7525]
[7526]
[7527]
[7528]
[7529]
[7530]
[7531]
[7532]
[7533]
[7534]
[7535]
[7536]
[7537]
[7538]
[7539]
[7540]
[7541]
[7542]
[7543]
[7544]
[7545]
[7546]
[7547]
[7548]
[7549]
[7550]
[7551]
[7552]
[7553]
[7554]
[7555]
[7556]
[7557]
[7558]
[7559]

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 563

211> 11

<212> PRT

213> NT AWk (Artificial
<220>

223> T

<400> 563

Tyr Cys Gln Gln Tyr Asp Thr
1 5

<210> 564

211> 10

<212> PRT

213> NT/EWk (Artificial
<220>

223> H T

<400> 564

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 565

211> 10

<212> PRT

213> NTEWk (Artificial
<220>

223> HRTAI

<400> 565

Tyr Cys Gln Gln Gly Tyr Tyr
1 5

<210> 566

<211> 10

<212> PRT

213> NTEWik (Artificial
<220>

223> HRITAI

<400> 566

Tyr Cys Gln Gln Ala Tyr Ser
1 5

<210> 567

<211> 10

<212> PRT

Q213> NTAWk (Artificial

Thr Pro Leu Thr
10

organism)

Leu Pro Arg Thr
10

organism)

Leu Val Thr
10

organism)

Leu Trp Thr
10

organism)

Ile Trp Thr
10

organism)
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F 5 =

181/314 1

[7560]
[7561]
[7562]
[7563]
[7564]
[7565]
[7566]
[7567]
[7568]
[7569]
[7570]
[7571]
[7572]
[7573]
[7574]
[7575]
[7576]
[7577]
[7578]
[7579]
[7580]
[7581]
[7582]
[7583]
[7584]
[7585]
[7586]
[7587]
[7588]
[7589]
[7590]
[7591]
[7592]
[7593]
[7594]
[7595]
[7596]
[7597]
[7598]
[7599]
[7600]
[7601]

220>

223> FRTA

<400> 567

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 568

<211> 10

<212> PRT

213> NT/AEWk (Artificial
220>

223> FATH

<400> 568

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 569

<211> 10

<212> PRT

213> NTAWk (Artificial
220>

<223> HRFY

<400> 569

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 570

<211> 10

<212> PRT

213> N TAWik (Artificial
220>

<223> HRFH

<400> 570

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 571

<211> 10

<212> PRT

213> NTAWk (Artificial
220>

223> HHTH

<400> 571

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 572

Leu Trp Thr
10

organism)

Thr Trp Thr
10

organism)

Leu Trp Thr
10

organism)

Thr Trp Thr
10

organism)

Leu Trp Thr
10
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182/314 1

[7602]
[7603]
[7604]
[7605]
[7606]
[7607]
[7608]
[7609]
[7610]
[7611]
[7612]
[7613]
[7614]
[7615]
[7616]
[7617]
[7618]
[7619]
[7620]
[7621]
[7622]
[7623]
[7624]
[7625]
[7626]
[7627]
[7628]
[7629]
[7630]
[7631]
[7632]
[7633]
[7634]
[7635]
[7636]
[7637]
[7638]
[7639]
[7640]
[7641]
[7642]
[7643]

<211> 10

<212> PRT

213> NTAWik (Artificial
220>

223> HHTS

<400> 572

Tyr Cys Gln Gln Gly Tyr Tyr
1 5

<210> 573

<211> 10

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 573

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 574

<211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTAI

<400> 574

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 575

<211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTAI

<400> 575

Tyr Cys Gln Gln Ser Tyr Ser
1 5

<210> 576

<211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> HHUTH

<400> 576

organism)

Thr Trp Thr
10

organism)

Ile Trp Thr
10

organism)

Ile Trp Thr
10

organism)

Tyr Ser Thr
10

organism)
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183/314 1

[7644]
[7645]
[7646]
[7647]
[7648]
[7649]
[7650]
[7651]
[7652]
[7653]
[7654]
[7655]
[7656]
[7657]
[7658]
[7659]
[7660]
[7661]
[7662]
[7663]
[7664]
[7665]
[7666]
[7667]
[7668]
[7669]
[7670]
[7671]
[7672]
[7673]
[7674]
[7675]
[7676]
[7677]
[7678]
[7679]
[7680]
[7681]
[7682]
[7683]
[7684]
[7685]

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 577

211> 10

<212> PRT

213> NT AWk (Artificial
<220>

223> T

<400> 577

Tyr Cys Gln Gln Gly Tyr Tyr
1 5

<210> 578

211> 12

<212> PRT

213> NTEWk (Artificial
<220>

223> H T

<400> 578

Tyr Cys Gln Gln Tyr Asp Tyr
1 5

<210> 579

211> 10

<212> PRT

213> NTEWk (Artificial
<220>

223> HRITAI

<400> 579

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 580

211> 10

<212> PRT

213> NTEWk (Artificial
<220>

223> HRITAI

<400> 580

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 581

211> 10

<212> PRT

Q213> N TAWAE (Artificial

Thr Trp Thr
10

organism)

Leu Trp Thr
10

organism)

Trp Pro Pro Tyr Thr
10

organism)

Ile Trp Thr
10

organism)

Thr Trp Thr
10

organism)
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184/314 1

[7686]
[7687]
[7688]
[7689]
[7690]
[7691]
[7692]
[7693]
[7694]
[7695]
[7696]
[7697]
[7698]
[7699]
[7700]
[7701]
[7702]
[7703]
[7704]
[7705]
[7706]
[7707]
[7708]
[7709]
[7710]
[7711]
[7712]
[7713]
[7714]
[7715]
[7716]
[7717]
[7718]
[7719]
[7720]
[7721]
[7722]
[7723]
[7724]
[7725]
[7726]
[7727]

220>

223> HHUTH

<400> 581

Tyr Cys Gln Gln Gly Tyr Gln Leu Trp Thr
1 5 10
<210> 582

211> 10

<212> PRT

213> AT AWk (Artificial organism)
220>

223> HHUTH

<400> 582

Tyr Cys Gln Gln Gly Tyr Tyr Leu Trp Thr
1 5 10
<210> 583

<211> 10

<212> PRT

213> N T AWk (Artificial organism)
220>

<223> HRFY

<400> 583

Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
1 5 10
<210> 584

<211> 10

<212> PRT

213> N T AWk (Artificial organism)
220>

<223> HRFH

<400> 584

Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
1 5 10
<210> 585

211> 10

<212> PRT

213> N T AWk (Artificial organism)
220>

223> GRTS

<400> 585
Tyr Cys Gln Gln Gly Tyr Gln Ile Trp Thr
1 5 10
<210> 586
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[7728]
[7729]
[7730]
[7731]
[7732]
[7733]
[7734]
[7735]
[7736]
[7737]
[7738]
[7739]
[7740]
[7741]
[7742]
[7743]
[7744]
[7745]
[7746]
[7747]
[7748]
[7749]
[7750]
[7751]
[7752]
[7753]
[7754]
[7755]
[7756]
[7757]
[7758]
[7759]
[7760]
[7761]
[7762]
[7763]
[7764]
[7765]
[7766]
[7767]
[7768]
[7769]

Q211> 11

<212> PRT

213> NTAWik (Artificial
220>

223> HHTS

<400> 586

Tyr Cys Gln Gln Tyr Thr His
1 5

<210> 587

<211> 10

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 587

Tyr Cys Gln Gln Gly Tyr Tyr
1 5

<210> 588

<211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> GFHITHI

<400> 588

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 589

<211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> EHATHI

<400> 589

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 590

<211> 10

<212> PRT

213> NTAMpfk (Artificial
220>

223> HATAI

<400> 590

organism)

Asp Pro Val Thr
10

organism)

Leu Trp Thr
10

organism)

Ile Trp Thr
10

organism)

Thr Trp Thr
10

organism)
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186/314

[7770]
[7771]
[7772]
[7773]
[7774]
[7775]
[7776]
[7777]
[7778]
[7779]
[7780]
[7781]
[7782]
[7783]
[7784]
[7785]
[7786]
[7787]
[7788]
[7789]
[7790]
[7791]
[7792]
[7793]
[7794]
[7795]
[7796]
[7797]
[7798]
[7799]
[7800]
[7801]
[7802]
[7803]
[7804]
[7805]
[7806]
[7807]
[7808]
[7809]
[7810]
[7811]

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 591

211> 10

<212> PRT

213> NT AWk (Artificial
<220>

223> T

<400> 591

Tyr Cys Gln Gln Gly Tyr Ser
1 5

<210> 592

211> 11

<212> PRT

213> NTEWk (Artificial
<220>

223> H T

<400> 592

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 593

211> 11

<212> PRT

213> NTEWPAk (Artificial
<220>

223> HRITAI

<400> 593

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 594

211> 11

<212> PRT

213> NTEWk (Artificial
<220>

223> HRITAI

<400> 594

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 595

Q211> 11

<212> PRT

Q213> N TAWk (Artificial

Leu Trp Thr
10

organism)

Leu Trp Thr
10

organism)

Thr Pro Leu Thr
10

organism)

Thr Pro Leu Thr
10

organism)

Thr Pro Leu Thr
10

organism)
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[7812]
[7813]
[7814]
[7815]
[7816]
[7817]
[7818]
[7819]
[7820]
[7821]
[7822]
[7823]
[7824]
[7825]
[7826]
[7827]
[7828]
[7829]
[7830]
[7831]
[7832]
[7833]
[7834]
[7835]
[7836]
[7837]
[7838]
[7839]
[7840]
[7841]
[7842]
[7843]
[7844]
[7845]
[7846]
[7847]
[7848]
[7849]
[7850]
[7851]
[7852]
[7853]

220>

223> HHUTH

<400> 595

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 596

211> 11

<212> PRT

213> NIk (Artificial
220>

223> HHUTH

<400> 596

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 597

211> 11

<212> PRT

213> NT/EWk (Artificial
220>

223> G

<400> 597

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 598

211> 11

<212> PRT

213> N LAWK (Artificial
220>

223> E R

<400> 598

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 599

211> 11

<212> PRT

213> N T4 (Artificial
220>

223> HHUTH

<400> 599

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 600

Thr Pro Leu Thr

10

organism)

Thr Pro Leu Thr

10

organism)

Thr Pro Leu Thr

10

organism)

Thr Pro Leu Thr

10

organism)

Thr Pro Leu Thr
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188/314

[7854]
[7855]
[7856]
[7857]
[7858]
[7859]
[7860]
[7861]
[7862]
[7863]
[7864]
[7865]
[7866]
[7867]
[7868]
[7869]
[7870]
[7871]
[7872]
[7873]
[7874]
[7875]
[7876]
[7877]
[7878]
[7879]
[7880]
[7881]
[7882]
[7883]
[7884]
[7885]
[7886]
[7887]
[7888]
[7889]
[7890]
[7891]
[7892]
[7893]
[7894]
[7895]

Q211> 11

<212> PRT

213> NTAWik (Artificial
220>

223> HHTS

<400> 600

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 601

211> 11

<212> PRT

213> N T AWk (Artificial
220>

223> HHTH

<400> 601

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 602

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HFHTA

<400> 602

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 603

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> EATHI

<400> 603

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 604

211> 11

<212> PRT

213> NTAMpfk (Artificial
220>

223> HRITAI

<400> 604

organism)

Thr Pro Leu Thr
10

organism)

Thr Pro Leu Thr
10

organism)

Thr Pro Leu Thr
10

organism)

Thr Pro Leu Thr
10

organism)
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[7896]
[7897]
[7898]
[7899]
[7900]
[7901]
[7902]
[7903]
[7904]
[7905]
[7906]
[7907]
[7908]
[7909]
[7910]
[7911]
[7912]
[7913]
[7914]
[7915]
[7916]
[7917]
[7918]
[7919]
[7920]
[7921]
[7922]
[7923]
[7924]
[7925]
[7926]
[7927]
[7928]
[7929]
[7930]
[7931]
[7932]
[7933]
[7934]
[7935]
[7936]
[7937]

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 605

211> 11

<212> PRT

213> NT AWk (Artificial
<220>

223> T

<400> 605

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 606

211> 11

<212> PRT

213> NT/EWk (Artificial
<220>

223> H T

<400> 606

Tyr Cys Gln Gln Ser Tyr Ser
1 5

<210> 607

211> 11

<212> PRT

213> NTEWk (Artificial
<220>

223> HRITAI

<400> 607

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 608

211> 11

<212> PRT

213> NTEWik (Artificial
<220>

223> HRITAI

<400> 608

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 609

211> 11

<212> PRT

Q213> N TAWk (Artificial

Thr Pro Leu Thr
10

organism)

Thr Pro Leu Thr
10

organism)

Thr Pro Leu Thr
10

organism)

Thr Pro Leu Thr
10

organism)

Thr Pro Leu Thr
10

organism)
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[7938]
[7939]
[7940]
[7941]
[7942]
[7943]
[7944]
[7945]
[7946]
[7947]
[7948]
[7949]
[7950]
[7951]
[7952]
[7953]
[7954]
[7955]
[7956]
[7957]
[7958]
[7959]
[7960]
[7961]
[7962]
[7963]
[7964]
[7965]
[7966]
[7967]
[7968]
[7969]
[7970]
[7971]
[7972]
[7973]
[7974]
[7975]
[7976]
[7977]
[7978]
[7979]

220>

223> FRTA

<400> 609

Tyr Cys Gln Gln Tyr Tyr Thr
1 5

<210> 610

211> 11

<212> PRT

213> NT/AEWk (Artificial
220>

223> FATH

<400> 610

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 611

211> 11

<212> PRT

213> NTAWik (Artificial
220>

<223> HRFY

<400> 611

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 612

211> 11

<212> PRT

213> N TAWik (Artificial
220>

<223> HRFH

<400> 612

Tyr Cys Gln Gln Tyr Tyr Ser
1 5

<210> 613

<211> 450

<212> PRT

213> NTAWik (Artificial
220>

223> HHTS

<400> 613
Glu Val Gln Leu Val Glu Ser
1 5

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser

Thr Pro Leu Thr

10

organism)

Thr Pro Leu Thr

10

organism)

Thr Pro Leu Thr

10

organism)

Thr Pro Leu Thr

10

organism)

Gly Gly Gly Leu Val Gln Pro Gly Gly

242
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[7980] 20 25 30

[7981] Gly Val Ala Val Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[7982] 35 40 45

[7983] Trp Ile Gly Ile Ile Asn Pro Asn Phe Gly Asp Thr Asn Tyr Ala Gln
[7984] 50 55 60

[7985] Lys Phe Gln Gly Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[7986] 65 70 75 80
[7987] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[7988] 85 90 95
[7989] Tyr Cys Ala Arg Asp Glu Tyr Tyr Gly Gly Ser Tyr Tyr Phe Asp Tyr
[7990] 100 105 110

[7991] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[7992] 115 120 125

[7993] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[7994] 130 135 140

[7995] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[7996] 145 150 155 160
[7997] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[7998] 165 170 175
[7999] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[8000] 180 185 190

[8001] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[8002] 195 200 205

[8003] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[8004] 210 215 220

[8005] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[8006] 225 230 235 240
[8007] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[8008] 245 250 255
[8009] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[8010] 260 265 270

[8011] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[8012] 275 280 285

[8013] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[8014] 290 295 300

[8015] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[8016] 305 310 315 320
[8017] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[8018] 325 330 335
[8019] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[8020] 340 345 350

[8021] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
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[8022] 355 360 365

[8023] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[8024] 370 375 380

[8025] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[8026] 385 390 395 400
[8027] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[8028] 405 410 415
[8029] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[8030] 420 425 430

[8031] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[8032] 435 440 445

[8033] Gly Lys

[8034] 450

[8035] <210> 614

[8036]  <211> 214

[8037]  <212> PRT

[8038] <213> AT AWK (Artificial organism)

[8039]  <220>

[8040]  <223> Hk/FHI

[8041]  <400> 614

[8042] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[8043] 1 5 10 15
[8044] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Val Arg Thr Ala
[8045] 20 25 30

[8046] Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[8047] 35 40 45

[8048] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[8049] 50 55 60

[8050] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[8051] 65 70 75 80
[8052] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Asp Trp Pro Pro
[8053] 85 90 95
[8054] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
[8055] 100 105 110

[8056] Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
[8057] 115 120 125

[8058] Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
[8059] 130 135 140

[8060] Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
[8061] 145 150 155 160
[8062] Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
[8063] 165 170 175
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[8064]
[8065]
[8066]
[8067]
[8068]
[8069]
[8070]
[8071]
[8072]
[8073]
[8074]
[8075]
[8076]
[8077]
[8078]
[8079]
[8080]
[8081]
[8082]
[8083]
[8084]
[8085]
[8086]
[8087]
[8088]
[8089]
[8090]
[8091]
[8092]
[8093]
[8094]
[8095]
[8096]
[8097]
[8098]
[8099]
[8100]
[8101]
[8102]
[8103]
[8104]
[8105]

Ser Thr Leu Thr Leu Ser Lys

180

Ala Cys Glu Val Thr His Gln

195

Phe Asn Arg Gly Glu Cys

<210>
211>
212>
213>

210

<220>

223>
<400>

615
450
PRT
N AWK (Artificial

LGl
615

Glu Val Gln Leu

1

Ser

Gly

Trp

Leu

65

Tyr

Cys

Trp

Pro

Thr

145

Thr

Pro

Thr

Asp

Tyr

Leu

Val

Leu

50

Lys

Leu

Ala

Gly

Ser

130

Ala

Val

Ala

Val

His

210
Gly

Arg
Ala
35

Ala
Ser
Gln
Arg
Gln
115
Val
Ala
Ser
Val
Pro
195

Lys

Pro

Leu
20

Val
Leu
Arg
Leu
Glu
100
Gly
Phe
Leu
Trp
Leu
180
Ser

Pro

Pro

Val

Ser

Gly

Ile

Leu

Asn

85

Gly

Thr

Pro

Gly

Asn

165

Gln

Ser

Ser

Cys

Glu

Cys

Trp

Asp

Thr

70

Ser

Ser

Leu

Leu

Cys

150

Ser

Ser

Ser

Asn

Pro

Ser

Ala

Ile

Trp

55

Ile

Leu

Asp

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Pro

Ala Asp Tyr Glu Lys His Lys Val Tyr

185

190

Gly Leu Ser Ser Pro Val Thr Lys Ser

200

organism)

Gly

Ala

Arg

40

Ala

Ser

Arg

Ala

Thr

120

Pro

Val

Ala

Gly

Gly

200

Cys

Gly
Ser
25

Gln
Asp
Arg
Ala
Val
105
Val
Cys
Lys
Leu
Leu
185
Thr

Val

Pro

245

Gly
10

Gly
Ala
Asp
Asp
Glu
90

Leu
Ser
Ser
Asp
Thr
170
Tyr
Lys

Asp

Ala

Leu

Phe

Pro

Asn
75

Asp
Gly
Ser
Arg
Tyr
155
Ser

Ser

Thr

Pro

Val

Ser

Gly

60

Ser

Thr

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220
Glu

205

Gln

Leu

Lys

45

Tyr

Lys

Ala

Trp

Ser

125

Thr

Pro

Val

Ser

Thr

205

Val

Phe

Pro
Ser
30

Gly
Ser
Asn
Val
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys

Glu

Leu

Gly
15

Thr
Leu
Pro
Thr
Tyr
95

Ala
Lys
Glu
Pro
Thr
175
Val
Asn

Ser

Gly

Gly

Ser

Glu

Ser

Leu

80

Tyr

Tyr

Gly

Ser

Val

160

Phe

Val

Val

Gly
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[8106] 225 230 235 240
[8107] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[8108] 245 250 255
[8109] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[8110] 260 265 270

[8111] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[8112] 275 280 285

[8113] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[8114] 290 295 300

[8115] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[8116] 305 310 315 320
[8117] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[8118] 325 330 335
[8119] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[8120] 340 345 350

[8121] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[8122] 355 360 365

[8123] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[8124] 370 375 380

[8125]  Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[8126] 385 390 395 400
[8127] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[8128] 405 410 415
[8129] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[8130] 420 425 430

[8131] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[8132] 435 440 445

[8133] Gly Lys

[8134] 450

[8135] <210> 616

[8136] <211> 213

[8137] <212> PRT

[8138] <213> A T4AWMAK (Artificial organism)

[8139]  <220>

[8140]  <223> & AT

[8141]  <400> 616

[8142] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[8143] 1 5 10 15
[8144] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Ser Thr Phe
[8145] 20 25 30

[8146] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[8147] 35 40 45
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[8148] Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[8149] 50 55 60

[8150] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[8151] 65 70 75 80
[8152]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ala Tyr Ser Ile Trp Thr
[8153] 85 90 95
[8154] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[8155] 100 105 110

[8156] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[8157] 115 120 125

[8158] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[8159] 130 135 140

[8160] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[8161] 145 150 155 160
[8162] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[8163] 165 170 175
[8164] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[8165] 180 185 190

[8166] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[8167] 195 200 205

[8168] Asn Arg Gly Glu Cys

[8169] 210

[8170] <210> 617

(81711  <211> 450

[8172]  <212> PRT

[8173] <213> AN TAWMK (Artificial organism)

[8174]  <220>

[8175]  <223> &K FEA

[8176]  <400> 617

[8177] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
(81781 1 5 10 15
[8179] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[8180] 20 25 30

[8181] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[8182] 35 40 45

[8183] Trp Leu Ala Leu Ile Asp Trp Asp Asp Asp Lys Tyr Tyr Ser Pro Ser
[8184] 50 55 60

[8185] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[8186] 65 70 75 80
[8187] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[8188] 85 90 95
[8189] Cys Ala Arg Gly Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
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[8190] 100 105 110

[8191] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[8192] 115 120 125

[8193] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[8194] 130 135 140

[8195] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[8196] 145 150 155 160
[8197] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[8198] 165 170 175
[8199] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[8200] 180 185 190

[8201] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[8202] 195 200 205

[8203] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[8204] 210 215 220

[8205] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[8206] 225 230 235 240
[8207]  Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[8208] 245 250 255
[8209] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[8210] 260 265 270

[8211] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[8212] 275 280 285

[8213] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[8214] 290 295 300

[8215] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[8216] 305 310 315 320
[8217] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[8218] 325 330 335
[8219] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[8220] 340 345 350

[8221] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[8222] 355 360 365

[8223] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[8224] 370 375 380

[8225] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[8226] 385 390 395 400
[8227] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[8228] 405 410 415
[8229] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[8230] 420 425 430

[8231] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
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[8232] 435 440 445

[8233] Gly Lys

[8234] 450

[8235]  <210> 618

[8236] <211> 213

[8237]  <212> PRT

[8238] <213> AN T4AWAK (Artificial organism)

[8239] <220>

[8240]  <223> HHFHI

[8241]  <400> 618

[8242] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[8243] 1 5 10 15
[8244] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Val Ser Pro Tyr
[8245] 20 25 30

[8246] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[8247] 35 40 45

[8248] Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[8249] 50 55 60

[8250] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[8251] 65 70 75 80
[8252]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[8253] 85 90 95
[8254] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[8255] 100 105 110

[8256] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[8257] 115 120 125

[8258] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[8259] 130 135 140

[8260] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[8261] 145 150 155 160
[8262] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[8263] 165 170 175
[8264] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[8265] 180 185 190

[8266] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[8267] 195 200 205

[8268] Asn Arg Gly Glu Cys

[82691] 210

[8270] <210> 619

[8271]  <211> 450

[8272] <212> PRT

[8273] <213> AN T4AWAK (Artificial organism)
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[8274]  <220>

[8275]  <223> &AL

[8276]  <400> 619

[8277] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[8278] 1 5 10 15
[8279] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Thr Ser Gly
[8280] 20 25 30

[8281] His Tyr Trp Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[8282] 35 40 45

[8283] Val Ser Ser Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
[8284] 50 55 60

[8285] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[8286] 65 70 75 80
[8287] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[8288] 85 90 95
[8289] Cys Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[8290] 100 105 110

[8291] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[8292] 115 120 125

[8293] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[8294] 130 135 140

[8295] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[8296] 145 150 155 160
[8297] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[8298] 165 170 175
[8299] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[8300] 180 185 190

[8301] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[8302] 195 200 205

[8303] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[8304] 210 215 220

[8305] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[8306] 225 230 235 240
[8307] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[8308] 245 250 255
[8309] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[8310] 260 265 270

[8311] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[8312] 275 280 285

[8313] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[8314] 290 295 300

[8315] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
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[8316] 305 310 315 320
[8317] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[8318] 325 330 335
[8319] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[8320] 340 345 350

[8321] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[8322] 355 360 365

[8323] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[8324] 370 375 380

[8325] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[8326] 385 390 395 400
[8327] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[8328] 405 410 415
[8329] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[8330] 420 425 430

[8331] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[8332] 435 440 445

[8333] Gly Lys

[8334] 450

[8335] <210> 620

[8336] <211> 213

[8337]  <212> PRT

[8338] <213> AT AWK (Artificial organism)

[8339] <220>

[8340]  <223> HFHI

[8341]  <400> 620

[8342] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[8343] 1 5 10 15
[8344] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Gly Ser Phe
[8345] 20 25 30

[8346] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[8347] 35 40 45

[8348] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[8349] 50 55 60

[8350] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[8351] 65 70 75 80
[8352] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Tyr Leu Trp Thr
[8353] 85 90 95
[8354] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[8355] 100 105 110

[8356] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIln Leu Lys Ser Gly Thr
[8357] 115 120 125
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[8358] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[8359] 130 135 140

[8360] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[8361] 145 150 155 160
[8362] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[8363] 165 170 175
[8364] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[8365] 180 185 190

[8366] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[8367] 195 200 205

[8368] Asn Arg Gly Glu Cys

(83691 210

[8370] <210> 621

[8371]  <211> 450

[8372]  <212> PRT

[8373]  <213> ALEWfk (Artificial organism)

[8374]  <220>

[8375]  <223> HKFH

[8376]  <400> 621

[8377] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[8378] 1 5 10 15
[8379] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[8380] 20 25 30

[8381] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[8382] 35 40 45

[8383] Trp Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser
[8384] 50 55 60

[8385] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[8386] 65 70 75 80
[8387] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[8388] 85 90 95
[8389] Cys Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[8390] 100 105 110

[8391] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[8392] 115 120 125

[8393] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[8394] 130 135 140

[8395] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[8396] 145 150 155 160
[8397] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[8398] 165 170 175
[8399] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
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[8400] 180 185 190

[8401] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[8402] 195 200 205

[8403] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[8404] 210 215 220

[8405] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[8406] 225 230 235 240
[8407] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[8408] 245 250 255
[8409] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[8410] 260 265 270

[8411] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[8412] 275 280 285

[8413] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[8414] 290 295 300

[8415] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[8416] 305 310 315 320
[8417] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[8418] 325 330 335
[8419] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[8420] 340 345 350

[8421] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[8422] 355 360 365

[8423] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[8424] 370 375 380

[8425] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[8426] 385 390 395 400
[8427] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[8428] 405 410 415
[8429] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[8430] 420 425 430

[8431] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[8432] 435 440 445

[8433] Gly Lys

[8434] 450

[8435]  <210> 622

[8436]  <211> 213

[8437]  <212> PRT

[8438] <213> A TAWK (Artificial organism)

[8439]  <220>

[8440]  <223> Hk/FH

[8441]  <400> 622
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[8442]
[8443]
[8444]
[8445]
[8446]
[8447]
[8448]
[8449]
[8450]
[8451]
[8452]
[8453]
[8454]
[8455]
[8456]
[8457]
[8458]
[8459]
[8460]
[8461]
[8462]
[8463]
[8464]
[8465]
[8466]
[8467]
[8468]
[8469]
[8470]
[8471]
[8472]
[8473]
[8474]
[8475]
[8476]
[8477]
[8478]
[8479]
[8480]
[8481]
[8482]
[8483]

Asp Ile Gln Leu Thr Gln Ser
1 5
Asp Arg Val Thr Ile Thr Cys
20
Leu Ala Trp Tyr Gln Gln Lys
35
Tyr Asp Ala Ser Asn Leu Glu
50 55
Ser Gly Ser Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Phe Gly Gln Gly Thr Lys Val
100
Ser Val Phe Ile Phe Pro Pro
115
Ala Ser Val Val Cys Leu Leu
130 135
Val Gln Trp Lys Val Asp Asn
145 150
Ser Val Thr Glu Gln Asp Ser
165
Thr Leu Thr Leu Ser Lys Ala
180
Cys Glu Val Thr His Gln Gly
195
Asn Arg Gly Glu Cys
210
<210> 623
<211> 450
<212> PRT
213> NTAMpfk (Artificial
220>
223> GHATHI
<400> 623
Glu Val GIln Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Gly Val Ala Val Ala Trp Ile
35
Trp Leu Ala Leu Ile Asp Trp

Pro Ser Ser
10
Arg Ala Ser
25
Pro Gly Lys
40
Thr Gly Val

Thr Leu Thr

Cys Gln Gln
90
Glu Ile Lys
105
Ser Asp Glu
120
Asn Asn Phe

Ala Leu Gln

Lys Asp Ser
170
Asp Tyr Glu
185
Leu Ser Ser
200

organism)

Gly Gly Gly
10
Ala Ser Gly
25
Arg Gln Ala
40
Asp Asp Asp
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Leu

Gln

Ala

Pro

Ile

75

Gly

Arg

Gln

Tyr

Ser

155

Thr

Lys

Pro

Leu

Phe

Pro

Lys

Ser

Gly

Pro

Ser

60

Ser

Tyr

Thr

Leu

Pro

140

Gly

Tyr

His

Val

Val

Ser

Gly

Arg

Ala

Ile

Lys

45

Arg

Ser

Ser

Val

Lys

125

Arg

Asn

Ser

Lys

Thr
205

Gln

Leu

Lys

45
Tyr

Ser

Gly
30

Leu
Phe
Leu

Ile

Ala
110

Ser

Glu

Ser

Leu

Val

190
Lys

Pro
Ser
30

Gly

Ser

Val
15

Ser
Leu
Ser
Gln
Trp
95

Ala
Gly
Ala
Gln
Ser
175

Tyr

Ser

Gly
15
Thr

Leu

Thr

Gly

Tyr

Ile

Gly

Pro

80

Thr

Pro

Thr

Lys

Glu

160

Ser

Ala

Phe

Gly

Ser

Glu

Ser
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[8484] 50 55 60

[8485] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[8486] 65 70 75 80
[8487] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[8488] 85 90 95
[8489] Cys Ala Arg Glu Gly Ser Thr Thr Val Val Gly Asp Trp Phe Asp Tyr
[8490] 100 105 110

[8491] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[8492] 115 120 125

[8493] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[8494] 130 135 140

[8495] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[8496] 145 150 155 160
[8497] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[8498] 165 170 175
[8499] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[8500] 180 185 190

[8501] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[8502] 195 200 205

[8503] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[8504] 210 215 220

[8505] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[8506] 225 230 235 240
[8507] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[8508] 245 250 255
[8509] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[8510] 260 265 270

[8511] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[8512] 275 280 285

[8513] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[8514] 290 295 300

[8515] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[8516] 305 310 315 320
[8517] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[8518] 325 330 335
[8519] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[8520] 340 345 350

[8521] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[8522] 355 360 365

[8523] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[8524] 370 375 380

[8525] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
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[8526] 385 390 395 400
[8527] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[8528] 405 410 415
[8529] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[8530] 420 425 430

[8531] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[8532] 435 440 445

[8533] Gly Lys

[8534] 450

[8535] <210> 624

[8536] <211> 213

[8537]  <212> PRT

[8538] <213> A TAWK (Artificial organism)

[8539]  <220>

[8540]  <223> & kT4

[8541]  <400> 624

[8542] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[8543] 1 5 10 15
[8544] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Gly Thr Tyr
[8545] 20 25 30

[8546] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[8547] 35 40 45

[8548] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[8549] 50 55 60

[8550] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[8551] 65 70 75 80
[8552] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[8553] 85 90 95
[8554] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[8555] 100 105 110

[8556] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[8557] 115 120 125

[8558] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[8559] 130 135 140

[8560] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[8561] 145 150 155 160
[8562] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[8563] 165 170 175
[8564] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[8565] 180 185 190

[8566] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[8567] 195 200 205
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[8568] Asn Arg Gly Glu Cys

(85691 210

[8570] <210> 625

[8571]  <211> 446

[8572]  <212> PRT

[8573] <213> AT AWK (Artificial organism)

[8574]  <220>

[8575]  <223> HhfFH

[8576]  <400> 625

[8577] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[8578] 1 5 10 15
[8579] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[8580] 20 25 30

[8581] Tyr His Trp Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[8582] 35 40 45

[8583] Ile Gly Glu Ile Tyr His Ser Gly Ser Thr Tyr Tyr Ser Pro Ser Leu
[8584] 50 55 60

[8585] Lys Ser Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[8586] 65 70 75 80
[8587] Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[8588] 85 90 95
[8589] Ala Arg Ser Pro Tyr Tyr Tyr Gly Val Phe Asp Tyr Trp Gly Gln Gly
[8590] 100 105 110

[8591] Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
[8592] 115 120 125

[8593] Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu
[8594] 130 135 140

[8595] Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
[8596] 145 150 155 160
[8597] Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
[8598] 165 170 175
[8599] Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
[8600] 180 185 190

[8601] Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro
[8602] 195 200 205

[8603] Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro
[8604] 210 215 220

[8605] Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe
[8606] 225 230 235 240
[8607] Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
[8608] 245 250 255
[8609] Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val
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[8610] 260 265 270

[8611]  Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
[8612] 275 280 285

[8613] Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val
[8614] 290 295 300

[8615] Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
[8616] 305 310 315 320
[8617] Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser
[8618] 325 330 335
[8619] Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro
[8620] 340 345 350

[8621] Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
[8622] 355 360 365

[8623] Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
[8624] 370 375 380

[8625]  Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp
[8626] 385 390 395 400
[8627] Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp
[8628] 405 410 415
[8629]  Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
[8630] 420 425 430

[8631] Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys

[8632] 435 440 445

[8633] <210> 626

[8634]  <211> 213

[8635]  <212> PRT

[8636]  <213> AT A:Wpfk (Artificial organism)

[8637]  <220>

[8638]  <223> B FH

[8639]  <400> 626

[8640] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
(86411 1 5 10 15
[8642] Asp Arg Val Thr Ile Thr Cys Ser Ala Ser Ser Arg Val Gly Ser Val
[8643] 20 25 30

[8644] Tyr Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr
[8645] 35 40 45

[8646] Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly Ser
[8647] 50 55 60

[8648] Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu
[8649] 65 70 75 80
[8650] Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Thr His Asp Pro Val Thr
[8651] 85 90 95
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[8652] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[8653] 100 105 110

[8654] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[8655] 115 120 125

[8656] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[8657] 130 135 140

[8658] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[8659] 145 150 155 160
[8660] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[8661] 165 170 175
[8662] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[8663] 180 185 190

[8664] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[8665] 195 200 205

[8666] Asn Arg Gly Glu Cys

(86671 210

[8668]  <210> 627

[8669]  <211> 450

[8670]  <212> PRT

[8671] <213> AN TAWAK (Artificial organism)

[8672]  <220>

[8673]  <223> HHUFSI

[8674]  <400> 627

[8675] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[8676] 1 5 10 15
[8677] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[8678] 20 25 30

[8679] Gly Val Ala Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[86801] 35 40 45

[8681] Trp Leu Ala Leu Ile Asp Trp Asp Gly Asp Lys Ser Tyr Ser Thr Ser
[8682] 50 55 60

[8683] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[8684] 65 70 75 80
[8685] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[8686] 85 90 95
[8687] Cys Ala Arg Glu Gly Ser Thr Ala Val Val Gly Asp Trp Phe Asp Tyr
[8688] 100 105 110

[8689] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[8690] 115 120 125

[8691] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[8692] 130 135 140

[8693] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
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[8694] 145 150 155 160
[8695] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[8696] 165 170 175
[8697] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[8698] 180 185 190

[8699] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[8700] 195 200 205

[8701] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[8702] 210 215 220

[8703] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[8704] 225 230 235 240
[8705] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[8706] 245 250 255
[8707] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[8708] 260 265 270

[8709] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[8710] 275 280 285

[8711] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[8712] 290 295 300

[8713] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[8714] 305 310 315 320
[8715] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[8716] 325 330 335
[8717] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[8718] 340 345 350

[8719] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[8720] 355 360 365

[8721] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[8722] 370 375 380

[8723] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[8724] 385 390 395 400
[8725] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[8726] 405 410 415
[8727] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[8728] 420 425 430

[8729] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[8730] 435 440 445

[8731] Gly Lys

[8732] 450

[8733] <210> 628

[8734] <211> 213

[8735]  <212> PRT
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[8736] <213> AT AWK (Artificial organism)

[8737]  <220>

[8738]  <223> HF4I

[8739]  <400> 628

[8740] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
(87411 1 5 10 15
[8742] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Arg Tyr
[8743] 20 25 30

[8744] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[8745] 35 40 45

[8746] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[8747] 50 55 60

[8748] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[8749] 65 70 75 80
[8750] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[8751] 85 90 95
[8752] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[8753] 100 105 110

[8754] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIln Leu Lys Ser Gly Thr
[8755] 115 120 125

[8756] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[8757] 130 135 140

[8758] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[8759] 145 150 155 160
[8760] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[8761] 165 170 175
[8762] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[8763] 180 185 190

[8764] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[8765] 195 200 205

[8766] Asn Arg Gly Glu Cys

[8767] 210

[8768] <210> 629

[8769] <211> 448

[8770]  <212> PRT

(87711  <213> ATEWk (Artificial organism)

[8772] <220

[8773]  <223> HHFH

[8774]  <400> 629

[8775] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[8776] 1 5 10 15
[8777] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
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[8778] 20 25 30

[8779] Gly Val Gly Val Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[8780] 35 40 45

[8781] Trp Val Ser Ser Ile Ser Gly Ser Gly Gly Thr Thr Tyr Tyr Ala Asp
[8782] 50 55 60

[8783] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[8784] 65 70 75 80
[8785] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[8786] 85 90 95
[8787] Tyr Cys Ala Arg Asp Asp Leu Tyr Ser Trp Tyr Phe Asp Val Trp Gly
[8788] 100 105 110

[8789] Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
[8790] 115 120 125

[8791] Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala
[8792] 130 135 140

[8793] Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
[8794] 145 150 155 160
[8795] Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
[8796] 165 170 175
[8797] Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
[8798] 180 185 190

[8799] Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His
[8800] 195 200 205

[8801] Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly
[8802] 210 215 220

[8803] Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser
[8804] 225 230 235 240
[8805] Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
[8806] 245 250 255
[8807] Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro
[8808] 260 265 270

[8809] Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
[8810] 275 280 285

[8811] Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val
[8812] 290 295 300

[8813] Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
[8814] 305 310 315 320
[8815] Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr
[8816] 325 330 335
[8817] Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
[8818] 340 345 350

[8819] Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
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[8820] 355 360 365

[8821] Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
[8822] 370 375 380

[8823] Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
[8824] 385 390 395 400
[8825] Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser
[8826] 405 410 415
[8827] Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
[8828] 420 425 430

[8829] Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
[8830] 435 440 445

[8831]  <210> 630

[8832] <211> 213

[8833]  <212> PRT

[8834] <213> A TAWMK (Artificial organism)

[(8835]  <220>

[8836]  <223> HKFEA

[8837]  <400> 630

[8838] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[8839] 1 5 10 15
[8840] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Gly Ser Ser
[8841] 20 25 30

[8842] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[8843] 35 40 45

[8844] Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
[8845] 50 55 60

[8846] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[8847] 65 70 75 80
[8848] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Tyr Thr Trp Thr
[8849] 85 90 95
[8850] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[8851] 100 105 110

[8852] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[8853] 115 120 125

[8854] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[8855] 130 135 140

[8856] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[8857] 145 150 155 160
[8858] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[8859] 165 170 175
[8860] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[8861] 180 185 190
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[8862]
[8863]
[8864]
[8865]
[8866]
[8867]
[8868]
[8869]
[8870]
[8871]
[8872]
[8873]
[8874]
[8875]
[8876]
[8877]
[8878]
[8879]
[8880]
[8881]
[8882]
[8883]
[8884]
[8885]
[8886]
[8887]
[8888]
[8889]
[8890]
[8891]
[8892]
[8893]
[8894]
[8895]
[8896]
[8897]
[8898]
[8899]
[8900]
[8901]
[8902]
[8903]

Cys Glu Val Thr His Gln Gly

195

Asn Arg Gly Glu Cys

210

<210> 631
<211> 448
<212> PRT
213> NT AWk (Artificial
220>
223> BT
<400> 631

Glu Val Gln

1

Ser

Tyr

Val

Val

65

Tyr

Cys

Gln

Val

Ala

145

Ser

Val

Pro

Lys

Pro

225
Val

Leu
Tyr
Ser
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210

Pro

Phe

Arg
Trp
35

Ser
Gly
Gln
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser

Cys

Leu

Leu
Leu
20

Asp
Ile
Arg
Leu
Glu
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn

Pro

Phe

Val
5
Ser
Trp
Ser
Phe
Asn
85
Tyr
Val
Ala
Leu
Gly
165
Ser
Leu
Thr

Pro

Pro

Glu

Cys

Ile

Gly

Thr

70

Ser

Tyr

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Pro

Ser
Ala
Arg
Asp
55

Ile
Leu
Gly
Val
Cys
135
Lys
Leu
Leu
Thr
Val
215

Pro

Lys

Leu Ser Ser Pro Val Thr Lys Ser Phe

200

organism)

Gly
Ala
Gln
40

Gly
Ser
Arg
Tyr
Ser
120
Ser
Asp
Thr
Tyr
Lys
200
Asp

Ala

Pro

Gly Gly
10

Ser Gly

25

Ala Pro

Asp Thr

Arg Asp

Ala Glu
90

Gly Tyr

105

Ser Ala

Arg Ser
Tyr Phe
Ser Gly
170
Ser Leu
185
Thr Tyr
Lys Arg

Pro Glu

Lys Asp

264

Leu

Tyr

Gly

Thr

Asn

75

Asp

Ala

Ser

Thr

Pro

155

Val

Ser

Thr

Val

Phe

235
Thr

Val

Ser

Lys

Tyr

60

Ser

Thr

Leu

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Leu

Leu

205

Gln

Ile

Gly

45
Tyr

Ala
Asp
Lys
125
Glu
Pro
Thr
Val
Asn
205
Ser

Gly

Met

Pro
Ser
30

Leu
Ala
Asn
Val
Tyr
110
Gly
Ser
Val
Phe
Val
190
Val
Lys

Gly

Ile

Gly
15

Ser
Glu
Asp
Thr
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asp
Tyr

Pro

Ser

Gly

Gly

Trp

Ser

Leu

80

Tyr

Gly

Ser

Ala

Val

160

Ala

Val

His

Gly

Ser

240
Arg
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[8904] 245 250 255
[8905] Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro
[8906] 260 265 270

[8907] Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
[8908] 275 280 285

[8909] Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val
[8910] 290 295 300

[8911] Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
[8912] 305 310 315 320
[8913] Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr
[8914] 325 330 335
[8915] Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
[8916] 340 345 350

[8917] Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
[8918] 355 360 365

[8919] Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
[8920] 370 375 380

[8921] Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
[8922] 385 390 395 400
[8923] Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser
[8924] 405 410 415
[8925] Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
[8926] 420 425 430

[8927] Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
[8928] 435 440 445

[8929]  <210> 632

[8930] <211> 214

[8931]  <212> PRT

[8932] <213> AN T4AWAK (Artificial organism)

[8933] <220>

[8934]  <223> HHUFSI

[8935]  <400> 632

[8936] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[8937] 1 5 10 15
[8938] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr
[8939] 20 25 30

[8940] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[8941] 35 40 45

[8942] Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[8943] 50 55 60

[8944] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[8945] 65 70 75 80
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[8946] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu
[8947] 85 90 95
[8948] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
[8949] 100 105 110

[8950] Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
[8951] 115 120 125

[8952] Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
[8953] 130 135 140

[8954] Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
[8955] 145 150 155 160
[8956] Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
[8957] 165 170 175
[8958] Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
[8959] 180 185 190

[8960] Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
[8961] 195 200 205

[8962] Phe Asn Arg Gly Glu Cys

[8963] 210

[8964] <210> 633

[8965] <211> 446

[8966]  <212> PRT

[8967] <213> AN TAWAK (Artificial organism)

[8968]  <220>

[8969]  <223> &k T4

[8970]  <400> 633

[8971] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[8972] 1 5 10 15
[8973] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[8974] 20 25 30

[8975] His Tyr Trp Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[8976] 35 40 45

[8977] Leu Ala Leu Ile Asp Trp Tyr Gly Asp Lys Tyr Tyr Ser Thr Ser Leu
[8978] 50 55 60

[8979] Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[8980] 65 70 75 80
[8981] Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[8982] 85 90 95
[8983] Ala Arg Ser Asp Tyr Tyr Gly Ser His Phe Asp Tyr Trp Gly Gln Gly
[8984] 100 105 110

[8985] Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
[8986] 115 120 125

[8987] Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu
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[8988] 130 135 140

[8989] Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
[8990] 145 150 155 160
[8991] Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
[8992] 165 170 175
[8993] Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
[8994] 180 185 190

[8995] Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro
[8996] 195 200 205

[8997] Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro
[8998] 210 215 220

[8999] Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe
[9000] 225 230 235 240
[9001] Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
[9002] 245 250 255
[9003] Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val
[9004] 260 265 270

[9005]  Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
[9006] 275 280 285

[9007] Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val
[9008] 290 295 300

[9009] Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
[9010] 305 310 315 320
[9011] Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser
[9012] 325 330 335
[9013] Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro
[9014] 340 345 350

[9015]  Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
[9016] 355 360 365

[9017] Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
[9018] 370 375 380

[9019]  Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp
[9020] 385 390 395 400
[9021]  Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp
[9022] 405 410 415
[9023] Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
[9024] 420 425 430

[9025] Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys

[9026] 435 440 445

[9027] <210> 634

[9028] <211> 218

[9029]  <212> PRT
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[9030] <213> AT AWk (Artificial organism)

[9031]  <220>

[9032]  <223> H AT

[9033]  <400> 634

[9034] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[9035] 1 5 10 15
[9036] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Glu Ser Val Asp Phe Asp
[9037] 20 25 30

[9038] Gly Phe Ser Phe Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro
[9039] 35 40 45

[9040] Lys Leu Leu Ile Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser
[9041] 50 55 60

[9042] Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
[9043] 65 70 75 80
[9044] Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Asp
[9045] 85 90 95
[9046] Thr Leu Pro Arg Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg
[9047] 100 105 110

[9048] Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
[9049] 115 120 125

[9050] Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
[9051] 130 135 140

[9052] Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
[9053] 145 150 155 160
[9054] Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
[9055] 165 170 175
[9056] Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
[9057] 180 185 190

[9058] His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
[9059] 195 200 205

[9060] Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

[9061] 210 215

[9062] <210> 635

[9063]  <211> 449

[9064]  <212> PRT

[9065]  <213> AN T/E¥pfk (Artificial organism)

[9066]  <220>

[9067]  <223> HRUFAI

[9068]  <400> 635

[9069] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[9070] 1 5 10 15
[9071]  Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Thr Phe Ser Asn Tyr
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[9072] 20 25 30

[9073] Trp Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[9074] 35 40 45

[9075] Ser Tyr Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser Val
[9076] 50 55 60

[9077] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[9078] 65 70 75 80
[9079] Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[9080] 85 90 95
[9081] Ala Arg Glu Gly Ser Thr Thr Val Ala Gly Asp Trp Phe Ala Tyr Trp
[9082] 100 105 110

[9083] Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro
[9084] 115 120 125

[9085] Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr
[9086] 130 135 140

[9087] Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr
[9088] 145 150 155 160
[9089] Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro
[9090] 165 170 175
[9091] Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr
[9092] 180 185 190

[9093] Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp
[9094] 195 200 205

[9095] His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr
[9096] 210 215 220

[9097] Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro
[9098] 225 230 235 240
[9099] Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
[9100] 245 250 255
[9101] Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp
[9102] 260 265 270

[9103] Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
[9104] 275 280 285

[9105] Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val
[9106] 290 295 300

[9107] Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
[9108] 305 310 315 320
[9109] Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys
[9110] 325 330 335
[9111] Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
[9112] 340 345 350

[9113] Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr
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[9114] 355 360 365

[9115] Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
[9116] 370 375 380

[9117]  Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
[9118] 385 390 395 400
[9119]  Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys
[9120] 405 410 415
[9121]  Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu
[9122] 420 425 430

[9123] Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly
[9124] 435 440 445

[9125] Lys

[9126] <210> 636

[9127] <211> 213

[9128]  <212> PRT

[9129]  <213> AT A:Wpfk (Artificial organism)

[9130]  <220>

[9131]  <223> & FA

[9132]  <400> 636

[9133] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[9134] 1 5 10 15
[9135] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Gly Ser Phe
[9136] 20 25 30

[9137] Leu Gly Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[9138] 35 40 45

[9139]  Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[9140] 50 55 60

[9141] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[9142] 65 70 75 80
[9143] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Leu Val Thr
[9144] 85 90 95
[9145]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[9146] 100 105 110

[9147] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[9148] 115 120 125

[9149] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[9150] 130 135 140

[9151] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[9152] 145 150 155 160
[9153] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[9154] 165 170 175
[9155] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
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[9156] 180 185 190

[9157] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[9158] 195 200 205

[9159]  Asn Arg Gly Glu Cys

[9160] 210

[9161]  <210> 637

[9162]  <211> 450

[9163] <212> PRT

[9164] <213> AN TAWMAK (Artificial organism)

[9165]  <220>

[9166]  <223> &FH

[9167]  <400> 637

[9168] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[9169] 1 5 10 15
[9170] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[9171] 20 25 30

[9172]  Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[9173] 35 40 45

[9174] Trp Ile Gly Glu Ile Tyr His Ser Gly Ser Thr Tyr Tyr Ser Pro Ser
[9175] 50 55 60

[9176] Leu Lys Ser Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[9177]1 65 70 75 80
[9178] Tyr Leu Gln Leu Asn Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr
[9179] 85 90 95
[9180] Cys Ala Arg Glu Gly Ser Asp Val Val Thr Gly Asp Trp Phe Ala Tyr
[9181] 100 105 110

[9182] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[9183] 115 120 125

[9184] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[9185] 130 135 140

[9186] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[9187] 145 150 155 160
[9188] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[9189] 165 170 175
[9190] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[9191] 180 185 190

[9192] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[9193] 195 200 205

[9194] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[9195] 210 215 220

[9196] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[9197]1 225 230 235 240
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[9198]
[9199]
[9200]
[9201]
[9202]
[9203]
[9204]
[9205]
[9206]
[9207]
[9208]
[9209]
[9210]
[9211]
[9212]
[9213]
[9214]
[9215]
[9216]
[9217]
[9218]
[9219]
[9220]
[9221]
[9222]
[9223]
[9224]
[9225]
[9226]
[9227]
[9228]
[9229]
[9230]
[9231]
[9232]
[9233]
[9234]
[9235]
[9236]
[9237]
[9238]
[9239]

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu
435

<210> 638
211> 213
<212> PRT
213> NTAMpfk (Artificial
220>
223> HHUTAI
<400> 638
Asp Ile Gln Leu Thr

1

Phe
Pro
260
Val
Thr
Val
Cys
Ser
340
Pro
Val
Gly
Asp
Trp

420
His

Leu
245
Glu

Gln

Leu
Lys
325
Lys
Ser
Lys
Gln
Gly
405

Gln

Asn

5

Asp Arg Val Thr Ile

20

Leu Ala Trp Tyr Gln

35

Tyr Asp Ala Ser Ser

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Gln

Gly

Pro

390

Ser

Glu

His

Gln

Thr

Gln

Leu

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Ser

Cys

Lys

Glu

Pro Lys Pro
250
Cys Val Val
265
Trp Tyr Val
280
Glu Glu Gln

Leu His Gln

Asn Lys Gly
330
Gly Gln Pro
345
Glu Met Thr
360
Tyr Pro Ser

Asn Asn Tyr

Phe Leu Tyr
410
Asn Val Phe
425
Thr Gln Lys
440

organism)

Pro Ser Ser
10
Arg Ala Ser
25
Pro Gly Lys
40
Ser Gly Val

272

Lys

Val

Asp

Phe

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Leu

Gln

Ala

Pro

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Arg

Cys

Leu

Ser

Gly

Pro

Ser

Thr

Val

Val

285

Ser

Leu

Ser

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Ala

Ile

Lys

45
Arg

Leu

Ser

270

Glu

Thr

Asn

Ser

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Ser
Ser
30

Leu

Phe

Met
255
Gln
Val
Tyr
Gly
Ile
335
Val
Ser
Glu
Pro
Val
415

Met

Ser

Val
15
Ser

Leu

Ser

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Leu

Gly

Val

Ile

Gly
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[9240] 50 55 60

[9241] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[9242] 65 70 75 80
[9243] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[9244] 85 90 95
[9245]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[9246] 100 105 110

[9247] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[9248] 115 120 125

[9249] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[9250] 130 135 140

[9251] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[9252] 145 150 155 160
[9253] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[9254] 165 170 175
[9255] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[9256] 180 185 190

[9257] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[9258] 195 200 205

[9259] Asn Arg Gly Glu Cys

[9260] 210

[9261] <210> 639

[9262] <211> 450

[9263] <212> PRT

[9264]  <213> AT A:Wpfk (Artificial organism)

[9265]  <220>

[9266]  <223> H AT

[9267]  <400> 639

[9268] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[9269] 1 5 10 15
[9270] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Thr Ser Gly
[9271] 20 25 30

[9272] His Tyr Trp Asn Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[9273] 35 40 45

[9274] Val Ser Gly Ile Ser Gly Asp Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
[9275] 50 55 60

[9276] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[9277] 65 70 75 80
[9278] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[9279] 85 90 95
[9280] Cys Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[9281] 100 105 110
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[9282] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[9283] 115 120 125

[9284] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[9285] 130 135 140

[9286] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[9287] 145 150 155 160
[9288] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[9289] 165 170 175
[9290] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[9291] 180 185 190

[9292] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[9293] 195 200 205

[9294] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[9295] 210 215 220

[9296] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[9297]1 225 230 235 240
[9298] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[9299] 245 250 255
[9300] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[9301] 260 265 270

[9302] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[9303] 275 280 285

[9304] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[9305] 290 295 300

[9306] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[9307] 305 310 315 320
[9308] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[9309] 325 330 335
[9310] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[9311] 340 345 350

[9312] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[9313] 355 360 365

[9314] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[9315] 370 375 380

[9316] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[9317] 385 390 395 400
[9318] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[9319] 405 410 415
[9320] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[9321] 420 425 430

[9322] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[9323] 435 440 445
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[9324] Gly Lys

[9325] 450

[9326]  <210> 640

[9327] <211> 213

[9328]  <212> PRT

[9329] <213> AT AWK (Artificial organism)

[9330]  <220>

[9331]  <223> HHi/FH

[9332]  <400> 640

[9333] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[9334] 1 5 10 15
[9335] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
[9336] 20 25 30

[9337] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[9338] 35 40 45

[9339] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[9340] 50 55 60

[9341] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[9342] 65 70 75 80
[9343]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
[9344] 85 90 95
[9345] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[9346] 100 105 110

[9347] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[9348] 115 120 125

[9349] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[9350] 130 135 140

[9351] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[9352] 145 150 155 160
[9353] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[9354] 165 170 175
[9355] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[9356] 180 185 190

[9357] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[9358] 195 200 205

[9359] Asn Arg Gly Glu Cys

[9360] 210

[9361]  <210> 641

[9362]  <211> 451

[9363]  <212> PRT

[9364] <213> AT AWK (Artificial organism)

[9365]  <220>
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[9366]  <223> HFA

[9367]  <400> 641

[9368] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[9369] 1 5 10 15
[9370] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Ser
[9371] 20 25 30

[9372] Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[9373] 35 40 45

[9374] Trp Val Ser Gly Ile Ser Gly Ala Gly Asp Ser Thr Tyr Tyr Ala Asp
[9375] 50 55 60

[9376] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[9377] 65 70 75 80
[9378] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[9379] 85 90 95
[9380] Tyr Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala
[9381] 100 105 110

[9382] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys
[9383] 115 120 125

[9384] Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu
[9385] 130 135 140

[9386] Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro
[9387] 145 150 155 160
[9388] Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr
[9389] 165 170 175
[9390] Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val
[9391] 180 185 190

[9392] Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn
[9393] 195 200 205

[9394] Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser
[9395] 210 215 220

[9396] Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly
[9397] 225 230 235 240
[9398] Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
[9399] 245 250 255
[9400] TIle Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln
[9401] 260 265 270

[9402] Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val
[9403] 275 280 285

[9404] His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr
[9405] 290 295 300

[9406] Arg Val Val Ser Val Leu Thr Val Leu His GIln Asp Trp Leu Asn Gly
[9407] 305 310 315 320
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[9408] Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile
[9409] 325 330 335
[9410] Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
[9411] 340 345 350

[9412] Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser
[9413] 355 360 365

[9414] Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
[9415] 370 375 380

[9416] Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
[9417] 385 390 395 400
[9418] Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val
[9419] 405 410 415
[9420] Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met
[9421] 420 425 430

[9422] His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
[9423] 435 440 445

[9424] Leu Gly Lys

[9425] 450

[9426] <210> 642

[9427] <211> 213

[9428] <212> PRT

[9429] <213> AN TAWMK (Artificial organism)

[9430]  <220>

[9431]  <223> &G AT

[9432]  <400> 642

[9433] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[9434] 1 5 10 15
[9435] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Arg Ser Tyr
[9436] 20 25 30

[9437] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[9438] 35 40 45

[9439] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[9440] 50 55 60

[9441] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[9442] 65 70 75 80
[9443]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
[9444] 85 90 95
[9445]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[9446] 100 105 110

[9447] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[9448] 115 120 125

[9449] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
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[9450] 130 135 140

[9451] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[9452] 145 150 155 160
[9453] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[9454] 165 170 175
[9455] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[9456] 180 185 190

[9457] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[9458] 195 200 205

[9459]  Asn Arg Gly Glu Cys

[9460] 210

[9461]  <210> 643

[9462] <211> 450

[9463]  <212> PRT

[9464] <213> AN TAWMK (Artificial organism)

[9465]  <220>

[9466]  <223> HKFFEA

[9467]  <400> 643

[9468] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[9469] 1 5 10 15
[9470] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[9471] 20 25 30

[9472] His His Trp Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[9473] 35 40 45

[9474] Val Ser Val Ile Ser Gly Ser Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
[9475] 50 55 60

[9476] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[9477] 65 70 75 80
[9478] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[9479] 85 90 95
[9480] Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
[9481] 100 105 110

[9482] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[9483] 115 120 125

[9484] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[9485] 130 135 140

[9486] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[9487] 145 150 155 160
[9488] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[9489] 165 170 175
[9490] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[9491] 180 185 190
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[9492] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[9493] 195 200 205

[9494] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[9495] 210 215 220

[9496] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[9497] 225 230 235 240
[9498] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[9499] 245 250 255
[9500] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[9501] 260 265 270

[9502] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[9503] 275 280 285

[9504] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[9505] 290 295 300

[9506] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[9507] 305 310 315 320
[9508] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[9509] 325 330 335
[9510] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[9511] 340 345 350

[9512] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[9513] 355 360 365

[9514] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[9515] 370 375 380

[9516]  Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[9517] 385 390 395 400
[9518] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[9519] 405 410 415
[9520] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[9521] 420 425 430

[9522]  Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[9523] 435 440 445

[9524] Gly Lys

[9525] 450

[9526] <210> 644

[9527] <211> 213

[9528]  <212> PRT

[9529]  <213> A LEW{K (Artificial organism)

[9530]  <220>

[9531]  <223> & FH

[9532]  <400> 644

[9533] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
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[9534]
[9535]
[9536]
[9537]
[9538]
[9539]
[9540]
[9541]
[9542]
[9543]
[9544]
[9545]
[9546]
[9547]
[9548]
[9549]
[9550]
[9551]
[9552]
[9553]
[9554]
[9555]
[9556]
[9557]
[9558]
[9559]
[9560]
[9561]
[9562]
[9563]
[9564]
[9565]
[9566]
[9567]
[9568]
[9569]
[9570]
[9571]
[9572]
[9573]
[9574]
[9575]

1 5
Asp Arg Val Thr Ile Thr Cys
20
Leu Ala Trp Tyr Gln Gln Lys
35
Tyr Asp Ala Ser Asn Leu Glu
50 55
Ser Gly Ser Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Phe Gly Gln Gly Thr Lys Val
100
Ser Val Phe Ile Phe Pro Pro
115
Ala Ser Val Val Cys Leu Leu
130 135
Val Gln Trp Lys Val Asp Asn
145 150
Ser Val Thr Glu Gln Asp Ser
165
Thr Leu Thr Leu Ser Lys Ala
180
Cys Glu Val Thr His Gln Gly
195
Asn Arg Gly Glu Cys
210
<210> 645
<211> 451
<212> PRT
213> NT/AWk (Artificial
220>
223> FRTA
<400> 645
Glu Val GIn Leu Val Glu Ser
1 5
Ser Leu Arg Leu Ser Cys Ala
20
Gly Val Gly Val Ala Trp Ile
35
Trp Val Ser Ser Ile Ser Gly
50 55

10
Arg Ala Ser
25
Pro Gly Lys
40
Thr Gly Val

Thr Leu Thr

Cys Gln Gln
90
Glu Ile Lys
105
Ser Asp Glu
120
Asn Asn Phe

Ala Leu Gln

Lys Asp Ser
170
Asp Tyr Glu
185
Leu Ser Ser
200

organism)

Gly Gly Gly
10
Ala Ser Gly
25
Arg Gln Ala
40
Tyr Gly Ser

280

Gln

Ala

Pro

Ile

75

Gly

Arg

Gln

Tyr

Ser

155

Thr

Lys

Pro

Leu

Phe

Pro

Thr

Gly

Pro

Ser

60

Ser

Tyr

Thr

Leu

Pro

140

Gly

Tyr

His

Val

Val

Ser

Gly

Thr
60

Ile

Lys

45

Arg

Ser

Ser

Val

Lys

125

Arg

Asn

Ser

Lys

Thr
205

Gln

Leu

Lys

45
Tyr

Ser
30

Leu
Phe
Leu

Thr

Ala
110

Ser

Glu

Ser

Leu

Val

190
Lys

Pro
Ser
30

Gly

Tyr

15

Ser

Leu

Ser

Gln

Trp

95

Ala

Gly

Ala

Gln

Ser

175

Tyr

Ser

Gly
15
Thr

Leu

Ala

Tyr

Ile

Gly

Pro

80

Thr

Pro

Thr

Lys

Glu

160

Ser

Ala

Phe

Gly

Gly

Glu

Asp
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[9576] Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
[9577]1 65 70 75 80
[9578] Leu Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr
[9579] 85 90 95
[9580] Tyr Cys Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Gly
[9581] 100 105 110

[9582] Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys
[9583] 115 120 125

[9584] Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu
[9585] 130 135 140

[9586] Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro
[9587] 145 150 155 160
[9588] Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr
[9589] 165 170 175
[9590] Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val
[9591] 180 185 190

[9592] Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn
[9593] 195 200 205

[9594] Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser
[9595] 210 215 220

[9596] Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly
[9597]1 225 230 235 240
[9598] Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
[9599] 245 250 255
[9600] Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln
[9601] 260 265 270

[9602]  Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val
[9603] 275 280 285

[9604] His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr
[9605] 290 295 300

[9606] Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
[9607] 305 310 315 320
[9608] Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile
[9609] 325 330 335
[9610] Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
[9611] 340 345 350

[9612] Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser
[9613] 355 360 365

[9614] Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
[9615] 370 375 380

[9616] Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
[9617] 385 390 395 400
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[9618]
[9619]
[9620]
[9621]
[9622]
[9623]
[9624]
[9625]
[9626]
[9627]
[9628]
[9629]
[9630]
[9631]
[9632]
[9633]
[9634]
[9635]
[9636]
[9637]
[9638]
[9639]
[9640]
[9641]
[9642]
[9643]
[9644]
[9645]
[9646]
[9647]
[9648]
[9649]
[9650]
[9651]
[9652]
[9653]
[9654]
[9655]
[9656]
[9657]
[9658]
[9659]

Val Leu Asp

Asp Lys Ser

His Glu Ala

435

Leu Gly Lys

450

<210> 646
211> 213
<212> PRT
213> NT AWk (Artificial
220>
223> HRUFAI
<400> 646
Asp Ile Gln Leu

1
Asp

Leu

Tyr

Ser

65

Glu

Phe

Ser

Ala

Val

145

Ser

Thr

Cys

Asn

Arg

Ala

Asp

50

Gly

Asp

Gly

Val

Ser

130

Gln

Val

Leu

Glu

Arg

Val
Trp
35

Ala
Ser
Phe
Gln
Phe
115
Val
Trp
Thr
Thr
Val

195
Gly

Ser Asp Gly Ser

405

Arg Trp Gln Glu

420

Leu His Asn His

Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Ile
Val
Lys
Glu
Leu
180

Thr

Glu

Thr

Ile

Gln

Asn

Thr

Thr

85

Thr

Phe

Cys

Val

Gln

165

Ser

His

Cys

Gln

Thr

Gln

Arg

Asp

70

Tyr

Lys

Pro

Leu

Asp

150

Asp

Lys

Gln

Ser

Cys

Ala
55

Phe
Tyr
Val
Pro
Leu
135
Asn
Ser

Ala

Gly

Phe Phe Leu Tyr Ser Arg

410

Gly Asn Val Phe Ser Cys

425

Tyr Thr Gln Lys Ser Leu

440

organism)

Pro

Gln

Pro

40

Thr

Thr

Cys

Glu

Ser

120

Asn

Ala

Lys

Asp

Leu
200

Ser
Ala
25

Gly
Gly
Leu
Gln
Ile
105
Asp
Asn
Leu
Asp
Tyr

185

Ser

282

Ser
10

Ser
Lys
Ile
Thr
Gln
90

Lys
Glu
Phe
Gln
Ser
170

Glu

Ser

Leu

Gln

Ala

Pro

Ile

75

Gly

Arg

Gln

Tyr

Ser

155

Thr

Lys

Pro

Ser

Asp

Pro

Ser

60

Ser

Tyr

Thr

Leu

Pro

140

Gly

Tyr

His

Val

445

Ala

Ile

Lys

45

Arg

Ser

Tyr

Val

Lys

125

Arg

Asn

Ser

Lys

Thr
205

Leu

Ser

430

Ser

Ser

Thr
30

Leu

Phe

Leu

Leu

Ala

110

Ser

Glu

Ser

Leu

Val
190

Thr
415
Val

Leu

Val
15

Thr
Leu
Ser
Gln
Trp
95

Ala
Gly
Ala
Gln
Ser
175

Tyr

Ser

Val

Met

Ser

Gly

Tyr

Ile

Gly

Pro

80

Thr

Pro

Thr

Lys

Glu

160

Ser

Ala

Phe
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[9660] 210

[9661]  <210> 647

[9662] <211> 450

[9663]  <212> PRT

[9664]  <213> AT A:Wpfk (Artificial organism)

[9665]  <220>

[9666]  <223> HFH

[9667]  <400> 647

[9668] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[9669] 1 5 10 15
[9670] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[9671] 20 25 30

[9672] Gly Val Ala Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[9673] 35 40 45

[9674] Trp Leu Ala Leu Ile Asp Trp Ala Gly Asp Lys Ser Tyr Ser Thr Ser
[9675] 50 55 60

[9676] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[9677]1 65 70 75 80
[9678] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[9679] 85 90 95
[9680] Cys Ala Arg Gly Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
[9681] 100 105 110

[9682] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[9683] 115 120 125

[9684] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[9685] 130 135 140

[9686] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[9687] 145 150 155 160
[9688] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[9689] 165 170 175
[9690] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[9691] 180 185 190

[9692] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[9693] 195 200 205

[9694] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[9695] 210 215 220

[9696] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[9697]1 225 230 235 240
[9698] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[9699] 245 250 255
[9700] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[9701] 260 265 270
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[9702] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[9703] 275 280 285

[9704] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[9705] 290 295 300

[9706] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[9707] 305 310 315 320
[9708] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[9709] 325 330 335
[9710] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[9711] 340 345 350

[9712]  Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[9713] 355 360 365

[9714] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[9715] 370 375 380

[9716] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[9717] 385 390 395 400
[9718] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[9719] 405 410 415
[9720] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[9721] 420 425 430

[9722]  Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[9723] 435 440 445

[9724] Gly Lys

[9725] 450

[9726] <210> 648

[9727] <211> 213

[9728]  <212> PRT

[9729] <213> AT AWK (Artificial organism)

[9730]  <220>

(97311  <223> HHifFH

[9732]  <400> 648

[9733] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[9734] 1 5 10 15
[9735] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Val Ser Pro Tyr
[9736] 20 25 30

[9737] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[9738] 35 40 45

[9739] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[9740] 50 55 60

[9741]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[9742] 65 70 75 80
[9743]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
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[9744] 85 90 95
[9745] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[9746] 100 105 110

[9747] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[9748] 115 120 125

[9749] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[9750] 130 135 140

[9751] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[9752] 145 150 155 160
[9753] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[9754] 165 170 175
[9755] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[9756] 180 185 190

[9757] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[9758] 195 200 205

[9759] Asn Arg Gly Glu Cys

[9760] 210

[9761]  <210> 649

[9762] <211> 450

[9763]  <212> PRT

[9764] <213> AT AWK (Artificial organism)

[9765]  <220>

[9766]  <223> HFFA

[9767]  <400> 649

[9768] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[9769] 1 5 10 15
[9770] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Ser Ser Gly
[9771] 20 25 30

[9772] Tyr His Trp Ala Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[9773] 35 40 45

[9774] Val Ser Ser Ile Ser Gly Asp Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
[9775] 50 55 60

[9776] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[9777] 65 70 75 80
[9778] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[9779] 85 90 95
[9780] Cys Ala Arg Glu Gly Ser Asp Ala Val Thr Gly Asp Trp Phe Ala Tyr
[9781] 100 105 110

[9782] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[9783] 115 120 125

[9784] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[9785] 130 135 140
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[9786] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[9787] 145 150 155 160
[9788] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[9789] 165 170 175
[9790] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[9791] 180 185 190

[9792] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[9793] 195 200 205

[9794] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[9795] 210 215 220

[9796] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
(97971 225 230 235 240
[9798] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[9799] 245 250 255
[9800] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[9801] 260 265 270

[9802] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[9803] 275 280 285

[9804] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[9805] 290 295 300

[9806] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[9807] 305 310 315 320
[9808] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[9809] 325 330 335
[9810] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[9811] 340 345 350

[9812] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[9813] 355 360 365

[9814] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[9815] 370 375 380

[9816] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[9817] 385 390 395 400
[9818] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[9819] 405 410 415
[9820] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[9821] 420 425 430

[9822] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[9823] 435 440 445

[9824] Gly Lys

[9825] 450

[9826] <210> 650

[9827] <211> 213
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[9828]  <212> PRT

[9829] <213> AN TAWMK (Artificial organism)

[9830]  <220>

[9831]  <223> &G AT

[9832]  <400> 650

[9833] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[9834] 1 5 10 15
[9835] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Val Gly Thr Tyr
[9836] 20 25 30

[9837] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[9838] 35 40 45

[9839] Tyr Asp Ala Ser Ser Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly
[9840] 50 55 60

[9841] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[9842] 65 70 75 80
[9843] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[9844] 85 90 95
[9845]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[9846] 100 105 110

[9847] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[9848] 115 120 125

[9849] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[9850] 130 135 140

[9851] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[9852] 145 150 155 160
[9853] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[9854] 165 170 175
[9855] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[9856] 180 185 190

[9857] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[9858] 195 200 205

[9859]  Asn Arg Gly Glu Cys

[9860] 210

[9861]  <210> 651

[9862] <211> 450

[9863]  <212> PRT

[9864] <213> AN TAWMK (Artificial organism)

[9865]  <220>

[9866]  <223> HKFEA

[9867]  <400> 651

[9868] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[9869] 1 5 10 15
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[9870]
[9871]
[9872]
[9873]
[9874]
[9875]
[9876]
[9877]
[9878]
[9879]
[9880]
[9881]
[9882]
[9883]
[9884]
[9885]
[9886]
[9887]
[9888]
[9889]
[9890]
[9891]
[9892]
[9893]
[9894]
[9895]
[9896]
[9897]
[9898]
[9899]
[9900]
[9901]
[9902]
[9903]
[9904]
[9905]
[9906]
[9907]
[9908]
[9909]
[9910]
[9911]

Ser

Gly

Trp

Leu

65

Tyr

Cys

Trp

Pro

Thr

145

Thr

Pro

Thr

Asp

Tyr

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Leu

Val

Leu

50

Leu

Ala

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Gly

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Arg

Ala

35

Ala

Ser

Gln

Arg

Gln

115

Val

Ala

Ser

Val

Pro

195

Lys

Pro

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Leu

20

Val

Leu

Arg

Leu

Glu

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Pro

Phe

Pro

260

Val

Thr

Val

Cys

Ser
340

Ser

Gly

Ile

Leu

Asn

85

Gly

Thr

Pro

Gly

Asn

165

Gln

Ser

Ser

Cys

Leu

245

Glu

Gln

Lys

Leu

Lys

325
Lys

Cys

Trp

Asp

Thr

70

Ser

Ser

Leu

Leu

Cys

150

Ser

Ser

Ser

Asn

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Ala Ala Ser Gly Phe

Ile
Trp
55

Ile
Leu
Thr
Val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Pro
Pro
Thr
Asn
Arg
295
Val

Ser

Lys

Arg
40

Asp
Ser
Arg
Ala
Thr
120
Pro
Val
Ala
Gly
Gly
200
Lys
Cys
Pro
Cys
Trp
280
Glu
Leu

Asn

Gly

25
Gln

Asp

Arg

Ala

Val

105

Val

Cys

Lys

Leu

Leu

185

Thr

Val

Pro

Lys

Val

265

Tyr

Glu

His

Lys

Gln
345

288

Ala

Asp

Asp

Glu

90

Ala

Ser

Ser

Asp

Thr

170

Tyr

Lys

Asp

Ala

Pro

250

Val

Val

Gln

Gln

Gly

330

Pro

Pro
Lys
Asn
75

Asp
Gly
Ser
Arg
Tyr
155
Ser
Ser
Thr
Lys
Pro
235
Lys
Val
Asp
Phe
Asp
315

Leu

Arg

Ser

Gly

Tyr

60

Ser

Thr

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Leu

Lys

45

Tyr

Lys

Ala

Trp

Ser

125

Thr

Pro

Val

Ser

Thr

205

Val

Phe

Thr

Val

Val

285

Ser

Leu

Ser

Pro

Ser

30

Gly

Ser

Asn

Val

Phe

110

Thr

Ser

Glu

His

Ser

190

Cys

Glu

Leu

Leu

Ser

270

Glu

Thr

Asn

Ser

Gln
350

Thr

Leu

Thr

Thr

Tyr

95

Ala

Lys

Glu

Pro

Thr

175

Val

Asn

Ser

Gly

Met

255

Gln

Val

Tyr

Gly

Ile

335
Val

Ser

Glu

Ser

Leu

80

Tyr

Tyr

Gly

Ser

Val

160

Phe

Val

Val

Lys

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr
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[9912] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[9913] 355 360 365

[9914] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[9915] 370 375 380

[9916] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[9917] 385 390 395 400
[9918] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[9919] 405 410 415
[9920] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[9921] 420 425 430

[9922] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[9923] 435 440 445

[9924] Gly Lys

[9925] 450

[9926]  <210> 652

[9927] <211> 213

[9928]  <212> PRT

[9929] <213> AN T4AWAK (Artificial organism)

[9930]  <220>

[9931]  <223> & FA

[9932]  <400> 652

[9933] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[9934] 1 5 10 15
[9935] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Arg Thr Phe
[9936] 20 25 30

[9937] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[9938] 35 40 45

[9939] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[9940] 50 55 60

[9941] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[9942] 65 70 75 80
[9943]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
[9944] 85 90 95
[9945] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[9946] 100 105 110

[9947] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[9948] 115 120 125

[9949] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[9950] 130 135 140

[9951] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[9952] 145 150 155 160
[9953] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
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[9954] 165 170 175
[9955] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[9956] 180 185 190

[9957] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[9958] 195 200 205

[9959] Asn Arg Gly Glu Cys

[9960] 210

[9961]  <210> 653

[9962] <211> 450

[9963]  <212> PRT

[9964] <213> AN TAWMK (Artificial organism)

[9965]  <220>

[9966]  <223> &k T4

[9967]  <400> 653

[9968] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[9969] 1 5 10 15
[9970] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[9971] 20 25 30

[9972] Gly Val Ala Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[9973] 35 40 45

[9974] Trp Leu Ala Leu Ile Asp Trp Ala Gly Asp Lys Ser Tyr Ser Thr Ser
[9975] 50 55 60

[9976] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[9977]1 65 70 75 80
[9978] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[9979] 85 90 95
[9980] Cys Ala Arg Glu Gly Glu Asp Ala Val Thr Gly Asp Trp Phe Ala Tyr
[9981] 100 105 110

[9982] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[9983] 115 120 125

[9984] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[9985] 130 135 140

[9986] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[9987] 145 150 155 160
[9988] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[9989] 165 170 175
[9990] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[9991] 180 185 190

[9992] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[9993] 195 200 205

[9994] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[9995] 210 215 220
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[9996]

[9997]

[9998]

[9999]

[10000]
[10001]
[10002]
[10003]
[10004]
[10005]
[10006]
[10007]
[10008]
[10009]
[10010]
[10011]
[10012]
[10013]
[10014]
[10015]
[10016]
[10017]
[10018]
[10019]
[10020]
[10021]
[10022]
[10023]
[10024]
[10025]
[10026]
[10027]
[10028]
[10029]
[10030]
[10031]
[10032]
[10033]
[10034]
[10035]
[10036]
[10037]

Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly

225

230

235

240

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile

Ser Arg Thr

Asp

Asn

Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

Glu
275
Lys
Ser
Lys
Ile
Pro
355
Leu
Asn
Ser

Arg

Leu
435

<210> 654
211> 213
<212> PRT
213> N T AWk (Artificial
220>
<223> BT
<400> 654
Asp Ile Gln Leu Thr Gln Ser

1

245

250

255

Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu

260
Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420
His

Gln
Lys
Leu
Lys
325
Lys
Ser
Lys
Gln
Gly
405

Gln

Asn

5

Phe
Pro
Thr
310
Val
Ala
Gln
Gly
Pro
390
Ser

Glu

His

Asn
Arg
295
Val
Ser
Lys
Glu
Phe
375
Glu
Phe

Gly

Tyr

Asp Arg Val Thr Ile Thr Cys

20

Leu Ala Trp Tyr Gln Gln Lys

Trp
280
Glu
Leu
Asn
Gly
Glu
360
Tyr
Asn
Phe

Asn

Thr
440

265
Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Val

425
Gln

Val
Gln
Gln
Gly
330
Pro
Thr
Ser
Tyr
Tyr
410

Phe

Lys

organism)

Asp
Phe
Asp
315
Leu
Arg
Lys
Asp
Lys
395
Ser

Ser

Ser

Gly
Asn
300
Trp
Pro
Glu
Asn
Ile
380
Thr
Arg

Cys

Leu

Val

285

Ser

Leu

Ser

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Pro Ser Ser Leu Ser Ala

10

Gln Ala Ser Gln Asp Ile

25

270
Glu

Thr

Asn

Ser

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Ser

Arg
30

Pro Gly Lys Ala Pro Lys Leu

291

Val
Tyr
Gly
Ile
335
Val
Ser
Glu
Pro
Val
415

Met

Ser

Val
15
Thr

Leu

His
Arg
Lys
320
Glu
Tyr
Leu
Trp
Val
400
Asp
His

Leu

Gly

Tyr

Ile
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[10038] 35 40 45

[10039] Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ser Arg Phe Ser Gly
[10040] 50 55 60

[10041] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[10042] 65 70 75 80
[10043] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
[10044] 85 90 95
[10045] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[10046] 100 105 110

[10047] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[10048] 115 120 125

[10049] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[10050] 130 135 140

[10051] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[10052] 145 150 155 160
[10053] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[10054] 165 170 175
[10055] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[10056] 180 185 190

[10057] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[10058] 195 200 205

[10059] Asn Arg Gly Glu Cys

[10060] 210

[10061]  <210> 655

[10062]  <211> 447

[10063]  <212> PRT

[10064]  <213> AT A:¥fk (Artificial organism)

[10065]  <220>

[10066]  <223> & HFS)

[10067]  <400> 655

[10068] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[10069] 1 5 10 15
[10070] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[10071] 20 25 30

[10072] Trp Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[10073] 35 40 45

[10074] Ser Val Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser Val
[10075] 50 55 60

[10076] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[10077] 65 70 75 80
[10078] Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[10079] 85 90 95

292



CN 111511762 B Fo5l & 241/314 T
[10080] Ala Arg Ser Arg Gly Leu Val Leu Asp Ala Phe Asp Tyr Trp Gly Gln
[10081] 100 105 110

[10082] Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
[10083] 115 120 125

[10084] Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala
[10085] 130 135 140

[10086] Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
[10087] 145 150 155 160
[10088] Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
[10089] 165 170 175
[10090] Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
[10091] 180 185 190

[10092] Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys
[10093] 195 200 205

[10094]  Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro
[10095] 210 215 220

[10096] Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val
[10097] 225 230 235 240
[10098] Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr
[10099] 245 250 255
[10100] Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu
[10101] 260 265 270

[10102] Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
[10103] 275 280 285

[10104] Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser
[10105] 290 295 300

[10106] Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys
[10107] 305 310 315 320
[10108] Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile
[10109] 325 330 335
[10110]  Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro
[10111] 340 345 350

[10112]  Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu
[10113] 355 360 365

[10114] Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn
[10115] 370 375 380

[10116] Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser
[10117] 385 390 395 400
[10118] Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg
[10119] 405 410 415
[10120] Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
[10121] 420 425 430
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[10122]
[10123]
[10124]
[10125]
[10126]
[10127]
[10128]
[10129]
[10130]
[10131]
[10132]
[10133]
[10134]
[10135]
[10136]
[10137]
[10138]
[10139]
[10140]
[10141]
[10142]
[10143]
[10144]
[10145]
[10146]
[10147]
[10148]
[10149]
[10150]
[10151]
[10152]
[10153]
[10154]
[10155]
[10156]
[10157]
[10158]
[10159]
[10160]
[10161]
[10162]
[10163]

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys

<210>
211>
212>
<213>

<220>

223>
<400>

435

656
216
PRT
ANTAYME (Artificial

FILFFSI
656

Asp Ile Gln Leu

1
Asp

Phe

Ile

Gly

65

Pro

Pro

Ala

Ser

Glu

145

Ser

Leu

Val

Lys

Arg

Leu

Tyr

50

Ser

Glu

Tyr

Ala

Gly

130

Ala

Gln

Ser

Tyr

Ser
210

Val

Ala
35
Asp

Gly

Asp

Thr

Pro

115

Thr

Lys

Glu

Ser

Ala

195
Phe

<210> 657
<211> 450
<212> PRT
213> NTEWk (Artificial
220>

Thr
20
Trp

Ala

Ser

Phe

Phe

100

Ser

Ala

Val

Ser

Thr

180

Cys

Asn

Thr

Ile

Ser
Gly
Ala
85

Gly
Val
Ser
Gln
Val
165
Leu

Glu

Arg

Gln

Thr

Gln

Ser

Thr

70

Thr

Gln

Phe

Val

Trp

150

Thr

Thr

Val

Gly

Ser

Cys

Gln

Leu

55
Asp

Gly

Ile

Val

135

Lys

Glu

Leu

Thr

Glu
215

440

organism)

Pro

Arg

Lys

40

Glu

Phe

Tyr

Thr

Phe

120

Cys

Val

Gln

Ser

His

200
Cys

Ser
Ala
25

Pro
Ser
Thr
Cys
Lys
105
Pro
Leu
Asp
Asp
Lys

185
Gln

Ser
10

Ser
Gly
Gly
Leu
Gln
90

Val
Pro
Leu
Asn
Ser
170

Ala

Gly

organism)

294

Leu

Gln

Lys

Val

Thr

75

Gln

Glu

Ser

Asn

Ala

155

Lys

Asp

Leu

Ser

Ser

Ala

Pro

60
Ile

Ile

Asp

Asn

140

Leu

Asp

Tyr

Ser

445

Ala

Val

Pro

45

Ser

Ser

Asp

Lys

Glu

125

Phe

Gln

Ser

Glu

Ser
205

Ser
Ser
30

Lys

Arg

Ser

Arg
110
Gln

Tyr

Ser

Thr

Lys

190

Pro

Val

15

Gly

Leu

Phe

Leu

95

Thr

Leu

Pro

Gly

Tyr

175

His

Val

Gly

Arg

Leu

Ser

Gln

80

Pro

Val

Lys

Arg

Asn

160

Ser

Lys

Thr
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[10164]  <223> &GRFFAI

[10165]  <400> 657

[10166] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[10167] 1 5 10 15
[10168] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Thr Gly
[10169] 20 25 30

[10170]  Gly Val Gly Val Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu
[10171] 35 40 45

[10172]  Trp Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser
[10173] 50 55 60

[10174] Leu Lys Ser Arg Leu Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[10175] 65 70 75 80
[10176] Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[10177] 85 90 95
[10178] Cys Ala Arg Gly Gly Ser Asp Thr Val Ile Gly Asp Trp Phe Ala Tyr
[10179] 100 105 110

[10180] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[10181] 115 120 125

[10182] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[10183] 130 135 140

[10184] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[10185] 145 150 155 160
[10186] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[10187] 165 170 175
[10188] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[10189] 180 185 190

[10190] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[10191] 195 200 205

[10192] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[10193] 210 215 220

[10194]  Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[10195] 225 230 235 240
[10196] Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[10197] 245 250 255
[10198]  Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[10199] 260 265 270

[10200] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[10201] 275 280 285

[10202] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[10203] 290 295 300

[10204] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[10205] 305 310 315 320
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[10206] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[10207] 325 330 335
[10208] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[10209] 340 345 350

[10210] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[10211] 355 360 365

[10212] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[10213] 370 375 380

[10214]  Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[10215] 385 390 395 400
[10216] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[10217] 405 410 415
[10218] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[10219] 420 425 430

[10220] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[10221] 435 440 445

[10222] Gly Lys

[10223] 450

[10224] <210> 658

[10225] <211> 213

[10226] <212> PRT

[10227] <213> A T4EWK (Artificial organism)

[10228]  <220>

[10229]  <223> &JkFHl

[10230]  <400> 658

[10231] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[10232] 1 5 10 15
[10233] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Ser Tyr
[10234] 20 25 30

[10235] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[10236] 35 40 45

[10237]  Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[10238] 50 55 60

[10239]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[10240] 65 70 75 80
[10241]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Tyr Leu Trp Thr
[10242] 85 90 95
[10243]  Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[10244] 100 105 110

[10245] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[10246] 115 120 125

[10247]  Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
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[10248] 130 135 140

[10249] Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[10250] 145 150 155 160
[10251]  Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[10252] 165 170 175
[10253] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[10254] 180 185 190

[10255] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[10256] 195 200 205

[10257]  Asn Arg Gly Glu Cys

[10258] 210

[10259] <210> 659

[10260] <211> 450

[10261]  <212> PRT

[10262] <213> A TAEWK (Artificial organism)

[10263]  <220>

[10264]  <223> GRS

[10265]  <400> 659

[10266] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[10267] 1 5 10 15
[10268] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ile Thr Ser Gly
[10269] 20 25 30

[10270] Tyr His Trp Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp
[10271] 35 40 45

[10272] Val Ser Ser Ile Ser Gly Tyr Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
[10273] 50 55 60

[10274] Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
[10275] 65 70 75 80
[10276]  Tyr Leu Gln Leu Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
[10277] 85 90 95
[10278] Cys Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
[10279] 100 105 110

[10280] Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[10281] 115 120 125

[10282] Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
[10283] 130 135 140

[10284] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[10285] 145 150 155 160
[10286] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[10287] 165 170 175
[10288] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[10289] 180 185 190
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[10290] Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
[10291] 195 200 205

[10292] Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
[10293] 210 215 220

[10294] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[10295] 225 230 235 240
[10296]  Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[10297] 245 250 255
[10298] Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[10299] 260 265 270

[10300] Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[10301] 275 280 285

[10302] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
[10303] 290 295 300

[10304] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[10305] 305 310 315 320
[10306] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[10307] 325 330 335
[10308] Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[10309] 340 345 350

[10310] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[10311] 355 360 365

[10312] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[10313] 370 375 380

[10314]  Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[10315] 385 390 395 400
[10316] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[10317] 405 410 415
[10318] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[10319] 420 425 430

[10320] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[10321] 435 440 445

[10322] Gly Lys

[10323] 450

[10324] <210> 660

[10325]  <211> 213

[10326]  <212> PRT

[10327]  <213> AT A:¥fk (Artificial organism)

[10328] <220>

[10329]  <223> &S

[10330]  <400> 660

[10331] Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
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[10332] 1 5 10 15

[10333] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Arg Thr Tyr
[10334] 20 25 30

[10335] Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[10336] 35 40 45

[10337]  Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[10338] 50 55 60

[10339]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[10340] 65 70 75 80
[10341]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
[10342] 85 90 95

[10343] Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro
[10344] 100 105 110

[10345] Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr
[10346] 115 120 125

[10347] Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
[10348] 130 135 140

[10349]  Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
[10350] 145 150 155 160
[10351] Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
[10352] 165 170 175

[10353] Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
[10354] 180 185 190

[10355] Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
[10356] 195 200 205

[10357] Asn Arg Gly Glu Cys

[10358] 210

[10359]  <210> 661

[10360] <211> 1350

[10361]  <212> DNA

[10362] <213> A TEWA (Artificial organism)

[10363]  <220>

[10364]  <223> &RFH

[10365]  <400> 661

[10366] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[10367] tcctgtgeag cttecggatt ctetetgtet accageggtg tggetgtgag ctggattegt 120
[10368] caggcccegg gtaagggect cgagtggatc ggtatcatca acccaaactt cggtgatact 180
[10369] aactacgccc agaagttcca gggtcgtgtg actataagtc gegacaattc gaaaaacaca 240
[10370] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgcgecaga 300
[10371] gacgaatact acggtggctc ttactacttc gactactggg gtcaaggaac actagtcacc 360
[10372] gtctectegg ctteccaccaa gggeccateg gtctteccee tggegecetg ctceccaggage 420
[10373] acctccgaga gcacageege cctgggetge ctggtcaagg actacttcee cgaaccggtg 480
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[10374] acggtgtcgt ggaactcagg cgecctgace ageggegtge acaccttece ggetgtecta 540
[10375] cagtcctcag gactctactc cctcagcage gtggtgaccg tgccctccag cagettggge 600
[10376] acgaagacct acacctgcaa cgtagatcac aagcccageca acaccaaggt ggacaagaga 660
[10377] gttgagtcca aatatggtcc cccatgcecca ccatgeccag cacctgagtt cctgggggga 720
[10378] ccatcagtct tcctgttcee cccaaaaccc aaggacactc tcatgatctc ccggaccect 780
[10379] gaggtcacgt gcgtggtggt ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[10380] tacgtggatg gcgtggaggt gecataatgcc aagacaaage cgegggagga geagttcaac 900
[10381] agcacgtacc gtgtggtcag cgtcctcacc gtcctgecace aggactgget gaacggecaag 960
[10382] gagtacaagt gcaaggtctc caacaaaggec ctcccgtect ccatcgagaa aaccatctece 1020
[10383] aaagccaaag ggcagecccg agagcecacag gtgtacacce tgeccccate ccaggaggag 1080
[10384] atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctacce cagegacatc 1140
[10385] gccgtggagt gggagagcaa tgggecageeg gagaacaact acaagaccac gectccegtg 1200
[10386] ctggactccg acggctcett cttecctctac agcaggetaa ccgtggacaa gagcaggtgg 1260
[10387] caggagggga atgtcttcte atgetcegtg atgecatgagg ctctgecacaa ccactacaca 1320
[10388] cagaagagcc tctccctgte tctgggtaaa 1350

[10389]  <210> 662

[10390]  <211> 642

[10391]  <212> DNA

[10392] <213> AT AWk (Artificial organism)

[10393]  <220>

[10394]  <223> G AFAI

[10395]  <400> 662

[10396] gatatccagt tgacccagtc cccgagttcc ctgteccgect ctgtgggega tecgggtcace 60
[10397] atcacctgce gtgectctca ggacgtgege accgeegtgg cctggtatca acagaaacca 120
[10398] ggaaaagctc cgaagcttcet gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[10399] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[10400] gaagacttcg caacttatta ctgccagcag tcctacgact ggcctccgac ctteggacag 300
[10401] ggtaccaagg tggagatcaa acgaaccgtg gccgetcect cegtettecat ttttecceet 360
[10402] tctgacgaac agctgaagag tgggacagec agegtggtet gtetgetgaa caatttctac 420
[10403] cctagagagg caaaagtgca gtggaaggtc gataacgccce tgcagagegg caattcccag 480
[10404] gagtctgtga ctgaacagga cagtaaagat tcaacctata gcctgtccte tacactgact 540
[10405] ctgtccaagg ctgattacga aaagcataaa gtctatgcat gtgaggtcac ccatcagggg 600
[10406] ctgtccagtc cagtcacaaa gtcattcaat aggggggagt gt 642

[10407]  <210> 663

[10408] <211> 1350

[10409]  <212> DNA

[10410] <213> A TAEWMA (Artificial organism)

[10411]  <220>

[10412]  <223> & AfFS)

[10413]  <400> 663

[10414] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actecegtttg 60
[10415] tcctgtgeag cttecggatt ctetetgtet accageggtg tggetgtggg ctggattegt 120
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[10416] caggccecegg gtaagggect cgagtggetg gecctgatecg actgggecga tgacaagtac 180
[10417] tactctccct ctctgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[10418] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgag 300
[10419] ggttctgacg ccgtgetecgg cgactggttc gcctactggg gtcaaggaac actagtcace 360
[10420] gtcteetegg ctteccaccaa gggeccateg gtcttececee tggegeecetg ctecaggage 420
[10421] acctccgaga gcacagecge cctgggetge ctggtcaagg actacttcce cgaaccggtg 480
[10422] acggtgtcgt ggaactcagg cgeccctgacce ageggegtge acaccttcecee ggetgtecta 540
[10423] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[10424] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[10425] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[10426] ccatcagtct tcctgttecece cccaaaaccce aaggacactc tcatgatctc ccggacceet 780
[10427] gaggtcacgt gecgtggtggt ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[10428] tacgtggatg gcgtggaggt gecataatgec aagacaaage cgegggagga geagttcaac 900
[10429] agcacgtacc gtgtggtcag cgtcctcacc gtcctgecace aggactgget gaacggcaag 960
[10430] gagtacaagt gcaaggtctc caacaaaggc ctcccgtcet ccatcgagaa aaccatctce 1020
[10431] aaagccaaag ggcecagecccg agagcecacag gtgtacacce tgeccccate ccaggaggag 1080
[10432] atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctacce cagegacatce 1140
[10433] gccgtggagt gggagagcaa tgggcageeg gagaacaact acaagaccac gectccegtg 1200
[10434] ctggactccg acggetectt cttectectac agcaggetaa ccgtggacaa gagcaggtgg 1260
[10435] caggagggga atgtcttctc atgctccgtg atgecatgagg ctctgeacaa ccactacaca 1320
[10436] cagaagagcc tctccctgte tctgggtaaa 1350

[10437] <210> 664

[10438] <211> 639

[10439]  <212> DNA

[10440]  <213> AN TAEWpfk (Artificial organism)

[10441]  <220>

[10442]  <223> &RFH

[10443]  <400> 664

[10444] gatatccagt tgacccagtc cccgagttce ctgtcegect ctgtgggega tcgggtecace 60
[10445] atcacctgee gggectctca ggacatcage acgttcetgg cctggtatca acagaaacca 120
[10446] ggaaaagctc cgaagcttct gatctacgac gectcttcte tggaatctgg tgtgecatct 180
[10447] cgcttetetg gatcecggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[10448] gaagacttcg caacttatta ctgccagcag gcctactcca tctggacctt cggacagggt 300
[10449] accaaggtgg agatcaaacg aaccgtggec getcecteeg tettcatttt teccecttet 360
[10450] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctacccet 420
[10451] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agageggecaa ttcccaggag 480
[10452] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[10453] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[10454] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[10455]  <210> 665

[10456]  <211> 1350

[10457]  <212> DNA
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[10458] <213> AT AWk (Artificial organism)

[10459]  <220>

[10460]  <223> G AUFAI

[10461]  <400> 665

[10462] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete acteegtttg 60
[10463] tcctgtgeag cttecggatt ctetetgtet accageggtg tgggtgtggeg ctggattegt 120
[10464] caggcccegg gtaagggect cgagtggetg gecctgateg actgggacga tgacaagtac 180
[10465] tactctccet ctctgaagte tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[10466] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtggg 300
[10467] ggttctgaca ccgtgetegg cgactggttc gectactggg gtcaaggaac actagtcacce 360
[10468] gtctectegg cttccaccaa gggeccateg gtetteccee tggegeecetg cteccaggage 420
[10469] acctccgaga gcacagecge cctgggetge ctggtcaagg actacttcce cgaaccggtg 480
[10470] acggtgtcgt ggaactcagg cgccctgace ageggegtge acaccttece ggetgtecta 540
[10471] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[10472] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[10473] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[10474] ccatcagtct tcctgttcee cccaaaacce aaggacactc tcatgatctc ccggacccct 780
[10475] gaggtcacgt gegtggtggt ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[10476] tacgtggatg gcgtggaggt gcataatgecc aagacaaagce cgegggagga gecagttcaac 900
[10477] agcacgtacc gtgtggtcag cgtcctcace gtectgeace aggactgget gaacggcaag 960
[10478] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctcec 1020
[10479] aaagccaaag ggcagccccg agagccacag gtgtacacce tgeccecatce ccaggaggag 1080
[10480] atgaccaaga accaggtcag cctgacctge ctggtcaaag gcttctaccc cagegacatc 1140
[10481] gcecgtggagt gggagagcaa tgggecagecg gagaacaact acaagaccac gectcceegtg 1200
[10482] ctggactccg acggetectt cttectectac agecaggetaa ccgtggacaa gagcaggtgg 1260
[10483] caggagggga atgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacaca 1320
[10484] cagaagagcc tctccetgte tctgggtaaa 1350

[10485]  <210> 666

[10486] <211> 639

[10487]  <212> DNA

[10488] <213> AT/ (Artificial organism)

[10489]  <220>

[10490]  <223> &RFH

[10491]  <400> 666

[10492] gatatccagt tgacccagtc cccgagttce ctgtcegect ctgtgggega tcgggtcace 60
[10493] atcacctgee gtgectctca gagegtcage ccttacctgg cctggtatca acagaaacca 120
[10494] ggaaaagctc cgaagcttct gatctacgac gectcttcte tggaatctgg tgtgecatet 180
[10495] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[10496] gaagacttcg caacttatta ctgccagcag ggctactcce tctggacctt cggacagggt 300
[10497] accaaggtgg agatcaaacg aaccgtggec getcccteeg tettecatttt tccececttet 360
[10498] gacgaacagc tgaagagtgg gacagccagce gtggtctgte tgetgaacaa tttctaccct 420
[10499] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agageggeaa ttcccaggag 480
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[10500]
[10501]
[10502]
[10503]
[10504]
[10505]
[10506]
[10507]
[10508]
[10509]
[10510]
[10511]
[10512]
[10513]
[10514]
[10515]
[10516]
[10517]
[10518]
[10519]
[10520]
[10521]
[10522]
[10523]
[10524]
[10525]
[10526]
[10527]
[10528]
[10529]
[10530]
[10531]
[10532]
[10533]
[10534]
[10535]
[10536]
[10537]
[10538]
[10539]
[10540]
[10541]

tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540

tccaaggectg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600

tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

210>
211>
212>
213>
220>
223>
<400> 667
gaggttcagce

667
1350
DNA

tcctgtgcecag
gceecgggta
tacgccgact
tacctacaac
ggttctgacg
gtctcetegg
acctccgaga
acggtgtcgt
cagtcctcag
acgaagacct
gttgagtcca
ccatcagtct
gaggtcacgt
tacgtggatg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
caggagggga
cagaagagcc
<210> 668
211> 639
<212> DNA
213>
220>
223>

<400> 668

Gl

tggtggagtce
cttccggata
agggcctega
ctgtcaaggg
tgaacagttt
ccgtgetegg
cttccaccaa
gcacagccge
ggaactcagg
gactctactc
acacctgcaa
aatatggtcc
tcetgttece
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtcte
ggcagccceceg
accaggtcag
gggagagcaa
acggctecctt
atgtcttcte
tctceetgte

RS

tggeggtgge
ctctatcacc
gtgggtgtcet
ccgtttecact
aagagctgag
cgactggttce
gggcccatceg
cctgggetge
cgeccectgacce
cctcagcagce
cgtagatcac
cccatgecca
cccaaaacce
ggacgtgagce
gcataatgcce
cgtcctecacce
caacaaaggc
agagccacag
cctgacctge
tgggcageceg
cttcectetac
atgctcecgtg
tctgggtaaa

AN TAYMAK (Artificial organism)

ctggtgcagce
tctggtcact
tccatctetg
ataagtcgcg
gacactgccg
gcctactggg
gtcttccecece
ctggtcaagg
agcggegtge
gtggtgaccg
aagcccagcea
ccatgcccag
aaggacactc
caggaagacc
aagacaaagc
gtcctgeace
ctceegtecet
gtgtacaccc
ctggtcaaag
gagaacaact
agcaggctaa
atgcatgagg
1350

N T Wk (Artificial organism)

cagggggctce
actgggectg
gttacggttce
acaattcgaa
tctattattg
gtcaaggaac
tggcgeectg
actacttccc
acaccttccce
tgcectecag
acaccaaggt
cacctgagtt
tcatgatctc
ccgaggtcca
cgcgggagga
aggactggcet
ccatcgagaa
tgccececcate
gcttctacce
acaagaccac
ccgtggacaa

ctctgcacaa

actccgtttg
gattcgtcag
tactacctac
aaacacactg
cgegegtggg
actagtcacc
ctccaggagce
cgaaccggtg
ggctgtecta
cagcttgggce
ggacaagaga
cctgggggga
ccggacccect
gttcaactgg
gcagttcaac
gaacggcaag
aaccatctcc
ccaggaggag
cagcgacatc
gceteeegtg
gagcaggtgg
ccactacaca

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320

gatatccagt tgacccagtc cccgagttcc ctgtcegect ctgtgggega tcgggtcace 60

atcacctgec gtgectetca gggtattgge tetttectgg cttggtatca acagaaacca 120
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[10542] ggaaaagctc cgaagcttct gatctacgac gecctctaacc tggaaaccgg tgtgecatct 180
[10543] cgcttctctg gatccggttc cgggacggat ttcactctga ccatcagcag tctgcagecg 240
[10544] gaagacttcg caacttatta ctgccagcag ggctactacc tctggacctt cggacagggt 300
[10545] accaaggtgg agatcaaacg aaccgtggec gctcccteeg tettcatttt tcccecttet 360
[10546] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctaccet 420
[10547] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agageggecaa ttcccaggag 480
[10548] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[10549] tccaaggetg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[10550] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[10551] <210> 669

[10552] <211> 1350

[10553]  <212> DNA

[10554] <213> A TEWK (Artificial organism)

[10555]  <220>

[10556]  <223> 5/ FFA

[10557]  <400> 669

[10558] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggcte actcegtttg 60
[10559] tcctgtgeag cttecggatt ctetetgtet accageggtg tgggtgtggg ctggattegt 120
[10560] caggccceegg gtaagggect cgagtggetg gecctgateg actgggecga tgacaagtac 180
[10561] tactctccet ctctgaagte tcgtectgact ataagtcgeg acaattcgaa aaacacactg 240
[10562] tacctacaac tgaacagctt aagagctgag gacactgecg tctattattg cgegegtggg 300
[10563] ggttctgacg ccgtgetegg cgactggtte gectactggg gtcaaggaac actagtcacce 360
[10564] gtctecctegg ctteccaccaa gggeccateg gtetteccee tggegeectg ctecaggage 420
[10565] acctccgaga gcacagecge cctgggetge ctggtcaagg actacttcece cgaaccggtg 480
[10566] acggtgtcgt ggaactcagg cgecctgace ageggegtge acaccttece ggetgtecta 540
[10567] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[10568] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[10569] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[10570] ccatcagtct tcctgttcce cccaaaaccce aaggacactc tcatgatctc ccggacceet 780
[10571] gaggtcacgt gecgtggtggt ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[10572] tacgtggatg gcgtggaggt gcataatgcc aagacaaage cgegggagga geagttcaac 900
[10573] agcacgtacc gtgtggtcag cgtcctcacce gtcctgecace aggactgget gaacggcaag 960
[10574] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctce 1020
[10575] aaagccaaag ggcagccccg agagecacag gtgtacacce tgecceccate ccaggaggag 1080
[10576] atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctacce cagegacatc 1140
[10577] gccgtggagt gggagagcaa tgggecagecg gagaacaact acaagaccac gectccegtg 1200
[10578] ctggactccg acggetcett cttcctctac agcaggctaa ccgtggacaa gagcaggtgg 1260
[10579] caggagggga atgtcttcte atgetcegtg atgecatgagg ctctgecacaa ccactacaca 1320
[10580] cagaagagcc tctccctgte tctgggtaaa 1350

[10581]  <210> 670

[10582]  <211> 639

[10583]  <212> DNA
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[10584] <213> AT AWk (Artificial organism)

[10585]  <220>

[10586]  <223> HiF4

[10587]  <400> 670

[10588] gatatccagt tgacccagtc cccgagttce ctgtcececgeet ctgtgggega tecgggtcace 60
[10589] atcacctgce gtgectcteca gggeatcgge agttacctgg cctggtatca acagaaacca 120
[10590] ggaaaagctc cgaagettct gatctacgac gectctaace tggaaaccgg tgtgecatct 180
[10591] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[10592] gaagacttcg caacttatta ctgccagcag ggctactcca tctggacctt cggacagggt 300
[10593] accaaggtgg agatcaaacg aaccgtggee getcecteeg tettcatttt teccecttet 360
[10594] gacgaacagc tgaagagtgg gacagccage gtggtctgtc tgectgaacaa tttctacccet 420
[10595] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagcggcaa ttcccaggag 480
[10596] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[10597] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[10598] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[10599]  <210> 671

[10600]  <211> 1350

[10601]  <212> DNA

[10602] <213> AT AWk (Artificial organism)

[10603]  <220>

[10604]  <223> G AFAI

[10605]  <400> 671

[10606] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete acteegtttg 60
[10607] tcctgtgcag cttccggatt ctctctgtet accageggtg tggetgtgge ctggattegt 120
[10608] caggcccecgg gtaagggeet cgagtggetg gecctgateg actgggacga tgacaagegt 180
[10609] tactctacct ctctgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[10610] tacctacaac tgaacagctt aagagctgag gacactgecg tctattattg cgegegtgag 300
[10611] ggttctacca ccgtggtcgg cgactggttc gactactgge gtcaaggaac actagtcacc 360
[10612] gtctectegg cttccaccaa gggeccateg gtettececee tggegecetg cteccaggage 420
[10613] acctccgaga gcacagecge cctgggetge ctggtcaagg actacttccee cgaaccggtg 480
[10614] acggtgtcgt ggaactcagg cgccctgace ageggegtge acaccttece ggetgtecta 540
[10615] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[10616] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[10617] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[10618] ccatcagtct tcctgttcce cccaaaacce aaggacactc tcatgatctc ccggaccect 780
[10619] gaggtcacgt gcgtggtget ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[10620] tacgtggatg gcgtggaggt gcataatgec aagacaaage cgegggagga gecagttcaac 900
[10621] agcacgtacc gtgtggtcag cgtcctcacc gtcctgecace aggactgget gaacggcaag 960
[10622] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctcece 1020
[10623] aaagccaaag ggcagccceg agagcecacag gtgtacacce tgeccccate ccaggaggag 1080
[10624] atgaccaaga accaggtcag cctgacctge ctggtcaaag gecttctacce cagecgacatc 1140
[10625] gccgtggagt gggagagcaa tgggcageeg gagaacaact acaagaccac gectccegtg 1200
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[10626]
[10627]
[10628]
[10629]
[10630]
[10631]
[10632]
[10633]
[10634]
[10635]
[10636]
[10637]
[10638]
[10639]
[10640]
[10641]
[10642]
[10643]
[10644]
[10645]
[10646]
[10647]
[10648]
[10649]
[10650]
[10651]
[10652]
[10653]
[10654]
[10655]
[10656]
[10657]
[10658]
[10659]
[10660]
[10661]
[10662]
[10663]
[10664]
[10665]
[10666]
[10667]

ctggactccg acggetectt cttectectac agecaggetaa ccgtggacaa gagcaggtgg 1260

caggagggga atgtcttcte atgectcegtg atgecatgagg ctctgecacaa ccactacaca 1320

cagaagagcc tctcecctgte tctgggtaaa 1350

<210> 672
<211> 639
<212> DNA

213> N T AWk (Artificial organism)

<220>

223> BT

<400> 672

gatatccagt tgacccagtc

atcacctgcce
ggaaaagctc
cgcttetetg
gaagacttcg
accaaggtgg
gacgaacagc
agagaggcaa
tctgtgactg
tccaaggcetg
tccagtccag
<210> 673

<211> 1338
<212> DNA

gtgcctetceca
cgaagcttct
gatccggtte
caacttatta
agatcaaacg
tgaagagtgg
aagtgcagtg
aacaggacag
attacgaaaa

tcacaaagtc

cccgagttcece
gggcatcgge
gatctacgac
cgggacggat
ctgccagcag
aaccgtggcce
gacagccagce
gaaggtcgat
taaagattca
gcataaagtc

attcaatagg

ctgtecegect
acttacctgg
gcctctaace
ttcactctga
ggctactcce
gcteecteeg
gtggtctgte
aacgccctge
acctatagcc

tatgcatgtg

ctgtgggcga
cctggtatca
gtgccaccgg
ccatcagcag
tctggacctt
tcttcatttt
tgctgaacaa
agagcggcaa
tgtcctetac

aggtcaccca

ggggagtgt 639

213> N T AWk (Artificial organism)

<220>

223> HRLFA

<400> 673

gaggttcage tggtggagtce

tcctgtgcecag
gceecgggta
tctccatcte
ctacaactga
tactactacg
tccaccaagg
acagccgcecece
aactcaggcg
ctctactcce
acctgcaacg
tatggtccce

ctgttceccece

gtggtggtgg

cttccggata
agggcctcega
tgaagtctcg
acagcttaag
gtgtgttcga
gcceccatceggt
tgggetgecet
ccctgaccag
tcagcagcgt
tagatcacaa
catgcccacc
caaaacccaa

acgtgagcca

tggeggtgge
ctctatctce
gtggatcggt
tgtgactata
agctgaggac
ctactggggt
cttceceectg
ggtcaaggac
cggegtgceac
ggtgaccgtg
gcecageaac
atgcccagca
ggacactctc

ggaagaccce

ctggtgcage
tctggttacc
gaaatctacc
agtcgcgaca
actgccgtet
caaggaacac
gcgeecetget
tacttcceceg
accttcecegg
ccctecagea
accaaggtgg
cctgagttcece
atgatctccce

gaggtccagt
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cagggggctce
actgggectg
actctggtte
attcgaaaaa
attattgcge
tagtcaccgt
ccaggagcac
aaccggtgac
ctgtcctaca
gcttgggecac
acaagagagt
tggggggacce
ggacccctga

tcaactggta

tcgggtcacce
acagaaacca
tatcccatct
tctgcagecg
cggacagggt
tceeecettet
tttctaccct
ttcccaggag
actgactctg
tcaggggetg

actccgtttg
gattcgtcag
tacctactac
cacactgtac
gcgttececca
ctcctegget
ctccgagagce
ggtgtegtag
gtcctcagga
gaagacctac
tgagtccaaa
atcagtcttc
ggtcacgtge
cgtggatggce

60

120
180
240
300
360
420
480
540
600

60

120
180
240
300
360
420
480
540
600
660
720
780
840
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[10668] gtggaggtge ataatgccaa gacaaagcecg cgggaggage agttcaacag cacgtaccgt 900
[10669] gtggtcageg tcctcaccgt cctgecaccag gactggetga acggcaagga gtacaagtge 960
[10670] aaggtctcca acaaaggcct cccgtectee atcgagaaaa ccatctccaa agccaaaggg 1020
[10671] cagccccgag agecacaggt gtacaccctg cccccatcece aggaggagat gaccaagaac 1080
[10672] caggtcagcc tgacctgect ggtcaaagge ttctacccca gegacatcge cgtggagtgg 1140
[10673] gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtget ggactcegac 1200
[10674] ggctccttet tcctctacag caggetaace gtggacaaga geaggtggea ggaggggaat 1260
[10675] gtcttetcat getcecgtgat gecatgagget ctgcacaacc actacacaca gaagagectc 1320
[10676]  tccctgtcte tgggtaaa 1338

[10677]  <210> 674

[10678] <211> 639

[10679]  <212> DNA

[10680] <213> A T/EWK (Artificial organism)

[10681]  <220>

[10682]  <223> &Jk/FAl

[10683]  <400> 674

[10684] gatatccagt tgacccagtc cccgagttcc ctgtcegeet ctgtgggega tecgggtcace 60
[10685] atcacctget ctgectette tegegtggge agegtgtact ggtatcaaca gaaaccagga 120
[10686] aaagctccga agcttctgat ctacgacgec tctaacctgg aaaccggtgt gecatctcge 180
[10687] ttctetggat ccggtteegg gacggatttc actctgacca tcagcagtct gecagecggaa 240
[10688] gacttcgcaa cttattactg ccagcagtac acccacgacc cagtcacctt cggacagggt 300
[10689] accaaggtgg agatcaaacg aaccgtggece getcccteeg tcttcatttt tccecettet 360
[10690] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctaccet 420
[10691] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagecggcaa ttcccaggag 480
[10692] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[10693] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[10694] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[10695]  <210> 675

[10696]  <211> 1350

[10697]  <212> DNA

[10698] <213> A TEWAK (Artificial organism)

[10699]  <220>

[10700]  <223> HHEF4

[10701]  <400> 675

[10702] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actcegtttg 60
[10703] tcctgtgeag cttecggatt ctetetgtet accggeggtg tggetgtggg ctggattegt 120
[10704] caggcccegg gtaagggect cgagtggetg gccctgatcg actgggacgg tgacaagtce 180
[10705] tactctacct ctctgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[10706] tacctacaac tgaacagctt aagagctgag gacactgecg tctattattg cgegegtgag 300
[10707] ggttctaccg ccgtggtecgg cgactggttc gactactggg gtcaaggaac actagtcacce 360
[10708] gtctectegg cttccaccaa gggeccateg gtcttecccee tggegecetg ctceccaggage 420
[10709] acctccgaga gcacageege cctgggetge ctggtcaagg actacttcee cgaaccggtg 480
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[10710] acggtgtcgt ggaactcagg cgecctgace ageggegtge acaccttece ggetgtecta 540
[10711] cagtcctcag gactctactc cctcagcage gtggtgaccg tgccctccag cagettggge 600
[10712] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[10713] gttgagtcca aatatggtcc cccatgcecca ccatgeccag cacctgagtt cctgggggga 720
[10714] ccatcagtct tcctgttcee cccaaaaccc aaggacactc tcatgatctc ccggaccect 780
[10715] gaggtcacgt gecgtggtggt ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[10716] tacgtggatg gcgtggaggt gecataatgcc aagacaaage cgegggagga geagttcaac 900
[10717] agcacgtacc gtgtggtcag cgtcctcacc gtcctgecace aggactgget gaacggecaag 960
[10718] gagtacaagt gcaaggtctc caacaaaggec ctcccgtect ccatcgagaa aaccatctece 1020
[10719] aaagccaaag ggcagecccg agagcecacag gtgtacacce tgeccccate ccaggaggag 1080
[10720] atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctacce cagegacatc 1140
[10721]  gccgtggagt gggagagcaa tgggcagecg gagaacaact acaagaccac gectccegtg 1200
[10722] ctggactccg acggctcett cttcctctac agcaggetaa ccgtggacaa gagcaggtgg 1260
[10723] caggagggga atgtcttcte atgetcegtg atgecatgagg ctctgecacaa ccactacaca 1320
[10724] cagaagagcc tctccctgte tctgggtaaa 1350

[10725]  <210> 676

[10726]  <211> 639

[10727]  <212> DNA

[10728] <213> AT 4AEWk (Artificial organism)

[10729]  <220>

[10730]  <223> &4l

[10731]  <400> 676

[10732] gatatccagt tgacccagtc cccgagttcc ctgteccgect ctgtgggega tecgggtcace 60
[10733] atcacctgcc gtgectctca gggecatcage cgttacctgg cctggtatca acagaaacca 120
[10734] ggaaaagctc cgaagcttcet gatctacgac gectctaacce gtgecaccgg tatcccatcet 180
[10735] cgcttctetg gatccggttc cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[10736] gaagacttcg caacttatta ctgccagcag ggctactcac tctggacctt cggacagggt 300
[10737] accaaggtgg agatcaaacg aaccgtggcc getccctecg tettcatttt teccecttet 360
[10738] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctaccet 420
[10739] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagecggcaa ttcccaggag 480
[10740] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[10741] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[10742] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[10743] <210> 677

[10744] <211> 1344

[10745]  <212> DNA

[10746] <213> A TAEWK (Artificial organism)

[10747]  <220>

[10748]  <223> & EfFS)

[10749]  <400> 677

[10750] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete acteegtttg 60
[10751] tcctgtgeag cttecggatt ctetetgtet accggeggtg tgggtgtgag ctggattegt 120
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[10752] caggccecegg gtaagggect cgagtgggtg tettccatet ctggtteegg tggtactace 180
[10753] tactacgccg actctgtcaa gggecgtttc actataagtc gegacaattc gaaaaacaca 240
[10754] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgcgecaga 300
[10755] gacgacctat actcctggta cttcgacgtg tggggtcaag gaacactagt caccgtctcece 360
[10756] tcggetteca ccaagggece atcggtctte cceetggege cetgetceccag gagecacctee 420
[10757] gagagcacag ccgceetggg ctgeetggte aaggactact tccccgaacc ggtgacggtg 480
[10758] tcgtggaact caggcgeceet gaccagegge gtgecacacct tcceggetgt cctacagtcee 540
[10759] tcaggactct actccctcag cagegtggtg accgtgecct ccagecagett gggecacgaag 600
[10760] acctacacct gcaacgtaga tcacaagccc agcaacacca aggtggacaa gagagttgag 660
[10761] tccaaatatg gtcccccatg cccaccatge ccagecacctg agttcetggg gggaccatca 720
[10762] gtcttecetgt tcccecccaaa acccaaggac actctcatga tctcccggac ccctgaggte 780
[10763] acgtgcgtgg tggtggacgt gagccaggaa gaccccgagg tccagttcaa ctggtacgtg 840
[10764] gatggegtgg aggtgecataa tgccaagaca aagccgeggg aggageagtt caacagcacg 900
[10765] taccgtgtgg tcagcgtcct caccgtecctg caccaggact ggectgaacgg caaggagtac 960
[10766] aagtgcaagg tctccaacaa aggcctcceg tcctccatcg agaaaaccat ctccaaagee 1020
[10767] aaagggcagc cccgagagec acaggtgtac accctgecce catcccagga ggagatgace 1080
[10768] aagaaccagg tcagcctgac ctgectggtc aaaggettct accccagega catcgecgtg 1140
[10769] gagtgggaga gcaatgggca gccggagaac aactacaaga ccacgectee cgtgetggac 1200
[10770] tccgacgget ccttettect ctacagecagg ctaaccgtgg acaagagecag gtggecaggag 1260
[10771] gggaatgtct tctcatgetce cgtgatgeat gaggetctge acaaccacta cacacagaag 1320
[10772] agcctectece tgtctetggg taaa 1344

[10773] <210> 678

[10774] <211> 639

[10775]  <212> DNA

[10776]  <213> AN TAW¥pfk (Artificial organism)

[10777]  <220>

[10778]  <223> &FH

[10779]  <400> 678

[10780] gatatccagt tgacccagtc cccgagttce ctgtcegect ctgtgggega tcgggtecace 60
[10781] atcacctgee gtgectctca gggtattgge tcttecectgg cttggtatca acagaaacca 120
[10782] ggaaaagctc cgaagcttct gatctacgec gectettett tgecagtctgg tgtgecatct 180
[10783] cgcttetetg gatcecggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[10784] gaagacttcg caacttatta ctgccagcag ggctactaca cctggacctt cggacagggt 300
[10785] accaaggtgg agatcaaacg aaccgtggece gctecccteeg tcttcatttt tececcettet 360
[10786] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctacccet 420
[10787] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agageggcaa ttcccaggag 480
[10788] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[10789] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[10790] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[10791]  <210> 679

[10792] <211> 1344

[10793]  <212> DNA
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[10794] <213> AT AWk (Artificial organism)

[10795]  <220>

[10796]  <223> G AUFAI

[10797]  <400> 679

[10798] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete acteegtttg 60
[10799] tcctgtgeag cttecggata ctectatctee tetggttact actgggactg gattcgtcag 120
[10800] gcececgggta agggectega gtgggtgtet tccatctetg gtgacggtga tactacctac 180
[10801] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[10802] tacctacaac tgaacagctt aagagctgag gacactgecg tctattattg cgccagagag 300
[10803] tactacggat acggttacgc cttggactac tggggtcaag gaacactagt caccgtctce 360
[10804] tcggetteca ccaagggece atcggtette cccectggege cetgeteccag gagecacctee 420
[10805] gagagcacag ccgecctggg ctgectggte aaggactact tccccgaace ggtgacggtg 480
[10806] tcgtggaact caggcgccct gaccagegge gtgecacacct tcceggetgt cctacagtcee 540
[10807] tcaggactct actccctcag cagegtggtg accgtgecct ccagcagett gggecacgaag 600
[10808] acctacacct gcaacgtaga tcacaagccc agcaacacca aggtggacaa gagagttgag 660
[10809] tccaaatatg gtcccccatg cccaccatge ccagecacctg agttcctggg gggaccatca 720
[10810] gtcttcctgt tcceccccaaa acccaaggac actctcatga tctcccggac cectgaggte 780
[10811] acgtgcgtgg tggtggacgt gagccaggaa gaccccgagg tccagttcaa ctggtacgtg 840
[10812] gatggegtgg aggtgcataa tgccaagaca aageccgeggg aggagcecagtt caacagecacg 900
[10813] taccgtgtgg tcagegtcct caccgtecctg caccaggact ggectgaacgg caaggagtac 960
[10814] aagtgcaagg tctccaacaa aggcctcceg tcctccatcg agaaaaccat ctccaaagec 1020
[10815] aaagggcagc cccgagagcc acaggtgtac accctgccce catcccagga ggagatgace 1080
[10816] aagaaccagg tcagcctgac ctgcctggtc aaaggettct accccagega catcgecgtg 1140
[10817] gagtgggaga gcaatgggeca gccggagaac aactacaaga ccacgectcee cgtgetggac 1200
[10818] tccgacgget cettetteet ctacagcagg ctaaccgtgg acaagagcag gtggecaggag 1260
[10819] gggaatgtct tctcatgetc cgtgatgecat gaggctctge acaaccacta cacacagaag 1320
[10820] agcctetece tgtctetggg taaa 1344

[10821]  <210> 680

[10822] <211> 642

[10823]  <212> DNA

[10824] <213> A T4EWA (Artificial organism)

[10825]  <220>

[10826]  <223> HHGF4

[10827]  <400> 680

[10828] gatatccagt tgacccagtc cccgagttce ctgtcegect ctgtgggega tcgggtcace 60
[10829] atcacctgee gtgectctca gggtatctet tcttacctgg cctggtatca acagaaacca 120
[10830] ggaaaagctc cgaagcttct gatctacgac gcctcttcte tggaatctgg tgtgecatcet 180
[10831] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[10832] gaagacttcg caacttacta ctgccagcag tactactcta ccccactgac cttcggtcag 300
[10833] ggtaccaagg tggagatcaa acgaaccgtg gccgetccet cegtettecat tttteccect 360
[10834] tctgacgaac agctgaagag tgggacagec agegtggtcet gtctgetgaa caatttctac 420
[10835] cctagagagg caaaagtgca gtggaaggtc gataacgecce tgcagagegg caattcccag 480
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[10836]
[10837]
[10838]
[10839]
[10840]
[10841]
[10842]
[10843]
[10844]
[10845]
[10846]
[10847]
[10848]
[10849]
[10850]
[10851]
[10852]
[10853]
[10854]
[10855]
[10856]
[10857]
[10858]
[10859]
[10860]
[10861]
[10862]
[10863]
[10864]
[10865]
[10866]
[10867]
[10868]
[10869]
[10870]
[10871]
[10872]
[10873]
[10874]
[10875]
[10876]
[10877]

gagtctgtga ctgaacagga cagtaaagat tcaacctata gcctgtccte tacactgact 540

ctgtccaagg ctgattacga aaagcataaa gtctatgcat gtgaggtcac ccatcagggg 600

ctgtccagtc cagtcacaaa gtcattcaat aggggggagt gt 642

210>
211>
212>
213>
220>
223>
<400> 681

gaggttcagce

681
1338
DNA

tcctgtgecag
gceecgggta
tctacctcte
ctacaactga
tactacggtt
tccaccaagg
acagccgecc
aactcaggcg
ctctactcce
acctgcaacg
tatggtccce
ctgttcccece
gtggtggteg
gtggaggtgc
gtggtcageg
aaggtctcca
cagccccgag
caggtcagcc
gagagcaatg
ggctecttet
gtcttctcat
tceetgtete
<210> 682

211> 654

<212> DNA

213>
220>
223>

<400> 682

Gl

tggtggagtc
cttccggata
agggcctcga
tgaagtctcg
acagcttaag
ctcacttcga
gcccatceggt
tgggctgecet
ccctgaccag
tcagcagcgt
tagatcacaa
catgcccacc
caaaacccaa
acgtgagcca
ataatgccaa
tcetecacegt
acaaaggcct
agccacaggt
tgacctgect
ggcagecgga
tcctctacag

gctecgtgat

tggeggtggce
ctctatctce
gtggetggece
tctgactata
agctgaggac
ctactggggt
cttcceccetg
ggtcaaggac
cggegtgceac
ggtgaccgtg
gcecagceaac
atgcccagca
ggacactctc
ggaagacccc
gacaaagccg
cctgcaccag
ccegtectee
gtacaccctg
ggtcaaaggc
gaacaactac
caggctaacc

gcatgaggct

tgggtaaa 1338

BT

AN TAYMAK (Artificial organism)

ctggtgcagce
tctggtcact
ctgatcgact
agtcgcgaca
actgcecgtet
caaggaacac
gcgeeetget
tacttcceeg
accttccecgg
ccctccagea
accaaggtgg
cctgagttcce
atgatctccce
gaggtccagt
cgggaggage
gactggctga
atcgagaaaa
cccecatece
ttctacccca
aagaccacgc
gtggacaaga

ctgcacaacc

N T Wk (Artificial organism)

cagggggctce
actggggcetg
ggtacggtga
attcgaaaaa
attattgcgce
tagtcaccgt
ccaggagcac
aaccggtgac
ctgtcctaca
gcttgggecac
acaagagagt
tggggggacc
ggacccctga
tcaactggta
agttcaacag
acggcaagga
ccatctccaa
aggaggagat
gcgacatcge
ctceegtget
gcaggtggcea
actacacaca

actccgtttg
gattcgtcag
caagtactac
cacactgtac
gcgttececgac
ctectegget
ctcecgagagce
ggtgtcgtgg
gtcctcagga
gaagacctac
tgagtccaaa
atcagtcttce
ggtcacgtge
cgtggatgge
cacgtaccgt
gtacaagtgc
agccaaaggg
gaccaagaac
cgtggagtgg
ggactccgac

ggaggggaat
gaagagcctc

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320

gatatccagt tgacccagtc cccgagttcc ctgtcecgect ctgtgggega tcgggtcace 60

atcacctgec gtgectetga gtetgtggac ttcgacggtt tctettteet ggectggtat 120
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[10878] caacagaaac caggaaaagc tccgaagctt ctgatctacg acgcctctaa cctggaaacc 180
[10879] ggtgtgecat ctegettete tggatceggt tcecgggacgg atttcactct gaccatcage 240
[10880] agtctgcage cggaagactt cgcaacttat tactgccage agtacgatac tttgectcgg 300
[10881] accttcggac agggtaccaa ggtggagatc aaacgaaccg tggecgetcee cteegtette 360
[10882] atttttccee cttctgacga acagctgaag agtgggacag ccagegtggt ctgtetgetg 420
[10883] aacaatttct accctagaga ggcaaaagtg cagtggaagg tcgataacge cctgcagage 480
[10884] ggcaattccc aggagtctgt gactgaacag gacagtaaag attcaaccta tagcctgtce 540
[10885] tctacactga ctctgtccaa ggctgattac gaaaagcata aagtctatge atgtgaggtce 600
[10886] acccatcagg ggctgtccag tccagtcaca aagtcattca atagggggga gtgt 654
[10887]  <210> 683

[10888]  <211> 1347

[10889]  <212> DNA

[10890] <213> A TAEWK (Artificial organism)

[10891]  <220>

[10892]  <223> £k FFA

[10893]  <400> 683

[10894] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggcte actcegtttg 60
[10895] tcctgtgecag ctteccggata caccttctece aactactgga ttcactgggt gegtcaggee 120
[10896] ccgggtaagg gectcgagtg ggtgtettac atctctggtg acggtgatac tacctactac 180
[10897] gccgactctg tcaagggeeg tttcactata agtcgegaca attcgaaaaa cacactgtac 240
[10898] ctacaactga acagcttaag agctgaggac actgccgtct attattgege gegtgagggt 300
[10899] tctaccaccg tggecggega ctggttegee tactggggte aaggaacact agtcaccgtce 360
[10900] tccteggett ccaccaaggg cccatcggte ttcceceetgg cgecctgete caggageace 420
[10901] tccgagagcea cagecgecct gggetgectg gtcaaggact acttcccega accggtgacg 480
[10902] gtgtcgtgga actcaggege cctgaccage ggegtgecaca ccttceegge tgtectacag 540
[10903] tcctcaggac tctactccct cagcagegtg gtgaccgtge cctccageag cttgggeacg 600
[10904] aagacctaca cctgcaacgt agatcacaag cccagcaaca ccaaggtgga caagagagtt 660
[10905] gagtccaaat atggtcccce atgeccacca tgeccageac ctgagttect ggggggacca 720
[10906] tcagtcttce tgttccccee aaaacccaag gacactctca tgatctccecg gacccctgag 780
[10907] gtcacgtgeg tggtggtgga cgtgagecag gaagacccceg aggtccagtt caactggtac 840
[10908] gtggatggcg tggaggtgeca taatgccaag acaaagccge gggaggagea gttcaacage 900
[10909] acgtaccgtg tggtcagegt cctcaccgtc ctgcaccagg actggetgaa cggecaaggag 960
[10910] tacaagtgca aggtctccaa caaaggcctc ccgtcctecca tcgagaaaac catctccaaa 1020
[10911] gccaaaggge agcecccgaga geccacaggtg tacaccctge ccccatccca ggaggagatg 1080
[10912] accaagaacc aggtcagcct gacctgectg gtcaaagget tctaccccag cgacatcgee 1140
[10913] gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgec tccegtgetg 1200
[10914] gactccgacg gctccttett cctctacage aggctaaccg tggacaagag caggtggcag 1260
[10915] gaggggaatg tcttctcatg ctccgtgatg catgaggetc tgcacaacca ctacacacag 1320
[10916] aagagcctct ccctgtctet gggtaaa 1347

[10917]  <210> 684

[10918]  <211> 639

[10919]  <212> DNA
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[10920] <213> AT AWk (Artificial organism)

[10921]  <220>

[10922]  <223> &4

[10923]  <400> 684

[10924] gatatccagt tgacccagtc cccgagttce ctgtcececgeet ctgtgggega tecgggtcace 60
[10925] atcacctgce gtgectcteca gggtattgge tctttcetgg gttggtatca acagaaacca 120
[10926] ggaaaagctc cgaagcttct gatctacgac gectcttcte tggaatctgg tgtgecatct 180
[10927] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[10928] gaagacttcg caacttatta ctgccagcag tactactctt tggtcacctt cggacagggt 300
[10929] accaaggtgg agatcaaacg aaccgtggee getcecteeg tettcatttt teccecttet 360
[10930] gacgaacagc tgaagagtgg gacagccage gtggtctgtc tgectgaacaa tttctacccet 420
[10931] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagcggcaa ttcccaggag 480
[10932] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[10933] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[10934] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[10935]  <210> 685

[10936]  <211> 1350

[10937]  <212> DNA

[10938] <213> AT AWk (Artificial organism)

[10939]  <220>

[10940]  <223> & AFAI

[10941]  <400> 685

[10942] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete acteegtttg 60
[10943] tcctgtgcag cttccggatt ctctctgtet accageggtg tggetgtggg ctggattegt 120
[10944] caggecccegg gtaagggeet cgagtggatce ggtgaaatct accactetgg ttctacctac 180
[10945] tactctccat ctctgaagtc tcgtgtgact ataagtcgeg acaattcgaa aaacacactg 240
[10946] tacctacaac tgaacagctt aaaagctgag gacactgecg tctattattg cgegegtgaa 300
[10947] ggttcagacg ttgtgaccgg cgactggttc gectactgge gtcaaggaac actagtcacc 360
[10948] gtctectegg cttccaccaa gggeccateg gtettececee tggegecetg cteccaggage 420
[10949] acctccgaga gcacagecge cctgggetge ctggtcaagg actacttccee cgaaccggtg 480
[10950] acggtgtcgt ggaactcagg cgccctgace ageggegtge acaccttece ggetgtecta 540
[10951] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[10952] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[10953] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[10954] ccatcagtct tcctgttcce cccaaaacce aaggacactc tcatgatctc ccggaccect 780
[10955] gaggtcacgt gcgtggtget ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[10956] tacgtggatg gcgtggaggt gcataatgec aagacaaage cgegggagga geagttcaac 900
[10957] agcacgtacc gtgtggtcag cgtcctcacc gtcctgecace aggactgget gaacggcaag 960
[10958] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctcce 1020
[10959] aaagccaaag ggcagccccg agagccacag gtgtacacce tgeccccate ccaggaggag 1080
[10960] atgaccaaga accaggtcag cctgacctge ctggtcaaag gecttctacce cagecgacatc 1140
[10961] gccgtggagt gggagagcaa tgggcageeg gagaacaact acaagaccac gectccegtg 1200
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[10962]
[10963]
[10964]
[10965]
[10966]
[10967]
[10968]
[10969]
[10970]
[10971]
[10972]
[10973]
[10974]
[10975]
[10976]
[10977]
[10978]
[10979]
[10980]
[10981]
[10982]
[10983]
[10984]
[10985]
[10986]
[10987]
[10988]
[10989]
[10990]
[10991]
[10992]
[10993]
[10994]
[10995]
[10996]
[10997]
[10998]
[10999]
[11000]
[11001]
[11002]
[11003]

ctggactccg acggetectt cttectectac agecaggetaa ccgtggacaa gagcaggtgg 1260

caggagggga atgtcttcte atgectcegtg atgecatgagg ctctgecacaa ccactacaca 1320

cagaagagcc tctcecctgte tctgggtaaa 1350

210>
211>
212>
213>
220>
223>
<400> 686
gatatccagt

686
639
DNA

atcacctgcce
ggaaaagctc
cgcttetetg
gaagacttcg
accaaggtgg
gacgaacagc
agagaggcaa
tctgtgactg
tccaaggcetg
tccagtccag
<210> 687

<211> 1350
<212> DNA

213>
220>
223>
<400> 687

gaggttcagce
tcctgtgcecag
gceccegggta
tacgccgact
tacctacaac
ggttctgacg
gtctectegg
acctccgaga
acggtgtcgt
cagtcctcag
acgaagacct
gttgagtcca
ccatcagtct

gaggtcacgt

Gl

tgacccagtc
gtgcctetceca
cgaagcttct
gatccggtte
caacttatta
agatcaaacg
tgaagagtgg
aagtgcagtg
aacaggacag
attacgaaaa

tcacaaagtc

B

tggtggagtce
cttccggata
agggcctcga
ctgtcaaggg
tgaacagctt
ccgtgetegg
cttccaccaa
gcacagccgce
ggaactcagg
gactctactc
acacctgcaa
aatatggtcc
tcetgttece

gcgtggtggt

cccgagttcece
gggtattagce
gatctacgac
cgggacggat
ctgccagcag
aaccgtggcce
gacagccagce
gaaggtcgat
taaagattca
gcataaagtc

attcaatagg

tggeggtgge
ctctatcacc
gtgggtgtet
ccgtttcact
aagagctgag
cgactggttce
gggcccatceg
cctgggetge
cgececetgacce
cctcagcagce
cgtagatcac
cccatgecca

CcCccaaaaccc

ggacgtgagce

AN TAYMAK (Artificial organism)

ctgtecegect
tctgteetgg
geetettete
ttcactctga
ggctactcce
gcteecteeg
gtggtctgte
aacgccctge
acctatagcc

tatgcatgtg

ctgtgggcega
cttggtatca
tggaatctgg
ccatcagcag
tctggacctt
tcttcatttt
tgctgaacaa
agagcggcaa
tgtcctetac

aggtcaccca

ggggagtgt 639

AN T AMMA (Artificial organism)

ctggtgcage
tctggtcact
ggtatctctg
ataagtcgcg
gacactgccg
gcctactggg
gtcttcecce
ctggtcaagg
agcggegtge
gtggtgaccg
aagcccagcea
ccatgcccag
aaggacactc

caggaagacc

314

cagggggctce
actggaactg
gtgacggttc
acaattcgaa
tctattattg
gtcaaggaac
tggecgecectg
actacttcce
acaccttccce
tgccecetecag
acaccaaggt
cacctgagtt
tcatgatctc

ccgaggtcca

tcgggtcacce
acagaaacca
tgtgccatcet
tctgcagecg
cggacagggt
tceeecettet
tttctaccct
ttcccaggag
actgactctg
tcaggggctg

actccgtttg
gattcgtcag
ttctacctac
aaacacactg
cgcgegtggg
actagtcacc
ctccaggagce
cgaaccggtg
ggctgtecta
cagcttggge
ggacaagaga
cctgggggga
ccggacccect

gttcaactgg

60

120
180
240
300
360
420
480
540
600

60

120
180
240
300
360
420
480
540
600
660
720
780
840
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[11004] tacgtggatg gcgtggaggt gecataatgec aagacaaage cgegggagga gecagttcaac 900
[11005] agcacgtacc gtgtggtcag cgtcctcace gtcctgeace aggactgget gaacggcaag 960
[11006] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctce 1020
[11007] aaagccaaag ggcagccceg agagccacag gtgtacaccc tgcccccate ccaggaggag 1080
[11008] atgaccaaga accaggtcag cctgacctge ctggtcaaag gecttctacce cagegacatc 1140
[11009] gccgtggagt gggagagcaa tgggcageeg gagaacaact acaagaccac gectccegtg 1200
[11010] ctggactccg acggeteett cttecctctac agcaggetaa ccgtggacaa gagcaggtgg 1260
[11011] caggagggga atgtcttctc atgetcegtg atgecatgagg ctctgecacaa ccactacaca 1320
[11012]  cagaagagcc tctcectgte tctgggtaaa 1350

[11013] <210> 688

[11014] <211> 639

[11015]  <212> DNA

[11016] <213> AT (Artificial organism)

[11017]  <220>

[11018]  <223> 5/kFFA

[11019]  <400> 688

[11020] gatatccagt tgacccagtc cccgagttcc ctgtcegeet ctgtgggega tecgggtcace 60
[11021] atcacctgce gtgectcteca gagcatcage agttacctgg cctggtatca acagaaacca 120
[11022] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatcet 180
[11023] cgcttectetg gatccggttc cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[11024] gaagacttcg caacttatta ctgccagcag ggctactcaa cctggacctt cggacagggt 300
[11025] accaaggtgg agatcaaacg aaccgtggec gctcccteeg tcttcatttt tccecettet 360
[11026] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctaccet 420
[11027] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagecggcaa ttcccaggag 480
[11028] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[11029] tccaaggetg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[11030] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[11031]  <210> 689

[11032] <211> 1353

[11033]  <212> DNA

[11034] <213> A T4EWA (Artificial organism)

[11035]  <220>

[11036]  <223> & AfFA)

[11037]  <400> 689

[11038] gaggttcage tggtggagte tggeggtgge ctggtgecage cagggggete actcegtttg 60
[11039] tcctgtgeag cttecggatt ctetetgtet accageggtg tgggtgtggg ctggattegt 120
[11040] caggccecegg gtaagggect cgagtgggtg tcetggtatet ctggtgeecgg tgattctace 180
[11041] tactacgccg actctgtcaa gggecgttte actataagtc gecgacaattc gaaaaacaca 240
[11042] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgegegegt 300
[11043] gagggttctg acaccgtget cggegactgg ttcgectact ggggtcaagg aacactagte 360
[11044] accgtcteet cggetteccac caagggecca tcggtecttee ccectggegee ctgeteccagg 420
[11045] agcacctccg agagcacage cgecctggge tgeetggtea aggactactt ccccgaaccg 480
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[11046] gtgacggtgt cgtggaactc aggecgecctg accageggeg tgecacacctt cceggetgte 540
[11047] ctacagtcct caggactcta ctccctcage agcgtggtga ccgtgeccte cagcagettg 600
[11048] ggcacgaaga cctacacctg caacgtagat cacaagccca gcaacaccaa ggtggacaag 660
[11049] agagttgagt ccaaatatgg tcccccatge ccaccatgec cagcacctga gttcctgggg 720
[11050] ggaccatcag tcttcctgtt ccccccaaaa cccaaggaca ctctcatgat ctccecggace 780
[11051] cctgaggtca cgtgegtggt ggtggacgtg agccaggaag accccgaggt ccagttcaac 840
[11052] tggtacgtgg atggcgtgga ggtgecataat gecaagacaa agecgeggga ggageagtte 900
[11053] aacagcacgt accgtgtggt cagecgtecctec accgtcecctge accaggactg getgaacgge 960
[11054] aaggagtaca agtgcaaggt ctccaacaaa ggcctccegt cctccatcga gaaaaccate 1020
[11055] tccaaagcca aagggcagcc ccgagageca caggtgtaca ccctgeccee atcccaggag 1080
[11056] gagatgacca agaaccaggt cagcctgacc tgcctggtca aaggcttcta ccccagegac 1140
[11057] atcgccgtgg agtgggagag caatgggcag ccggagaaca actacaagac cacgcctccc 1200
[11058] gtgctggact ccgacggete cttcttcecte tacagcagge taaccgtgga caagagcagg 1260
[11059] tggcaggagg ggaatgtctt ctcatgectcee gtgatgecatg aggectctgea caaccactac 1320
[11060] acacagaaga gcctctcect gtctetgggt aaa 1353

[11061]  <210> 690

[11062]  <211> 639

[11063]  <212> DNA

[11064] <213> A THAEWk (Artificial organism)

[11065]  <220>

[11066]  <223> &4l

[11067]  <400> 690

[11068] gatatccagt tgacccagtc cccgagttcc ctgteccgect ctgtgggega tecgggtcace 60
[11069] atcacctgce gtgectctca ggatattcge tcttacctgg cttggtatca acagaaacca 120
[11070] ggaaaagctc cgaagcttcet gatctacgac gectctaacce gtgecaccgg tatcccatcet 180
[11071] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[11072] gaagacttcg caacttatta ctgccagcag ggctactcca tctggacctt cggacagggt 300
[11073] accaaggtgg agatcaaacg aaccgtggece getceccteeg tettcatttt tccececttet 360
[11074] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctaccet 420
[11075] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagecggcaa ttcccaggag 480
[11076] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[11077] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[11078] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[11079] <210> 691

[11080] <211> 1350

[11081]  <212> DNA

[11082] <213> A TAEWMA (Artificial organism)

[11083]  <220>

[11084]  <223> & afFS)

[11085]  <400> 691

[11086] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete acteegtttg 60
[11087] tcctgtgecag ctteccggata ctctatctce tctggtcace actgggectg gattcegtcag 120
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[11088] gcccecgggta agggectega gtgggtgtet gttatctetg gtteeggtte ttctacctac 180
[11089] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[11090] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgag 300
[11091] ggttctgaca ccgtgetegg cgactggtte gectactggg gtcaaggaac actagtcacce 360
[11092] gtcteetegg ctteccaccaa gggeccateg gtcttececee tggegeecetg ctecaggage 420
[11093] acctccgaga gcacagcege cctgggetge ctggtcaagg actacttcce cgaaccggtg 480
[11094] acggtgtcgt ggaactcagg cgccctgace ageggegtge acaccttece ggetgtecta 540
[11095] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[11096] acgaagacct acacctgcaa cgtagatcac aagcccageca acaccaaggt ggacaagaga 660
[11097] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[11098] ccatcagtct tcctgttecece cccaaaaccce aaggacactc tcatgatctc ccggacceet 780
[11099] gaggtcacgt gecgtggtggt ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[11100] tacgtggatg gcgtggaggt gecataatgec aagacaaage cgegggagga geagttcaac 900
[11101] agcacgtacc gtgtggtcag cgtcctcacc gtcctgecace aggactgget gaacggcaag 960
[11102] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctce 1020
[11103] aaagccaaag ggcecagecccg agagcecacag gtgtacacce tgeccccate ccaggaggag 1080
[11104] atgaccaaga accaggtcag cctgacctge ctggtcaaag gcttctacce cagegacate 1140
[11105] gccgtggagt gggagagcaa tgggcageeg gagaacaact acaagaccac gectccegtg 1200
[11106] ctggactccg acggetectt cttectectac agcaggetaa ccgtggacaa gagcaggtgg 1260
[11107] caggagggga atgtcttctc atgctccgtg atgecatgagg ctctgeacaa ccactacaca 1320
[11108] cagaagagcc tctccctgte tctgggtaaa 1350

[11109] <210> 692

[11110] <211> 639

[11111]  <212> DNA

(111121 <213> AN TAW¥k (Artificial organism)

[11113]  <220>

[11114]  <223> &RFH

[11115]  <400> 692

[11116] gatatccagt tgacccagtc cccgagttce ctgtcegect ctgtgggega tcgggtecace 60
[11117] atcacctgee gtgectctca gggecatcage agttacctgg cctggtatca acagaaacca 120
[11118] ggaaaagctc cgaagcettct gatctacgac gectctaace tggaaaccgg tgtgecatct 180
[11119] cgcttetetg gatcecggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[11120] gaagacttcg caacttatta ctgccagcag ggctactcca cctggacctt cggacagggt 300
[11121]  accaaggtgg agatcaaacg aaccgtggec getcecteeg tettcatttt teccecttet 360
[11122] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctaccct 420
[11123] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagecggcaa ttcccaggag 480
[11124] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[11125] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[11126] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[11127]  <210> 693

[11128]  <211> 1353

[11129]  <212> DNA
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[11130] <213> AT AWk (Artificial organism)

[11131]  <220>

[11132]  <223> &4

[11133]  <400> 693

[11134] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete acteegtttg 60
[11135] tcctgtgecag ctteecggatt ctetetgtet accggeggtg tgggtgtgge ctggattegt 120
[11136] caggcccegg gtaagggect cgagtgggtg tcttccatet ctggttacgg ttctactace 180
[11137] tactacgccg actctgtcaa gggecgttte actataagtc gegacaattc gaaaaacaca 240
[11138] ctgtacctac aactgaacag cttaagagct gaggacactg ccgtctatta ttgcgegegt 300
[11139] gagggttctg acgeecgtget cggegactgg ttcggetact ggggtcaagg aacactagte 360
[11140] accgtctcct cggettccac caagggeccca tcggtcttee cectggegee ctgetccagg 420
[11141] agcacctccg agagcacage cgecctggge tgectggtca aggactactt ccccgaaccg 480
[11142] gtgacggtgt cgtggaactc aggegecctg accageggeg tgeacacctt cceggetgte 540
[11143] ctacagtcct caggactcta ctccctcage agegtggtga ccgtgeccte cagecagettg 600
[11144] ggcacgaaga cctacacctg caacgtagat cacaagccca gcaacaccaa ggtggacaag 660
[11145] agagttgagt ccaaatatgg tcccccatge ccaccatgece cagcacctga gttecctgggg 720
[11146] ggaccatcag tcttcctgtt ccccccaaaa cccaaggaca ctctcatgat ctccecggace 780
[11147] cctgaggtca cgtgegtggt ggtggacgtg ageccaggaag accccgaggt ccagttcaac 840
[11148] tggtacgtgg atggcgtgga ggtgcataat gccaagacaa agccgeggga ggagcagtte 900
[11149] aacagcacgt accgtgtggt cagcgtcecte accgtcectge accaggactg getgaacgge 960
[11150] aaggagtaca agtgcaaggt ctccaacaaa ggcctccegt cctccatcga gaaaaccatce 1020
[11151] tccaaagcca aagggcagcc ccgagageca caggtgtaca ccctgeccee atcccaggag 1080
[11152] gagatgacca agaaccaggt cagcctgacc tgcctggtca aaggecttcta ccccagegac 1140
[11153] atcgccgtge agtgggagag caatgggeag ccggagaaca actacaagac cacgectceee 1200
[11154] gtgctggact ccgacggete cttettecte tacagcagge taaccgtgga caagagcagg 1260
[11155]  tggcaggagg ggaatgtctt ctcatgetcc gtgatgecatg aggctctgea caaccactac 1320
[11156] acacagaaga gcctctceet gtctetgggt aaa 1353

[11157]  <210> 694

[11158] <211> 639

[11159]  <212> DNA

[11160]  <213> AT (Artificial organism)

[11161]  <220>

[11162]1  <223> &S

[11163]  <400> 694

[11164] gatatccagt tgacccagtc cccgagttce ctgtcegect ctgtgggega tcgggtcace 60
[11165] atcacctgee aggectctca ggacatcacc acgtacctgg cctggtatca acagaaacca 120
[11166] ggaaaagctc cgaagcttct gatctacgac gectctaacc gtgecaccgg tatcccatct 180
[11167] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[11168] gaagacttcg caacttatta ctgccagcag ggctactacc tctggacctt cggacagggt 300
[11169] accaaggtgg agatcaaacg aaccgtggec getceccteeg tettcatttt teccecttet 360
[11170] gacgaacagc tgaagagtgg gacagccagce gtggtctgte tgetgaacaa tttctaccct 420
[11171] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agageggeaa ttcccaggag 480
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[11172]
[11173]
[11174]
[11175]
[11176]
[11177]
[11178]
[11179]
[11180]
[11181]
[11182]
[11183]
[11184]
[11185]
[11186]
[11187]
[11188]
[11189]
[11190]
[11191]
[11192]
[11193]
[11194]
[11195]
[11196]
[11197]
[11198]
[11199]
[11200]
[11201]
[11202]
[11203]
[11204]
[11205]
[11206]
[11207]
[11208]
[11209]
[11210]
[11211]
[11212]
[11213]

tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540

tccaaggectg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600

tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

210>
211>
212>
213>
220>
223>
<400> 695
gaggttcagce

695
1350
DNA

tcctgtgcecag
caggcccecegg
tactctacct
tacctacaac
ggttctgaca
gtctcetegg
acctccgaga
acggtgtcgt
cagtcctcag
acgaagacct
gttgagtcca
ccatcagtct
gaggtcacgt
tacgtggatg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
caggagggga
cagaagagcc
<210> 696
211> 639
<212> DNA
213>
220>
223>

<400> 696

Gl

tggtggagtce
cttccggatt
gtaagggcct
ctctgaagtc
tgaacagctt
ccgtgetegg
cttccaccaa
gcacagccge
ggaactcagg
gactctactc
acacctgcaa
aatatggtcc
tcetgttece
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtcte
ggcagccceceg
accaggtcag
gggagagcaa
acggctecctt
atgtcttcte
tctceetgte

BT

tggeggtgge
ctctetgtet
cgagtggetg
tcgtetgact
aagagctgag
cgactggttce
gggcccatceg
cctgggetge
cgeccectgacce
cctcagcagce
cgtagatcac
cccatgecca
cccaaaacce
ggacgtgagce
gcataatgcce
cgtcctecacce
caacaaaggc
agagccacag
cctgacctge
tgggcageceg
cttcectetac
atgctcecgtg
tctgggtaaa

AN TAYMAK (Artificial organism)

ctggtgcagce
accggeggtg
gcectgateg
ataagtcgcg
gacactgccg
gcctactggg
gtcttccecece
ctggtcaagg
agcggegtge
gtggtgaccg
aagcccagcea
ccatgcccag
aaggacactc
caggaagacc
aagacaaagc
gtcctgeace
ctceegtecet
gtgtacaccc
ctggtcaaag
gagaacaact
agcaggctaa
atgcatgagg
1350

N T Wk (Artificial organism)

cagggggctce
tggetgtggg
actgggecegg
acaattcgaa
tctattattg
gtcaaggaac
tggcgeectg
actacttccc
acaccttccce
tgcectecag
acaccaaggt
cacctgagtt
tcatgatctc
ccgaggtcca
cgcgggagga
aggactggcet
ccatcgagaa
tgccececcate
gcttctacce
acaagaccac
ccgtggacaa

ctctgcacaa

actccgtttg
ctggattcgt
tgacaagtcc
aaacacactg
cgegegtggg
actagtcacc
ctccaggagce
cgaaccggtg
ggctgtecta
cagcttgggce
ggacaagaga
cctgggggga
ccggacccect
gttcaactgg
gcagttcaac
gaacggcaag
aaccatctcc
ccaggaggag
cagcgacatc
gceteeegtg
gagcaggtgg
ccactacaca

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320

gatatccagt tgacccagtc cccgagttcc ctgtcegect ctgtgggega tcgggtcace 60

atcacctgec gtgectetca gggegtcage ccttacctgg cctggtatca acagaaacca 120
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[11214] ggaaaagctc cgaagcttct gatctacgac gecctctaacc gtgeccaccgg tatcccatct 180
[11215] cgcttctctg gatccggttc cgggacggat ttcactctga ccatcagcag tctgcagecg 240
[11216] gaagacttcg caacttatta ctgccagcag ggctactcca cctggacctt cggacagggt 300
[11217]  accaaggtgg agatcaaacg aaccgtggcc getcccteeg tettcatttt teccecttet 360
[11218] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctaccet 420
[11219] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagcggcaa ttcccaggag 480
[11220] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[11221] tccaaggetg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[11222] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[11223] <210> 697

[11224] <211> 1350

[11225]  <212> DNA

[11226] <213> AT (Artificial organism)

[11227]  <220>

[11228]  <223> 5k FFS

[11229]  <400> 697

[11230] gaggttcagc tggtggagtc tggcggtgge ctggtgcage cagggggete actcegtttg 60
[11231] tcctgtgecag ctteccggata ctctatctcece tetggttace actgggectg gattcecgtcag 120
[11232] gceceecgggta agggectega gtgggtgtet tccatctectg gtgacggtte ttctacctac 180
[11233] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[11234] tacctacaac tgaacagctt aagagctgag gacactgecg tctattattg cgegegtgaa 300
[11235] ggttcagacg ctgtgaccgg cgactggttc gectactggg gtcaaggaac actagtcacc 360
[11236] gtctecctegg ctteccaccaa gggeccateg gtetteccee tggegeectg ctecaggage 420
[11237] acctccgaga gcacagecge cctgggetge ctggtcaagg actacttcece cgaaccggtg 480
[11238] acggtgtcgt ggaactcagg cgecctgace ageggegtge acaccttece ggetgtecta 540
[11239] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[11240] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[11241] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[11242] ccatcagtct tcctgttcee cccaaaacce aaggacactc tcatgatctc ccggaccect 780
[11243] gaggtcacgt gecgtggtggt ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[11244] tacgtggatg gcgtggaggt gcataatgcc aagacaaage cgegggagga geagttcaac 900
[11245] agcacgtacc gtgtggtcag cgtcctcacce gtcctgecace aggactgget gaacggcaag 960
[11246] gagtacaagt gcaaggtctc caacaaagge ctcccgtect ccatcgagaa aaccatctece 1020
[11247] aaagccaaag ggcagecccg agagcecacag gtgtacacce tgeccccatce ccaggaggag 1080
[11248] atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctacce cagegacatc 1140
[11249] gcecgtggagt gggagagcaa tgggecagecg gagaacaact acaagaccac gectcecegtg 1200
[11250] ctggactccg acggetcett cttcctctac agcaggctaa ccgtggacaa gagcaggtgg 1260
[11251] caggagggga atgtcttcte atgetcegtg atgecatgagg ctctgecacaa ccactacaca 1320
[11252]  cagaagagcc tctccctgte tctgggtaaa 1350

[11253] <210> 698

[11254] <211> 639

[11255]  <212> DNA
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[11256] <213> AT AWk (Artificial organism)

[11257]  <220>

[11258]  <223> HHiF4

[11259]  <400> 698

[11260] gatatccagt tgacccagtc cccgagttce ctgtcececgeet ctgtgggega tecgggtcace 60
[11261] atcacctgee gtgecteteca gggegtegge acttacctgg cctggtatca acagaaacca 120
[11262] ggaaaagctc cgaagcttct gatctacgac gectcttcte tggaatctgg tgtgecatct 180
[11263] cgcttetetg gatceggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[11264] gaagacttcg caacttatta ctgccagcag ggctactcac tctggacctt cggacagggt 300
[11265] accaaggtgg agatcaaacg aaccgtggece getecccteeg tcettcatttt teccccettet 360
[11266] gacgaacagc tgaagagtgg gacagccage gtggtctgtc tgectgaacaa tttctacccet 420
[11267] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagcggcaa ttcccaggag 480
[11268] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[11269] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[11270] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[11271]  <210> 699

[11272]  <211> 1350

[11273]  <212> DNA

[11274]  <213> A T4k (Artificial organism)

[11275]  <220>

[11276]  <223> &4l

[11277]  <400> 699

[11278] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete acteegtttg 60
[11279] tcctgtgcag cttccggatt ctctctgtet accageggtg tggetgtggg ctggattegt 120
[11280] caggccceegg gtaagggeet cgagtggetg gecctgateg actgggacga tgacaagtac 180
[11281] tactctacct ctctgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[11282] tacctacaac tgaacagctt aagagctgag gacactgecg tctattattg cgegegtgag 300
[11283] ggttctaccg ccgtggecgg cgactggttc gcctactggg gtcaaggaac actagtcace 360
[11284] gtctectegg cttccaccaa gggeccateg gtettececee tggegecetg cteccaggage 420
[11285] acctccgaga gcacagecge cctgggetge ctggtcaagg actacttccee cgaaccggtg 480
[11286] acggtgtcgt ggaactcagg cgccctgace ageggegtge acaccttece ggetgtecta 540
[11287] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[11288] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[11289] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[11290] ccatcagtct tcctgttcce cccaaaacce aaggacactc tcatgatctc ccggaccect 780
[11291] gaggtcacgt gcgtggtget ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[11292] tacgtggatg gcgtggaggt gecataatgec aagacaaage cgegggagga gecagttcaac 900
[11293] agcacgtacc gtgtggtcag cgtcctcacc gtcctgecace aggactgget gaacggcaag 960
[11294] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctcec 1020
[11295] aaagccaaag ggcagccccg agagcecacag gtgtacacce tgeccccate ccaggaggag 1080
[11296] atgaccaaga accaggtcag cctgacctge ctggtcaaag gecttctacce cagecgacatc 1140
[11297] gccgtggagt gggagagcaa tgggcageeg gagaacaact acaagaccac gectccegtg 1200
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[11298]
[11299]
[11300]
[11301]
[11302]
[11303]
[11304]
[11305]
[11306]
[11307]
[11308]
[11309]
[11310]
[11311]
[11312]
[11313]
[11314]
[11315]
[11316]
[11317]
[11318]
[11319]
[11320]
[11321]
[11322]
[11323]
[11324]
[11325]
[11326]
[11327]
[11328]
[11329]
[11330]
[11331]
[11332]
[11333]
[11334]
[11335]
[11336]
[11337]
[11338]
[11339]

ctggactccg acggetectt cttectectac agecaggetaa ccgtggacaa gagcaggtgg 1260

caggagggga atgtcttcte atgectcegtg atgecatgagg ctctgecacaa ccactacaca 1320

cagaagagcc tctcecctgte tctgggtaaa 1350

<210> 700
<211> 639
<212> DNA

213> N T AWk (Artificial organism)

<220>

223> BT

<400> 700

gatatccagt tgacccagtc

atcacctgcce
ggaaaagctc
cgcttetetg
gaagacttcg
accaaggtgg
gacgaacagc
agagaggcaa
tctgtgactg
tccaaggcetg
tccagtccag
<210> 701

<211> 1350
<212> DNA

aggcctctca
cgaagcttct
gatccggtte
caacttatta
agatcaaacg
tgaagagtgg
aagtgcagtg
aacaggacag
attacgaaaa

tcacaaagtc

cccgagttece
ggacatccge
gatctacgac
cgggacggat
ctgccagcag
aaccgtggcce
gacagccagc
gaaggtcgat
taaagattca
gcataaagtc

attcaatagg

ctgtecegect
acgttcctgg
gcctctaace
ttcactctga
ggctactcca
gcteecteeg
gtggtctgte
aacgccctge
acctatagcc

tatgcatgtg

ctgtgggcga
cctggtatca
gtgccaccgg
ccatcagcag
cctggacctt
tcttcatttt
tgctgaacaa
agagcggcaa
tgtcctetac

aggtcaccca

ggggagtgt 639

213> N T AWk (Artificial organism)

<220>

223> HRFA

<400> 701

gaggttcage tggtggagtce

tcctgtgecag
caggcccecegg
tactctacct
tacctacaac
ggtgaagacg
gtctectegg
acctccgaga
acggtgtcgt
cagtcctcag
acgaagacct
gttgagtcca
ccatcagtct

gaggtcacgt

cttccggatt
gtaagggcct
ctctgaagtc
tgaacagctt
ctgtgaccgg
cttccaccaa
gcacagccgce
ggaactcagg
gactctactc
acacctgcaa
aatatggtcc
tcetgttece

gcgtggtggt

tggeggtggce
ctctectgtet
cgagtggcectg
tcgtctgact
aagagctgag
cgactggttce
gggcccatceg
cctgggetge
cgceeetgacce
cctcagcagce
cgtagatcac
cccatgcecca

CcCccaaaaccc

ggacgtgagce

ctggtgcage
accggeggtg
gcectgatceg
ataagtcgcg
gacactgccg
gcctactggg
gtcttcecece
ctggtcaagg
agcggegtge
gtggtgaccg
aagcccagca
ccatgcccag
aaggacactc

caggaagacc
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cagggggctce
tggetgtggg
actgggeegg
acaattcgaa
tctattattg
gtcaaggaac
tggecgecectg
actacttcce
acaccttccce
tgccecetecag
acaccaaggt
cacctgagtt
tcatgatctc

ccgaggtcca

tcgggtcacce
acagaaacca
tatcccatcet
tctgcagecg
cggacagggt
tceeecttet
tttctaccct
ttcccaggag
actgactctg
tcaggggetg

actccgtttg
ctggattcgt
tgacaagtcce
aaacacactg
cgcgegtgaa
actagtcacc
ctccaggagce
cgaaccggtg
ggctgtecta
cagcttggge
ggacaagaga
cctgggggga
ccggacccect

gttcaactgg

60

120
180
240
300
360
420
480
540
600

60

120
180
240
300
360
420
480
540
600
660
720
780
840
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[11340] tacgtggatg gcgtggaggt gecataatgec aagacaaage cgegggagga gecagttcaac 900
[11341] agcacgtacc gtgtggtcag cgtcctcacc gtcctgecace aggactgget gaacggecaag 960
[11342] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctce 1020
[11343] aaagccaaag ggcagccceg agagccacag gtgtacaccc tgcccccate ccaggaggag 1080
[11344] atgaccaaga accaggtcag cctgacctge ctggtcaaag gecttctacce cagegacatc 1140
[11345] gccgtggagt gggagagcaa tgggcagecg gagaacaact acaagaccac gectccegtg 1200
[11346] ctggactccg acggeteett cttectctac agcaggetaa ccgtggacaa gagcaggtgg 1260
[11347] caggagggga atgtcttctc atgetcegtg atgecatgagg ctctgecacaa ccactacaca 1320
[11348] cagaagagcc tctcectgte tctgggtaaa 1350

[11349]  <210> 702

[11350] <211> 639

[11351]  <212> DNA

[11352] <213> A TAEWK (Artificial organism)

[11353]  <220>

[11354]  <223> &4

[11355]  <400> 702

[11356] gatatccagt tgacccagtc cccgagttce ctgtcegeet ctgtgggega tcgggtcace 60
[11357] atcacctgce aggcctcteca ggacatccge acgtacctgg cctggtatca acagaaacca 120
[11358] ggaaaagctc cgaagcttct gatctacgac gectctaacc gtgecaccgg tatcccatcet 180
[11359] cgettetetg gateceggtte cgggacggat ttcactctga ccatcagecag tctgeagecg 240
[11360] gaagacttcg caacttatta ctgccagcag ggctactcca tctggacctt cggacagggt 300
[11361] accaaggtgg agatcaaacg aaccgtggece getcccteeg tettcatttt tccececttet 360
[11362] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctaccet 420
[11363] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agagecggcaa ttcccaggag 480
[11364] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[11365] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[11366] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[11367]  <210> 703

[11368]  <211> 1341

[11369]  <212> DNA

[11370] <213> AT (Artificial organism)

[11371]  <220>

[11372]  <223> HHF4

[11373]  <400> 703

[11374] gaggttcage tggtggagte tggeggtgge ctggtgecage cagggggete actcegtttg 60
[11375] tcctgtgeag cttecggatt caccttctee agetactgga ttcactgggt gegtcaggee 120
[11376] ccgggtaagg gcctcgagtg ggtgtetgtt atctetggtg acggtgatac tacctactac 180
[11377] gccgactetg tcaagggecg tttcactata agtcgegaca attcgaaaaa cacactgtac 240
[11378] ctacaactga acagcttaag agctgaggac actgccgtct attattgege gegttccegt 300
[11379] ggtcttgtge tagacgectt cgactactgg ggtcaaggaa cactagtcac cgtctecteg 360
[11380] gcttccacca agggeccate ggtcectteccee ctggegecet getccaggag caccteccgag 420
[11381] agcacagccg ccctgggetg cetggtcaag gactacttce ccgaaccggt gacggtgteg 480
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[11382] tggaactcag gcgecctgac cageggegtg cacaccttee cggetgtect acagtcctca 540
[11383] ggactctact ccctcagecag cgtggtgace gtgecctcca geagettggg cacgaagacce 600
[11384] tacacctgca acgtagatca caagcccage aacaccaagg tggacaagag agttgagtcc 660
[11385] aaatatggtc ccccatgece accatgecca gcacctgagt tcctggggge accatcagte 720
[11386] ttcctgttee ccccaaaacc caaggacact ctcatgatct cccggaccee tgaggtcacg 780
[11387] tgcgtggtgg tggacgtgag ccaggaagac cccgaggtcce agttcaactg gtacgtggat 840
[11388] ggcgtggagg tgcataatge caagacaaag ccgegggagg agcagttcaa cagcacgtac 900
[11389] cgtgtggtca gegtectcac cgtecctgecac caggactgge tgaacggcecaa ggagtacaag 960
[11390] tgcaaggtct ccaacaaagg cctcccgtee tccatcgaga aaaccatctc caaagccaaa 1020
[11391] gggcagecce gagagecaca ggtgtacacc ctgeccccat cccaggagga gatgaccaag 1080
[11392] aaccaggtca gcctgacctg cctggtcaaa ggcttctace ccagcgacat cgecgtggag 1140
[11393] tgggagagca atgggcagec ggagaacaac tacaagacca cgcctccecgt getggactee 1200
[11394] gacggctcct tcttcctcta cagcaggeta accgtggaca agagcaggtg gcaggagggg 1260
[11395] aatgtcttct catgctccgt gatgcatgag gectctgecaca accactacac acagaagage 1320
[11396] ctctccctgt ctctgggtaa a 1341

[11397]  <210> 704

[11398]  <211> 648

[11399]  <212> DNA

[11400] <213> A T4AEWK (Artificial organism)

[11401]  <220>

[11402]  <223> G AUFA

[11403]  <400> 704

[11404] gatatccagt tgacccagtc cccgagttcc ctgtececgect ctgtgggega tcgggtcace 60
[11405] atcacctgce gtgectctca gtctgtgage ggcegtttee tggectggta tcaacagaaa 120
[11406] ccaggaaaag ctccgaagcet tctgatctac gacgectett ctectggaate tggtgtgeca 180
[11407]  tctcgcttct ctggatccgg ttccgggacg gatttcacte tgaccatcag cagtctgeag 240
[11408] ccggaagact tcgcaactta ttactgccag cagtacgact actggecacc ttacacctte 300
[11409] ggacagggta ccaaggtgga gatcaaacga accgtggecg ctcccteegt cttcattttt 360
[11410] cccccttetg acgaacaget gaagagtggg acagccageg tggtetgtet getgaacaat 420
[11411] ttctacccta gagaggcaaa agtgcagtgg aaggtcgata acgccctgea gageggecaat 480
[11412] tcccaggagt ctgtgactga acaggacagt aaagattcaa cctatagect gtcctctaca 540
[11413] ctgactctgt ccaaggctga ttacgaaaag cataaagtct atgcatgtga ggtcacccat 600
[11414]  caggggctgt ccagtccagt cacaaagtca ttcaataggg gggagtgt 648

[11415]  <210> 705

[11416] <211> 1350

[11417]  <212> DNA

[11418] <213> A TAEWA (Artificial organism)

[11419]  <220>

[11420] <223> &4

[11421]  <400> 705

[11422] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete actecegtttg 60
[11423] tcctgtgeag cttecggatt ctetetgtet accggeggtg tgggtgtggg ctggattegt 120
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[11424] caggccecegg gtaagggect cgagtggetg gecctgatecg actgggecga tgacaagtac 180
[11425] tactctccct ctctgaagtc tcgtctgact ataagtcgeg acaattcgaa aaacacactg 240
[11426] tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtggg 300
[11427] ggttctgaca ccgtgatcgg cgactggttc gectactggg gtcaaggaac actagtcacce 360
[11428] gtcteetegg ctteccaccaa gggeccateg gtcttececee tggegeecetg ctecaggage 420
[11429] acctccgaga gcacagecge cctgggetge ctggtcaagg actacttcce cgaaccggtg 480
[11430] acggtgtcgt ggaactcagg cgccctgace ageggegtge acaccttece ggetgtecta 540
[11431] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[11432] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[11433] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[11434] ccatcagtct tcctgttecece cccaaaaccce aaggacactc tcatgatctc ccggacceet 780
[11435] gaggtcacgt gecgtggtggt ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[11436] tacgtggatg gcgtggaggt gecataatgec aagacaaage cgegggagga geagttcaac 900
[11437] agcacgtacc gtgtggtcag cgtcctcacc gtcctgecace aggactgget gaacggcaag 960
[11438] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctcc 1020
[11439] aaagccaaag ggcecagecccg agagcecacag gtgtacacce tgeccccate ccaggaggag 1080
[11440] atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctacce cagegacate 1140
[11441] gccgtggagt gggagagcaa tgggcageeg gagaacaact acaagaccac gectccegtg 1200
[11442] ctggactccg acggetectt cttectectac agcaggetaa ccgtggacaa gagcaggtgg 1260
[11443] caggagggga atgtcttctc atgctccgtg atgecatgagg ctctgeacaa ccactacaca 1320
[11444] cagaagagcc tctccctgte tctgggtaaa 1350

[11445]  <210> 706

[11446] <211> 639

[11447]  <212> DNA

[11448]  <213> N TAEWpfk (Artificial organism)

[11449]  <220>

[11450]  <223> HHEiF41

[11451]  <400> 706

[11452] gatatccagt tgacccagtc cccgagttce ctgtcegect ctgtgggega tcgggtcecace 60
[11453] atcacctgee gtgectctca gagecatcgge agttacctgg cctggtatca acagaaacca 120
[11454] ggaaaagctc cgaagcettct gatctacgac gectctaace tggaaaccgg tgtgecatct 180
[11455] cgcttetetg gatcecggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[11456] gaagacttcg caacttatta ctgccagcag ggctactacc tctggacctt cggacagggt 300
[11457] accaaggtgg agatcaaacg aaccgtggece gctcccteeg tettcatttt tececccettet 360
[11458] gacgaacagc tgaagagtgg gacagccage gtggtctgte tgetgaacaa tttctacccet 420
[11459] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agageggecaa ttcccaggag 480
[11460] tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540
[11461] tccaaggctg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600
[11462] tccagtccag tcacaaagtc attcaatagg ggggagtgt 639

[11463]  <210> 707

[11464]  <211> 1350

[11465]  <212> DNA
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[11466] <213> AT HAEWk (Artificial organism)

[11467]  <220>

[11468]  <223> &4

[11469]  <400> 707

[11470] gaggttcage tggtggagtc tggeggtgge ctggtgecage cagggggete acteegtttg 60
[11471] tcctgtgeag cttecggata ctctatcace tctggttace actggagetg gattcgtcag 120
[11472] gceecgggta agggectega gtgggtgtet tccatctetg gttacggtga tactacctac 180
[11473] tacgccgact ctgtcaaggg ccgtttcact ataagtcgeg acaattcgaa aaacacactg 240
[11474]  tacctacaac tgaacagctt aagagctgag gacactgccg tctattattg cgegegtgag 300
[11475] ggttctgaca ccgtgetegg cgactggttc gectactggg gtcaaggaac actagtcacce 360
[11476] gtctectegg cttccaccaa gggeccateg gtetteccee tggegeecetg cteccaggage 420
[11477] acctccgaga gcacagecge cctgggetge ctggtcaagg actacttcce cgaaccggtg 480
[11478] acggtgtcgt ggaactcagg cgccctgace agcggegtge acaccttcee ggetgtecta 540
[11479] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[11480] acgaagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga 660
[11481] gttgagtcca aatatggtcc cccatgecca ccatgeccag cacctgagtt cctgggggga 720
[11482] ccatcagtct tcctgttece cccaaaacce aaggacactc tcatgatctc ccggaccecet 780
[11483] gaggtcacgt gegtggtggt ggacgtgage caggaagacc ccgaggtcca gttcaactgg 840
[11484] tacgtggatg gcgtggaggt gcataatgecc aagacaaagce cgegggagga gecagttcaac 900
[11485] agcacgtacc gtgtggtcag cgtcctcace gtectgeace aggactgget gaacggcaag 960
[11486] gagtacaagt gcaaggtctc caacaaaggc ctcccgtect ccatcgagaa aaccatctec 1020
[11487] aaagccaaag ggcagcccecg agagccacag gtgtacacce tgeccecatce ccaggaggag 1080
[11488] atgaccaaga accaggtcag cctgacctge ctggtcaaag gcttctaccc cagegacatc 1140
[11489] gcecgtggagt gggagagcaa tgggecagecg gagaacaact acaagaccac gectcceegtg 1200
[11490] ctggactccg acggetectt cttectectac agecaggetaa ccgtggacaa gagcaggtgg 1260
[11491] caggagggga atgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacaca 1320
[11492] cagaagagcc tctccetgte tctgggtaaa 1350

[11493]  <210> 708

[11494] <211> 639

[11495]  <212> DNA

[11496] <213> AT (Artificial organism)

[11497]  <220>

[11498]  <223> & AfEA)

[11499]  <400> 708

[11500] gatatccagt tgacccagtc cccgagttce ctgtcecegect ctgtgggega tcgggtcace 60
[11501] atcacctgee aggectctca ggacatccge acgtacctgg cctggtatca acagaaacca 120
[11502] ggaaaagctc cgaagcttct gatctacgac gectctaacc tggaaaccgg tgtgecatct 180
[11503] cgettetetg gatceggtte cgggacggat ttcactctga ccatcagcag tctgecagecg 240
[11504] gaagacttcg caacttatta ctgccagcag ggctactcca tctggacctt cggacagggt 300
[11505] accaaggtgg agatcaaacg aaccgtggec getcccteeg tettcatttt tcccecttet 360
[11506] gacgaacagc tgaagagtgg gacagccagce gtggtctgte tgetgaacaa tttctaccct 420
[11507] agagaggcaa aagtgcagtg gaaggtcgat aacgccctge agageggeaa ttcccaggag 480
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[11508]
[11509]
[11510]
[11511]
[11512]
[11513]
[11514]
[11515]
[11516]
[11517]
[11518]
[11519]
[11520]
[11521]
[11522]
[11523]
[11524]
[11525]
[11526]
[11527]
[11528]
[11529]
[11530]
[11531]
[11532]
[11533]
[11534]
[11535]
[11536]
[11537]
[11538]
[11539]
[11540]
[11541]
[11542]
[11543]
[11544]
[11545]
[11546]
[11547]
[11548]
[11549]

tctgtgactg aacaggacag taaagattca acctatagcc tgtcctctac actgactctg 540

tccaaggectg attacgaaaa gcataaagtc tatgcatgtg aggtcaccca tcaggggetg 600

tccagtccag tcacaaagtc attcaatagg ggggagtgt 639
<210> 709

211> 13

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> BT

<400> 709

Phe Ser Leu Ser Thr Ser Gly Val Ala Val Ser Trp Ile
1 5 10

<210> 710

211> 13

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> BT

<400> 710

Phe Ser Leu Ser Thr Ser Gly Val Ala Val Gly Trp Ile
1 5 10

<210> 711

211> 13

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> BT

<400> 711

Phe Ser Leu Ser Thr Ser Gly Val Gly Val Gly Trp Ile
1 5 10

<210> 712

211> 12

<212> PRT

213> NTHAEWA (Artificial organism)

220>

<223> BT

<400> 712

Tyr Ser Ile Thr Ser Gly His Tyr Trp Ala Trp Ile
1 5 10

<210> 713

211> 13

<212> PRT
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[11550] <213> AT AWk (Artificial organism)

[11551]  <220>

[11552]  <223> & )74

[11553]  <400> 713

[11554] Phe Ser Leu Ser Thr Ser Gly Val Gly Val Gly Trp Ile
[11555] 1 5 10

[11556]  <210> 714

[11557] 211> 13

[11558]  <212> PRT

(115591 <213> A T/EWpfk (Artificial organism)

[11560]  <220>

[11561]  <223> &S

[11562]  <400> 714

[11563]  Phe Ser Leu Ser Thr Ser Gly Val Ala Val Ala Trp Ile
[11564] 1 5 10

[11565]  <210> 715

[11566] <211> 12

[11567]  <212> PRT

[11568] <213> AT AWk (Artificial organism)

[11569]  <220>

[11570]  <223> &JkFHl

[11571]  <400> 715

[11572]  Tyr Ser Ile Ser Ser Gly Tyr His Trp Ala Trp Ile
[11573] 1 5 10

[11574]  <210> 716

[11575]  <211> 13

[11576]  <212> PRT

[11577]  <213> A TAEWK (Artificial organism)

[11578]  <220>

[11579]  <223> &S

[11580]  <400> 716

[11581] Phe Ser Leu Ser Thr Gly Gly Val Ala Val Gly Trp Ile
[11582] 1 5 10

[11583]  <210> 717

[11584] <211> 13

[11585]  <212> PRT

[11586]  <213> AT A¥k (Artificial organism)

[11587]  <220>

[11588]  <223> & afEA)

[11589]  <400> 717

[11590] Phe Ser Leu Ser Thr Gly Gly Val Gly Val Ser Trp Ile
[11591] 1 5 10
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[11592] <210> 718

[11593] <211> 12

[11594]  <212> PRT

[11595]  <213> AT (Artificial organism)
[11596]  <220>

[11597]  <223> &S

[11598]  <400> 718

[11599] Tyr Ser Ile Ser Ser Gly Tyr Tyr Trp Asp Trp Ile
[11600] 1 5 10
[11601]  <210> 719

[11602] <211> 12

[11603]  <212> PRT

[11604] <213> AT (Artificial organism)
[11605]  <220>

[11606]  <223> &Jk74l

[11607]  <400> 719

[11608] Tyr Ser Ile Ser Ser Gly His Tyr Trp Gly Trp Ile
[11609] 1 5 10
[11610]  <210> 720

[11611] <211> 11

[11612]  <212> PRT

[11613]  <213> AT (Artificial organism)
[11614]  <220>

[11615]  <223> &JkF4l

[11616]  <400> 720

[11617] Tyr Thr Phe Ser Asn Tyr Trp Ile His Trp Val
[11618] 1 5 10
[11619]  <210> 721

[11620] <211> 13

[11621]  <212> PRT

[11622] <213> AT (Artificial organism)
[11623]  <220>

[11624]  <223> &RFH

[11625]  <400> 721

[11626] Phe Ser Leu Ser Thr Ser Gly Val Gly Val Gly Trp Ile
[11627] 1 5 10
[11628]  <210> 722

[11629] <211> 12

[11630]  <212> PRT

[11631]  <213> AT (Artificial organism)
[11632] <220

[11633]  <223> A HfFS)
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[11634]
[11635]
[11636]
[11637]
[11638]
[11639]
[11640]
[11641]
[11642]
[11643]
[11644]
[11645]
[11646]
[11647]
[11648]
[11649]
[11650]
[11651]
[11652]
[11653]
[11654]
[11655]
[11656]
[11657]
[11658]
[11659]
[11660]
[11661]
[11662]
[11663]
[11664]
[11665]
[11666]
[11667]
[11668]
[11669]
[11670]
[11671]
[11672]
[11673]
[11674]
[11675]

<400> 722

Tyr Ser Ile Thr Ser Gly His
1 5

<210> 723

211> 13

<212> PRT

213> NT/AWk (Artificial
220>

<223> HRFY

<400> 723

Phe Ser Leu Ser Thr Ser Gly
1 5

<210> 724

211> 12

<212> PRT

213> NT/AEWk (Artificial
220>

<223> BT

<400> 724

Tyr Ser Ile Ser Ser Gly His
1 5

<210> 725

211> 13

<212> PRT

213> NTAWk (Artificial
220>

<223> BT

<400> 725

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 726

211> 13

<212> PRT

213> N T AWk (Artificial
220>

<223> BT

<400> 726

Phe Ser Leu Ser Thr Gly Gly
1 5

<210> 727

211> 12

<212> PRT

Tyr Trp Asn Trp Ile
10

organism)

Val Gly Val Gly Trp Ile
10

organism)

His Trp Ala Trp Ile
10

organism)

Val Gly Val Ala Trp Ile
10

organism)

Val Ala Val Gly Trp Ile
10
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[11676] <213> AT HAEWk (Artificial organism)

[11677]  <220>

[11678] 223> EFETA

[11679]  <400> 727

[11680] Tyr Ser Ile Ser Ser Gly Tyr His Trp Ala Trp Ile
[11681] 1 5 10

[11682] <210> 728

[11683] <211> 13

[11684] <212> PRT

[11685]  <213> A T/EWpfk (Artificial organism)

[11686]  <220>

[11687]  <223> & AFS)

[11688]  <400> 728

[11689] Phe Ser Leu Ser Thr Ser Gly Val Ala Val Gly Trp Ile
[11690] 1 5 10

[11691]  <210> 729

[11692] <211> 13

[11693] <212> PRT

[11694] <213> A THAEWK (Artificial organism)

[11695]  <220>

[11696]  <223> &JkFHl

[11697]  <400> 729

[11698] Phe Ser Leu Ser Thr Gly Gly Val Ala Val Gly Trp Ile
[11699] 1 5 10

[11700]  <210> 730

[11701]  <211> 11

[11702]  <212> PRT

[11703] <213> A TAEWA (Artificial organism)

[11704]  <220>

[11705]  <223> & RFS)

[11706]  <400> 730

[11707]  Phe Thr Phe Ser Ser Tyr Trp Ile His Trp Val
[11708] 1 5 10

[11709] <210> 731

[11710] <211> 13

[11711]  <212> PRT

[11712]  <213> AT (Artificial organism)

[11713]  <220>

[11714]  <223> GRS

[11715]  <400> 731

[11716] Phe Ser Leu Ser Thr Gly Gly Val Gly Val Gly Trp Ile
[11717] 1 ) 10
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[11718]
[11719]
[11720]
[11721]
[11722]
[11723]
[11724]
[11725]
[11726]
[11727]
[11728]
[11729]
[11730]
[11731]
[11732]
[11733]
[11734]
[11735]
[11736]
[11737]
[11738]
[11739]
[11740]
[11741]
[11742]
[11743]
[11744]
[11745]
[11746]
[11747]
[11748]
[11749]
[11750]
[11751]
[11752]
[11753]
[11754]
[11755]
[11756]
[11757]
[11758]
[11759]

<210> 732
211> 12
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHUTA
<400> 732
Tyr Ser Ile Thr Ser Gly Tyr His Trp Ser Trp Ile
1 5 10
<210> 733
211> 21
<212> PRT
213> N TAMfk (Artificial organism)
220>
223> FHUTA
<400> 733
Ile Gly Ile Ile Asn Pro Asn Phe Gly Asp Thr Asn Tyr Ala Gln Lys
1 5 10 15
Phe Gln Gly Arg Val
20
<210> 734
<211> 20
<212> PRT
213> N TAMfk (Artificial organism)
220>
223> FHUTA
<400> 734
Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 735
<211> 20
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHUTA
<400> 735
Leu Ala Leu Ile Asp Trp Asp Asp Asp Lys Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
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[11760]
[11761]
[11762]
[11763]
[11764]
[11765]
[11766]
[11767]
[11768]
[11769]
[11770]
[11771]
[11772]
[11773]
[11774]
[11775]
[11776]
[11777]
[11778]
[11779]
[11780]
[11781]
[11782]
[11783]
[11784]
[11785]
[11786]
[11787]
[11788]
[11789]
[11790]
[11791]
[11792]
[11793]
[11794]
[11795]
[11796]
[11797]
[11798]
[11799]
[11800]
[11801]

<210> 736
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHUTA
<400> 736
Val Ser Ser Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
210> 737
211> 20
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHUTA
<400> 737
Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 738
211> 20
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHUTA
<400> 738
Leu Ala Leu Ile Asp Trp Asp Asp Asp Lys Arg Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 739
211> 20
<212> PRT
213> AT AWk (Artificial organism)
220>
223> FHUTA
<400> 739
Ile Gly Glu Ile Tyr His Ser Gly Ser Thr Tyr Tyr Ser Pro Ser Leu
1 5 10 15
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[11802]
[11803]
[11804]
[11805]
[11806]
[11807]
[11808]
[11809]
[11810]
[11811]
[11812]
[11813]
[11814]
[11815]
[11816]
[11817]
[11818]
[11819]
[11820]
[11821]
[11822]
[11823]
[11824]
[11825]
[11826]
[11827]
[11828]
[11829]
[11830]
[11831]
[11832]
[11833]
[11834]
[11835]
[11836]
[11837]
[11838]
[11839]
[11840]
[11841]
[11842]
[11843]

Lys Ser Arg Val

20
<210> 740
211> 20
<212> PRT
213> NT AWk (Artificial organism)
220>
223> TSI
<400> 740
Leu Ala Leu Ile Asp Trp Asp Gly Asp Lys Ser Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 741
211> 21
<212> PRT
213> AT AWK (Artificial organism)
220>
223> HAITAI
<400> 741
Val Ser Ser Ile Ser Gly Ser Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 742
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> HAITAI
<400> 742
Val Ser Ser Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 743
211> 20
<212> PRT
213> ANT AWk (Artificial organism)
220>
223> HAITAI
<400> 743
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[11844]
[11845]
[11846]
[11847]
[11848]
[11849]
[11850]
[11851]
[11852]
[11853]
[11854]
[11855]
[11856]
[11857]
[11858]
[11859]
[11860]
[11861]
[11862]
[11863]
[11864]
[11865]
[11866]
[11867]
[11868]
[11869]
[11870]
[11871]
[11872]
[11873]
[11874]
[11875]
[11876]
[11877]
[11878]
[11879]
[11880]
[11881]
[11882]
[11883]
[11884]
[11885]

Leu Ala Leu Ile Asp Trp Tyr Gly Asp Lys Tyr Tyr Ser Thr Ser Leu

1 5 10 15
Lys Ser Arg Leu
20
210> 744
211> 21
<212> PRT
213> AT AWk (Artificial organism)
220>
223> G TS
<400> 744
Val Ser Tyr Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 745
211> 20
<212> PRT
213> AT AWk (Artificial organism)
220>
223> G TS
<400> 745
Ile Gly Glu Ile Tyr His Ser Gly Ser Thr Tyr Tyr Ser Pro Ser Leu
1 5 10 15
Lys Ser Arg Val
20
<210> 746
211> 21
<212> PRT
213> N TAMfk (Artificial organism)
220>
223> HHTA
<400> 746
Val Ser Gly Ile Ser Gly Asp Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 747
211> 21
<212> PRT
213> N TAMfk (Artificial organism)
220>
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[11886]
[11887]
[11888]
[11889]
[11890]
[11891]
[11892]
[11893]
[11894]
[11895]
[11896]
[11897]
[11898]
[11899]
[11900]
[11901]
[11902]
[11903]
[11904]
[11905]
[11906]
[11907]
[11908]
[11909]
[11910]
[11911]
[11912]
[11913]
[11914]
[11915]
[11916]
[11917]
[11918]
[11919]
[11920]
[11921]
[11922]
[11923]
[11924]
[11925]
[11926]
[11927]

223> FHFFA

<400> 747
Val Ser Gly Ile Ser Gly Ala Gly Asp Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 748
211> 21
<212> PRT
213> NTHAWMA (Artificial organism)
220>
223> HHUTH
<400> 748
Val Ser Val Ile Ser Gly Ser Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 749
211> 21
<212> PRT
213> NTHWA (Artificial organism)
220>
223> HHUTH
<400> 749
Val Ser Ser Ile Ser Gly Tyr Gly Ser Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 750
211> 20
<212> PRT
213> NTHAWA (Artificial organism)
220>
223> HHUT A
<400> 750
Leu Ala Leu Ile Asp Trp Ala Gly Asp Lys Ser Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 751
211> 21
<212> PRT
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[11928]
[11929]
[11930]
[11931]
[11932]
[11933]
[11934]
[11935]
[11936]
[11937]
[11938]
[11939]
[11940]
[11941]
[11942]
[11943]
[11944]
[11945]
[11946]
[11947]
[11948]
[11949]
[11950]
[11951]
[11952]
[11953]
[11954]
[11955]
[11956]
[11957]
[11958]
[11959]
[11960]
[11961]
[11962]
[11963]
[11964]
[11965]
[11966]
[11967]
[11968]
[11969]

213> NTHAEWA (Artificial organism)

220>
<223> BT
<400> 751
Val Ser Ser Ile Ser Gly Asp Gly Ser Ser Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 752
211> 20
<212> PRT
213> NTHAEWA (Artificial organism)
220>
<223> BT
<400> 752
Leu Ala Leu Ile Asp Trp Asp Asp Asp Lys Tyr Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 753
211> 20
<212> PRT
213> NTHAEWA (Artificial organism)
220>
<223> BT
<400> 753
Leu Ala Leu Ile Asp Trp Ala Gly Asp Lys Ser Tyr Ser Thr Ser Leu
1 5 10 15
Lys Ser Arg Leu
20
<210> 754
211> 21
<212> PRT
213> NTHAEWA (Artificial organism)
220>
<223> BT
<400> 754
Val Ser Val Ile Ser Gly Asp Gly Asp Thr Thr Tyr Tyr Ala Asp Ser
1 5 10 15
Val Lys Gly Arg Phe
20
<210> 755
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[11970]  <211> 20

[11971]  <212> PRT

(119721  <213> AN TAW¥pk (Artificial organism)

[11973]  <220>

[11974]  <223> &RFH

[11975]  <400> 755

[11976] Leu Ala Leu Ile Asp Trp Ala Asp Asp Lys Tyr Tyr Ser Pro Ser Leu

[11977] 1 5 10 15
[11978] Lys Ser Arg Leu
[11979] 20

[11980]  <210> 756

[11981] <211> 21

[11982]  <212> PRT

[11983]  <213> AT /EW)fk (Artificial organism)

[11984]  <220>

[11985]  <223> & k74l

[11986]  <400> 756

[11987]  Val Ser Ser Ile Ser Gly Tyr Gly Asp Thr Thr Tyr Tyr Ala Asp Ser

[11988] 1 5 10 15
[11989] Val Lys Gly Arg Phe
[11990] 20

[11991]  <210> 757

[11992] <211> 14

[11993] <212> PRT

(119941  <213> AN TAW¥k (Artificial organism)

[11995] <220>

[11996]  <223> HHiF4

[11997]  <400> 757

[11998] Ala Arg Asp Glu Tyr Tyr Gly Gly Ser Tyr Tyr Phe Asp Tyr
[11999] 1 5 10

[12000] <210> 758

[12001] <211> 15

[12002] <212> PRT

[12003] <213> AT AWk (Artificial organism)

[12004]  <220>

[12005]  <223> & T4

[12006]  <400> 758

[12007] Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[12008] 1 5 10 15
[12009] <210> 759

[12010] <211> 15

[12011]  <212> PRT
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[12012]  <213> A THWk (Artificial organism)

[12013]  <220>

[12014]  <223> &HT4)

[12015]  <400> 759

[12016] Ala Arg Gly Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
[12017] 1 5 10 15
[12018]  <210> 760

[12019] <211> 15

[12020] <212> PRT

[12021]  <213> N T/EWpfk (Artificial organism)

[12022] <220>

[12023]  <223> A EFS)

[12024]  <400> 760

[12025] Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[12026] 1 5 10 15
[12027]  <210> 761

[12028] <211> 15

[12029] <212> PRT

[12030] <213> A T4k (Artificial organism)

[12031]  <220>

[12032]  <223> &JkFHl

[12033]  <400> 761

[12034] Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
[12035] 1 5 10 15
[12036]  <210> 762

[12037] <211> 15

[12038]  <212> PRT

[12039]  <213> AT A:¥fk (Artificial organism)

[12040]  <220>

[12041]  <223> G A

[12042]  <400> 762

[12043] Ala Arg Glu Gly Ser Thr Thr Val Val Gly Asp Trp Phe Asp Tyr
[12044] 1 5 10 15
[12045]  <210> 763

[12046] <211> 12

[12047]  <212> PRT

[12048] <213> A TAEWK (Artificial organism)

[12049]  <220>

[12050]  <223> & AfES)

[12051]  <400> 763

[12052] Ala Arg Ser Pro Tyr Tyr Tyr Gly Val Phe Asp Tyr

[12053] 1 5 10
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[12054] <210> 764

[12055] <211> 15

[12056]  <212> PRT

[12057] <213> A TAEWK (Artificial organism)

[12058]  <220>

[12059]  <223> & AfFS)

[12060]  <400> 764

[12061] Ala Arg Glu Gly Ser Thr Ala Val Val Gly Asp Trp Phe Asp Tyr
[12062] 1 5 10 15
[12063]  <210> 765

[12064] <211> 12

[12065]  <212> PRT

[12066] <213> A TAEWK (Artificial organism)

[12067]  <220>

[12068]  <223> &Jk/74l

[12069]  <400> 765

[12070]  Ala Arg Asp Asp Leu Tyr Ser Trp Tyr Phe Asp Val
[12071] 1 5 10

[12072]  <210> 766

[12073] <211> 13

[12074]  <212> PRT

[12075] <213> A T/EWK (Artificial organism)

[12076]  <220>

[12077]  <223> &kFH0

[12078]  <400> 766

[12079] Ala Arg Glu Tyr Tyr Gly Tyr Gly Tyr Ala Leu Asp Tyr
[12080] 1 5 10

[12081]  <210> 767

[12082] <211> 12

[12083]  <212> PRT

[12084] <213> A T4EWA (Artificial organism)

[12085] <220>

[12086]  <223> & fFA)

[12087]  <400> 767

[12088] Ala Arg Ser Asp Tyr Tyr Gly Ser His Phe Asp Tyr
[12089] 1 5 10

[12090]  <210> 768

[12091]  <211> 15

[12092]  <212> PRT

[12093] <213> A T4EWAK (Artificial organism)

[12094] <220

[12095]  <223> & HfFS)
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[12096]
[12097]
[12098]
[12099]
[12100]
[12101]
[12102]
[12103]
[12104]
[12105]
[12106]
[12107]
[12108]
[12109]
[12110]
[12111]
[12112]
[12113]
[12114]
[12115]
[12116]
[12117]
[12118]
[12119]
[12120]
[12121]
[12122]
[12123]
[12124]
[12125]
[12126]
[12127]
[12128]
[12129]
[12130]
[12131]
[12132]
[12133]
[12134]
[12135]
[12136]
[12137]

<400> 768

Ala Arg Glu Gly Ser Thr Thr Val Ala Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 769

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> BT

<400> 769

Ala Arg Glu Gly Ser Asp Val Val Thr Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 770

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> BT

<400> 770

Ala Arg Gly Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 771

211> 15

<212> PRT

213> N T AWk (Artificial organism)

220>

<223> BT

<400> 771

Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
<210> 772

211> 15

<212> PRT

213> NTHAEWA (Artificial organism)

220>

<223> BT

<400> 772

Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
1 5 10 15
210> 773

211> 15

<212> PRT
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[12138] <213> AT AWk (Artificial organism)

[12139]  <220>

[12140]  <223> & T4

[12141]  <400> 773

[12142]  Ala Arg Glu Gly Ser Asp Ala Val Leu Gly Asp Trp Phe Gly Tyr
[12143] 1 5 10 15
[12144] <210> 774

[12145] <211> 15

[12146] <212> PRT

(121471 <213> N T/EWpfk (Artificial organism)

[12148]  <220>

[12149]  <223> & AFS)

[12150]  <400> 774

[12151] Ala Arg Gly Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
[12152] 1 5 10 15
[12153]  <210> 775

[12154] <211> 15

[12155] <212> PRT

[12156]  <213> A T4AEWk (Artificial organism)

[12157]  <220>

[12158]  <223> &4l

[12159]  <400> 775

[12160] Ala Arg Glu Gly Ser Asp Ala Val Thr Gly Asp Trp Phe Ala Tyr
[12161] 1 5 10 15
[12162] <210> 776

[12163] <211> 15

[12164]  <212> PRT

[12165] <213> A TAEWK (Artificial organism)

[12166]  <220>

[12167]  <223> & RFS)

[12168]  <400> 776

[12169] Ala Arg Glu Gly Ser Thr Ala Val Ala Gly Asp Trp Phe Ala Tyr
[12170] 1 5 10 15
(121711  <210> 777

[12172] <211> 15

[12173]  <212> PRT

[12174]  <213> AN TAEWK (Artificial organism)

[12175]  <220>

[12176]  <223> &S

[12177]  <400> 777

[12178] Ala Arg Glu Gly Glu Asp Ala Val Thr Gly Asp Trp Phe Ala Tyr
[12179] 1 ) 10 15
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[12180] <210> 778

[12181] <211> 13

[12182]  <212> PRT

[12183] <213> A TAEWMA (Artificial organism)

[12184]  <220>

[12185]  <223> & afFS)

[12186]  <400> 778

[12187] Ala Arg Ser Arg Gly Leu Val Leu Asp Ala Phe Asp Tyr
[12188] 1 5 10

[12189] <210> 779

[12190] <211> 15

[12191]  <212> PRT

[12192]  <213> A TEWK (Artificial organism)

[12193]  <220>

[12194]  <223> &R

[12195]  <400> 779

[12196]  Ala Arg Gly Gly Ser Asp Thr Val Ile Gly Asp Trp Phe Ala Tyr
[12197] 1 5 10 15
[12198]  <210> 780

[12199] <211> 15

[12200] <212> PRT

[12201]  <213> AT (Artificial organism)

[12202] <220>

[12203]  <223> &kFH

[12204]  <400> 780

[12205] Ala Arg Glu Gly Ser Asp Thr Val Leu Gly Asp Trp Phe Ala Tyr
[12206] 1 5 10 15
[12207]  <210> 781

[12208] <211> 11

[12209]  <212> PRT

[12210] <213> AT (Artificial organism)

[12211]  <220>

[12212]  <223> & EEfT4

[12213]  <400> 781

[12214] Arg Ala Ser Gln Asp Val Arg Thr Ala Val Ala

[12215] 1 5 10

[12216]  <210> 782

[12217]  <211> 11

[12218]  <212> PRT

[12219]  <213> AT (Artificial organism)

[12220] <220>

[12221]  <223> & TS
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[12222]
[12223]
[12224]
[12225]
[12226]
[12227]
[12228]
[12229]
[12230]
[12231]
[12232]
[12233]
[12234]
[12235]
[12236]
[12237]
[12238]
[12239]
[12240]
[12241]
[12242]
[12243]
[12244]
[12245]
[12246]
[12247]
[12248]
[12249]
[12250]
[12251]
[12252]
[12253]
[12254]
[12255]
[12256]
[12257]
[12258]
[12259]
[12260]
[12261]
[12262]
[12263]

<400> 782

Arg Ala Ser Gln Asp Ile Ser
1 5

<210> 783

211> 11

<212> PRT

213> NT/AEWk (Artificial
220>

<223> BT

<400> 783

Arg Ala Ser Gln Ser Val Ser
1 5

<210> 784

211> 11

<212> PRT

213> N T/AEWk (Artificial
220>

<223> BT

<400> 784

Arg Ala Ser Gln Gly Ile Gly
1 5

<210> 785

Q11> 11

<212> PRT

213> NT/AWk (Artificial
220>

<223> BT

<400> 785

Arg Ala Ser Gln Gly Ile Gly
1 5

<210> 786

Q211> 11

<212> PRT

213> N T AWk (Artificial
220>

<223> BT

<400> 786

Arg Ala Ser Gln Gly Ile Gly
1 5

<210> 787

<211> 10

<212> PRT

Thr Phe Leu Ala
10

organism)

Pro Tyr Leu Ala
10

organism)

Ser Phe Leu Ala
10

organism)

Ser Tyr Leu Ala
10

organism)

Thr Tyr Leu Ala
10
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[12264] <213> AT AWk (Artificial organism)
[12265] <220>

[12266]  <223> & T4

[12267]  <400> 787

[12268] Ser Ala Ser Ser Arg Val Gly Ser Val Tyr
[12269] 1 5 10
[12270] <210> 788

[12271] <211> 11

[12272] <212> PRT

[12273]  <213> N T/EWpfk (Artificial organism)
[12274]  <220>

[12275]  <223> &GRLFAI

[12276]  <400> 788

[12277] Arg Ala Ser Gln Gly Ile Ser Arg Tyr Leu Ala
[12278] 1 5 10
[12279] <210> 789

[12280] <211> 11

[12281] <212> PRT

[12282] <213> AT 4AEWk (Artificial organism)
[12283]  <220>

[12284]  <223> G AUFA

[12285]  <400> 789

[12286] Arg Ala Ser Gln Gly Ile Gly Ser Ser Leu Ala
[12287] 1 5 10
[12288]  <210> 790

[12289] <211> 11

[12290]  <212> PRT

[12291]  <213> A TAEWK (Artificial organism)
[12292] <220>

[12293]  <223> & AFS)

[12294]  <400> 790

[12295] Arg Ala Ser Gln Gly Ile Ser Ser Tyr Leu Ala
[12296] 1 5 10
[12297] <210> 791

[12298] <211> 15

[12299]  <212> PRT

[12300] <213> A TAEWMK (Artificial organism)
[12301]  <220>

[12302]  <223> &S

[12303]  <400> 791

[12304] Arg Ala Ser Glu Ser Val Asp Phe Asp Gly Phe Ser Phe Leu Ala
[12305] 1 5 10 15
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[12306] <210> 792

[12307] <211> 11

[12308]  <212> PRT

[12309] <213> A TAEWK (Artificial organism)
[12310]  <220>

[12311]  <223> &S

[12312]  <400> 792

[12313] Arg Ala Ser Gln Gly Ile Gly Ser Phe Leu Gly
[12314] 1 ) 10
[12315]  <210> 793

[12316] <211> 11

[12317]  <212> PRT

[12318] <213> A TEWK (Artificial organism)
[12319]  <220>

[12320]  <223> &UkfFAl

[12321]  <400> 793

[12322] Arg Ala Ser Gln Gly Ile Ser Ser Val Leu Ala
[12323] 1 5 10
[12324] <210> 794

[12325] <211> 11

[12326] <212> PRT

[12327] <213> AT (Artificial organism)
[12328] <220>

[12329]  <223> &JkFHl

[12330]  <400> 794

[12331] Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Ala
[12332] 1 5 10
[12333]  <210> 795

[12334] <211> 11

[12335] <212> PRT

[12336] <213> AT (Artificial organism)
[12337]  <220>

[12338]  <223> & fFEA)

[12339]  <400> 795

[12340] Arg Ala Ser Gln Asp Ile Arg Ser Tyr Leu Ala
[12341] 1 5 10
[12342] <210> 796

[12343]  <211> 11

[12344]  <212> PRT

[12345] <213> AT (Artificial organism)
[12346]  <220>

[12347]  <223> & AF4
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[12348]
[12349]
[12350]
[12351]
[12352]
[12353]
[12354]
[12355]
[12356]
[12357]
[12358]
[12359]
[12360]
[12361]
[12362]
[12363]
[12364]
[12365]
[12366]
[12367]
[12368]
[12369]
[12370]
[12371]
[12372]
[12373]
[12374]
[12375]
[12376]
[12377]
[12378]
[12379]
[12380]
[12381]
[12382]
[12383]
[12384]
[12385]
[12386]
[12387]
[12388]
[12389]

<400> 796

Arg Ala Ser Gln Gly Ile Ser
1 5

210> 797

211> 11

<212> PRT

213> NT/AWk (Artificial
220>

<223> HRFY

<400> 797

Gln Ala Ser Gln Asp Ile Thr
1 5

<210> 798

211> 11

<212> PRT

213> N T/AEWk (Artificial
220>

<223> BT

<400> 798

Arg Ala Ser Gln Gly Val Ser
1 5

<210> 799

Q11> 11

<212> PRT

213> NTAWk (Artificial
220>

<223> BT

<400> 799

Arg Ala Ser Gln Gly Val Gly
1 5

<210> 800

Q11> 11

<212> PRT

213> N T AWk (Artificial
220>

<223> BT

<400> 800

Gln Ala Ser Gln Asp Ile Arg
1 5

<210> 801

211> 11

<212> PRT

Ser Tyr Leu Ala
10

organism)

Thr Tyr Leu Ala
10

organism)

Pro Tyr Leu Ala
10

organism)

Thr Tyr Leu Ala
10

organism)

Thr Phe Leu Ala
10
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[12390] <213> AT AWk (Artificial organism)
[12391]  <220>

[12392]  <223> &HT4)

[12393]  <400> 801

[12394] Gln Ala Ser Gln Asp Ile Arg Thr Tyr Leu Ala
[12395] 1 5 10
[12396] <210> 802

[12397] 211> 12

[12398] <212> PRT

(123991  <213> A T/EWpfk (Artificial organism)
[12400] <220>

[12401] 223> HIFH

[12402]  <400> 802

[12403] Arg Ala Ser Gln Ser Val Ser Gly Arg Phe Leu Ala
[12404] 1 5 10
[12405]  <210> 803

[12406] <211> 11

[12407] <212> PRT

[12408] <213> AT HAWK (Artificial organism)
[12409]  <220>

[12410]  <223> G AFAI

[12411]  <400> 803

[12412] Arg Ala Ser Gln Ser Ile Gly Ser Tyr Leu Ala
[12413] 1 5 10
[12414]  <210> 804

[12415]  <211> 11

[12416]  <212> PRT

[12417]  <213> A TAEWA (Artificial organism)
[12418]  <220>

[12419]  <223> G A

[12420]  <400> 804

[12421]  Gln Ala Ser Gln Asp Ile Arg Thr Tyr Leu Ala
[12422] 1 5 10
[12423] <210> 805

[12424] <211> 9

[12425]  <212> PRT

[12426] <213> AN TAEWK (Artificial organism)
[12427]  <220>

[12428]  <223> G4

[12429]  <400> 805

[12430] Asp Ala Ser Asn Leu Glu Thr Gly Val
[12431] 1 5
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[12432] <210> 806

[12433] <211> 9

[12434]  <212> PRT

[12435] <213> A TAEWK (Artificial organism)
[12436]  <220>

[12437]  <223> GRS

[12438]  <400> 806

[12439] Asp Ala Ser Ser Leu Glu Ser Gly Val
[12440] 1 5

[12441]  <210> 807

[12442] <211> 9

[12443] <212> PRT

[12444] <213> AT (Artificial organism)
[12445]  <220>

[12446]  <223> &kFH1

[12447]  <400> 807

[12448] Asp Ala Ser Ser Leu Glu Ser Gly Val
[12449] 1 5

[12450] <210> 808

[12451] <211> 9

[12452] <212> PRT

[12453] <213> AT (Artificial organism)
[12454]  <220>

[12455]  <223> &4

[12456]  <400> 808

[12457] Asp Ala Ser Asn Leu Glu Thr Gly Val
[12458] 1 5

[12459]  <210> 809

[12460] <211> 9

[12461]  <212> PRT

[12462] <213> AT (Artificial organism)
[12463]  <220>

[12464]1  <223> & AFS)

[12465]  <400> 809

[12466] Asp Ala Ser Asn Leu Glu Thr Gly Val
[12467] 1 5

[12468]  <210> 810

[12469] <211> 9

[12470]  <212> PRT

[12471]  <213> AT (Artificial organism)
[12472] <220>

[12473]  <223> & HFS)
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[12474]
[12475]
[12476]
[12477]
[12478]
[12479]
[12480]
[12481]
[12482]
[12483]
[12484]
[12485]
[12486]
[12487]
[12488]
[12489]
[12490]
[12491]
[12492]
[12493]
[12494]
[12495]
[12496]
[12497]
[12498]
[12499]
[12500]
[12501]
[12502]
[12503]
[12504]
[12505]
[12506]
[12507]
[12508]
[12509]
[12510]
[12511]
[12512]
[12513]
[12514]
[12515]

<400> 810

Asp Ala Ser Asn Arg Ala Thr Gly Ile
1 5

<210> 811

211> 9

<212> PRT

213> N T AWk (Artificial organism)
220>

<223> HRFY

<400> 811

Asp Ala Ser Asn Leu Glu Thr Gly Val
1 5

<210> 812

211> 9

<212> PRT

213> N T AWk (Artificial organism)
220>

<223> BT

<400> 812

Asp Ala Ser Asn Arg Ala Thr Gly Ile
1 5

<210> 813

211> 9

<212> PRT

213> N T AWk (Artificial organism)
220>

<223> BT

<400> 813

Ala Ala Ser Ser Leu Gln Ser Gly Val
1 5

<210> 814

211> 9

<212> PRT

213> NTHAEWA (Artificial organism)
220>

<223> BT

<400> 814

Asp Ala Ser Ser Leu Glu Ser Gly Val
1 5

<210> 815

211> 9

<212> PRT
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[12516]
[12517]
[12518]
[12519]
[12520]
[12521]
[12522]
[12523]
[12524]
[12525]
[12526]
[12527]
[12528]
[12529]
[12530]
[12531]
[12532]
[12533]
[12534]
[12535]
[12536]
[12537]
[12538]
[12539]
[12540]
[12541]
[12542]
[12543]
[12544]
[12545]
[12546]
[12547]
[12548]
[12549]
[12550]
[12551]
[12552]
[12553]
[12554]
[12555]
[12556]
[12557]

213> NTHAEWA (Artificial organism)
220>

<223> BT

<400> 815

Asp Ala Ser Asn Leu Glu Thr Gly Val

1 5

<210> 816

211> 9

<212> PRT

213> NTHAEWA (Artificial organism)
220>

223> EHTAI

<400> 816

Asp Ala Ser Ser Leu Glu Ser Gly Val

1 5

<210> 817

211> 9

<212> PRT

213> AT AWk (Artificial organism)
220>

223> G TS

<400> 817

Asp Ala Ser Ser Leu Glu Ser Gly Val

1 5

<210> 818

211> 9

<212> PRT

213> AT AWk (Artificial organism)
220>

223> HHAITAI

<400> 818

Asp Ala Ser Asn Leu Glu Thr Gly Val

1 5

<210> 819

211> 9

<212> PRT

213> AT AWk (Artificial organism)
220>

223> FHUTA

<400> 819

Asp Ala Ser Asn Arg Ala Thr Gly Ile

1 5
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[12558] <210> 820

[12559] 211> 9

[12560]  <212> PRT

[12561]  <213> AT (Artificial organism)
[12562] <220>

[12563]  <223> & AFS)

[12564]  <400> 820

[12565] Asp Ala Ser Asn Leu Glu Thr Gly Val
[12566] 1 5

[12567] <210> 821

[12568] 211> 9

[12569] <212> PRT

[12570] <213> AT (Artificial organism)
[12571]  <220>

[12572]  <223> &kfFHl

[12573]  <400> 821

[12574] Asp Ala Ser Asn Arg Ala Thr Gly Ile
[12575] 1 5

[12576] <210> 822

[12577] 211> 9

[12578] <212> PRT

[12579] <213> A T/EWK (Artificial organism)
[12580] <220>

[125811  <223> &kFHl

[12582]  <400> 822

[12583] Asp Ala Ser Asn Arg Ala Thr Gly Ile
[12584] 1 5

[12585] <210> 823

[12586] 211> 9

[12587] <212> PRT

[12588] <213> A T4EWA (Artificial organism)
[12589]  <220>

[12590]  <223> & AfES)

[12591] <400> 823

[12592] Asp Ala Ser Ser Leu Glu Ser Gly Val
[12593] 1 5

[12594] <210> 824

[12595]  <211> 9

[12596] <212> PRT

[12597] <213> AT (Artificial organism)
[12598] 220>

[12599]  <223> & HFS)
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[12600]
[12601]
[12602]
[12603]
[12604]
[12605]
[12606]
[12607]
[12608]
[12609]
[12610]
[12611]
[12612]
[12613]
[12614]
[12615]
[12616]
[12617]
[12618]
[12619]
[12620]
[12621]
[12622]
[12623]
[12624]
[12625]
[12626]
[12627]
[12628]
[12629]
[12630]
[12631]
[12632]
[12633]
[12634]
[12635]
[12636]
[12637]
[12638]
[12639]
[12640]
[12641]

<400> 824

Asp Ala Ser Asn Arg Ala Thr Gly Ile
1 5

<210> 825

211> 9

<212> PRT

213> N T AWk (Artificial organism)
220>

<223> HRFY

<400> 825

Asp Ala Ser Asn Arg Ala Thr Gly Ile
1 5

<210> 826

211> 9

<212> PRT

213> N T AWk (Artificial organism)
220>

<223> BT

<400> 826

Asp Ala Ser Ser Leu Glu Ser Gly Val
1 5

<210> 827

211> 9

<212> PRT

213> N T AWk (Artificial organism)
220>

<223> BT

<400> 827

Asp Ala Ser Asn Leu Glu Thr Gly Val
1 5

<210> 828

211> 9

<212> PRT

213> NTHAEWA (Artificial organism)
220>

<223> BT

<400> 828

Asp Ala Ser Asn Leu Glu Thr Gly Val
1 5

<210> 829

211> 11

<212> PRT
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[12642]
[12643]
[12644]
[12645]
[12646]
[12647]
[12648]
[12649]
[12650]
[12651]
[12652]
[12653]
[12654]
[12655]
[12656]
[12657]
[12658]
[12659]
[12660]
[12661]
[12662]
[12663]
[12664]
[12665]
[12666]
[12667]
[12668]
[12669]
[12670]
[12671]
[12672]
[12673]
[12674]
[12675]
[12676]
[12677]
[12678]
[12679]
[12680]
[12681]
[12682]
[12683]

213> NTHAEWA (Artificial organism)

<220>
223>
<400>

Tyr Cys Gln Gln Ser Tyr Asp

1

<210>
211>
212>
213>
<220>
223>
<400>

Gl
829

830
10
PRT

5

10

N T AWK (Artificial organism)

FIFFAI
830

Tyr Cys Gln Gln Ala Tyr Ser Ile Trp Thr

1

<210>
211>
212>

831
10
PRT

5

10

213> AT AWk (Artificial organism)

220>
223>
<400>

el
831

Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr

1

<210>
211>
212>
213>
220>
223>
<400>

832
10
PRT

5

10

N T AWK (Artificial organism)

FIFFAI
832

Tyr Cys Gln Gln Gly Tyr Tyr Leu Trp Thr

1

210>
211>
212>
213>
220>
223>
<400>

833
10
PRT

5

10

N T Wk (Artificial organism)

E Gl
833

Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr

1

5

10

354
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[12684] <210> 834

[12685] <211> 10

[12686]  <212> PRT

[12687] <213> A TAEWMK (Artificial organism)
[12688]  <220>

[12689]  <223> & afFA)

[12690]  <400> 834

[12691] Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[12692] 1 5 10
[12693] <210> 835

[12694] <211> 11

[12695]  <212> PRT

[12696] <213> AT (Artificial organism)
[12697]  <220>

[12698]  <223> &Jk/7Hl

[12699]  <400> 835

[12700] Tyr Cys Gln Gln Tyr Thr His Asp Pro Val Thr
[12701] 1 5 10
[12702] <210> 836

[12703] <211> 10

[12704]  <212> PRT

[12705] <213> A TEWAK (Artificial organism)
[12706]  <220>

[12707]  <223> &FHl

[12708]  <400> 836

[12709]  Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[12710] 1 5 10
[12711]  <210> 837

[12712] <211> 10

[12713]  <212> PRT

[12714]  <213> AT (Artificial organism)
[12715]  <220>

[12716]  <223> & AFES)

[12717]  <400> 837

[12718] Tyr Cys Gln Gln Gly Tyr Tyr Thr Trp Thr
[12719] 1 5 10
[12720] <210> 838

[12721]  <211> 11

[12722] <212> PRT

[12723] <213> AT (Artificial organism)
[12724]  <220>

[12725]  <223> & HFS)
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[12726] <400> 838

[12727] Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Leu Thr
[12728] 1 5 10
[12729] <210> 839

[12730] <211> 11

[12731] <212> PRT

[12732] <213> AT (Artificial organism)
[12733] 220>

[12734]  <223> &S

[12735]  <400> 839

[12736] Tyr Cys Gln Gln Tyr Asp Thr Leu Pro Arg Thr
(127371 1 5 10
[12738] <210> 840

[12739]  <211> 10

[12740]  <212> PRT

(127411  <213> AN TAW¥pk (Artificial organism)
[12742] 220>

[12743]  <223> & HFS)

[12744] <400> 840

[12745] Tyr Cys Gln Gln Tyr Tyr Ser Leu Val Thr
[12746] 1 5 10
[12747] <210> 841

[12748] <211> 10

[12749] <212> PRT

[12750]  <213> AN TA¥pfk (Artificial organism)
[12751]  <220>

[12752] 223> G T

[12753] <400> 841

[12754]  Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
[12755] 1 5 10
[12756] <210> 842

[12757] <211> 10

[12758] <212> PRT

[12759]  <213> AT AWk (Artificial organism)
[12760] 220>

[12761] 223> ST

[12762] <400> 842

[12763] Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
[12764] 1 5 10
[12765] <210> 843

[12766] <211> 10

[12767] <212> PRT
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[12768]
[12769]
[12770]
[12771]
[12772]
[12773]
[12774]
[12775]
[12776]
[12777]
[12778]
[12779]
[12780]
[12781]
[12782]
[12783]
[12784]
[12785]
[12786]
[12787]
[12788]
[12789]
[12790]
[12791]
[12792]
[12793]
[12794]
[12795]
[12796]
[12797]
[12798]
[12799]
[12800]
[12801]
[12802]
[12803]
[12804]
[12805]
[12806]
[12807]
[12808]
[12809]

213> NTHAEWA (Artificial organism)
220>

<223> BT

<400> 843

Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
1 5 10
<210> 844

<211> 10

<212> PRT

213> NTHAWA (Artificial organism)
220>

223> HHTAI

<400> 844

Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
1 5 10
<210> 845

<211> 10

<212> PRT

213> N LAWK (Artificial organism)
220>

223> G TS

<400> 845

Tyr Cys Gln Gln Gly Tyr Tyr Leu Trp Thr
1 5 10
<210> 846

211> 10

<212> PRT

213> AT AWk (Artificial organism)
220>

223> HAITAI

<400> 846

Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
1 5 10
<210> 847

211> 10

<212> PRT

213> AT AWk (Artificial organism)
220>

223> FHTA

<400> 847
Tyr Cys Gln Gln Gly Tyr Ser Leu Trp Thr
1 5 10
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[12810] <210> 848

[12811]  <211> 10

[12812]  <212> PRT

[12813] <213> A TAEWK (Artificial organism)
[12814]  <220>

[12815]  <223> & afFS)

[12816]  <400> 848

[12817] Tyr Cys Gln Gln Gly Tyr Ser Thr Trp Thr
[12818] 1 ) 10
[12819] <210> 849

[12820] <211> 10

[12821]  <212> PRT

[12822] <213> A TEWK (Artificial organism)
[12823] <220>

[12824]  <223> HRFA

[12825]  <400> 849

[12826] Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
[12827] 1 5 10
[12828] <210> 850

[12829] <211> 12

[12830] <212> PRT

[12831] <213> A TEWK (Artificial organism)
[12832] <220>

[12833]  <223> &Jk/FHl

[12834]  <400> 850

[12835] Tyr Cys Gln Gln Tyr Asp Tyr Trp Pro Pro Tyr Thr
[12836] 1 5 10
[12837] <210> 851

[12838] <211> 10

[12839] <212> PRT

[12840] <213> A T4EWA (Artificial organism)
[12841]  <220>

[12842] <223> & AFH

[12843]  <400> 851

[12844] Tyr Cys Gln Gln Gly Tyr Tyr Leu Trp Thr
[12845] 1 5 10
[12846]  <210> 852

[12847]  <211> 10

[12848] <212> PRT

[12849] <213> A TEWA (Artificial organism)
[12850]  <220>

[12851]  <223> A pFS)
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[12852]
[12853]
[12854]
[12855]
[12856]
[12857]
[12858]
[12859]
[12860]
[12861]
[12862]
[12863]
[12864]
[12865]
[12866]
[12867]
[12868]
[12869]
[12870]
[12871]
[12872]
[12873]
[12874]
[12875]
[12876]
[12877]
[12878]
[12879]
[12880]
[12881]
[12882]
[12883]
[12884]
[12885]
[12886]
[12887]
[12888]
[12889]
[12890]
[12891]
[12892]
[12893]

<400> 852

Tyr Cys Gln Gln Gly Tyr Ser Ile Trp Thr
1 5 10
<210> 853

211> 11

<212> PRT

213> AN T34 (Artificial Sequence)
220>

<223> BT

220>

<221> 4K

222> 1

<223> Xaa = FukY

220>

<221> ARk

222> 5

<223> Xaa = G.NukS

<400> 853

Xaa Thr Phe Ser Xaa Tyr Trp Ile His Trp Val
1 5 10
<210> 854

211> 12

<212> PRT

213> AT % (Artificial Sequence)
220>

223> FHUTA

220>

<221> ARk

222> 4

<223> Xaa = SukT

220>

<221> AFfk

222> 7

<223> Xaa = HmkY

220>

<221> ARfk

222> 8

<223> Xaa = HmkY

220>

<221> 4K

222> 10

<223> Xaa = A.D.G.NkS
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[12894]  <400> 854

[12895] Tyr Ser Ile Xaa Ser Gly Xaa Xaa Trp Xaa Trp Ile
[12896] 1 5 10
[12897]  <210> 855

[12898] <211> 13

[12899]  <212> PRT

[12900] <213> A TJ¥¥)(Artificial Sequence)
[12901]  <220>

[12902]  <223> & EkF4

[12903]  <220>

[12904]  <221> Apfk

[12905] <222> 6

[12906]  <223> Xaa = GHES

[12907]  <220>

[12908]  <221> AF{k

[12909] <222> 9

[12910]  <223> Xaa = AEKG

[12911] <220

[12912]  <221> A%fk

[12913]  <222> 11

[12914]  <223> Xaa = A.GES

[12915]  <400> 855

[12916] Phe Ser Leu Ser Thr Xaa Gly Val Xaa Val Xaa Trp Ile
[12917] 1 5 10
[12918]  <210> 856

[12919]  <211> 21

[12920]  <212> PRT

(129211  <213> AT J#%| (Artificial Sequence)
[12922] <220

[12923]  <223> &HTH

[12924]  <220>

[12925]  <221> ARfik

[12926] <222> 3

[12927] <223> Xaa = G.S.VakY

[12928]  <220>

[12929]  <221> AFfk

[12930] <222> 7

[12931]  <223> Xaa = A.D.SERY

[12932] <220

[12933] <221> ARfK

[12934] <222> 9

[12935]  <223> Xaa = D.GHKS
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[12936]  <220>

[12937]  <221> Ak

[12938]  <222> 10

[12939]  <223> Xaa = SEkT

[12940]  <400> 856

[12941] Val Ser Xaa Ile Ser Gly Xaa Gly Xaa Xaa Thr Tyr Tyr Ala Asp Ser

[12942] 1 5 10 15
[12943] Val Lys Gly Arg Phe
[12944] 20

[12945]  <210> 857

[12946]  <211> 11

[12947]  <212> PRT

[12948] <213> A TJ¥¥)(Artificial Sequence)
[12949]  <220>

[12950]  <223> &% )F41
[12951]  <220>

[12952]  <221> ARfk

[12953]  <222> 1

[12954]  <223> Xaa = Q&R
[12955]  <220>

[12956]  <221> ARfik

[12957] <222> 5

[12958]  <223> Xaa = D.GES
[12959]  <220>

[12960]  <221> AFfk

[12961]  <222> 6

[12962]  <223> Xaa = ImkV
[12963]  <220>

[12964]  <221> ARk

[12965]  <222> 7

[12966]  <223> Xaa = G.R.SEKT
[12967]  <220>

[12968]  <221> Arfik

[12969] <222> 8

[12970]  <223> Xaa = P.R.SEkT
[12971]  <220>

[12972]  <221> AF{k

[12973] <222> 9

[12974]  <223> Xaa = A.F.S.ViakY
[12975]  <220>

[12976]  <221> AF{k

[12977]  <222> 10
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[12978]  <223> Xaa = LRV
[12979]  <220>

[12980]  <221> AFfk

[12981]  <222> 11

[12982]  <223> Xaa = ABLG
[12983]  <400> 857

[12984] Xaa Ala Ser Gln Xaa Xaa Xaa Xaa Xaa Xaa Xaa
[12985] 1 5 10
[12986] <210> 858

[12987] <211> 9

[12988]  <212> PRT

[12989] <213> AT J¥#| (Artificial Sequence)
[12990]  <220>

[12991]1  <223> &KTFH
[12992] <220

[12993]  <221> AFfk

[12994] <222> 1

[12995] <223> Xaa = AmkD
[12996]  <220>

[12997] <221> Apfk

[12998] <222> 4

[12999]  <223> Xaa = NkS
[13000]  <220>

[13001]  <221> AFfk

[13002] <222> 5

[13003] <223> Xaa = LEkR
[13004]  <220>

[13005]  <221> AFfk

[13006] <222> 6

[13007]  <223> Xaa = A.E=kQ
[13008]  <220>

[13009]  <221> ARfik

[13010] <222> 7

[13011]  <223> Xaa = SELT
[13012] <220

[13013]  <221> AFfk

[13014] <222> 9

[13015] <223> Xaa = ImkV
[13016]  <400> 858

[13017] Xaa Ala Ser Xaa Xaa Xaa Xaa Gly Xaa
[13018] 1 5
[13019]  <210> 859
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[13020] <211> 10

[13021] <212> PRT

[13022] <213> AT J¥¥)(Artificial Sequence)

[13023] <220>

[13024] <223> &RFH

[13025] <220>

[13026]  <221> Axfk

[13027] <222> 5

[13028]  <223> Xaa = AHLG

[13029]  <220>

[13030] <221> ARk

[13031] <222> 7

[13032]  <223> Xaa = SukY

[13033]  <220>

[13034]  <221> Ak

[13035]  <222> 8

[13036]  <223> Xaa = I.LBKT

[13037]  <400> 859

[13038] Tyr Cys Gln Gln Xaa Tyr Xaa Xaa Trp Thr

[13039] 1 5 10

[13040] <210> 860

[13041] <211> 156

[13042] <212> PRT

[13043] <213> &%)k Macaca fascicularis)

[13044]  <400> 860

[13045] Leu Gln Asp Leu Cys Ser Asn Cys Pro Ala Gly Thr Phe Cys Asp Asn
[13046] 1 5 10 15
[13047] Asn Arg Ser Gln Ile Cys Ser Pro Cys Pro Pro Asn Ser Phe Ser Ser
[13048] 20 25 30

[13049] Ala Gly Gly Gln Arg Thr Cys Asp Ile Cys Arg Gln Cys Lys Gly Val
[13050] 35 40 45

[13051] Phe Lys Thr Arg Lys Glu Cys Ser Ser Thr Ser Asn Ala Glu Cys Asp
[13052] 50 55 60

[13053] Cys Ile Ser Gly Tyr His Cys Leu Gly Ala Glu Cys Ser Met Cys Glu
[13054] 65 70 75 80
[13055] Gln Asp Cys Lys Gln Gly Gln Glu Leu Thr Lys Lys Gly Cys Lys Asp
[13056] 85 90 95
[13057] Cys Cys Phe Gly Thr Phe Asn Asp Gln Lys Arg Gly Ile Cys Arg Pro
[13058] 100 105 110

[13059] Trp Thr Asn Cys Ser Leu Asp Gly Lys Ser Val Leu Val Asn Gly Thr
[13060] 115 120 125

[13061] Lys Glu Arg Asp Val Val Cys Gly Pro Ser Pro Ala Asp Leu Ser Pro
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[13062]
[13063]
[13064]
[13065]
[13066]
[13067]
[13068]
[13069]
[13070]
[13071]
[13072]
[13073]
[13074]
[13075]
[13076]
[13077]
[13078]
[13079]
[13080]
[13081]
[13082]
[13083]
[13084]
[13085]
[13086]
[13087]
[13088]
[13089]
[13090]
[13091]
[13092]
[13093]
[13094]
[13095]
[13096]
[13097]
[13098]
[13099]
[13100]
[13101]
[13102]
[13103]

130

135

140

Gly Ala Ser Ser Ala Thr Pro Pro Ala Pro Ala Arg

145

<210> 861
<211> 178
<212> PRT
<213> /N Mus musculus)
<400> 861
Met Gly Asn Asn Cys Tyr Asn

1
Gly

Pro
Pro
Arg
65

His
Gln
Lys
Gly
Ser
145

Pro

Gly

Cys
Gly
Ser
50

Val
Asn
Cys
Gln
Thr
130
Val

Val

Gly

Glu
Thr
35

Thr
Cys
Ala
Thr
Gly
115
Gly

Leu

Val

<210> 862
<211> 116

212>
<213>

220>

223>
<400>

PRT
AT ¥ (Artificial Sequence)

Lys
20

Phe
Phe
Ala
Glu
Arg
100
Cys
Val

Lys

Ser

el
862

5
Val

Cys

Ser

Gly

Cys

85

Cys

Lys

Cys

Thr

Phe
165

150

Gly

Arg

Ser

Tyr

70

Glu

Glu

Thr

Arg

Gly

150

Ser

Ala
Lys
Ile
55

Phe
Cys
Lys
Cys
Pro
135

Thr

Pro

Val
Val
Tyr
40

Gly
Arg
Ile
Asp
Ser
120
Trp

Thr

Ser

Val
Gln
25

Asn
Gly
Phe
Glu
Cys
105
Leu
Thr

Glu

Thr

Val
10

Asn

Pro

Gln

Lys

Gly

90

Arg

Gly

Asn

Lys

Thr
170

155

Ile

Ser

Val

Pro

Lys

75

Phe

Pro

Thr

Cys

Asp

155
Ile

Val
Cys
Cys
Asn
60

Phe
His
Gly
Phe
Ser
140

Val

Ser

Leu
Asp
Lys
45

Cys
Cys
Cys
Gln
Asn
125
Leu

Val

Val

Leu
Asn
30

Ser
Asn
Ser
Leu
Glu
110
Asp
Asp

Cys

Thr

Leu
15

Cys
Cys
Ile
Ser
Gly
95

Leu
Gln
Gly

Gly

Pro
175

Val

Gln

Pro

Cys

Thr

80

Pro

Thr

Asn

Arg

Pro

160
Glu

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu

1

5

10

15

Ser Leu Arg Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Ser Thr Tyr

20

25

364

30



CN 111511762 B Fo5l & 313/314 T
[13104] Trp Ile Ser Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met
[13105] 35 40 45

[13106] Gly Lys Ile Tyr Pro Gly Asp Ser Tyr Thr Asn Tyr Ser Pro Ser Phe
[13107] 50 55 60

[13108] Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
[13109] 65 70 75 80
[13110] Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
[13111] 85 90 95
[13112] Ala Arg Gly Tyr Gly Ile Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val
[13113] 100 105 110

[13114] Thr Val Ser Ser

[13115] 115

[13116] <210> 863

[13117]  <211> 108

[13118]  <212> PRT

[13119]  <213> A T4l (Artificial Sequence)

[13120]  <220>

[13121]1  <223> AT

[13122]  <400> 863

[13123]  Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln
[13124] 1 5 10 15
[13125] Thr Ala Ser Ile Thr Cys Ser Gly Asp Asn Ile Gly Asp Gln Tyr Ala
[13126] 20 25 30

[13127] His Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr
[13128] 35 40 45

[13129]  GIn Asp Lys Asn Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
[13130] 50 55 60

[13131]  Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met
[13132] 65 70 75 80
[13133] Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Tyr Thr Gly Phe Gly Ser Leu
[13134] 85 90 95
[13135] Ala Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu

[13136] 100 105

[13137]  <210> 864

[13138] <211> 121

[13139]  <212> PRT

[13140] <213> AT J#%| (Artificial Sequence)

[13141]  <220>

[13142]  <223> G A

[13143]  <400> 864

[13144] Gln Val Gln Leu Gln Gln Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
[13145] 1 5 10 15
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[13146] Thr Leu Ser Leu Thr Cys Ala Val Tyr Gly Gly Ser Phe Ser Gly Tyr
[13147] 20 25 30

[13148] Tyr Trp Ser Trp Ile Arg Gln Ser Pro Glu Lys Gly Leu Glu Trp Ile
[13149] 35 40 45

[13150] Gly Glu Ile Asn His Gly Gly Tyr Val Thr Tyr Asn Pro Ser Leu Glu
[13151] 50 55 60

[13152] Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu
[13153] 65 70 75 80
[13154] Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala
[13155] 85 90 95
[13156] Arg Asp Tyr Gly Pro Gly Asn Tyr Asp Trp Tyr Phe Asp Leu Trp Gly
[13157] 100 105 110

[13158] Arg Gly Thr Leu Val Thr Val Ser Ser

[13159] 115 120

[13160]  <210> 865

[13161]  <211> 109

[13162]  <212> PRT

[13163] <213> ATJ¥¥)(Artificial Sequence)

[13164] <220

[13165]  <223> A akfF4l

[13166]  <400> 865

[13167] Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
[13168] 1 5 10 15
[13169] Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Tyr
[13170] 20 25 30

[13171]  Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile
[13172] 35 40 45

[13173]  Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly
[13174] 50 55 60

[13175]  Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
[13176] 65 70 75 80
[13177] Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Ser Asn Trp Pro Pro
[13178] 85 90 95
[13179] Ala Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys

[13180] 100 105
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