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A& Xi= 8h7] ghebA(1)9] 7]e]aL:
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R'ldo OR™®
L ot (1)

=1
OR1C

871 2ellA,

Ve mYHoR 247he] AgolA, e, -CH-0-, ~(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=5)-, ~(C=$)-NH-, %

hul

R= = oz 7h7he] A9o)A], Udle] A%, H, 88 mi nx8% C-Cy 27], Aoty wi= v shg
gFAlobhY], i AFHE Ei HAEE ob=2%A7], Ny, -SH, C-C-%Al, 0%, -NH(C=0)-CHBr,

~(CHy),~Edolm =, T -Nyolar;



3IHSdl 10-2024-0110072

<3}k (11)>
dd);—addp—adsz—adads—adds—ddsg—addy—addgTddg—addjp—ddil—addlgTddiz—ddi4—adls—addigddiz—addigTaddig—ddgp T dde]—ddoe—ddgz—ddes—ddgs T

aays—aay—aax—ads—aads—ads —adm-aasp-aay—aap—adg-aay—Z(AE HE 1)
A7) A A,

7= OH, T2 -NH-RO|L, o]7]A], RS H L (-Cp, X3 = d]x3kg o2, w= 10 Da v)whe] PEG o]

al;

aare His, N-Ac-His, pGlu-His, SEi N-R-Hiso]aL;

aas= Ser, Ala, Gly, Aib, Acdc T+ Acbeo]iL;

aaz Gln, =& Citolaz;

aas = Gly, T+ D-Alao]al;

aas= Thr, & Sero]il;

aag> Phe, Trp, F2Phe, Me2Phe, T+ Nal290]il;

aa;< Thr, T& Sero]il;

aage Ser, HE+= Aspolil;

aagx= Asp, = Gluo]i;

aaj> Tyr, Leu, Met, Nal2, Bip, =+ Bip2EtMeOo]iL;

aa;;< Ser, Asn, L& Uo]al;

aapp= Lys, Glu, Ser, Arg, T+ Uo]aL;

aaiS H-AEAY, = Tyr, Gln, Cit, T Uo]a;

aau= FASAY, T Leu, Met, Nle, & Uo]al;

aai FASEAY, TEE Asp, Glu, E+= Uo]i;

aage HFASAY, == Ser, Gly, Glu, Aib, Acbe, Lys, Arg, Tx Uo]aL;
aa;r< FASEAY, = Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc, &= Uo]al;
aag FASFAY, T Arg, hArg, Ala, Aib, Acdc, Acbc, TExE Uo]aL;
aas F-ASEAY, = Ala, Val, Aib, Acdc, Acbe, & UO|AL;

aaxp< F-ASFAY, = Gln, Lys, Arg, Cit, Glu, Aib, Ac4c, Acbc, H& Uo]aL;
aag <~ FASEAY, = Asp, Glu, Leu, Aib, Acdc Acbe, H+ Uo]iL;
aap™ F-ASFAY, H= Phe, Trp, Nal2, Aib, Acdc, Acbe, H+= Uo]ar;
aan< F-ASFAY, T Val, Tle, Aib, Acdc, Acbe, & Uo]al;

aag+= FASEAY, = Gln, Ala, Glu, Cit, =& Uo]aL;
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BAsAY, & Trp, Nal2, T+ Uo]aL;
BAQEAY, == Leu, T=x Uo]iL;

B A A, == Met, Val, Nle, Lys, %= Uo]aL;
BAsAY, T+ Asn, Lys, T+ Uo]al;

FASAY, ®=5 Thr, Gly, Aib, Acdc, AcSe, B3 Ue]ar;
BAsAY, & Lys, Aib, Acdc, Acbe, HE+ Uo]aL;
B A AL, == Arg, Aib, Acdc, AcSe, H¥E Uolar;
BAsAY, & Asn, Aib, Acdc, Acbe, HE+ Uo]al;
B A A, == Arg, Aib, Acde, AcSe, H¥E Uola;
BAsAY, T Asn, Aib, Acdc, Acbe, HE+ Uo]aL;
BAsAY, &+ Asn, Aib, Acdc, Acbe, HE+ Uo]aL;
BASAY, T Ile, Aib, Acdc, AcdC, T+ Uo]aL;

BASAY, = Ala, Aib, Acdc, AcdC, T

i
=
)
K

BASALY, = Uo]i;

U AR Xelle] g Aol AHeHE= 28718 E3dshs A e B ofn|itolar;

AN, aaraay F A0S B& AHow 19 a2 B @stRowd dw AFE Ao

@, aaj-aay o Stu, T 1 oA Xol FH AstE A o=t Uoltt.
AT 2

A 13l 9lelA, nol 191 A¢ e AAE.

AT 3

A1gtel ol , X7k dh7] ekl (1)e] +22 7K A HE|= AL

<8514 (1)>

-
1a yy2 O wi
R W \R2
R1dey OR™®
o2 (1)
OR1C
2 o] A
H, R%7], A&E & HX$E (Cp &27], BE 2HZolE & 3Hf RolojEjo|al;

R”, R, 2@ R 247 =99 oa zhzbe] ASoA], N, Bner], T 89 == 0 X138 -0y F77)0])3;



ZIHSd 10-2024-0110072

Ve Sydo=z 747k e, -CHy-, -CH-0-, -(C=0), -(C=0)-0-, -(C=0)-NH-, -(C=S)-, -(C=S)-NH-,

Wi -0-, -S-o]aL;

R 2%, 0-Cro7l, C-C-271, Ei= —(CHy),-2ello] v =o0] 11;
e 1-100] T},
ATE 4

A3l slelAl, X7t 3] FEE AT A REl= AR
RaW2 o) W1\ si

RMO OR'®
oR1c

AT% 5
A3l elA, X7F a7l xS 7HA= A HEE A
REWZ_ O wi_ Rz:‘t;

RYQO OR'™
OR'e

273 6
Azsel oA, X7h &) Bt (Do) T2E AN E A WEE AR
<F8H4 (1>

= 7]

R W2 0 w

\R2

RY0 OR™

| N 24544 (1)
OR1C

7] A el A
R'EH, BE7], x8e EE ux3ke -0y L27], EE 2 Ro]= & 34 RolojEe]i;
RY RS, @ RY:= 7217 =9 ow 74719 oM, H, BE7], B X £ nx3kE (-Cy 7)) a;

e —(C=0)-NH-0] i;
2

W+ -0-0]az;

R'= ZAgtol,

AT 7
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A&l SlelA, X7t sk7] sk (Dol 725 7= 2 JEl= A E:

<s}sh2 (1)>

- n
ta g2 o A
Ra W \R2
R0 OR™
L _ g3k (1)
OR1C
371 A A,

A1e w= A3Fe] YolA, R AsE i 0 8E (-Cy L2710 A AE T AHE

(

A8 w= A3Fe] YolA, R 7 AsE i 0 H3E -Gy L2710 A HAE T AHE

A1s w= A3 olA, R A sE i v A FE C,-Cp BA7]0 Aol ME S AYE

AF = A3Fel oA, AMEAA X7F 1-92 SeFA = Fre AUSgAR] A fFEHE A=,

AL = ASFl /oA, X7F 1-dlolmA wle-D-S 24, 1-SEtHd Me-D-S 524k, 1S A o)
-HESEA HE-D-FFFEAL, 1-Edd de D-FFFEAt, 1-Hd wE-D-S T 24T
159 WE-D-Z 7724k, 1-dlojad Me-D-H 27724k, 1-Setdd Me-D-t 25724k, 1Sk A
E-D-t 2 84, 1-H e sE-D-tEF R, 1-Edd wE-D-t 2 FFest, 1-dd wE-D-t 2T
T2k, 159 HE-D-UIFEFEL, EE wesiE leoad  WE-D-2Ras, 1-SEdA
Heb-D-F s, 1-aAA wE-D-FRas, FHEGAA WE-D-2F 52, 1Rl deb-D-FEas, 1-
did He-D-=F32, 1-59 WlE-D-3F 32, 1-dlojad HE-D-TEA S, 1-SEEd sE-D-BEAE, 1-
AAtE A HE-D-TEAE, -EdA HERD-UEAS, -9 HERD-ZEAS, EE 1-5Y HE-D-UEA S

& Egeh 29 B AAE.

o

A3 13

A1k WA A128 F o= 3k gho] QojA, U7} Lys, Cys, Orn, =+ AHTAA X FFH A Al&H+=

_7_
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A1eE == A3Fel oA, h7] st (I11-A) 9] 725 2te HH= Y E:
<g}sh2 (111-A)>
dd);—addp—adsz—adads—adds—ddsg—ddy—addgTddg—addjp—ddil—addlgTddiz—ddis—adls—addigddiz—addigTddig—ddgpTdde]—ddoe—ddgsz—ddes—ddgs T

aay—aay-aay-aayZ(AE WE 2)
A7) A A,

7% OH, = -NH-Ro|1, 7|4, R'& H ®i= (-Cp, 288 T ) xghy obz | ®= 10 Da v]9ke] PEG 20|

al;

aare His, N-Ac-His, pGlu-His, B3 N-R-Hiso]aL;

aas= Ser, Ala, Gly, Aib, Acdc, =X Acbcolil;

aaz Gln, =& Citolaz;

aas = Gly, E+= D-Alaoll;

aas Thr, T+ Serolil;

aag> Phe, Trp, F2Phe, Me2Phe, T+ Nal20]il;

aar> Thr, T+ Serolil;

aage Ser, HE+ Aspolil;

aagx= Asp, & Gluola;

aai= Tyr, Leu, Met, Nal2, Bip, =+ Bip2EtMeOo]L;

aa;< Ser, Asn, L& Uo]al;

aap= Lys, Glu, Ser, Arg, T+ U(X)o]aL;

aaS FASAY, EE Tyr, Gln, Cit, =¥ UX)o]L;

aay~< FASAY, E= Leu, Met, Nle, & UX)olL;

aapE F-AE ALY, X Asp, Glu, TE UX)o]aL;

aaige HFASEAY, == Ser, Gly, Glu, Aib, Acbe, Lys, Arg, T+ U(X)o]aL;
aa;r< HFASFAY, T Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc, X+ U(X)o]aL;
aa;g> H-A & ALY, T Arg, hArg, Ala, Aib, Acdc, Acbe, TE UX)o]aL;
aap= F-ASFAY, T Ala, Val, Aib, Acdc, Acbe, E& U(X)o]aL;

aag HFAsAY, = Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbe, HE+= U(X)o]aL;
aagn< HFASFAY, T Asp, Glu, Leu, Aib, Acdc, Acbe, T=x= UX)o]aL;

aag F-ASHAY, T Phe, Trp, Nal2, Aib, Acdc, Acbe, T=x= UX)o]aL;
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aams FAE ALY, T Val, Ile, Aib, Acdce, Ache, HEE U(X)o]ar;
aans= FASAY, T Gln, Ala, Glu, Cit, ®=¥ UX)o]ar;

aan= FASEAY, == Trp, Nal2, == U(X)o]aL;

aap> FASAY, EE Leu, & U(X)o]aL;

aayS FAEAY, T Met, Val, Nle, Lys, E=E UX)o]ar;

aae FASAY, = Asn, Lys, =& U(X)o];

aaw= FASAY, T= Thr, Gly, Aib, Acdc, Acbc, T UX)o]ar;

o714, aamaay = Yol B dofHow 19 FHE S

et

stgo =y g d3hs st

©h, aaj, aayy, aa, aaw, aay, ads, ady, Ady, Adwy, adsy, adyg, Ady, aAdy LT aay B ofYr, ¥ 1 o4

Xl B4 A% A E WA obu et Uojr),

Alg E A3l YoM, S BN F2E 2 ANE P2
<3}sth2] (111-B)>
Hisi—aas—aas—Gly,—Thrs—aas—Thr;—Sers—Aspg—aajg—aa;;—aaz—aaz—aa—aas—aag—aai;—aaig—adiyg—adg—ads;—adse—adss—

Z2(AE W3 3)

F7) el A,
7= OH, = NH-Ro|iL, o]7]4, K& 1 w2 xahg = n|x3hd (,-Cp, &2, 2= 10 Da v]uke] PEG 2 0)

al;

aasx== Ser, Ala, Gly, Aib, Acdc, T+ Acbcolil;

aaze Gln, T=& Citolal;

aag> Phe, Trp, F2Phe, Me2Phe, MePhe, T+ Nal20]ii;
aai= Tyr, Leu, Met, Nal2, Bip, T+ Bip2EtMeO;
aapp= Lys, Glu, Ser, & U(X)o]aL;

aa;< Ser, Asn, & U(X)o]aL;

aapS BASAY, = Tyr, Gln, Cit, =¥ U(X)o]aL;
aay> FASAY, T Leu, Met, Nle, =& U(X)o]aL;
aai= FASAY, T Asp, Glu, ¥ UX)o]lxL;
aaie FAISFAY, ®= Ser, Gly, Glu, Aib, Acbe, Lys, R, & U(X)e]aL;

aay< FASAY,

ke
s

Arg, hArg, Gln, Glu, Cit, Aib, Ac4c, Acbc, TEx U(X)o]aL;

aage FASAY,

H
rr

Arg, hArg, Ala, Aib, Acdc, Acbe, HE+= U(X)o]aL;

rr

aa= FASEAY, T Ala, Val, Aib, Acdc, Acbe, ¥+ U(X)o]aL;
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aage F-ASAY, T Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc, B+ U(X)o]aL;
aan< FAEAY, T Asp, Glu, Leu, Aib, Acdc, Acbe, B U(X)olaL;

aap FASA Y, T= Phe, Aib, Acdc, Acbe, X UX)o]aL;

aams FAEAY, T= Val, Ile, Aib, Acde, Acbe, HEE UX)o]ar;

71| aaaay & U B JHom o 2 £3) sstdorn g AFS FAgeta;

2

©h, aajs, aayy, aas, aaw, aay, aay, adx, L aay o ofth, EE 1 o] Xol Ff AE HA EE |

o1 o}m At Uojtt,
AT 16

A 13, A 143

)

|15

ofy
9
s
rt
ok
K3

Aol A, aagel Xl F-2Eo] gl 2lal 2716 A FE= PAE .
AT 17

A1, A14F 2 A15F T o= 7 Fell 3AolA, aaro]l TEOFE7IH(hArg) 7191 AQ] FE= A=,

A+ 18

A1, A4z D A15E F ol g ol glolA, aape]l Al 7| A FH= AP E.

AT 19

A1gr, A4 D A58 F o= g ol glojA, aart Aib EE Acde 7190 AL HEIE AHE.

AT% 20

A1, A4 D A58 F o= g e oA, ME|=T7F skt o] Aib WVE EFsHE A HEE= A
AE.

A7 21

A1, A4 5 A5 T ool 3 Fol dojA, HE|=TE C el gty o] Aib 71E Edrete A

g, A4 2 AL F ol 7 ol sdolA, 7] FxE = HEE AAE:
Hi sl—aag—G1ng—Gly4—Thr5—PheG—Thr7—Ser8—ASpg—Tyr10—Ser11—Ly512—Tyr13—Leu14—ASp15—Ai b16—a317—LyS(N—9_Uﬂ 7]'_1 ! _031-721
HE-D-ZFF 2 )jg-aa-Nl,(AE H3E 318)

7] Ao A,
aa,= Aib =& AcdcoliL;
aar2 Arg, hArg =& Glno|aL;

aae Aib, Acdc T Acbeolil;

A&, A4 L AT F o= § Foll oA, 7] 25 7= FEE A=

_10_
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His;—aay~Glny=Gly,~Thrs—Phes=Thr,~Sers=Aspy=Tyrp=Ser 1;-Lys12=Tyr ;3-Leus~Aspis—Aibigaa;;~Lys (N-- 2 H 7}-1"'-&
W E}-D-2FF 2 ) jg-aag-aan-NH(AE H3 319)
871 AollA,
aas= Aib & Acdcolar,
aa;r< Arg, hArg T Glno] L,

aa 2 aane MEAHOZ Aib, Acde EE Acbeo]il;

AT 24

A&, A4 R A5 T o= § ol oM, 7] F2E 7= FEE A=
Hisi—aa;~Glny—Gly,—Thrs—Phes—Thr;-Sers-Aspy-Tyrio-Ser11-Lysis-Tyris-Leun-Aspis—aas—aa;;~Lys (N- 2= 7}-1"' -2
HER-D-2 72 )gmaay-NH(AE ME 320)

871 Aol A,

aay Aib B+ Ac4colil;
aa> Aib BE Acdcolal;
aar2 Arg, hArg =+ Glno|aL;

aage Aib, Acdc T Acbeolil;

o

AL G WA Cp A% 22 Holt,

373 25

A1, A4 2 AT F o= & el AoA, aa B aaye] F3H T AFE A= 2 A=
AEE.

AT 26

A213el SlolA, 87 FEE JHAE e E AR

Hi S1_332_G l ng_G l y4—Thr5—PheG—Thr7—Ser8—Asp9—Tyr 10—Ser11—Ly512—Tyr 13—Leu14—ASp15—aa16—aa17—A 1 alg_A 1 aly_aag()_G 1 Ug1—
Phey—Tley-Lys(N-2 ™ 7}-1"'-L¢Z HEF-D-FFF- 2 )oy~Trpos—Leu—aas~Asnyg—Thro-NH,(AE WS 321)

aas 2 aanpe 42t MEAH O R Lys BE Gluolx, 19

e
po)
Ll
oft
:oé
ot
oty
el
lo
ft
=X
i)
ot
iib)
o
o
ofl
oX,
o
K

aay< Arg, hArg B+ Glnolal;
aay< Met T+ Nleo]il;

A2 CoCo A &A ol

A3 27
A1, A4 D A15Y F o= g Fol YA, aap E aae] FItEo] FH AFS P 3 FEE=
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A=
AT 28
A4l oA, 7] F2E 7N E PEE A E:

His;—aas—Glns—Gly,~Thrs—Phes—Thr,—Sers—Aspy-Tyrio-Ser1i—aas~Tyris—Leurs—Aspis—aag—aa;—Lys (N- 2. H| 7}-1'-<-Z]
HEF-D-2FF2d ) j5-aag-aayn-Nl,(AE M3 323)

A7) Aol A,
aas= Aib X Acdcolit;

aap 2 aaee 242 NEHOR Lys B GluolaL, 19|

%
i
it
ol
(ot
ot
el
o
il
=X
i)
ot
it
%
tlo
oflt
oX,
ol
H

aa;r< Arg, T+ hArge]il;

aap 2 aan MEAHOZ Aib, Acde EE Acbeo]il;

UL Ce-Cy AE &Z Hofrt.

A+ 29

A14ge] oA, 317l F2E A= HEHE A=
His—Ac4cy=Glns—Gly,~Thrs—Pheg—Thr,—Serg-Aspy-Tyr0-Ser11=AF0] & 2 (Glup-Tyrs—Leuy~Aspis—Lysig—aa;—Lys (N- S
H7h-1'-4Z HE-D-2FF 29 )ig-Aibig-Aiby-NH (A E HE 324)

71 AellA,

aa;, R aape 19 FHE S P o=HN gy 4TS FA

o
=

aar2 Arg B hArgo|ag;

o .
OEL7E]—\: ClZy C14, Cle EE—E— C18 }\\__63 OEL;E] ‘)‘\HO]‘:}

Z 3k AACA e AE 3319 ofvleit 7] aamaars E9ehHs SRR FARAC] A

8
ogete dAlE 2dete, Yy XEE F8R o MAdA des Xuste Y.

_12_
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A 328k oA, 7] EFFIE AV AE A& 3319 ofn| it F7] aairaas EFEHE 29 WL
A+ 36
3238kl QlolA, A7 FHAE SAMAZF Ad ME 3319 o}n| Al 2] aai-aaes E3FelE Aol Wb

373 37
A3l AeA, A7) SFAL FAAIZE AE WS 3319 ofwngt 7] aaraans EFEHE A WL
37 38

A4 WA AT F ol 7 el QolA, A7 FEAT SAATE 871 St (De] AMBAA X2 WE
=}
H

<514 (1)>

1a yy2 O W1
R w -,

R'ldo OR1b
L 541 (1)
-n

&) Al A,

R': S9xom zzke] A9elA, A%, H, A28 & w88 Gy DAV, A Ex 0N A

Ve mYHoR 247he] ASolA, e, -CH-0-, ~(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=$)-, ~(C=$)-NH-, I

W= —0-, —CHe = -S-o]1;

R =gdom z47ke] Ao A, Uele] A, H, A8d =i uAa8 (- 227], Asd w= nx3d

rio

shAoly], B Ao mE AATE ob2AAI], N, -SH, CCr2A, C-C-27, -NH(C=0)-CH.-Br,
—(CHy)p=Zell o)M=, BE= -NgolaL;

n 1, 2 & 30|11,

ne 1-100]t}.

A7 39

A48 WA A38F T o= F Foll i, 47 FFIE

Ho
>
2
—
)
fru
2
ol
S
oy
[N
QL
X
)
rlr
po
r«O
oz
oL

A3} 40

Ay A3 82 o7 st= AANA Ad HE 3319 ofu|=Ar A7] ag-aayS Edets FRIFE SALA

=)
i)
et
R0
i
il
i
fo
fru
ol
o,
rlr
=y
__>|‘_’1
>
o>
et
=)
i)
ot
o
Al‘
il

o Nud fEAFS Folss v s, Nd
uf
[
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AT 41

A408ol gloIA), A7) FFIFE FAMAIZE AE ME 3319 oln At A7) aaaans EEEE A Y.

ATE 42

A40ell QelM, 47 SR KA AE I 3319 ofvet 7] aaimaapE E3FEHE 2 U
A7 43

Al408el lojA, 7] SFAL A7 MG WE 3319 obw]nal Y] aamaayns EFFEE 29 W
A7 u

A40F WA A43F T o= & Foll oA, 7] SFIRE FARTE a1 sEkA (D 9] AMEdA X2 ngd
A B

<8}k (1)>

- =
R W2 (o) wi
\\R2
R0 OR'™
L 1 #ssm
OR1G o
7] Aol A

R', R, 2R 72t Sgxom zh2re] A9olA, A%, H, o8 e nx88 0-C %27, Aae =

© HAEE dFAjel-Y], B X ghd Es A g o= r]elar;

W s94oz zpzhe] ZAf-olA, -CH-, -CH,-0-, -(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=S)-, —-(C=S)-NH-, =

R SHAoR 747ho] Ao, Udle] A, H, A3e =

.

riet

rr

] 2] 2l

s

H X8 C-Cy &47], A3 %

)

AdFZ Aot 7] EE XSE e H|XSE ol=dA 7], -NHy, -SH, C-Ci-2Al, C-Ci-¥71, -NH(C=0)-CHyBr,

ne 1, 2 TE 30]1;
ne 1-100]c}.
AT 45

A408 WA #4438 F oj= g+ Fof glojA, AP Aol PG A #HHAH= AU W,
AT 46

e ARnE dew sk HAA AE W13 19 ofvqt 7] aa-aars EFE

rlr
u
it
N
r
Ho
>
2
o,
)

1l
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ZIHSdl 10-2024-0110072

A46e QoA , 7] FFAE FABIE AD WE 19 obvliedt 7] aa-aacd EFFHE AL W,

A3} 48

Aa6e QoM g7 FEAE FAAZE AD WE 18] okt 1Y) aaaan® LS

=
ro
o%
i

AT 49

Adpael Qoin, A7) FEAE GAA D ME 19 o) it 7] anaanS EEEHE A Y.

<s}ek (1)>

= T
fa yy2 O wi
RYawW \R2
RO OR™
| k2 (1)
S 0
OR1C
71 Ao A,

obd7], Aghe Hi= WA of=dY], HEis AERo|E ) g HolojE|e]aL;

Ve SH402 747 oA, -CH-, -CH-0-, -(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=S)-, -(C=S)-NH-, =

W= —0-, —CHe = -S-o]1;

rio

2
R Sdxoz Ztzte] ZgolA, Uollel A%, H, gy T+ vxSd (-C 27, X" == v x3d
dFAlotd 7], HEve XEE EE HAFE o247 7], -NH,, -SH, CC-€al, C-C-¢%1, -NH(C=0)-CHy-Br,

~(CHy)~Edolm =, T -Nyolar;

AR o' A Fol FAEAl He A U

Ho

A46F WA A50F F o= & ol YolA, Y] FEAT

A7 52
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HEdl 10-2024-0110072

Ay A N85 8= ok MAA AE WE 19 otvjeit 7] aaaars EIEE RIS AR

ARA fFags Fosts dAE sk, A8 23 85 R 3 MACdA A8n F38E Xsshe
HOLHEJI

AT 53

As2ael oA, 7l SFIRE FAAZE AE ME 19] obv)ieat 7] aa-aas EFshE A B

AT 54

528 oA, A7) FFFE ARV 4G HE 19] ofv| et Y] aaraawES LI A9 WY

A% 55

528kl QoA , A7 FFAE FARAZE AE HE 19 obvet 7] aamaanS E8EHE A WY

A5% 56
A)528F WA #5538 ZF o] & o] QJojA, A7) FEIIE SAFAZL B e (1) AUBEA XE HwdE
A WY

<8514 (1)>

- T
R1a W2 O W1
\\R:2
R0 OR'™
L 1 #sam
OR1G n
71 Al A,

R, RS, 2 R'= 77t g5 om ztzte] ASola, A%, I, 88 i ux88 (-G 277], A8 =

1
W s94oz zpzhe] A-olA, -CH-, -CH,-0-, -(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=S)-, -(C=S)-NH-, =

W -0-, ~CH- EE -$-o]x
2
R= S3dez 7474 Fg-oA, Ul 2, H, A&d = HXSE -G €47, A$d L= nAgd

dAlotd Y], i A = HEhE of=dAY], -NHy, -SH, C-C-2Al, C-Ci-9%1, -NH(C=0)-CH.Br,

-(CHy),-Eelolm =, HEE -N;olaL;
ne 1, 2 e 30]3;

mS 1-100]t},

A+3 57

2527 WA A56F T o= 7 Fell lolA, Add Aol s ARy By

rlr
Py
o,
s
z
e



1}

L

L

90%

2F
)

el

10-2024-0110072

ol

20114 10

=

=

N
o

e
[=)

e

Algld M3 A61/487,640

(271

e

(2004) JAMA 291:2847-28501).

% A|61/543,716

H]

o] v
I
e 7]
7} FAFo)H (= [Hedley, AA., et al.
gy o] g
E el gof

H
Lo

[0002]
[0003]
[0004]
[0005]
[0006]

OO o g NE <R W ﬂﬁaaﬂm/ﬁ% s
BT o 5 2% g E o T
ofF = X0
R T g ) ~ o ﬂﬁx%# by
- S oo oMW o2 ut
THET T w5 T R =
T Ia s %%ﬁu wOE N R
DEHT I T Ll -
o0 <L o — T T, o B oK
~ %A =% =o N ~
K _ X
T R B T
Ty — g2 S Mo T Moo T W
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TR S o Mo _ww o T mﬁ M e Ho
) = < ©C =X
A | N X ot T = _
‘%_Gueﬁrﬂl ‘_|1&Iﬂ_rm1_rﬂ mﬂﬂe]ﬂﬂr ﬂ_
NoH e S e RS TR @M% of =
o w2 .,50 P v [ =
zHISc 2ETE YurET
PR -x Xlax Sy td L
B " ol . NORE R 2 . i~ o 3 \__umu
Koo 5 ol - GO o
ol” 2 i gy A ) B
BRI FY mu g
WK 52 A d P WE X T oy
Nd ‘7|L[ ] o ﬂuiwg =
@&7.@% IS F ﬂfmdmﬂ%ﬂ 4
o D o4 & M mK BK o wa g o, Eﬂ B
= T ! - 0
= X o BB o oL
™R o W W M T )
=0 for XA dﬂﬂﬁﬁﬂ O#:.L]q‘l_l d|
A N i % om0 o om ™
TErme® Hm®RPT ex -l T
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N w B EW ook M < iy
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dnwo“_o\lz*o_/ E:.L:.LEO .Q.E ,\N_Vl TD_l l,Elo P
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o~ D = ofF ! B 4 ' T
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B g X T e S - N sl >
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I B R T T op® A
K or - R S e — o =
E T wlam 2 =R p ¥ d
oy O = THEL Y TMTZETRT LW
w3 WATy WA W X T
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Rl 2y 7 P pgoxmps o0 B
W S H MW H PHTEYHN WV
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shsh4] (1-4)

2(1)e] 7]e]aL:

1

171 &t

°©

L
o

ol A,
A X

3
7

[0012]
[0013]

[0011]



[0014]

[0015]
[0016]

[0017]

[0018]

[0019]

[0020]

[0021]

[0022]
[0023]
[0024]
[0025]

[0026]

[0027]

[0028]

[0029]

[0030]

[0031]

[0032]

[0033]

[0034]

[0035]

<s}ek2 (1)>

R W2 O wi
R2
R0 OR™
stsk2] (1)
OR1c
7] Aol A,

R': mgHom 7zl

oley], wi= AFE E

AS-olA, A3, H, X3E E= v)x3E Ci—Cso & A7),

H| X g of= el v]elar;

Ve mhdom 747te] A9olA, O, ~CH-0-, ~(C=0), ~(C=0)-0-,

Ag-ollA, A3,

old7], wi gy w B x3E ol=2dA7], N,

0, x3e == v x3E C-Cp &247],

-SH, CoCmll, Cr-Cim2

SRS RIS
<sheha (11)>

1(IDE5FE Ags]ar:

- (C=0)-NH-,

2471, -NH(C=0)-CH,-Br,

SIHSd 10-2024-0110072

-(C=S)-, -(C=S)-NH-, =

21ghel = WX SR GEA

_(CHZ)m_

ddj—adg—adds—dd4—dds—ddg—ddy—addg—Addg—addlp—ddilTddlg—addiz—ddi4—ddls—ddigddiyddigTaddigTddgpddz—ddge—ddgs—ddes—ddosT

aax—aay—aap—aas—aax—aas—aaxp-aag—aay—aag-aag-aay—Z(AE HE 1)

F7] 2l A,
7= OH, = -NH-R'o]al, o7]A, R H = (-Cp X348 == nxsky 97

al;

aa,; & His, N-Ac-His, pGlu-His, = N-R-Hiso]i

aa,™ Ser, Ala, Gly, Aib, Acdc = Acbeolar;
aas= Gln, =+ Cito]al;

aa,; = Gly, % D-Alac]al;

aas+= Thr, T+ Sero]il;

aag= Phe, Trp, F2Phe, Me2Phe, %+= Nal20]il;

aa;< Thr, ¥+ Sero]iL;
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, B+ 10 Da mIRFS] PEG 3f o]



[0036]

[0037]

[0038]

[0039]

[0040]

[0041]

[0042]

[0043]

[0044]

[0045]

[0046]

[0047]

[0048]

[0049]

[0050]

[0051]

[0052]

[0053]

[0054]

[0055]

[0056]

[0057]

[0058]

[0059]

[0060]

[0061]

[0062]

[0063]

[0064]

[0065]

aag Ser, &

aagi= Asp, =+

aaw%

aan%

Aspo]iL;

Gluo]iL;

Tyr, Leu, Met, Nal2, Bip, T+ Bip2EtMe0o]L;

Ser, Asn,

TC =

UolaL;

aap+ Lys, Glu, Ser, Arg, T+ Uo]iL;

aal.’%%

[
aadig

[
aaisw—
aam%
3317%
aalg%

[
aajgio
aazo%
aag =

[
ddgoio
3323%

[
ddgs—

[
ddosio
aagﬁ%
aag =
aagg%

[
adggi-
aago%
aagl%

[
ddsy—
aagg%

[
adgs

[
ddss—
3.3.35'19_‘

8.8.35'19_‘

B AEA,
B AEA,
B AEA,
B AEA,
B AEA,
B AEA,
B AEA,
B AEA,
B AEA,
B AEA,
B AEA,
B AEA,
B AEA,
B AL,
B AL,
B ASAL,
B AL,
B AL,
B AL,
B AL,
B AL,
B AL,
B AL,
B ASAL,
B ASAL,

T+ Tyr,
T+ Leu,

T+ Asp,

5
s

5
s

5
s

k
rr
=
&

kA
rr
o
=)

5
s

5
e

5
s

5
rr

5
rr

5
s

T Met,
T+ Asn,
T+ Thr,
T+ Lys,
T+ Arg,
T+ Asn,
T+ Arg,
T+ Asn,
T+ Asn,
= Ile,

T+ Ala,

Ser,

Arg,

Arg,

Asp,

Phe,

Val,

Gln,

Trp,

Leu,

Gln,

Met,

hArg,

hArg,

, Val,

, Lys,

Trp,

Ile,

Gly,

Aib,

Aib,

Aib,

Aib,

Aib,

Aib,

Aib,

Aib,

, B Uo]at;
, Glu, Aib, Ac5c, Lys, Arg, HE+= Uo]ar;

Gln, Glu, Cit, Aib, Acdc, Acbc, HE+= Uo]a

Ala, Aib, Acdc, Ac5c, T+ Uo]aL;

Aib, Acdc, Acbc, HE+ Uo]aL;

Arg, Cit, Glu, Aib, Acdc, Acbc, HE+= Uo]a

, Leu, Aib, Ac4c Acbc, =+ Uo]aL;

Nal2, Aib, Ac4c, Ac5c, T+ Uo]aL;

Aib, Acdc, Acbe, HEx= Uo]ir;

, Glu, Cit, H+= Ue]az;

, & Uo]aL;

, Nle, Lys, ¥+ Uo]ar;

, & Uo]aL;

Aib, Ac4c, Acbc, HE Uo]aL;
Acdc, Acbe, T Uolar;
Acdc, Acbc, T Uolaz;
Acdc, Acbe, FEE Uolal;
Acdc, Acbe, T UolaL;
Acdc, Acbe, EE UolaL;
Acdc, Acbe, FEE UolaL;
Acdc, Ac5C, H= Uo]aL;

Acdc, AchC, T Uo|ar;
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[0066]

[0067]

[0068]

[0069]

[0070]

[0071]

[0072]

[0073]
[0074]

[0075]

[0076]

[0077]

[0078]

[0079]

[0080]

[0081]

[0082]

[0083]

[0084]

aazy< FASA,

o= Uo]

K

Us ARG Xelle] & Aded AHEH = 28715 E3st

o714, aaaay 5 Y9 & doHom 19 FHE F

o, aaj—aay 5 0}‘/}

S A2 =EIA =] F-#E AL,

, Al FYIAEE AL FIAEL

3 AN FEfol A, 3 (1-4) 9] 3HE-e X7} 3l &bsh

<F8H4 (D>

= 1
R W2 o) wi
R2
R0 OR™
L i g5} (1)
OR‘IC
7] 2ol A

RU= H, W37], N = u)x88 C-Cy ©

Ve SRgom Zzke] AoA, ~CHr, ~CH0-, -(C=0), -(C=0)-0-,
£ ~CH,-S-o]aL;

2

W -0-, -S-o]a;

R":; @?‘:‘}‘y Cg‘CAf%Zﬂ, CQ_C4_CQ-Z_]_, EJE‘T:_; _(CHZ)m E ] ]UIEO]——’,

m 1-100] ¢},

247], T

T e AAGEHA, st (1-A) 9] 82 X7t 81

R'2W2 0. WL);\

RYO OR'P
OR1°

9% o]t Alole] AT B3 Al2 el FA|Ed

ZIHSd 10-2024-0110072

el H, BE7], = A8kd = Rk -Gy & 7]0laL;

-(C=0)-NH-, -(C=S)-, -(C=S)-NH-, =

TEE T Egeelth:

CRE WS e E e

oblit 7] Ul A, HEl= Fo EAshe A 7 %fﬂ 5 ohlsl Agel

_20_



[0085]

[0086]

[0087]

[0088]

[0089]

[0090]
[0091]

[0092]

[0093]

[0094]

[0095]

[0096]
[0097]

[0098]

[0099]
[0100]

[0101]

[0102]

[0103]

[0104]

F7be) AA el A, S (-9 FEe X

REWE O wi

<s}ek (1)>

X7t ) PaE

ZIHSd 10-2024-0110072

, W& -CHy-o]at

- 1
R1a W2 O W1
R2
R1do OR1b
L | 354 (1)
OR‘IC

71 Al A
R™:=H, 257, A8ke £ Hx38 0-Cyp 227, B ~Ap o= 8 &§ RolojEo];

2 -(C=0)-NH-o]

,H

W= -0-9]11;
R'= Aot}

ko] A FHel A, et
<&5H4 (1)>

2(1-A) 9] 8t§tE-2 X7t 8l7] 3bsh4

r n

R1aW2 O W1

R2

R1do OR1b

L | 23H4 (1)
OR‘IC

7] Aol A
RU: gk i w X8 -Gy 22710l 3;

R', R, 2 R'= Hol

R

e —(C=0)-NH-o] 31 ;

Wi —0-o]i;
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[0105]

[0106]

[0107]

[0108]

[0109]

[0110]

[0111]

[0112]

[0113]

[0114]

[0115]

[0116]

[0117]

ZIHSd 10-2024-0110072

g7 D Edel J1%E Ay AAFHAA, R e E wXFE -Gy 2|0l

s}

A7) 9 R 7% A% AN G A, R AFE EE 6 X8hE G-y 2 7)ol

o

)

oA (1) £ W0} 87] 725 AAE oA ANGE Ed 26N FA R

a2 Sol, A7) J1%9 Xo Txe Bak oAHe AAGEA, W& -S-ol:, RE (-Cp LATI0lT, Wi S

olaL, R += WoF HE= Yo opuxit 7~ B
= X9} 7 godeas g,

ot —

A7) 7149 Xe] Fxo] BE E O qalge gA AAGHAA, N -0-0l3, RE C-Cyp U703, Wi
0olaL, R™= Wb HE|= Ule] ofmiat 7] Ue] HaHE mo|olE] Alole] Adtolth(dA], WE=e] ME ®
= Edoy 7] 29 stol==A7)E= X9} 3 olH2E g3}

Ay AAFHANA, U XN FH APl AFH T, ol o]UrY WA E A o]k, UL EF

= [e] R
e WY mE A opedl, N, /18 EFSHE HAA opulet, obdE] S EFee wH o

L= -NH-C(=0)-CHy-Br E&= ~(CHy),-Edloln|=( 7|4, me 1-109)E Egs= v ol 4tolT),

E AGES AR AAGHEdA, Addds -9 S E R AddgAelt. JEHE AEEe
A

1]
AR ANl A, ARBAAE ofr= AFS Fol BESe] Hawct,
g

AE= A Ee) Ay ANFEelA, ANTAA X 1-ojolza ME-D-ZFEFEL, 1-SEHA WE-D-2F
A, 1A HE-D-2 R R, LSS AuE -2 EEEY, LR e -2 EEA, 1 )
BD-2E TR, 1-99 WE-D-FFTEL, 1ol We-DtEFFTEN, 1-SEHd AE-D-H2FTE
b 1-EAMAE HE-D-H 2R EAE, 1-HEZEA AE-D-HEFF 84, -2 HE-D-tE T4, 1-1)
A WED-OZRTEY, -5 WE-DHEFETE, B BeaE 102 WED-2Ras, 1-98 64
HERD-2 R R, 1A WE-D-2Ras, FHERYA WeD-2Ras, 1Rdd ME-D-2Ras, 1-
9 HE-D-FEEA, 1-SY HE-D-BRRs, ool ad WE-D-REAE, 1-SEEd WE-D-EEAE, 1-
SAA MED-REAE 1A wED-TEAE 1A WED-EEAE 1-5E seD-TEAE 58
Egetn, BEs AAEe W) AFE sl Wes(AAY, ) AFE 7 F -0 sk AEse
obulrs]) 49l 7] Abolsl AF Bl elsf AzHT.

e

AE= Aol Q¥ AAFENA, U HEEe] Bk ojulateltt, HEE AR A AAFHelA, U
& oAEEe) Wgd obrlitolt, WEE AT A AAFENA, U AD D- E= Lol eitolth, B
HE 4B A% AAGHelA, U WAA olvlmitolth, WEE MBS A% AxFEelA, U Lys,

A pul H —
Cys, Orn, Hx= Addal Xello] & Aol AH5= 28718 2ddehes v oprnito 258 ey,

PE= Azl dF A, AE=e] AdSdA Xello] &f Aol AHEE= 2H87]1= -NHy, -SH,

AR AAFEAA, Fold T ot 1)) H4 4§71 AAH] AolY B FHB. dF Hol
AR ANGEel A, Lys FAE Glugl ZHsh §7 Alel2Y FEe FHB AY AxFeelA, 4] g
FRE GAHI, Glu L Lys=HE ARG, A A9olA, ] FY AFe PES F G5k 4y FxE
o

BT Ao dEA Qduh(F& [Condon, S.M., et al. (2002) Bioorg Med Chem 10:731-736]1; [Murage,
E.N., et al (2008) Bioorg Med Chem 16: 10106-12]; [Murage, E.N., et al. (2010) J Med Chem 53: 6412-
20]). dF AAGHAA, Alz=HQ F7E AR e dAFE FE5E GAdskn, A Fx gA48 AY

_22_



[0118]

[0119]

[0120]
[0121]

[0122]

[0123]

[0124]

[0125]

[0126]

[0127]

[0128]

[0129]

[0130]

[0131]

[0132]

[0133]

[0134]

[0135]

[0136]

[0137]

[0138]

[0139]

[0140]

[0141]

SIHSd 10-2024-0110072

7] EiAM ted= gAS B A4d9 4 Juh(Ed [Li, Y., et al. (2011) Peptides 32: 1400-1407]).
AR A FEolA, Adolst F oolugt Y]l F3 FEUE FARE e JAFH 74 L okdsE UA
Y AAFHE S8 A3, AdE =2 S oK =9 4 #EY] Atele] "&EY W3S 3 APHE

AR AAFEAA, FH AT 9 FYRASE TP PUS QYRS THHOR WEN FEAE ®
£ 9] fabAlolth, 7] AAGH F QRN WS YHEE TH ATE 1-0-97 BD-FTIENS I
Foha, HESE 2EAhee] FAA ol

AR AAFHN A, FH AFE AW FYANEE TP WS AYES FHAOE WPH (LP-1, Ei
9] fAplelth, 47l AAGE F AR, BES YHEES FH AT 1-0-97 BD-FTIENS =3
shar, e GLP-19] FAHA oIt}

Q5 AN FHel A, Bk (1-0) 9] WES AYEL 3b7] e (111-0) 9] F2E rHI:
<s}8H2] (111-A)>
ddj—adg—adds—dd4s—dds—ddg—ddry—addg—addg—addlp—ddilTddlg—addiz—ddi4—ddls—addig—addiyddigTaddigTddgpddz—ddge—ddgs—ddes—ddosT

3326_3327_3328_3329_2(/\:1oEd W3 2)

71 AelA,

o

2= OH, i NH-R©|aL, o]7]4, R'& H Ei= (-Cp, X138 i wxghgd 97, Ei= 10 Da W] PEG 20|

al;
aa & His, N-Ac-His, pGlu-His, T N-R-Hiso]i;

aasx= Ser, Ala, Gly, Aib, Acdc, HE+ Acbcolil;

aas< Gln, =& Cito]l;
aa, = Gly, =+ D-Alaola;
aaz= Thr, ¥+ Sero]il;

aag> Phe, Trp, F2Phe, Me2Phe, %+= Nal20]il;

aa;> Thr, T+¥ Sero]il;
aag Ser, H¥ Aspo]il;
aag= Asp, =+ GluoliL;

aaj > Tyr, Leu, Met, Nal2, Bip, %=+ Bip2EtMe0©]L;
aan< Ser, Asn, T&E Uo]il;

aap+= Lys, Glu, Ser, Arg, ®+ U(X)o]aL;

aaiye FASAY, EE Tyr, Gln, Cit, %3 UX)o]ar;

aau> FASEAY, T+ Leu, Met, Nle, ¥+ UX)o]L;

aap= FASAY, EE Asp, Glu, =¥ U(X)olx;

aae FASEAY, T Ser, Gly, Glu, Aib, Achc, Lys, Arg, T+ UX)o]az;

o
rr

aa;<~ HFASAY, = Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc, H+= UX)o]aL;
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[0142]

[0143]

[0144]

[0145]

[0146]

[0147]

[0148]

[0149]

[0150]

[0151]

[0152]

[0153]

[0154]

[0155]

[0156]
[0157]

[0158]

[0159]

[0160]

[0161]

[0162]

[0163]

[0164]

[0165]

[0166]

[0167]

[0168]

[0169]

3IHSdl 10-2024-0110072

aajge FASA, , hArg, Ala, Aib, Acdc, Acbc, T+ U(X)o]ar;

5
s
=
=
oQ

k
s
=
o

aae FASALE, , Val, Aib, Acdc, Ac5c, = UX)o|a;

k
s
o
=

aag FASHAY, , Lys, Arg, Cit, Glu, Aib, Acdc, Acbe, T=x U(X)o]aL;

t
e

aayn< FASA, Asp, Glu, Leu, Aib, Acdc, Acbc, =¥ U(X)olxL;

5
s

aants FASAY, Phe, Trp, Nal2, Aib, Acdc, Acbe, HE+= U(X)o]aL;

5
s

aayn FASAL, Val, Ile, Aib, Acdc, Acbc, H¥E U(X)o]aL;

5
s

aay= FABEA, Gln, Ala, Glu, Cit, =& U(X)e]aL;

aay= FASFAL,

5
s

Trp, Nal2, ®=+ U(X)o]aL

5
s

aag FASHAY, Leu, T U(X)e]aL

5
s

aay< FASAL, Met, Val, Nle, Lys, =+ U(X)o]aL

t
rr

aays FASHA, Asn, Lys, T U(X)o]aL

t
s

aaxpe= FASFAL, Thr, Gly, Aib, Acdc, Acbc, T¥ U(X)o]xL

g skaL;

tlo

o714, aamaay & YOO B2 dJH oz 19 FHF

ot

2

rio

shgo=mA o Ag
©, aay, aay, aa, aaw, aady, adz, adw, adss, adg, adzs, Adgs, Adyy, Adgs S aady o ofHF, T 1 o)A
Xo 3f Z2%%¥ dd == 9dd opv) x4t Uoltt.

AT AAFE A, s (1-0) 9] FEl= ALES 317] e (111-B)e] F2& 7Ft):

<3g}st2] (111-B)>
Hisj—aas—aa;—-Glys—Thrs—aas—Thr;—Sers—Aspg—aajp—aaj;—aaj;—aa;z—aay—aajs—aae—aaz—ads—aag—adzp—ads—ady—adss™
Z(XE ¥z 3)

&7 Al A,

7= OH, = -NH-R'o]3, oJ7]A, R'e H == sty w=

tH
=
N
et
i
o
I
ue

7, i 10 Da vRke] PEG o]
al;

aa,x= Ser, Ala, Gly, Aib, Acdc, HE+ Acbco]il;

aas> Gln, =+ Cito]ar;

aag Phe, Trp, F2Phe, Me2Phe, MePhe, W& Nal20]ii;

aa; > Tyr, Leu, Met, Nal2, Bip, %=+ Bip2EtMeO;

aa;< Ser, Asn, = UX)o]aL;

aap+ Lys, Glu, Ser, =& UX)o]aL;

aaps> FASEAY, T+ Tyr, Gln, Cit, ¥+ UX)o]aL;

aau< FASEAY, = Leu, Met, Nle, == UX)o]aL;

aas= FASEAY, T Asp, Glu, B+ UX)o]aL;
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[0170]

[0171]

[0172]

[0173]

[0174]

[0175]

[0176]

[0177]

[0178]

[0179]

[0180]

[0181]

[0182]

[0183]

[0184]

[0185]

[0186]

[0187]

[0188]

[0189]

[0190]

[0191]

[0192]

[0193]

[0194]

[0195]

SIHSd 10-2024-0110072

aage FASHAY, = Ser, Gly, Glu, Aib, Acdc, Acbc, Lys, R, B+ U(X)o]aL;
aa;r< HFASEAY, T Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc, HE+= U(X)o]aL;
aape FASAY, = Arg, hArg, Ala, Aib, Acdc, Acbe, B+ U(X)o]aL;

aaps FASAY, T Ala, Val, Aib, Acdc, Acbe, T+ U(X)olaL;

aage FASAY, T Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc, T+ U(X)o]aL;
aan< FASAY, T+ Asp, Glu, Leu, Aib, Acdc, Acbe, T+ U(X)o]aL;

aaps A8 A Y, T3= Phe, Aib, Acdc, Acbe, X UX)olaL;

aage FASAY, T Val, Ile, Aib, Acdc, Acbe, T+ U(X)olaL

A71M, aaraas % A9 BE oMo 1o Z4% B dagonH gy

iih)
ot
tlo
oft
o,
701_!/
!

flo
>
=
of{
Jo
ilh)
ET’
i,
2
re
5
rlr

©h, aajs, aayy, aas, aaw, ady, ads, adyp, ady, L aaw 5 ortf, EE 1 o]

H 4 opm| ik Uoltt,

s}

sleha] (1-A), (IT11-A), (I1I-B) & sleha] (V)] Ay Ao, U 2o 7ed Ao HA ofvit

SFEFA (1-A), (I11-A), (I11-B) HEi= 32 (V)9 A% AAIFE A, aap= 2Aloltt. ek (1-4), (111-A),

(I11-B) T+ ek (V)2 dX- Aol A, aay= FAlolt).

s}k (1-4), (I11-A), (III-B) E& ek (V)e] ¥ AAFelolA, aa> Xol F#Hso] & 2l

BHehA(1-A), (IT1-A), (I1I-B) Ex= sk (V) o] A AAGElA, aare ZEoF27]d(hArg) 7]l
sHeFA (1-A), (I11-A), (IT11-B) = Spspa{(V)o] A AAFEelA, aarE& S24l 7)ol
sFsh2 (1-4), (I11-A), (I11-B) = 3peba(V)e] i AAIFEolA, aas Aib Ei= Acde FH7]oltt.

A AAGHANA, FE == sl o)) Aib 7S 2

3}8kA (1-A), (111-A), (I11-B) & 3}3k4 (V)9
o}

AA Gl A, FE=E C Bkl sk oo Aib 7]

4

sFshA (1-A), (I11-A), (I1I-B) E& g2l (V)9 ¢

sbakA (1-A), (I11-A), (III-B) & 38k (V)¢ o

4z

AA oA, AEE BAELS 7] TEXE X
His,—aaz~Glns~Glys~Thrs-Phes—Thr;~Sers-Aspg=Tyrip-Ser ;-Lys1»=-Tyr ;5-Leuy~Aspis-Aibis—aa;~Lys (N- Q. w| 7}-1" -7
HE-D-2FF 29 )5-aa;p-N,(AE MZE 318)

&7) Aol A,

aa; ™= Aib & Acdcolil

aa;< Arg, bArg T=¥ Glno]al

aair= Aib, Acdc TEXE Acbeolil
AA2 G A Cp A& & el

sFekA (1-4), (111-4), (I11-B) = 3k (V) o] i HAAFeelA, FE= Y=L 8] 725 7Hd:
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[0196]

[0197]

[0198]

[0199]

[0200]

[0201]

[0202]

[0203]

[0204]

[0205]

[0206]

[0207]

[0208]

[0209]

[0210]

[0211]

[0212]

[0213]

[0214]

[0215]

[0216]

[0217]

[0218]

[0219]

[0220]

SME3 10-2024-0110072
His;—aay~Glny=Gly,~Thrs—Phes=Thr,~Sers=Aspy=Tyrp=Ser 1;-Lys12=Tyr ;3-Leus~Aspis—Aibigaa;;~Lys (N-- 2 H 7}-1"'-&
W E}-D-2FF 2 ) jg-aag-aan-NH(AE H3 319)
871 AollA,
aay™ Aib T+ Acdcolal
aa;r< Arg, hArg T Glno] L,

aa D aane MEASZ Aib, Acde HEE Acheo]l I

3}shAl (1-A), (I11-4), (I11-B) H& 3}shal(V) 9] dF AA LA, HE = PFEL 37 F2E 7Fx:
Hisi—aas~Glns—Gly,—Thrs—Phes—Thr,—Sers—Aspy-Tyrio—-Ser11-Lysis~Tyris-Leu—Aspis—aaig—aa;—Lys(N-2. H| 7}-1'-<-Z]
HE-D-FFF 2 ) j5-aa;g- N, (A9 3 320)

7] AolA
aa, = Aib & Acdcoli

aag Aib & Acdcolil

aa;rS Arg, hArg =¥ Glnolal
aai+= Aib, Acdc T Acbeolal
AL Cg WA C A3 &4 o)},

spekA(1-4), (IT1-A), (I11-B) Hx= spek2(V)e] UdF HAAFEA, aap B aayns &3t o] =gt 233 9

sheb2 (1-A), (I11-A), (I1I-B) W& 3HehA(V) ] i Ar e, FH= =L 7] 7+2E 7Hih:
His;—aa;~Glns=Gly,~Thrs—Phes—Thr;—Serg—Aspy—Tyr19-Ser11-Lys1o=Tyrs-Leuis—Aspis—aas—aa;;—Alag—Alag—aasn—Glus -
Phess—Tley-Lys(N-H|7}-1"'-2Z #EF-D-=FF 2 )oy~Trpss-Leuss—aazy—Asnsg—Throg-NH (A8 HME 321)

A7) HelA,

aa,= Aib = Acdcol

aadie L adzo

rlo

Ztzy AEH O R Lys HE Gluo]aL,

M
Lo

N
R
il
of
:Cg
o
Lot
il
(o
fr
EJ
o
ot
iih)
ot
o
ok
oX
ol
=

aa;< Arg, hArg T+ Glno]al
3327% Met T+ NleO]EL

A2 CsCyp A &4 4lo]tt.

fl

s}ekA (I-A), (I11-A), (I1I-B) X 3Feh] (V)] di AAFH A, JE = AAE 7] +F25 7H:

Hisi—aas~Glny=Gly,~Thrs-Phes~Thr;=Sers=Aspg=Tyr1g=Ser11-Lys1~Tyri3-Leu~Aspis=AF0] = (Glue-Glny~Alag-Ala~
Lys20)~Gluz—Phess—11ex-Lys(N-2.#| 7F-1"-4Z  WE}-D-2FF 29 )5-Trps-Lewsg-Metyr-Asnpg-aary-N(AE HE
322); 747] AellA, aa,= Aib & Acdc©]il, aapi= Thr, Aib, Acdc, T& Acheolil, 1'-¢27|= Zd4d, H
Egtgd, sixtgd, ms A2 E Auga; 160 2 208 X9 ofnwal Ao FHi= #3E o] F4

& 349

=
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[0221]

[0222]

[0223]

[0224]

[0225]

[0226]

[0227]

[0228]

[0229]

[0230]

[0231]

[0232]

[0233]

[0234]

[0235]

[0236]

[0237]

[0238]

[0239]
[0240]

[0241]

[0242]

[0243]

[0244]

[0245]

SIHEd 10-2024-0110072

tlo

3lska) (1-4), (I11-A), (I1I-B) %+ 34 (V)e L8 AA Sl M, aap B aaes 83190 g 2%

3

S (1-A), (I11-A), (I11-B) = spehA(V)o] 4 AA G, FE= A= 7] 728 7KK

%

>

ro
kJ

Hisi;—aas~Glns—Gly,~Thrs—Pheg—Thr;—Serg—Aspe—Tyr 1o-Ser;—aa;s-Tyris-Leuy—Aspis—aas—aa;~Lys (N-2H 7}-1'-<4-Z
HE-D-2FTF 29 ) j5-aag-aayn-Nl,(AE M35 323)

71 A A,
aas= Aib & Acdcola

aap L aape 27 MEAOR Lys EBE Gluolx, 19

e

He Sl dstgo=yn St dds st

[‘

aa;r< Arg, hArgo]il

aap 2 aanS MEHOZ Aib, Acde EE Achcoll

3}hA(1-A), (I11-4), (I11-B) H& 3}shal(V) 9] dF AA LA, HE = FPE 317 F2E 7Fo:
His;—Ac4cy—Glns—Gly,~Thrs—Pheg—Thr;=Sers-Aspe—Tyr 10-Ser 1;=AF0] Z 2 (Glue-Tyr ;5-Leuy—Aspis—Lysig—aa;—Lys (N-2
W7H-1'-4Z WE-D-2FF 29 )i5-Aibig-Aiby N (A€ WS 324)

A7) A A,

aap B aape 10 FHE S dstgowA e A

tlo
ofl
ox,
o
ol
=

aa;< Arg T+ hArgo|al
AL Ci, Cu, Cis, EE Cis A8 &4 o]t
SFehA (1-A), (I11-A), (ITI-B) HE& eA(V)e] A AAGEeA, AEHE AE 37 F+25 7HIn:

His—aas~Glns—Gly,~Thrs—Pheg—Thr,—Sers—Aspy-Tyro-Ser—aas~Tyrs-Leu—Aspis—aag—aa;—Lys(N-2. H| 7}-1'-<-Z]
W E-D-FFF 2 ) j5-aag-aan-Nl,(AE WME 325)

71 AelA,

aap % aape M7t EASE Lys e Gluolal

aap 2 aape 19 SHE Tl FstEowyn g A4S JAstar;
aarrS Arg X hArgo|il; aap % aaynS NEZA O E Aib, Acdc EE Acheoli; 1'-g47|E= Lo, HED

A, ArtEd, s SEHA RS E A9

S}k (1-4), (I11-A), (ITI-B) & e2l(V)e] 44 A A, AH= A& 7] F+25 7HHTh:
Hisi—aay~Glny=Gly,~Thrs-aas-Thr;=Serg-Aspy=Tyrig-Ser1-Lysis~Tyriz-Leun~Aspis=  Serig=Aiby-Lys(N-2#| 7}-1'-%
g2 WE-D-2 T2 ) gmaa-NL(AE HWE 326); 7] 2elAl, aa= Aib Hi= Acde©]il, aasS Me2Phe,
MePhe, = Phe©lil; aaje™ Aib, Acdc, H& Acbcoltt.

shekA(1-A), (II1-A), (III-B) H& 32 (V)e] A5 HAASH A, JAHE BPE 317 F2E 7Fth:
His;—aas;~Glns—Gly,~Thrs—aas—Thr;—Sers—Aspy=-Tyrio-Serii-Lysi-Tyriz-Leuy—Aspiz—  Serig—aa;;—Lys(N-2.H| 7}-1" - H]
A HE-D-SFFFEY ) g-aaaan-NL,(AE WE 327); A7) AolA, aa= Aib EE Acdcolal, aagS Me2Phe,

MePhe, ¥ Pheolil; aapyS Arg B¥ hArgolil, aay =F aan< Aib, Acde, T¥ AcSco|t}.
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[0246]

[0247]

[0248]

[0249]

[0250]

[0251]

[0252]

[0253]

[0254]

[0255]

[0256]

[0257]

[0258]
[0259]

[0260]

[0261]

[0262]

[0263]

[0264]

[0265]

[0266]

[0267]

[0268]

[0269]

[0270]

[0271]

SIHSdl 10-2024-0110072

A (1-4), (I11-A), (II1-B) & 3g2(V)eo] A Ar|feHdA, e = Y E 7] +F2& 71X

Hi Sl_Ai bg_G 1 1’13_G 1 y4—Thr5—Pheﬁ—Thr7—Ser8—ASp9—Tyr 10—Ser 11—Lyslg—Tyr 13‘L€L114_ASD15_}\]’°] %E(G 1 uu,-—Argn—Al aig~
Alaw‘Lyszo)‘LyS(N—S’_”ﬂ 7}—1"%}@ HﬂE]'—D—T;_L—El“;'r“i\‘—_])21‘Phezz‘aaz.’s‘I\H‘[z("']% w3 328); }6]'7] /Sloﬂ Hy 3323%
Aib, Acdc, W& Acbeol, 1'-4Z7|= =, HEZDUA, A g, £ SedadzRey Agdrn,
sFehA (1-A), (IT11-A), (ITI-B) E& 3EA(V)e] dF AAGEeA, AEHE YFE 37 F+2& 7FI:
Hisi—aas—Glns—Gly,~Thrs—aas—Thr,—Serg—Aspy-Tyr10-Seri—aas~Tyris—Leu—Aspis—aag—aa;—aas—Alag—aan-Lys(N-<
W 7h-1"'-2 7 W E-D-SFFF 2 )y-Pheyaan-NI,(AE ¥H3 329);

47) Aol A,

aa;™= Aib T+ Ac4colal

aag> Me2Phe, MePhe, =+ Pheo]il

aa;; 2 aapS ZHzF AEA o= Lys EE Gluo]a

aas B annS 9] 4% Bo) dHons 49 AR

tlo
ofl
oX,
o
ol
=

aa;< Arg, bArg T=% Glno]al
3.3.13% Aib ‘I"f‘ AlaO]

aage Aib, Acdc, T Acbeolal

—
ﬂi

SaTE muld, HESUA, A, Be SEUHARRE dEEn,
shebA (I-A), (I11-A), (I1I-B) W& 3Feh2[(V)e] i AA e, FH= A& 7] x5 7tk
His,—aas~Glns—Gly,—Thrs—aag—Thr,—Sers—Aspy-Tyrio-Ser1—aa~Tyris-Leu—Aspis—aag—aa;—Lys(N-Q.H| 7}-1'-<+Z o
E-D-SFFF 2 ) jsaag-aan-Nl,(AE HE 330)
&7] Aol A,
aa,™ Aib B Acdcolil

aag Pheo] il

aap @ aapS 27 AEAOE Lys TEE Gluelal;

aap 2 aape 19 SHE Tl FstEo=wxn g A4S JAstaL;
aa;rS Arg & hArgelal
aaig Aib, Acdc, T Acbeolal

aan< Aib, Acde, = Acbeolal, 1'-€27|= =uld, HEZHA, bl s SEHgAd RS E A,

AN AN G, dele] s (1-4), (I11-4), (I11-B) Ei= seh (V) o] g3&e) 4§, Xe =dd 42
Ae =
AN AA G, FE= YYES GLPIR R/E= GLRA AFshe A& 24 A= Bl

TAAD AAGE A, 7] 2 el Ysd stk (1-A), (I11-A), (I11-B) T 38k (V)9 fH= A
22 57 728 7RG
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o
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L
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ol 9l
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o
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L
L

Il

A

j=5
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Al
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]

== N

A

j=5
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L

L
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[0284]
[0285]
[0286]

5% gomA 5

[e]
A

il

JEE AP =L A okt U

§oobulmat 2

3]

(I-0) 9] REl=

el
olo
jant

i

shgo A oje7]

3

A

=

-
T=

olg7],

[0287]

YES Fozn o

il

Uell A

=

=

7ol 2]

=
T

, ole1A,

#5H4] (1-4) )

Eias

gk AA Gl A, BhekA (1-4) 9] 35t
[e)

7}

[0288]

)

o

97 obuldt U

KX
=

AAGFEN A, B (1-A) 9] 3hehe

bl siekal(1-a)e] el

o

7}

J

=

m ghska (1V)

2

uell
R
OR™

=

=

7ke] 7]
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=
T

Zoltt.
<s}sk4 (1V)>
R0

o

[0290]
[0291]
[0292]
[0293]

nd

I

B

B
nd

[0294]

A7 m9How Aze] AgolA, A%, U, o@r], nEsl, 7

L

d,

R

1b Rlc gl

R

[0295]

sl
B

)l

-CH,=S-©]aL;

A
-

TC

-S-o]a;

L

TC

= —0-, CHy- BE<=

L

W' ~CH-, ~CHy-0-, ~(C=0), ~(C=0)-0-, ~(C=0)-NH-, -(C=S)-, —(C=S)-Ni~,

2

W

[0296]
[0297]

il

M
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[0299]
[0300]

[0301]

[0302]
[0303]

[0304]

[0305]

[0306]

[0307]

[0308]

[0309]

[0310]

[0311]

[0312]

[0313]
[0314]

[0315]

[0316]

[0317]

[0318]

[0319]

[0320]
[0321]

[0322]

[0323]

[0324]

SIE S 10-2024-0110072

AgE = WA EE -G EA7], A%k =

rr

H A2
7], ~NHy, —SH, Co=Ci=Hll, C-Ci=221, -NH(C=0)-CHy-Br, —(CHp),~Edlolv]=, B -Njo]aL;

r&‘i

Sy

B

Alop 7], e 23k HE X 3hE of=

)

m< l—looldr
Bowpwel on AN FEel A, Zhzhe] A mi A opnnate E@Mow 747ke] A9, o
BEE FA opulwatolth, B wpye] A Ao A, Ztzhe] HA Ei uH opmwate EyAow 7}
zte] AL, 7t9Ho R HIH = f7 et
B opge] Qi AxEelA, WEEE A7) 74w uhel 2o heka (1)) e =t}
Bope] Qi Ax|okEol A,
ne 1o]a1;
& —(C=0)-0] 1L;
R X8y mi uXEE (-Cyp A7), (39 w= usy 1-L=ZAjoley] w= oy w= ux3E

R+ D- v L-YAuA S 7t94oz2 HEH gilolt,

ne 1o]at;
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g BFR EE &Y 72 =YL T8 SYudes WIEE g 9 fAgsE oF 59, [Jensen,
K.J. and Brask, J. (2005) Biopolymers 80: 747-761]°] 7] = o] Slvh. fE]= 0k ofve}, Gl AL sl
ofs) WMFHJTFGEA [Filira, F., et al. (2003) Org Biomol Chem 1:3059-3063]1; [Negri, L., et al.
(1999) J Med Chem 42: 400-404]; [Negri, L., et al. (1998) Br J Pharmacol 124: 1516-1522]; [Rocchi, R.,
et al. (1987) Int J Pept Protein Res 29: 250-261]; [Filira, F., et al. (1990) Int J Biol Macromol 12:
41-49]; [Gobbo, M., et al. (1992) Int J Pept Protein Res 40: 54-61]; [Urge, L., et al. (1992) Biochem
Biophys Res Commun 184: 1125-1132]; [Djedaini-Pilard, F., et al. (1993) Tetrahedron Lett 34: 2457-
2460]; [Drouillat, B., et al. (1997) Bioorg Med Chem Lett 7: 2247-2250]; [Lohof, E., et al. (2000)
Angew Chem Int Ed Engl 39: 2761-2764]; [Gruner, S.A., et al. (2001) Org Lett 3: 3723-3725; Pean, C, et
al. (2001) Biochim Biophys Acta 1541:150-160]; [Filira, F., et al. (2003) Org Biomol Chem 1:3059-
3063]; [Grotenbreg, G.M., et al. (2004) J Org Chem 69: 7851-7859]; [Biondi, L., et al. (2007) J Pept
Sci 13: 179-189]; [Koda, Y., et al. (2008) Bioorg Med Chem 16: 6286-6296]; [Lowery J.J., et al. (2011)
J Pharmacol Exptl Therap 336: 767-78]; [Yamamoto, T., et al. (2009) J Med Chem 52: 5164-5175]).

il
s

T, A7) AEE AEAdA FE = ddd e FAE F7he] A 7ol diEiAE VlEEA 4%k
ok webA, EdeAe FEHE 9/Ems dwlde] I AdE o] gla, Al EE, WIdAd, ¥ FeshA A
o] 7hHE ¢ =T &3t B ZL/Ee Sy FFE AeA VE EYdshe WEE JguHE W/EE
Gl S AFseh. webs, EdolAe Eg HE g/ duwld ) o & 5o, 27 H/%EE -1 %
T 19 fAAY I MY S §8ske, 28T R AT 71 Edeke AWEAdA AekE AlE gttt
2doMe= HAEE H/Es dWd 545 VA7 g FE = TR Aol GRA AHEE A
|s ATt dF AAGHAA, 2o Vled AHE L/EE Ao AWSAAA WY (A, ¢4
FEYIANE T/ ARSAA Y] TH AF)S HAY FHE T FFE ST EF AASH A,
Aol FEE g/he dild AdEd T 43S JHE 9/EE gide] S-S A e W)
stk AR AAISHAA, THAeR wyd FEHE 9/EE gid e o7 FYIAE AWESGA Hololy
£ o] &3 T4 wyel o3 19 Ak B ook EAS JIAAITIY] HE WPE, TRAeE wHyd I
TE GLP-1 HE =, w5 29 Aot olHd AHSAAR HPEE FAACAE A EfE Hafsta,
FTE A&ssta, AARZEHY AAE AEsAI7IE YA Felrt F7EEo] ok

54 delx, ARGGAS] ade= Ak AAe] B4 54 2 Ay #FEfME FAsiAR, 95 W/EE
02 zAde A54d ¢, 59, A9, Gg97dd, Z, §, =, A, A%, @5 w5 dat FHelA Ay
E Aol A=4d & vk, FUEE, dF A5odA, AUEdAE aidSs wAAA, 19 AESHH Tls
S gAY, AWEAAAE YA v F=(CNC: critical micelle concentration) WU} ¥ sitolA 19
w235 E3ekeE v, AWEAAE 27F AoF AlA T Ak e AR GaiAolA AMgE F UL 3§17
A CMC7E W ARSAAE v AE & Adrk. weps, A5 AAGH A, e YiedE HEHE W
gt AAEAA(GAY, &2 FYIAE)E &5 B 29 FoA oF 1M vvke] CMCE JHIY. @
dE2, B F ¢ S IAI= dig 549 OMC #2 &9 ZEAE 19.5 mi; g4 ZEA= 1.8 mi; Ed]4
-B-D-LEAIZ 0.17 mM; EF Ul ZEAZ 0.03 mM; HEZHAE ZEAI= 0.01 ml; FIRA ZHFFef o]

=

E
shal A EAdAe]l (MCE HEEE AE= 2/ E dwlde wet ¢ A4, e g W¢s ¢
ATtE AL olEE Aotk EYolA AMEEHE v, "dA v FE" EE "OMC'e |9 F rA(FE v)A,
T HUE, S 2 5ol gAY AFsE, £9 T &Y AE(EE FgFIAND)9 sxojth. 54 A
AgdolA, 4 FFIAE Zdd, EFUd 2 HEGHAE YEAE E =
2 TgFhiof o EdylecelE, 2 HEZDH I o EEx B} @& (NCE 7HAH, Ed 7|<d FE
= g/xs oy Foll disl = gsiet.

(e
w
=]

=
o
o
)

=
=
T= 2534

W {m
E

ol A 3IYA

7] nEFFT PR AYORE MAPR S, B AAWF, A2 ANF, ¥EF, QuAB 13 A,
WomE ool Al 99 F4E EZE@Th 28 9wy EH Q3 A4, AAU) AN ulws sl
ek, 20079 AAANAE B Az P elgel 2,3209 Fel ool WS AFHAOH, ) Mg F %
o Ay EbA V12 FWE AR L 9w we, A, vAEE L qEn §9Ee dusad s
weo] AR, 20079 v AANA Gl W g A g (Tl 9% Fol, Ay &4,
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[0365]
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MRk Q1Ed g0l A4 BaE Ba Q&Y Aol W £ Qe A Axe) v Pasol A,
47 oA FoF A ABAY Axgle] AT pasle] Y AY ALY AL frdch W
dele FhR e 2 A% Bl Ave zdste AR(AEY APY, 1Y, FAsUGsE ) v
A AL BFEG FEIT BRI 2] AR Qe AP AL Wl Aok, 84 28 G o
WoEE AddE g gla, g R RS 2R AHE R AT ZFas 5RE A Hi, o8 AsE T
d €9 =d& Adsetud s "o, 2719 #4449 e dAashs AR Thol=elelE =tetal, @
& aAEe 99e 2Uaua st ZEE BAe 29t 28 Bug 4THes Belad HaA we
we gdel: AuAsd ¥ M 9%, 2 avd 249, ol4bsd Fdny ofge Wely 0 g ==
sdol gk, Ele 7lsd fHE R/Es did L o3 2 F5s] A% Aom garkld A
olt}.

GEL LI

RIAHY ZR"e AT7HoR d9d FFIL FaFo] AR Fold sYd IFAL FeRET 24 ¢

A He @4s 7lestes d ARSET. ol adeE gl L Al oa HHEE 2%
Z2E o wifdT. FFIA oFEA odud BH] ZHWE|=(GIP: Glucose-dependent
insulinotropic polypeptide) =57 4 FE]= 1(GLP-1: glucagon-like peptide 1)¢] Q1A HHE Sl H o
2 glEa, A% JiAE dadd a25Y 2o AR IEd 9] Rhge] A 709714 FEE g

e Ao oA

HE QadY MEmE 4F dgsdl d@ wgow Wed ww wulw, oHed FEhd VP-4
o 7Skl Fe B wAE AR, 28 P G A
[e]

o] =%

dipeptidyl peptidase IV) & Aol 23 E3f = H FRNS o

7Z9-, GLP-10] oIt g wr-gAdo] &5 AXAq, A& By W2 ok Ehd g5ko] 17t GLP-12 3=
+ ATH(EF [Kieffer, T.J., et al. (1995) Endocrinology 136: 3585-3596]). #7F=, GLP-1& wle} AlxE Al
A E mES ZQANTH(ES [Aaboe, K., et al. (2008) Diabetes Obes Metab 10: 994-10031). GLP-1& oA
o, A% 715 gste] F7ke felg Jge mRY: & Fof, o Uzt IFA A HAA VFE 3
ATH(E3 [Sokos, G.G., et al. (2006) J Card Fail 12: 694-699]). GLP-12 3 QIztoll A ¢ wiES A 43}
A71aL, A18S ZEAATH(ES [Toft-Nielsen, M.B., et al. (1999) Diabetes Care 22: 1137-1143]).

T @AE WA e P ela, BV Agehs GLP-19] FARR Assts AL dE 501, ¥
[Drab, S.R. (2010) Pharmacotherapy 30: 609-624]cl 7]&=o] SlEd], & o Rl H
2 oA, o4, AFAe] A8 ® EAGT A 2L AL A doh. GP-1 FARE e wvle] 2

Fas OFY A4S AFHL, AAIFY 9GS FRAUG. FAR, ] A&t wheh gol, Gyl
gt el @ ARMe AF S48 Fehe W G-l ARl Eugt 2 Aud AF gas fE
webd, Ay AN, BANAE G A% 0, A§FOR Felgoms @ Amy pHH LA

o] FEE AP 52 R0] AES -3 ZoR A4 Juh(ED [Sanger, G.J. and Lee, . (2008) Nat
Rev Drug Discov 7: 241-2541). 42719 HE == TR YAEY %2 EolA {4 ZTEAA
(Z232% AWIIA: PC: prohormone convertase) 25 FXE%wW: 2 o2 oxAd, 5712, GLP-1, =F
Fh2-fA b FE=-2(GLP-2), SAY 2 SAEREJOM ] Avk(EF [Drucker, D.J. (2005) Nat Clin
Pract Endocrinol Metab 1:22-31]; [Sinclair, E.M. and Drucker, D.J. (2005) Physiology (Bethesda) 20:
357-3651). GLP-1, GLP-2, =SelAl"l 2 OXM& Aol tigh whgox FaoA L AEZFE T5o8 FHdr).
AWoR, TYZeIRIbtS ZRAGH(PC2) HE &3t AlxddA SF7kS AT 0] Es 2E
Ho=R 3Me 7|2 o]Fojz ¢ g AGFE A= S FItLol|t).

dad ARE H ST AEA JdEd BY] AS of9delx, GLP-1 ® 1) g RuHA (A, nlojol g
(Byetta)) %3t &5 Ed(Mack, CM., et al. (2006) Int J Obes (Lond) 30: 1332-1340)°A, % 2% x4
32} (#3 [DeFronzo, R.A., et al. (2005) Diabetes Care 28: 1092-11001; [Buse, J.B., et al. (2010)
Diabetes Care 33: 1255-1261])°llA &3t AL AT FAaE dott. FF7 FYL AN = S24E A
HE 7227 WE(EA [Geary, N., et al. (1992) Am J Physiol 262: R975-980]1), *|" ZZo] 3t &
ol FFIE A5E B3 A B (E3 [Heckemeyer, CM., et al. (1983) Endocrinology 113: 270-276])
2 AT AAGEH [Salter, J.M., et al. (1960) Metabolism 9: 753-7681; [Chan, E.K., et al. (1984) Exp
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[0370]

[0371]

[0372]

[0373]

[0374]

[0375]

[0376]

Mol Pathol 40: 320-327]1)2 ZRZATE. FFIFEL X thalell iste] 3993k
., et al. (2010) Physiol Behav]). SF7}, Tt FAHIE 4A14¢ &
ohomEbd, ZeEeIeste gulde] pe TR Ao R E e A4

[Heppner ,

AAFAA, T Z2FFI2 AR AAAE OXNE st BEFUE Fo3 A2 hxTy vaste] o)

AP ! Aok wdo] Qvh(EE [Dakin, C.L., et al. (2004) Endocrinology 145: 2687-

A7boll disle] 19.3%%F A& AFHE FAAF A, olEe

e FY F 12 hr 299 7)1 5 AEHJAGGES [Cohen, M.A., et al. (2003) J Clin Endocrinol

Metab 88: 4696-4701]). 457ke] 713k F<tol]l AA AYAE A5d 4, ekt a9 9 AT ae ASKY
Aar, ol AR #AAE wdIH(EA [Wymne, K., et al. (2005) Diabetes 54: 2390-23951).

OXM-2 GLP-1 ¥ 57k 324 d5Aola, ol FF7H $8A(GCR) % GLP-1 &A1 (GLPIR), & 5%
E A3 A o] A Z7F " (eponymous) #ZF=wTE 1 &89S 10 WA 1008 © @oh. F71E, GLPIR
o] OXMe] Fz gl T3t AFE T8, OXM GLP-17} vlwsle] e} o 2~®l Fol tiste] dolst Jaks
ulz 4= glom(E3 [Jorgensen, R., et al. (2007) J Pharmacol Exp Ther 322: 148-154]), o]& "#HgH"
YrEzA 2Agtvke Aol ARMHATE. dzt OXMell digk 553 F&AE aA PAR, ofA7tA WE

Zovke glom, ZPAAY, GLPIR 2 GCGR 425 F3) 2H&sts oz 7 o). upgia, BEdoAes X
S, AT da, ded A 93 2/EE I A5 Ao dniore] [ xddo] dojd 4=
AEE 3= A FE|=o AWdAdA ¥y WES AFdo

GLP-1

A7) 71ed ekt 2 diAbel ek TeEy FEILE gzl YA Batzel A5EE 7ES sty
Be dA7Yd OFES GLP-1 ¥ FF7h FF0l Ui 2 g4 #Alol ulste AFsiit. AE e 3]
= A MEE F e Ae® YERT. dE 5o, Aladl 93 A3k GLP-19] N ek GooA, 53], 2,
3, 5, 8, 11, @ 12014 2 A o] FoJXh(E3# [Adelhorst, K., et al. (1994) J Biol Chem 269: 6275-
62781)

GLPIR % GLCRel Add &+ &= sdo] = 7lvlel A= GLP-125-H 9] ¢ T 17]E 277k N g
doll oA o mN o]F 2 2 UeG (&3 [Hjorth, S.A., et al. (1994) J Biol Chem 269:
30121-30124]). 3% 91A] <] AR Glu e 257 £ XM F 54 Gln)E GIPIRO et 23
FF22(E3 [Runge, S., et al. (2003) J Biol Chem 278: 28005-28010]) X+= OXM(E# [Pocai, A., et al.
(2009) Diabetes 58: 2258-2266])°] Fsd& FAaAIZITE. 3H $X|ol Glng 7= SF7FE E& OXM, =&
GLP-1¢] <H4stel fFAMZ A 855 w2 2o Ui} Z2ude] di& m &3E AT tHEd [Day,
J.W., et al. (2009) Nat Chem Biol 5: 749-757]; [Druce, M.R., et al. (2009) Endocrinology 150: 1712-
17221; [Pocai, A., et al. (2009) Diabetes 53: 2258-2266]). 7] HAMAS GLPIR % GCGR, & 2T uis}
o 554 A8S & F =T HAJISHATHUS 2010/0190701 Al((Day, J.W). 5)).

71wt FARAE 28] F&Ael tiste] #-&she, webs, &3 GLP-1R H GLCR, & EFol ZH&-3k=, 0XMe]
A T2 v a3 A B, 2 FFIFz] V)03 AW A Forek d@4, FF=
S hAoR b, e ZEude vk X gl 9o} Al iAo

TeRolth. AAl ¢EA e, FFIE
S 7HAH, o5 Fa AFe] TaE & 2
b

:_ AR
& 5o Aol &E, At 54, 2 Aol A

)

I
o,
( FPN
o,
rO
ffy
(B
i
=
A
K
d
N
[o

A
T 247 GLP-1IR % GLCR, & =7l

AL ARl bR A W] B , Age g8 2
43t Qe ohirh, mebd, RlAE WE, Y, mw R/EE ey B/EE A SFEE ARA )
y A} o Fold & QuS s 4

e AR Ads d7] 98 nkgk AAeleE B/EE AV A&
= Il o
T T

FE= (A, GLP, OXM, &

[Kosinski, J.R., et al. (2012) Obesity (Silver Spring): doi: 10.1038/0by.2012.67]1), ©]&= A7) H-FolA
= Ao g npEAlstA] Ea Aolth. o & So|, (Kosinski, J.R.) 59 A+ =& W=y, Ad T2 Oxn
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[0377]

[0378]

[0379]

[0380]
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& CAEAlzet) VIVFZRRE 149 Sob A% Folgh A, AR 30% gAaskda, AANH(EE)E %
st

SRk Age FEaded, AW v, LAY dx F7HE ITAIE e deiA gewn, o =i
o) el ol g mE UEhd 4 vk GLP-1 ¥ FEAE AEONM TEAD)S 2FEHE AEAE A
Fole ARl Asme Ao 7k A& (A A2)ek A GLP-1 FAbAl ¥Rt 5 Ashe S
2 o dudl #HlE HHoR frustelol & lojth. FrtR, Av|eh 2 A8AE A oR Agsi,
ARG 4 AnsteliA, AlEE daAgoeRd 0 AR A& ATs gayle v 9
B EZRAds Aed & de Aotk EdellM= GP-1 % 0N #go] niEAsAl ol S et
obdel, (el 5ol, At S5, G=n, Wit 5o) 2ol HHom ARgd 5 QA sk 7PAAS oFs

9 oglska (V)9 sgtEe EF7 fAF &4 Ev GLP-1
Fefoll A, 318F2] (1-A), (I1I-A), (III-B) 2 3}3-2 (V)9

, Ao A, Bl VsE FE= APE(dAY, ® 19 F 1

7k, 2 GLP-1, & R5ol gk F&AoA < 500 oM wRF, vlEAEHAl, oF
s 7. E OE Ao, B rjed FE= AYE

(e, = 19) % 1% % 29 & 29 HEE)S GLP-1 F8A val o 2 BHS
g, wAeAl, 5o we, B ke, oF 1 aigl By, BFAhE 2846t 8 te &5e

(el A, 50 nM w¥F, wlgAskAl, oF 20 oM"Y, OS5 wlbASHA, oF 5 nMQl ECx). olElgh 7 A
By dAS B AaE FFIA gEA JdEd Bule e fod ade fREEA, Jde] FF
FhE Zge Anpzk §-x19 £ Jar, ol 2H AW A4l dojd & vk, XM GLP-1 @ FFIFEn Ry
FsAdelar, ol FFIME F8A(GEGR) 2 GLP-1 &A1 (GLPIR), & 555 ZAAIZI. wehr], A5 A
Fefoll A, sFshal (1-4), 8HeA(111-4), sk (111-B) 2 st (V)] &2 7Pazel XM fAF A&y
e AT, dF FAAQ AAGE A, el Ve FEE AFES GLP-1 B/EE 19 FA (4
Ad), ol 7eH viel 2 wPFE v-A opneAt X8, Elo] v]&H nie} e ghsly =R A%, B
dell 7= vie} 2 AWMEAGA WY, T 19 S XT3 AR opnweAl 2] 1-178 VA=
FE| =5 xFsitt. A tE AAGEUA, 22U VsdH FE= APES GLP-1 H/EE 19 AR (7
o, e 7]&d viet e wygE uAA ofux=ab XF, Zdd VsE viel e FsiE gy 2y, 24
of 71&H wie} e AWMEIAGA WY, e 19 2SS X2TEE FAEDY obrwal 2] 1-16S 7= #
B xeheit), F7he] AX el A, GLP-1 R/ 29 FAMA (AW, o 7l&d viep e Wygd
HH opu et X3, Eelol] 7&E npel e #tE gy A, 9ol v|EH nie} e AMIAA §F,
FE 19 23S IdtelE A9 obu Ak 2] 1-188 JHAE HEEE zIbeith, R, B4 7)ed
FE = AAEL gxde gtsha (1-4), 82 (111-4), sk (111-B), deh2(V)9] 33E 2 = 19 ¥ 1 ¥
L 29 i 29 FFEY WHAAS ASIATIE skt o] T, Aib, AcdC)E XTI

=57 ARgEE e git=+ tae] R BY FEA(HAaYE HF, ¢ 9d AZHE 84 (GPCR: G
Protein-coupled Receptor))o] TE% 2 J_Uﬂ BEg 119 =8 Aoz &
A5, e Ao (e g o) Addste A7) 15EH F 7] 1671K9] N 2 g, 2 #8A9

2 QXY N Ze AR (ECD) o] AFstE 175F 317H9 UAE ¢ gyt o] EAstE Aoz 7 HET).
A7) GzrEel A, ] HME= gri=e) NEwe] dFE AR FEAe] dElE ECD P ool disiAE
dast A g 2 AEgds od3 B ¢ due AR FHE Tu. 28R N g9 oL 8
A GAsts g@dets i, C 2d 92 23S "@dete ZAo® AQbH ATt HZdl= GLP-19] 2 N Hd
FAHIZE 8A 24 Abolxt, et AFIAd 4 dvkar W AHTGES [Mapelli, C, et al. (2009) J

Med Chem 52: 7788-7799]; [Haque, T.S., et al. (2010) Peptides 31:950-955]; [Haque, T.S., et al. (2010)
Peptides 31:1353-1360]).

F7F2, GLPIRS] N ¥ Jde] Zd, GLP-1 EWAe] dFd A FAAE o83, GLPIRY N EE
o] xA AA FZx 1@?%“%@[%@68”6%81(%%)JBwlme% HMD7DE 23] ECD =9
Fo% He A d9o] axR AFAolg= Blo] ¥ 0439\5}( AANA-42] Gluls o] F-2] MEL IFFH

19+ 22% 5%

)
oy
o2
18

oA g7l Faid 4 (Val |, Phe |, Trp . Leu )7b FEargattt. & AAdueld, GLP-1 Ei=
=F7h2e] A5 N g d3e GLCRYl Adtetes WP Ha, AdgAdAed & A, AuSgae] &
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—Ser 16—Arg17—Arglg—A l alg_G 1 Noop~

5

—Phes—Thr;—Serg—Aspg—Tyro—Ser11—-Lys1o—-Tyri3-Leup—Asp::
1] st (e xR A

AFA o]t}
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5

HiSl—Serz—Gln;;—G1y4—Thr5 Pheg— Thr7—Ser8— Aspg—Tyr10—Ser11—Lyslg—Tyr13—Leu14—ASp15—Ser16—Arg17—Arg18—A1alg—Glngo—

Aspz1~Phesy—Valas~Glny~Trpss—Leuss—MetorAsnsg-Throo (A€ WS 331)
Hi Sl_Al az_G 1 ng‘G 1 y4—Thr5—PheG—Thr7—Serg—Asp9—Va 1 10_561" 11_561" 12—Tyr 13_L6L114_G 1 U15_G 1 ym—G 1 1’117_A1 alg_Al alg_LYSZO_

Asp21—Phezz—Va 1 23_G 1 n24—Trp25—Leu26—Met27—Asn28—Thr29—Ly530—Arggl—Asngz—Arggg—Asn34—Asn35—I 1 e%—AI 8.37(}\'1 %

332)
G 1 u21—Phezz—I 1 ezg_Al 8.24_TI'D25_L€L125_V8. 1 27_LYS23_G 1 yzg_Arg30(}\:1 % Eﬁi 333)

fElE 5 29 $AbA]
His;—Sers,—Glns—Gly,~Thr:

[0385]
[0386]
[0387]
[0388]
[0390]
[0392]
[0393]
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[0394] <s}sh2] (V)>
[0395] aa;—aar,—aas—aas—aas—aag—aay—aag—aag—aajp—aadij—aadjp—aadjs—aadpy—aaljs—adjg—aadiy—adig—adlg—adgy—ads—adge—adss—adsy—adosT

aays—aay—aa—adsy—aay—ad;—adxp-aas—aady-aap-aazg-aay (A8 ME 334)

[0396] 7] 2ol A,

[0397] U= 44 opnite] i

[0398] XE U9 S0 ddw AHdAdA o,

[0399] 7 O, ®: NI-R'olar, o714, R'e H Ei C-Cp A8he Ei= ux3hgl 9zlolar;
[0400] aa; e His, N-Ac-His, pGlu-lis 3= N-R -Hiso|iL:

[0401] aa;= Ser, Ala, Gly, Aib, Ac4c T+ Acbcolal;

[0402] aas> Gln, T+ Cito]aL;

[0403] aa, & Gly, H+= D-Ala©]al;

[0404] aasx== Thr, ¥+ Sero]il;

[0405] aag> Phe, Trp, F2Phe, Me2Phe, H+ Nal(2)o]at;

[0406] aa;< Thr, ¥+ Sero]il;

[0407] aage Ser, HE+= Aspolil;

[0408] aay™ Asp, = Gluo]il;

[0409] aap= Tyr, Leu, Met, Nal(2), Bip, %% Bip2EtMe0;

[0410] aa;< Ser, Asn, ¥ UX)o]aL;

[0411] aap= Lys, Glu, Ser, Arg, T+ U(X)o]aL;

[0412] aa;pe FASAY, Tyr, Gln, Cit, H& UX)e]aL;

[0413] aaps F-AEAY, Leu, Met, Nle, =X U(X)o]aL;

[0414] aai= FABAY, Asp, Glu, E= UX)O]aL;

[0415] aae F-AsAY, Ser, Gly, Glu, Aib, Acbe, Lys, Arg, =& U(X)o]aL;
[0416] aaye F-ASAY, Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbe, T+ U(X)olaL;
[0417] aaige F-ASAY, Arg, hArg, Ala, Aib, Acdc, Acbe, = UX)o]aL;

[0418] aaip= F-ASEAY, Ala, Val, Aib, Acdc,Ache, B U(X)o]aL;

[0419] aage F-AsAY, Gln, Lys, Arg, Cit, Glu, Aib, Ac4c, Acbe, T+ U(X)o]aL;
[0420] aag < F-AsAY, Asp, Glu, Leu, Aib, Acdc, Acbe, i U(X)o]aL;

[0421] aag= F-ASFAY, Phe, Trp, Nal(2), Aib, Acdc, Acbe, TE+& U(X)o]aL;

[0422] aage F-ASEAY, Val, Ile, Aib, Acdc, Acbe, = U(X)o]aL;
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[0423]

[0424]

[0425]

[0426]

[0427]

[0428]

[0429]

[0430]

[0431]

[0432]

[0433]

[0434]

[0435]

[0436]

[0437]

[0438]

[0439]

[0440]
[0441]

[0442]

[0443]

[0444]

[0445]

[0446]

[0447]

[0448]

[0449]

aay= FA3AY, Gln, Ala, Glu, Cit, T+ U(X)o]aL;

aanss FABAY, Trp, Nal(2), EE U(X)o]aL;
aa FASAY, Leu,
aagS HFAEAY, Met, Val, Nle, Lys, T U(X)o]aL;

aae FASAY, Asn, Lys, =¥ UX)o]aL;

aaw= A8 A, Thr, Gly, Aib, Acdc, Acbe, = U(X)olx
aag> F-AEAY, Lys, Aib, Acdc, Acbe, Tx U(X)olaL;
aan< BASAY, Arg, Aib, Acdc, AcSc, EE U(X)o]lx
aaps FASAY, Asn, Aib, Acdc, Acbe, EE UX)olx

aagse FASAY, Arg, Aib, Ache, T+ U(X)o]aL

aan= F-AsAY, Asn, Aib, Acdc, Acbe, TE U(X)o]aL
aam= F-AsAY, Asn, Aib, Acdc, Ache, TE U(X)o]aL
aagg F-ASAY, Ile, Aib, Acdc, AchC, T+ U(X)olaL
aagg F-ASAY, Ala, Aib, Acdc, AchC, T+ U(X)olaL

aay S FAAL, EE UX)o] L

o, aaj—aay 5 SFY, EE 1 o] U(X)olt}.

TAAQ AAFE A, AA ot U= topr] et
YIAE FFREE BPgE AddgAe]a
Da wwke] PEG #fo]t}.

AN AA ol A,

<s}eh2| (111-B)>

7= OH, &=

i
ﬂﬂ

A= BdE

& 871 shekA

SIHSd 10-2024-0110072

)

AW, Lys =¥ Ornolal, X& Ud dZ24 1-944 =

~NH-Ry©] a1 ’QﬂH’R%w{EECﬁ&?EEIO

(I1I-B)¢] Fx& 7Hxt:

Hisi—aas—aas—Glys—Thrs—aas—Thr,—Sers—Aspg—aajg—aa;;—aaz—aaz—aay—aajs—aag—aai;—adig—adig—adgo—ads;—adse—adss—

(Mg W3 3)

871 Aol A,

7= OH, 2= NH-Ro|3, o7, RS 1 B A3y w=
al;

aas= Ser, Ala, Gly, Aib, Acdc, T=X Acbcolal

aase Gln, E+= Citola
aag> Phe, Trp, F2Phe, Me2Phe, MePhe, T+ Nal2o]il
, Leu, Met,

aaj> Tyr Nal2, Bip, T+ Bip2EtMeOo] L

aa;n< Ser, Asn, T+ Uo]aL

_41_
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[0450]

[0451]

[0452]

[0453]

[0454]

[0455]

[0456]

[0457]

[0458]

[0459]

[0460]

[0461]

[0462]

[0463]

[0464]

[0465]

[0466]
[0467]

[0468]

[0469]

[0470]

[0471]

[0472]

[0473]

[0474]

aalg“f?
aage FABEAY, e
aaus TASHAY, e
aae= FABIAY, E=
aae FABEAY, e
aay FASEAY, e
aage TABHAY, e
aap™ FABIAY, Ei=
aan< FABIAY, E=
aayn< FABIAY, E=
aagg"j\: _‘?‘ZHT_S}}]L}', T
aane FABIAY, E=
4714,
o, aa, aay, aas, aaw,
1) =AF Uo) T,
s}3h4
t}:
<s}8k2)(1)>

R w2 (%)

R0
L

OR‘IC

871 Aol A
la
R = A%he e 1A

Tyr,

Leu,

Asp,

Ser,

Arg,

Arg,

aaaag & YOO B2 YolHew 19 FHE

Lys, Glu, Ser T+ U(X)o]aL;

Gln, Cit, ¥ UX)o]aL;

Met, Nle, TEi= U(X)o]aL;

Glu, ®=¥ U(X)e)a;

Gly, Glu, Aib, Ac4c, Acbc, Lys, R, =+ U(X)o]L;
hArg, Gln, Glu, Cit, Aib, Acdc, Acbc, T=x= UX)o]aL

hArg, Ala, Aib, Acdc, AcSe, T=¥ U(X)o]aL;

, Val, Aib, Acdc, Acbe, EE U(X)olx

, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc, T=x UX)o]aL
, Glu, Leu, Aib, Acdc, AcSec, L& U(X)olxL

, Aib, Acdc, Acbe, EE UX)

, Ile, Aib, Acdc, Acbc, Tx UX)olaL

rlet

aas, aaxp, aaxm, X aay & ofy, HE 1 o2 Xd

slg o= g 4

)

10-2024-0110072

(I11-A), 32 (111-B) 2 &}shal (V) o] dF FA 40 AAFeol A, X= st e (1)e F2E5 7137

R, RS, 2 R:= Holx;

W& —(C=0)-NH-0] 3L;

OR™

__§__

shebA (1)

dHo A, R T CCyp &A7], CCyp &ZA7], CpCs €AY BE CyCs &4V 0]},

¥149 X299 %



[0475]

[0476]

[0477]

[0478]

[0479]

[0480]

[0481]

[0482]

[0483]

[0484]

[0485]

[0486]

SIHS31 10-2024-0110072

3}

o

F21(1-A), 3Feha) (111-A), 32| (111-B) =& 334(V) Y AE = AAERA, 74, A= YL 3]

U, = 1 E23e AWEAA Z(dAad, se(1)e F2E JHAE X 7)E Edete, 3182 (1-A), Q}W‘
(I11-A), 32 (111-B) H=& 312 (V)o] FE = A Eo] oA A E AASe e |3 oA aejgrt.
o AA Gl A, BFA(1-4), 342 (111-4), S8HA(111-B) Hi= 3182 (V) 9] HE = Y= oMA A
A 715 Tge. T o2 AAGEe A, sk (1-4), 382 (111-A), 384 (111-B) H& 3184 (V)<
HE = Wé%% 7H91 AREGA 715 sl Frie] &= vhE AA e A, 88kl (1-A), 384 (111-4),
s}k (111-B) =& gF2(V) 9] HE= A= 379 AUEHA 715 233,

dEd A /= Ay H3I BYe] e ¥HSE AssE d AY W& 3319 5A F97F sos
= o] EdoA AT, uebd, EdoME g XHE ZeR sk AACdA 54 fazel, Mg
W3 3319 olv|xAl F7] aamaaps EFSE SFIE FAMAE Rt 9AE ¥dels, g X85E 2

Z7ke] A FEel A, 2ol A

=3F A7) aaraags RS SFIME fFAMIE Foldke WAE 2dehe, Bk

W ARE e ske JhAAl A=A
= FAAE Foste dAE EdEke, @

W A8E deF sk AAdA X84 #
I FAAE Foete 9AE T8, T

Fokel AAFEel A, 4] N1EE 37 FEAE A FolE AT gashl Hrh
Aud AP R/EE AGH P33 pede] dn WS Anst: W AG W5 19 54 P97 Fasde
Aol weloln AgATh, webd, Bl Guy ARE Baw s A AR fFEgel, A WE
19] o]t 27] aaaard EFFE FFAT G Folshs BAE £¥ehe, Fuy AR Yoz 3

= A BalE Xgss WS At

F7hel AxFHel A, Eelol At P

g daw o= AANA A=2H Fage], Ad s 19 o
A A7) aamaaws EFeE FFIRE A 5t e

=
Az Tools wAE TaeE, 9

A=
e Amskes WS Al

A E 3

T OE AAYEHdA, Edoe Dy X85 daz 3= AAdA AEH FaHe, A8 I 19 oy
=4 B7] aamaaEs XEEtE SRS FARIE Bt dAE XEste = A8E IR 3= A
oM FHS X853 WS AT

T g2 AA%HO A, EoME g (82 Faw 3= AAA X5d $aFe, A9 WS 19 ofn
Ak A7) aaaans EEEE FFIE HAHE Foste 9AE 23 wH X852 gg92 3= A
oM Fuwe A83e WS AT
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[0487]

[0488]
[0489]

[0490]

[0491]

[0492]

[0493]

[0494]

[0495]
[0496]
[0497]

[0498]

[0499]
[0500]

[0501]

[0502]

[0503]

[0504]

[0505]

[0506]

ZIHSd 10-2024-0110072

<s}shA (1)>

R W2 o) wi
R2
R1d0’ OR'™®
s34 (1)
OR'e

&7 Al A,
1 - - - . .
R S92om zhzte] AgelA, 4%, H, A8 =& vA8E (-C $27], A8E T 0238 ¢34

ofd7], Aghd w= mAGE of2dY], Ee AHREOE # o RolojE|o]i;

Ve SH402 747 7oA, -CH-, -CH-0-, -(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=S)-, -(C=S)-NH-, =

W= —0-, —CHe = -S-o]1;
RE SH™oz zZhzhe] 7oA, Ude A%, H, X3H = 12135 C-Cy EZ7], X3 T v X3

AAloRY], Hm A Ee= vAgE of=dAT], -NHy, -SH, C-C-al, C-Ci-31, -NH(C=0)-CHyBr,

~(CHy)~Edolm =, T -Nyolar;

m< 1-100|t}
TAAJ] AAFEAA, A7 SF7E FAAIE 87 S o] F2E AT AWEdA X2 Ay

<514 (1)>

r n

R1aW2 O wi

\R2

R1do OR"’

L 1 s
OR'®

7] Aol A
RlaT‘E 2 8E = v X3 C-Cy 7)ol

la -
A7) 7led AAYGH T dFA, R & CGCyp €47, CCp &A7], CpCs €47 e CyCis &A7]0)T.
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R W2 o) wi
R2
R1d0’ OR'™®
s34 (1)
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R S92om zhzte] AgelA, 4%, H, A8 =& vA8E (-C $27], A8E T 0238 ¢34

ofd7], Aghd w= mAGE of2dY], Ee AHREOE # o RolojE|o]i;

Ve SH402 747 7oA, -CH-, -CH-0-, -(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=S)-, -(C=S)-NH-, =

W= —0-, —CHe = -S-o]1;
RE SH™oz zZhzhe] 7oA, Ude A%, H, X3H = 12135 C-Cy EZ7], X3 T v X3

AAloRY], Hm A Ee= vAgE of=dAT], -NHy, -SH, C-C-al, C-Ci-31, -NH(C=0)-CHyBr,

~(CHy)~Edolm =, T -Nyolar;

m< 1-100|t}
TAAJ] AAFEAA, A7 SF7E FAAIE 87 S o] F2E AT AWEdA X2 Ay

<514 (1)>

r n

R1aW2 O wi

\R2
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ofu| . HE JHEA wriholie] Wy ooz ME= (A, SFI e GLP-DE =99 F ATH(E
3 [Nestor J. J., Jr. (2009) Current Medicinal Chemistry 16: 4399-4418]). d& & AE|=+= N otk
)

o ),
doll A % ]7‘]1% ofdstdE 4 9lal, o224 dF FE o g TEE= vkek Ze We g%, A
as ¥ ZJ_ZZ} 48 Hole HEE FARAE 5T F JH(EH [Gourlet, P., et al. (19 J
Pharmacol 354: 105-111], [Gozes, I. and Furman, S. (2003) Curr Pharm Des 9: 483-494])(A7] &&<2] W&
< 2deA Faz EFET)). oE Eo], bPIHO A 6719 79 A4S T3 A fFAAE 58 F
AL (E¥ [Mahaffey, J.E., et al. (1979) J Biol Chem 254: 6496-6498]; [Goldman, M.E., et al. (1988)
Endocrinology 123: 2597-2599]), #¢ol| 7|<s® FE|=d digk fFAre 28-S 3l A A3
T Utk 2o Vlsd Wy, od7Ad, A 4 SYIANERE ASEAS o, HE =9 N
tl, D-o} =2t oA, D-Phee] AA Ei =YS FIAE = FHsa |t

AYAE FET 5 Ak WISk g

o et i
£

oA B A =3 9 84S TN, ol

= R

o}
ARGAAARZA, A7A, 1fF FPE|== ofMEs), ofAs)t, PEGS, ADP 2
Aol g, X2 EHowAIFS T A%, vt A3, #@3h, ¢
== 43 ¥4, g@vds), ]*Eﬂod" T 7t Ao ¥4, 2RI FEHCIE ¥, x29s, v A5
Ast, F3k, PI B7A FA, stol=F4ds, a3, WEs), U]E]*E%Jﬁ}, ksl wald B Z2A, <
sbsh, xddst, ghalv st ”5} ] 2§z ksl SR )9 vl 7R s, sfol=F4st B OADP g
s, Awxedst, F4kst, &9F RNAE w2 3 ofm|mqhe] Wi oo] b o), of=7|dst, 9 fH
Adstol] of3 WEHEH= A, He EdoA AAE AAGH] ®F Ui mHEY. & B, &4
[Nestor, J.J., Jr. (2007) Comprehensive Medicinal Chemistry II 2: 573-601], [Nestor, J.J., Jr. (2009)
Current Medicinal Chemistry 16: 4399-4418], [Creighton, T.E. (1993, Wold, F. (1983) Posttranslational
Covalent Modification of Protein 1-12], [Seifter, S. and Englard, S. (1990) Methods Enzymol 182: 626-
6461, [Rattan, S.I., et al. (1992) Ann N Y Acad Sci 663: 48-6215 %% 4 Jt}. #A 3} =& A3 5
A e, AY Ee AlolEERl HEE He ZolA AAE AAGE ] ®HF deA e ETh. Alo]EY
338 HAEHEE MY T dId Z2ALEZRE A £3t A3tet 3 el o3 Al
, 2ol VEE A9 HEE ALES Y] VIEd JEE FAAE 2388, o]

X

ololElell &f Aghet.

Ak g1l A o] A HFE FAAL XS oF)], d7Ad), ¥A ofvx4at AeAe] dF £, Lysd]
e A ofAslel] o3 AWAl, AT, SEHE, diFbeAl, TulgleAl, HEZHZRAE, @AM TR
LEt 7 A, 3-EdEZ RN 5o e ¥3 wE B¥id O7 2 X338 FHE= H(EF [Zhang, L.
and Bulaj, G. (2012) Curr Med Chem 19: 1602-1618]) M3+ ELo|x AAE AXSkefe] =HFE oA
aEET. A7) FARA ] ek vAGA S A Y AR

F

Hisi—Aiby-G1lns—Glys,—Thrs—Pheg-Thr,—Sers—Aspy-Tyrio-Ser1i—Lysio~Tyris-Leu—Aspis— Serig— Argi—Lys(N-A 2-%=
E“ 7]’51?——_1 )18_Ai bm‘NHg(’ﬂ % }iﬂi 335)

Hisi—Aiby~G1ns—Glys—Thrs—Pheg-Thr,—Serg—Aspy-Tyrio-Ser1i-Lysi1o-Tyris-Leu—Aspis— Serig—Argi—Lys(N-HA 2-€H E
2 7} )15-Acdcio-NH. (X8 M 336)

His;—Aiby~Glns—Gly,~Thrs—Pheg—Thr;=Serg-Asps—Tyr 1o-Ser 1;-Lysis~-Tyris-Leu~Aspis—Ser 1s-Argi—Lys (N-¢] & 2 -3 A}

Bl 7F = ) 1-Aib-NH (A2 M 337)

His—Aiby-G1ns~Gly,~Thrs—Pheg-Thr,~Serg—Aspy=Tyr10-Ser11—-Lys1o=Tyris-Leu—Aspis—Aibig-Arg,-Lys(N-§ A -2 9

e d)-NH( A E HE 338)

Hi Sl_A 1 bz_G 1 1’13_G 1 Y4_Thr5_Ph€5_Thl"7‘S€1’3‘ASD9‘TY1" 1()_561" 11—Ly512—Tyr 13‘L€U1./1_ASD15_ Al bw—Argn—Lys (N_ O}E /%-_] %_ Eﬂ E

e 7= )15-NH (A E HE 339)

Hi Sl_A i bg_G 1 l’lg_G 1 y.rThr5—Pheg—Thr7—Serg—Asp9—Tyr 1O—Ser 11—Ly512—Tyr 13_L€L11./1_ASD15_ Ai blg—Argn—Lys (N_ (ﬂ é_l_ - 6—“. /\}

A7) - N (M E HE 340)
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Hi Sl_Ai bg_G l 1’13_G l y4—Thr5—Phe¢;—Thr7—Ser8—ASp9—Tyr 10—Ser 11—Lyslg—Tyr 1:;‘L€U14‘ASD15‘S€Y 16_Arg17_LYS ( N- C{g /\E] %_( @—U]—
-2 FEFE)-N-LI-H EetH| 7F =) )is-Aib N, (AE ¥3. 341) &

F7bel AAGENA, HEE A A AHolA YA obrldt, dF Fof, Cyso] EEsfol=T oA
Wl s el R A4 mololdl, oAr), sHEe|s 8, A Fol, Fe2HES WololEld] 93 <
Sgow AEL. A7) AN F AN, AR ESE Fohw sh ol4e] PG A EHAT. A7)
Bl g wARA olmt

Hisi—Aiby~G1ns—Glys—Thrs—Pheg-Thr,—Sers—Aspy-Tyrio-Ser11—Lys1o~Tyris-Leus—Aspis—Aibig—Ar g17-Cys (S-(3-(PEG4-o}
v o Jol | Eou| E-F | A~ HE) ) )is-Aib-NHA( A E WS 342),

His;—Aiby=Glns—Gly,~Thrs—Pheg—Thr;=Serg-Aspy=Tyr 1o-Ser ;;1=AF01 Z 2 (Glup-Tyr ;s-Leuy—Aspis—Lysig—Argi,—Cys (S-(3-
(PEG4-otv| el Fol | Eolu| E-F | ~H &) ) )i NH( A E HE 343).

20%9 & obvAl ool E, o] "H|EE ofv| kA e BIA olu|jbo]l P AlYl FAHo 91,
ol 47| 7led wiep o], ZHd ried sFgEd == Atk T2 HEFE oAk AFAlCAE
e A S 2 HFEEH(ES [Gauthier, M.A. and Klok, H.A. (2008) Chem Commun (Camb) 2591-26111;
[de Graaf, A.J., et al. (2009) Bioconjug Chem 20: 1281-1295]). 3+ HLHo A, 7N==% tRNA/tRNA AlE|E}A
A4S FAsta, ol W AzHA ZEd o #d Fepavsoi IZYHEUTH(ES [Deiters, A, et al.
(2004). Bio-org. Med. Chem. Lett. 14, 5743-5]). dE& £9], p-oA=ddLdEdS HE= Y& =3 3
"3 27 (Huisgen) [3+2] Aol 2 2R71"= delA] e f7] W&S HHA77] 8] &dA 2 T o] &
ZHé}OM Hsstd AHBGA, e ofMEU HoJojEE 7HAE PEG TFA S wHSA| DP. OMIE’@
Pd ZYIANEE SFetE B Vs" AlS AMESHE A9
A= Jo :

N

M oo ot

1o ox [ g i r

Hd FAHEE 5 5 O‘D} ok 507 w]g

L
e -
N
fru
o
it e,
™
M 28 = (B

o

+ EdE A BolofElE A,
| 71" AMEdA ddE PEH= *3” 4 H}E‘Z‘la 545 7Rvds As A olald Aelv.

fz

WAl ASEE B, e (at EE tan)Ehe AL s o] AL euat. ¥ 5
)4 AGHE B, CEFSHeoleks welsh I AgR W, s} ("a" EE "m')ehe el
o A% PR A ABHE v T therelths AS Aol% F uA A 3 eldel A

Holq AFEE = vf, ZHEo] dut ol Abo] tidh 1 B 3EAE ¥ kol E& [Pure Appl. Chem. 31, 639-
645 (1972) and 40, 277-290 (1974)]ollA |3 &+= vk} 231, o= 37 CFR § 1.822(55 FR 18245, 19901 5¢
19)E &3, D- = DLy o] @] AAFEHA & 3k, ofof= L ojlu xS veldith, Had 2 HjH AL
54 opn x4k M7 = (achiral), dAdl, S8, Ca-tlol|dZ2]4l(Deg), a-olH]=-o]AFE|24H(ALD), 1-
ob] ;mAfo] FRZFE-1-713 A2 (Acde),  1-0bT] wmAbo] R AEH-1-7F A4k (Ache),  1-obv]mAlo] F 28 4t-1-71
AAH(AcBe) ol S RET S AR E = AEEAU(Cit)S Z3sth. FE = AEde BF H59 N du ofn|
APl A RE] §-59] C 9 ol ieito 2 A A F o] gltt.

A

.
4
N

A" 7= 2 = AL "¥Eshd A" g/Es "exstd o
A's ZREG. ZIRIA] e BXSQIF ks Auglel, &A= BX44, Ad, e AtolEd Ve EE
oA dAT= sy ol e 7k I(E)E Ak Aolvk. 54 AAFEH A, skt ool F7te]
71(8)e /MEdes 9 SyAom oinE, JiHE, 4, Aolgxdd, dHzdd, ofd, FH Rk, 3§
HEgderbel3d,  sto]l=s:A], A, O}ﬁi/\l, AHE e, olHEe, SHASIAE, olHEIZAE,
dzvlE, dAEE, ofdEE, Aok, T, 43, SIAASL, ojaAoplo]E, Bl AJoY|o]E, o] 4F
SAloHdlelE, HER, dadl, dud=A], TFead, ok, d-opvk, fdZ-ofn|n, ok, &
2, 2 A A=, dAd, sHRol=, o= H(LdFAlold 23, ofd HoJolEE sk ¢
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Qu

sl zol =y B FEAlE RxAHoteolE; B A4 S, dXd, EeRid &F, ZevdyEdss,
ZeldldR=e = (PEG), 7HEAHMEAERs YEF, WHAEREL, Slo|EsAdAERs, sto]=FA o g Al
S22 8 solEFAzrIdAERs Be A FYIANEE ST, A AAGH A, AdEdAl= blo
2 AMSEA (AT, A SEIAE AbGAgAD) oItk AR AAIFE A, ARSGA= o] AH S

2
o
-

wdol M AREE = vE, " S IR Gl EAE ) = nkek o), Agtel sl deofo] 2 &
o AZ" 9lofo] G2 oquditt. a4 dde daks A58 9 B RololH o Mgl et qlele] o
st 7|2 AEE 5 gluk. § SdelM, 4 e WMol 1 WA 30709 ' 9 B 6 WA 1670e] &

& 97 W slole,

vl ALEE O, TRRIE A4 we ad gee 9YR, SPud we OuRe T3at. suuge
o wEshE e gl 43E we gt IR

27 oo ddR{ rE 7R EFol
v

QoA ALgEE= b, "FARA dAHE"E A SRS oA Eoy, AR o AHEE
= ol o]&H F AT Fo|=FA7I7F 8/ EAstAL, oMAHO|EAEY FaR~d vhgE £ 9]
Aol o271 7HA] & AWt 77t EAlskE b, B FHE AY 4 3 &
= 2 #5717 AREEE AR RolojHol T xste AdEE £ dveE A&
oujgitt. FARL JiHEE A8 H HAE 8%, 53], AWGGA B FAEAS &5 MM, Aok
kil % =

o -,
A8 A3 S7kskaL vk, o= AAEadolaL, H]

T3E AHEAA ] FH A AlEEE, WA FE71E EEetE dolo HA T
HH A olu=Alo]th(E& [de Graaf, A.J., et al. (2009) Bioconjug Chem 20: 1281-1295]).

)
S4 A8 NLE TP Lys, EE Orni EE NSA 287 -SHE

EE Gluelth, dHz, dF 02 AAGEAN A, FA
3}

r)v
o
(=

8 Lys: T WA 2ZHE7] -C(=0)-0HE Eg3t= Asp ,
opu .eqke RESA] A8V, dzd, -OH, -N;, ERotAd H+ A3stA #Asstd AAAdAete] 3/ 23S
PGt dl AFESHE o AE AV E E3eE Ao ofr|x4telt)

A} 3 Adst = 2

BANM AFEEE b, wsskE AMBYA"E FA ol 9 Agshe ey 18 £F
e Am@gAolt, dalz, AR A4 3
Aghehs WA 7IRA (AW, BFRe 6l 917
san ARSI 4G o

A”7T, -0-NHy 71, = —(CHy)-Zdlolm= 7], o, (W52 60 AAlE uhke} o] da72o] 6 $%

3

AL mEATh A% ANFHA, BeaE ANDAAL Bhe] /)EH vk 2o (1D sgol
Qelgom, A% AL AxGejelA, FeshH AVRYAL T AGH P o wmArE T olo]
A, ARBAAZ WY BElSE YA oplweite]l sht olgel opumis: wAHoRE WFOEA
B9,

BANM AGHE v, HER T golE 27 o4l obulwite THsHE Qelel Welsolrt, Hesehs
gole FelPES, Fe WES (AN, 21709 o mite g PE), F3 A W= 15-507) =
o Ausad, e Tgen. gus, FeAs, 00 BES 2 andelth ot
AN FEaBHoz 488 £ Ark. BANA AGHE v, PES T Folt it 2], B A
Aoz wAE F2Y WA, U P AFE B AFW P vAARCE wAE 19 {4, v
APRoz WAR T2 WolAl, % P4 MAARoE WAR 19 FAANE TIF FEAS vl Ao
2 ANEY. §4 PESE oE Bol, A% RE= T Agsl F4E + Ak

AEEE G407 ZPH 20 oprl At olsle) opulwmale F4Y 4 Atk "HEE(E) = A ZeAx, o
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o2k (Nal(2)), 3-(1- L%JFJ)"LE}L (Nal(1), s-weg-sfdgdeld, 1,2,3,4-EEgslo| =R o] A7 Ed-3- 7}
(TIC) Eastd ddded, oaZzra-ddded, poEm-dddEd, pold-wddeld, p-ilz
e}
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o
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Fub, ololl AR gevh. FAHE fARA HAlA AL EE T2 RlEE B HHA oAt

-0l X2 ofu =k, o], Aib, Ca-tlelld3]4l(Deg), obric /‘}O]%i-ﬁlﬁl 7H2 44k (Acbe)
P, olddl AR ek, Vet 22 ohnxAbs FE| HIWSHAE 458 FRVF fFEEa, gl
] Pz AFHTH(EH [Kaul, R. and Balaram, P. (1999) Bioorg Med Chem : 105-117]). A+
fr&gk A7) w4 O}U]i"}oﬂ gk F71e] o 2E ERotE7|d(Har) Tl Aok, 54 A5-olA
g9lE oln= AFS X 4 FIEREO HIE MAFAY, 8 2% AAFAEY. ddE2, (Tic-
[CH,-NH]-y-Phe® ®HA|E) 7] Apolo] A ofn|= ZARs EFste Tic-Phe HHAHES =9& 53 &

o
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= Z5A, aP2 JAA, DPP4 AAA, A& Z2A, GLP-1 FAH], 943 2 HIFYeys=s L33, 371
o] e+ WEXY, FYEE, SYdIgs, FEAYE, FYAAE, FREZZIAVE FEYEFHAE, o}
FtR mF2YE, Yo IHEE, ERIUESE, BASHES, FHIEER, dad, (1-262570, o|A=EE
Z, JTT-501, NN-2344, L895 645, YM-440, R-119702, A19677, @I =, UrEﬂﬂEME, KAD 1129, AR-HO
39242, GW-40 1 5 44, KRP2 I 7, AC2993, LY3 I 5902, NVP-DPP-728A & A ZHES XL 3Hsic).

271 71" B

2 A AAGECA, AMSGAR Mg FE = B/ms G (i, S (1-4),
(IT1-A), (I11-B) == 3peh (V)] FE= AFE)2 FaF FHwkal Lo =iy Ad8ss it SF0e A
s8he v As Wi @ Wistel FojEn. dHE, 2o VEE AUSPARE vEd fPEs /s
i AgEat A7 BEste] Folss d Age fad FuvkARs wE 3 of=dgRg asal, 2l
AAA, AZED(H Zupvl) AFs AAA, &8 584 et shehe, B-1 A&Al, NPY-v2 3 NPY-Y4 =8
A msA B AFAAAE 2gFe. BV el FAAR TR E e B REE, AfL-962, AL9671,
1750355, CP331648, AF-Eewl, Esjehiol=, djzzkel, dzgseinl, Ay, fdzashsobl, onuba
E(SRI 417164), 3 vhES E3I).

l-m
ot
s

rr

A7) &R B el Y AAGHelA, ARBYAZ WRE PES L mE S A, 58 (-0,
(I11-0), (III-B) Ei sheh (Vo] WE= AE)e f& A4 3 TozPe Adss ti 3578 x
Bshe e AR Py @7 Besel Foldnh, Uedw, wiel JEH AWBYAE WYR Pe= w/we
Sud R I WEse] FolHt o HF KA A FAARE MIP A, FA2HE ozdE A
of WU, HNG CoA ZISERAl olAlAl, 2Fokal Akl oA, SRR GEA, L FEA 24 dead
A, AEAAA A, D AT AAR o Fold FomFE Nesi 4§AE TP, 47) PR

Bo] FAAHQ dR2e Zepuielel, 2ulxelRl, AulielEl, olE2ulAErel | AlE|ul2ElEl ZFulAEE
Yzul2elel ) HAR2EREL, FeTBgolE, FAIHRd, SRI|HFO|E, opulA|N|H TS—962, MD-700, CP-
52941 4, @ LY295 427 xZ &gttt

71 7lsd e dF “‘1?}511011/‘1 A=z e fej= g/%
TE RY 1

(IT1-4), (III-B) T+ el (V) 9] FHE AdE)S Al 9 Qb A NS FE a7E Hol= A
= 494 e, JyYH= iE%, 2 o] fAA 9L A WHEsle] FojHEth. 2 VlEdE FE= AL ETL A
o A58 AV N&Y Tk ZEAle] ZFEo] o AAE Al WE WelA mEddh. 7] #H
HE X9k 2849 o2& GLP—l, A ZYAEH=(PP), ZHAA2EZIU(CCK), FE= YY(PYY), ofdd, Z
AEY, XM, AZRAE= YANPY), B 719 FARE E&eoh(Ed [Bloom, S.R., et al. (2008) Mol Interv
8: 82-98]; [Field, B.C., et al. (2009) Br J Clin Pharmacol 68: 830-843]).

e, gy gl CART(:’?'}OJ g el -2 EE HARA) AR 2 Qﬂxﬂe E3eh, ofo] }AHEA &,
FEHE 2823 34 BE&EE 2o 7ed FHE S Foste dAE 23dste, HTE As8dhe W
oS 2ol AN AAGEHS] HFE YoM aeE.

FE= AFES AW AX 5 vnk AdE(olt 27119k Bo] o, AFFd adrt e
Aoz dyx Juh(EF [Gonzalez—Periz, A. and Claria, J. (2010) ScientificWorldJournal 10: 832-
) J-

8561). 47] AEAET Bl V1% WE= PRI I el s 0 Fohe PN 483 F A
otk Bell 7% AE= AYEI A PEsel AE W FAR ARE AT A8 AR oy
AR, AW, vz, dsste, euE, dAsE, IFGs, L6 3 oMzerRe fAbA 2 AAE
E3ect.

A

& AAGE A, BHAAE A EE v ol o) wey B89 AR YT & Y w3
A7) 2 ANBYA BololEF EFsHE A L/EE Ak AFBTh oldF A L EE Aoke F
S Q% % R Ade] ASHE WES 9/EE Gude] AAol§E 2L Aok, ohEeha W/mE ofeety A
Fe ANE 5 Ak, obwl S e, AF Fol, Lysel AHE-okvl FE7], (ys9) ETdfol=g e,
E REE Q/EE g B4 o) i AFRA gddMe] 4§71F BF 4] FUA L/ EE Aok
T ATS B J)Ed WU PYECl Y S YRS Ak FARA AAFHANA, vloley AN
A Lolofels 0-97) FelmAE ABS wPSHE GPF EE olYRRA, PV FHIAE AP It
= ek QAMA Aolth, FAH AAFUAA, 0-27 e GOy EE GGy B ARHE Aol
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[van Bekkum, H. (1990) Carbohydrates as Organic Raw Materials 289-310]). &7 FFIAI=9] 6 XA
12 &FE A7 S sted ey WRe] o] &rtEslth. dE B9, EFEA] & f7] AtshAl[H]
2 (oFAIEA) . . = WAl (BAIB) ¥ ] FwliFe] 2,2,6,6-vH| Eetrd-1-9]F 2| t] S (TENP0) & AHE-§Ho =4
(F3 [De Mico, A., et al. (1997) J Org Chem 1997: 6974-6977]) 1z} &fo]|=Z2 9] Atslol] o) FZ# QA
Z-5'-7HE AL Hold g7 5 Y(EE [Epp, J.B. and Widlanski, T.S. (1999) J Org Chem 64:

293-295]). 0131?& AbskE ARl thE 23} stolEF o] HIESH g% 13} slo]=F e tisiA= st
el ol th(#3 [Codee, J.D., et al. (2005) J Am Chem Soc 127: 3767-37731). f-AFSF WHao w2 & Z 3}3b
235 *Jﬁhﬂi*i KBr ¥ ZolASRAMIEES AFEste] TEMPOE o] &3te] AbstAl e 24 (&4 [Milkereit, G.,
et al. (2004) Chem Phys Lipids 127: 47-63]) 1-Zdld B-D-=2FZIH=A=, I-HEZHA B-D-=F33
greAs ) -84 B-D-2FZI G EAE, -SEHA B-D-FFAIGEAE H 1-do]i2d B-D-FF 2T

AES AgEE $EAI-EUA B-D-2FTEAY, FHESHA BD-FFFEA, 1-8AHA gD-2F
F22, 1-Sgud B-D-FFFE, 1-oo)md B-D-FFFEHoR ASAIAT. (TolAEA| 2.0 =) Al
(BAIB2 &## %l DAIB)& AM&3she= 23tdh AFst R Ao AAlFo] vk, A7) SFFEA A
Z EA AL AdHom o|RIS5EA(AE S0, ¥ b—D—JEErL%"J, TR A _E.(Carbosynth' u) = n) 5=
T 07928)), HWAIE & nief o], ko] Wel 93 (=¢ [Schamann, M. and Schafer, . (2003) Eur
J Org Chem 351—358] [Van den Bos, L.J., et al. (2007) Eur J Org Chem 3963-3976]) 3%4/\101], A
A THAARTE O Azl FRIASA ALSEHTE. dAIE ue} o], F7] WA 260 Edo) Ved F

ZHA
W/EE A AFxse o AHESE, 34 FA87]|24 -C00H 71& 38t 54 #este AagdA =3
A7F ZA o] .
<qkg-2] 2>
FAbe, ohzeld ERlEAE(REAcd EeE WA WA e ol ed AVBAA Aokl o vz
74 g k. dE B0, 4-4FAAY B- D-2FIIGgAEE HE EZEF R0t o HFolESY &
Aol 4~ A A H =} HEF-0-olHE B-D-=F 229 Hkgol| 93] AA FAAE. oo, 47l L AA4
o 71&50o] & vkt o], WEs/E FoAe Efudolyl s A8 dolAEs 4 A8 F AstE FI 2
o 7= Ak 2 FEE Yo At dFAjold S FFEA Aol AxHT(EH [Smits, E., et al.
(1996) J Chem Soc, Perkin Trans I 2873-2877]; [Smits, E., et al. (1997) 481-488])

\_/
X=0,8,N,CH, , NHCO %=
WeA 3. 2ed Ex FRAMY ANBAA LoloHe ANAA FHA

FEREL PR FUAE oblndt 4, A, Lys A9 AL AT BE AZIAC dd AA 2
Asleich. wEka, s3] Wk 4ol AAES A= AT Zol, Fmoc-Lys-O-TMS(EZHEAL=TNS) & #HZHA
o EAStNA Y WE-D-FFRRAI WAL F, olojA, 0-IIS HIENE £H FE Wl AR
©24 Froc-lys(1-9 WE-D-ZFFRTE)E £5G 5 ek, A7) Aok w2 N B 9o ¥o A
WEA BoloElE mieh: glo] mwAY 4%, BF AZY ZTREIe Agsd FES wAY PO
2 595t d A8E & Ao 23 SHl=SATIE Lys obvle 48719 Wyl 44 o e e /a3
of nEHA e gu IUE AL & AY, EE sopaEste] o) nERAY Uk oblE BE
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[0628]

[0629]

[0630]

[0631]

a
- [
S AeFoemA F7he Aok AEE 4 vk, whebA, Asp EE

o-HN NH
AcH ~

. BEE FRA AAAHA L

uEgA Gol A4 kel o], 6w 4

SIHS31 10-2024-0110072

o] AbgE & k. & [3+2] Al|EEHILE S AR A FEA frate Al ofvl At A
S 9 olAE T U7l X $o] AlgE 4 JuH(E3# [Gauthier, M.A. and Klok, H.A. (2008) Chem Commun
(Camb) 2591-2611]). &dlsl= ZHgrlddle] AZA(S, S4 ZAF) & olv|x Z87V|de AA(S, 944 &2
shHS flal 22 ol =g A T dHs|= 2877 AFEE ¢ vk, TEoluE EE -NH-(C=0)-CHBr &

7))

o

= A
Alekzt A ALEE W o]Fth. FHEU]e A4S 3k 3
2H87] WyPozo uF AR HI FF HEFLS o]&Uest (£ [Larock,

2 AFE 5 ek, olge f4e
e 71 I 9 45

"Comprehensive Organic Transformations", VCH Publishers, New York]).

ks, s B0, §9 1-B-D-2FAAE=] 69 A 14 sto| =R ofAlE Fol whg, dxd], ©
T2 shetell A AREE = vhES o] 87 @At % Aol osf(dn], B4

Tetr

ST, FEeE oAEE MY F PLPELS o] §
g

ahedron 53: 369-390]) T+ FAFSH O]—U]‘:J] A

A% A 2o V=4
3 9o

o,

wele] g 7t
R.C. (1999))

o]o] NaNsoll 9]3l]) ofxl=2 #

3 ko] &l (F3 [Elofsson, M., et al. (1997)
WHo o)&f (3 [Stangier, P., et al. (1994)

Liquid Crystals 17: 589-595]) o}u|x zr&7|2 YT, ofAgdal, ofn|w=2x] 9 odH3= Ro]olE| &
S Ac0E Ae §, 13 o}l %ﬁ}?ﬂ' ZhEEdel o8], AHA R o]&rtEdt FFIAAERTE o] &
7bsdt EotAlSAl FEdA Mg & Rt Y] 6-3to| =5 FEE gUHslERE dudor AkstE
AL, T EAYOE EE EEHo|ERZA EAstE L, NHOHA 93], =& YEF ofAEz = 93] X
g g gk wEeme Ajke AAlE vhe}; o] A AjS T, EE vgAsAE, 0 B ofv= A
< 53, =g DA FAE vie} o], EAstE sfolmFAe X3, EE FREFEL FEAY olve A
A% deolu|= Ak o] AZFHo o) o]FolA g vk, Fhe] 8] AT HES oo 5} Rofe] Ty
A A FAEo] Qo o] B YeH A BT o] 23ET

T D A AV g9 SEIAE A3S F3 3F AT v AMEPA S B VEd 3 W
He] W el mgdct. diZl 2" ¥ IANEE Fste F AE2E @A FAHA i, oF A
PHoZ wolAY FoRRE HEHI, tHd Suj(dd SnCLi, BF; =& HCHE AMEFo2H o B8HE F

al.
A

157-

(e}
s

3}7]

ool

4 Y (EF [Cudic, M. and Burstein, G.D. (2008) Methods Mol Biol 494: 187-2081; [Vill, V., et
(2000) Chem Phys Lipids 104: 75—91](*171 T MANES B Fnz xghEY)). ¥R/ =

o 3 FA g4 ARE EASFH(ER [von Minden, H.M., et al. (2000) Chem Phys Lipids 106:
179147 89 MAUNEL EYolA Fuz xgHh)). 79 ol A== 287 d5 1S B3

e o AZE Ak AHE AT AN B FET 4 9
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[0632]

[0633]
[0634]

[0635]

[0636]
[0637]

[0638]
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R 4a bRIO

OR1¢

Ria=C1-C30
R1b-d = H, Ac, Bz, Bn, OMe

OR @
HN
@] o] ] = {H,Cm
2

I, o
"ORd BRy0"

e 44 FPIA=E AW, 3 [Rosevear, P., et al. (1980) Biochemistry 19: 4108-41151, [Li,
Y.T., et al. (1991) J Biol Chem 266: 10723-10726] %+ [Koeltzow and Urfer, J. Am. 0il Chem. Soc,
61:1651-1655 (1984)]1, ul=F E3 W& #3,219,666% 2 ul=f £33 M3 A)3,839,318% 7]&wd ule} o]
FAE W o) FAE & AV, == oOA7d, & [Li, Y.T., et al. (1991) J Biol Chem 266: 10723-
107261, [Gopalan, V., et al. (1992) J Biol Chem 267: 9629-9638]¢l 7]<¥ wHie} o] gxH o= FAE +
ATk, HAA ofrwAal, oA, Serel] 0 ¢4 AFL FHoNEIFAEE AFEEHY] Fmoc-Ser-0Holl Al =3 E o

o

2ZM Na-Fmoc-4-0-(2,3,4,6-H E&}-0-o} e -P-D-FF 729 e} =) -L-AHE =53 &= o}, A7) 228 4
7leH ukeh ol Al g UxH(6H)AA AEdor gdH$ sl TEMPO/BAIBE AM&3le] Meldo= Jﬁ}
HozMm Aests 6-7H54A 28715 53 = al, ole IFA ofdld AZHHoEN N2 FF Ho

= ARSGA 2 Aoks A 5 A Eh] weA 7).

A

gk 7>

o
n Dhe 1. MeOH/NaOMe o mecan
2. TEMPO/BAIB M
oo 3. DCC/CgHy7-NH, 0
AcO' s T
o ! " +o - H

OH
H o

B o
o o
AllocHN Bllcle

- OlBu

g 7. Hlo] 24 AWMEGA Alkdl B A o

a4 2 AFY FF Aole AFoRE BE A5E A FAAE FemAs, PeIFass, ous
(#% [Carbohydrates as Organic Raw Materials, F. W. Lichtenthaler ed., VCH Publishers, New York,
1991]), S-dlo|Z=(L2Eg ol £3] 386,414 (1988); [Chem. Abstr. 110: 137536p (1989)]; [Gruber, H. and
Greber, G., "Reactive Sucrose Derivatives" in Carbohydrates as Organic Raw Materials, pp. 95-116]
HFx) = J2HZ2 A(F3 [Sugar Esters: Preparation and Application, J. C. Colbert ed., (Noyes
Data Corp., New Jersey), (1974)])S& 238 4 Qit}.

Aol o] WMo H= Zdd VedH YHES AASS] A Ao AdYE = e & &
o] dEE 47 YIAE, d7Ad, SE-, wd-, did-, 2dd-, Ddd-, Efdd-, HEg
A= dxha-, FEA-, 3 SEUA-D-EEAE, SR IAE B -FARAE(F, —’FELE* ol
Z)((Koeltzow) F (Urfer); olYE#o]x <laH#olE]=(Anatrace Inc.: Ty Q3&}o] 5 Xu]); Zujo]
(Calbiochem: ®]=r 7]z ol A]ela); E&7F Aol (Fluka Chemie: 2=9]22)e] ELPE‘r F43); ¢4 g
EAE=, oq7d, dY, SE, Zud-, Efui-, 2 HEHUA-B-D-EoUEA=(FH [Defaye, J. and
Pederson, C, "Hydrogen Fluoride, Solvent and Reagent for Carbohydrate Conversion Technology" in
Carbohydrates as Organic Raw Materials, 247-265 (F. W. Lichtenthaler, ed.) VCH Publishers, New York
(1991)1; [Ferenci, T., J. Bacteriol, 144:7-11 (1980)]°] w2} ¥4l); 472 E|LZFIAI=, gAY, 1-%H
A- = 1-29-EQ o- TE B-D-ZFIIFA=(YEH A @AY olE = HlE Q35to]oF Hu|;
[Saito, S. and Tsuchiya, T. Chem. Pharm. Bull. 33:503-508 (1985)] #=); &7 E|QFaAZA(dE &
3] [Binder, T. P. and Robyt, J. F., Carbohydr. Res. 140:9-20 (1985)]<] wlg} $+Al); 44 HEEZ
((Koeltzow) 2 (Urfer)dl wat &4); FARA olm|e-2Z og 2o A AuE 712 olm=(9 2~
3] 382,381 (1987); [Chem. Abstr., 108: 114719 (1988)] % [Gruber and Greber pp. 95-116]¢] u}

A7 Hello] opm= Aol i A FeE s B oo]AWECS FREAGEY [Kunz, M.,

B

Ly

& 1
oo 2=

e g £

mz i

=

|

ot

o
o
m

oo(m o 2 Mo

> 0
Kol
—
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[0640]

[0641]

[0642]

[0643]

[0644]

[0645]

[0646]

[0647]
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"Sucrose-based Hydrophilic Building Blocks as Intermediates for the Synthesis of Surfactants and
Polymers" in Carbohydrates as Organic Raw Materials, 127-153]¢l w2} &Ad); $-dolol] o] & o o
Ay olaTEolvle] FEA((Kunz)ol whel $4); a2 o~ ofe|29 i AE M4k $-go]
E (¥ [Gruber and Greber, pp. 95-116]o] mW} 34); U FAZ 2 ofn| -4 AHES A4 U= 712
Al oln|= (0 2~Eg ol E35] 382,381 (1987), [Chem. Abstr., 108: 114719 (1988)] % [Gruber and Greber, pp.
95-116]°l weh 4d)s EFF.

Aesolel AT A% WY BE/E EYHES Fhz WY + 9E 9 e 2YaNsRE 2
YA E EE oAHE Al fdl 6, 8, 10, 12, 14, E== 16719 g4 A= o] Fojxl &4 o dZd
9F WEs, fAEs, FREs L AES, G0, S4-, SU-, gu-, E64-, AESEA-, 2L ax
QA-BEAS, £ARAE, FRIAE P AGEASE TFB ] TRANA, ofF FmASE uE
q 92 mE ARY L Seag Bt YR Rt Y] At B F9sE PEel Agsha sk
B FelTAE] FS AN Ao, 4] B2 AU AR At Ptk
Aoz, oleld AWBAA (AN, 27 FeIAD)E WE=o GEIY 54 WA A3, A3
o, Ao, W), Al AEA, B4, AALE, 84, A4, dad, 44, A, s
Py, EaM Rl U AT 5, AA R TRANS 9% 54, T4 54, BY 54, o8 R/me
Yuora 54, Su) B4, A8 BY A9, dAu), FHA = AFFA0R 08 B Bsd f Qe
9 5% sty 93l QMo U AL, deer)
AR ZHA
ARBA R gl "EW BAA S o7 UHoRNE YA Aotk A HAgAN, ARBYAE
oA Ak AAAA FIA, HEA, 2 FEARA FEFUA, ole] we Bl mgo] st vl A A}
AANA fEeith, fEAE D4 EE PRhon a4 2ol 8908 AN, eEAE o
3 2R AR H84S I, BHE F JE FEE FANG. GEAE 449 B 49e i
AA, 7 AL B A 47 SatE & QRS fFEste] Aot fAR EUS "HRHAE A
9 shsbd Aol HRAE A AAE A Bt 4T E: e BA 299 Aus) 153 5
=T b= Fue AA Aol ATk, Wb, AVBYAE DEE 0 AA) 54 WPAE 2 B
ohvieh, el V% WEE YR AANE ARHATNE ) IHE F8F AL 5 9
FAH AAGHelN, FHHoR HIAFH dW FYIAE, A, dA FYaAE =, 2w
2 HERNE TEAS Bt FERAS B ohel, $aE2 msbedelE, EdusbedelE, 2 HE
grbimelo| B welo] 71w Mot gol, Wel=olo] Fi Aol AP, FAS, P eI
sAEE AA TS 98 HEHE, gsa, FYAORE P ARBAA G
ARBAA (AT, B FHRAS)Y 254 Bt 154 G9S 245 AFAPoA S PAAT B
A 54 9 ANBYA BHS 24T & Ak o Sof, Edd BEAZDDY olFF BHL Edd 2T
A7E Fal, 254 €Y Polsk FAFN® Byska, Digl Aol D6el At

FAA=(DG) ] AH Hlwsk=
|

3] 292 o v Aol W HY(£d [Lopez, 0., et al. (2002) Colloid Polym Sci 280: 352-357]). ©]
el 5% Aol A, =S4 d9e ofoldEE (o]FF W ©dF)7F AdEAA Aol S M.
HE =, o7dd], 2o 7sd A= AdEdd A48 AUGAAS] A5, FEHE g9 =g dA EA o]
A e A5 54 7198 vk webs, BeF 54 9 AMSdA 58S 2ddowA A H
HE Ao A3 549 &84 54 2 A 54 @4 5 v

PEG ¥

o]

=4 -

5 AA G A, 2 VEE ARSdAR BEgdE RE= AFES T ¥YE FE sk o] PEG B
oElE =&A ©uh(EE [Veronese, F.M. and Mero, A. (2008) BioDrugs 22: 315-329]1). ¥4 -l A,
Z PEG 2 =2 A AFACA FE =7 A3 E A Rt s oA 774 A eTF FHEA Ket=
SeH(E3 [Nestor, J.J., Jr. (2009) Current Medicinal Chemistry 16: 4399-4418], [Caliceti, P. and
Veronese, F.M. (2003) Adv Drug Deliv Rev 55:1261-1277]1). 9% AA|Fejel A, 22l PEG 54 S
A, Bk A ¢l & FEFAE BolojE Ejo R AFAstE HEE= e uuwdo] vhgA 2 584

qe) FHol ool & A% T 5 Ark.

24 JP vl FE Aok webd, PEGsHE A% wuel s

e

ol

ol o] PEGSHE Hgk A A

o

=

i



[0648]

[0649]

[0650]

[0651]

[0652]

[0653]
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AETH & 4 &4A F da, ol 5o] F/e F&Ad dg gt=et A" 4 Q). ]

o o8 4 AF(ES [Peleg-Shulman, T., et al. (2004) J Med Chem 47: 4897-
4904], [Greenwald, R.B., et al. (2003) Adv Drug Deliv Rev 55:217-250], [Roberts, M.J. and Harris, J.M.
(1998) J Pharm Sci 87: 1440-1445]).
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Sh
2
ofi
rlo
>
-4
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=
o3

2R Gelel PEGEE 9
orel b Qb F7hE, mpAFe He Ay -k
DE WA 5 Aok, T, IR B9 AR FIE dAME FF Ade] 3
24 Ag A% =
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N
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R
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o N
B
o
2 ol
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E
ot
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2 ju
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do ox X o
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o
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2ol
Gl
>,
oo
o
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rir
pocy
o
&,
i
riot
SE
v
il
fof
o
L
ok,
of\
N
Al
il
Ho
:C.’L,

N
-

o, webAl, 2k 500 WX] 3000 Da®
8 A2 2 AFATIE del
39 PES 9/wE gude A

b2)
H R
Ak, A7) AASH F dRo)A ok 750 WA °F 1,500 Da H$le PEG 2|

Q
N
S
24
r—'EL O
RS

)
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rE
ok

N
)
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N
n)
)
oo

E
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o
%
iy}

F7FE, 19 Y4 SA4S HAsE7] Y 2 Vsd S3EA 34 tE SFA

> g 2-5A1EH) AFAC|Ex A48 A 717EE AAAI7]7] 918 7bd
715 7FAG(E3 [Mero, A., et al. (2008) J Control Release 125: 87-95]). A7) =&A 2] FFHoll 2
2ol 7ed FHE 9/EE duild wye] At o Age AWEGA FRE 5T+ AT

o [
i
2
it =}
i)
S
|
Y
>

= oaE g g wkgA 7)ol HFAlel
L Fl® ) olm F: =

T JEF g}, 3 AAIYHEHA A, PEGE Ci~Caono
AS Zde. = o2 AXGEol A, PEGE] EAFES 40,000 €& Zafo|ty. Frle] I ohE A FEjol A,
PEGY] A 10,000 €= mutolt}, whuld WE o 2ol PEGE DAl FA o glar, 19 &= o=
Eo], n= 53] W& A4,640,83535; Al4,496,689%; #14,301,144%; #4,670,417%; A4,791,1925; L A
4,179,337 7]&== o] Qltt.

e X0 il
Rufui )

HIAEAQ @9 PEG e AA FHelA FEA Ao WMFEr. &, A PEG 7 2E THAARE, A
4 99, AW, AgAt dlzHE R gE &y s e 7 = ] ATt dE 50, £d

[Miller, M.A., et al. (2006) Bioconjug Chem 17: 267-274]; US 6,309,
6,815,530(Ekwuribe 5 ); US 6,835,802(Ekwuribe T)& F&E3F 4= Qdvh. @iidof o] 7] F&FA PEG A
EE QY AT AAEES TUMTIZ] A8 AdE AolAwt, 1 dedo] JojMiE FuiHor anrlt gl
ek, FHuid HE=0ke] 7] A PEG ArAlclE =]

Aolw, o|Zx 47| Aeke] fF&3 AESHH g FF" Aolvh. upFA e PEG M EAEFE 500 WX
3,000 Da Hejolth, olHg AFACIEE st el &gk A AW 7] 3 8 71AIHo gl
w, 1o A W&ol B xFH).

_1

PEG <lElE] =2 ZHAIZ7F 4 244, oq7Add, fE=d F2ys sk A871E e A2 okdn. aeRR,
PEGE F&A1717] $l8lM = PEG BB E WA ¥ sta| Aok star, o]ojA, este F2E& o] &ato] PEG <lE
HE x4 22, odd, fE=e F2A 4 vk(EF [Greenwald, R.B., et al. (2003) Adv Drug Deliv
Rev 55: 217-250], [Veronese, F.M. and Pasut, G. (2005) Drug Discov Today 10: 1451-1458], [Roberts,
M.J., et al. (2002) Adv Drug Deliv Rev 54: 459-476]). 3+ AA|FEjol A, F9 5ol PEGst= JEHE= A 4

o Cys Age ol @Ad & vk, 24 JFH == 2o 71sd vkek o], A d4, Axd e, =

iy
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AZFR L (Chz), o-FE =l ,
a, a-tWE-3,5-OuEAMASA-7tR Y o-UERZA DS, 2-Aolw-t-REATRY,
Ad-vEAFIR L (Fnoc) 5, WA, Boc 5 O vlgg s, FmocEs Eg3sty, old A=A
A FH4  RIVIEE oMY, wAMBzD), WASAWMEBom), Boc, t-FE,
145A7ked, -7, t-rEuEdd, 2-322Wd(Cl-2), 2,6-tE22id, Ate]gzsd, A
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Trp =40l sl A= Boe 7]olaL; Argell tielA+= Pbf 7]o]a; Asn, Gln, 2 Hisoll thalA= Trt 7]olth. Lys
79l Aeld WES 98, Fmoc & t-FEA BIV|E Hushs A o8 AAHA &= HEVE o&
3 c2iud BIUF upEAs . Lys S Wl s vigAd dzs vsgde] ofd sl=ekxle] o3 A
2 _

M & off r2 ox
>
Yo £ o
<

e
e ol e A Y

>,
N
X
f
i
w

S &
ok D e o 2 ok

o
@
(3

— ol

2 59, 1-(4,4-"WE-2,6-t]&aAtol F 2 A ~-1-dd)-3-wE & (ivDde) T+ 1-(4,4-t]
g-2,6-t Aol 28 ~-1-de|d) oD (Dde) B LESAFFRE (Alloc) S XE¥s}, o] SdAHA eF=r).
=4 g9 FAo] w3 4§, Fmoc-Lys(ivDde) % Fmoc-Lys(Dde) ®Z7] wWrao] mpehz 3 (#3

E., Jr., et al. (1995) J Pept Sci 1:274-282]; [Murage, E.N., et al. (2010) J Med Chem]),
olggt Aol Fmoc-Glu(0-24) 2 Fmoc-Lys(Alloc)7} dAIHQl HTE ] =d I AFEE 5 o]&,
Lys(Dde) B&7]= % AAE H8] XS, #s3td AdSdgAet w3y sA0 28 J4& S gr

o)

, Jr., et al. (1995) J Pept Sci 1:274-282]; [Murage, E.N., et al. (2010) J Med Chem]),

ol#d -9l Fmoc-Glu(0-<=) = Fmoc-Lys(Alloc)7} dA]#el HIE 9a] =QE AgH I o],
Lys(Dde) B3 7€ F% AAE Y8 aA=E2, B3td ARSAdAe} sy FAo e JAS 98 2n

=4 e Aol ulEAG A, Fmoc-Lys(ivDde) 3= Fmoc-Lys(Dde) H.E7] WAo] nlzz gy (&
E
|

3 = A9
230 gsids =2goldA, AHEEE middls =841 A =4l
W 2ER/gudiAl =4, dqd, SRzvdst
-(=EHA-tuddal) s& 3. Wdste,

GANAE, WA C B oAb ARF 52 AN Al FAAAT. A A AAA
= [ L
o

C wko] ol
=9 A%, AT FAE p-rgaEstol S ot ms-F e (el A-THH-mA) £, 2,4 i SA M=)
] 2 3

Aol @)L ElE PEG AAS gt AgdHoz o]871Ed 4%, oA, Rink o] =-PEG 2 PAL-PEG-

PS FA (o] Ze}ol= Hlol| @A~ = (Applied Biosystems)) ¥ Fmoc TEEZS AlRSE HE|= oinj= A

gox dAAR 4 A7 vk, webd, 54 ASelA, PG Aol olm= A% AT Ao] vigrad
G ootk 71 A9olA, NFroc-obm]wm-PEG-7HS A 4719 ol A FA (AT, Rink obv]E 54
S = 1

T) woll AAATI= Aol Aefsitt. Hef A opr b N-Fmoc-opw]ketk o 244 PEG €] ofn]itef ofu
28710l AZFAA 7 A, AT FHESE S8 Aok FEE-NPEGCO-NE, =S 758 4 9l
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Sl A oF 40T WX 60T, whASHA, oF 50TelA oF 12 WX 72A1RF, whghA s, of 48413 §jt Na 1
SE ofuliedt, oF 5of, Boc-opuliedlbs cl®hE, opAEYE™, N, N—Eh'ﬂ'ai obrl=(DNF) & =9 19 %
B, Alw, EEAEE, 15-HopxuAe] 2 R-[5.4.0]25-5-<l, HEHHLAEF, T FAF oA,
vhabA s, DIF & Alf Go=A X9k whgA1Zl o =M PAN Txloﬂ FAAA S A AEAeRs b dd

o}

F ORES A AHE, EE ol Bal F opr|=g £E5 9 Aol
o} 10T WA 50T, FHeA, 250 EwelA o 2 A o 24N7, vhEFASA, oF 247 B B0} F,
1710], CH.Cl, H3= DMF, ®FgH2letAl, CHCl, FellA olE Eo], NN'-tolAxzdItHr]olu| =(DIC)/1-3}o| =
SAMEEFEHOBY) A AEF 9l3) Na-Boc-obv] it Mzshol =eobyl S:x)o] RHAZ 4 glr,

_&

Boc 79k XREZF A HAFHoRE 2F HE= A 7IA Al FXEH Wl o Rad ofu|i

=1 | ATk, EFdgoll, N N-t]-o]A~Z 2 do| e}l (DIEA), N-HEZZZHA M), &
, BE A 9712 FEA7 §, A2t BEdE opn|wAks tiEF oF 1.5 UlX] 2.5uj9 B FgFow w9ls)h
I, F¥ 225k 2284, v, A4 89, ddd, CHCl,, DMF, N-t€3Z2E(NMP), N N-tjHEolHE
ot vlg2EHA, UEREYE FoA AZYS $33t)t. Fmoc 7|WF ZREZ

K WS AEEA A, dugo i 0ﬂ71 hekA s Al DIEA & Nio] #
2%y EP2o EQHET. AZYe AFHoE I, WP, DA £ £ &), wkdAsHA, DIF oA 53
. gEAel AZPARE @Eow  w: HBt, 0-o}d $uol, WEEelE-1-U-SA Ee]x(9 B
W)EAEE NIRRT 15( PyBop), N-Blol=E A% alo]n] = | The N-slo] =2 AjojuE, Ei $4]9
EAlske] N % oI E(DCC), NN'~Tlo] 23 2 8- uejol M= (DIC) HE ThE su]ol

WA A claHE(AW prHERAY, AREFeRAd §) B W
%4%01 A}%%l - ‘ilE}. H}%HJ ATFGAZE oplE/¢2E(FHEAA7E ARgehs EA) 5, «dAdd, 2-

Hgotr]E SIAREF R 2 F 2w o] E(HBIU), 0-(7-obAbilzEto]opE-1-
‘T;r i“*}%$¢ MﬂfﬂE(HATU), 2-(6-FRE-I-HxEeo]o}E-1-U)-

g2 e DF FollA 20% FoEde® 2] FgAE dRISA
o]z 2wt BE HE T T 7oA DNF 3 HBIU:tlo]AX 2 Ho o}yl
Soll o3 =24

Fmoc-PAL-PEG-PS x| H-2tA]7]= n
&, 5 min, 75C AU AZH Alo]E=R

(DIEA)(1:2)& A}&3l] N-a-Fmoc B.&% ofm| =Xk ok 5u) & 3}8F9] N- q -Fmoc-ofv] =49 HH2-
g 4 ot

nlolg 2yl Bz FEHE FA7NA FHEE 4719 Froc 71w ZREZO AS-, A 2EE 75C2 A
dElel Al 30 sec B, ©lolA, 3 min B FNYHE o]F PRI TREIL N a-Fmoc opv w2t BT 75
0.1 M 1-slo|=EA W ZE o} (HOBt)S &3t DNF 59 20% IdA#dS o]&3te] A%, HBtE €H s
sh &del Hrlete] ofxmtEo|nt FAES ik, o]ojA], thE ofm|nAke] AEE S 5 min, 75C Hu)
o]% #1Z% Alo]Z & HBIU:DIEA(1:2)3 A&3dle] 5H] & ks o] g3},

_-

A FAA, 948 ned WP =L FARYE AAUG. FA AX A Aol WA o ¥
, Adke o -10T LM 50C, }am o}ﬂl, °F 25T LAl oF 12 WA 2441%F, whet

010'1/\1, ol - Faf = ]—,—:Ql—oﬂ o3 A 2RE AAH 4 9t Hig HAE=
HPLCO] <& AAE 4 r}t.

£ oF -10C A 10T, wHEAS, oF 0T SmelA] o 15% ulA 2417, HhgbRabAl, o 1.54]
2} olia] ARES oF o, ohE Ex T Auy ole XA EAlsel dF Sof, ¥4 o
Sran AUgomd, BEHFL/UY BHAL AgoRd, EPA(EYEToRADINE L =
JETozoblENOR AYFORA, 2 L B BeE Et TeudnEdEoR BAAPoRA,

= o gEUel 3 GEFoR, whgdsAs A Baes 2L ohléz SRR REERE A

SR 53 dAlE 7] 7

)y
)

oby A e fEEe Af, A ddt NA Esbpa B oof

>{E
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Y&s AMgste], T vigAEAE o 283 ZHdSs AgdeEd gdd dAR 23E S . «dE

Eo], PAL-PEG-PS FA1¢] 7%, npe#gh W2 wf3] 38CollA] 18 min &< BAAll a4% &3tk Aok 7He|

shuv, dAdd, TFA/=/E-o]A-Z2 A T/3,6-T A1, 8-S | & (DODT)(92.5/2.5/2.5/2.5) & At

o] A2y HE FE = FA AN AP E olF BREd TREZS ALEdo 2 oo, TFA/

H7F 9/1 WA 19/1 ®SIR1 ZEEZS AR A, €74 SYIAE §F =49 Aol & =8I
xj|

= =
15&= Aoz Yegth, A3 ZVe| D& 94% TFA:2% EDT; 2% H.0; 2% TISo|th. A& =

N

of

=

[ e oo a2
ol
2

Age TR H7 Q1 7
om, 943 BRER AYES FAAY)E, YT0T WA 4T) D= AR, Goleso] oA
73, SAAEANT
HEE GoS (AT, vl o= A3 ol W FAF o gatel) BINA & Y, A/ /F F
o A wE 0 REE A dde] Azvieads) WAl o) HE=E ZAE & Ak opAEE ¥
Be] oFrlg FAMelNe] ol wd WFEASE T-Fe (2 -t g, oA, WetolE@ A
golAel 24 F3 ARcETAN; ALt A §F AzvkEads); ARAMYAERS ) o i 3
EvhEIs); oA, AnREse 625 dolMe] Rl AzrtEads; 9F 23 294 f4 ARrE
S EEPLC, H3, $9- i SEAAAAIH0S) A 4 2E A% o) 94 HPLC
BANME EF AFF 54 AAA G BB opr et £AHNOE FFA/NE WA, mEY % 5
AAAE AARE B, % AYES FAse] BUe] J1&E FHAOE WIH P R/mE wudo] 4
PSPy BN AEH FHA L AN FAAE £ESHE B4 £FekE, B J1EE FHA0E WY
B AEE R/ms g 2 o okbgon enE 9O Axstt WHe ATBT A Ax e,
welo] /1%E FHAHCR WEH W= L/EE gude 47 gold vish ge o4 FelaAE wge =
Y@k, ® e Swe vlolamst wa wAd FAW /N P, EE A7 Aol uke o), 4T 54
AAA A BED obleibe A0 FPAE WA, wE D £ AAAE AASE 9A, L A
HES At AASY Y BESY FAAIE FESE EF AEUS §Y TZE2S AgE A X
Fohs, 2elol J1%E THHoR VEE AYE 9/EE gud 2 a9 oksbgon sgus 9 Axshs
el #a Zlolt)

AAe 3. -t digh duk 45 Wy

20 mLe] olHNEUEZ H 20 mLe DI & T 1-=d4 B-D-FFIIYF=AI=(FIHAIE)[2.0 g, 5.74 mmol]9]
glol] (Yol EA QT M (ZF7H(Fluka))[4.4 g, 13.7 mmol]l 2 TEMPO(Azv}  Pd=gx
(SigmaAldrich))[0.180 g, 1.15 mmoll& H7I8Itl. AHE EFES A4 20 h & wutssicy, g
ESES BR 3AEa, SAAXAA WA Buaa 1.52 g(F F& 73.1%) 9 = AAE, 1-Ed4 B-D-2FF
FEAES F5L, o5 F7Ee] AAGlel A A AR ARESHITE. HAIA O V]sE o] Sl wheh Zol,

=

al
A ZA NaOC1S gt Al wel s 37 AYES BA Axstn, wk P DA A
o E@ AgHT. ol /1EH Y D AGS Azt o AEHE Asts 24U FH SEAS 44

3 WA o w A 23k},
frAbsE Ao R o (ol E# o]~ (Anatrace: VT 23}0] oF
-84, 2 1-SEud B-D-2FIIZHLEATE AE5te] 2o ed APE 9 Ak Az d A}

&5E Asks 190 IR SBAL Az,

AAd 4: FAHA] EU-A387 AZF

AA e 10 7]&=d vle} Zo] N-Lul-Fmoc B W ofu]:=2bS 38 o2 H7138Fe] Fmoc-His-Aib-GIn-Gly-Thr-
Phe-Thr-Ser-Asp—Bip-Ser-Lys-Tyr-Leu-Glu-Ser-Lys(Alloc)-Rink o}H]|= 4% A5 A ZslaL, GaoA AL
sholl WHA| == DMF/CH,Cl2(1:1) & Pd(PPh3),(0.5 eq) 3t DMBA(20 eq)} <IitHlel A=A Lys-N-S14d & ¢

| el A &R EstAZTH. DMF/CHCL R Al#E 5, DIC/HOBtE AH&3te] DMF/CHCl, 5 1'-%=dld B-D-2%F
2o @ Lys S5 oMY, AZE 95E W= ofd AAstal, CHLLE BEES FHSHA Al
3kl Th.

ARE FXE AFHor grislety, 2204 240 min B¢+ At ZE)L(94% TFA: 2% EDT; 2% H.0; 2%
TIS) = AHEste] FAZFH At =S Et,02 AHgste] AHES

Halar, Azl AxA F, = A AE= YHES 5%

Ni

)

(

o

14A171aL, Et02 S8kl Al
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AF(C18) hplcol 2l&f 2 wixl= AAES FaeAct. 15 nL/min +5 22 4.1 x 25 cm hple 23 Aol = HAE

2938 31(15% #71 MAA; ofAEA &4F=A]), 50CoAA 60 mine®  15-45% DA Bel FHlE
ARG, BRE $3& TAURAA #A AZE FE=E F53ATHEA] hple(18.6 min; 0.1% TFA %
0% CH,CN)/ &=k 2219 (M+1 33 = 2,382.14)° 93 <% 98.03%).

PRI L

AR Aoz, w, Aok 1'-vd pD-2FTEAM 4 1'-859 p-D-2
She 1dE 9 %W S Axsknh A 148 sk 2ol 11& e
1-

T
Agste] gats 1-ud, 1R, HESEA, 1-HAd, 1Sl 2 ool 2 fAHE A
ot Wyoz, WA Gwssd Eh vedoz Sursd GHSE A4 B, ol Ut TER

Aol o)a] ohAstEomA 1-07] FEFRY, it b SRA oANE FAAE AL F 9

at7] Jol AAE gEA FHE ALRSto] ol mEg HPLC/ A AW o3 B4 Feagitt,

S B} Wt A wit HPLC

CE Ll #53 (min; 8-2))
LU-A387 2379.66 2380.14 18.6[b]
EU-A388 2393.69 2393.74 16.0 {a]
EU-A391 2317.62 2318.26 11.2 [b]
EU-A455 2988.36 2988.00 11.5[b]
EU-A474 2570.86 2570.54 11.3 [b]
EU-A478 2459.75 2459.74 11.1[b]
EU-A484 2544.86 2545.06 9.6 [b] 1
_EU-A501 29042 2903.34 7.9 [b]
TU-A502 2776.07 2776.14 8.0 [b]
RU-A503 2704.98 2704.40 80[b] |
EU-A504 2548.80 2548.00 9.1 b}
EU-A505 2392.61 2392.40 10.5 [b]

[ EU-A506 2305.53 2305.06 107[6] !
EU-A507 3763.23 3762.66 9.0 [b]
EU-A521 2303.56 2303.60 8.2 [c]
EU-A522 2315.60 2315.60 142 [d]
EU-A523 2615.94 2616.00 81 |
EU-A524 2459.75 2459.74 12.7 (]
EU-A525 2459.75 2459.06 6.0 [c]
EU-A526 2473.75 2473.60 12.7(d]
EU-A527 2390.64 2390.40 14.6 [d]
EU-A529 2546.83 2546.80 9.5 [b]
EU-A531 2546.83 2546.80 9.5 [b]
EU-A532 2559.00 2558.66 9.6 [b)
EU-A533 2560.96 2560.66 9.5 [b]
EU-A534 2544.99 2544.94 9.7 [b]
EU-A535 2573.05 2574.00 12.0 [b]
EU-A536 2602.96 2603.46 14.3 [b]
EU-A538 2516.99 2516.40 103 {b]
EU-A539 2657.20 2656.80 10.8 [b]
EU-A540 2685.20 2684.94 9.8 [c]
EU-A541 2713.20 2712.80 13.0 [c]

| EU-A544 2631.94 2632.26 10.8 [b]
FU-A546 ]
EU-A549 2388.67 2388.66 6.3 [e]
EU-A551 2444.67 2445.20 114 [e]
EU-A552

TBU-AS554 2560.86 2560.40 103 [¢]
EU-A556 2616.86 2616.40 W7 |
EU-A560 2570.86 2571.06 83 [c]

[ EU-A562 2626.86 2626.66 | 99} |

| EU-A563 | i

EU-A565 | 254230 2542.54 9.5 [c] ]

EU-AS67 | 2598.80 2599.06 12.0 [e] |

EU-A568 | |

0.1% TFA % HPLC T8

[a.] 30 min & ¢tell 2 A 35 WA 65% CILCN

[b.] 20 min <kl A A 30 WA 60% CH;CN

[c.] 20 min <ol 2 35 Ul A 65% CH:CN

1d.} 20 min 5 ¢tell 2 A 25 UlA] 55% CH:CN

[e.] 20 min F<kell 2 A 40 WA] 70% CH;CN
2 bl & S0} C18 S i 250x4.6 mm 73] FIPLC

AAd 5: st3tEd didk AE HAFW

S e 1 nge] FoR AgeA SFeta, xF AE AHOE HAASFATHAEE SA(Cerep SA)). ¥
A v d3A RER H2E FEZ AE AXelr A cAPe Folth. AHgH HAL F

F7h 2 GLP-1 AxE HAWHAA S AP < AFolAdth. AW @ [Chicchi, G.G., et al. (1997) J

Biol Chem 272: 7765-7769] ¥ [Runge, S., et al. (2003) Br J Pharmacol 138: 787-794]¢ 7]1<:&o] it}.

U-A3919] A%, GLCR M2E REgo& Wgho]l §l9la, GLPIR AlE ¥HE& F438] 53k, ECype 420
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e [ — S
[ I iCa | _ ECa
| . ‘ _ | GLP-1R | SFER
L dge L F= (M) @) |
| EU-A391 =44 __A20 e
| EU-A455 | 1-=ad | 59 770
J-A47 1-5Ed4 3000 n.c.
. 1, R - |

| ne n.c. |

-AS 120000 [ 12000

J-, | 9400 ne.
P -AS03 T ae __ ne 7‘1
| TU-A504 | tsdsl | 300 b 1100 |
L EU-AS05 | 1= 8500 | 6100 |
EU-A506 -yl 4600 1300 |
| TEGAs0T m@L s | 1

[ EUASTI == o)) " ne | ne
| T EUAY2 : e 9000 |

EU-A523 nc.

[ TEU-A524 nc.
EU-A525 T

.C. nec.

.G, n.C,«
: 5000
| 000

i 2100 1100
5000 2600
770 | 780 |

290 | 1900

HE

V| §4800 2100 |
@A T > 10000 4400

-2 270 ne !

FU-AS39 ] 1=elal | 860 2300 |

~ EU-A540 [rei=ed |~ g 8800 |

800 _ 5000 |

TU-ASH FA A
32 EC50 7o) Mok sEos AL ofw sk,

“ne
§e FHET AL g}

A 6: st3HEd g AW HA

w4 Rkel CS7BL/6I 3 Ph9-2 el (60)ThelE 14 wkAlol JAX @ A= HE ek,
of EAS, € 1AF 1whele) skt SRS she WEE HEPA of% 3718 EF
& we TelshwulelE el ST 12 h BY)/97] AelEE 2dd ¢

= = 3]
8 A0 29S9. BB AR 44 2% L Y FE WelE 47
[e]
2 =

25 Tt &8 IR &, ATl Fsho] sk AT WAl Sl 4omteE]e] mhesE AdEEta, vhesE ]
oF Ze T (n=10)22 9l FESITH. 17k, HleE A 2w, AEF H2E cmpd; 3. T3 £%F HAE

&+ 2t v 3 whg-2mof FoFsioltt. AF B ¥ S #F A9E
Aok AbR B E AFHFE uF V1SSt 194 (Fekd) 2 o26dA A A 2 A 24
=& A 98 vhe-sol did R S4& AAsivh. 0, 14 R 2744, A4 S35 Kb HAAE 94
nhe-2E WA RS FAARY. g, wE] HE FE Al Y ARE FHsATHt=0). o]olA, w2
1.0 g/kg 2732 BF2E Rt 8945475 AH&ete] 2532 3 & A SAs=
uo
Sk

Aog 3 5 5 30, 60 2 120 minAol w7

K
oo
oft
o
[>
m
(@]
=
o
[aN
[N}
(0]
o e
offt
o
-0,
2
°
w2
[ep]
il
ol

1 & R} Jei/\

sl 2 z2 =3 2994 u}
ded 2 AP T2 24
3] WsAAY. 49 sgE Tzude 0GITNAN FF2
stol & Vx QlEd Y] A, AT ST Bh, ANH AR BAAN, o AX el e

LFER AT

i,
>,
2,
3
i)
o
i
o,
ofo
k1

ool V%8 FHAoL WYE PEs YEE wnde uw, g FFE, A9 48 2 Fay v
A 0od AR Y R Asse o FES ¥l EA8 AUayA ¥ge WAess A9e 12n
[e]

= AT, WA (s, 2 &)
Ml R RS Eeey. fEE ddel glo #ale] dide] , €
FAME kgt 24l Vs TRAoE WId JE= g/E
W3 E Tzt gt

AA 8. e AFH AEE A% AY oW

QA Ee Ui SFET F

)

=
=

fw

rr

o]= 7t 3x=, 0.5 WA 10 mg/mLe] Ak AAZS gHi3taL, &

M
4
ofh
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of X2 o B &b oo X EUA0| 4 |H|Ab|Q|G|T| F [T s D C Lys(CaL#
el p_olo Wo n@ %o = _J 0 = EUAT | 5 [H[Ab[Q[G[T| F [T[s [0 L Lys(C121#
I~ T - KT B m EUA02| 6 [H|Ab|Q[G|[T| F [T[5 [D L Lys(C16)-#
0 o B ol N EUA03| 7 [H[Ab|Q[G|T] F [T[ s [p] B Lys(C8)#
L = mr o o g B alt] E < ut EU-A34| 8 [HJAbJQ[G[T[ F [T] s ]|D Bip Lys(C12)-#
o WX = ® e T ) EUA305 | 9 [H[Ab[Q[G[T| F [T[S[D| Bp [LsCIOE
T2 oz N s w EU-A306 [ 10 [H [Ab[Q[G[T| F [T] s [D| Na( | Lysca#
ok O N I e R W= b EUA07 | M1 |H|Ab|Q[G[T| F T[S [D] Na2) |LysiC12)%
=N 0 T X N o EUA08 | 12 [H[Ab|Q[G[T| F [T[s D] Nai(2) |[Lys(CI6)
oo AR o o N Wt T EU-A309 | 13 | H [Aib | Q|G | T | 26FF [T| S |D|BipeEMe0 | Lys(Ca1%
= o =K. % X EU-A310 | 14 | H [Aib| Q|G | T| 26FF [T| S |D|Bip2EtiMe0 | Lys(C12}#
3 . = D
. S — B EU-A311 | 15 | H [Ab| Q[ G [T | 26FF [T| S |D|Bip2EtMe0 | Lys(C16)
< oo ° o) ™
R o = 2T AL EUA312 | 16 [H [Ab[Q[G[T| F [T[S D L B K[ 1 [osca#
T oo = ~ AN Shp EUA313 | 17 [H [Ab|Q|G|T| F [T[ S |D L s K_ Y] L [Lysicig#
o . (S EU-A314 | 18 [H[Ab|Q[G|T| F T[S |D L S K V[ L [uysciey®
w = M M = o o] w_ﬂr 23] g X EUA315 | 19 [H [Ab|Q[G|T| F |T| s [p] B B K Y[ L Tusca#
o a4 ) o FU-A316 | 20 |[H [Ab|Q[G|T| F _[T| 5 [D| B 3 K_ Y[ L [ysciy#
5 - Njo T R g o = s EUA317 | 21 |[H|Ab|Q|G|T| F |T| S |D| B S K Y] L |LysCie*
= w8 . o T RS EUA3(8 | 22 [H|Ab[Q|G|T| F |T| S [D] MNa S K Y[ L [iscos
! oy WO e U EUA319 | 23 [H [Ab|Q[G|T| F _[T[ S [D| Na®) B K] 1T [LysiCias
mr g dlo e < <= & EU-A320 | 24 [H[Ab[Q[G[T| F [T[ S [D] Na@ 5 K [Y] L [LysCie#
=) 5 L 9 T EU-A321 | 25 [ H [Ab| Q|G| T | 26FF [T S [D|BipseMe0| K V[ L [lysca#
T OBE X T oo oSy =N EU-A322 | 26 | H |Ab| Q|G |T| 26FF [T| S |D|Bip2EdMeO S K v 1 hysci#
oo, T oul B 2o T E o m oo EU-A323 | 27 | H [Ab| Q|G |T| 26FF [T S [D|BipzetNe0| S K V[ L [usciey®
oK oM = < ! . EU-A34 | 28 [H[Ab|Q[G|T] F [T[S D] v s [ D G R |Lys(Co#
=3 IS T = Mo ol R T ~ EUA3%5 | 29 [H[Ab[Q[G|T| F [T[S D[ L s K_ Y[ L D G R | Lys(coy#
— o W X - X = oW y T O EU-A326 | 30 [H [Ab|Q[G|T| F [T[S|D L S K v L D G R [Lys(C121#
T S ~ %o T = o EU-A327 | 31 [ AblQ[G[T] F [T[s D L s K v o D g R |Lys(C16)#
o DN EN T OBPSmT )T Mooy EU-A328 | 32 [HAb|Q[G|T| F [T]S[D] Bp s [ N D |6 R [Lscy#

[0731]
[0732]
[0733]
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EUA329 | 33 |H|Ab|Q|G|T| F [T[ s [D] Bip S K__|Y[_L D G R |Lys(CI21#
EU-A330 | 34 |H|Ab|Q|G|T| F |T| S [D| Bip S K |Y|__L D G R | Lys(C16)#
EUA331 | 35 |[H[Ab[Q|G|T| F [T|S [D] Na2) S K Y[ L D G R Lys(C8)#
EUA332 | 36 |H[Ab[Q|G|T| F [T[S [D] NalQ) S K_ Y[ © D G R |Lys(Cl21#
EU-A333 | 37 |[H|Ab|Q[G|T| F |T| S |D| Na) S K (Y[ ¢C D G R |Lys(Cl6)#
EU-A334 | 38 | H |Ab|Q |G |T[ 26FF [T| S |D|Bip2E4MeO S K_ Y[ ¢© D G R Lys(CB)#
EU-A335 | 39 | H[Ab|Q|G|T]| 26FF [T| S |D|Bip2E4MeO S K_ Y[ ¢ D G R |Lys(CI121#
EU-A336 | 40 | H [Ab Q|G |T[ 26FF [T| S |D|Bip2Et4MeO S K Y[ L D G R [Lys(Cl6)1#
EUA337 | 41 [H[AbJQ[G|T[ F [T] s D L Lys(CB)#
EUA338 | 42 [H|Ab|Q|G|T| F [T S [D L Lys(C12)#
EU-A339 | 43 [H|Ab[Q[G[T[ F [T[S D L Lys(C16)#
EUA340 | 44 [H[Ab[Q|G|T| F [T s |D Lys(CB)#
EUA31 | 45 [H|Ab|Q[G|T| F [T[ s [D Lys(C12)#
EUA32 | 46 |H|Ab|Q|G|T| F [T S |D ip Lys({C16)#
EUA3 | 47 |H[Ab|Q[G|T| F |T| S [D| Na) | Lys(Ca#
EUA344 | 48 |H[Ab|Q|G|T| F [T S [D| Na@) | Lys(CI2#
EUAM5 | 49 [HAb[Q|G|T| F [T S [D| Na@) | Lys(Cl6)1#
EU-A346 | 50 | H [Ab | Q|G| T| 26FF |T| S |D| Bip2E4MeO | Lys(C8)#
EU-A347 | 51 | H |[Ab Q|G| T | 26FF [T| S D] Bip2EUMeO | Lys(C12)#
EU-A348 | 52 | H | Ab | Q|G| T| 26FF [T| S D] Bip2EMeO | Lys(C16)%
EU-A349 | 53 [H|Ab|Q|G|T|26MeF|[T| S [D| Bip Lys(CB)#
EU-A350 | 54 | H |[Ab|Q |G [T [26MeF[T| S |D Lys{C12)#
[EU-A351 | 55 | H |Ab| Q|G| T [26MeF[T| S |D Lys(C16)#
EU-A352 | 56 | H [Ab[Q[G[T| MeF T[S [D S K_[Y[ © Lys(CB)#
EU-A353 | 57 |H[Ab[Q[G|T| MeF T[S [D S K (Y[ L |Lys(C12#
[EU-A354 | 58 [H [Ab|Q |G [T | MeF [T| S [D S K Y[ L |Lys(cle
EU-A355 | 59 |H |[Ab|Q[G|T| Mer [T] S [D S K_ Y[ ¢© Lys(C8)#
EU-A356 | 60 | H [Ab[Q |G |T| MeF T[S |D S K [Y[ L |Lys{ci2#
EU-A357 | 61 |H|Ab|Q |G| T| MeF T[S |D S K Y[ L [Lys(Cieg#
EU-A358 | 62 | H [Ab| Q|G| T| MeF [T| S |D S K_|Y[ _C Lys(C8)#
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21 A=H
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s ! 5 10 15
63 | H ale eF |T| S [D| Na2) s Y[ L [Ls(Ci2#
64 | H a6 oF S D] Nal2) B Y L |Lys(CI6)%
65 | H a6 oF S_|D|Bip2Et4MeO S Y L [LysCey#
66 | H ale o S | D] Bip2Et4Me0 s Y L [Lys(Ci2)#
67 | H QG| T| MeF |T| S |D|Bip2EtdMeO B K Y[ L |Lys(c16)#
6 | H alG[T] F [1]s]|D v B K Y[ L E S | Lys(C8)#
69 | H alG[T] F [1]s|D L B K Y[ L E S | Lys(CB)#
70 [H ale|T] F 1] s|D L B K_ Y| L E S |Lys(C12)#
M |H ale|T[ F [1]s|D L B K_ Y] L E S |Lys(C16)#
72 [H alc[T| F [T s [o] Bp S K Y[ ¢ E S | Lys(CB)#
73 |H alc|T| F [t s [p] Bp B K_ Y[ L E S |Lys(C12)#
74 | H ale|T] F [T s [po] Bp B K Y[ L E S |Lys(C16)#
75 | H Q6|1 F [T] s [D] Nal2) B K Y[ L E S | Lys(C8)#
76 | H QG |T| F |T] s [D] Nal2) B K Y[ L E S |Lys(C12)#
7 |H Q[G|T] F _|T| S [D] Nal2) B K_ Y[ L E S _|Lys(C16)%
78 | H Q[ G| T| 26FF |T| S |D|BipeEtdMe0 B K Y[ L E S | Lys(C8)#
79 |H Q[ G| T| 26FF |T| S |D|Bip2EtdMe0 B K Y[ L E S |Lys(C12)#
80 | H Q[ G| T] 26FF |T| S |D|Bip2EtdMeO B K_ Y[ L E S _|Lys(C16)%
81 | H alc[T| F [T[s o[ B B K_ Y[ L D S | Lys(CB)#
82 | H alc[T] F [T[s[D] Bp B K Y[ L D S |Lys(C12)#
83 | H alc[T| F [t[s o[ i B K Y[ L D S |Lys(Cl6)#
84 | H alc[T| F [T[s o[ B B K Y| L D R | Lys(CB)#
8 | H alc|T| F [T s [D|] Bp B K Y[ L D R_|Lys(C12)#
8 | H alec[T| F [t[s[o] B B K Y[ L D R_|Lys(C16)#
87 | H alc|T] F 1] s D Y B K Y| L D R | Lys(CB)#
8 | H alc|T] F [1]s D Y B K Y[ L D R_|Lys(C12)#
89 | H alG|T] F 1] s D Y B K Y| L D R_|Lys(C16)#
9 | H a6 F s D Y B Y[ L D Har | Lys(C12)%
EU-A387 | 91 | H alc F s [D Bip s Y[ L E S |Lys(C12)#
EU-A388 | 92 | H al6 MeF s [D Bip B Y[ L E S |Lys(C12)#
EU-A369 | 93 | H al6 MeF s [D Bip B Ab (Y] L E S |Lys(C12)#
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EU-A390 | 94 [H[Ab[Q[G oF s |D Bip Y, L E Aib_|Lys(C12)#
EU-A391 | 95 |H|Ab|Q | G eF S |D Y Y L D Aib | Lys(C12)#
EU-A392 | 96 |H|[Ab[Q |G of s [D Y Y[ L D Aib_| Lys(C12)#
EU-A393 | 97 |H|Ab|[Q | G eF S |D Y Lys(C12)-#
EU-A394 | 98 [H Q[G[T[ MeF [T[ s [D] Na Lys(C12)#
EU-A395 | 99 | H Q|G [T MeF [T[ s |D Y K_[v][ C D Ab | Lys(C12) | Ab#
EU-A396 | 100 | H alc|T1] mMeF |T| s [D Nal(2) K Y L D Aib | Lys(C12) [ Aib#
EU-A397 | 101 | H Q|G |T| MeF |[T] S |D Y K Y L D Aib | Lys(C12)4#
EU-A398 [ 102 | H QG |T]| MeF [T| S |D Y K Y L D Aib | Lys(C12) Aib#
EU-A399 | 103 | H Q|G |T| MeF |[T] S |D Y K Y Ls D Aib | Lys{C12) Aib#
EU-A400 | 104 | H Q|G |T| MeF |[T] S |D Y K Y L D R Aib Lys(C12)
EU-A401 [ 105 | H QG |T]| MeF [T| S |D Y K Y L D R Aib Lys(C12)
EU-A402 | 106 | H Q|G |T| MeF |[T] S |D Y K Y Ls D R Aib Lys(C12)
EU-A403 | 107 | H QG| T)| MeF |T| S |D Nal(2) K Y L E R Aib Lys(C12)#
EU-A404 | 108 | H Q|G |T E T| S [D Y K Y L D Har Aib Lys(C8) Aib#
EU-A405 | 109 | H QG |T E T| S [D Y K Y L D Har Aib Lys(C12) |Aib#
EU-A406 | 110 | H QG| T F T| S [D Y K Y L D Har Aib Lys(C16) |Aib-#
EU-A407 | 111 | H Q|G |T|[ MeF [T] S |D Y K Y | Lys(C124#
EU-A408 | 112 | H Q|G |T)| MeF |T| S |D Y K Y| Lys(C12) -NHEt
EU-A409 | 113 | H Q|G| T)| MeF |T| S |D Y K Y | Lys(C12) -#
EU-A410 | 114 | H Q|G |T| MeF [T] S |D ¥ K Y | Lys(C12) Aib -NHEt
EU-A411 | 115 | H Q|G |T)| MeF |T| S |D Y Aib K Y| Lys(C12) AcSc#
EU-A412 | 116 | H Q|G |T| MeF [T] S |D Y S K Y L D Aib | Lys(C8)#
EU-A413 | 117 | H Q|G |T| MeF [T] S |D ¥ S K ¥ L D Aib_|Lys(C16)#
EU-A414 | 118 | H QG| T F T| S D Y S K Y L D Aib_| Lys(C8)#
EU-A415 | 119 | H o[ [T F [T[s]D Y S K Y L D Aib_[Lys(C12)#
EU-A416 | 120 | H Q|G|T E T| S [D Y S K Y L D Aib_| Lys(C16)#
EU-A417 [ 121 | H QG MeF S |D Y S ¥ L D S Aib Lys(C8)
EU-A418 [ 122 | H QG MeF S |D Y S Y L D 5 Ai Lys(C12)
EU-A419 [123 [ H alG MeF s |p Y S Y L D S Ab__ |Lys(C16)
EU-A420 | 124 | H Q|G MeF S |D Y S Y L D S Aib Lys(C8)
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EU-A421 [125 | H [Ab [Q [G [T | MeF [T S [D Y S K Y L D S Aib Lys(C12) |Acbc#
EU-A422 [126 |H |Ab |Q[G | T| MeF [T| S |D Y S K Y L D S Aib Lys(C16) |AcSc#
EU-A423 [127 |H |Ab[Q |G| T F T| S |D Y S K Y L. D S Aib Lys(C8) Acbc#
EU-A424 [ 128 |H |Ab[Q[G [T B T| S |[D Y s K Y L D s Aib Lys(C12) [AcS5c#
EU-A425 [129 |H |Ab[Q [G | T F T| S [D Y s K Y L D S Aib Lys(C16) |Acbc#
MeF= C-2 TtMe-PheS 2015t 1; Har2 SEArgE 2015t 1; 2,6F-F=
2',6'-01Z222-Phe=2l05t11; BIp2Et4AMeO= 2'~0l 2 -4'-MeO-HI B L L 2tHI S ©|0IBHL}.
Lys(C12)= N-AE—(1'-ZHA HE-D-2222Y)-L-2IAE 20151, [HE C4XE= 485 1'-22 22IAZLICSE 0IBCH

#2 OL0IE C ZEHE 0|8
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EU-A426 | 130 [H|AD|Q [ G | T [MeF| T DY KIY[L|D R Ab__|Lys(C8) |AibH
EUA Hlab|Q |G MeF DY Y[L]|D R Al Lys(C12) _[Aib-
EU-A/ H [ Al Q|G MeF DY Y|IL]|D R Al Lys(C16) |Aib-#
EU-A H{ab[ Q]G MeF DY Y[L]D R Al Lys(C8) |Acbo#
EU-A 134 |[H|Ab| Q|G MeF D[V Y|L]|D R A Lys(C12) [AcSc#
EU-A4 135 |H]Ab| Q| G MeF | T DY Y|L[D R Al Lys{C16) [AcSc#
EU-Ad 136 |H|Ab| Q|G F 1T DY Y|L]|D R Al Lys(C8] _|Aib-
EU-AM 137 [H]Ab[ Q]G F T D[V YLD R A Lys(C12) |AibA
EU-A434 | 138 [H|AB|Q |G F T D[V Y[L]|D R Al Lys(C16) |Aib-#
EU-A4 139 [H|AD| Q|G MeF | T D[V Y[C[D R Al Ala Q  |Lys(Ce[F| Ab#
)
EUA436 | 140 |H|Ab|Q |G| T |MeF|T |S|D|Y[S|K|Y|L|[D|[ &S | R Ab Ala Q  |Lys(CT[F| Ab¥
2
EU-AM37 | 141 [H|Ab[Q [ G [T [MeF[T|s[D[Y[s[Kk[Y|[L][D[ S [ R Aib Ala Q |us(CT[F[ ab#
18]
EUAM3 | 142 [H|Ab|Q [G [T [MeF|T[S|D[Y[S[K|Y[L][D]S [ R Ab Ala Q  |Lys(CB[F| Ab#
)
EUM39 | 143 [H|Ab| Q|G [T [MeF{T[S|D[Y[S[K|Y[L]D]S [ R Aib Ala Q  |LysCI[F| Ab#
2)
EUA440 | 144 [H|ap|Q [G [T [MeF|T [S|{D[Y[S[K|Y[L][D][ S | R Alb Ala Q  |LysCT[F| ab#
6)
[EUA44T | 145 [H|Ab[Q |G | T |MeF|T|[S|D|Y|[S|[K|Y|L|[D]| s | R Ab Ala Q  |Lys(CB| F | AcBe#
)
EU-A42 | 146 [H|Ab|Q |G [T [MeF[T|S[D[Y[S[K[Y|[L][D[ S [ R Aib Ala Q  |Lys(CT[F [ Acsc#
2)
EU-AM43 [ 147 [H|Ab| Q|G [T [MeF| T[S |{D[Y[S[K|Y[L][D[S [ R Ab Al Q  |Lys(CT[ F| Acse#
6)
EU-M35 [ 148 [H|ab[ Q|G [T [meF[ T s[o[Y[s]ee[Y[L]Do[ v [ R Aib Ala Q [uys(Cs|F[ ab#
)
EUM3% | 149 [H|Ab|Q[G [T [MeF|T[S|{D[Y[S[E|Y|L][D[K [ R Alb Ala Q  |LysCI[F| Ab#
2
Wc.kﬁ 150 |[H|Ab|Q |G| T |MeF|T|S|D|[Y[S|E|Y|L|[D|K | R Al Ala Q  |Ls(CT[F| Ab#
B
[EUA438 | 151 [H[Ab| Q|G| T[MeF|T|[S|D|Y|S|E|[Y[L|D][K | R Ab Ala Q _&%m F [ Acsc#
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EU-A439 152 |H|Ab[ Q|G| T[MF[T|S|D[Y|S|E|Y]|L|[D]|K R Aib Ala Q  |Lys(C1|F | Ac5c#
EU-A440 153 |H|Ab| Q[ G| T |MeF|[T|S|D|Y|[S|E|Y]|L|D]| K R Ala Q m_(m:x F | AcSc#
EU-A441 154 |[H|Ab| QG| T| F [T]|S|D|Y|[S|E|Y]|L|D]| K R Ala Q mwﬁOm F | Ac5c#
[EU-A4a2 155 |H|Ab| QG| T| F [T]S|D|Y|[S|E|Y]|L]|D|K R Ala Q W.EQ F | Acoe-#
EU-A443 156 |H|Ab| QG| T| F [T|S|D|Y|[S|E|Y]|L|D]| K R Aib Ala Q W_vio‘_ F | Ac5c#
EU-Add4 157 |H|Ab| QG| T| F [T]S|D|Y|[S|E|]Y]|L|D]|K R Aib Ala Q _minm F | Aib#
EU-A445 158 |H|Ab| QG| T| F [T]S8|D|Y|[S|E|Y]|L|D]|K R Ala Q W.EQ F
EU-A446 159 |H|Ab| QG| T| F [T|S|D|Y|[S|E|Y]|L|D]|K R Ala Q mhio‘_ F
EU-Ad47 160 |H|Ab| Q|G| T [MeF|T|S|D|[Y|[S|K]|]Y]|L|DJ|E" R Aib Ala K* _mﬁnm F| Ab#
EU-A448 161 |[H|Ab| QG| T |MeF|[T|S|D|Y|[S|[K|Y]|L|D]|E R Ala K* N.EQ F
EU-Ad49 162 |[H|Ab| Q[ G| T |MeF|[T|S|D|Y|[S|[K|]Y]|L|D]|E R Ala K* Mhig F
EU-A450 163 |H|Ab| Q| G| T [MeF| T |S|D|Y|[S|K|]Y]|L|DJ|E" R Ala K* _mm:um F | Acc#
EU-A451 164 |[H|Ab| Q[ G| T |MeF|[T|S|D[Y|[S|[K|]Y]|L|[D]| K R Aib Ala K* ,Eﬁo; F | Achc#
EU-A452 165 |[H|Ab| Q (G| T |MeF|[T|S|D[Y|[S|[K|]Y]|L|[D]| K R Aib Ala K* mhioa F | Achc-#
EU-Ad47 166 |[H|Ab| QG| T F [T]S|D|Y|[S|K|]Y]|L]|D]|E R Ala K* _mig F
EU-Ad48 167 |[H|Ab| QG| T| F [T|S|D|Y|[S|K|Y]|L]|D]|E R Ala K* ”.EQ F
EU-A449 168 |H|Ab[Q |G| T F [T|S|D|Y|[S|[K|Y|L|[D]E R Aib Ala K* _m_.«ﬁg F | Aib#
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Has
EU-A450 169 ([H|Ab| QG| T F T{s|D|Y|[S|K|Y]|]L|D|E R Aib Ala K*  |Lys(C8| F | Ac5c-#
)
[EU-A451 170 (H|Ab| Q[ G| T F T{S|D|Y|[S|K|Y]|]L|D| K R Aib Ala K* |Lys(C1| F | Ac5c-#
2)
EU-A452 171 [H|Ab[Q |G [T F T|IS|D|Y|S|K|Y[L[D] K R Aib Ala K* |Lys{C1| F | Acse-#
16)
EU-A453 172 (H|AB| Q|G| T F T{sS|D|Y|[S|K|Y]|]L|D|E Q A A K* |Lys(C1| F [ Aib+#
2)
EU-A454 173 ([H|AbB| Q|G| T E T|sS|DfY]|S|K|]Y|[L|D]|E Q A A K* |Lys(C1| F| Aib+#
16)
EU-A455 174 |H[AB| Q|G| T F TI{S|D|Y|[S|K|Y]|]L|D E R A A K* |Lys(C1|F [ Aib#
2)
EU-A456 175 |H[AbB| Q|G| T F T|S|D|Y|S|K|[Y|]L|D]|E R A A K* |Lys(C1|F | Aib#
5)
U-Ad57 176 (H|Ab| Q[ G| T F T{S|D|Y|[S|K|Y]|]L|D|E" R A A K* |Lys(C1| F | Acbc-#
2)
EU-A458 177 [H|Ab[Q |G| T F T|s|D|Y|S|K|Y[L|D] E R A A K* |Lys{C1| F | Ac5c-#
16)
EU-A459 178 [H|Ab[Q |G| T F T|s|b|Y|S|K|Y[L|[D] E Q A A Lys(C1| F | Ac5c-#
2)
EU-A460 1789 (H|AbB| QG| T F TI{S|D|Y|[S|R|Y]|L|D|E R A A K* |Lys(C1| F | Aib+#
2)
EU-Ad HfAb| Q| G F DlY KlY|L|D Lys(C12)
EU-A4 Hlab[ a6 F DY K[Y]L][D Lys(C12)
EU-Ad Hlab[ Q|G F DY K]{Y]L]D Lys(C12)
EU-A4 H | Al QG F DlY Y|L|D Lys(C8]
EU-A465 H | A Q|G E DlY Y L D Lys(C16)
EU-A466 H[A Q|G E DlY Y|L|D Lys(C12)
EU-A467 186 [H|Ab[Q | G F DY Y|L|D Lys(C8)
EU-A4 187 |H|[Ab| Q | G F DY Y L D Lys(C1
EU-A4 188 [H|Ab[Q | G £ DY Y|L|D Lys(C16)
EU-A47 189 [H|AbB[Q | G F DY *{Yy|L|D]|E Lys(C16)
EU-A47 190 [H|AbB[Q | G F DY *{Y|L|D]|E Lys(C12)
[EU-p47 191 [H]AbB[Q | G F DlY *{Yy|L|D] E Aib Lys(C8
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7 Abla |G DY Y D E | R [ Lyscle | Ab:
7 Ab| Q|G DY Y D[ E | R | Lys(CT2) | Ab-
7 Abl Q|G DY Y D E | R [ LysC8 | b
7 AblQ |G DY X D[ E | R [ Lys(Cl2] | Acbc#
7 AblQ |G DY K ¥ D[ R | Ab [ LysC #
78 AblQ |G DY K Y D[ R [ Ab [ Lys(CT2] #
9 Abla G |T DY K Y D | R | Ab [ Lys(CT6] #
Ab[ Q|G DY K v D R A Ls(cg | #
Abla |G DY Y D R A ysC12) | _#
Abla |G DY Y D R A Lys(C16) | #
Abl Q|G DY Y D R Ab Lys(CB) [ #
34 AblQ |G DY Y D R A Lys(C12) | _#
5 AblQ |G DY Y D R Ab__| Lys(C16) | _#
B Abl Q|G D[V Y E Ab | Lys( #
7 AblQ |G DV Y E Aib #
8 AblQ |G D |V Y E A #
9 HlAbl Q|G D |V Y E Lys(CB) [ #
0 HlAblQ |G D |V Y E R | Lys(C12) | Lys(Ci2 | #
1 HlAbl Q|G D |V ¥ E R | Lys(C16) | Lys(C16) | #
HlAbl Q|G DY Y D Ab | Lys(CE) #
AblQ |G DY Y D Ab_| Lys(C12) #
Abla |G DY Y D Ab_| Lys(C16) #
Abl Q|G DY Y D Ag | Ab Lys(C8)
Hl{AblQ |G DY Y D Arg | A Lys(C12]
Hl[AblQ |G DY Y D Ag | A Lys(C16
Hlablo |G |T T s|D[v][s[s[Y E Ab | Lys(C8) #
HlAbla G [T T s|plv[s|s|Y E Ab_| Lys(C12) #
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22 Ax
M
|t 5 10 15 20
EUAS01 [219|H| S |Q|G|T|F|T|S|D|Y|S|K|Y|[L| © S R R A 0  |LysC1[Ab| #
2
FEES F DY Y[t © R R A [LysC12) | Aib | #
oG F DY YL © R R [LysC12) | Ab #
FEE F DY YL © R [GsC12 | Ab #
QG F DY YIL] © Lys(C12) | Ab #
al6 F DY KIY[L] 0 [iscig] #ab #
Ab QG F DY K[Y[L| o £ Q A A K E [ F [T |l
c12)
S |Q[G|T|F|T|S|D[Y[S|K|Y[L|] D S R R A a  |usc1| #
2)
G FlT DY KL R R A |LysCig) | #
alG FlT DY K [C R R [LscCi2) | #
QG FlT DY KV L R |Lys(c1g | #
alG F DY Ky [L Ls(C1g) | #
alG F DY KIY[C LsiC12) | #
E[G F D[V YL G Q A A |LysC12) | Ab | #
A G F D[V YL G Q A | Lys(cl2) b #
A G F D[V YL ¢ Q |LsCi2 | Ab #
[EuA518 |235 [H] A |E G F D[V sy [L G [LysCiz | Ab #
EU-A519 236 [H| A |E |G F D[V S[Y[L] E [LsCi| #b #
EU-A520 [237 [H| A [E [ G F D[V S{Y[L[Lsci ] Ab #
EU-A521 [ 238 [H| Ab | Q|G F DY KIYTL] © [LsCl] Ab
H Ab [0 ]G F DY YIL] D Lys(C12) | Acke
H] Ab [0 ]G F DY YIL] 0 Tuseg| R Aib #
H] Ab [0 G F DY YIL[ 0 Tusic1g) [ ab
H] Ab [0 [G F DY YL D Jusci| R
H] Ab [0 [G F DY KIYTL[ D [iysC12 | hAg
44 [H| Ab {06 F DY K[Y[L] © Lys(C12)
H] Ab Q]G F DY K[Y[L] © Lys(C12)
H] Ab [0 ]G F DY K[Y[L] © Lys(C12) Ab #
H] Ab [0 ]G F DY K[Y[L] o Lys(C12) Aib #
H] Ab [0 ]G F DY K[Y[L] © R Alb #
29 [A] Ab Q]G F DY Kyt ® R Acke #
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22 A%
e 5 10 15
S
250 [H| Ab [Q |G F DY YT D hAg | Lys(CT2) | A
251 [H] Ab [0 G F DY YL D Aib R [ Lys(C12) | A
252 [H| Ab [Q |G F DY YL D R | LysCl4) | A
253 [H| Ab [Q |G F DY YL ] R | Lys(Cle) | A
254 [H| Ab | QG F DY YL D R | Lys(C18) | Ab
255 [H| Ab | Q|G F DY YL D 0 [LsC12) | Ab
256 [H| Ab | Q|G F DY YL D Q[ Lys(C12)
57 [H] Ab [0 G F DY YL D 0 [LsCH) | A
58 [H] Ab [ Q|G F DY YL D Q  [LysC18) | A
H[ Ab [Q |G F DY YL D Q  [LsC18) | A K
H[ #b QG F DY YL D Q [LsE) | A 4
H] Ab [0 ]G F DY YL D R | Ls(Cl2) | A A
H] Ab [0 |G F DY YL D R | LysCl4) | Al Al
H[ Ab [Q G F DY YL D R |Lys(Cle) | A A
4[H] Ab [Q[G F DY YL D R | Lys(C18) | Al A
5[H] Ab Q]G F DY YL D R | Lys(C20) | Al Al
7[H] Ab [Q[G F DY YL D Aib Ab | Lys(C12) | 4
H[ Ab [0 ]G F DY KY[C D A A LsC14) | #
H[ Ab [0 |G F DY Ky [L D A Al LsC18) | #
H[ Ab [Q ]G F DY KIY[c D A Al Lys(C18) 3
H[ Ab [Q ]G F DY KIY[C D A A Lys(C20)
72 [H| Ab | Q|G F DY Ky [L D A Ls(C12) | Aib A
73 [H| Ab [Q |G F DY YL D Al LsC14) | A A
74[H] Ab [Q |G F DY YL D A Lys(C16) | A A
75 [H| Ab | Q|G F DY YL ] A LsC18) | A A
276 [H| Ab [ Q F DlY YL D A LsC20) | A A
277 [A] Ab | Q F DY YL D A ysC22) | A A
278 [H| Ab | Q F DY Y L D E* LsC12) | A
279 [H| Ab [Q |G F DY YL D R | Lys(Cla) | A
N 280 [H] Ab [Q |G F DY YL D R | Lys(Cl6) | A
N 281 |H| Ab [Q[G F DY AEAN D R Lys(C18) | Al
ﬁﬂ 282 [H| Ab [Q |G F DY Y L D R Lys€20) | A
283 [H| Ab [Q |G F DY Y L D Q  [LsC12) | A
H EUAs66 | 284 [H] Ab [Q 6 F DY YLl o Q [LsCid) | A
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EH2g

22 &
1 5 1 15 20
Ab [Q 2 Q 16) | A
Ab_|Q D F D Q c18) | A
Al Q D 8 5] Q C20) A
A Q . . 12) Ai
Ab | Q D s D g sC14) | A
Aj Q 1] 3 5] s C16)
Ab [ Q , ¥ 18) A
Ab | Q D ) D G C20) | Aib A
Ab_ | Q 3 L 3 rg | Lysi A A
Ab | Q F 3 Arg | Lys(C A
Ab_|Q 3 I F hrg s(C A
Ab_|Q 3 g Arg | Lysi A
Ab | Q Y 3 3 hArg | Lys(C20) A
Acde | Q Y 3 L F s(C A A
Aoke | Q DY 3 3 ys(C A A
Aode [ Q F ¥ ys(C Ai
Acde | Q 3 L 2 5(C 2 A
Acde | Q o L i Y5
Ackc | Q 3 C 3 g
Addo | Q Z F Arg C A
Acke | Q 5 L 3 Arg | Lys(C: A A £
Acke | Q 3 L X Arg | Lys(C18) | A A #
Adde | Q F " Arg 20) A A [l
Adc | Q ) F D F R s(C At
cde | Q 2] ¥ 3] ¥ C
Ackc | Q a L &
Acde | Q . L o sl
A4 | 312 [H| Acke | Q 3] . D F 5(C20)
-A595 | 313 | H| Acke | Q ) > L o 3 g 5(C
-A596 [ 314 Aode [ Q A L A hArg s
-A597_| 315 | H| Ackc | Q D 3 L b 3 Arg s
-A598 | 316 [ H| Acke | Q () 2 N ) ¥ Arg sC18) | A A
-A593 [ 317 Acde | Q sy L - hérg 5{C20) Ai A #
MeFE C-2 ItMe—PheE 2|0] &+

Lys(C12)= N-AE-(1'-CHA HE-D-ZRR2Y)-L-214S 20I5t1, OHE CAX = 48dt= 1'-22 2RIAZ
402 BIICHZ 0120l UE OF0I= & B0l Ex,Kx Ei= Kx,ExE 4D] OH0I & 40 S HZI| AOI0] HHE SH 2E
#2 OL0IE C 2Es 908
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<211> 38

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MOD_RES

<222> (1)..(D)

<223> pGlu or absent

<220><221

> MOD_RES

<222> (2)..(2)

<223> His, N-Ac-His, or N-R3-His

<220><221> MOD_RES

<222> (3)..(3)

<223> Ser, Ala, Gly, Aib, Ac4c or Acbc

<220><221> MOD_RES

<222> (4)..(4)

<223> Gln or Cit

<220><221> MOD_RES

<222> (5)..(5)

<223> Gly or D-Ala

<220><221> MOD_RES

<222> (6)..(6)

<223> Thr or Ser

<220><221> MOD_RES

<222> (7). .(7)

<223> Phe, Trp, F2Phe, Me2Phe or Nal2

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr or Ser

<220><221> MOD_RES

<222> (9)..(9)

<223> Ser or Asp
<220>

<221> MOD_RES

_85_



<222> (10)..(10)

<223> Asp or Glu

<220><221> MOD_RES

<222> (11)..(11)

<223> Tyr, Leu, Met, Nal2, Bip or Bip2EtMeO

<220><221> MOD_RES

<222> (12)..(12)

<223> Ser, Asn or U; wherein "U" is a natural or unnatural
amino acid comprising a functional group used for
covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (13)..(13)

<223> Lys, Glu, Ser, Arg or U, wherein "U" is a natural or
unnatural amino acid comprising a functional group used

for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent or Tyr, Gln, Cit or U, wherein "U" is a natural
or unnatural amino acid comprising a functional group
used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (15)..(15)

<223> Absent or Leu, Met, Nle or U; wherein "U" is a natural
or unnatural amino acid comprising a functional group
used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (16)..(16)

<223> Absent or Asp, Glu or U; wherein "U" is a natural or

unnatural amino acid comprising a functional group
used for covalent attachment to the surfactant X
<220><221> MOD_RES
<222> (17)..(17)

<223> Absent or Ser, Gly, Glu, Aib, Acbc, Lys, Arg or U;

_86_
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wherein "U" is a natural or unnatural amino acid
comprising a functional group used for covalent
attachment to the surfactant X

<220><221> MOD_RES

<222> (18)..(18)

<223> Absent or Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc or

U; wherein "U" is a natural or unnatural amino acid

comprising a functional group used for covalent attachment
to the surfactant X

<220><221> MOD_RES

<222> (19)..(19)

<223> Absent or Arg, hArg, Ala, Aib, Acdc, Acbc or U; wherein
"U" is a natural or unnatural amino acid comprising a
functional group used for covalent attachment to the
surfactant X

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Ala, Val, Aib, Ac4c, Acbc or U; wherein "U"
1s a natural or unnatural amino acid comprising a

functional group used for covalent attachment to the

surfactant X

<220><221> MOD_RES

<222> (21)..(21D)

<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Ac4c, Acbc or U;
wherein "U" is a natural or unnatural amino acid
comprising a functional group used for covalent
attachment to the surfactant X

<220><221> MOD_RES

<222> (22)..(22)

<223> Absent or Asp, Glu, Leu, Aib, Acdc, Acbc or U; wherein
"U" is a natural or unnatural amino acid comprising

a functional group used for covalent attachment to
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the surfactant X

<220><221> MOD_RES

<222> (23)..(23)

<223> Absent or Phe, Trp, Nal2, Aib, Ac4c, Acbc or U, wherein
"U" is a natural or unnatural amino acid comprising a
functional group used for covalent attachment to the
surfactant X

<220><221> MOD_RES

<222> (24)..(24)

<223> Absent or Val, Ile, Aib, Ac4c, Acbc or U; wherein "U"
1s a natural or unnatural amino acid comprising a
functional group used for covalent attachment to the
surfactant X

<220><221> MOD_RES

<222

> (25)..(25)

<223> Absent or Gln, Ala, Glu, Cit or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (26)..(26)

<223> Absent or Trp, Nal2 or U; wherein "U" is a natural or
unnatural amino acid comprising a functional group used
for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (27)..(27)

<223> Absent or Leu or U; wherein "U" is a natural or unnatural

amino acid comprising a functional group used for covalent
attachment to the surfactant X

<220><221> MOD_RES

<222> (28)..(28)

<223> Absent or Met, Val, Nle, Lys or U; wherein "U" is a natural

or unnatural amino acid comprising a functional group
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used for covalent attachment to the surfactant X
<220><221> MOD_RES
<222> (29)..(29)
<223> Absent or Asn, Lys or U; wherein "U" is a natural or
unnatural amino acid comprising a functional group

used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (30)..(30)

<223> Absent or Thr, Gly, Aib, Ac4c, Acbc or U; wherein "U"
1s a natural or unnatural amino acid comprising a
functional group used for covalent attachment to the
surfactant X

<220><221> MOD_RES

<222> (31)..(31)

<223> Absent or Lys, Aib, Ac4c, Acbc or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (32)..(32)
<223

> Absent or Arg, Aib, Acd4c, Acbc or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (33)..(33)

<223> Absent or Asn, Aib, Ac4c, Acbc or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (34)..(34)

<223> Absent or Arg, Aib, Ac4c, Acbc or U; wherein "U" is a

natural or unnatural amino acid comprising a functional

group used for covalent attachment to the surfactant X
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<220><221> MOD_RES

<222> (35)..(35)

<223> Absent or Asn, Aib, Ac4c, Acbc or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (36)..(36)

<223> Absent or Asn, Aib, Ac4c, Acbc or U; wherein "U" is a

natural or unnatural amino acid comprising a functional

group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (37)..(37)

<223> Absent or Ile, Ala, Aib, Ac4c, AcdC or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (38)..(38)

<223> Absent or U; wherein "U" is a natural or unnatural amino
acid comprising a functional group used for covalent
attachment to the surfactant X

<220><223> C-term OH, -NH-R3, wherein R3 is H or C1-C12 substituted

or unsubstituted alkyl or a PEG chain of less than 10Da
<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 1
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10 15
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
20 25 30
Xaa Xaa Xaa Xaa Xaa Xaa

35

<210
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> 2

<211> 30

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(D)

<223> pGlu or absent

<220><221> MOD_RES

<222> (2)..(2)

<223> His, N-Ac-His or N-R3-His

<220><221> MOD_RES

<222> (3)..(3)

<223> Ser, Ala, Gly, Aib, Ac4c or Acbc

<220><221> MOD_RES

<222> (4)..(4)

<223> Gln or Cit

<220><221> MOD_RES

<222> (5)..(5)

<223> Gly or D-Ala

<220><221> MOD_RES

<222> (6)..(6)

<223> Thr or Ser

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe, Trp, F2Phe, Me2Phe or Nal2
<220><221> MOD_RES

<222> (8)..(8)

<223> Thr or Ser

<220><221> MOD_RES

<222> (9)..(9)

<223> Ser or Asp

<220><221> MOD_RES
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<222> (10)..(10)

<223> Asp or Glu

<220><221> MOD_RES

<222> (11)..(11)

<223> Tyr, Leu, Met, Nal2, Bip or Bip2EtMeO

<220><221> MOD_RES

<222> (12)..(12)

<223> Ser, Asn or U; wherein "U" is a natural or unnatural amino
acid comprising a functional group used for covalent

attachment to the surfactant X

<220><221> MOD_RES

<222> (13)..(13)

<223> Lys, Glu, Ser, Arg or U(X); wherein "U(X)" is a natural or
unnatural amino acid comprising a functional group
covalently attached to the surfactant X

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent or Tyr, Gln, Cit or U(X); wherein "UX)" is a
natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X

<220><221> MOD_RES

<222> (15)..(15)

<223> Absent or Leu, Met, Nle or U(X); wherein "U(X)" is a

natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X

<220><221> MOD_RES

<222> (16)..(16)

<223> Absent or Asp, Glu or U(X); wherein "U(X)" is a natural
or unnatural amino acid comprising a functional group
covalently attached to the surfactant X

<220><221> MOD_RES

<222> (17)..(17)

<223> Absent or Ser, Gly, Glu, Aib, Acbc, Lys, Arg or U(X);
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wherein "U(X)" is a natural or unnatural amino acid

comprising a functional group covalently attached to

the surfactant X

<220><221> MOD_RES

<222> (18)..(18)

<223> Absent or Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc or
U(X); wherein "U(X)" is a natural or unnatural amino acid
comprising a functional group covalently attached to the
surfactant X

<220><221> MOD_RES

<222> (19)..(19)

<223> Absent or Arg, hArg, Ala, Aib, Acdc, Acbc or U(X);
wherein "U(X)" is a natural or unnatural amino acid
comprising a functional group covalently attached to

the surfactant X

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Ala, Val, Aib, Acdc, Acbc or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X

<220><221> MOD_RES

<222> (21)..(21D)

<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc or
U(X); wherein "U(X)" is a natural or unnatural amino
acid comprising a functional group covalently attached
to the surfactant X

<220><221> MOD_RES

<222> (22)..(22)
<223> Absent or Asp, Glu, Leu, Aib, Ac4c, Ac5c or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising

a functional group covalently attached to the surfactant X
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<220><221> MOD_RES
<222> (23)..(23)
<223> Absent or Phe, Trp, Nal2, Aib, Ac4c, Acbc or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant X
<220><221> MOD_RES
<222> (24)..(24)

<223> Absent or Val, Ile, Aib, Ac4c, Acbc or U(X); wherein

"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X

<220><221> MOD_RES

<222> (25)..(25)

<223> Absent or Gln, Ala, Glu, Cit or U(X); wherein "U(X)" is
a natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X

<220><221> MOD_RES

<222> (26)..(26)

<223> Absent or Trp, Nal2 or U(X); wherein "U(X)" is a natural

or unnatural amino acid comprising a functional group

covalently attached to the surfactant X

<220><221> MOD_RES

<222> (27)..(27)

<223> Absent or Leu or U(X); wherein "U(X)" is a natural or
unnatural amino acid comprising a functional group
covalently attached to the surfactant X

<220><221> MOD_RES

<222> (28)..(28)

<223> Absent or Met, Val, Nle, Lys or U(X); wherein "U(X)"
1s a natural or unnatural amino acid comprising a
functional group covalently attached to the surfactant X

<220><221> MOD_RES
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<222> (29)..(29)

<223> Absent or Asn, Lys or U(X); wherein "U(X)" is a natural
or unnatural amino acid comprising a functional group
covalently attached to the surfactant X
<220><221> MOD_RES
<222> (30)..(30)
<223> Absent or Thr, Gly, Aib, Ac4c, Acbc or "U(X)" is a natural
or unnatural amino acid comprising a functional group
covalently attached to the surfactant X
<220><223> C-term OH, or -NH-R3, wherein R3 is H, or C1-C12 substituted

or unsubstituted alkyl, or a PEG chain of less than 10 Da

<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 2
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10 15
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
20 25 30
<210> 3
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Ser, Ala, Gly, Aib, Ac4c or Acbc
<220><221> MOD_RES

<222> (3)..(3)

<223> Gln or Cit

<220><221> MOD_RES
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<222> (6)..(6)

<223> Phe, Trp, F2Phe, Me2Phe, MePhe or Nal2

<220><221> MOD_RES

<222> (10)..(10)

<223> Tyr, Leu, Met, Nal2, Bip or Bip2EtMeO

<220><221> MOD_RES

<222> (11)..(11)

<223> Ser, Asn or U(X); wherein "U(X)" is a natural or
unnatural amino acid comprising a functional group
covalently attached to the surfactant X

<220

><221> MOD_RES

<222> (12)..(12)

<223> Lys, Glu, Ser or U(X); wherein "U(X)" is a natural
or unnatural amino acid comprising a functional group
covalently attached to the surfactant X

<220><221> MOD_RES

<222> (13)..(13)

<223> Absent or Tyr, Gln, Cit or U(X); wherein "UX)" is a
natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent or Leu, Met, Nle or U(X); wherein "U(X)" is a

natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X

<220><221> MOD_RES

<222> (15)..(15)

<223> Absent or Asp, Glu or U(X); wherein "U(X)" is a natural
or unnatural amino acid comprising a functional group
covalently attached to the surfactant X

<220><221> MOD_RES

<222> (16)..(16)

<223> Absent or Ser, Gly, Glu, Aib, Acbc, Lys, Arg or U(X);
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wherein "U(X)" is a natural or unnatural amino acid

comprising a functional group covalently attached

to the surfactant X

<220><221> MOD_RES

<222> (17)..(17)

<223> Absent or Arg, hArg, Gln, Glu, Cit, Aib, Ac4c, Acbc
or U(X); wherein "U(X)" is a natural or unnatural
amino acid comprising a functional group covalently
attached to the surfactant X

<220><221> MOD_RES

<222> (18)..(18)

<223> Absent or Arg, hArg, Ala, Aib, Acdc, Acbc or U(X);
wherein "U(X)" is a natural or unnatural amino acid
comprising a functional group covalently attached to

the surfactant X

<220><221> MOD_RES

<222> (19)..(19)

<223> Absent or Ala, Val, Aib, Acdc, Acbc or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc or
U(X); wherein "U(X)" is a natural or unnatural amino
acid comprising a functional group covalently attached
to the surfactant X

<220><221> MOD_RES

<222> (21)..(21)
<223> Absent or Asp, Glu, Leu, Aib, Acdc, AcSc or U(X);
wherein "U(X)" is a natural or unnatural amino acid

comprising a functional group covalently attached to
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the surfactant X

<220><221> MOD_RES

<222> (22)..(22)

<223> Absent or Phe, Aib, Acdc, Acbe or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X

<220><221> MOD_RES

<222> (23)..(23)

<223> Absent or Val, Ile, Aib, Ac4c, Acbc or U(X); wherein

"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X
<220><223> C-term OH, or -NH-R3, wherein R3 is H or substituted or
unsubstituted C1-C12 alkyl; or a PEG chain of less than 10Da
<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 3
His Xaa Xaa Gly Thr Xaa Thr Ser Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa
20

<210> 4

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES
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<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 4

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys
1 5 10
<210> 5

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 5

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys

1 5 10

<210> 6

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)
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<220><223> C-term amide

<400> 6

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys

1 5 10

<210> 7

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C8)

<220><223> C-term amide

<400> 7

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 8

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

. Synthetic

. Synthetic
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<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 8

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10
<210> 9

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (11)..(11)
<223> Lys(C16)
<220><223> C-term amide
<400> 9
His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10
<210> 10
<211> 11
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence

peptide

. Synthetic

. Synthetic
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<220><221> MOD_RES
<222> (2)..(2)
<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 10

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys
1 5 10
<210> 11

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Nal(2)
<220><221> MOD_RES
<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 11

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys
1 5 10

<210> 12
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<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 12

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 13

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES
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<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 13

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10
<210> 14

<211> 11
<

212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C12)

<220><223> C-term amide

<400> 14

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 15

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

. Synthetic

. Synthetic

- 104 -

SIHS31 10-2024-0110072



SIHS31 10-2024-0110072

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> 2,6F-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (11)..(11)
<223> Lys(C16)
<220><223> C-term amide
<400> 15
His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10
<210> 16
<211> 15
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (15)..(15)
<223> Lys(C8)
<220><223> C-term amide
<400> 16
His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys
1 5 10 15

<210> 17
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<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (15)..(15)

<223

> Lys(C12)

<220><223> C-term amide

<400> 17

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15

<210> 18

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 18

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15
<210> 19

<211> 15
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 19

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 20

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 20
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His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys
1 5 10 15
<210> 21

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 21

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 22

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)

<223> Nal(2)
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<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 22

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys

1 5 10 15

<210> 23

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 23

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys

1 5 10 15

<210> 24

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)
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<223> Aib
<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 24

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys

1 5 10 15

<210> 25

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 25

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15
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<210> 26

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 26

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 27

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe
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<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (15)..(15)

<223> Lys(C16)
<220><223> C-term amide

<400> 27

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5
<210> 28

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)

<220><223> C-term amide
<400

> 28

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Lys Tyr Leu Asp Gly

1 5

Arg Lys

<210> 29
<211> 18
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

10

10
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peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><223> C-term amide
<400> 29
His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys

<210> 30

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 30

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys

<210> 31

<211> 18

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><223> C-term amide

<400> 31

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys

<210> 32

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><223> C-term amide
<400> 32

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly
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Arg Lys

<210> 33

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 33

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 34

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><223> C-term amide

<400> 34

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 35

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223

> Nal(2)

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400> 35

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys
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<210> 36

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 36

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 37

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES
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<222> (18)..(18)

<223

> Lys(C16)

<220><223> C-term amide

<400> 37

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 38

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400> 38

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys

<210> 39
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<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 39

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 40

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)
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<223> 2,6F-Phe
<

220><221> MOD_RES
<222> (10)..(10)

<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (18)..(18)

<223> Lys(C16)
<220><223> C-term amide

<400> 40

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly

1 5 10

Arg Lys

<210> 41
<211> 11
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C8)

<220><223> C-term amide

<400> 41

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys
1 5 10
<210> 42

<211> 11

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 42

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys

1 5 10

<210> 43

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 43

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys

1 5 10

<210> 44

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

. Synthetic

. Synthetic

. Synthetic
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<220

><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 44

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 45

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 45

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10

<210> 46
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<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 46

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 47

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide
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<400> 47
His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 48

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 48

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 49

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES

<222> (10)..(10)
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<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 49

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 50

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4MeO

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C8)

<220><223> C-term amide

<400> 50

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10
<210> 51

<211> 11

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES
<222> (10)..(10)

<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (11)..(11)

<223> Lys(C12)
<220><223> C-term amide

<400> 51

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5
<210> 52
<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> 2,6F-Phe
<220><221> MOD_RES

<

222> (10)..(10)

<223> Bi-Phe2Et4MeO
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<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 52

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 53

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223

> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C8)

<220><223> C-term amide

<400> 53

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 54

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

. Synthetic

. Synthetic
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peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> 2,6Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 54

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5
<210> 55
<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> 2,6Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES

<222> (11)..(11)
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<223> Lys(C16)

<220><223> C-term amide

<400> 55

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 56

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 56

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15

<210> 57

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 57

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15

<210> 58

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 58

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15

<210> 59

<211> 15

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 59

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 60

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe

<220><221> MOD_RES
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<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 60

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys
1 5 10 15
<210> 61

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 61

His Xaa GIn Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 62

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Nal(2)
<220><221> MOD_RES
<222> (15)..(15)
<223> Lys(C8)
<220><223> C-term amide
<400> 62
His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys
1 5 10 15
<210> 63
<211> 15
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Nal(2)
<220><221> MOD_RES

<222> (15)..(15)
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<223> Lys(C12)

<220><223> C-term amide

<400> 63

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys
1 5 10 15
<210> 64

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 64

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys

1 5 10 15

<210> 65

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 65

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys
1 5 10 15
<210> 66

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (15)..(15)

<223> Lys(C12)
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<220><223> C-term amide

<400> 66

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys
1 5 10 15
<210> 67

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 67

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 68

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 68

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 69

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 69

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 70

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)

<

220><223> C-term amide

<400> 70

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Glu Ser

1 5

Lys

<210> 71
<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C16)
<220><223> C-term amide

<400> 71

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Glu Ser

Lys

<210> 72

<211> 17
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 72

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5 10 15

Lys

<210> 73

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)
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<220><223> C-term amide

<400> 73

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 74

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 74

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5 10 15

Lys

<210> 75
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 75

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 76

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Nal(2)
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide
<400> 76
His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Glu Ser

1 5 10 15
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Lys

<210> 77

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 77

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 78

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
<220

><221> MOD_RES
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<222> (6)..(6)

<223> 2,6F-Phe
<220><221> MOD_RES
<222> (10)..(10)

<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C8)
<220><223> C-term amide

<400> 78

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5

Lys

<210> 79
<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222
> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> 2,6F-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide

<400> 79
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His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5

Lys

<210> 80
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> 2,6F-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C16)
<220><223> C-term amide

<400> 80

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5

Lys

<210> 81
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

10

10
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peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C8)
<220><223> C-term amide

<400> 81

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Ser

1 5

Lys

<210> 82
<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES
<222> (10)..(10)

<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C12)
<220><223> C-term amide

<400> 82

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Ser
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Lys

<210> 83

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
<220

><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C16)
<220><223> C-term amide

<400> 83

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Ser

1 5 10

Lys

<210> 84

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES
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<222> (10)..(10)

<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C8)
<220><223> C-term amide

<400> 84

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Arg

1 5

Lys

<210> 85
<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide

<400> 85

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Arg

1 5

Lys

<210> 86
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<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 86

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Arg
1 5 10 15

Lys

<210> 87

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 87
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Lys

<210> 88

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 88

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15

Lys

<210> 89

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)
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<223> Lys(C16)

<220><223> C-term amide

<400> 89

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Lys

<210> 90

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (16)..(16)
<223> hArg
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide
<400> 90
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Lys

<210> 91

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><221> MOD_RES

<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 91

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5

Lys

<210> 92
<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220
><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C12)
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<220><223> C-term amide

<400> 92

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 93

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (12)..(12)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 93

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Xaa Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 94
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<211> 17
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (16)..(16)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide
<400> 94
His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Xaa
1 5 10 15

Lys

<210> 95
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

- 153 -



<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (16)..(16)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide

<400> 95

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10

Lys

<210> 96
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (11)..(11)
<223> Aib
<220><221> MOD_RES

<222> (16)..(16)
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<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 96

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Xaa
1 5 10 15

Lys

<210> 97

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys(C12)

<220><223> C-term amide

<400> 97

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys

1 5 10

<210> 98
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<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys(C12)

<220><223> C-term amide

<400> 98

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Xaa Lys

1 5 10

<210> 99

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES
<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES
<222> (16)..(16)

<223> Aib

<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C12)
<220><221> MOD_RES
<222> (18)..(18)

<223> Aib

<220><223> C-term amide
<400> 99

His Xaa GIn Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Lys Xaa

<210> 100

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES
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<222> (16)..(16)

<223> Aib

<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C12)
<220><221> MOD_RES
<222> (18)..(18)

<223> Aib

<220><223> C-term amide

<400> 100

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Asp Xaa

1 5 10

Lys Xaa

<210> 101
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (11)..(11)
<223> Aib
<220><221> MOD_RES
<222> (16)..(16)
<223> Aib

<220><221> MOD_RES
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<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 101

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Xaa
1 5 10 15

Lys

<210> 102

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES
<222> (16)..(16)

<223> Aib

<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C12)
<220><221> MOD_RES
<222> (18)..(18)

<223> Aib

<220><223> C-term amide

<400> 102
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Xaa
1 5 10 15

Lys Xaa

<210> 103

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<

222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><221> MOD_RES

<222> (18)..(18)

<223> Aib

<220><223> C-term amide

<400> 103

His Xaa GIn Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Lys Xaa

<210> 104

<211> 19

<212> PRT

- 160 -



SIHS31 10-2024-0110072

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220><221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term amide
<400> 104
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Xaa Lys Xaa

<210> 105
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

- 161 -



<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (11)..(11)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220><221> MOD_RES
<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 105

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Arg

1 5

Xaa Lys Xaa

<210> 106
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<220><221> MOD_RES
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<222> (11)..(11D)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)
<223> Acbc
<220><223> C-term amide

<400> 106

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Arg

1 5

Xaa Lys Xaa

<210> 107
<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES
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<222> (11)..(11)

<223> Aib

<220><221> MOD_RES
<222> (17)..(17)

<223> Aib

<220><221> MOD_RES
<222> (18)..(18)

<223> Lys(C12)
<220><223> C-term amide

<400> 107

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Xaa Lys Tyr Leu Glu Arg

1 5 10

Xaa Lys

<210> 108
<211> 19
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221
> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (16)..(16)
<223> hArg
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><221> MOD_RES

<222> (19)..(19)
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<223> Aib

<220><223> C-term amide

<400> 108

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Xaa Lys Xaa

<210> 109
<211> 19
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> hArg

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 109

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15

Xaa Lys Xaa
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<210> 110

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> hArg

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 110

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15

Xaa Lys Xaa

<210> 111

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (11)..(11)
<223> Aib
<220><221> MOD_RES
<222> (14)..(14)

<223> Lys(C12)

<220><223> C-term amide

<400> 111

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys

1 5
<210> 112
<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (11)..(11)
<223> Aib
<220><221> MOD_RES
<222> (14)..(14)

<223> Lys(C12)
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<220><223> C-term NHEt
<400> 112
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys

1 5 10

<210> 113

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11D)

<223> Aib

<220><221> MOD_RES

<222> (14)..(14)

<223> Lys(C12)

<220><221> MOD_RES

<222> (15)..(15)

<223> Aib

<220><223> C-term amide

<400> 113

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys Xaa

1 5 10 15

<210> 114
<211> 15
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES

<222> (14)..(14)

<223> Lys(C12)

<220><221> MOD_RES

<222> (15)..(15)

<223> Aib

<220><223> C-term NHEt

<400> 114

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys Xaa

1 5 10 15

<210> 115

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES
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<222> (11)..(11)

<223> Aib

<220><221> MOD_RES
<222> (14)..(14)

<223> Lys(C12)
<220><221> MOD_RES
<222> (15)..(15)

<223> Acbc

<220><223> C-term amide
<400> 115

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys Xaa

1 5 10 15

<210> 116

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 116

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
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Lys

<210> 117

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 117

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Lys

<210> 118

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 118

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Lys

<210> 119

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 119

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15
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Lys

<210> 120
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 120

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Lys

<210> 121

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib

<220><221> MOD_RES
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<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term amide

<400> 121

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10

Xaa Lys Xaa

<210> 122

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES

<222> (18)..(18)
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<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 122

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa

<210> 123

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 123
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa

<210> 124
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><221> MOD_RES
<222> (19)..(19)
<223> Acbc

<220><223> C-term amide

<400> 124
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 125

<211> 19
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 125

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 126

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<220><221> MOD_RES

<222> (17)..Q17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220><221> MOD_RES
<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 126

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Xaa Lys Xaa

<210> 127
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)

<223> Lys(C8)
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<220><221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 127

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 128

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 128

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 129
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<211> 19
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220><221> MOD_RES
<222> (19)..(19)
<223> Acbc
<220><223> C-term amide
<400> 129
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 130

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Lys(C8)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220><223> C-term amide
<400> 130
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Xaa Lys Xaa
20

<210> 131

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES
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<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220><223> C-term amide

<400> 131

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Lys Xaa
20

<210> 132

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)

<223> Me-Phe
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<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (19)..(19)
<223> Lys(C16)
<220>

<221> MOD_RES

<222> (20)..(20)

<223> Aib
<220><223> C-term amide

<400> 132

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Lys Xaa
20

<210> 133

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
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<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES
<222> (19)..(19)
<223> Lys(C8)
<220>

<221> MOD_RES
<222> (20)..(20)

<223> Acbc

<220><223> C-term amide

<400> 133

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1

Arg Xaa Lys Xaa
20

<210> 134

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES

<222> (2)..(2)

<223> Aib
<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES

<222> (18)..(18)
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<223> Aib
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Acbc
<220><223> C-term amide
<400> 134
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Xaa Lys Xaa
20
<210> 135
<211> 20
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>
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<221> MOD_RES

<222> (19)..(19)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Acbc

<220><223> C-term amide

<400> 135

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Lys Xaa
20

<210> 136

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (20)..(20)
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<223> Aib

<220><223> C-term amide

<400> 136

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Lys Xaa
20
<210> 137
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<291> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220><223> C-term amide
<400> 137
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
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Arg Xaa Lys Xaa

20
<210> 138
<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220><223> C-term amide

<400> 138

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Lys Xaa

20
<210> 139
<211> 23

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 139

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 140
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>

<221> MOD_RES

<222> (23)..(23)
<223> Aib
<220><223> C-term amide

<400> 140

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20
<210> 141
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>

<221> MOD_RES
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<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<

220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 141

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 142

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES

<222> (2)..(2)
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<223> Aib

<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C8)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide

<400> 142

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20

<210> 143
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>
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<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide

<400> 143

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20
<210> 144
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES

<222> (6)..(6)
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<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C16)
<220>

<221> MOD_RES

<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 144
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 145
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)

<223> Me-Phe
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220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 145

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 146

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
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<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 146

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1

Arg Xaa Ala Gln Lys Phe Xaa

20

<210> 147
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<291> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>
<221> MOD_RES
<222> (18)..(18)

<223> Aib
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<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide
<400> 147

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 148

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> misc_feature
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<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C8)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide

<400> 148

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20
<210> 149
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

SIHS31 10-2024-0110072
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<291> MOD_RES
<222
> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<221> MOD_RES
<222> (21)..(21D)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib

<220><223> C-term amide
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<400> 149
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 150

<211> 23
<212

> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220
>

<221> MOD_RES
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<222> (18)..(18)
<223> Aib
<220>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 150
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 151
<211> 23
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>
<221> misc_feature
<222> (12)..(16)

<223> Cyclic
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<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C8)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 151
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 152
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES

- 202 -



SIHS31 10-2024-0110072

<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (6)..(6)
<223> Me-Phe

<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<291> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Acbc

<220><223> C-term amide

<400> 152

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
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1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 153
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>
<221> misc_feature
<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>
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<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 153

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 154

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)
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<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 154

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 155

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (12)..(16)

<223> Cyclic
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<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)

<220>

<291> MOD_RES

<222> (23)..(23)

<223> Acbc
<220><223> C-term amide
<400> 155
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 156
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES
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<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<291> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 156

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa

20

<210> 157

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 157

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
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20
<210> 158
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES

<222> (2)..(2)
<223> Aib

<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>

<221> MOD_RES

<222> (23)..(23)
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<223> Aib

<220><223> C-term amide

<400> 158
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 159
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<291> MOD_RES
<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib
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<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 159

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa

20

<210> 160

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES
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<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C8)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 160
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 161
<211> 23
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES

<222> (2)..(2)
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<223> Aib

<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<291> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 161

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Xaa Ala Lys Lys Phe Xaa
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20
<210> 162
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21D)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)
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<223> Aib
<220><223> C-term amide
<400> 162

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20

<210> 163

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (18)..(18)

<223> Aib
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<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 163

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Xaa Ala Lys Lys Phe Xaa

20

<210> 164

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> MOD_RES
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<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 164
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 165
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES

<222> (2)..(2)
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<223> Aib

<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (21)..(21D)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Acbc

<220><223> C-term amide
<400

> 165
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 166
<211> 23

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<291> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21D)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide
<400> 166

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
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1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa

20

<210> 167

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<291> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (21)..(21)

<223> Lys(C12)
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<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 167
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 168
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES
<

222> (2)..(2)
<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
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<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 168
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 169
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES

<222> (16)..(16)
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<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C8)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 169
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20

<210> 170

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 170
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 171
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES
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<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<291> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 171

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

Arg Xaa Ala Lys Lys Phe Xaa
20

<210> 172

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (21)..(21D)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 172
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
GIn Ala Ala Lys Lys Phe Xaa
20
<210> 173
<211> 23

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<

222> (2)..(2)

<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (21)..(21D)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide
<400> 173

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15
GIn Ala Ala Lys Lys Phe Xaa

20
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<210> 174

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (21)..(21D)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 174

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15
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Arg Ala Ala Lys Lys Phe Xaa
20

<210> 175

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<291> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib

<220><223> C-term amide
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<400> 175

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 176
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<291> MOD_RES
<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21D)

<223> Lys(C12)

<220>

<221> MOD_RES
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<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 176
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 177
<211> 23
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<291> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)
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<220>
<221> MOD_RES

<222> (23)..(23)

<223> Acbc
<220><223> C-term amide
<400> 177
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 178
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221
> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage

<220>
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<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 178

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

GIn Ala Ala Lys Lys Phe Xaa

20
<210> 179
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<291> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES

<222> (20)..(20)
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<223> Lys is cyclized through side chain to form a lactam linkage

<220
>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 179
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Arg Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 180
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222>
(2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)

<223> Lys(C12)
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<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 180

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 181

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term amide
<400> 181
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa
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<210> 182

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 182

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa

<210> 183

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

>

<221> MOD_RES

<222> (2)..(2)
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<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 183

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa

<210> 184

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220><223> C-term amide
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<400> 184
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa

<210> 185

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221

> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 185

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 186
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<211> 19
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term amide
<400> 186
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 187

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223

> Description of Artificial Sequence: Synthetic

peptide
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<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C1)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 187

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 188

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES
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<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide
<400> 188

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa

<210> 189

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic
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<220>
<221> MOD_RES
<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220

>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 189

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Xaa Lys Xaa

<210> 190

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>
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<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<291> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223

> C-term amide

<400> 190

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Xaa Lys Xaa

<210> 191

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 191

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Xaa Lys Xaa
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<210> 192

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<291> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 192
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 193

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223

> Lys 1s cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

- 247 -



<220><223> C-term amide
<400> 193
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Arg Lys Xaa

<210> 194

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220

>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220>
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<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 194

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 195

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)
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<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 195

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Arg Lys Xaa

<210> 196

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400> 196

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15
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Xaa Lys

<210> 197

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 197

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15

Xaa Lys

<

210> 198

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><223> C-term amide

<400> 198

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Xaa Lys

<210> 199
<

211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)
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<223> Lys(C8)

<220><223> C-term amide

<400> 199

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Xaa Lys

<210> 200

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<291> MOD_RES

<222> (19)..(19)

<223> Lys(C12)

<220><223> C-term amide

<400> 200

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Lys

<210> 201

<211> 19

<212
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> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C16)

<220><223> C-term amide

<400> 201

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Lys

<210> 202
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES
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<222> (16)..(16)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (19)..(19)

<223> Lys(C8)

<220><223> C-term amide

<400> 202

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1

Arg Xaa Lys

<210> 203
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)

<223> Aib
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<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C12)

<220><223> C-term amide

<400> 203

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Xaa Lys

<210> 204

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C16)

<220><223> C-term amide

<400> 204
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1 5

Arg Xaa Lys

<210> 205
<211> 18
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><223> C-term amide

<400> 205

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg

1 5

Xaa Lys

<210> 206
<211> 18
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

10

10
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220><223> C-term amide
<400> 206
His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg
1 5 10 15

Xaa Lys

<

210> 207

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>
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<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><223> C-term amide

<400> 207

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg
1 5 10 15

Xaa Lys

<210> 208
<

211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(19)

<223> Lys(C8)

<220><223> C-term amide

<400> 208

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Xaa

1 5 10 15

Arg Lys Lys

<210> 209
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<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(19)

<223> Lys(C12)

<220><223> C-term amide

<400> 209

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Xaa

1 5 10 15

Arg Lys Lys

<210> 210

<211> 19

<212

> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(19)

<223> Lys(C16)

<220><223> C-term amide

<400> 210

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Xaa
1 5 10 15

Arg Lys Lys

<210> 211
<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> hArg

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES
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<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400> 211

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Xaa Lys

<210> 212

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> hArg

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 212

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
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<210> 213

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> hArg

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><223> C-term amide

<400> 213

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15

Xaa Lys

<210> 214

<211> 19
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C8)

<220><223> C-term amide

<400> 214

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Xaa Lys

<210> 215
<211> 19
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C12)

<220><223> C-term amide

<400> 215

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Arg Xaa Lys

<210> 216

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Aib

<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C16)
<220><223> C-term amide

<400> 216

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5

Arg Xaa Lys

<210> 217
<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>

<221> MOD_RES
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<223> Aib

<220>
<221

> MOD_RES

<222> (16)..(16)
<223> hArg
<220>

<221> MOD_RES
<222> (17)..(17)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><223> C-term amide

<400> 217

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg

1 5

Xaa Lys

<210> 218
<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>

<221> MOD_RES

<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (16)..(16)
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<223> hArg

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 218

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg
1 5 10 15

Xaa Lys

<210> 219

<211> 22

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<291> MOD_RES
<222> (21)..(21D)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (22)..(22)
<223> Aib
<220>
<223> C-term amide
<400> 219
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
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Arg Arg Ala Gln Lys Xaa
20

<210> 220

<211> 21

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221>

MOD_RES

<222> (20)..(20)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Aib

<220>

<223> C-term amide

<400> 220

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Arg Ala Lys Xaa
20
<210> 221
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (19)..(19)

<223> Lys(C12)
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<220>
<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 221
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Arg Lys Xaa
20
<210> 222
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<291> MOD_RES
<222> (19)..(19)
<223
> Aib
<220>
<223> C-term amide
<400> 222
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa

<210> 223

<211> 18
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<223> C-term amide

<400> 223

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

Lys Xaa

<210> 224

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>
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<223> C-term amide
<400> 224
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

Xaa

<210> 225

<211> 29

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (24)..(24)
<223> Lys(C12)

<220>
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<400> 225

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15
GIn Ala Ala Lys Glu Phe Ile Lys Trp Leu Met Asn Thr
20 25
<210> 226
<211> 21
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (21)..(21)

<223> Lys(C12)

<220>
<223> C-term amide

<400> 226

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Arg Ala Gln Lys
20
<210> 227
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys(C12)

<220>
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<223> C-term amide
<400> 227

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Arg Ala Lys
20
<210> 228
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>
<223> C-term amide
<400> 228
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Arg Lys

<210> 229

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)
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<223> C-term amide

<400> 229

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys

<210> 230

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<223> C-term amide

<400> 230

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Lys

<210> 231

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)
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<220>
<223> C-term amide
<400> 231

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

<210> 232

<211> 21

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (21)..(21D)

<223> Aib

<220>

<223> C-term amide

<400> 232

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly

1 5 10 15

GIn Ala Ala Lys Xaa

20
<210> 233
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 233
His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly
1 5 10 15
GIn Ala Lys Xaa
20
<210> 234

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 234

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly

1 5 10 15

Gln Lys Xaa
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<210> 235

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<223> C-term amide
<400> 235
His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly
1 5 10 15

Lys Xaa

<210> 236

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (16)..(16)
<223

> Lys(C12)

<220>
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<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<223> C-term amide

<400> 236

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Lys
1 5 10 15

Xaa

<210> 237

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<

220>

<223> C-term amide

<400> 237

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Lys Xaa
1 5 10 15
<210> 238

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>

<223> C-term amide

<400> 238
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15

Xaa

<210> 239

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)
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<220>

<221> MOD_RES
<222> (17)..(17)
<223> Acdc

<220>

<223> C-term amide
<400> 239

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

Xaa

<210> 240

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 240

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
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<210> 241

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)

<220>

<291> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<223> C-term amide

<400> 241

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

Xaa Arg

<210> 242

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

- 282 -

SIHS31 10-2024-0110072



SIHS31 10-2024-0110072

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<223> C-term amide
<400> 242
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15

Arg Xaa

<210> 243

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)
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<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<223> C-term amide
<400> 243

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

Arg Xaa

<210> 244

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

- 284 -



SIHS31 10-2024-0110072

<223> C-term amide

<400> 244

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Lys Xaa

<210> 245

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Acdc

<220>

<223> C-term amide

<400> 245

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Lys Xaa

<210> 246

<211> 19
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 246

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Lys Arg Xaa

<210> 247

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>
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<221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (18)..(18)
<223> hArg
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide

<400> 247

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Lys Arg Xaa

<210> 248
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<221> MOD_RES
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<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 248

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 249

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Acdc

<220>

<223> C-term amide

<400> 249

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa
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<210> 250

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 250

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 251
<211> 19
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 251

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Lys Xaa

<210> 252

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)
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<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide
<400> 252

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 253

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib
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<220>

<223> C-term amide

<400> 253

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 254

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 254

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 255
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<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<291> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 255

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Gln Lys Xaa

<210> 256

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<291> MOD_RES
<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<223> C-term amide
<400> 256
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Gln Lys Ala Lys
20
<210> 257
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)

<

223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>
<291> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<223> C-term amide
<400> 257
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Gln Lys Ala Lys
20
<210> 258
<211> 20
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<223> C-term amide
<400>
258
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Gln Lys Ala Lys
20
<210> 259
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES
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<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<223> C-term amide
<400> 259
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
GIn Lys Ala Lys
20
<210> 260
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES
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<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C20)

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<223> C-term amide

<400> 260

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

GIn Lys Ala Lys
20
<210> 261
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES

<222> (2)..(2)
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<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide
<400> 261

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 262
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>
<221> MOD_RES
<222> (19)..(20)

<223> Aib
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<220>

<223> C-term amide

<400> 262

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 263
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<291> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 263
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20

<210> 264
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<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 264

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 265
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide
<400> 265

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 266
<400> 266
000
<210> 267
<211> 18
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (16)..(17)
<223> Aib
<220>

<221> MOD_RES
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<222> (18)..(18)

<223> Lys(C12)

<220>

<223> C-term amide

<400> 267

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys

<210> 268

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (16)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C14)

<220>

<223> C-term amide

<400> 268

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys
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<210> 269

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<223> C-term amide

<400> 269

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys

<210> 270

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>

<223> C-term amide

<400> 270

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Xaa Lys

<210> 271

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)
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<223> Lys(C20)

<220>

<223> C-term amide

<400> 271

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Xaa Lys

<210> 272

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 272

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
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20
<210> 273
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 273
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20

<210> 274
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<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<291> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 274

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 275
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (17)..(17)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 275

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 276
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>
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<221> MOD_RES
<222> (17)..(17)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 276

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Xaa Lys Xaa Xaa

20
<210> 277
<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>

<221> MOD_RES
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<222> (18)..(18)

<223> Lys(C22)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 277

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 278
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES

<222> (16)..(16)
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<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 278

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 279

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)
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<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide
<400> 279

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Arg Lys Xaa

<210> 280

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
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<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223>

Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 280

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 281

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220>

<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>

<291> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide
<400> 281

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Arg Lys Xaa

<210> 282

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223>

Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C20)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 282

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 283
<211> 19
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence

peptide

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<291> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide

<400> 283

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10

Gln Lys Xaa

. Synthetic
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<210> 284
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage

<

220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C14)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 284

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Gln Lys Xaa

<210> 285
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<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<

220>

<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<291> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide
<400> 285

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
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Gln Lys Xaa

<210> 286

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220

>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>

<221> MOD_RES
<222> (19)..(19)

<223> Aib
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<220>

<223> C-term amide

<400> 286

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Gln Lys Xaa

<210> 287

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220

>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C20)

<220>
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<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 287

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Gln Lys Xaa

<210> 288

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220

>
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<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 288
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 289
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
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<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide
<400> 289

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15
Arg Lys Xaa Xaa
20
<210> 290
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES

<222> (12)..(12)
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<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 290
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 291
<211> 20
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature

<222> (12)..(16)
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<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 291

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 292
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES
<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>
<291> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 292
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 293
<211> 20
<212> PRT

<213> Artificial Sequence
<220><223

> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223

> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 293

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15

Arg Lys Xaa Xaa
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20
<210> 294
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C14)

<220>

<221> MOD_RES

<222> (19)..(20)
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<223> Aib

<220>

<223> C-term amide
<400> 294

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15
Arg Lys Xaa Xaa
20
<210> 295
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<291> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES

<222> (17)..(17)

- 330 -



<223> hArg
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 295
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 296
<211> 20
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
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<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 296
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 297
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>
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<222> (12)..(16)

<223> Cyclic
<220>
<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<291> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 297

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5

Arg Lys Xaa Xaa
20

<210> 298

<211> 20

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 298

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa Xaa

20
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<210> 299

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide

<400> 299
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 300
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> misc_feature

<222> (16)..(20)

<223> Cyclic
<220>

<291> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(20)

<223> Aib
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<220>
<223> C-term amide
<400> 300
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 301
<211> 20
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<291> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>
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<221> MOD_RES

<222> (19)..(20)

<223> Aib
<220>
<223> C-term amide
<400> 301
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 302
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> MOD_RES
<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
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<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 302
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20

<210> 303

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES
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<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 303
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 304
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES

<222> (2)..(2)

<223> Acdc
<220>

<221> MOD_RES
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<222>

<223>

<220>

<221>

<222>

<223>

<220>

<221>

<222>

<223>

<220>

<221>

<222>

<223>

<220>

<221>

<222>

<223>

<220>

<221>

<222>

<223>

<220>

<223>

<400>

(12)..(12)

Lys is cyclized through side chain to form a lactam linkage

misc_feature
(16)..(20)

Cyclic

MOD_RES
(16)..(16)

Glu is cyclized through side chain to form a lactam linkage

MOD_RES
(17)..(17)

hArg

MOD_RES
(18)..(18)

Lys(C14)

MOD_RES
(19)..(20)

Aib

C-term amide

304

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1

5 10 15

Arg Lys Xaa Xaa

<210>

<211>

<212>

<213>

20
305
20
PRT

Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide
<400> 305

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15
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Arg Lys Xaa Xaa

20

<210> 306

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)

<220>
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<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 306
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 307
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<291> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
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<222> (17)..(17)
<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 307

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5

Arg Lys Xaa Xaa
20

<210> 308

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES

<222> (12)..(12)

- 345 -

SIHS31 10-2024-0110072



SIHS31 10-2024-0110072

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 308
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 309
<211> 20
<212> PRT

<213> Artificial Sequence
<220><223

> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> misc_feature

<222> (12)..(16)
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<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C14)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib
<220>
<223> C-term amide
<400> 309
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 310
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Acdc
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<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<291> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 310
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210
> 311
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 311
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 312
<211> 20

<212> PRT

- 349 -



SIHS31 10-2024-0110072

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> misc_feature

<222>

(12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<291> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C20)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 312

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Lys Xaa Xaa
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20
<210> 313
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<221> MOD_RES

<222> (19)..(20)
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<223> Aib
<220>
<223> C-term amide
<400> 313
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 314
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<291> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg
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<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>

<221> MOD_RES
<222> (19)..(20)

<223> Aib

<220>
<223> C-term amide
<400> 314
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 315
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<291> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
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<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 315

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 316
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc

<220>
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<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>

<291> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 316

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10
Arg Lys Xaa Xaa
20
<210> 317
<211> 20
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Acdc

<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg

<220>

<291> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<221> MOD_RES
<222> (19)..(20)

<223> Aib

<220>
<223> C-term amide

<400> 317
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 318
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib or Acdc
<220><221> MOD_RES
<222> (16)..(16)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib, Ac4c or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 318

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa
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<210> 319

<211> 20

<212> PRT

<213

> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Acdc or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of

substitutions and preferred embodiments
<400> 319
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15
Xaa Lys Xaa Xaa
20

<210> 320
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<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib or Acdc

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib, Acdc or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 320

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa

<210> 321

<211> 29

<212> PRT
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220><221> MOD_RES

<222> (16)..(16)

<223> Lys or Glu and are cyclized through their side chains
to form a lactam linkage

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (20)..(20)

<223> Lys or Glu and are cyclized through their side chains

to form a lactam linkage

<220><221> MOD_RES

<222> (24)..(24)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (27)..(27)

<223> Met or Nle

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 321

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15
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Xaa Ala Ala Xaa Glu Phe Ile Lys Trp Leu Xaa Asn Thr

20 25
<210> 322
<211> 29
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib or Acdc
<220><221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220><221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220><221> MOD_RES
<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220><221> MOD_RES

<222> (24)..(24)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (29)..(29)

<223> Thr, Aib, Acdc or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 322

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
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1 5 10 15
GIn Ala Ala Lys Glu Phe Ile Lys Trp Leu Met Asn Xaa

20 25

<210> 323

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys or Glu and are cyclized through their side chains
to form a lactam linkage

<220><221> MOD_RES

<222> (16)..(16)

<223> Lys or Glu and are cyclized through their side chains

to form a lactam linkage

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg or hArg

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)
<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Ac4c or Acbc

<220>
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<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 323

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Xaa Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa Xaa

20

<210> 324
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220><221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220><221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220><221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220><221> MOD_RES

<222> (17)..(17)

<223> Arg or hArg
<220><221> MOD_RES
<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)
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<220><221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term NH2
<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 324
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Xaa Lys Xaa Xaa
20
<210> 325

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Ser, Ala, Gly, Aib, Ac4c or Acbc

<220><221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys or Glu and are cyclized through their side chains
to form a lactam linkage

<220><221> MOD_RES

<222> (16)..(16)

<223> Lys or Glu and are cyclized through their side chains

to form a lactam linkage
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<220><221> MOD_RES

<222> (17)..(17)

<223> Arg or hArg

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Ac4c or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 325

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Xaa Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa Xaa

20
<210> 326
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib or Acdc
<220><221> MOD_RES
<222> (6)..(6)
<223> Me2Phe, MePhe or Phe
<220><221> MOD_RES
<222> (17)..(17)

<223> Aib
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<220><221> MOD_RES
<222> (18)..(18)

<223> Lys(N-omega—-1'-dodecyl beta-D-glucuronyl)

<220><221> MOD_RES
<222> (19)..(19)

<223> Aib, Acdc or Acbc
<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 326

His Xaa Gln Gly Thr Xaa Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa

<210> 327

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> MOD_RES

<222

> (6)..(6)

<223> Me2Phe, MePhe or Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg or hArg

<220><221> MOD_RES
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<222> (18)..(18)

<223> Lys(N-omega—-1'-dodecyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Ac4c or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 327

His Xaa Gln Gly Thr Xaa Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 328
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220><221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220><221> MOD_RES
<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
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<220><221> MOD_RES

<222> (21)..(21)
<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)
<220><221> MOD_RES
<222> (23)..(23)
<223> Aib, Ac4c or Acbc
<220>
<223> C-term NH2
<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 328
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 329

<211> 23
<212

> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> MOD_RES

<222> (6)..(6)

<223> Me2Phe, MePhe or Phe

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys, Glu, Ser or U(X); wherein "U(X)" is a natural
or unnatural amino acid comprising a functional group

covalently attached to the surfactant X
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<220><221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220><221

> MOD_RES

<222> (16)..(16)

<223> Absent or Ser, Gly, Glu, Aib, Acbc, Lys, Arg or U(X);
wherein "U(X)" is a natural or unnatural amino acid
comprising a functional group covalently attached
to the surfactant X

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (18)..(18)

<223> Aib or Ala

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc or

U(X); wherein "U(X)" is a natural or unnatural amino

acid comprising a functional group covalently attached
to the surfactant X

<220><221> MOD_RES

<222> (21)..(21)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (23)..(23)

<223> Aib, Ac4c or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 329
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His Xaa Gln Gly Thr Xaa Thr Ser Asp Tyr Ser Xaa Tyr Leu Asp Xaa

1 5 10 15

Xaa Xaa Ala Xaa Lys Phe Xaa
20
<210> 330
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib or Acdc
<220><221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220><221> MOD_RES
<222> (12)..(12)
<223> Lys or Glu and are cyclized through their side chains
to form a lactam linkage
<220><221> MOD_RES
<222> (16)..(16)

<223> Lys or Glu and are cyclized through their side chains

to form a lactam linkage

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg or hArg

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)
<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Ac4c or Acbc
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<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 330

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Xaa Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 331
<211> 29
<212> PRT
<213> Unknown
<220><223> Description of Unknown: Glucagon peptide
<400> 331
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Arg Ala Gln Asp Phe Val Gln Trp Leu Met Asn Thr
20 25
<210> 332
<211> 37
<212> PRT
<213> Unknown
<220><223> Description of Unknown: Oxyntomodulin peptide

<400> 332

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Arg Ala Gln Asp Phe Val Gln Trp Leu Met Asn Thr Lys Arg Asn
20 25 30
Arg Asn Asn Ile Ala
35

<210> 333
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<211> 30

<212> PRT

<213> Unknown

<220><223> Description of Unknown: Glucagon-like peptide 1
<400> 333

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly

1 5 10 15

GIn Ala Ala Lys Glu Phe Ile Ala Trp Leu Val Lys Gly Arg
20 25 30

<210> 334

<211> 38

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MOD_RES

<222> (1)..(1)

<223> pGlu or absent

<220><221> MOD_RES

<222> (2)..(2)

<223> His, N-Ac-His, or N-R3-His

<220><221> MOD_RES

<222> (3)..(3)

<223> Ser, Ala, Gly, Aib, Ac4c or Acbc
<220><221> MOD_RES

<222> (4)..(4)

<223> Gln or Cit
<220><221> MOD_RES
<222> (5)..(5)
<223> Gly or D-Ala
<220><221> MOD_RES

<222> (6)..(6)
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<223> Thr or Ser

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe, Trp, F2Phe, Me2Phe or Nal(2)
<220><221> MOD_RES

<222> (8)..(8)

<223> Thr or Ser

<220><221> MOD_RES

<222> (9)..(9)

<223> Ser or Asp

<220><221> MOD_RES

<222> (10)..(10)

<223> Asp or Glu

<220><221> MOD_RES

<222> (11)..(11)

<223> Tyr, Leu, Met, Nal(2), Bip or Bip2EtMeO
<220><221> MOD_RES

<222> (12)..(12)

<223> Ser, Asn or U(X); wherein "U" is any linking
amino acid and "X" is a surfactant-linked to
the side chain of "U"

<220><221> MOD_RES

<222> (13)..(13)

<223> Lys, Glu, Ser, Arg or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked
to the side chain of "U"

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent or Tyr, Gln, Cit or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked

to the side chain of "U"

<220><221> MOD_RES

<222> (15)..(15)
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<223> Absent or Leu, Met, Nle or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (16)..(16)

<223> Absent or Asp, Glu or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked

to the side chain of "U"

<220><221> MOD_RES
<222> (17)..(17)
<223> Absent or Ser, Gly, Glu, Aib, Ac5c, Lys, Arg or U(X);

wherein "U" is any linking amino acid and "X"

1s a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (18)..(18)

<223> Absent or Arg, hArg, Gln, Glu, Cit, Aib, Ac4c, Acbc
or U(X); wherein "U" is any linking amino acid and

"X" 1s a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (19)..(19)

<223> Absent or Arg, hArg, Ala, Aib, Ac4c, Acbc or U(X);
wherein "U" is any linking amino acid and "X"
is a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Ala, Val, Aib, Acdc,Ac5c or U(X); wherein
"U" 1s any linking amino acid and "X" is a
surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (21)..(21)
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<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc
or U(X); wherein "U" is any linking amino acid
and "X" is a surfactant—linked to the side chain

Of ||U||

<220><221> MOD_RES
<222> (22)..(22)
<223> Absent or Asp, Glu, Leu, Aib, Acdc, Ac5c or U(X);

wherein "U" is any linking amino acid and "X"

1s a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (23)..(23)

<223> Absent or Phe, Trp, Nal(2), Aib, Acdc, Acbc or U(X);
wherein "U" is any linking amino acid and "X"
is a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (24)..(24)

<223> Absent or Val, Ile, Aib, Acdc, Acbc or U(X); wherein
"U" is any linking amino acid and "X" is a
surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (25)..(25)

<223> Absent or Gln, Ala, Glu, Cit or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked
to the side chain of "U"

<220><221> MOD_RES

<222> (26)..(26)

<223> Absent or Trp, Nal(2) or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked
to the side chain of "U"

<220><221> MOD_RES

<222> (27)..(27)
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<223> Absent or Leu, U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked

to the side chain of "U"

<220><221> MOD_RES

<222> (28)..(28)

<223> Absent or Met, Val, Nle, Lys or U(X); wherein "U"
1s any linking amino acid and "X" is a surfactant-
linked to the side chain of "U"

<220><221> MOD_RES

<222> (29)..(29)

<223> Absent or Asn, Lys or U(X); wherein "U" is any linking
amino acid and "X" is a surfactant-linked to
the side chain of "U"

<220><221> MOD_RES

<222> (30)..(30)

<223> Absent or Thr, Gly, Aib, Ac4c, Ac5c or U(X); wherein "U"

1s any linking amino acid and "X" is a surfactant-linked

to the side chain of "U"

<220><221> MOD_RES

<222> (31)..(3D)

<223> Absent or Lys, Aib, Ac4c, Acbc or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (32)..(32)

<223> Absent or Arg, Aib, Ac4c, Acbc or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked
to the side chain of "U"

<220><221> MOD_RES

<222> (33)..(33)

<223> Absent or Asn, Aib, Ac4c, Acbc or U(X); wherein "U" is any

linking amino acid and "X" is a surfactant—Ilinked
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to the side chain of "U"

<220><221> MOD_RES

<222> (34)..(34)

<223> Absent or Arg, Aib, Ac5c or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (35)..(35)

<223> Absent or Asn, Aib, Ac4c, Acbc or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (36)..(36)

<223> Absent or Asn, Aib, Acdc, Acbe or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (37)..(37)

<223> Absent or Ile, Ala, Aib, Acdc, Ac5C or U(X); wherein "U"
1s any linking amino acid and "X" is a surfactant-linked
to the side chain of "U"

<220><221> MOD_RES

<222> (38)..(38)

<223> Absent or U(X); wherein U(X); wherein "U" is any

linking amino acid and "X" is a surfactant—Ilinked

to the side chain of "U"

<220><223> C-term OH, or -NH-R3, wherein R3 is H or C1-C12 substituted
or unsubstituted alklyl

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 334

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
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1 5 10 15
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa
35
<210> 335
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(N-epsilon-dodecanoyl)
<220><221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term NH2
<400> 335
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 336

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-epsilon-tetradecanoyl)
<220><221> MOD_RES

<222> (19)..(19)

<223> Acdc

<220><223> C-term NH2

<400> 336

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Lys Xaa

<210> 337
<211> 19
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(N-epsilon-hexadecanoyl)
<220><221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term NH2

<400> 337

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

10

10
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Arg Lys Xaa

<210> 338

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-epsilon-dodecanoyl)

<220><223> C-term NH2

<400> 338

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Lys

<210> 339

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)
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<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-epsilon-tetradecanoyl)
<220><223> C-term NH2

<400> 339

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5

Arg Lys

<210> 340
<211> 18
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (16)..(16)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(N-epsilon-hexadecanoyl)
<220><223> C-term NH2

<400> 340

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5

Arg Lys

<210> 341

<211> 19
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-epsilon—-(gamma-glutamyl)-N-alpha-tetradecanoyl))

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term NH2

<400> 341

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 342

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Cys(S-(3-(PEG4-aminoethylacetamide-Cholesterol)))
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<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term NH2

<400> 342

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Arg Cys Xaa

<210> 343

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220><221> MOD_RES

<222> (18)..(18)

<223> Cys(S-(3-(PEG4-aminoethylacetamide-Cholesterol)))

<220><223> C-term NH2

<400> 343

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Cys

<210> 344

<211> 17

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Fmoc

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(Alloc)

<220><223> C-term Rink amide resin

<400> 344

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5 10 15

Lys
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