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3 Al A
9
AT 1
Ada (V)9 x5 e JEE B4 =5 19 Aty oz 38rE3% A

1 2 3 4 5 6 7 8 9 10 11 12 13 14
Xaa —Xaa -Xaa —Xaa —Xaa —Xaa —Xaa —Xaa —Xaa -Xaa —-Xaa —Xaa -Xaa —Xaa

(Hoﬂx]

A7) Ao A MEEE= Xaa 9 Xaa Abolo] EloolE|Z AS

e
o
o
!
£
N
2

Xaa & HASAL, EE Xaa & 919 €] opu|ieabo];
Xaa = HAAL, = Xaa = Q1ele] obnatbolw

Xaa & BAGAY, EE= Xaa & Qlele] ofuliato] 1

4 - 10 -
Xaa += ola|xAl, XHFE AL 3= A, = ] = 29 BAE zk= S22 23, Xaa 3 HOooH=E A
S gAE = e vdy 2-vE WS Alo]ar;

Xaa = N(&3})-Me-Arg, Arg, HomoArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym, 4-Guan, Cit, Cav, N-Me-Lys,
Phe(4-Fo}Yt]x), Phe(4-7}2nv}R o}u|x), Phe(4-NHy), N-Me-HomoArg, Tyr, His, % A3 Fujx

(isostere) X EA & o|Fojx FoRZEE Aeiyz
Xaa & Ser, Gly, Thr, Ile, ¥ #g3 Suja] A2 o] Fola FozFE Mels;
Xaa & Asp, Nle-Asp, Asp(Olle), D-Asp, % HEE Sulal A A ol Felal Forr e a;

Xaa Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met,
HomoLeu, Nle, 2 N-Me-Thr& E3g3H= N-HE ofn|i=ito @ ool FoRRE ey a;

Xaa = Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, Hleu, n- , I
Nle, AlE2459-Ala, Cpa, Aoc, N-Me-Leu, ¥ AFgs FujA AFAZ o] Fo|x] Lo 2HE AP E L]

Xaa & Cys. N-Me-Cys. D-Cys. HCys, Pen, D-Pen, @ Pen(=0)©.% o]5o0}d o @MEl Ay,

Xaa & FA&AY, Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu),
Bip, Phe(4-COOH), Gly, 3,3-t}ol#HdGly, 3,3 t}old#ld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-
diCl), Phe(3,4-diCl), Phe(4-7}2R ), Phe(3-7}F2X. ), Phe (2-7}2x ), Tyr(Me), HomoPhe, N-Me-Phe,
N-Me-Tyr, Ser, Sar, to]3]|==& Trp, Ile, Leu, Ser, Arg, Thr, Sar, % Ser, ®3= o}u|w=Al X35 Wk
= o}u| =4k, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro,
Phe, Sar, 1-Nal, 2-Nal, D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F), O-Me-Tyr, to|3]== Trp, Dap,
Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3ttel=ld), wsld-Ala, W=
17 x3+¥ Phe, WEE 18 X349 Trp, W= 18 3% His, dEH= BH3= oAk N-Me-Lys, N-Me-
Lys(Ac), 4-Me-Phe, Phe(4tBu), Phe(4-OMe), Phe(4-COOH), Phe(2-7}2H. ), Phe(3-7}2X. %), Phe(CF3),
Phe(2,4-diCl), Phe(3,4-diCl), Aic, N-Me-Tyr, N-Me-Phe, Tic, Phe(4CF3), Bpa, Phe(3-Me), Phe(2-Me),
Phe(2-CF3), B-Me-Phe, B! 7&-&ste D-otv]ik B A jhek SufjA] A SHA|Z o] Folxl Lo m iy Adex i

Xaa = BASAY, Weks ofn|wal XgE WekS ofu| Al Glu, D-Glu, HomoGlu, H|E}-Homo-Glu, Asp, D-
HomoGlu, o}w}o]=, Lys, COOH, CONH;, Gln, Pro, Gly, His, Ala, Ile, Phe, Arg, Leu, Val, Tyr, Trp, Met,

_3_



ZIHE S 10-2025-0043599

Gla, Ser, Asn, D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Phe, D-Lys, Dap,
Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, D-His, F(4-COOH), Tic, D-Trp,
D-Leu, D-Arg, D-Thr, N-Me-Glu, N-Me-Asp, ¥¢¥-H-Glu, SWiAl, ¥ -3t D-ofr|iito @ o]Fojx o=

FY AdEEa;

Xaa & HABEAL Qlele] o] wbo];

Xaa'= RAEAY qlele] ofuligboliL;

71 FE= Bzt WEE oFA] i olo] obukslel Af, Xaa & FASAL, ohwl ZHE 2= 9ol
o] =2k Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, N-Me-Orn, Dab, N-Me-Dab, Dap, N-Me-Dap, Homo-Lys, D-
Dap, D-Dab, D-Orn, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser,
Asn, Gla, Cys, HomoCys, COOH, CONH,, #3}8t FulAl, A-§3F= D-ojvjit, B A-$8t= N-vE ofn|=jto =

olfolxl FomNE duEi,

A= Xaa o} Xaa  Alolol E]QojHE AT et}

)
o
[
ME

Xaa & BAsAY Qoo ofmw=Ato] 1,
XaaZE BAEAL ¢lele] o}n|xAlo]|ar;
Xaa & BASFAY o] o}nx-Ako] a1 ;
Xaa4% 2-vlE-wlzd KojolE] H= W HomoSer, H®# 2= Homo-Ser-Clo]aL;

Xaa = N-Me-Arg, Arg, N-Me-Lys, Phe (4-Fohtiic), Phe(4-7kmdobu]i), Cit, Phe(4-NH2), N-Ne-Homo-
Arg, Homo-Arg, Tyr @ HisZ o|Foixl FOoZHE Mex a;

Xaa & Ser, Gly, Thr T2 Ileo]iL;
7
Xaa & Asp T+ D-Aspo|il;

Xaa & Thr, Val, Ile, Leu, hLeu, Nle, @ Val® o]2o]7 o mn

i}
2
)
)
K

Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, @ N-Me-Leu® o] %)%l o @3] Aely] 1
Xaaw% Pen, Cys, D-Cys 5= HomoCys©]aL;

Xaa & BAaAL, Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu),
Bip, Phe(4-COOH), Gly, 3,3-tholdldGly, 3,3 t}oldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-
diCl), Phe(3,4-diCl), Phe(4-7}2R ), Phe(3-7F2X D), Phe (2-7}21X D), Tyr(Me), HomoPhe, N-Me-Phe,
N-Me-Tyr, Ser, Sar, T}o|d|== Trp, Ile, Leu, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B
-Me-Phe, # Ser@ o]l o 2HE| MY x ]

XaauE FEAEAY, doo waks ofn Ak Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, D-Asp, Gla, w|E}
-Homo-Glu, N-Me-Glu, N-Me-Asp, <3-H-Glu, A-&3l= D-ofn|=At, & FujA|2 o] Fojz FoxRE AEy
al;

‘o mAEAY Qoo ofu]aito]iL;

flo

1
Xaa

Xaa't 9919 obeliabel Q1. WEE 1A,
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A+% 3
A1l lol A,
Xaa & RAFAL dele] ofvrite] 3;
Xaa & RAFAY ele] ofnlito] 1;
Xaa & RAFAL Jele] ofvwite] 3;
Xaa & 2-vlEWl %z RolojE] Ei WaH HomoSer, A¥H O 2 Homo-Ser-Clo]L;
Xaas—‘C— N-Me-Argo] aL;
Xaa & Ser, Gly, Thr, %1 Ileo]iL;
Xaa & Asp = D-Aspo] i
Xaa & Thr, Val, Ile, Leu, hLeu % Nle% o] o3l Fo =P e HewiL;
Xaa = Leu, Nle, Cpa, Cha, HomoLeu, Aoc, @ N-Me-Leu® o]5o]zl O 2R Mels 1
Xaaw% Pen, Cys, D-Cys HE+ HomoCys®] il

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu), Bip, Phe(d-
COOH), Gly, 3,3-tkelsldGly, 3,3 dholsld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Pge(4—§'}§£‘§), Phe(3-7}2x.H), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, T}o]3]
=2 Trp, lle, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, Ser % <]¢]
o] A ghel WS opbu| At W S-Sk D-ofr|iito R o] Fojzl FOoRKE HAHEHI

Xaa = 9lee] wakE ofu:Ab, Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, ™ EF-Homo-Glu, N-Me-
Glu, N-Me-Asp, €I-H-Glu, -&3t= D-olr| =4t B FujA| R o] Folz] Fo2HY HEE1

13 -
Xaa 2 FAsta;

14
Xaa = 9199l obrlnitel Q). HE=

2}

e

AT 4

A1kl lofAl,

Xaa & FASAL Qlele] ofmito] i

Xaa = FASAY Qlele] ofuwate]iL;

Xaa & BASAL Qlele] ofmato] i

Xaa = 2-vel iz Holojg] i W HE HomoSer, A&Z o2 Homo-Ser-Clo]aL;
Xaa = N-Me-Argo] aL

Xaa & Ser, Gly, Thr, E= Ileo]L;

Xaa & Asp T+ D-Aspol il

Xaag% Thr, Val, Ile, Leu, hLeu % Nle® o]Fo|x Fo2HE MElg i,
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Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, % N-Me-LeuZ o]Fo|d o 2HE Melya;
Xaa & Pen, Cys, D-Cys %3+= HomoCys®]il;

Xaan% Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-treo]l#HdGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Pge(4-7}2H ), Phe(3-7}F2X. ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Sar, t}o]3|==
Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, % Ser®@ o]Fo|%l
TORFY e

Xaa = © Jo]o] whgk= ofu|:Ab Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, ®|E}-Homo-Glu, N-Me-
, N=

Glu Me-Asp, &3-H-Glu, A-33l= D-olu| =4t 2 SujAE o] Fojd Fo2HE Melgq
Xaa & HAFAL 9le]9] ofu]yate]

Xaa = 919]9] opmlwAtel Al FEE B}

A% 5

A7l Aol A,

Xaa & HASAL 9lele] opv]iabo] ar;

Xaa & FAISAY Qele] o ate] 1

Xaa & BASFAY Q1e]e] ofm|eito]

Xaa' = 2-wellz FolojE] = W3 E HomoSer, AEA S =2 Homo-Ser-Clo]iL;
Xaa N-Me-Argo] aL;

Xaa & Sero]il;

Xaa & Asp BE+= D-Aspo]al;

Xaa & Thr 3= Valo]x

Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, 2 N-Me-Leu® o] 5]zl o RHE Al
Xaam% Pen, Cys, D-Cys HE3+ HomoCys©] il

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu), Bip, Phe(d-
COOH), Gly, 3,3-tFoldldGly, 3,3 thol#ld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Pge(4-7}2RE), Phe(3-7}25 ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
== Trp, lle, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, % Ser® o]
Folz FoRBEH MYy

Xaa = BAEAY, dolo uhakE olwm| Ak, Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, ®|El-Homo-
Glu, N-Me-Glu, N-Me-Asp, &3-H-Glu, 53t D-ofn| =it & Zuja|2 o] Fojz Fo2HE Ay

13 }
Xaa <= F-Aj3taL;
i
Xaa & 9499 ok A, HE = #A},

A7 6
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A1l gloiAl,
Xaa & EASAL Qo9 opv] bl 3i;
Xaa'= $ASAL Qlele] ofvluibe] i
Xaa & HABEA lele] ofu]wato] 31;

Xaa = 2-v]gulze] mololE] Ei=

E

¥ HomoSer, 418202 Homo-Ser-Clo]iL;

Xaa £ N-Me-Argo] it

Xaa & Sero] il

Xaa & Asp T+ D-Aspo] il

Xaa Thr H+= Vale]al;

Xaa Leu, Nle, Cpa, Cba, HomoLeu, Aoc, & N-Me-LeuZ ©o]Fo|d #o2XHE Melg;
Xaa <& Pen, Cys, D-Cys H+= HomoCys®]il;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(d-
COOH), Gly, 3,3-treo]l#HdGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Pge(4-7}2X ), Phe(3-7}2 ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
== Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, @ SerZ o©]
Foljzl o2 RE AYE i,

12,

Xaa & FASAY, Ao H#HeEk= olw)wAb Glu, D-Glu, #E-Homo-Glu, N-Me-Glu, N-Me-Asp, <3-H-Glu=
o] FoX O FHE My,

13 _
Xaa & F-A3ta;

Xaa 14‘_ 0lo]o] olm|=Akel Aol HAE= =}

e

AT T
A1gkel oA,
Xaa & BABAL 919l ofn]wato]r;
Xaa'= BA|EAL <lele] obu]yate] 3
Xaa & BA|3 7} Qlele] ofmlizabe]l;
Xaa' & 2-vdWlzel wololE] i W& HomoSer, A4 02 Homo-Ser-Clo] i
Xaa = N-Me- Arge]at;
Xaa Sero]|aL;
Xaa & Asp = D-Asp;
Xaa Thr ¥+ Valolal

Xaa Leuo]1L;
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10
Xaa = Pen, Cys, D-Cys 5+ HomoCys©]iL;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-tiel=ldGly, 3,3 thol#ld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Pge(4-7}2 ), Phe(3-7}2X ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
=% Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, % Ser® o]
Fojxl o RHE HdeEI

><

= A, Glu, D-Glu, ®lE}-Homo-Glu, N-Me-Glu, N-Me-Asp, &¥-H-Glu, -85} D-of
]i/‘i ‘%l FHjA R o] FolX FOoBRKEH MEE 1

d

Xaa < H-A)S}L;

Xaa & ole] obulwatel Ael, HEj= #a,
373 8

A1l glolA,

Xaa & #A3AY Qele] ofu)wito]w

Xaa & AL Qele] o wabe]w;

Xaa & FABAL Qele] ofnlrwito]w
Xaa'= 2-vEWl 2] RolojE] i WA HomoSer, A4 OS2 Homo-Ser-Cl0]iL;
Xaa = N-Me-Argo] aL

Xaa & Sero] iL;

Xaa & Asp T+ D-Aspolal

Xaa & Thr i Valo]aL;

Xaa & Leuo] i

Xaa & Pen, Cys, D-Cys = HomoCys©]iL:

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-treo]l#dGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Pge(4-7}28.H), Phe(3-7}2H ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
E== Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, @ SerZ o]
Foijzl o gRE MYE i

Xaa © o] W= oAb, Glu, D-Glu, N-Me-Glu, N-Me-Asp, ¥o-H-Glu, B ®lEl-Homo-Glu® o]Fo]7l

Xaa & A kAL

Xaa £ Qole] ofulmakel A9l HEE Hf,
A7 9

Aol oA,
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Xaa & RAE 7t 2lele] ofvligboliL;
Xaa = FAS AL Qele] ofuwabo]iL;
Xaa & R4 37t qlele] ofv]igboliL;

Xaa = 2-vgulze] mololE] Ei

E

35 HomoSer, A& A 02 Homo-Ser-Clo]iL;
Xaa = N-Me- Argo]aL;
6
Xaa < Sero]|al;
Xaa & Aspo] L
Xaa Thr ¥+= Valo]az;
9
Xaa + Leu©]al
Xaam% Pen, Cys, D-Cys %+ HomoCys©]aL;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
cooH), Gly, 3,3-troldAldGly, 3,3 t©hel#Hld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Pge(4-7}2X ), Phe(3-7}2 ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
Z== Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, @ SerZ o©]
Foizl o2 RE AeE i,

Xaa = 99l W= o=t Glu, D-Glu, N-Me-Glu, N-Me-Asp, %3-H-Glu, % wE}-Homo-Glu® o] Fo|%

Xaa & BA|EhIL;
Xaa' & Qoo obnlatel ASl, HEE B,
377 10

A1Ee] oA,
Xaa & RASAL gele] ofu] ko] ar;
Xaa = HASAY QJele] ofn|wato] 1
Xaa & HASAL Qele] ofm]iito]aL;
Xaa' = 2-wgMlxY RolojE] T WaEH HomoSer, B2 S & Homo-Ser—-Clo]iL
Xaa = N-Me-Argo]az;
Xaa & Sero]iL;
Xaa7—8— Asp H+= D-Aspo]il;
Xaa © Thr TE= Valo] i
Xaag% Leuo]aZ;

10
Xaa 2 Pen, Cys, D-Cys T+ HomoCys©]il



ZIHSdl 10-2025-0043599

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-tlol#|dGly, 3,3 tol#ld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Pge(4-7}2XR ), Phe(3-7}E2E), Tyr(Me), Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-
Me-Phe, ¥ HomoPheZ o] Foizl o ZRE e i1

Xaa & Q19]e] W= ofm it Glu, D-Glu, N-Me-Glu, N-Me-Asp, 2¥--Glu, 2 #El-Homo-GluZ o] Foj
ToRRY HdEy

13 _
Xaa & F-A3}a;

Xaa' & Qoo obvlwatel A<l, HWE|= B,
A7 11

AL WA A10F F ol 3 ol AolA, Xaa, Xaa 2 Xaa o] FAHE A, M= B},

of

AT 12
A8 WA A1E F o= & o] olA, Xaa 7} 2-W| Dz mo|olE]ol A, HEE Fxb
AT 13

A1 WA A28 = o]= gk ol 9olA], Xaa 7} 2-Me-Argel 291, ME = Rz}

of

AT 14

A1 WA A138 = o]= g o 9lolAl, Xaa 7} Lys, D-Lys. N-Me-Lys, D-N-Me-Lys., Orn, Dab, Dap. Homo-
Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, ¥ D-Orno = o]Fojxl oz HE Mexi= 7 HAEs Bz},

A8 15

AL WA AUG F o= @ ol oM, Xaa'7b Xaa I HledEHE AFE FAshe 2o W Wolo]

Elo] 1L, Xaa57} N-Me-Argo] i, Xaa 0] Sero]il, Xaa 0] Aspolil, Xaa 0] Thro]al, Xaa 7} Leuo] 1L Xaa O] Pen,

Cys, D-Cys H+= HomoCys$l Zol, HE= Ex},

:

AT 16

A158kel] 9lolA], Xaa ©] Pen T Cysel A9, HE|= Ex}.
AT+ 17

A1 WA #1158 = o] & o olAl. Xaa 7} D-Lys, N-Me-Lys, 2 D-N-Me-Lys® o] 5ol 7O 21
=R

AT 18

A1 WA A178 F o= 3 Fo] Uo1A, Xaa, Xaa, Xaa Xaa, D Xaa —Xaa ©F o]Fo]xl FoRRE A
5= Aol shte] XA N(gahHdsts 23sts, HAEHE= 4.

7% 19

A1G A A18F F of § Fol o|A, Xaa Xaa % Xaa -Xaa = o]Folx] TOEFE Heu: Hojx
shite] f1A|ollA ol dstE R, FH= 2t

7% 20

_10_
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A9d (1D F28 E3shs FEUE B4 EE 09 Ao §7hsd 4:
1 2 3 4 5 6 7 8 9 10 11
Xaa —Xaa -Xaa —Xaa —Xaa —Xaa —Xaa —Xaa —Xaa —Xaa -Xaa
(g2 VD)
7] A A,
Xaa & Xaa 3 EloolHl2 AFS FAT 4 Q= 2-le-lzd 7)o

Xaa = N(<3})-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym, 4-Guan, Cit, Cav, % Z &3l Fuj|
g A 2 o] FojA FoREE MEly 1

Xaa & Ser, Gly, ¥ #33t ZTujd] XA 2 o]Fojz Fo2RE MeEq;

Xaa' = Asp, N-Me-Asp, Asp(OMe), D-Asp, % A3t

%
o
=
2
N
o
2
fu
_0‘
it
2
™
=y
lo
fu
e
o
2
)
ﬂ
k]

Xaa Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met,
9 Nlle-Thr& EgHehe N-vld obrliedt, @ Age FulA ABAR o Fol7 FomyH AdHn

Xaa & Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu, n-%¥ Ala, n-#1€ Ala, n-34 Ala,
Nle, Al&25E-Ala, N-Me-Leu, ¥ A7 FujA] XA = o]Fojx] Fo2RE Hesi;

Xaa & Cys, N-Me-Cys, D-Cys, HCys, Pen, @ D-PenC. & o]Fojzl o z2RE HElw l;

Xaa & A, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro,
Phe, Sar, 1-Nal, 2-Nal, HPhe, Phe(4-F), O-Me-Tyr, t}o|8|== Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-
Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3ttel#ld), Hl#|d-Ala, W& 18] X3 Phe, WFF g A
e Trp, WS 7] X3 His, FEHZ WS ofuliAil, N-Me-Lys, N-Me-Lys(Ac), Bpa, Phe(3-Me),
Phe(2-Me), Phe(2-CF3), B-Me-Phe, 4-Me-Phe, 2 A-&3l= D-ofujiat 2 A3tet Fula] XA o] Fojxl
TOoREH HdeEE il

Xaa = A, Glu, °lvte]=, Lys, COOH, CONH;, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,
Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Lys,
Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, Glu, N-Me-Asp, ¥&3}-H-Glu,
Hga oA, 9 S D-oprl Ao R ool FoRRE MeHa

Xaaw% EA, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla,
Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab, COOH, CONH,, # 33k
S, R ASHE D-olul Ao oozl To Ry AEHm

Xaa“% A, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla,
Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab, COOH, CONH,, % 3}3t
FUlAl, 2 S D-olrAte g o] R o RHE AEE A

FE =5 Xaa 3} Xaa' Abelo] EloolHz Age F712 Egstn

HME| = Xaa 7 Xaa Abolol ElQolHl 2 AFS Frbw Taso)

A7 21

203 QYoIA, Xaa 7b Xaa 7 ElooEHZ A FAsE 2-uE Mz WolojElolil, Xaa 7 N-Me-Arge]

6

L, Xaa ©] Sero]il, Xaa' o] Aspo]aL, Xaa® o] Thro]aL, Xaag7} Leuo] L, XaalOO] Pen, Cys, D-Cys =+ HomoCys

9 A9, HE= wA,

_11_
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A3 22

A218ell 9lolA], Xaa ©] Pen T CysSl ZQl, M=

4.

Fr

A3 23

A1k \A] A228 F o= 3 glo] 9loA, DIG, PEG4, PEG13, PEG25, PEGIK, PEG2K, PEG4K, PEG5K, 400 Da
WAl 40,000 Dag] EAHS 2= Zgogd 223, IDA, Ac-IDA, ADA, ZFEIZAE, o]AX et 1,3-dHddt}
SlobAlERY, 1 4-sdettolobaELL, 1, 2-sdaTkolobEAL, MDA, ARa AW 2}, AR BFE A, 9

E =S Ato R o]Folzl O RREH AYEE W MEY|E FUME ¥k, WEE 24k

AT 24

A1 WA #2338 F ol & ol glojA, FEI= Ao ool WFY|E FUtE xFshE 9, HEE=
L

A+ 25

A1 WA A24F F ol= & Foll dolA, JE= EA7F GFAQl 20, JE= 24t
A7 26
A1 WA A24% F o= g ol olA], FEI= A7} o] FAQ] A0, HE= 24t
ATE 27
A263el] golxl, WA s olFA|std 270 AEY= BEAES EFet=, FE= B},
7% 28

A278kell 9loiAl, F#A7F DIG, PEG4, PEG4-HI2®, PEGI3, PEG25, PEGIK, PEG2K, PEG3.4K, PEG4K, PEGSK, IDA,
ADA, Boc-IDA, 2FER=Ab, o]hxehit, 1 3-sddltholoblEAL, 1, 4-sddtho]obAl EAL, 1, 2-sd dlthe] oA
E4b, EZoRd, Boc-E2|ohl, IDA-MIL®, PEGA-MISE, AADA, AHer AW, WS, sHzwdE, 2o
2 400 Da WA e 40,000 Da®] #AFE zhs ETEeldd e/ AR o] Folxl FomNH AdgE=
AN, HEE EA

27w A2sael oA, 27le] HEE BA) e (2w Fa oFAFHE A, PEE BA)

AT HA A20% T o= & Fo] FE= A R FAgH R 8t FAl, I4A Ee FIAE £F
X1
=

she ofAIstY 24

AT% 31

A30ael oA, FAIA FgEo] AT AEEoR APsE = A, FAH AHE.
A7 32

307 E= A31Fel oA, 8 ZWE FUFR E3she, FATA 2A4E

273 33

A3zael glold, g mgol A B 1A elA RS EHBL PEshE A, kS 24

=
= .

AT A

A1 WA A20F T o= Fo PEHE A4 B A0 WA AISF T o= Ao AT A=

_12_



10-2025-0043599

;!

=

=

H

i
=)

I

IBD,

il

d

42

bs

IBD, Z-o} IBD,

29 57 A8 (WA 222 (nontropical Sprue)), BHSA

3 0]

3

(IBD),

}

& 35

ey

al7

=K

adB7Y

}

k)
e

(GVDH) o.2 o]

}

=

oM e] g1zk el A
2]

jﬂ_
bo| 9ol A, SE|= E-A7} MAICAMe] o

SRR

MAA, GI
El

A
[<5]
=

=

3] EH/‘Q—

3313

3

b

[e]
[}

3

o,

A4 36
| 34
A4 38
AT 39
A 34
A3 40

=
No

JJ)

&

A 34

AT 41

e
)

ol

o] 24A1ZF W, wiAIZE, 4AIZbebet 1 18], 19 23], 19 33], 19 43], ©]

7147

&

S,

A3 42
| 34

2 Alesa,

o
o
oo
Ar
jop-
o7
AO

/g—

o] a) a4p7 <lH L
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-
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[0001]

[0002]

[0003]

[0004]

[0005]

[0006]

[0007]

[0008]

[0009]

[0010]
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A 347 WA A43F T o= 7

oft
2

SloiA], MEE AL WA TR FolE e

rir
o)
o
1)
)
i

A3} 46

A34F WA A43F T o= 7 Fell oA, FEHE TAF maHow FoH= A, W,

] A

BoE9e, 2% fA7h Al gEmA mgEi, 01d 39 16042 49 0% 459 &9 A
5 #4

61/994,699%., 20141 3¢ 1642 &dd v= 71538 &9 A161/994,717%, 20144 109 1¥A= H
= 71E3E &9 A162/058,499%, 20149 109 1¥9xt2 &9F = 71535 &9 A162/058,501500 tha] A
S FAsg

pe 0§ =2

2 299 d3E AEESL Fo] W yxd FAoR BT ATy, oo BWAA Jd Hx2EA EZFET).

AgE2Ss iate dAE 5o W3S PRTH-01002W0_SL.txtolth. o] €AE & 290,816 byteo] L,
20154 89 492 AAFEHUOH | EFS-Webs Eaf AxH o2 A|ZH o] ort.

of Aesh= HEI=e] Eokell #dk Aeolnk. FAH o=, B iy

- %]_
A =gl ME FZ B2 (mucosal addressin cell adhesion molecule: MAdCAM)ol th &k
al

[e5

adB79 AFES JASL a4l AFe HE] =2 Ag9dS YEHE HLdHZE FHE (A7, EldHE
FHE dZFA 9 olgkA])ol| ek Holrt,

I B

Qe 22 Ax FHz 9 olgorHE {FHA 2o o|27|71A] FE-2 AxX FAHo| #BosteE vFHFHoR
A3E a/B olFolHA| (heterodimer) MXE EW FEA et} (Dubree, et al., Selective a4B7 Integrin

H
Antagomst and Their Potential as Anti-inflammatory Agents, J. Med. Chem. 2002, 45, 3451-3457). <lH|
o A5H g AT ¥A & Y ¢ 5, PR AP Aol oI ATH ARl 253

O% 54 71l sdEA dok. AAEA @2 AEHE de A, dulas-vpl 332 o] v A4S 8 A

5O [e)
A ABe FES 5 9

FSE
lo,

ad JEIIYE, ad4Bl 9@ adB7 AT AAE T HEF ool AFH HE Tt ol&52
B YT HIFE HRET, Eﬂl‘i—-fr«] W Go| A LA, 7|4 o5 15 7479 dxt =Rl 3 A
ERZ BA (vascular cell adhesion molecule: VCAM), ¥ HubAd o= Al ML H2k Fx} (MAICAM) £Fe] 2
o o3 ME =S Zhzb stk VCAMe] a4Bl 2 U AL ALR a4B7 F BT AFstE oA,

NAACAME a 487 thall ml§- Se]=Ql HellA] o] guldse A Solgo] thath. a4 ohusighe] 4 WA
of F71sle], B7 o9l EE oF olekele} o]FolA HIAE st «ERTE A, ol FE F
Zb, d E v A A e Qs EIY Fﬂﬁ? (IEL) Aolld Hdgct,  aER7S T3 Wil e 44 A

= x1 MEAde E-Aesde Agstct. Bl AEs 53 78 el
A A AE 9E 7 AS AT ﬁ 2 Az, wEA, oER7 R adB7E tEHA Ades A2

Aol Q% BeE Ansed 448 AL 4 A
Sold QHa-E HEAE) AL td At A ARE 9T F-GF AMZA T
of Helslo] g, E EW, a4B7Ol UF e AF WHEE wolFE BASE PAE AP, 2 AY
B G Be 4T A-AF/ ARG Aol AnH FoES welFUG (Jd). e, oF 2We a

ol Al 9E FAEe fusidn. %A A



[0011]

[0012]

[0013]

[0014]

[0015]

[0016]

[0017]

[0018]

[0019]

[0020]

[0021]

[0022]

[0023]

[0024]

[0025]

[0026]

3IHSd 10-2025-0043599

ol &

ro

Ae 2l AZA EA7E 2 FAANA R

gige] g

S dst = HA

ol G Foke] @ el SEste, TAHoREE dAl o] 87Fsd a4p7el uis] deiAel A Y

A7A ol AOH otz sl sfAE A Gk Ba Eoke] A H el &H

ks, 54 SdolA, ¥ 2y F-95 H/EE dqqA AAEM ARSE] A%

2 JH= o#A 9 o|FAE Al ®I, 2 IS a4B79 A=A Tlet A ]7%% MAACANE
k. = &7l A% a4p7 A EHooH= fHE (dJdd, 9

Q

®oage] SWe odeaw 294 BHL vehis, 3 04B7 AEIR6) de B AE4e el A=
& Wl wsE, HeoHe Hey gl B otk 54 AAGEelA, ¥ Ayl 7} fE st
Podde A% Fol nelsd TEE GAAES 929 5 b SR Ad EE A opvwmal 2L AR
WHE ot Ex PEE /)% mFUTh ¥ ouge REse And A JP Fous 49 27
g orgye dEath. ¥ 9ol PEst w9 HoodH Aol o|sle] A, «Au, olFs AFS B
s fA Al ve) F7hE Sl 2w AT

54 A, AHaY A BAE et nstE, HedH HHsd g weA A
otk 54 AAGHA, ¥ we] HFBe oFAsE WEEE Tgsul, olFA 7 ol ool
HZ A% Fo) melsd vEE P49, HedHz melsd 54 HodH Al olglel A%, o
o, olgeh AT Bal wASE FAACl wal ¥ dw@el Wese] FvhE gy, Hold, ¥ EFE AT
g AdQEeA, Hedte fes weAe) oAt Bkl FAel vid T8 Seld 2 A
& wa Az

1 2 3 4 5 6 7 8 9 10 11 12 13 14
Xaa -Xaa —Xaa —Xaa —Xaa —Xaa —Xaa —Xaa -Xaa -Xaa —-Xaa —Xaa -Xaa —Xaa

(L2 (V) (HE Mz 49)

(

1o
=

11

5!
i
ol
o
o

47) Ao, MEIEE Xaa o Xaa Abolo] E] Qo e
Xaa & BAEAY, E= Xaa & 9ele] ofwate] 1
Xaa = BAGAY, EE Xaa = 9ele] ofu]iato] 1
Xaa & BASAY, = Xaa & Qe]¢] opv]iiko]:

- 10
A EE ) EE 29 S 2t SHE z2Ea Xaa ofF ElooHE 4

Xaa = ofuliab, A = =
2-vg H 50*%0]3’—'

=,

24

LA
=]. O = = -
Fe YYT 5 gt 1Y

A
rﬂ

Xaa = N(3})-Me-Arg, Arg, HomoArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym, 4-Guan, Cit, Cav, N-Me-Lys,
Phe(4-Fo}t]x), Phe(4-7}2vE Y ofu]x), Phe(4-NH,), N-Me-HomoArg, Tyr, His, @ A3l Zufa] 2k

(isostere replacement)@ o]|FojZ F O ZHE Meix
Xaa & Ser, Gly, Thr, Ile, @ 33 Suja] AFAR o] Fo]d Fo2RE HNulH i,
Xaa & Asp, N-Me-Asp, Asp(OMe), D-Asp, 2 #3tat Ewja] XA o] Folx TORRE MBI,

Xaas—ﬁ— Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met,
HomoLeu, Nle, ® N-Me-Thr< X3}3}+= N-v|€ ojn|Ato g2 o] Fojz o 2HE AEn

_15_



[0027]

[0028]

[0029]

[0030]

[0031]

[0032]

[0033]

[0034]

[0035]

S IHSd 10-2025-0043599

Xaa = Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu, n-59 Ala, n-#¢9 Ala, n-314 Ala,
Nle, AlZ&%-8-Ala, Cpa, Aoc, N-Me-Leu, B A§a SulA] X gA 2 o]Ffzl o ifaﬂwﬂz,
Xaa & Cys, N-Me-Cys, D-Cys, ICys, Pen, D-Pen, @ Pen(=0)0.& o]Fo]xl o 2¥E Aeidw

Xaané% BASAY, Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu),
Bip, Phe(4-COOH), Gly, 3,3-t}el#HldGly, 3,3 thel#Hld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-
diCl), Phe(3,4-diCl), Phe(4-7}2H ), Phe(3-7}2H ), Phe (2-7}2H ), Tyr(Me), HomoPhe, N-Me-Phe,
N-Me-Tyr, Ser, Sar, t}o]d]|==Z-Trp, Ile, Leu, Ser, Arg, Thr, Sar, 2 Ser, W= oju|x=il, Xghel whak
= olv]:=2F, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro,
Phe, Sar, 1-Nal, 2-Nal, D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F), O-Me-Tyr, to|3]|== Trp, Dap,
Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3ttel#d), H|zld-Ala, W=
g X2¥ Phe, B3FH g X Trp, BFH g X34 His, dE2 B3I ofn] ik, N-Me-Lys, N-Me-
Lys(Ac), 4-Me-Phe, Phe(4tBu), Phe(4-OMe), Phe(4-COOH), Phe(2-7}2H %), Phe(3-7}2X. ), Phe(CF3),
Phe(2,4-diCl), Phe(3,4-diCl), Aic, N-Me-Tyr, N-Me-Phe, Tic, Phe(4CF3), Bpa, Phe(3-Me), Phe(2-Me),
Phe(2-CF3), B-Me-Phe, B “d-&8h= D-ofv|:it Bl A et FufA] A A2 o] Folxl o 2fE e sl

Xaa = BAEAY ek ofm) Ak X3k E WS olw| A Glu, D-Glu, HomoGlu, ®|El-Homo-Glu, Asp, D-
HomoGlu, o}wfo]=, Lys, COOH, CONH,, Gln, Pro, Gly, His, Ala, Ile, Phe, Arg, Leu, Val, Tyr, Trp, Met,

Gla, Ser, Asn, D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Phe, D-Lys, Dap,
Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, D-His, F(4-COOH), Tic, D-Trp,
D-Leu, D-Arg, D-Thr, N-Me-Glu, N-Me-Asp, &3-H-Glu, A§e Fujal, L A&tz D-ofv|ito R o] Fojx
ToRNEH AEE i

13

Xaa"'e R AlSAL Qo] ovluibo]
Xaa' & HABAL Qlele] o tbo];
el Bk WEE oAl w old] ohdglel A%, Xaa © FASAL, o ZiHE 2 el
olw]:=AF Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, N-Me-Orn, Dab, N-Me-Dab, Dap, N-Me-Dap, Homo-Lys, D-
Dap, D-Dab, D-Orn, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser,
Asn, Gla, Cys, HomoCys, COOH, CONH,, Z3gt3+ suljAl], A-e3l= D-ofn|wit, U@ A-33t= N-"E olujAalo g

olol7l wo RN E MEE I, M= BAE Xaa o Xaa Abold] EloolH 2 A%e Ta

uis)

4 NG, Xaa, Xaa P Xaa & FAGTF, 54 AAFHeA, Xaa = 2-vgwlze wo]o]Eo]t}.

|

579 AAjFe ol A, Xaa = 2-Me-Argo]th. EA Ak A, Xaa & Thr, Gln, Ser, Asp, Gly, His, Ala,
Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met, HomoLeu, Nle, ¥ N-Me-Thr& ¥3%3}+= N-"|& o}
Mato g o)Folxl FoERE Heldth, 54 AAFECIA, Xaa = Gln, Asn, Asp, Gly, Ala, Phe, Leu,
Glu, Ile, Val, HLeu, n-5¥ Ala, n-#49 Ala, n-&4 Ala, Nle, A|Z2%5-8-Ala, Cpa, Aoc, N-Me-Leu, ® %
e FulAl Q@A o] Folxl FomiE Meldch, 54 HAAFUNM, Xaa = Lys, D-Lys, N-Ne-Lys, D-
N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, HE¥ D-Orno 2 o]Fojzl #+O 22X E
dejdch. 54 AAFHANA, Xaa = Dlys, NMe-lys, % D-N-le-LysZ o] 0]l Fomnel deldny, =
o]
stibel SAA NkshEas Edac. 54 Ao, AHE B Xaa -Xaa 2 Xaa -Xaa %
o]0 O RHE HEEE Aok dhte] XA ofdstE

#E AN A, B owge A9y (VD (A9 WE 3809 FEE EFee Y= B4 E
z| 3L

o
I8 0m 5 87b5e 4e P

o

AA el A, HEE EAE Xaa, Xaa, Xaa Xaa, 2 Xaa —Xaa ©O.% o]%o]7 FomRE Hely

s

b1

rr
5
iy
&
Lo
2

Fwiru

24
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[0044]

[0045]

[0046]

[0047]
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1 2 3 4 5 6 7 8 9 10 11
Xaa —Xaa —Xaa —Xaa —Xaa —Xaa —Xaa —Xaa —Xaa —Xaa -Xaa
(MEA VD)
7] Ao A,
1 7 - - -
Xaa 2 Xaa I HOolHE ZFS AT 4 A& 2-Me-Wlxd 7]o]az;

Xaa = N(<3})-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym, 4-Guan, Cit, Cav, % Z &3l Fuj|
XA 2 o] FolX FORHEE My,

Xaa & Ser, Gly, 2 A¥Fd Fuja] A2 o] Folx Lo RFH MeE i
Xaa' = Asp, N-Me-Asp, Asp(OMe), D-Asp, & AH3tsl FujA] XA 2 o] Fof FOo2HE Mely

Xaa = Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met,

H N-Me-Thr& ¥3eh= N-vild ofriql, 81 A3 FujA] A A2 o] Fojx oz iE AdEsar;

Xaa & Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu, n-%¥ Ala, n-¥1€ Ala, n-34 Ala,

Nle, Al&25E-Ala, N-Me-Leu, ¥ A3t FujA] XA Z o]Fojx] FoZRE HE5i;
Xaa & Cys, N-Me-Cys, D-Cys, HCys, Pen, @ D-PenO & o]Fo{Z O 2FE HABE1;

Xaa & A, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro,
Phe, Sar, 1-Nal, 2-Nal, HPhe, Phe(4-F), O-Me-Tyr, the]3|== Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-
Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3ttel#ld), Hl#|d-Ala, W& 18] X3 Phe, WFH g A
e Trp, WS g XE His, slEl=Z W3S ol N-Me-Lys, N-Me-Lys(Ac), Bpa, Phe(3-Me),
Phe(2-Me), Phe(2-CF3), B-Me-Phe, 4-Me-Phe, 2 A-&3l= D-ofuji=al 2 A3tet Fula] XA o] Fojxl
TOoRFEH HdEE il

Xaa = A, Glu, o}vfe]=, Lys, COOH, CONH,, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,

Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Lys,
Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, Glu, N-Me-Asp, &3}-H-Glu,

A Ful A, B AEshs D-oprAto® o] Fojxl o RE AdE s

Xaaw% EA, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla,

Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab, COOH, CONH,, = 3}3h

FUAl, D FEEE Dol Ate 2 o] Fold o2 HE HdEE

Xaa“% A, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla,

Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab, COOH, CONH,, % 3}3h
A, 2 ASSHE D-ofrAto R o] R FOoRREH MuEEHI, orjA FAHEE Xaali} Xaa' Atololl E] Q.

=
o
oHE Z2es FrtE £Fetal;

= Xaa % Xaa Alole] ElQojEH]|2 AT stz xaeich.

e
iuf
r

b

EA A e A, Xaa = Thr, Gln, Ser, Asp, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr,
Trp, Leu, Met, ¥ N-Me-Thr& E33t= N-wE ofw=ib 2 HEg3 Fula] XA R o] Fojxl FozYEH A
gEg. 54 AR GE A, Xaa & Gln, Asn, Asp, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu, n—54¥ Ala,
n-AE Ala, n-34 Ala, Nle, A Z2%d-Ala, N-Me-Leu, 2 &3 Fula] XA R o]Fofx FozRE A
gk, B4 AAGH A, 2 wwe) dojeo] HE|= A= DIG, PEG4, PEGL3, PEG25, PEGIK, PEGZK,
PEG4K, PEGSK, 400 Da tH#] 40,000 Da2l #x1S zte Z@dgdl 223, IDA, Ac-IDA, ADA, FFEFELL, o
AXEE 13- dttolob EAL, 1 4-ddAttolof EAL, 1, 2-Fdelltto]ob A EAL, AADA, AT AW
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[0058]

[0059]

[0060]
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[0065]
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[0069]

[0070]
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SIHS31 10-2025-0043599

e, B e Eee dvishs Aom B4 TlsAeldl osid Aolut.

VCAM 2 MAACAMS] e Z=2ulde] Qlojxe] Afpoli= A5A Aol o] o]59] & s 71 FeEst A
E At & Z5E WA X oR SEEX N VCAM TEe Tx v|#o R dE= whd, MAICAM
WE 2 dge] v etEy. S, ulelA SAkE MAICAM BES A 2EH, A uFd, 2 CY
HAES v ZEe oy Wi-dd A5 2 A-bEo] rk

2 ool E]lQ o2 FEE TEA 9 o]FA ExE HEe ANRE ¥ uE 2AE Z I 2Este] A
£2 4 Q. meh, B odio] uEkA] e o)A BxE a2 ZAAES A5 f& oAstg o e
7best FA, 2 deidor AR LEAe g2 A vjEg ek x3tE 4 Q)

2o

Hoo] AFEH uvle} Zol, v e "sh (a)", "E (and)" Y "I (the)"E € o] EHEA &
SHA] 9 AegH, B4 #HxE xFeit

2o go] "xEFsh="o] AMREE AS, & dyo] Hk §of "XFs="o] "IFH O R o]FojX" HE "ol
Fojx" o2 A= TU HAAYGHE xFsh Aoz o]FHooF g}

2 HAA AR vhel o], 317] foES AAIE 9u|E ZET:

2o AREH wiel o], fo] "FEHE"E FHASHA FE= A o] A AdH 27 o]de] ofn it
AEE xdete F2E AT, 54 AAGECAA, ol FEE AF e o 4 AZAR" 270 o]/ ofn
=2k MES AASTE. o] §ort ofm it FEAIY EAS AolE AAIEA @AY, EEPE =T Az
719, sy Ee a4 FAAES ARRSte] AAEAY AdFom dAs =R AFE U EZIAY FESIE
F orxA e Ao=R olFEojof sy, &of "JEIE"E, EoA ARk o R A& EE= ukel o], 3
E ogA 9 FEE oA

2 o oo
e M 2

o |r
v
ul
Y
ul

go] "olgA":, Kol ALgH wsh gol, o5 Azhe] (- Eiz N-ekolA] AR 2o BA Y= obw
S (), BlodHe dRA PE=)E ek WEES Pl AGarh. ¥ wwe] oFAE v
9% QAR Agee sRBA E dzoldAE EFE & ol gl Tolwl e Ea Bl 4
El= o)A, "HEIS oA A, "olFA WEl=', wE "olA HYE'E AW & dvh. §o 'wF
A CHEE obergl"E mE B4 HEA obeksl", "HET WA obds]", "WEE okwgl’, "WE= ofF
A okerel", TolakA] oberel", el obuel", wE 'HEE olFA9 ohus'® AFE & vk,

gol "ElooH =, Bl ALEE sk ol AR obleit wi WBH W sk, i F-TH obvlmal,

Ei o]e] BujA| Aolo] FHE nesE, ¥
go} @A, welol A18H W)
=gy 2xE Pugal A4%
of "L-obu it e, Welo] ALgE wheh gol, PEEo] 'L oA FehE ek, whlE o] Dok
s AT, BUel A1&E ohulngt A7) L o)Al W) Aol WA

= o)se] o e old waEE @ D oAl Fejel w17k Qlele] Lot @7

9 AAEA G @, Fol WL, Bdo] ALgE vheh o], FelMElme] oplw W] EAls: §
ofulwr] % AAFTH. o] "N, Helo] AHEE wheh gol, HEme] A=EA] wge] EAlshs
A% QAT EH, gol "Ac't, Belel AR vhel gol, EAE e N-wEre] of

9 nEE 4G, ANHE 39, NLE ohulwdte] frel ohnlws] H48 AFd. ANHE 39, &

of "Ac"i=, w&lol AREE wpek Hol, NI, 75 o] &7 ofv|i=ate] opdstE A j

iy

, ol ARgE wkel o], -COHE A dt.
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[0072]

[0073]

[0074]

[0075]

[0076]

[0077]

[0078]

[0079]

[0080]
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g0 "SulA] (isostere)" T+ "HHlA] X 3HA] (isostere replacement)"2, -
ofu b3 fAbek sty W/neE FRd BEAS e o9 oixAl EE
M= 54 AANGEAA, ofuxibe]l "FulAl" EE "HFer SHlA"E
ofu|iAibola, o7|A opn|ike B 2 4 Bt HE = S AFS EUR = s FRel
gt A (B AFshed 9 A, 54 B o (EY duA e
1= Al (1), ol2Yd (+), oA EEHCIE () 9 FFEM|OE (-)
A9, Eded, ofxdepzl, 5T, d~Ed 9 B2l 2. & =
, T2l olaRal, TEY, ddddd, E%EJ} Alz=HQ 9 e o] 23T, ofr A 224l
ﬂ ==

A, Wl ALGE wish o], 54 shahA 7] wi 2 AT
yol Baje] Hob4 sl AF@h AYE BAe mAR QI Aole ARE f88 A9A
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of "N(gyh)wEgsl" =, o] ALgE n}
HE s s 7]=gh

£0] "sym WEE" T "Arg-Me-sym"S, Edo] A}g® wpe} o], olzyide FolUd e 27 A&
Hz Wedsts 713, £33, £o] "asym HIE3}" EE "Arg-Me-asym"& ol27]de]l FolUd 7)o G
2ol wgsts 7)=gtt.

gof "opds) f7] sy e
Q5 22 o] 7].2&/\1}1\_} 33.%/&61
)}

o], d¥rHo g N-wdst2® A AFH=, ofn|wike] ¢} ofvl

lo Oko A w2 w2 fo (mo(m lH

y

O

SE T AT, =% S A1l oAl
T ANSRIRZIHAEL, 4-FFoRMEA, -2 2 dolHEL 3ﬂé4i4%t Aalak, FFErEAt
Al R SRR SFEREA, A%, 3,3 3-E SRR R4, -EF YN E 2] 23
t}h

EE QEE NI o-N-2 opm At 77 FHSel Folal a-C-EHo] §-5 Folv dnbHom QIAE=
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[0081]

[0082]

SIHS3 10-2025-0043599

o] wet 7IEHT. Edo] AMEEHE ukel o], fo] "a-N-gE"2 FE = U ofu|iAke] A a-obv| i
715 AAstaL, &o] "a-C-Ee"S FAE = Yol A oln ke A a-7tEEAA S XA g

2ol AREE BRo} Ze gof "opm|mAR! HE "Qle]o] ofmiAt S Ad WAE ofm:Ab (A, a-ofH|
A, v olm Ak, WEE olueAk, @ BAA ofw|mAbS HIRS, ]9 TEji RE ofv|:Abs A A
ot ol D- 2 Lot & RFE EEIT. A opv|Atdle AAAAA dAEE AE, ddd, wg
theFet gl Hg-558 FAES FUE H WE ZFEE 2370 ofvxite]l EFETE. 4] D-ofv|
ko] Al 93 @ AR AN A EAZTAL St ets o] 52 FE L YACIEA eI, "H-xFE" WA
otu| A4k FEYA (WAL f71A 2 dE JYAFAA BER), A eAlsH (fEEe] JIAYEET
oftgl thre] A o] EAF), ® N-xEEHE T (A, vEZE 2 JFA A JHA ZE AUG
of o3 dwstg)eltt. "HZHA (umatural)" EE "FXA (non-natural)" opv=4bE AAH o= HAIELA
U ostetA oz g EE A T SRl Hl-wwi Ay ot (5, AAdA R dEstEAY A g5 T
Axe AFE)eltk. 10707F de " opn|gto] FAHo| a1 #d9 ¥ B x3o] 7hesitt. "HdA”

3

obulxate] dalolE B-obiwat (B 2 B, Homo-obv]wAt, XEe 2
S=A, 294 SEA), no-AE Sdodd 2 gaa $EA, A8 94 opnwal, D
2}, otob-wE ofua-Ab @ N-dlE ojn|n-le] waECH M ASl il R ofn]nAle wak WE ofn
S EFET. TAFET b ofnndle] FAH OB EAEA] B 7], NS, E= F8H Ro|olE
1

EFHES oo WPHof g ot (AT, WA ofrlih e EFAT,

a
(AAFBHE | 1974)" Biochemistry, 14(2), (1975)014 7RA1¥ wie} o] fH-7]3}ske] W o] 3tk
23] (IUPAC Commission on the Nomenclature of Organic Chemistry) @ 233}8F o w3
3] (IUPAC-1UB Commission on Biochemical Nomenclatur)ol &3] AAlE By g u2c, B2 g 2
AEE ATHSNA ARSE opbu At F oofuizold Zr|e] WA W kvt o)E AU tE AL
Expo| Al WAlgk Aol & FoJrf., B WS V|Edte o §-83 g kot ofe) st & 19 A
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[0083]
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* 1
ofof
o0 Ba
DIG CHO|2 2|24 (87
Dap ClOID| = E 2 h{ 20
Dab CjoHO| S E[2M
Pen L e
Sar N2
Cit NEEE
Cav FHeL
4-Guan 4-FORL B g et

N-Me-Arg; N(ZThHE €

N-Bj2-0127]Y

Ac- OrMiE
2-Nal pERL-1=1CI N
1-Nal L EEart

Bip HlEdet

O-Me-Tyr E[24] (0-HE)
N-Me-Lys N2

N-Me-Lys (AQ)

N-Me-OtMi &l () 2|2

Ala(33 CHOlH'Y)

33000152 Eard

Bk £2| 0l
CONH, O{O}oj =
COOH A
Phe (4-F) LERoRHywAY
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Xaa -Xaa -Xaa ~Xaa -Xaa -Xaa -Xaa -Xaa —Xaa —Xaa -Xaa -Xaa -Xaa -Xaa (g2 (I); AE W& 388 = 1),
FHE dFA == HAHZE FAHE oFAY I e F BT oldde nyIE FRE ATINES

Xaa o Xaa  Abolel Eleolel2 Ade xateta, of7]A:

1 -
Xaa € FABAL, Ei Aolo A BAYH obrliit, AT BuA, % FEIHs D-olrlitom o Fojx

TORAE Al

2 2 1 =
Xaat FASAL, EE Xaa 't 999 A WA oprmal, HFF FA, % AT Doprlmiow
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[0120]

[0121]

[0122]

[0123]

[0124]

[0125]

[0126]

[0127]

[0128]

[0129]

[0130]

[0131]

[0132]
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o] Folx FOoRRE Hes a;

Xaa & FASAL, EE Xaa'e 999 AR WARL ok, AT FuhAl, D FehE Dok oz of

Folx FoRHE HelE 1,
Xaa = 1 BE 27]9] BA2 2= 242 2b3 Xaa 3} ElOdEH2 AL A= ofuit Ao 1;

Xaa = N(23})-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym, 4-Guan, Cit, Cav, 2 33 %)
A AFAZ o] Fo| Lo mEE HYH

Xaa & Ser, Gly, 2 A& SujA A2 o] Fojd Lo RHE Ml
Xaa & Asp, N-Me-Asp, Asp(OMe), D-Asp, % A3t sullA] XA Z o] FoJ3 FOTHRE AdE L,

Xaa Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met,
S N-Me-Thr& EFHsh= N-vld ofr|wito R o] fofxl Fomie HEH i

Xaa Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu, n—-5¥ Ala, n-¥1¥ Ala, n-34 Ala,
Nle, AlZ25E-Ala, N-Me-Leu, ¥ X33 FujA] XSA|Z o] Fof7] FoR2REH HB5 a1,

Xaa & Cys, N-Me—Cys. D-Cys. HCys, Pen, @ D-Pen©. 2 o]0zl #o ¥ E Aely

Xaa & FEAsAY, == Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His, Glu,
Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal, D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F), O-Me-Tyr, T}9]
S|=2-Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3t}ol#d), H]
dd-Ala, W&H 8] 3@ Phe, WIS e AgkE Trp, WIFS uE] AFE His, dHE WFH
ofn] =2k N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe, ¥ 483} D-ofr|wAl 2 X3k Faja] XA 2 o]Fox
TORHE HAYE1

Xaaulﬁ: BEAsAY, == Xaa = Glu, oFnfe]=, Lys, COOH, , Gln, Pro, Gly, His, Ala, Ile, Phe, Arg,
Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn,D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-
Tyr, D-Phe, D-Lys, Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, A 3g}3h
FUlA, % g ek Dojulieite olFold FemyE ey

Xaa & BAJE 4 Q7AL}, EE Xaa & Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp,
Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-
Lys, D-Dap, D-Dab, COOH, CONH,, A3 FulAl, B &3k D-ofwito i o] Fojxl o giE Algs

14 _ .

Xaa & FAAY, == Xaa = Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met,
Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-Lys,
D-Dap, D-Dab, COOH, CONH,, A3st wwiAl, &3t D-ofnicil, B A-&ate N-vlE ofnjiilo® o] Foxl

FomiE e,
A (19 A% AAFEe)A, Xaa = HHE Ser, WHAH HSer, g FulA|, 2 4gsh D-opulmire
o]Fold FORFE HNEHI Xaa ¥ EooHZ ARS 4T 5 Aok, T2 A9l Xaa = 1 WA 470
Xaa 3 EJQolH|Z AgS FAT 5 o AW Ao|th. AR A9 Xaa = Xaa I} EQ

Fgste WP 2-WEE 2 59 EE 69 ARS Aolth, AR AN S, Xaa

. 4 10
oMe, TEved, An-nIRo|xREY, EE -vguzdoltt. 54 AAFE o], Xaa = Xaa I} EL
= 13|
=4

Bomge w9 A9 (D Eb B9 7E® tE A9 Ex gel JEd de 2 599

=
2AR, BlodEe Aol Qggel We= xgavh. 2wyl ojeld AAFuolA, Xaa'ol vhehet ofu



[0133]

[0134]

[0135]

[0136]

[0137]

[0138]

[0139]

[0140]

[0141]

[0142]

[0143]

[0144]

[0145]

[0146]

[0147]

Ak 7] e U2 89A molofElzt YAl Xaa o EAISAL, Xaa ol

S IHSd 10-2025-0043599

L}EM obuli=at 7)7F thAl Xaa o &

4

A 5 Q3. = Azte] gooHe A% EFEE obmwat @717k Xaa Al Xaa ol $1A83L, Xaa o
Eloole2 A%e #A4 F At wBh ZHE 2He oluwit A7) Bl U2 RolojE|7} Xaa o 9xdE A
olo] autd oz wew 4 vy, e}, o waEkelA, 914 Xaa ¢lA oln] = 8o molojElE &
7 olwle ¥aa Aotk dE Sof, B4 AAUHNA, Xaa oA ohuwAte oA, FRAY (OTBDNS)
v e mEd swAdelt. wEb, AGA (D9 B4 oJud AAGHolA, Xaa & 1 B 2709] @i
Zt= ! a, Xaa4E Cys, N-Me-Cys, D-Cys, HCys,

~
i)
i, o
=
e

54 AAFHAA, BlodHZ BEE o]FAE AL (1)) 249 B s
o5 obuelE T1Ee (- Ei N Fa A Rolojeld] s Adud. A UA e
S50 c-uwg Ed AaHY

ge Sweld, B e 494 (1-1)

A, A= GFA, PES olFA, E PEE o)A olwrgl) E

S 31

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa —Xaa —Xaa —Xaa —Xaa
4 10
7] AollA, SEI=+= Xaa 9} Xaa

Xaa & HAEAL, EE Xaa & o] ofu]nito] 1

Xaa & FASAL, EE Xaa i 299 ofulito];
= Xaa

Xaa & F-A kALY, eofe] ofn|iitel

4
Xaa © ofr|x=4t, AW A, A8F A, e 1 B 2
S A F Je HEE o-vg weks AS ¥3bebar;

Xaa = N(3})-Me-Arg, Arg, HomoArg, Dap,
Phe(4-Ftolut] ), Phe(4-7}21}R Y o}n|), Phe(4-NH,),

2 o]Soldl FOoRNE MEs

Dab, Arg-Me-sym,
N-Me-HomoA

6
Xaa < Ser,

& A9y 2 el

Ad M3 389)d WE TxE xIEE EodHE FE S

Alelo] ElQolHl 2 AZS ¥ §sla,

Arg-Me-asym,

ghe 9K EAlSkE obvwit

24 (ol
E o) opAsoR 587 ed

(g4 1-1),

- 10 -
el BaE zhe SHE Zal, Xaa I ELolHE A

4-Guan, Cit,
2 g Bl

Cav, N-Me-Lys,

rg, Tyr, His, x| 2} A

Gly, Thr, Tle, 3 #3g sujA AA =2 o]Folxl wLoziy desar; AHd4 (I-1)0] o] FA|

FHE oldE Ak A9, 28d A5 Aol A], Xaa & Ser, Gly, Thr, ¥ ZA3tst FujA| XA =2
Oo|Fo)7 FomHEE Mulx

Xaa & Asp, N-Me-Asp, Asp(OMe), D-Asp, ¥ A3 Zujx] XA 2 o]Fojz FOoZRE Mz

Xaa Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met,
HomoLeu, Nle, B N-Me-Thr& 238l N-vE ojn|=ito R o]Foj3l FoRFE M,

Xaa = Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu, n-%-9 Ala, 9% Ala, n-3]4 Ala,
Nle, Al&=25Y-Ala, Cpa, Aoc, N-Me-Leu, B A3st FujA] XA L o]Fojx] FOZHE A,

Xaa & Cys, N-Me-Cys, D-Cys, HCys, Pen, D-Pen, ™ Pen(=0)o.2 o]Fojx o 2HE AENy 1,

Xaa & RASAY, EE Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3),
Phe (4-tBu), Bip, Phe(4-COOH), Gly, 3,3-t}e]#ldGly, 3,3 tlol#Hld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-
Nal, Phe(2,4-diCl), Phe(3,4-diCl), Phe(4-7}2H "), Phe(3-7}25 "), Phe ©2-7}=2EHE), Tyr(Me),
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[0149]

[0150]

[0151]

[0152]

[0153]

[0154]

[0155]

[0156]

[0157]
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HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, Uo]3|== Trp, Ile, Leu, Ser, Arg, Thr, Sar, 2 Ser, 3= o}
vk X 8hE WS olw|iAb) Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His,
Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal, D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F), O-Me-Tyr,
t}o]d| == Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3t}o]d|
d), H¥d-Ala, B3FF el XE Phe, WL g XFE Trp, WEFL 1 A3 His, dH=Z BFH
ol ;= Ak N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe, Phe(4tBu), Phe(4-OMe), Phe(4-COOH), Phe(2-7}21 )
Phe(3-7}21. %), Phe(CF3), Phe(2,4-diCl), Phe(3,4-diCl), Aic, N-Me-Tyr, N-Me-Phe, Tic, Phe(4CF3), %
&gt Dok At 2 A ek FulA X #A 2 o] FolX] ForFE MY EIL;

Xaa = BasAY, == Xaa = W= ofr) =4t X gy kS ofw Ak, Glu, D-Glu, HomoGlu, ¥ E}-Homo-
Glu, Asp, D-HomoGlu, o}=}o]= Lys, COOH, CONH,, Gln, Pro, Gly, His, Ala, Ile, Phe, Arg, Leu, Val, Tyr,
Trp, Met, Gla, Ser, Asn, D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Phe, D-
Lys, Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, D-His, F(4-COOH),
Tic, D-Trp, D-Leu, D-Arg, D-Thr, 33t FulA], & 53l D-olu|iit o2 o]FojR Fo2RE MEEal;

13 13
Xaa & F-ASFAY, EE Xaa 2 499 opu]xite]ar;

Xaa = FABAL Qolo] opvliwirols; B4 AAcfejol A, AAA (I-Do] HE= o] @A Ei= olo] oluse]
2 ANSE A9, 299 Xaa = PASAL, ob¥l 42 2= 9dele] ohulii, Lys, D-Lys, N-Ne-Lys, D-
N-Me-Lys, Orn, N-Me-Orn, Dab, N-Me-Dab, Dap, N-Me-Dap, Homo-Lys, D-Dap, D-Dab, D-Orn, Gln, Pro, Gly,
His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Cys, HomoCys, COOH, CONHZ2,
At A, ek Doolulngt, @ Agah NovlE ojulwmiten ofFojzl womRE Aund.

QR AAGHA], Yaa & oY, TEved, dvh-nEmosYEY, E rvEdsdeltt, 54 4%

Bl A, Xaa = o-dldmlzdoly, B4 AAFe|dA, Xaa = 2-dlElzd o]},

|

54 ANgeelA, BlodHz BEl= ol ALA (1-D2) 279 WE= BFA) obaelE E@sa, olF
obeel 1E9 - Ei NS Fo) YA wololed] od dddnt. o ANFHelA, o5 wF 1%

o C-2hs Fa dAdn.

SA AAGHNA, ALY (I-D2 FE|= A = = oA (= o9 ofgkepdl] &3 Zola

d

Xaa & Asp, N-Me-Asp, % D-AspZ ©o|Foj3 o2 HE HAexr),

=4 AAFHe|A, Xaa & Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu,
Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-Lys, D-Dap,
D-Dab, COOH, CONH,, A3st sulAl, 2 &3l D-ofn|ite R o]Fojxl Fo=HE Medr),

=4 AAGHeA, Xaa = EAT. EA AAFHA, Xaa = Gln, Pro, Gly, His, Ala, Ile, Phe, Lys,
Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-
Me-Dab, N-Me-Lys, D-N-Me-Lys, D-Dap, D-Dab, COOH, CONH,, Z#&3t FuwjA], AF-$3= D-ofujwil, 2 A-8-3)
L N-vE olmmito R o]Fold FomRE HuEt. 54 ANGHA, Xaa = D-Lys, N-Me-Lys, Dap,
E Dabelth.  BA AAGEA, AGA (I-1)E oA WS EE ole] ofukgd] et Ro|IL Xaa =
Cys, HomoCys HE+= Penolt}. EX AA|Fejol A, Xaa =2 Xaa & A Ehar, Xaa = D-Lys, N-Me-Lys, Dap,
L& Dabelth. 57 AAJFEjol A, Xaa <& F-Askar, Xaa = D-Lys, N-Me-Lys, Dap, ¥+ Dabelt}. i 2

Al Qe ol A, Xaau, Xaa L Xaa = =

10 ) _ . . .
ER A YEfo A, Xaa o thet FFEEA 259 o}lu|:=4F(amino acid directly carboxyl)S ek o}m| =4k

¥

54 AAGHAA, ML T1-1 olgAl, i ol ofwglo] #E AoliL, Xaa, Xaa Hi

rlo
e
fu
[
v}
%
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[0164]
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[0166]

[0167]

[0168]

[0169]
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3 .
Xaa'®] 9919] shb o] ge Aolol A MR opuledl, AFF A, R FIFHE D-opr Ao R o] Fof

7 FoRiE A9,

4 -
A AAGEHAA, Xaa = 1 B 209 B2E e S48 2 oprxal A]en

A

54 A, 2ol vled dole May B RS FEE G A, oA, HEi= o9 ofdel= Xaa &

et o174 Xaa = WEE Ser, WAH HomoSer (], Homo-Ser-Cl), @A&a Zujx, @ 49ats=

b

D-obmwAbo 2 o]Folxl FoRHE HelErh, v Ao, Xaa = 1 WA 4749 BAE 2L Xaa 3 B
H2 23S d4shs AME Aotk A A9 Xaa = Xaa ¥ EleolHZ AT A waw 2wy

N 2 59- EE 6-9 ABE Aotk AR NG A, Xaa 'k 2-HUNE

©
i
o
°
o
o
-

1 2 3 5 7 8 9 11 12 13 14 _ —

A5 A A FEe] H$, Xaa, Xaa, Xaa, Xaa, Xaa, Xaa, Xaa, Xaa , Xaa , Xaa % Xaa 9 Folm® d}=
1 2 3 4 11 12 13 14 - — -

N(gah)Westdant, A& 499, Xaa, Xaa, Xaa, Xaa, Xaa , Xaa , Xaa % Xaa ¢ #Ho]x sl opal3z}

A, o= So], 9B Hoo], 9% Xaa-Xaa, 2 Xaa -Xaa oA s} o]abe] 7= opAlsl §7] Ao
g, gug, 259, 29, 2 ey, EfZgogdy R Az g} l—% ]
RO ER, 4-EF oM, 4-Z2Fo R opERL, 3-ddE v, HEdE ER-21-9] 347}

= =)
A%k, A%, 8 EREENeR ofdseth. QY Ao, & PEG (AU, PEGA- PEGIS)E olAs Aol 27

)

JMZ AFgETH B wHe @ AL (-DO g%l BodE A% AAdHE THshe, Xaa & of

Mk, AME A AEE b, Bl ] EE 2 9AS 2 SHE 2, Xaa o HodHZ A% 48
T A= Wy E 2-wg =S Abo|an; Xaa = Cys, N-Me-Cys, D-Cys, HCys, Pen, D-Pen, % Pen(=0)%.% o]%F
oz TwoRHE deHEn, o GkdkollA, A Xa amoﬂ"i ol Al = 31EHA HolojEl= {8 oS X E
k= Zolt.  f8 olWlS ATt olu|igt e 3}EHE HolojEle] A oAlE TREAY EE HIE TEA
2 A=

A ZolA, ¥ owHe AGY (1219 WE 34)9) A= (A, Ae= aPA, A
A, Ex WEE olFAl ohsl) Ei i 19 hAstH o s 9L AFS:

HEE B Xaa oF Xaa Abolel EloolHl2 Ade wsteta, o7]A

Xaa & PASAL, EE Xaa & A0 A WAHA o, AFH FWA, W 4 Dotrlwos
o507l FoRHE HuUHw

Xaa'&= FASAL, EE Xaat Aol AQ WAHA b, AT A, @ 433

o]Folzl Lo RRE MeE

rr

D-ofu| Ao 2

1

><
o
o
lo
4z
E)
ol
ol
Y
i
=
rl
>
o
o
rlo
o
Lo,
Lo,
_>|4_‘
Q
i)
0%
2
ro,
o
>
=)
H
r >
2
xct
%
offt
=
i
g
o
olo
ols
ol
ul

D-o}u] - 2ko 2

4 . = 4 .
Xaa & obuleat, AWE AF, A%F A, = 1 e 2/ @45 20E 538 2, Xaa o HedHE A4S

Xaas—‘:‘ N(23})-Me-Arg, Arg, HomoArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym, 4-Guan, Cit, Cav, N-Me-Lys, Phe
(4-FolYt]jx), Phe (4-7F2H T olu]x)  Phe(4-NH2), N-Me-Homo-Arg, Tyr % His, @ A3t FujA] X3+
2 olRolq Fomye ey

Xaa & Ser, Gly, Thr, Ile, @ Agat Tujd A= o]Folx FORRE Melsw;

Xaa & Asp, N-Me-Asp, Asp(OMe), D-Asp, 2 #3tat Euja] &A= o]Fo]x Fo iy Huxy; =4 A4



[0171]

[0172]

[0173]

[0174]

[0175]

[0176]

[0177]

[0178]

[0179]

[0180]

[0181]

[0182]

[0183]

[0184]

[0185]

[0186]

ZIHSd 10-2025-0043599

Fefol A, A4 (1-2)7} ME|= o]k o}k9| 2 AAek= A9, 2% Xaa & Asp, N-Me-Asp, D-Asp, 2 2
Fet A A SAZ o] Folzl v RFE MEE

s

Xaa Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met,
hLeu, Nle ¥ N-Me-Thr& ¥3}s}= N-HE o}n|=4to g o]FojR o g2HE ey,

Xaa Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HomolLeu, n

Ala, Nle, A2 2% 9-Ala, N-Me-Leu, Cpa, Aoc & #e3 FujA] &A= o] Folx FoaRE HNex;
Xaa & Cys, N-Me-Cys, D-Cys, HomoCys, Pen, D-Pen, W& % HomoSer % WHE Sero o]Folxl FoZiH
AeEa; 54 ANFHlA, ADA (1-2)7F REE oA oldkslE AAshs A5, LW Xaa & Cys, N-
Me-Cys, D-Cys, HomoCys, Pen, @ D-Pen® & o]Fo}x o

11 11

Xaa & RASAL, Ei Xaa & WRE olulmdt, AoH PFE opvlmdb, Tic, ¥ A= D-ofrlmit 2
A B A BA = 1 ol FomiE Aew L

, Glu, D-Glu, HomoGlu, Asp, D-

Xaa & FANAL, EE Xaat WFH oprlwit, AE WFE oy
= F FHAR oozl TomNY

Asp, D-HomoGlu, Gla, ®l€}-Homo-Glu, Tic, @ A&sl= D-ofm|al @
AeE

13

Xaa & BAEAL, EE Xaa S Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met,
Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-Lys,
D-Dap, D-Dab, COOH, CONH,, A&t Eula], 2 53l D-ofv|eAito R o]Fofx F oK Mayq

AR ANFEAA, AR (1-2)7} Bel= DA g ANk A5, 2| Xaa = el obultbo]w;

e ANgHel A, AEd (1-2)7h BE= oA oherslE ANFE A%, W Xaa = ohil HHE 2=
Adojo] o}m =2t Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, N-Me-Orn, Dab, N-Me-Dab, Dap, N-Me-Dap, Homo-
Lys, D-Dap, D-Dab, D-Orn, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu,
Ser, Asn, Gla, Cys, HomoCys, Pen, COOH, CONH2, A ¢t3l HujA], A-23= D-ofw]il, & ALl N-wE
ol ako 2 o] Fojx FoRHE MeElE),

woage e NG (1-2)9 a9 ooz A% AAFNE neishzd, o714 Xaa = ofulwit, A
= ok, ARF A, T f2 W /1S 23, Xaa o HodHE ARS I 9 WEE vz

o]ojE]o]aL; Xaa = Cys, N-Me—-Cys, D-Cys, HomoCys, Pen, D-Pen® & o]Fojx #o2HE Meyi; EA 24
kol A, Xaa = Cys, N-Me-Cys, D-Cys, HomoCys, @ Peno 2 o]Fo|x FoZXE HMelr),

A SwelA, X we AL (1-3)(HD W5 35)0] B Tz
AEE ofgAl, Ei WS o|FA obwks)) Ei 1o ehAshH o

L]
_OIE
oo
N
)
ofr
rot
o2
o
2
of{
QL
=

1

Xaa & FA, Ac, =¥ 999 o}m|ito] 1
2

Xaa = 54, Ac, T 999 ofm|=ito]aL;
3

Xaa & HA|, Ac, == 299] ojn|ito]aL

Xaa = Cys, HomoCys, Pen, Homo-Ser-Cl, Homo-Ser, % 2-ml&#lzd] HoJolelz o]Fo]x O RILE
dEE
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[0187]

[0188]

[0189]

[0190]

[0191]

[0192]

[0193]

[0194]

[0195]

[0196]

[0197]

[0198]

[0199]

[0200]

ZIHSd 10-2025-0043599

Xaa = N-Me-Arg, Arg, N-Me-Lys, Phe (4-Fo}yt]jx), Phe(4-7}H.dolu|x), Cit, Phe(4-NH2), N-Me-Homo-—
Arg, Homo-Arg, Tyr @ HisE o]Fo|x Fo2XHE Aelya;

Xaa & Ser, Gly, Ile B3 Throlil; 9% AAlofeel A, MA4 [-30] HE|= ek

D)
>
P‘h
rlr
o
o

Xaa & Sero]iL;
Xaa7% Asp ®+= D-Aspo]il;
Xaa82 Thr, Val, Ile, Leu, hLeu ¥ NleZ o]Fox F O ZHE My,

Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, % N-Me-LeuZ ©o]Fo|d o 2HE HeElyar;

o

Xaa & Cys, D-Cys, HomoCys, Pen, ¥& % HomoSer ¥ WHE SerZ o]|Fojx Foz2RE AMElyi; dF A4
Sejell A, MEA [-30] FY= dAE AA e A4S, 28 Xaa  Cys, D-Cys, HomoCys, % Pen© &

H FoRHE Melna;

Xaa & FASAL, WS obulit, W AR WFE ofn:ibo R o] Folx FomRE MEw;

Xaa ¥ B, WS ofmwAl, 2FE WEE olmwal Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu,
A

W El-Homo-Glu, 2 H-S-8h= D-oju]iat @ Hate SujA= o] Folxl o RRE MeElE T
Xaa & WA Ei 9lele] opuiatold, B AAFEel A, Xaa & HA EE Proo];
13 A kel A, A dA] [-30] MEE BEAE AASE 4, W Xaa = Qeole] ofulaite]

o AAgel A, A [-30] FE= o]FA] obddE ANSE A%, @Y Xaa £ FASAL, oful =
HE zZt= g2l olu=4k, Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, N-Me-Orn, Dab, N-Me-Dab, Dap, N-Me-
Dap, Homo-Lys, D-Dap, D-Dab, D-Orn, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp,
Met, Glu, Ser, Asn, Gla, Cys, HomoCys, Pen, COOH, CONHj, x—.%?ﬂ— A, 4S5k D-olr gk, H ARS-E)

N oflwalo @ o] ojzl womRE AuH,

wouwe w3 A94 (1-3)9) o Wge] HedHs A% AAgeE Tys

£
Homo-Ser, ®& ¥ Homo-Ser (&), &% Ser(OTBDMS)) % 2] NH, 715 2t

O
ok
£
N
>
p
<
1)
o
r
jmm)
o
=
o
w2
@D
=
=

o7 Fom¥E MEH; Xaa = Cys, D-Cys, HomoCys, Pen®o. & o|Fojz o BRE Melya,; dF AASk
Bol A, Xaa " Homo-Ser, W&® Homo-Ser @ 2-w]&lzal WololE]R o]o]7 Fo =Y Mugd,
ol AgE = AL oA, AEA (1), (V), (I-1), (I-2), ¥ (I-3)S x3she=

=
A A FEjoll A, Xaa' = Cys, HomoCys, Pen, @ 2-v]€lwlzo] BoloJE]& o]Fo]7 wORHE A8

o
In
Lo
e
41:

A, 54 AN, Xaa 't W Ser, WHE HomoSer, A& FHlAl, @ Agah D-ofmmo
o]2o7 FozRE AuHct. 9 AAFeelA, Xaa = Homo-Ser—Cl (E]2olE]l2 Aol Xaa & o] &3] B4
o a2 Q&) Clo] AAE7] ) T=E HomoSer A7-A (<A, HomoSer (O-TBDMS)o]t}. tT}E 799l Xaa' =
1WA 4709 &as 23 Xaa ¥ EJQolHZ ARS PAeE AWE Mok, AN Aol Xaa = Xaa 7 E
coHZ A% e WEwE 2 /)2 2t 59 EE 6-9 ABF Aoy, AR H4ol, Xaa = 2-v
gul%2d WolojEolt). AR AAFEIA, Xaa o TIF 2R AFo] ofm i W ofu]i-ito]t},
Q3% A A|E A, Xaa & AspolT).

e VleAE BA oinxat E thE 8hA HolojE|rl T ThE Exlo| AFE uf HEPy = el
olty.  dE B9, ofrxit Se B OE ozt A9 B4 U JtuE YT W viyg"E 5 Q).
Lk, Homo-Ser—Clo] EJQoHE ZAIS T3l Cys T Pend} 2 oluji=jbo] Al 4 1
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[0201]

[0202]

[0203]

[0204]

[0205]

[0206]

[0207]

ZIHSd 10-2025-0043599

WEAT, webA, Beo] ASE uleh gel, X we] A= oAl (A, 94 Xaa' EE 914 Xaa
o) EAsHE, ofvlwit Ex WFE opvlwal, ol |

oJZ A= A2 ofYARE, MG (1), (V), (I-1), (I-2), ¥ (I-3)9] HE=E xgste, £ V=4

Qoo M=o AR AxFE oA, Xaa SGly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp,

Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal, D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F),

0-Me-Tyr, t©}o]3]|== Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap, D-Dap, D-Dab, Bip,

Ala(3,3t}el=ld), nldld-Ala, WaE 2] X 3H Phe, WakE 2] X 3d Trp, WdE 1z X&% His, 3

g2 "9 ol Ak, N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe, 2 A-&3le D-ofm=it @ #gst FajA] X4
1

g dddd. 2o % dole] aFal Wese] 54 AAFHNA, Xaa & FGE

e

_H?A
obmlab H XS wEkE ojmiibolth. 54 AAYEIA, Xaa & Phe (4tBu), D-Lys, N-Me-Lys, Ei
D-N-Me-Lys©]t}.
ol A= AL ofyA|N, A (1), (V), (I-1), (I-2), ¥ (I-3)Y HEHE=E xdsh=, 24 7|&d
olole] FE|=o] AR AAGFE A, Xaa = Glu, oF9Fo]=, Lys, COOH, Gln, Pro, Gly, His, Ala, Ile, Phe,
Arg, Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-
Glu, D-Tyr, D-Phe, D-Lys, Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab,
Agtel SulAl, 2 FSSHE D-ofr| At R o] Rl FoRRE duH),
2ol 7)%d oo FFE P Fo] 54 AA G A, Xaa = Cit, Phe(4-7F2R T oln]i) 2 N-Me-Homo-
Arg®E o]Fojx o gRE MY a; Xaa & Leu, HomoLeu, Nle ® ValZ o]|Fojxd FOo2HE Helw; Xaa
+ Cba, HomoLeu, ¥ CpaZ o]Fojx wo2HE H85 i, Xaa & Tic, Phe(2-7}2X. ), Phe(3-7}2RY),
Phe (4-COOH), Phe(4-OMe), 2 Phe(4tBu)® o] o]zl o 2%E MO I; Xaa = Aic, Gln, Cit, Glu(OMe),
D-His, Tic, Phe(3-COOH), D-Arg, Bip, D-Trp, Phe, D-Phe, D-Val, D-Thr, D-1-Nal, D-2-Nal, Thr, Val® o]
FolH FOoRTHE MUy ; k= Xaa & Proo]t}.
AgA (1), (V), (I-D), (I-2), 2 (I-3)9 HAEE=E X3st=, 2o 79 dol9 =9 5 A
oA, Xaa & Pro7} obuth. AE2 (D), (), (I-1), (1-2), 2 (I-3)¢] FE|=2 s, B 71%d
olole] ME|=o] =5 AAGENA, Xaa &= Pro7} ohT.
ol AgtE = AL ofyA|wk, Aga (1), (V), (I-1), (I-2), ¥ (I-3)¢ HEHE=E X3k, 2ol 7|&d
golol = (), WEl= wFA, Pel= o)A mi= NE= oA oluks]) e 54 ANFENIM, Xaa

= Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab,
Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-Lys, D-Dap, D-Dab, COOH, CONH,, A3t

3 BulAl, ASEhs D-ofv|wal, 9 AFSEE N-vld ojmiito® o] Rojxl ForREH AUt 5A A
FEJol A, Xaa = D-Lys, N-Ne-Lys, Dap, S Dabolth. <1o]e] FE|= o]=kA] ofersle] A% Aa|gkee]A,
Xaa (== et o}n|x=2H) S Cys, HomoCys T+ Peno|t}.

o2 ATEE AL o ANt AL (1), (V), (I-1), (I-2), 2 (I-3)9] FH==2 s, o 71«9
Qolo] e (oA, FE|= A, M= oFa] wi FE| = oA ofehe])e] X AXFEA, Xaa
= opdl =H = zk= 999 olwxAF, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp,
Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-
Lys, D-Dap, D-Dab, COOH, CONH,, A%k Suial, &8k D-ofv|ait, B A58k N-rd ofn|ito s o] %
o}zl FozRE Adwct,

o2 AgE = AL ofyxnk, A2 (1), (V), (I-1), (I-2), ¥ (I-3)9] HAE =& X35, 2 71ed

dolel gE=e] Ay ANFEIA, Xaa = F ob HHE 2= dele) opuedd, Lys, Dlys, Nle-Lys,
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[0208]

[0209]

[0210]

[0211]

[0212]

[0213]

[0214]

[0215]

[0216]

[0217]

[0218]

[0219]

[0220]

[0221]

[0222]

ZIHSd 10-2025-0043599

D-N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, =& D-Orno. & o]Folx F O ZHE XedAr),

o2 AFHE AL ohdXu, AL (D, (D, (I-D), (1-2), 2 (1-3)¢] FE=2 TFsts, Lo 7|%d
gele] = (e, WE= wAl, P ol Eie FE= o)A obwrel)e] AR AAFEelA, Xaa
ol Wak C-2ek Hgne) obrlwil W)E WH opulmatelth. B4 A FElolA, Xaa o thek C-ier 45
ohulete WHE opvlual, XNFHE WFE ofnlwik, R TicE o]Folx TomRE Hew 4

dlol A, Xaa o HF -2k 5] opulal e HFE o]ty

ol AgA (1-4) (49 9% 36)o= AFas, A4 (1-D)9] I AN FeeIA;

Xaa & RAFAY ele] ofmrito] 1;

Xaa = WA S Qdole] ofwlieibol it

Xaa & BAIS Qele] o iite] 1

Xaa = 2-WE- % RololE i WEH HomoSer, A€o =& Homo-Ser-Clo]L;

Xaa = N-Me-Arg, Arg, N-Me-Lys, Phe (4-Fo}yt]x), Phe(4-7}H dolu|x), Cit, Phe(4-NH2), N-Me-Homo-
Arg, Homo-Arg, Tyr @ HisE o]Fo|d o 2HE Aulyw

Xaa & Ser, Gly, Thr Hi= [leo]il; U4 AAFejolA, MG (1-A)7F NE= o] A ohks] 2 AAsh= 7

A ) Xaa = Sero] il
Xaa7% Asp ®E+= D-Aspo]il;
Xaa © Thr., Val, Ile, Leu, hLeu, Nle, @ Val& o]0z Fo2RE Helsy

Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, % N-Me-LeuZ o]Fo]x o 2RE Mega; I A oA,

AqE2 [-A7F GEEA] FE| =S AAIF= Fg, 18d Xaa = Leu, Nle, Cpa, HomoLeu, Aoc, @ N-Me-Leu® o]
Folzl o2 HE AYH

10
Xaa 2 Pen, Cys, D-Cys B+ HomoCys©]iL;

Xaa & HAeAU, Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu),
Bip, Phe(4-COOH), Gly, 3,3-tloldldGly, 3,3 t}olsld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-
diCl), Phe(3,4-diCl), Phe(4-7}2H ), Phe(3-7I2E¥), Phe (2-7}2EY), Tyr(Me), HomoPhe, N-Me-Phe,
N-Me-Tyr, Ser, Sar, t}o]3]|== Trp, Ile, Leu, Arg, Thr, Sar, % Ser® o]Fo|x FOoZFE AMElyi; o
5 ARGl A, MEA (I-A)7F o|FA FHE ofekf) & AAlehe 45, 19H Xaa & F-AA, Trp,
Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly,
3,3-t}olHAdGly, 3,3 theoldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl), Phe(3,4-diCl),
Phe(4-7}2H. ), Phe(3-7}2H ), Phe (2-7}28H), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, Ut
o]s| ==& Trp, Ile, Leu, Arg, & Thr& o]|Fojz #OoZRE Meiy

Xaa = BEAQEAY, doof HkekE ofu]x=Ab, Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, D-Asp, Gla, HE}
-Homo-Glu, &3t D-ofr|x=At, ¥ FuljAR o] Fojxl Fo2RE Mexa; dF HAAFe A, 824 (I-
A7 RAYE dFAE AASE AS, 299 Xaa = FAFAY, deojo] WS ofm =it Glu, D-Glu,

HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, ®|El-Homo-Glu, -338}= D-olnx=Al, @ ZFujA|2 o]Fojxl FozH
B Adexn

AR ANl A, AL (1-)7h WE= SFAE AAskE 39, 2edW Xaa & FAAG dele] ofnw
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[0223]

[0224]

[0225]

[0226]

[0227]

[0228]

[0229]

[0230]

[0231]

[0232]

[0233]

[0234]

[0235]

[0236]

[0237]

[0238]

[0239]

[0240]

[0241]

[0242]

SIE S 10-2025-0043599

01'

13
a4 Xaa & FA3}FaL;

ke
gl

AA RN, DA (T-A)7F B = o] FA] off & A sh= 7

o

)

8w Xaa = 91o]e] opn]wito|1;

1o
1

AN G, MEA (1-A)7F FE = SdZFAE AAehs d9-

vk AAGHA, DA (-7 AE= oA ol g S AAeE A%, 289 Xaa = Zad] fral ofn)
w5 zt= 99 olwwAb, Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab,
Cys, HomoCys, Pen, =¥ D-Orno. 2 o]|Fo|x FOZHE Mu=c),

g AAFE A, ALY (1-0) NEE BFAS AT Xaa & HA e,

o
N

e

dolA AhA (I-B) (NE W35 3N AFes, Ada (1-1)¢] 9 A eolA
Xaa & #A3AY Qele] ofn)wito] s

Xaa & FASAL gele] ofv]mibe];

Xaa & AE AL el ofu] ko]

Xaa 2-HEdl ZYd WoloE] = HEFE HomoSer, AEA 0 =& Homo-Ser—-Clo]aL;
Xaa = N-Me-Argo] aL

7

i

Xaa & Ser, Gly, Thr, Hi= Tleola; A% AAFefols, Ad4 (1-B)7h HEIS oA ol S A A3}

o e Xaa e Sero]i

Xaa & Asp BE+= D-Aspo]iL;

Xaa & Thr, Val, Ile, Leu, hLeu % Nle® o]Fojzl o R4 ¥ Melw

Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, 2 N-Me-Leu® o] 5]zl o @HE Ay 1
Xaam% Pen, Cys, D-Cys HE3+ HomoCys©] il

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-ttolslldGly, 3,3 tholsld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}21d), Phe(3-7}25 ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
=2 Trp, Ile, Leu, Ser, Arg, Thr, Sar, Ser @ 9o g5 Wk ofujit 2 A-3-3F= D-ofu| A=
o|Folzl woRRE MEEIL; dF AASEHAA, AE2 (I-B)7} FE= oA o9& AAete B9, 1
oW Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu), Bip,
Phe(4-COOH), Gly, 3,3-tlol#dGly, 3,3 tholdld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2X ), Phe(3-7}F2H. ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, t}o]3|== Trp,
Ile, Leu, Ser, Arg, Thr, Sar, ¥ SerZ o]Fojx Foz2HE AMEx 1

Xaa = 9)ole] WFEFE obuwAb, Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, WlEb-Homo-Glu, +-g-ah=
D-opm| =ik gl FHiA R o] Fol X o mEE HEYH 1

13 _
Xaa < H-A3}kaL;

AR AN FEe A, AHA (1-B)7F AEE SFAS AAeks 49, 12w Xaa = 90]9] opn]wito];

-z
ol

o2 Aol A, MDA (I-B)7} M= oA olehel 2 AN &k 4%, 12 Xaa = Lys, D-Lys, N-Me-
Lys, D-N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, ¥+ D-Ornl = o|Fojzl
czyE Augn.

i
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[0243]

[0244]

[0245]

[0246]

[0247]

[0248]

[0249]

[0250]

[0252]

[0253]

[0254]

[0255]

[0256]

[0257]

[0258]

[0259]

[0260]

[0261]

[0262]

[0263]

[0264]

[0265]

SIHE3] 10-2025-0043599
BN MDA (1-0) (1D A3 38)2 AFeE, AD4 (I-D9] I A gejoA,
Xaa & RAFAY ele] ofnlito] 1;
Xaa & AL Qele] o wabe]w;

Xaa & R 37t} qlele] ofv]igboliL;

E

Xaa o-HEulzd ToloE] = M EH HomoSer, AEZ S 2 Homo-Ser-Clo]aL;
Xaa = N-Me-Argo] it ;

Xaa & Ser, Gly, Thr, 3= Ileolal; A% AAFe|olA, AG4 (1-0)7F HE= o] FA| ol A Ash=

onl

A ) Xaa & Sero]aL

7
Xaa 2 Asp =+ D-Aspo]iL;

“Xaa & Thr, Val, Ile, Leu, hLeu ¥ Nle®Z o]Fojx #oZHE AMEF 1,
Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, = N-Me-Leu® o] Fo|% O ZHE ABiE 1,
Xaaw% Pen, Cys, D-Cys ¥+ HomoCys©] il

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COON), Gly, 3,3-tdelsldGly, 3,3 dholsld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2R ), Phe(3-7}F2X ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Sar, Ct}o]3|==
Trp, Ile, Leu, Ser, Arg, Thr, Sar, @ Ser® o|Fo]jz F+OoZHE My i; E=

Xaa~ 9lele] W= ol =4k, Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, W El-Homo-Glu, *8-3F=
D-obul il ¥ FujA R o] Folxl ForE Mus

Xaa & FAFAL el opulsestolm; the AAFelelA, AL4 (1-07F REl= o|FA] obetslg A Ashe
A%, 1% Xaa & FAISIAL;

AR AN FHAA, AL (1-07F HE= B ol ANshe 49, 129 Xaa = Pele] opvieito]

=
s

the AAgFHl A, AL (1-0)7F PE= olFA] oha gl & ANSE 4%, TelW Xaa = Lys, Dlys, N-lle-
Lys, D-N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, ¥+ D-Orn®& o]Fo|zl o

=4 ANFEOA, AGA (1-0)% NE = dFAS AL Xaa & FATCE
BolA AGA (I-D) (ND W% 39)2 AFEs, Ad4 (I-D9] o AN Fe|olA],
Xaa & HASAL Qele] ofn]wite] 1
Xaa &= FA s Qlele] obwlweato] i
Xaa & H-ASAL QJele] ofn]wito] 1

Xaa = 2- wEmlzYd wolojE] = WP H HomoSer, AEA 02 Homo-Ser-Clo]al;
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[0266]

[0267]

[0268]

[0269]

[0270]

[0271]

[0272]

[0273]

[0274]

[0275]

[0276]

[0277]

[0278]

[0279]

[0280]

[0281]

[0282]

[0283]

[0284]

[0285]

[0286]

[0287]

[0288]

ZIE S 10-2025-0043599

Xaa = N-Me-Argo] it ;
Xaa & Sero|aL;
7
Xaa & Asp T+ D-Aspo]il;
Xaa Thr T+ Valo]al;
Xaagl& Leu, Nle, Cpa, Cba, HomoLeu, Aoc, @ N-Me-LeuZ ©o]Fo|d Fo2XHE Mg,
Xaa & Pen, Cys, D-Cys %3+= HomoCys®]il;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-treo]l#HdGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2E ), Phe(3-7}21 ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
T2 Trp, Ile, Leu, Ser, Arg, Thr, Sar, ¥ Ser® o]Fojx Fo2YHE MElyw

12
Xaa +
A

FEAQSFAY, Ao whakE olu|w=Ab Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, ® €}-Homo-
Glu, o]'%

Sk D-obv] At B AR o] Folxl o v Ry ey
13 _
Xaa & F-Ajstar;

Q3 AR A, AHA (I-D)7} ME= Sea2 AN e A9, 12w Xaa = olo] ofulwito]i; The
ANGEAA, HLEA (1-D)7} BE= oA oS A sl A9, 12w Xaa = Lys, D-Lys, N-Me-Lys,
D—N—Me—Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, T+ D-Orn® o]Fo]zl O ZXE

2o L2 (I-E) (MY HE 4002 AdF5He, AE2 (I-DY 9 AR Sl A,
Xaa & FASHAY qlle] opulweato] 1

Xaa' = FAS AL Qo] ofu] - abo] 31

Xaa & F-AE AL Qe]e] ofuwabo]iL;

Xaa' = 2-welwlzd Foloj¥] T W3 E HomoSer, AEA S =2 Homo-Ser-Clo]iL
Xaa N-Me-Argo] it ;

Xaa & Sero]iL;

Xaa & Asp = D-Aspo] i

Xaa & Thr ¥3= Valo]x

Xaa Leu, Nle, Cpa, Cba, HomoLeu, Aoc, @ N-Me-LeuZ ©o]Fo|H F#ozHEH MElg i,
Xaaw% Pen, Cys, D-Cys X3+ HomoCys®] il

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-thel#lldGly, 3,3 thel#ld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}21 ), Phe(3-7F21U), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, tlo]3]
== Trp, Ile, Leu, Ser, Arg, Thr, Sar, @ Ser® o]Fojxl o 2HE My 1

Xaa = BAEAL, lole] wakE ofwwab, Glu, D-Glu, 2 WEFHomo-Glum o] o]zl o RE] Aes]
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[0289]

[0290]

[0291]

[0292]

[0293]

[0294]

[0295]

[0296]

[0297]

[0298]

[0299]

[0300]

[0301]

[0302]

[0303]

[0304]

[0305]

[0306]

[0307]

[0308]

[0309]

[0310]

[0311]

SIHE S 10-2025-0043599

Xaa <& F-Ajsta;

05 ANFEAA, AR (-D)7F W= dFAE ANSHE 39, 22 Xaa = Pl obnlite] n; the
AA gl A, MDA (1-B)7F WEE oA obeb9lE AN sk 2%, 2849 Xaa = Lys, D-Lys, N-Me-Lys,

D-N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, H+ D-Orn® & o]Fo|zl F#o =i
ERERICS

BeoA HAA (1F) (9 ME 42 25 A4 (1-1)9] o A Fe]A |
Xaa & $AAL QJele] ofvluibe] i
Xaa = BASAY Qele] ofu]wito] 3
Xaa & HA AL} ele]e] ofuwAbo] 1

Xaa4T‘E 2-mEwlZd HolojE] &=

E

&% HomoSer, A e# © 2 Homo-Ser-Clo]iL;
XaasE N-Me-Argo] aL;
Xaa & Sero]aL
Xaa & Asp ®E+= D-Aspo]il;
Xaa & Thr == Val o]al
Xaa = Leu©]iL;
10
Xaa & Pen, Cys, D-Cys T+ HomoCys©o]iL

Xaall% Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-thel#ldGly, 3,3 ve]#ld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2H ), Phe(3-7F21 ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}ho]3]
=2 Trp, Ile, Leu, Ser, Arg, Thr, Sar, % Ser & o]FojA FoZHE HMelgy

Xaa £ ele] WEE ofunb, Glu, D-Glu, WE-Homo-Glu, -S8He D-ofuliil @ EujA2 o]Fold o
ZRE My a;

13 B
Xaa & H-A|s}aL;

14

A% AAGEel A, AL (1-F)7F BEE S2AS AAsks 49, TeW Xaa = 9] of]iibol; A%

[e)
o
ANFEAA, AL (I-F)7h BEI= o] FA) olarglg Ak 2%, 1elW Xaa = Lys, D-lys, N-de-Lys,

D-N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, X+ D-OrnZ o|Fo3 o 2 H-F

=4 AAFHolA, Xaa = Lys, D-Lys, N-Me-Lys, D-N-Me-Lys® o]Fo]7 o 2HE Mg},
ol LA (I-6) (ME WZ 42)2 A¥=, A9 (I-D9] o AAFE]ellA,

Xaal—ﬁ— BASAL Qo] ofulato]i;

Xaa & BAIsFAY Q9o o}m|w-Ato]ar

Xaas—fi— BASAL Qoo ofulato]i;

Xaa = 2-WlEm 2 wololE] wi WMEF HomoSer, AE A 02 Homo-Ser—Cl o]
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[0312]

[0313]

[0314]

[0315]

[0316]

[0317]

[0318]

[0319]

[0320]

[0321]

[0322]

[0323]

[0324]

[0325]

[0326]

[0327]

[0328]

[0329]

[0330]

[0331]

[0332]

[0333]

[0334]

ZIHSd 10-2025-0043599

Xaa = N-Me- Argo]aL;
Xaa & Sero|aL;
7
Xaa & Asp T+ D-Aspo]il;
Xaa Thr T+ Valo]al;
Xaa = Leuo]aL;
Xaa & Pen, Cys, D-Cys %3+= HomoCys®]il;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-treo]l#HdGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2EH), Phe(3-7}21 ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
=2 Trp, Ile, Leu, Ser, Arg, Thr, Sar, ¥ Ser® o]Fojx o 2YHE MEly

Xaa = 9lele] WakE olu=al, Glu, D-Glu, 2 WEl-Homo-Glu® ©]o]7 FO =R E el ;

13 _
Xaa & HF-A3}a;

O

15 AN FH A, ADA -7 REE A E AAEE 4, e Xaa = Q9] opulwitel; thE

Gefoll A, MEA 1-G7F HE = o]&HA o9& A Ast= AHF-, 289 Xaa = Lys, D-Lys, N-Me-Lys, D-

N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, =¥ D-Orn® o]Fojz o zRE A
a5 )
1 .

AP

AN FENIA, Xaa = D-Lys, NMe-Lys, @ D-N-Me-Lys® o] o]z o 2HE M),

o
o

oA AEA (I-H) (ME 13 43)0=2 AFHE, AG4 (I-1)9 o AAIFE A,
Xaa & HASAL Qele] ofn]i-ito] 1
Xaa & HASAL gele] ofu] ko] ar;
Xaa & FASAL Qlele] opulmato] i
Xaa = 2-wEwlzd HolojE] = WHEHE HomoSer, AEZ o2 Homo-Ser-Clo]iL;
Xaa = N-Me-Argo] aL
Xaa & Sero]aL;
Xaa & Aspo] L
Xaa & Thr = Valo]i;
XaagE Leuo] 1L

—

10
Xaa & Pen, Cys, D-Cys B+ HomoCys©]iL;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-t}el¥ldGly, 3,3 tholdld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}28. ), Phe(3-7}2H ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
=2 Trp, Ile, Leu, Ser, Arg, Thr, Sar, % Ser® o]Fo|F F#oZHEH Melga,;
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[0335]

[0336]

[0337]

[0338]

[0339]

[0340]

[0341]

[0342]

[0343]

[0344]

[0345]

[0346]

[0347]

[0348]

[0349]

[0350]

[0351]

[0352]

[0353]

[0354]

[0355]

ZIHSd 10-2025-0043599

Xaa = 9l9]o] WaFE oflu]wal. Glu, D-Glu, 2 WE-Homo-GluZ o] Fo]7 o @3 E Melw;

13

Xaa < F-A|3staL;

AR AAFHAN, AL H7F FE= @eAE ANGE A5, 2eW Xaa £ Pl opvlwetolw: A

ANGEAN, AL T FEET} oA ol A B A ASE A9, 1elW Xaa = D-Lys, NMeLys, @ D-
Me-Lys® ©]Fo]x o 2HEl Hdelgr)

B A2 (I-1) (MY HE 44) 02 AFHE, AEA (I-1)Y oA A A,
Xaa & H-AJaAL Qlele] o wabo]ar;
Xaa & HASAL Qele] ofu] ko] ar;
Xaa & RAFAY ele] ofmlrito] 1;
Xaa = 2-wEwlzd RolojE] = W E HomoSer, AEZ o 2 Homo-Ser-Clo]iL;
Xaa = N-Me-Argo] it ;
Xaa & Sero|aL;
7
Xaa & Asp T+ D-Aspo]il;
8
Xaa 2 Thr T+ Valo]al;
9
Xaa = Leu©]L;
Xaam% Pen, Cys, D-Cys %+ HomoCys©]aL;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-tte]l#sldGly, 3,3 thol#lld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2X5 ), Phe(3-7}2EY), Tyr(Me), 2 HomoPhe® o]Fojz o2 RE HElw l;

Xaa & 9lo]e] WaE obuAt, Glu, D-Glu, 2 ¥E-Homo-Glu® o] 507 ToR¥E Mes

13 _
Xaa & HF-A3}a;

AR AAFEAN, AL I-lo] HEI= DS ANSE FE, 2W Xaa = gl opvesto]
AAGEAA, AL T-1 FE=7F o] FA] ol s A4

Me-Lys2 o]Fo|x FozHE AdFr),

ol

al
Ao #]W Xaa = D-Lys, N-Me-Lys, 2 D-N-

r
rr

A (D, (), (-, (I-2), (I-8), (1), =& elel (-0, (B), (-0, (D), (I-B), (I-F), (I-
G, (I-H), % (I-D)¢] 54 AN el A, Xaa = L3 Bpa, Phe(3-Me), Phe(2-Ne), Phe(2-CF3), ¥ B-Me-
Phedd 4= St

QA (D, (), (1-D), (1-2), (1-3), () ®& 4ele] (1-4), (1-B), (1-0), (I-D), (I-8), (I-F), (I-6),
(I-), 2 (I-D¢] 54 AAGehol A, Xaa = EF N-Me-Glu, N-Me-Asp, EE Ssh-H-Gludd & o},

AL (D, (), (-, (I-2), (1-8), (1), =& elel (-0, (B), (-0, (D), (I-B), (I-F), (I-
G, (D, 2 (I-De 54 AAFdelA, ez, Be=sk oAl 3%, Xaa = Lys, D-Lys, N-Me-Lys,
D-N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, =¥ D-OrnZ o]Fojzl #+O ZXE

eE

e wy, tE AN, Xaa = D-Lys, NMe-Lys, 2 D-N-Me-Lys 22 e},
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[0356]

[0357]

[0358]

[0359]

[0360]

[0361]

[0362]

[0363]

[0364]

[0365]

[0366]

[0367]

[0368]

[0369]

[0370]

[0371]

[0372]

3IHSd 10-2025-0043599

A (1-D9] o AAFHONA, Xaa & FASAL, EE Xaa & ele] o] eito]

2 2

Xaa & FAEAY, T Xaa = 999 olu=Ato]a;
3 3

Xaa & BAet AL, = Xaa & 999 ofn=Alo]a;

4 - 10 .
Xaa = opv]i=ql, AW b, AgS AF, e 1 B 2] 945 2 HE 2l Xaa ¥ EAHZ A%

rr
|\

Xaas—‘:— N(<3})-Me-Arg, Arg, HomoArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym, 4-Guan, Cit, Cav, N-Me-Lys,
Phe(4-Fo}Yt]x), Phe(4-7}28}E YA o}n|-) | Phe(4-NH,), N-Me-HomoArg, Tyr, His, ® A3t HuijA] X3k

2 o]Folxl FOo R Mulsal;
Xaa & Ser, Gly, Thr, Ile, @ Aga Euja A= o]Fo]x FORRE Melw;
Xaa7% Asp, N-Me-Asp, Asp(OMe), D-Asp, & AH3tsl FujA] XA 2 o] Fo Lo 2HE Mely i,

Xaag% Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met,

HomoLeu, Nle, @ N-Me-Thr& Z&3s= N-w|g olujiloz o]Fojzl FoZRE MeAy]qr;

Xaa = Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu, n-%¥ Ala, n-#1€ Ala, n-34 Ala,

Nle, AlE259-Ala, Cpa, Aoc, N-Me-Leu, 2 A3t TujA] XA Z o]FoJx FOoZHEH MElxar,
Xaa & Cys, N-Me-Cys, D-Cys, HCys, Pen, D-Pen, ¥ Pen(=0)o.2 o]FojZ O 2HE AEly 1,

Xaa & HAeAY, Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu),
Bip, Phe(4-COOH), Gly, 3,3-t}el#HdGly, 3,3 thel#Hld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-
diCl), Phe(3,4-diCl), Phe(4-7}28), Phe(3-7}2X. ), Phe (2-7}2X ), Tyr(Me), HomoPhe, N-Me-Phe,
N-Me-Tyr, Ser, Sar, tie]d|== Trp, Ile, Leu, Ser, Arg, Thr, Sar, ¥ Ser, W&= oju|x=il, Xghel Wk
= olv]:=2F, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro,
Phe, Sar, 1-Nal, 2-Nal, D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F), O-Me-Tyr, t}o]3]==-Trp, Dap,
Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3ttels|d), H]zld-Ala, W=
g X2¥ Phe, W3FH g X2 Trp, BFH g A3 His, FEl2 B3I ofm| ik, N-Me-Lys, N-Me-
Lys(Ac), 4-Me-Phe, Phe(4tBu), Phe(4-OMe), Phe(4-COOH), Phe(2-7}21. %), Phe(3-7}2H. %), Phe(CF3),
Phe(2,4-diCl), Phe(3,4-diCl), Aic, N-Me-Tyr, N-Me-Phe, Tic, Phe(4CF3), Bpa, Phe(3-Me), Phe(2-Me),
Phe(2-CF3), B-Me-Phe, B &3t= D-ofv|=At 9 A3t FujA] XA Z o] Fo|x Lo 2HEH Y E L,

Xaa = BEASIAY s olulnt X3H WEE oluli:=2b ) Glu, D-Glu, HomoGlu, WlEF-Homo-Glu, Asp, D-
HomoGlu, o}wfo]=, Lys, COOH, CONH,, Gln, Pro, Gly, His, Ala, Ile, Phe, Arg, Leu, Val, Tyr, Trp, Met,
Gla, Ser, Asn, D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Phe, D-Lys, Dap,

Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, D-His, F(4-COOH), Tic, D-Trp,
D-Leu, D-Arg, D-Thr, N-Me-Glu, N-Me-Asp, <u-H-Glu, #g3s Sujal, @ A-ah D-opwmito @ o]Foixl
TOoRRE HdeE

Xaa & HASAY Qlele] ofm] ko] L

Xaa = FASAL Qlele] ofn]witoelt},

the AAFHAA, Xaa & FASAL Aol opulito] 1,

Xaa & HABAL QJele] opvleito]

Xaa & F-AS AL ¢lele] o} bl

H
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[0373]

[0374]

[0375]

[0376]

[0377]

[0378]

[0379]

[0380]

[0381]

[0382]

[0383]

[0384]

[0385]

[0386]

[0387]

[0388]

[0389]

[0390]

[0391]

[0392]

[0393]

[0394]

[0395]

ZIHSd 10-2025-0043599

Xaa & 2-og-w%9 mololE] mi Wa¥ HomoSer, &% O 2 Homo-Ser-Cl0]

XaaSE N-Me-Arg, Arg, N-Me-Lys, Phe (4-Fro}Ut]x), Phe(4-7}H. do}v|x), Cit, Phe(4-NH2), N-Me-Homo-Arg,
Homo-Arg, Tyr ¥ His® o]Fojx F#o 25 E Helx

Xaa & Ser, Gly, Thr T=%x Ileo]al;

Xaa & Asp = D-Aspo]iL;

Xaa & Thr, Val, Ile, Leu, hLeu, Nle, 2 Val& o]%o]d o 23RE HuiEi;

Xaa = Leu, Nle, Cpa, Cha, HomoLeu, Aoc, @ N-Me-Leu® o] o]zl #O 2] Mels 1
Xaa & Pen, Cys, D-Cys ¥+ HomoCys®]iL;

Xaan% FEA3FAY, Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu),
Bip, Phe(4-COOH), Gly, 3,3-t}e]#HldGly, 3,3 thel#Hld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-
diCl), Phe(3,4-diCl), Phe(4-7}2R ), Phe(3-7}2X ), Phe (2-7}2® ), Tyr(Me), HomoPhe, N-Me-Phe,
N-Me-Tyr, Ser, Sar, Tt}o|d|== Trp, lle, Leu, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B
-Me-Phe, % Ser® o]FoJxl FORHE MEYEIL

Xaa = BAatAL, lele] wrgkE olw x4k, Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, D-Asp, Gla, ®|E}
-Homo—Glu, N-Me-Glu, N-Me-Asp, <¢3-H-Glu, A3l D-oln|xAk, 2 FHIAZ o] Fo|R Lo RHE Ay

al,

Xaa & HABAL Qo] o] tbo];

Xaa = 9ele] ofmiibolrt,

EERRREEER

Xaa & FAISAY el obn]wake] au;

Xaa &= RASAL Qlele ofm]iite] s

Xaa & FAISAY gle]e] obn]wake] ar;

Xaa' = 2-wellzd Holoj¥] = W3 E HomoSer, AEA S =2 Homo-Ser-Clo]iL
Xaa5E N-Me-Argo] aL;

Xaa' & Ser, Gly, Thr, B [leo]i

Xaa & Asp T+ D-Aspolal;

Xaa & Thr, Val, Ile, Leu, hleu 2 Nle® o]Fo]d Fo2¥XE Hu;

Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, & N-Me-LeuZ ©o]Fo|d Fo2HE Aely;
Xaaw% Pen, Cys, D-Cys HE+ HomoCys©] il

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-thel#lldGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}21d), Phe(3-7}25 ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
== Trp, lle, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, Ser % <l¢]
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[0396]

[0397]

[0398]

[0399]

[0400]

[0401]

[0402]

[0403]

[0404]

[0405]

[0406]

[0407]

[0408]

[0409]

[0410]

[0411]

[0412]

[0413]

[0414]

[0415]

[0416]

[0417]

[0418]

[0419]

[0420]

ZIHSd 10-2025-0043599

lo
N
et
it
oL
0%t
Y
(o]
o
=
br

>
e,

&k D-oprato . o] fo|3l o RE e

Xaa & Y99 W= olnx=Ak, Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, HlE}-Homo-Glu, N-Me-

Glu, N-Me-Asp, ¥3-H-Glu, &-&3}= D-olv| =4t B THIAR o|Fojx Fo=RRE e,

Xaa = 9]¢ oju=Ato]t},
ohE AAFEf A,

Xaa & BASAY ele] olnx-Ako] T ;

XaaZE BAEAL @lole] ofm|wAto]ar;

Xaag% BAsAY Qoo ofuw=Ato];

Xaa = 2-MEWl£Y ®ololE] i WA HomoSer, A€M 2 Homo-Ser-Clo]IL;
Xaa = N-Me-Argo] i;

Xaa & Ser, Gly, Thr, T [1eo]L;

Xaa & Asp HEE D-Aspo] IL;

Xaa & Thr, Val, Ile, Leu, hLeu 2 Nle@Z o]0l Fozm

i)
rx
)
)
=

Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, ¥ N-Me-LeuZ ©]FojF o =HE AExal;
10
Xaa & Pen, Cys, D-Cys T+ HomoCys©]iL;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-trel#HdGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2X ), Phe(3-7}F2H. ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Sar, t}o]3|==
Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, @ Ser® o]0zl
TOoRFEYH HdEE i

Xaa & 9lel¢] WaE olu]weat, Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, ¥Iel-Homo-Glu, N-Me-
Glu, N-Me-Asp, &3t-H-Glu, F&3k= D-obv=At B FujA= o] Fof7l Lo wy B deya;

Xaa & HAAL QJele] ol wbo]u;

Xaa = Jele] ofwleatolr),

ohe A Feel A

Xaa & HASAL 9lele] opv]imibe] u;

Xaa & FAFAY Fele] ofvlrito] ;

Xaa' & H-AS AL Qlele] ofn] ko] L

4 .
Xaa &= 2-HE@wlzd Rolojg Tt W3 E HomoSer, A ElZ

o

= Homo-Ser-Cle]aL;
Xaaaf‘c— N-Me-Argo] it ;

6
Xaa 2 Sero|il;
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[0421]

[0422]

[0423]

[0424]

[0425]

[0426]

[0427]

[0428]

[0429]

[0430]

[0431]

[0432]

[0433]

[0434]

[0435]

[0436]

[0437]

[0438]

[0439]

[0440]

[0441]

[0442]

ZIHSd 10-2025-0043599

Xaa7% Asp HE+= D-Aspo]il;

Xaa & Thr Ei= Valo]at;

Xaa = Leu, Nle, Cpa, Cba, HomoLeu, Aoc, % N-Me-Leu® o]Fojz o z2HE A% il;
Xaa & Pen, Cys, D-Cys H+= HomoCys®]3il;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3), Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-treo]l#HdGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2X ), Phe(3-7}2 R ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
Z== Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, @ Ser@ o©]
Fojzl o2 RE AYE i,

Xaa = A ALY, deoleo] whak= ofu| Ak Glu, D-Glu, HomoGlu, Asp, D-Asp, D-HomoGlu, Gla, ®|E}-Homo-
Glu, N-Me-Glu, N-Me-Asp, SFob-H-Glu, A-Sah Dol il 2 Zujz] 2 o] Fojd Fo 23 E Muls

Xaa & ele] obn]witolt},

o2 A FEfel A

Xaa & RAFAY ele] ofnlrito] 1

Xaa & RABAL Qele] opvlweito]

Xaa & RAFAY Qele] ofnlrito] 1

Xaa = 2-vEulze] ®ololE] mi Wald HomoSer, e O 2 Homo-Ser-Cl0];
Xaa = N-Me-Argo] L

Xaa & Sero]ii;

Xaa & Asp HE3= D-Aspe]iL

Xaa Thr =% Valo|al;

Xaagl“c Leu, Nle, Cpa, Cba, HomoLeu, Aoc, @ N-Me-LeuZ ©o]Fo|d o 2HE Melga;
Xaa & Pen, Cys, D-Cys %= HomoCys©]3i;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-thelsldGly, 3,3 tholsld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}28.d), Phe(3-7}2H ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
== Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, @ Ser® o]
Fojx Fo2HE AeE 1

Xaa = FASAY, dele] WS ofulwik, Glu, D-Glu, WE-Homo-Glu, N-Ne-Glu, N-Me-Asp, <oh-H-Glu
o]0zl FoRNE ME i

13 ~
Xaa = H-A3tar;
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[0443]

[0445]

[0446]

[0447]

[0448]

[0449]

[0450]

[0451]

[0452]

[0453]

[0454]

[0455]

[0456]

[0457]

[0458]

[0459]

[0460]

[0461]

[0462]

[0463]

[0464]

[0465]

[0466]

[0467]

[0468]

ZIHSd 10-2025-0043599

Xaa = 9le]e] o}u] = Ako] T},

*THE A e ol A
Xaa & BASEAL Qlole] ofm|Alo]ar;
Xaa BASEAY €199 o}mxAto]a;
Xaa & PAFAL Aele] ofnwite] i;
Xaa & 2-WlE M2 ®olole] i WFH HomoSer, M¥H 02 Homo-Ser-Cleo]il;
Xaa = N-Me-Argo]aL;
Xaa & Sero]aL;
Xaa & Asp & D-Aspelil;

8
Xaa & Thr T+ Valo|il;

9
Xaa = Leu©|1L;
Xaa < Pen, Cys, D-Cys B HomoCys©]il;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-thol#ldGly, 3,3 tiolsld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}21H ), Phe(3-7F21 ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
=2 Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, ¥ SerZ o]
Folzl ToztE e

Xaa = 9lele] WS obu]nAb Glu, D-Glu, WIE-Homo-Glu, N-Me-Glu, N-Me-Asp, ZT-H-Glu, <8k D-o}
Uagh B FH AR o] Fo)3] o R Adesar;

13 _
Xaa < HFA)5ta;

4

= o] opmmiteltt,

THE A Gl A

1
Xaa

Xaa & BABAL 919l ofn]wmato]r;

Xaa' = BAE AL Qlo]e] ofuwabo]iL;

Xaa & BABAL 919l ofn]wato]r;

Xaa'= 2-W€wl 2] mololE] i WEE HomoSer, A4S 2 Homo-Ser-Cl0]1L;
Xaa &= N-Me-Arge] it ;

Xaaﬁ% Sero]aL;

Xaa' & Asp T D-Aspo] iL;

8
Xaa & Thr =& Valo|aL;
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[0469]

[0470]

[0471]

[0472]

[0473]

[0474]

[0475]

[0476]

[0477]

[0478]

[0479]

[0480]

[0481]

[0482]

[0483]

[0484]

[0485]

[0486]

[0487]

[0488]

[0489]

[0490]

[0491]

ZIHSd 10-2025-0043599

9
Xaa + Leu®]aL;

10 S - .
Xaa 2 Pen, Cys, D-Cys T+ HomoCys©]iL;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-tre]l#HdGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2HE ), Phe(3-7}21X ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
Z== Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, @ Ser@ o©]
Fol FOoRRE MEE;

Xaa & 999 W= ofbu| =4t Glu, D-Glu, N-Me-Glu, N-Me-Asp, <3-H-Glu, 2 ®|E}-Homo-GluZ o]Fo|Z

Xaa = glole] ofu]iatolt},

the A EeA

Xaa & B AY Qoo ofmw=Ato];
XaaZE BAEAL o] o}n|Alo]ar;
Xaa & B AY Qoo ofm=Ato];
Xaa4E 2-vlEwl 2] Bojofd] Hi= W HomoSer, 41®1%4S.2 Homo-Ser—Clo]aL;
Xaa = N-Me-Argo] i;

Xaa & Sero]aL;

Xaa & Aspo]aL;

Xaa & Thr B3 Valo]l;

Xaa = Leuo]aL;

Xaa & Pen, Cys, D-Cys %3 HomoCyso]iL;

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-treo]l#HdGly, 3,3 theldld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2EH), Phe(3-7}2X ), Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, t}o]3]
== Trp, Ile, Leu, Ser, Arg, Thr, Sar, Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-Me-Phe, @ SerZ o]
FoH FoRHE MEEa;

Xaa & 99l W& oAb, Glu, D-Glu, N-Me-Glu, N-Me-Asp, %3-H-Glu, % WE}-Homo-Glu® o] Fo|%l

Xaa & BA|E}IL;
Xaa & ele] obn]ritolr},
EERRREEEE

Xaa & BAEAY glele] ofwliato]L;
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[0492]

[0493]

[0494]

[0495]

[0496]

[0497]

[0498]

[0499]

[0500]

[0501]

[0502]

[0503]

[0504]

[0505]

[0506]

[0507]

[0508]

[0509]

[0510]
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Xaa = AL ol ofvito)a;

Xaa & FAEAAY qlle] ol eato] 1;

Xaa' = 2-vEll %] WololE] Wi W& HomoSer, A¥% S % Homo-Ser-Clo]al;
Xaa = N-Me-Argo] i ;

Xaa 2 Sero]it;

Xaa & Asp H+ D-Aspo]il;

Xaa & Thr L Valo]i;

Xaa & Leuo] 3L

Xaa & Pen, Cys, D-Cys =+ HomoCyso]il

Xaa & Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe (4-CH3). Phe (4-tBu), Bip, Phe(4-
COOH), Gly, 3,3-tolsdGly, 3,3 tholsld Ala, Tic, b-Homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-7}2XE), Phe(3-7}2RE), Tyr(Me), Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), B-
Me-Phe, ¥ HomoPheZ o]Fo7 o RHE Melxxn

Xaa & <1919 W& ofu]wA, Glu, D-Glu, N-Ne-Glu, N-Ne-Asp, sh-H-Glu, % #E}-Homo-GluZ o] Fo}z)
WORNE Adus i
[e)

13 _
Xaa < H-Asta;

Xaa = 9ele] ofmliatolrt,

o AFHE AL kA, ALY (1) ((-)-(1-D), (-1, (I-2) % (I-3) ) E& A4 (Ve A
HES sk, B4l %8, 9 AYE (AU, FES BFA, = AUS oA Ex oo ofg

ol2 AgEE e ofAuk, A (D) ((I-A)-(I1-1), (I-1), (I-2) B (I-3) & AL4 (V) £3H)e| A
Bes ¥xdtete, Bdel 7isd, 99 HE= (ddd, FE= oF A, Be JEHE o|FA e o9 oftt
e G AAgH A, HE=e] -2 opdslert.

o|2 AFE = AL oA, AdA (1) (I-A)-(I-1), (I-1), (I-2) 2 (I-3) F=&= Ag4 (V) £3H9|
Beg ¥x3tete, Bdel 7isd, 99 HE= (dxdd, FE= oF A, Be JEHE oFA e o9 oftt

)9 QR AAFHANA, Xaa EE B opueabe fe) obule EFIA

oz APEE AL AW, AN (1) ((1-)-(1-D), (-1, (1-2) D (1-3) E= 4G4 () £3He] 7
HEE sk, B /1ed, 9ol PEs (A, PElS WA, Ei PEE o|FA] Ei= o]9] ofwt
Sl AR ANl A, Xaa”‘ T U NH, EE OIS Ed@TH 5 AAGEClA, Xa

se e ohlAR, Ad4 (D (I-)-U-D, (I-D, (1-2) 2 (1-3) =& A9
=g mgehe, B4 JgE, ool Wel= (A, W= G, B PE s o) wi
AAFHeIA, WE= depAe] e ofnliete] f) obwle, oA, opAY /% Pt

o= AgHE AL oA, AAA (1) (I-)-(1-D, (I-D), (1-2) 2 (1-3) £ == A4 ()] A
FEE T LAl 1R, Gelel s Clad, AEs @9, B A gl £ ol ok
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[0511]

[0512]

[0513]

[0514]

[0515]

[0516]

[0517]

[0518]
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w54 ANGHelA, Xaa = 2-vdulze] RololElo]:, Xaa & Penolth. 574 AAFHIA, Xaa
- 10
+= Homo-Ser-Clo]iZ, Xaa 2 Cys, D-Cys, ¥+ HomoCys©|t}.
o oy, Ada (1) (1-A)-(I1-1), (I-1), (1-2) 2 (1-3) ¥£3) m= Ad4 (V)] =

=g mget, B0 /€9, A9 A (A, B G, B P o]FA EE o] ofnt
el gy AAFE oA, Xaa, Xaa, Xaa, Xaa, Xaa, Xaa, Xaa, Xaa , Xaam, Xaa & o XaaMﬂ Zolx &
= N(g3h)meastec,
AR Ao, ELdd 7Ed doe FEE= (AT, HAE= dEgA] = JEE= oA e o9
obgke)ell A, ool Xaa'-Xaa, 2 Xaa -Xaa = o}AsHETI. o2 So], AR F9o], 9A Xaa Xaa, 2
Xaa —Xaa oI 3} ool 2rE 2- me—Eﬂ%-Er_%
sa oy ghed g, 2 8oy, ErZeo
OMlE*P A-FFRMEL, 4-5FQ ?Lﬁﬂé oFHEZY, 3-3id
HAa, 9 2REHENoR ofFolzl FoRREH Muui: ofds f7] SR ojdstuct. U¥ A,
PEG (oA, PEG4-PEG13)+= o} s} ol AFo]M 2 Al&HT),

l K
i<y
o
2
__TE‘
m
kv
Q.
I
fru
<
&
o)
S
iy
I
1
i
b=

=4 AAFEA, AA4 (1) ((1-A)-(1-D), (I-1), (1-2) 2 (1-3) ®3h), == A2 (1) E= Ad2
(V) = AR (D2 EAEE AHE gk w£x A6 o2k ofeks], Ei Relo] /148 deje] the
e =) N-Tee D2 (1), (1-A), (1-B) 2 (1-0) EE P2 (VoA Xaa, Xaa, 2 Xaa 0.2 FAH=

sboh e, 104 370e] AFE sl o8 MPE gk, N md, AH, A9 (D, A
AGA (D, 2 AGH (D) HES BFa wx AE= olFA ofdslst walste] welel ]
wol, opdshd 4 Atk AW Aol NBEe T AR 97 woloH] wx the WMYE Frhw X

s},

AR, 54 AAGEA, AL (D (T-D)-(1-D) £3), (I-D), (1-2) 2 (1-3), = AL (V2 &
AlEE RAEE di A ms o7 okl B MEA (1D A= o] £ fEE oA ofdg], &
w2 vled Aol e fEEC -d> A9 V2 wgd 5 9l dg Fol, (-¢d opadsha
T AT AF Ao, CEEE 4ol Vled vk 2ol Aget YA Holojy Hi WMYY|E FUtR EFE
ot 57 AAGHOA, (-EE N, EE OHE 3T

o

13 Ak, AR (D (-D-(1-D) £3), (-1, (1-2) @ (1-3) = A4 (V)e] Xaa', Xaa’, o
Xaa?__ BAsc, =3 AAgE A, B 7)&H Qoo ME|T o|kA o}ehg 9 Xaa, XaaZ, m Xaag‘—o_— u
Ak, e AAFUlA, Xaa'e RS, Xaa L Xaa & HEE ©bA) Ei FES oA obwigle] N-
s Walslsy AEet /]2 ek, mek, 93 AAGEOA], Xaa 2 Xaa = HASIL, Xaa & FE|S
Al i QEI olFA] obwksle) N-wwhe Wyske AgE v /)% tehid,
AA (D, (1F), (1-2) 2 (1-3) == AG4 (9] vt 24 fE= e 2 AE=S AS gzl
W Xaa & Qoo A WMAIAQ ofu|wAl, ATE Hu|H], i AFSEE Doolu]wAbS e 2 gtk
B NG, Xaa o Holw s HABT. ol S0}, A% A9l Xaa'o] FAGL, 12 Ud) Xaa
Xaa'e] N-golth. o e, o
of, Xaa o WAEkE, T% A8 Xaa 7} N-webolth AR ANFEAN, N-wek 7l opastE ALY
gah, AR AAFHelA, FES A £ P o)A obgksle] N-dg 7] 2-wd
B (RelA 2-mAR obdE)olch,

7} N-werolth, ThE 790, Xaa 2 Xaa 7} HAletm, = <l

4 AAGEAA, AE4] (1) ((I-A)-(I1-1) 23), (I-1), (I-2) ® (I-3) e AE2 (V)Y ol & 2t
WE = oA, B o] 71ER Q99 thE WE A, Xaa o e -E 4Fe

tE AAGEA, 494 (D ((-0-(1-D, (-1, (-2) 2 (1-3) £ B 94 wx = o
A olEr9l, Ei Eelel 71%E Aol v REE) N-TE /e AGE A Zolofel, oA, YA &
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[0519]

[0520]

[0521]

[0522]

[0523]

[0524]

[0525]

[0526]

S IHSd 10-2025-0043599

o|loJE], = DIG, PEG4, PEGL3, PEG25, PEGIK, PEG2K, PEG4K, PEGSK, 400 Da WA 40,000 Da%] EAteFe zt=
Zgld gy =2, 40,000 Da WA 80,000 Dae] ®AFS 2= PEG, IDA, Ac-IDA, ADA, =FEFEAF, AADA, &
het Ak AF, Akl Wk b, B FHE WSS o o]FoR o2 HE Ay WEV|E FUIE X
B

wdel 7w ool AEHE (AW, e = kA, FE = ojF A, Hi= ofe] ofthe]) ] vhkd AAIFE ol

A, Xaa 0 EAIHE ofunibe] ) o] MaaAut Qlele] Aol MAAHSl ofulwAt, HFF HujA),
2 gk Dot Ao o] folxl ot Hu® otk Xaa % Xaa 7k RAFE A, Xaaol N-u

15 AAGEOIA, Xaa B 1 EE 24 B2 e ZHE 23, Xaa 3 HeoHE AT FHstE obn)nit

o, Xaa' = W Ser, WHE HSer, AT Sujx], 2L A5 D-ofu|mato @ o] o]

ok, o A, Xaa:x 1 WA 47 €&AE Zta Xaa ¥ ElooHE ATS A=
AWE Arolth, AR F9ol, Xaa = Xaa W EloolHZ AFS P wMER MY /)2 2 59 EE
-9 ABE Aok, AR AXFHNA, Xaa = 2-vF-Wlxd Wololg Hi ol WaAH Fujolh, B4
AN FENSIA], Xaa &= Cys, Pen, HomoCys, D-Pen, D-Cys 3= D-HomoCysolth. 57 AAFENOIA, Xaa = 2-F

2-=
2Ruygmzlr, 2-FRE-oMEA, 3-FRIZ-Zgiil, 4-FEE-REEA, 3-FERE-o|AREEA
Ser(Cl)o]aL; Xaa & Cys, Pen, D-Cys, HomoCyso]il; #xF W A3 ElddH=z Agoltt, JTAe 7sAs

g2 ofuab, o7, Xaa 3] A3 A, hSer(C1)e] Clo] AA"E AL <143 Aot}

AGA (D 2 (1-0) EE AQ4 (e FEE v Ex PE= o)A ofwrgl, ¥ welo] /&8 el
W= BFA B AEUE oA 74 AAgHe] F5ol, BodlH Aol wA W= U wE P
oA oberglel sht Ei E BT ulel Xaa'Sh Xaa| Atelol EAGTH webA, B wel HeolHe HAEE
gepl E MEE ogl oluelt Hledde ARe o nesuHn.

2o 7)%H ool e =e] A% AxFH A, Xaa = N(%)-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym,
Arg-Me-asym, 4-Guan, Cit, Cav, B H&3 Fuja] AfA| =2 o] Folxl LomiE ey, AR HAAFE
A, Xaa'= N(2Sh g shath, v, Xaa = NMe-Argelth. the AAGFelol A, vtAstAE Xaa =
Argeltt.

el Zled, doe] A= (A, FE= GFA, FE = ofFA, T ofo] ofeke]) o] A AAgH el
A, Xaa & Ser, Gly, Thr, Ile, 2 A&d Fula] AL o]Foljxl FouRe MuwHc:, ugz s,
Xaa & Serolth. Eglo] 7% olo] HE= oA oferele]l AR AN A, Xaa e Ser, Gly, Thr,
[le, 2 A%s A AFAZ o]Folx LonFE Aedrt, #de 7w 499 HAH= dadae] A5

A

>
§
ﬁ
o,
el
2
kY
M
o
u
-z
i)
rx
)
i,
o

AN FEOI A, Xaa & Ser, Gly, ¥ Hgat Fula
2o 7lsd o9 HFHE= ek e o|FAle] AXF AA|FHA], Xaa & Asp, N-Me-Asp, D-Asp,
Asp(OMe), 2 A3 SulA] XA 2 o]Fojz FoREH MeFt, Ho 7j&w o FE = o]FA 9
A% AN FEfel A, Xaa & Asp, N-Me-Asp, D-Asp, 2 HE& FujA (@A o|Folxl ForRE Huwrt.

7

B AN R A, Xaa S N(Loh) W Eateet, w2 aA=, Xaa < Aspo]t}.

2o 7=d d99 HFAHE=9 i HAJFE oA, Xaa & Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile,
Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met, @ N-Me-Thr& ¥3%}5}+= N-dHg olm|w=ak, 2 AHslsl &
W] XA Z o] FojR FoBHE MEH U AR FE A, Xaa & N(gIphestdn., wFAsiA=

Xaa Thro]t}.

Belo] 7] olde ME|=e] R AAdEo|A. Xaa = Gln, Asn, Asp. Pro, Gly, Ala, Phe, Leu, Glu,
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Ile, Val, HLeu, n-5¥ Ala, n-91€ Ala, n-34 Ala, Nle, AZ25dY-Ala, N-Me-Leu, ¥ A3+ FujA A
AR o]FolX FoRRYH AdHAT. AdF AAYEA, Xaa =N sttt 57 AAFEAA,
Xaa = Leuo|t}.

2o 7]1&® eole] FWE = whekA] & QA3 AN FE A, Xaa & Cys, N-Me-Cys,

rr
r
fuf
Iy
_OJ
—_>‘£'4
o
T
do
1o

D-Cys, HCys, Pen, @ D-Peno.& o]Fo]d woRRE Aulwry, dx AAGHoA, Xaa & Cys, N-Me-Cys,
EN

= =]
T T
D-Cys, HCys, @ Peno& o]=o]d #ozBE Audch, < AAokefo] A, Xaa & Penolth. THE 2ok

oA, Xaa & g EHAE Cysolth.

2o 7% Qole] M=o AR AxFHA, Xaa & FAFAL, EE Xaa & Gly, Gln, Asn, Asp,
Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal, D-1-Nal,
D-2-Nal, HPhe, Phe(4-F), O-Me-Tyr, t}o|d]|==% Trp, D-Phe, D-Tyr, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-
Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3t}e]#ld), Hl#d-Ala, W% 18] X3% Phe, Wk 8] X
gy Trp, WaFs ag] X9 His, dlElZ ek ofu|nal, N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe, = 433}
D-oful il B Hgte Fula] AFAZ o] Fold Tozne Auwch. U HAFHNM, Xaa & vl
= Trpolth., A% hE AAGEo|A], Xaa & Pheolth. AE AAokefol A, Xaa & F(4tBu), F(4-COOH),
Bip, 1-Nal E= 2-Nalo|th. 2o 7]%® A= wkAe] =4 A FeolA, Xaa & N(2oh) W stdc).
Bl Vg W= dPA e W= o)A ofeksle] 54 ANFHoIA, Xaa & Pheolth. Ui AN
Bl A, Xaa & N(Eshegstach, ma, A% AN FeolA, Xaa & o} stHT),

B0l 1R WEE GA mE AEE A opaele] Aol shel AAFgeel, Xaa & A3k Xaa

a & olergle] (-wekolth.  Xaa o] o}wrgle] C-uuiel Ao

[e)
o
Xaa = & &l wE A3 J7] RolofElS Eodstes wMEgd 5 o

2o 74w WEE v mE fEE olZA ofwkgle] ANGE A, Xaa = FASAL, EiE Xaa =
Glu, Lys, COOH, CONH;, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Gla, Ser,

Asn, D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Phe, D-Lys, Dap, Dab, Orn, D-
Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, A§tst EwlAl, % &3 D-ofn|=Aito = o
Solx ForFE Auwch, Bl & P o] A% A G, Xaa FAAL, Ei Xaa
< Glu, Lys, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn, D-
Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Phe, D-Lys, Dap, Dab, Orn, D-Orn, N-
Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, Z&3t wujd], 2 A3l D-olv] Ao g o] Fojz]

FozBE Mugc, =4 AAFEA, Xaa = Glu, D-Glu, B-HGlu, T= Aspolth. A™ A e A,

Xaa & B-Hgluo|t}.

B 714 FEE B Em= HEE ool A% AXFHA, Xaa P Xaa = RAEI, Xaa = of

2 7" doe HAEHE= (A7, @E]E GFA, FE= oFA, HE o]9] ofdg)e dF
A A e ol A | Xaa' -8— BASFAY, e Xaa < Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,

Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys, N-Me—Orn, N-Me-Dap, N-Me-Dab, N-Me-
Lys, D-N-Me-Lys, D-Dap, D-Dab, &3t wulAl, F A&t D-ofnito=z °1$OVJ TORHEH MEgs

2ol 71%d AEE kAo AR AAGEA, Xaa & HAEAY, EE Xaa & C00H 2 CONLZH-E e

Ak, Holw shpe] AAFeelAl, Xaa & Lyselth, @ the 2% AxFHelA, Xaa & Dlysolth.
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ol 7148 ME = oA ofukele] AR AAFEIA, Xaa 7} FAGE A, Xaa o] C-BwHo]; Xaa o

olursl el C-dekel A%, Xaa & B wye] W A3e P wololHE zdetm wga & ok

w3, Bdd &E AHE v Ek RS oAl A% AAGHNA, Xaa = FAGAY, EE Xaa =
Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab,
Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, COOH, CONH,, N-Me-Lys, D-N-Me-Lys, D-Dap, D-Dab, A3t

S FulAl, ASshE D-oluAt, B ASSE N-vE ofm|iilo g o]FojR FoZ2RE MEEHT,  uolr),
Belo] 7)%8 PE= oA ofers]e] AR AAFHIA, Xaa = FASAY, EE Xaa = Gln, Pro, Gly,
His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-
Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-Lys, D-Dap, D-Dab, & &3+ sujx]|, &35} D-olv]x
A, RG-St N-dE ofn|4to 2 o] FojRl o2 RE AdEEn. B VedE JEE dEA 2 o]FA
obersle] Mo kel AA Gl A, Xaa = Lys, D-Lys, B N-Me-Lysol|t}.
£ EE o)A ohakslel i MGl A, Xaa = Cys, HomoCys W= Penolth, ¥ whge] Ej= v

EE Y= ol obuglel

=
gol el wA =

e

it

=]

-

lo

e,

A5 A FEf A, Xaa = Cys, D-Cys, HomoCys, Pen, ¥ D-Peno|t}.

2o 71%H ole] MEE wheka] i o|gkA] ofwrgle] AX AAFEjelA, Xaa £ EAIEI, Xaa & A
B, Yaa = EAT. =& AAFE A Xaa & Phe(4tBu), Phe(4-COOH). Bip, 2-Nal ®= 1-Nalo]il;

Xaa = Glu = B -HomoGlu®] aL Xaaw% A star, Xaa = D-Lys T+ N-Me-Lyso|t}.

+Hlo] 71%F oA ofwsle] Hojw shife] AAEolA, Xaa & C-Heko]iL, Xaa 7} obekgle] C-ukal
A% Xaa = B Uy w2 A RolojHE TFEE WAY 5 9

d %", AEA (D] ME= va 9 oS s, NE= wka 2 HE= oA ohekg el
Qo= shite] AAFE A, Xaa = HAEti, 12 18] Xaa o C-Zwolth. Xaa 7F HAIS A, Xaa
o] C-urdtolth. A, Xaa© 2 Xaa 7} HAS 7

. Xaa 7} C-werolty, Sk, Xaa 7} BAE A4S,
AN G A, BloolH2 REE thekn] Ei= o]gkd) ofwhele] (—LEre B ko

¢

Xaa ©] C-¥do|t), dF
m2 A3el JA RolojE] (47, ¥A RolojE) EE HYUE X3EIEE v H.

= WgE 7l TP@t. A% ANFHIA, Xaa = Xaa 9 olvlel= AFS P, F7HE Xaa B HL
dE= d%s JAste HE 71 sk 2-vEHEd HelolHE xddth. 2-wdEulzdd HolofE =, o
A, = 4ol GERd whel o], RI-R4AR BAIHE XA R-71E F7ER EgETh

2o 7% FE= v £ olZkale] AR Ao, Xaa o Hol® dite] AA] R-7]E §2 oful 01
a2 e, dzdg, A4 (1) e AE4 (I-1)9 ELdHE v T oA e =9 N-2ddo] A3d
g Ak, g A9, RI-R4E EAEHE Sy o] AEA V= 4, WY V], "@EEFeR 71,
ebsl=2 Cl, CF3;, OMe, OEt, CONHy, &% 7], A& w43} 7], ek ¥dd7), OVE@}, fre] obl, 9 Aoz
A FogRE Augrt, g5 AXNYHOA, RI-RAE FAHE ) oY X 3A = 4, HE
ZFow 7], €35, Cl, CFy, OMe, OEt, CONH,, CHs;, CH.CH;, ®a= 7], A& #43 7], do A3
7], o}, fre] oy, " Ao g o]Rojy FoRRE MY,

NG

LA (D), (-, (1-2), (I-3), () EE (1-A-(-D Fx 424 (el o= shie] 7285 Tshs 1
FEg HEw, B9 o] AEme] 54 Axgeel M, BledH AT GeololM, Xaa' o vehd o}y
WA 7] 8 88 WolofEl7h tiAle] Xaa o EASI, Xaa o LbE obvnat 2717k BhAle] Xaa'ol EA)
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o
oft
2
e
)
oft
2

o
-2
o
b2
Lo
e
4o
>
=
o
=
2
X
riz
e
2
N
>
)
2
1
)3
I
rlr
X

e 7)% =

(V) &= gl FE = g e FE= oA U A7) Wgy] £ A3 JA molof
o), DIG, PEG4, PEG13, PEG25, PEGIK, PEG2K, PEG4K, PEGSK, 400 Da WA 40,000 Da®] H=pes 2t

d 28, 40,000 Da WX 80,000 Dad] #A}=FS zb= PEG, IDA, Ac-IDA, ADA, SFEF=Al, AA%F, o
b, 1,3-AdAttololb | EAL, 1 4-F|JATtolof N EAL, 1,2-Fdettolol | EAL AADA, A EsE A= A,
3 S A HE| 2 Alo R o]Folzl o RRE AMuldE Wy £ HAS FrE £33
BA] A7} B VEEH, o2 A= AL ofYA|w i 20 YERt 183 FAE EFe.

T
B
RNV R | SR < 04

M e ol ol A

e
Ay
2
rlo
>
e

>,
>
i)
i
BN
it
ke
oot
3[
s
fu}
to
2
I,
it

5
fu
r
2V
ot
2
I

>
2
>
u
=5}
>
)
s
i)
o
[
)
o
N
k=
rlr
o
of
2
o
av)
do
lo,
T
(03
e
flo
<
1)
ot ~
i)
o o
to
2
o
it
i)
o
o
ofl
o,
i)
&
0,

15 790, Xaa o) Hol® hbe] xFa] R-7]E 2 ofbwlola, 71
o N-Zero] AgE F olth. ThE ASo], RI-R4AE BAEE a4 olge] X8 7= ,
$ =2 7], &84, Cl, CFy, OMe, OEt, CONH,, ¥WakZ 7], & #1243} 7], @o #yry| oAzl §g oy,

9 ko g o] Folxl o RRE e},

it
rO
%
>
it
1
©
ful
to
-
)
il

g,
ful
[

AAA (1D E= D4 (VD) 2+ AAFee] A9, Elooae AFS Xaa 7 Xaa Aol Exjsich, e}
A, B ool glodEe FEE wekd 2 oA ofiel: B2 A3S Ed nesuch. o A%
Boll A, Xaa & Cysolth. the 2AAFefol A, waAstAE Xaa & Penolth, the 2AA Fefol A, Xaa & D-Cys
= Homo—Cys©]t}.

Bl 7148 AYE (A, AEE DA, oA, Ei olgka obwhe])e] A AN FE A, Xaa S o}

A3k §7) gl oa ofdsid f AE R /1E TFHY. T A5, RES oA ol 9] Xaa & A
2] |=] A =
> a

olofElz WEW 4 Qe R 712 e, 1= s A4 (Do) me PEE o)A ofwslo)

Ee ALY (VD RAE= (dAAd, FE= oA e = o|FA Ee o]
K

)
oberel)e] B4 AAFHlA, Xaa & Xaa  EloolHZ AFS 3

Ser 7]0]1L, Xaa e Cys, Pen, D-Cys, Homo Cyso]th. N-T¢h @7 Wy w= Ade D7 wololg, o7
o, DIG, PEG4, PEG13, PEG25, PEGIK, PEG2K, PEG4K, PEGSK, 400 Da WA 40,000 Da®] ¥AHS zte Zlog
Al Z2]=, 40,000 Da WA 80,000 Da2] ¥At&S 2z PEG, IDA, Ac-IDA, ADA, SFEF22F, AAME, o]AE
Ak 1, 3-Hdettolol N EA 1 4-FdAtto]ot A EAL, 1, 2-Hd A TtolofA|EAL AADA, A ge XS AF A
gk WS A, SHEYEE Ao R o]Rojxl o RNE HdYHE WEY] e JAE FUIE Edey. g

B dA7E Bl 7sEH, o2 AFEE AL ofUANE i 39 YEhd S-S 23T

AqE2 (119 ZF AAdeje] 7259, Xaaz% N(&3})-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym, Arg-Me-
asym, 4-Guan, Cit, Cav, @ A@F Fula MR o]Fojd FowyE HAudr,, A% AA LA, Xaa

B NshgstEnh.  wEAsAE, Xaa = NleArgolth, T AAFEOIA, vl SAE Xaa = Argol
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=3
4 (ID9) 7t AAFE ] ASol, Xaa' e Ser, Gly, 2 HgF Suja] AaAA= o] Fojxl FOoRRE A
At wEAEAE, Xaa & Serolt}.

qda (1D 7 AN o] H9ol, Xaa = Asp, N-Me-Asp, Asp(OMe), D-Asp, @ & Fuja @Az ol
Zol FoRBE MU, AR AAGHA, Xaa = N(IIhHogstEch, AR AAGEA, Xaa = Asp
1 Ne-AspolTh. Q3 AAFEIOIA], Xaa = Aspolt}.

A (11)9] Z AAFE ] 499, Xaa = Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg,
Asn, Glu, Val, Tyr, Trp, Leu, Met, % N-Me-Thr& X3ahi= N-wld ofn|wik, B Aftet oA XA Z o
Fol7 FowRE MU, AR ANFEA, Xaat N(GI) LS, A% AAFE A, Xaa = Thr,
Gln, Ser, Asp, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met, ™ N-Me-Thr<& 3*
Fohe NG obrlab, W AEE FuiA ABAZ olFolx FomPe Medth  wHFASAE, X

Thro]t}.

A2 (1De] Z AAFee] A5, Xaa & Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n—5€ Ala, n-HY Ala, n-&2A Ala, Nle, AlE2FY-Ala, N-Me-Leu, # Ags Fuja] XA 2 o]FoR
FomRE Auwth. AR ANFPA, Xaa > Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, lle, Val,
Hleu, n-%¥ Ala, n-#1E Ala, n-34 Ala, Nle, A ZF25E-Ala, N-Me-Leu, & A3 FujA XFA= o]+

A FomHE MUldch AR AALE A, Xaa e N(Ly)HEstEct, ulEASAE, Xaa & Leuolth

Aqda (11)9] Z+ A Fee] -9, Xaa & Cys, N-Me-Cys, D-Cys, HCys, Pen, @ D-Pen® & o]Fojzl o=
By Adudd. wlggels, O AAGFHIA Xaa & Penolth. THE AAGEOIA, Xaa & vlEAEAE Cys

oIt}

AEA (11)Y ZF AAgEefe] 9o, Xaa & Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp,
Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal, D-1-Nal, D-2-Nal, D-Phe, D-Tyr, HPhe, Phe(4-F),
0-Me-Tyr, t}o]3]|== Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap, D-N-Me-Lys, D-Dap, D-Dab,
Bip, Ala(3,3theldd), wvl#ld-Ala, W& 318 X3¥ Phe, W3S 1 XFE Trp, WIS 17 X3d
His, slEl& "9HES ofm oAb N-Me-Lys, N-Me-Lys(Ac), 4-Me—Phe, 2 AF33= D-oln|:=Ak 2 g3l HujA|
A2 o] FojF FOoRFEEH AMElHEHT., yE AAGHoA, Xaag% N(&uh)dEstet, volrt, di 24
FE SN Xaa & obAEtETH. HYe] 7]&W WEE kA Ei FE S o]gky olwkelo] A Fejel A, Xaa &
F-A) gk}

A2 (1) E= 494 (VDo ME= ok ofwtgle] 4 AAFHIA, Xaa & FAST, Xaa & oFehs]
o) C-2etelth. Xaa ©] obersle] C-weiel A%, Xaa & ¥ wHe] ulE H@Ae YA mololEg TPFES W

= I~
F=E = AT},

A (1) E= Ad4 (V)9 MEl= whepa) 2 o]2kq) obwhele] ox A G A, Xaa = LAatA L}, ®
= Xaagi— Glu, o}mfe]l=, Lys, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, COOH, Arg, Leu, Val, Tyr, Trp,
Met, Gla, Ser, Asn, D-Glu, PB-HGlu, 2-Nal, 1-Nal, D-1-Nal, D-2-Nal, D-Phe, D-Tyr,D-Asp, Bip, B -HPhe,

B-Glu, D-Tyr, D-Lys, Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-N-Me-Lys D-Dap,
D-Dab, A3t FulA], € 53t Dol qto g o]Fojx FogHE HAuFEct, EYd ved HAE= o

G i oA ol 5A AAFE o], Xaa = PASAL CO0HOITH 54 AAFEAA, Xaa = Glu,
D-Glu, B-HGlu, %+ Asp©|t}.

HEE o]eka] obwhele] AR A FEelA, Xaa P Xaa ©] FAF A, Xaa = obehele] (-Zrolth. Xaa
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7} obetgle] (-wrerel Ao Xaa'= B

of,
2
5=
il
2
oot
ot
o
N
ta
%)
9
fu
Ll

LHHES WD 5 ok,

AGA (1D E= 494 (VD9 7 ANGHe] A9ol, Xaa & FAF 5 AAY, EE Xaa & Gln, Pro,
Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn,
D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, D-N-Me-Lys N-Me-Lys, D-Dap, D-Dab, A &3t EufAd], 2L A-83}= D-o}f
Mo ofojxl FozyE AuHnt, Hojw she] AAFHeIA, Xaa & Lyselth. F7be thE A%
AN A, Xaa & D-lyselth. Ho] 71&® FEE g@a £k FES oAl 54 AALE A,
Xaa & COOH ¥ CONH.0|t},

AEA (1) =5 AEA (VDE 2Fete HEE 9FA e PEHE oA oludge 54 HAGH A,
Xaa o] FAF A9 Xaa o] C-Trolth. Xaa o] obwr9le] C-Lel A9 Xaa & B Ho] wE
7 mololEl2 EotetrE wWyd 4 girk. yopr}, AR ANFHA, Xaa & HEASAL, EE Gln, Pro,
Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn,
D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, D-N-Me-Lys N-Me-Lys, D-Dap, D-Dab, A 33l FufA], 2 A-$-3F= D-of
Mo o)Fojrl FowHE Mgt How shbe] AAFEOIA, Xaa & Lysolth, E thE 4% A4

2
ot
rob
ol

Fefol A, Xaa & D-Lysolch. MEIS waFale] A% HAFe)o| A, Xaa & COOH = CONHyolt},

Ael= g me e o)A ohukslel B4 ANFEOIA, Xaa & C-wekolth, Xaa o] obwkele] C-et
 Xaa & ¥ I mhE P mololelg EHFES WP + vk,

w el FE= dFAe) Hojw shbe] ANFoIA, Xaa & FAFT, L2 3] Xaa o] C-etolu),

A2 (1D Eotebs AEE waka 2 ol2ka) obwtele] =4 AA%E|dA], Xaa © FAF 45, Xaa ol

Bloll A, Xaa 2 Xaa © %-Alg A9 Xaa 7b C(-Tekolth. & Xaa o]

P
(i)
i
o
i)
B
~
F
o
ol
é
I
o,
.
>
0%

RAG A%, Xaa o] C-Febolth, AR AAFHNA, EooH Feso] C-uve B owyd e Wy
EPHES AP, QY AAGHOIA, BoolH PES BA B oA ofeksle] -RBE N,

ol
Auj
[
il
bl
it

A4 (1D, (11-4). (), (11D, E= (V) £= 494 (VD] o= d}e] 722 atas =
a=, B9l olojo] M=o 54 AN FHA, EloEE A I40]0]A, Xaa o LFERG ofu]it 2]
9 8}5t4 wololE]7} thAlo] Xaa ol EASIL, Xaa o] ERE ofu]iik %7]7} thAle] Xaa o EAjFTE. o] &

ol A, 913] Xaa o4 ofmlial Ei #ebd moloElt fe] ol Eeksh: Zolt).

Xaa = N(&3})-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym, 4-Guan, Cit, Cav, ¥ Z3st ZulA|
AZAZ o] FoF ToBREH HEE

Xaa < Ser, Gly, 2 A3t Sujd 2| SA = o207 FORRE Helw;
Xaa = Asp, N-Me-Asp, Asp(OMe), D-Asp, @ A& Euja M A2 o]Folx Fo Ry MAuHm

Xaa Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met,
% Nle-Thr @ E3sH N-vld opvledt, @ AP BA ARAD o] T FoRYE HeH

Xaa & Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu, n-5% Ala, n-#g Ala, n-34 Ala,
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[0573]

[0574]

[0575]

[0576]

[0577]

[0578]

[0579]

[0580]

[0581]

[0582]

[0583]

2IHE & 10-2025-0043599
Nle, AlZ225-2-Ala, N-Me-Leu, 2 A3t FulA X A2 o]FoF Fo2HE HAEx;
Xaa & Cys, N-Me-Cys, D-Cys, HCys, Pen, @ D-Pen® & o]Fojzl o mRE MHElx ;

Xaa8% BA, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro,
Phe, Sar, 1-Nal, 2-Nal, HPhe, Phe(4-F), O-Me-Tyr, t}o]d|==Z-Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-
Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3t}el#ld), wldd-Ala, W& 18] X3H Phe, W 18] x
e Trp, WEH a2 Ad His, Iz LS opv]iih, N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe, 3 &3t
D-obrlial 2 AgE FulAl APAR o] ol FomHE HuHm

=

Xaa = A, Glu, ofvfe]=, Lys, COOH, CONH,, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,

Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, B-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Lys,
Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-Dap, D-Dab, Z &3t srjdA], ¥ 453+
D-olrliAtow ol o7l FoRFE Hew

10

Xaa 2 HA), Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla
Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab, COOH, CONH,, # Lf_ﬂ'

Zala), 2 AL D-ojuwalo g o|Folx Lo RHE AMEln i,

Xaan—?: A, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla,
Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab, COOH, CONH,, % 3}3h

BUlAl, 8 A Dolumate® o] foldl FoRRE MEWIL, 7|4 PEEE Xaa 7} Xaa Aol ElL

g g Su2 A4 (11-0) (HE W3 45)0 wh& +x5 X33
ojFA sHetme] ofehe], H= 19| ofAISHH O R S8 E ol AT Ao,

rlr
uf

o
2
i)
m
re
uf
[r
)
ofi
x
3
rlr

Xaa —Xaa —Xaa —Xaa -Xaa —Xaa -Xaa -Xaa -Xaa —Xaa -Xaa (Mg 11-4),
AE == Xaa 7} Xaa' Alolo] ElQolEHlE AFS EFSIaL, of7]A
)= 7],

o), MEHOR, Xaa ¥} E|oHE A=
3

A 5 Qe FE 7|2z, A% AAGHA, Xaa & Xaa o ofvlol= AT FAehs 2-vgl
2 RololElE X35, Xaa 3 EloolHZ AFS FAE WY A2 22 zaat. s-vWgwzd 2o
olE]: RI-RAZ gw«t— A8A R-712 Z7kE Taeta; A% Ao, Xaa o Holm shte] A R-7]:=
§2] ofvlol s A4 (11-)¢] Hedez Fe=e] -Tae 48 4 glon; the 49, Rl-
Riz mAE s 6}»} ool ABA = i, Wg 7], @stEow 7], welei, Cl, CF3, OMe, OEt,
CONH,, Wb 7], 2 #1238} 7], @ek Wgy], opasl, fe) of7l, @ 2oz o]Fo]d FozRE Muwr}.

uy)
o
il
N,
>
o
=
>
[aV)
rlo
&
ofl
i,

S AAGHIA, AQA (1-0% A= G B fEs olda) o Ser
T

= WP Homo-Ser, i, Homo-Ser-Clojt}. Ay AAIGeiolA, LA (I1-A)= FE= o FA ofhe]
D

= AAEhaL Xaa' = W& % Homo-Sero]il, Xaa < Cys, D-Cys, =+ HomoCys©o|t}.

a2 (11-A)9] zF AAJe o] 7 9-of, Xaaz% N(&3})-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym, Arg-Me-
asym, 4-Guan, Cit, Cav, ¥ #33 ZTujA] XSAZE o]Fojxl Fo2RE HMAr),. UX AA e oA, Xaa~
= N(&ahHgstent. v e, Xaa = N-Me-Arge|th. T2 AAFEjA A, vt stAI= Xaa = Argo]
t}.

AA4 (11-0)9] 7} AAFeje] Ao, Xaa < Ser, Gly, Thr, Ile @ 2 Suja) ABAZ o]Folx wo

28E Adudn. upgE kA=, Xaa & Sero]t}.
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[0584]

[0585]

[0586]

[0587]

[0588]

[0589]

[0590]

[0591]

S IHSd 10-2025-0043599

Y= D2 AN s A4 (11-4)°] A9 Ao, Xaa = Asp, N-Me-Asp, Asp(OMe), D-Asp, 2 %]

[e]
et FujA N BAZ o] Fozl FomAE Audnt, AEA (11-4)¢] A el
= 1

% €
Asp, D-dsp, ¥ AT BujA A@AZ ool ForrE MelErt. WE= ks
4 4

5 AAFE A, Xaa = N(&3p)dgslEct, w25k AI=, Xaa = Aspo]t).

—Oroﬂ Xaa = Asp, N-Me-
] 2 o)A ofekge]

AEa (11-A)9] ZF AAFee] %, Xaa = Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys,
Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met, @ N-Me-Thr& ¥ &3} N-#g ofn|w=Al 2 Hskal ] 2 3HA]
2 o]Rol7 FozBE AT AR A G|, Xaa = N(Zoh)HgstEct, wEHaAE, Xaa = Thr
oJt}.
AEa (11-A)9] ZF AAFele] %, Xaa Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val,
Hleu, n-458 Ala, n-9E Ala, n-&4 Ala, Nle, A|Z24%8-Ala, N-Me-Leu, ¥ 33 SujA XA =2 o] F
olxl FomRE Augrt, UA¥ AAFHNM, Xaa & N(LIHmEsta, A5 AAFefel A, Xaa & Leuol
o},
A2 (11-0)9] 7+ AAge)e] Ao, Xaa & Cys, NMe-Cys, D-Cys, HCys, Pen, D-Pen 2 Pen(=0)<.2 o]
A FomiE HAUErt, werdeidE, d AAFH|A, Xaa & Penolth. THE AAGE| A, Xaa & vh
AsHAl= Cyseltk. A4 (I1-A) 9] FEH= (ddd, e = A, ofFAl T o9 ohde))e] 54 A%
ol ., Xaa© Xaa 7 EleclHlZ AFS FAT 5 Aok, AL (11-0)9] A= (A, HE= g2bq,
oA & o]9] olut])o] AX AA|LE A, Xaa & Cys, D-Cys T+ HomoCys©|t}.

F_L,

AEa (11-A)9] ZF AA|Gee] 4 S0, Xaa & FEASAY, EE Xaa & Gly, Gln, Asn, Asp, Ala, Ile, Leu,
Val, Met, Thr, Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal, D-1-Nal, D-2-Nal, D-
Phe, D-Tyr, HPhe, Phe(4-F), O-Me-Tyr, t}o|d|==-Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me—-Orn, N-Me-
Dap, D-N-Me-Lys, D-Dap, D-Dab, Bip, Ala(3,3ttol#|d), H|#Id-Ala, Phe(4tBu), Phe(4-OMe), Phe(4-COOH),
Phe(2-7}21 ), Phe(3-7}21 ), Phe(CF3), Phe(2,4-diCl), Phe(3,4-diCl), Aic, N-Me-Tyr, N-Me-Phe,
Tic, Phe(4CF3), W= 2] A &k¥ Phe, W& 2] A&kd Trp, W& 2] A8+ His, ez WIS of
712k, N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe, % &3k D-ofv]iAl B 233 FulA A &A= o]Fo|x
o=y AgEt, ohE ANFHAA, Xaa e NLshelgstarh, w3, 9% AN Gl Xaa & oHdshe
=

AL (11-0)¢) 5 AAFeolA, Xaa = FASAL, EE Xaa = Glu, ohvkel=, Lys, COOH, Gln, Pro,
Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, B-HGlu, 2-Nal, 1-
Nal, D-1-Nal, D-2-Nal, D-Phe, D-Tyr,D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Lys, Dap, Dab, Orn, D-Orn,
N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-N-Me-Lys D-Dap, D-Dab, O-Me-Glu, X33+ oA, & A58t
D-ofmliabo 2 o ojxl FomRE Meftt MFASAE, Xaa £ Glu, D-Glu, B-HGlu, Asp, D-His, F(4-
COOH), Tic, D-Trp, D-Leu, D-Arg, D-Thre]t}.

42

A (11-0)e) 54 AN Fe ] 39, Xaa & %'—XH%L S QY EE el obmeatd S Sl
XoFEje] Ao, Xaa & HAE 2 YAY T Xaa < Gln, Pro. Gly, His. Ala, Ile, Phe, Lys. Arg, Leu,
Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, D-
N-Me-Lys N-Me-Lys, D-Dap, D-Dab, COOH, CONH2, Z &3t Zujd], @ AF$8l:= D-ofn|wAito g o]Fojx o7

RE Auwt, Holw shipe] AAFEOIA, Xaa & Lysolth. I ThE Q3 AAFE oA, Xaa & D-Lysol

i

il

=

w3, FEE GBS AN stE 4D (1-0)9 54 AALEIA, Xaa & FASAL el ofmwate]t,

AP GFA 2 AN s B AAFE A, Xaa & Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu,
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[0592]

[0593]

[0594]

[0595]

[0596]

[0597]

[0598]

[0599]

[0600]

[0601]

S IHSd 10-2025-0043599

Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, D-
N-Me-Lys, N-Me-Lys, D-Dap, D-Dab, COOH, CONH2, A g3t FujA], @ AL3l= D-ofnAlo R o]Fojx Fo
2% Auag,  Fojx gue] AAFENA, Xaa & Lysolth. E T2 A% AAGEolA, Xaa & D-
Lyso|t}.

HE = o)A ol E A= MG (11-0)¢ 54 AAFEelA, Xaa & FASAL Gln, Pro, Gly,
His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-
Lys, N-Me-Orn, N-Me-Dap, N-Me-Dab, D-N-Me-Lys, N-Me-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, Z&3%F =uj
A% A Dok, 9 9 obil U1 s oblwtes ool tenye 4dd. o

% el AN Gefel A, Xaa & Lysolth. E thE AR AAGefol A, Xaa & D-Lysolth. Holw shre] A

AFHANA, Xaa & C-2eholth. Xaa ©] o}wrele] (-whel Ao, Xaa & B o] wWE ¥7] mololEE
¥a=s Wygd 5

42 (11-0) 9] 54 AALENA, Xaa = 0-Me-Gluzb ofdiL, o= FASAY Glu, ofvle]=, Lys, COOH,
Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, B-HGlu
2-Nal, 1-Nal, D-1-Nal, D-2-Nal, D-Phe, D-Tyr,D-Asp, Bip, B-HPhe, B-Glu, D-Tyr, D-Lys, Dap, Dab, Orn,
D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys, D-N-Me-Lys D-Dap, D-Dab, O-Me-Glu, # g3t ZujA], 2 A
o8k D-opn| it o ® o] Folil o wiY e

11

AE = A D oA olwks], oA, MEA (1D EE (VDO AE =] 54 AAFUIA, Xaa & ¥

s, 12 <8 Xaa o] C-2rolth. Xaa o] HAlEE A Xaa ol C-Zerolth, §A}EH, Xaa 2 Xaa

o] HAets A, Xaa 7b C-ZTro|th, EFE, Xaa o] FAIGE A9, Xaa o] C-wholth, B A Feel A,

Xaa '] EASL, Xaa o] C-uekolth. =4 AXFHolA. Xaa o] EA I, Xaa o EAE I, Xaa o] C-

werolth, 54 AAFHelA, Xaa % Xaa7b EA3HIL, Xaa o] FASI Xaa o] C-Terolth. WET wFA)

)=}
= T H
ojFAle]l AN AAIFEANAM, EeodHE FE =] (e 3 dye] wE WYY Ee P

a2 (11-A)¢] 54 AASE] Z5e, EloH2 ZA3tol XanJr Xaa' Arole EAjgth.  uwheba], 2 i o
EleddHz2 HE = HeoHE2 23S F3 nEistE 4 Jdu. A AALGH A, Xaa & Cyselth. tr& A
Al e A, uFE2 A= Xaa Penolt}. TFE Aol A, Xaa D-Cys H+= Homo-Cyse]t}. 57 AA]

SFEfjol] A | Xaa & Homo-Ser- Clo]aL Xaa Cys, D-Cys T+ HomoCys©]t}.

FE = A AR AAGEAA, g (1) BEe (I1-A)9 ¥4 7= DIG, PEG4, PEG13, PEG25,
PEGIK, PEG2K, PEG4K, PEGSK, 400 Da A 40,000 Da®] ¥-A}ekg zbe= Zejoldédll 222, 40,000 Da WA
80,000 Da®] ®A}&FS Zbi= PEG, IDA, Ac-IDA, ADA, SFE}E2AL, oA et 1 3-wdutiololdELl, 1,4-5
dalttololH EAL 1, 2-sdAttolob I EAL AADA, Aget A5 4k, HEe wWEsS A sH2wegs o
o]0l o RREH MEHE RPU|E FUIE 2Tt AR AAIGHCA, EodHE HE=e] -
NH, =& OHE X gslc).

WE 1 A 829 Aol shtR wASHE vheh 2
%41“ 279 HE= o] FA o}

Xaa —Xaa —Xaa —Xaa -Xaa -Xaa —Xaa ~Xaa -Xaa -Xaa (Mg

71 AelA,

Xaa & 2-W|PWEY wo|ojE|s} o], Xaa 7} E] 20|

it

AdS FAE 4 P WEE 7=

==
i)
ﬂ
£l
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[0602] Xaa £ N-vll&-Argo] iL;

[0603] Xaa' & Ser, Gly, Thr, %t Ileo]iL;

[0604] Q% AN G NG (A) HE=oh GEAS AN S A9, Lefd Xaa & Ser, Gly, Thr, E Ileo|iL;
[0605] ohE AN A AGA (A)7F RE= oA ol S A s A9, 18W Xaa & Sero] L

[0606] Xaa £ Aspo]l;

[0607] Xaa Thro]az;

[0608] Xaa & Leu EE Nle®]aL;

[0609] Xaa Cys, D-Cys, Hcys, H+= Peno]il;

[0610] Xaa & Trp, Tic, Bip, 1-Nal, 2-Nal, Phe(4tBu), %=+ Phe(4-COOH)o]aL

[0611] Xaa = Glu, B-Homo-Glu, T+ D-Gluo]iL;

[0612] AEA (M REE BFAE AL Xaa & el ool AL E LA (VE FEE oA o

912 AL, Xaa & Lys, D-Lys, N-Me-Lys %= D-N-Me-Lys©]iL;

[0613] AE = B Xaa 7 Xaa Alolo] ElQolg 2 AR et}

[0614] A2 ()9 B4 AAFE A, Xaa & D-Lys Ei N-Me-Lyso]t}.

[0615] =4 ANFHNA, Xaa EE HE 9] -LTS NH, E OHolT},

[0616] A= dege] B4 Ao A, ek ofulate] fg] ofule oA, ofAE ]2 W),

[0617] 2wl oA Hel Bloolde HME T oj@A (2 olo] obwtg]) ¥ FEE wEAll FRo wul 2 MIRE
o vpEpde)

[0618] =2 AAgEol A, B @ye] ElodEHE FMES e, oA i oA MET olrg], MEAoR F

= gl
Bol@Al= g4 (111 (ME W3E 46) = 19 ASHOR 3 87Msd 4 TFshaL:

[0619] Xaa1—Xa212—)(21as—Xa214—)(21215—)(21a6—Xaa7—Xa218—)(21219—)(3310 (M€ 111)

[0620] HodHz REst fEs g ) mt AEE g2 olggle] s i % LFolA Xaa 7 Xaa ALl
ElodEH 2 AFE xsbsta, FEE o)A AE2 (1119 27] ofdfl= BA, ozd], DIGE S3 21E9
C-gdo| Al olgkA|slxar, 7] 2ol A

[0621] Xaa & 2-WEll o] iL;

[0622] Xaa = N-Me-Argo] i

[0623] Xaa & Ser, Gly, Thr, =X Ileo]Au; ®=x=

[0624] Xaa = Aspo] i

[0625] Xaa = Thro]iL;

[0626] Xaa & Leu Ex Nleo]Ay; ==

[0627] Xaa & Pen, Cys B d-Cyso]7Aut;
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[0628]

[0629]

[0630]

[0631]

[0632]

[0633]

[0634]

[0635]

[0636]

[0637]

[0638]

[0639]

[0640]

[0641]

[0642]

[0643]

[0644]

[0645]

[0646]

[0647]

[0648]

[0649]

[0650]

[0651]

[0652]

[0653]

[0654]

[0655]
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Xaa Phe, D-Phe, Tyr, Bip, Tic, 1-Nal, 2-Nal, =% Trpo]|il;
Xaag—t— D-Glu, Glu, Tyr, B-Homo-Glu, T+ 2-Nalo]il;

Xaa & D-Lys, N-Me-D-Lys, Dap, Phe, D-Phe T Rzjgic}.

o

A ANGHAA, A (11D WE = GFA S AAskaL, of7]A:
Xaa & 2-vEWlz o) 3L;

Xaa £ N-Me-Argo] it

Xaa & Ser, Gly, Thr, T+ Ileo]al;

Xaa & Aspo]3l;

Xaa & Thro]at;

Xaa & Leu HE Nleo]

Xaa & Pen, Cys B d-Cyso]il;

Xaa Phe, D-Phe, Tyr, 1-Nal, 2-Nal, ¥+ Trpo]i

Xaa & D-Glu, Glu, Tyr, b-Homo-Glu, %= 2-Nalo]iL;

Xaa & D-Lys., N-Me-D-Lys. Dap. Phe, D-Phe T R gk},

g AAGHENA, DA (T2 FE|= oA o & A AJstaL, o7]A:

o

Xaa & 2- weEdzYdo|ar;
Xaa = N-Me-Argo] aL
3
Xaa < Sero]aL;
4
Xaa += Asp®]aL
XaasE Thro]az;
Xaaﬁ% Leuo] it
Xaa7€_— Pen T+, Cyso]aL;
Xaa & Phe, Tyr, Bip, Tic, 2-Nal, T Trpo]al

XaagE D-Glue]az;

re
u
[r
)
oft
__>|“‘_’4‘
o
_1
Zi
il

AFEel A, Xaa & obAEEH AL EE WRY), o7, PEGSS A,
54 AAGEHAA, FEE A B e o]FkAe] opdbele) (U N, Hi OHE XTI, 54 4
Al el A, ME = o)A obidele] C-dE o FANSE Aol = 2 Sl N, = OHE ZERiT).

_68_



[0656]

[0657]

[0658]

[0659]

[0660]

[0661]

[0662]

[0663]

[0664]

[0665]

[0666]

[0667]

[0668]

[0669]

[0670]

[0671]

[0672]

[0673]
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Xaa —Xaa —Xaa -Xaa -Xaa ~Xaa6-Xaa —Xaa -Xaa -Xaa (AL 1V)

1| = ogFAe] ofeks] oA Xaa o Xaa'
7AW, DIGE B3 159 -uke) o]

i)

= €A w4 e 2 2T

E] TE '
HeoodH=z A3 E?:%}l A2 (IV)e] 7 ol
1

E

Xaa & o-mEul 2ol aL;

Xaa = N-Me-Arg©]

F

Xaa & Sero] il

Xaa = Aspo]L;

Xaa = Thro]

Xaa & Leu = Nleo|1;

Xaa 2 Pen, Cys, HomoCys, Pen(=0), T D-Cysolal; 54 AAFE oA, A2 (IV)7} RE= FFA S A A
A= k) Xaa & Pen, Cys, HomoCys, T+ D-Cyso]aL;
Xaa Phe, D-Phe, Tyr, D-Tyr, His, Bip, Tic, 1-Nal, 2-Nal, F(CH3), F(2,4-diCl), F(3,4-diCl), Aic, N-

Me-Tyr, N-Me-Phe, F(2-7}2R.H), F(3-7}2E%), F(4-COOH), F(40Me), F(4tBu), F-(4-F), F(4CF3), T+
Trpo]aL

Xaa = A, Glu, B-Homo-Glu, Bip, 0-Me-Glu, D-Lys, D-Phe, Tyr, 2-Nal, D-Tyr, Pro, Tic, D-Glu, D-Thr,
D-Arg, D-Leu, D-Trp, F(4-COOH), D-His, Pro, D-Pro, Hi= E(OMe)o]iL; 4% AA|FelolA, Ad2 (IV)7}
El= o]&A o}t E AAlst= A4S, 284 Xaa = Glu, B-Homo—-Glu, Bip, O-Me-Glu, D-Lys, D-Phe, Tyr,
2-Nal, D-Tyr, Pro, Tic, D-Glu, D-Thr, D-Arg, D-Leu, D-Trp, F(4-COOH), D-His, Pro, D-Pro, Xi= E(OMe)9]

AR, DA (1V)7) NE = DS A eE 49 12w Xaa & FAstAY Qeole] ofulwit
e AxgEdA, A9 (V)7 AE= oj2ka] olwhe]Z A= A9, T2lW Xaa & D-Lys, N-Me-Lys,

N-Me-D-Lys, Lys, Dap, Dab, D-Dab, D-Dap, Orn N-Me-Orn, D-Orno]t}.

i FE S oA o] B4 AA YA, Xaa EE (-TY ofm] AR g ojwlg

re
il
o
Of“i

5]

e
%Eq.zwmag%ﬂfﬁz%agomﬁwyéﬁ@M%wﬂﬁ,mngiw,wm&w,wmmiw,mp
Phe, Ser, Glu, ®+= HF-Agic}.

AEa (1), (II-A), V), (I1D), (IV), (VI) E& Ada (VD)o 54 AR A, Xaa & EE Bpa,
Phe(3-Me), Phe(2-Me), Phe(2-CF3), T+ B-Me-Phe¥ < 3At}.

A (1D, (11-0), (), (11D, V), (V1) E= AD4 (VD] 54 A Feol A, Xaa = 3 N-leGlu,
N-Me-Asp, & II-H-Glud T A

Aga (1), (I1-4), (A), (I1D), (IV), (VI) & AE4 (VD)o 54 AAGHAA, d7d, A =7} o=
Al 74-g-of, Xaa & Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys,

HomoCys, Pen, =¥ D-OrnE%E AMex: ubd 2 AA S oA, Xaa & D-Lys, N-Me-Lys, % D-N-Me-
LysZ55 Mg},

el 7ed gEHE G =

iy

e = o] FA el 54 AAIFENAM, AE =] N-trd2 opd she ).
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[0681]

[0682]

[0683]

o 7led A= Ao 54 AAGFE A, C-det opvimAtel A f2] ofrl

oage] 54 SWE s7] 4l A G (N-ZaoARE (-Rdos HFA 502 YEd)S
[oix =
=
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12, dzid), okAd 7= 7Y

[

71 A YE XoF HodEH 2 A%S AT F gl 2-v" Wlxd Rolojglolal, o714 Xi= Pen, Cys, D-Cys
2 HomoCys 2 5-B] A opu]ial Z7jolvh. 574 AAFejolA, Xi= Penoltt. 54 AAIFEIAM, 4 A
AL Xeb Y Apolell 22 W BleoHE ZAgs . 54 HAAGHCNA, JE= gAA= dEAlolH
SA AAGHAAM, FE= AAlzl= Azo] o Y MEe Edehs, 2709 JEHE GFA ofdelE Xk
olgAloltt. 54 AAIGHA, GFA FE = AAA= 7 WA 157 ofvxal VS 23T, 54 A
FElA, o)Al FE|= AAlAle] Zhzbe] dEEA| opdl= 7 WA 157 ofvixnt IV|E EFFT. 54 A
Fejoll A, 27]e] ©=EAl obgel= ols ZH7be] N- E CCEEE % YACH. 54 AAGHCAA, ol
olg Zhzhel C-wtel o3k FAotk. 54 AAGHAAN, FEE JAA= Xo FA] ahrol WEFS oy At
& F7tE 3G, 54 AAGHAA, 2ol Vled dole] FE == o Y HNEs 28;E ¢ Y

A AAGFE A, Edell ZlsE Sy (1), A4 (1D, AEA (11D, A4 (IV), A4 (V), HL4

7= DIG PEG4, PEG13, PEG25, PEGIK, PEGZ2K, , PEG4K,

(1), A94 (W), E& ol 24 gJole] T Pel= wap] B PE= o
7]

PEG5K, 400 Da W#] 40,000

Z2=, 40,000 Da WA 80,000 Da®o] #A}=S 2= PEG, IDA, Ac-IDA, ADA,
-Hdattolop| EAL, 1, 4-FHddttolopA EAL, 1,2-H A tho]olA| EAL, AADA, A
AF, SHEWEE Ao o]|Foj FozRE HEH= Wy k= HEe g

o]

wg el £ A= HAS Edske HE|= olFAo]l B3I Aoltk. WA} IDA, ADA EiE f oS
7= ol FAQ Y-, ol 2me-EYEFENY, EZFoadAY, oY, SEY, By Ad, @4
2, ged, SEd, @9E, EYETFeRvY FEEL, ASEAT FERAN, AFEZZ I EAL
4-ZF 0w ZA 4-ZF02dd o EA, 3-dHdITees HEGH =220 S-47 2R A A AR
2 FFEREA, 10 WA 2070 ' RS e A AW g, FA4E 9 08 9EAe R o] R o3l o R KE
Aeg o3t f7) stEERE obdstd 4 vk, AF AH9ell, 4 PEG (PEG4-PEG13), Glu, Asp”l o}s} o
)

W] An AAFHE A WE 1 A 239 Ao stz EAHE ne}
e PEE S Ex o2 EAE T
54 4A %) wwel

e WA e 0w shpel HYE= o))
12 ag = Z

A% 24 gowA, Ao HURS EE =He
-
-

22, N(Z39)-Me-Arg 7 &

olet9 Exaj=, A A

R, 12
& 1o
T 1o

o] opu]iit NES X, B V& oAt Md e FRE XESAY, olER AFHow 1A
AW, ol5E FAHTt. 54 AAGEHA], & @] JE= oA A=, doje] AAE N- EE C-F
G Wy, €7 mE WEVE AY 2] FonmA, AR MdES e ki yehd 9o opnil A
98 T3, Zzbo]l Bo vled opnieat ME EE FRE 2, 2719 HEE g oludE T
o 5 AANGHCAA, FEE d@A me JEE o]FA BAe EAlshs HEHE 9 ofdele] shv ®
T E ETE HEHE T o] Uiy 27 obulwAt Alelo] E]QolHZ ®xl o Aj}, <jid], ElocjHE
A%s 2. 54 AAGHAA, FE= oA At HEE= ok elE d7dn, DIGSE e A e ¥
2 Abgs) 259 N- T -2l oA std )

HE= o]FA wAte] 54 AAIGHNA, B dEE, Qoo AAjE N- ®= -2 WY, 97 Ee W3S
ZEAY ZkA] gowA, o] MARS e mlld vehd 1ol opvigt MAS ¥IshE, 2ol Ve
obul At M F= FRE XSAY, olER IFHoR FAHAY, JER TAE HE = ofudlE xS
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[0692]
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o 5A AAGHA, BES olaslt WEE ohgs] uel 27 ohul:mat Alelo] HedHE B u]
2 54 ANFHA, AEE BebA obuelt o) N Ei -2

]

2

=
=

tilo
jas)

|

ot

bt

LA (1) WA (V1) 2 %4 25, == 299 A

= ol FE= ofwrgle] B4 AxHelA, HE=
=4 ANFHA A, AL (1) B2 (D] falAs, godee k]
(1D WA (IV) 2 (VDo Wajrs, Eloolel2 Adto] Xaa 7 Xaa Atolo] EA|st. =4 A% oA, E
ool Es 2w Mz wololg (AT, A4 (1) Xaa'old = A4 (119 Xaa'ol4)9} Pen Ei
Cys & 8h} (A, AQ2 (1] Xaa oA E= A4 (1D Xaa ol 4) Alolol A dgdtt, =4 A%
Bol A, 2-ve Mxdl mololE]E Q1FE ojuliit 7)gl ojupo]= AT HAEIL Pen i

LoH2 ZA%s st WY 71E 23

g, 2ol 7ed Aol FE = A
ofdel= HeodHE Ads xAIH.

o] Xaa o Xaa  Abolel ZA)3H

re
il
av)

%]:;

2
H
rr

o m

2ol Tl Ao thFst AEAe 54 AASEielA], PCT/US2013/064439, PCT/US2014/032391 H+=
PCT/US2014/032392°] <lefe] sht ool 7le® wieh eddh 72 Ee AdE 2te e add. &
wlo] thE A AkEjelA, ME| =& PCT/US2013/064439, PCT/US2014/032391 = PCT/US2014/0323929] o=
shitel] ZiAIR A E B B

HELE 32 7z W YRy 3y

t
oy
-
BN
i
I_,
o
%
O

2 dye fHooHE d3ts S nEste FEHE dFgA 2 oA EA ot E XS, uds At 4
A FE= dFA 2 FEIE o]FAE AFTSE. olE FPEE EAE adB7 AF & SUtE W=, o
4310 gk 7k Aelg, @ B Azt (SIF)ET ofyzt 3 el ¢ 273 (gastric environment )l A
7t S US FEEA EFoR st Bom AAERT. olF At A¥A A= adp7e =2 4
3 Al s JFsta, 22 Q3 a4B 73 MAICAM BIZt= Abole] AjFS WAy, uwehA, olE HEHE= &3
T Ut d3oA 9% BgS AA 2/Ee Fhsked a8 AeE YERET

wehb B oo oA, €3, SIF, %+ SGF(stimulated gastric fluid)olA, a4B73 MAICAM Z7t= A}
o] 3

o A3s ¥ T+ zdslr] Hdl, a4B7 JdElZHI Agst A AFstE, thdd HedEH 2 JEHE o
FA D oA EAE AT 2 wHo dF JAHE oA e FEHE olugle A opnxAiRto®w
748 ot ow  FE|= Gk 2 o]FA] Exls, o]Z AlFEE AL olyX|nk, WEw olun
b g AgsE wekE A 7], S 2-vEdlRd BEolojElE Egete v-HA obnx=Abs ¥3s 4 Qlok. Wy
H ool b= oAt ApAA o ® EASHA] Fe 7], VIE, EBE 3EA RololHE XFIEF Ao
2 AR 9l A otnujwAte] xFgHET. B U] EodHE HFE= WA P oA EAE FUEH o
2 Dot =akS X 4= qlud
EA AAEo A, B oubygo] HME|= o]gkA] E A Al a4B73 MAACAM ZFE Alelo] AES AT
A FaAZg. BA AAGEH A, 2 g AEHEE 4 e HE = HlE a4 BT MACAM 2IZH=
Abole] ATS Holm 20%, ZHol% 30%, ZolE 40%, HolE 50%, Hol% 60%, ZolE 70%, FHolx 80%, Fi=
Hojm= 90% HAaAIZIY.  Asbe AAste WH JE) okl FXFO a B VETe] oH, dF &
o], ELISA #4& 233t
E4 A e A, E dyol FE = wekA] T oA EXE < 500 nM, < 250 nM, < 100 nM, < 50 nM, <
25 M, H¥E < 10 nM9] 16505 Zeth. @4& AAste WS 93l okl S Ho i HFe Al
Zle=E 999 AES EFt

A5 daA gz nestE FE= dFA @ o)A BAE A gstal a4 B7 QLEH L] s
2 T 5ol B HIEE AEstes Ao® yeiwrh. o) R Fdds mol b (SIF)d =
E5= A9 180w 2o wir)E xFstE FEE Gk e o|FA EAE AlFdth. A Fdde ®
b ooigF 1E A g 180% 9] WIS e ElolHE HEE A TR o)=kA] BAE AlFett

ZE DIT (YEREZCIE) BAddA Ads s 39 >12089] 72 3¢ e 9 3

S AAGHONA, & 2] = A T oAl EA= diEa fE =l e, Sk AR, S
1 9 b, e B A (SIF)eA 7k RS Zhev. 54 AAGHNA, dxd JEHEs
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= gtk wEbd, 5A AAGECAA, 2 2> = 24, d7d, 24 V¥ FHE 22 W
she As XAV, e 3ol B9 TEAtd 3A" EF 7IHe o8 Fad ¢ vk, AR AASH
A, o] AR (SIF)oA FE= (gAY, 2 == 73 [Dubree, et al., Selective a4B7 Integrin
Antagonist and Their Potential as Anti-inflammatory Agents, J. Med. Chem. 2002, 45, 3451-345]°)] 7]&=%
W= FFA e olFA) Y S+ skt ol4ke] HlHds} of=7d I7]E N-Me-Arg= X &3to2s F7}
Ao, 53 AAGEHCA, HAE =9 SIF 5 9 M-S st ool A2HS I7]E Peno® &3t o R
A oF7hET. B U B4 SHS 2o Uled HMEHE 9RA e JHE olFA 9 AbsiEd A
(5, 2] A8t el A el wstel st fEj=e] S
3t

2
%
o

H
4 A Bl Vlsd 24 o 2AdAv. 54 AAGEA, st g

54 AAgEA, Abs) 3

e vz HEsel we) Aolw 206, Holw 508, Holw 2u], Holw 3u], Holw 4u], Holw su], wi=
Holw 10 Fbgdh.  Ase A JEddl A8 EF /lEel o8 F¥8 + A 9y
A of /148 W= A Ei oA AP wE 9F AL F

A
ox
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e
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o
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to
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iih)
%
o
oft
oX,
sk
-
X0
rlr

WakE Al 712 %348} 3; Xaa
7

- 1

& Xaa % EloolH2 A AT 5 e ofvlnat B71R A$SEaL; Xaa ¥ Xaa Abelel] EloolH =2 AdS
g2 st S 2 o4

astd HAEE=E AFste AE xdshe, HE= 22, odAd, AE (1D HE= &2
WS gt EA AAGE A, Xaa & Cys, N-Me—Cys, D-Cys, HCys, Pen, % D-Peno 2 o]Fo]
A FomnE AuHr:, =4 AAGE|A, Xaa & 2Lz wololElolth,  EUF WHol, Xaa 2

Xaa ©] 247} Xaa 2 Xaa Aol A@H T melstd, WME= Ba oAd, 494 (D)9 HREE Hapd] Hg

-

]2y g okxelE FHE

AR A FE el A, H e olf 1w AYS EAHoR = HH BE AZES ka9 e EE IS
Agste WS AFstedl, o] HYES dad, A9 He 1 UR 3842 ZAIHAY & 5 WA 7 e b
oF 2, e 7ied Jda¥ AEA HeolHE FHE FAE ARl Ee A AT e Fosie A
zghetth, B4 AAdHelA, A e Ae 2 g FEE dgkA] e JE S o|FAE XFstes oF
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HodE2 dgf FY
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ZFollA 9F 1 mg/mLz 33T, 98-S LONSE AFEsle] TYEH A Hhg-o] g Ed (dukygow yt
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A4 9, w4de 9A A=wEdy (PLOE AMY (Gemini) C18 AR (4.6 mm X 250 mm)
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= O [e}
obrjo] W vhkdt FE S o)A HARS vehdth,  ME O] ofmwak Ade] Holx Y], "2-wl AL o-
Wz hehls, 254 D-olu] ks e, ofulwat 27)= d7E 94 (1Dd] me, We
Xaa o]tk ielu}, o= )= mak AR (Dol Xaa ol AgEk= oz olssojol sttt WME =

_82_



[0770]

ZIHSd 10-2025-0043599

ol A 9] Z4zbe] TgA ofdlv= 1A 1o YERd ofu|:at 7] W= RolojE|et 91| 7o uvERd ofn| At
7] Atele] A W HedHz ZA¥S £ madtEtt. FEE= oA FEE dEkA] oldgE AR
DIG, ADA, IDA, IDA-Palm, IDA-2}$%-%, IDA-2d Y, T IDA-PEG H7 o &l o]E9 C-Eetol|A] oA 3te
o
¥z 4
CIA|H QI E|20|E| 2 THEFA|
MEHT| BES A 1 2 3] 4757168 7 ] g 10
1
=
391 |(EIRGIEI] OME INUe-R S| D] T|L ¢ W k| M2
2)
(ElGole| OAg |Wte-B S| DT |L| Tews ] k| M2
392 2)
Bl |(El2ojd| 225049 N~I‘ie-BE ST 01T 1L 3 [l ¥ | NG
2)
52 |(El2dd omb- fMNMe-Bl S| D] T L ¢ [ k| W2
B2) |BE2Rispy
Bl
FIRICECEI EEE] I*Hie-Hi solT]¢L Pen 0 k| M2
2)
54 |(Eloofe| =25 2d N-MM; s o111 Pen ] k| M2
2)
85 |(Eeog| 294 }Hfie—Bi ST o1l T1]1L 3 W |t | 2
=)
FERICECEI R H-He-RI S| 01T L] Pen ] 3 ¥ | M2
2)
57 |(El2ceg| 22529 m-ne-ni ST 11 T]L 1t ] k | M2
2)
58 [((ElSofel] =ElY [NMWe-B S| D] T |L € [l k|22
2)
59 |[(Elqow| 2-#d IEREEERN ¢ ] P | M2
B)
60 |(Elgolel| 214 |[NMWe-Rl S| D1 T |L]| Pen W e ¥ | M2
2)
Bl [(Elzef®]] 2913 N—He—R} ST oiT]L Pen [ WH-E] X M2
E)
g2 [(Eladeg| 243 m-»nemi ST 01T (1L Fen [ E [W-te-k| M2
2)
8 |(Hzoe| ad u«x«e-at ST 07111 Fen ] ¥ |Nle-I| M2
2)
64 |(Elzey| 29 I»I»I'Ie~si S| D1 T |Nle| Pen 7 B k M2
2)
85 |(Eeog| 294 N—Mem; S1 01T |1 Pen F e | & | M2
2)
85 [(ElRefe]] 293 N-ﬁe»ﬁ[ S0l 7T]|¢L c W vHE| X M2
2)
67 |(Eofe]| 243 n~ne—3§s 01T |L| Hos [ 3 X W2 |
2)
68 |[(ElQefe)| 2¥3 N-Me—ﬁi sl olrT]lL Pen 1-}al e X M2
=)
FIRICECEI EE N—mgk S| D171 ]L Pen -Hal e |Nle-I| M2
2)
IRICECEI A H-Me'EI ST o111 Pen 5-Nal | b-H-E| X M2
2)

_83_



ZIHSd 10-2025-0043599

70 |lEadg]| 94 m—z@e-ﬂi S] D] T]¢L Fen 2-Mal |b-HE| X THZ
71 (" gg}i El 2-dld IH'}E-Ri sl i1 ]1 Pen ] 2-Mall| % M2
72 |(E f‘;—:gﬁ o 93 u-nem; ST ol T1T]1 Pen f E 3 THZ
73 |(H ?{ﬂi CIEE N—ﬁe—B} sTofrT]tL Fen F b-HE| X N2
T |(H ?313 H 93 N—ﬁe—ﬂ* STl T]1 Pen T VHE| E HHZ
7| (H igﬁ H| 294 N—Ba‘Bi ST o0[T]¢L Fen 2-Hal e 3 M2
7% [(El ggﬂ g 23 u—na—z:} STofT]1 Pen F(CFR) E 3 M2
77 |(H 33!1 g oud N—I§B~Ei S0l 1T]¢L Pen THal 3 X | M2 |
7 |(H gﬂ g 293 N~I¢e~31 ST o[T]¢T Fen ¥ E 3 M2
79 |(E %gﬁ gl 244 Nuﬁ&wB! g1l THL Pen ¥ g k MHZ
80 |(El igﬁ B >¥3 N—Me—gl slolT1]1L Pen [ Pl kacy] w2
81 [(E 'Zi;} g 2-d [MMe-R S| D|T|L Pen ] g | k(Ac)| M2
82 | (E ?gﬁ W] 29d [WwheR S| D | T |L]| Pen W e |E(PEGB| IHZ |
8 |(E gﬁ | 9d |Wte-n s | 0] 71 ]|L Fen [ WHE | K jlh:) THZ
gl |(El gzﬂ g 93 N~Me—Bi ST o[T]¢L Pen ] P |Nle-¥| M2
2} (4]
8 [(Ezdg| 29d I*er-ﬂ! sl ol T1]UL Pen [ ¥ [We-E] M2
=) _ Go) |
86 |(Exofel| 293 N-}Ee'Bi S| D[ T |Nle| Fen W E | k(kc)| M2
& [(H %311 g 93 H—Be-B! ST olT1T]1 Pen F e | KAc)| M2
g8 | (H igﬁ H| 293 N—ﬁe~nl ST ]¢L Fen FCFE) E | k(kc)| M2
& [(H Egﬁ | 93 n«ﬁe—gi I T A Pen THal E | ¥(hc)| M2
e [(H %ﬁg 0] 293 n—ﬁe-zi slolr1]tL Pen ¥ I EIEE
a (ET%%!! g| 93a u—m—x{ S| 0] 71| L[| Fen T B | EAc)| MHZ
ez {(E}?g:ﬁt ] 9d N—Iﬁe~31 ST o711 Fen i E | Dap | M2
5] iﬁﬂ?.i:;ﬂ H| 293 H—Me—Ri S o711 Fen [ E | Dab | M2
T {m?é;;ﬂ Hl 243 H-He-f{i slofr]tr Pen [ e | Dap | M2
% | ﬂ%}oﬂ ElE u—ﬂwl ST o T]L Pen g e | lab | M2
@ |(( Esii}ﬂ Hl 438 N«Iﬁe~3! S 0T ]¢L Fen W E | M2

[0771] =

_84_



ZIHSd 10-2025-0043599

5 [(Hzd=] 293 N—ﬁe—R' ST O[T [L] Pen ] e | Mz

9 {ca%.)*»ﬂ g AE |- Bl S o[ T[T Fen ] 5 | Mz

9 ((El%)t»ﬁ g " |t Rl S T[T [L| Pen ] e I | e
100 {(E}%.}vﬁ H| 24 N-Iﬂe—R' S| 0| T |L[ Fen W e | 8 | W2 |
i1 icm"aéjml H| g [Wle-H S| B | T |L| fen ] e F | MW
102 ((EX".EE’.}OB ] N-Me-nl S| o [T [L] Pen ] e | K | M2
103 ((El?oﬂ H| 243 N—BE-B‘ slonlrilL Pen i e 0] M2
104 i(ﬂ@iﬁ 8] 94 Me-ﬂ‘ S| DT ]L]| Pen ] e | T | M2 |
105 ((Elgs'.}rrﬂ o 29d [WleB S| D | T |L| Pen W e T | W2
106 r:(a"aéjoﬁ H 29F |- R' ST o[ T[T fen ] P s | M2
107 »:(El?é)oﬁ g 2E [l R‘ S| o T [T] Pen ] ® f | M2
108 ((Elgi}oﬂ H| a4 N—Iﬁe—}%! S| D T1]|L| Fen ] 2 e | M2
108 ((E&Eé:::ﬂ H| 29d |NleB S| D| T ]|L| Fen ] B T | M2
110 (tf?.}aﬂ " a4 N-Me-—R! S| DT |L| ten ] e | v | M2
11 ((E}La_é}oﬂ o 94 [Nl R’ S| o [T [L] Pen ] e ¥ | M2
Nz |8 gﬂ | 494 u—ma-nl S| DT |L]| Pen ] e X | e
113 »:(Ei}oﬂ B 29d [Nk B' S| D1 ]L]| Pen ] P E | M2
114 ((Ei}ﬂﬂ gl g M- B’ STOolT]!L Pen 2-Hal e | M2

115 ((ﬂ"ai}fxﬂ B 29d [WUeB S| D | T |L]| ¢fen W |Eme)| k| Z
116 ((E}iﬁ g 4l N—He—R‘ SO [T [T[ Fen oal | M2

117 | {H é:liﬂ Hi 293 N-He-Hl slofr|tL 3 Tic E 3 M2
e (EJEgm 7T |WWed s | 3| T L] ¢ Tie T | @

118 ((Eliijoﬂ g 2d [WleR S| B | T |L]| fen itc THE | MHZ

120 ((H“Ei)oﬂ § 2-d [WleB S| D | T |L| CPen |oIElZm-p| WHE | M2

121 ((Elgi}oﬂ o 2% [WMWeRl S| D| T |L| @Pen oﬂa‘ gé-h WHE | M2

122 icﬁé}ﬂ H| 2-9d |NlWeR S| D | T |L]| ¢fen z{_zﬂ % irl? THE | 142

[0772]

_85_



ZIHSd 10-2025-0043599

123 (((El2ofu]l 2-4d IWMe-R S| DT |L Pen |£2-b-F| WHE | M2
=8

S DT L Pen Bra WHE | MH2

2)
12¢ [((E12ofelf 294  [N-Me-B

2)
125 (((El2offe]l 2-d IWMe-RB S| DT |L Pen K(3-Me) | WHE | M2

=4

135 |(Eaofe| 292 |Wved s | D11 Pen F(4tBu) |N-Me-E| M2

g |

126 [((Elzojel] 293 n—me-nl sToit]lL Pen F(2-le) | WHE | M2
2)

RCECE AR n-ne*gl S o111 Fen | FLo-CF3)) | WHE | M2
2)

I CECE] L] n—ne—ai S o111 Fen WHe-F | WE | M2
2)

120 [((E]2efu)] 2814 Mem{ ST o111 Fen Whe-F | WE | M2
2)

120 [((E]gefe)] 21 N—Be-Ri R Pen b~ WE | M2

=) ] Tjolo] 9-F )

131 [((El2de] 2243 Me—a} S0l 7T]|1L Pen b= THE | MHZ
) ol 8-

I CECE ] ] N—Iﬂe—Ri ST o111 Fen $He-F | WE | W2
2)

133 [((e2efu) 2-¥3 IHﬁe-Ri ST o1/l Pen Bip WE | M2
2)

134 [({El2efe]] 23 N~ﬁe-3} slTolrt]lL Fen Fd-th) | b-H-E| M2

2)
136 ((ﬁi"ﬂ H 2-# g N-Me-Ri ® i T11L Fen Fl4tBu) [M-Me-D| MH2

2)
137 [((El2ofd] ¥4 N-Me-R 3 i T1|1L Pen F(4thn) |EE-H| M2

2) X
138 [((El 2ol -4 g Lit B i T11L Pen F(4-tBu) | b-H-E| MH2

2)
128 [{(El2efd] 2-9E H-Me-Bi & ji] T11L Fen Fl4-tRu) | h-H-E | MH2

Z)
140 ((ﬁ LR 244 W-Me-Ri Almw| D T11L Fen F(4-tRBu) | h-H-E ] MH2

2)
141 [{(El2ofd] 2-9 4 IH’IE*B{ Tm| D T1]1L Fen Fl4-thu) | h-H-E| MHZ

Z2)
142 [((E[2of -4 g N*I‘JE-R‘ S D T11L Fen Fl4-tRu) |N-Me-E] OH

2)
24 [ElZefHE| o9E |WlWe-R S | 0| T [ L] Fen ] e | Dap | e |
225 |El2oe gl 244 M-ﬁe-l_{} 5 i T |Nle Fen ¥ g |N-Me-kl M2
226 |ElzdgEel 243 H-Me-Bi 3 T |Hle Pen ] E IN-Me-Xj MHZ
227 |Eledge] 2-4a IN-Me-B 8 T [Nle Pen 2 IN-Me-ki MHZ2
228 |Eleog Bl 244 N—Me-l}{ 3 T [Nle Pen B E[N-Me-k| MH2
229 [Eledgzs] 2-Hd  IN-Me-Bl S T [Nle] FPen ¥ g |N-Me-k M2
230 AC CE 2o el 2 H-Ne-Bl 8 D T |1 |EIRH ) E X M2

zgoh =3
Zgm)

[0773]

_86_



ZIHSd 10-2025-0043599

FIEFEEE I T en i E_] Dab [ ic
232 Eledez] -4 -Me-El ] e i g Diab AC
233 |((g] Ei;f ] PEE rx-m—a{ S| 0T [ T| Pen W E | Dab | W2
PG I T S A T W E | Dap | ic
9% |((Eleojel| 2ad [WheR § | D] 1L T Tic e | k| M2
7% ({a%} g 9d u«nw} ST O[T [T[ Pen ] 1 | M2
27 ((El?é)aﬂ H| 2493 N~ﬂe~sl S| 0T | L[ Pen W vy | k| M2
758 ({ﬂ%:;ﬁ g 94 N«Ms-f%l S| 0|11 T Tic e | b | Mz
730 (iﬂ%}oﬁ ] R M&e»l‘{l S| D[ T [L| FPen W | k| W2
240 (1 Elgéiﬂ 2 K n—ne—al ST O[T [T[ Pen W POl e
2l ((E(EE:;%} B L N—Be—ﬂ} SO [T [L[ Pen W v | § | W2
242 ({Eigéiﬁ ] ¥4 n«ne~3} sipl1]L Pen | K2-712HH e k M2
T 22) |
A3 |((H2de 293 IH*!&-BI STUTT] Ten JREIESH e [ | M2
TR (GETE SR e T
245 ({a%.% g 93 N«nwj S| D[ T |L[ Pen [H&&CH| e | & | w2
246 ((Elgiiﬂ H| g Me—B} STODTL| Pen [FaetD| e | & | M2
o7 ((Ei%ﬂ ] wa—nl S| 0| T |L| Pen | Hawme | e | & | W2 |
248 ((ﬁi}oﬂ ] R H-ﬁe~R} S| 0] T ]L| Pen [ W E | e
248 ({ﬂ'aé)&%z | N—He-Bi S| O[T [T[ FPen W |H&to| k| w2
750 {(Ei'aiiﬂ "l 9d I\Hﬁe-BI SO T[T Pen | Fdth Qg} k| e
251 ((Elii%} 3] N—NM* stplTllL Pen F4-F) 8 k 2
) ((ﬁ%ﬂ H| 94 N-Me—RI S| 0] T |L| Pen Bip e | £ | M2 |
%3 ((azi{rﬂ o] 29 [WleH S| 0| T |L| Pen ] Tic | £ | W2
|0 Elgé}oﬂ U] =g |Whe® s | 0| T |L| CPen W w | E | M2
755 ((agé)oﬁ Bl 9d |Wlew § | 0] T |L]| Pen Wl | £ | £ | W@
256 ((Elié}ﬂ Wl 29d [WMeB| S| D | T |L| Fen Ml | h | k| W2

[0774]

_87_



[0775]

ZIHSd 10-2025-0043599

%57 |[(E2oE] 293 N—ﬁa—ﬁ’ S] 0 Pen 1-Hal 1 W |
2)
256 (((Elzofel] 2-HF  INMe-R| S| D Fen 1-Hal T M2
)
29 [{(Blaey] 243 N—me-l%l 10D Fen 1-Hal Tic W2
2)
260 (((El2ojg]] 294 N-ﬁa~ﬁl S| D Pen 1-HMal i M2
E)
261 ([((Elzeffel] 280 INMe-Bl S| D Pen 2-Mal £ M2
2)
262 [((El2efg]] 2-WE  fMMe-B| S| D Pen 2-Nal h W2
2)
263 [((El2ofgl] 2-0E  INMUe-B| S| D Pen 7-Mal 1 M2
2)
2684 [((El2og]] 2-ME  INMe-B| S| D Pen 2-Nal r 2
2)
265 [((Elgofg| 2-8F  IWMe-Bl 8| D Pen 2-Hal Tic M2
2)
266 (((Elzefgl| 24 NMe-Bl S| D Fen F{4CF3) g e
2)
200 [((Ef2oy|| 2-d NMe-Bl S| D Fen Fdthu) | b- M2
2) TH6
_ !
271 [{(E1goful] 2-9E IW-Me-Bl S| D Pen | H4-COOHY | E M2
2)
272 |((Eleolel| 2-9d  [Wle-k s | D Pen | F4-COGH) | E TH?
2)
213 [{((E12efg]] 2-0E (MMe-B] S| D Fen | F4-COOH) | E M2
2)
o [({((El2ole]] 2-9&  [uMe-Bl S| D Pen | M4-COOHY | b~ 2
2} TR
U
2% [{((Elzog] 2-WF {ude-B] S D Pen | F4-COOH} | - W2
2) TRE]
1
276 (((El2ofel] 2-9F  IM-Me-Bl S| D Pen F4-COH) | b M2
) FR6]
1
217 [(Eleofe]] 2-4E  fH-Me-B| S| D Pen Bir E M2
2)
218 [((El2ofel] 2-9E  fN-Me-Bl S| D Fen Bip b- M2
2) THa
n
279 [((El2of®l] 2-HFE  HMe-Bl S| D Pet 2-Mal E M2
2)
280 [((El2oe]] 2-9F  MMe-B| S| D Pen 2-Nal b- W2
B} F 6]
1
281 (((El2efel] 2-94  MMe-B| S| D Pen 1-Hal E MH2
2)

_88_



[0776]

SIHEd

262 [{(El2ofe]] 2-9d  [wde-p] § L Fen 1-Hal - k M2

B} F586l
0

263 [((E2ofd] 29 [ude-F § L Pen 2-Nal | e
2}

284 |((ElQoje]| 2949 |Nle-H T Pen 7-Nal t | W2
2)

285 (((E|Sojel] 2-94d [Nle-B § T Fen F(4thu) E|Nte-I] M2
2)

266 [((E2ojg] 2-9d  [Nle-F ¢ L Fen T 4ti) E|Wle-¥| W2
2)

287 |[((E1Qofel] 293 |Nle-F § L Fen F4thL) |b-% 9 |N-le-I| M2
B} Glu

288 (((El2ofel] 29F [we-H s L Fen F(4thn) |b-T 2 [HMe-k| M2
2} Glu

260 |(ElQoH| 2-wd  |Nle-h s T Pen Bip T |Wle-E] M2
2)

290 [((Ej2efel] 2-94d  IN-Me-F| S L Pen Bip EIN-Me-k| MHZ
2}

281 (e e8] 294 [NMe-R & T Fen Bip  |b-20 |WHe-1] M2
E} Glu

202 [(Elgefel] o9 |N-Me-B S L Pen Bip | b-F 2 |N-Me-k| M2
2) Glu

29 (5 ooe] 24  [Wle-F S T Pen 7-Nal E|N-e-I] M2
2)

204 |((E|2ojel] 293 |Nlke-B § I Fen 9-Nal E|Nde-k| M2
2)

205 [((Bl2oje]] 2-ad |Nle-B § T Pen 2-Tal b |Nle-I] M2
2) F 26

]

205 ((Elgojel] 2904 |Wle-B § 1 Fen ZMal | b-% % |N-le-k| M2
2) Glu

207 |[((El2oje| 294 [Nle-B § T Pen T-Nal F[Wle-I] M2
2}

208 [((Elofel] 293 [we-B 8 1 Pen 1-Mal E|Me-x] 2
Z)

I GECE AR m—m—ai S 1 Fen 1Nal | W32 |N-le-I| M2
2) Glu

300 |[((El2ojel| 294 ra»rm«nl § T Ten INal |b-%Z 35 |N-le-x| M2
-3, Glu

_89_

10-2025-0043599



10-2025-0043599

5

=

=

H

e
=)

¥ 5

Ekkdh

) 2(ZBH 3 ki (8404 U3 31 Blw-2 )] 99

) Z(ZHN 3 3-H-4 A Udy 3 -0~ T~z |(=BlkEE) 99

H 2(CH b I-H-q 3 Ugy i 3 aJt .Mmﬁa(m ElelkE ) i)

b Z(ZHN 3 q gy ¥ ~30- -2 |[(EhldR) £9

) Z2(ZHN 3 BH-2 Uay ] 3 -3~ Ew-¢ |(=lBlkd 3} )

3 Z(ZHN 4 I-H-4 EN-2 U § 3 -3 w2 |(zBllkIR) 19

3 Z(ZHH | ¥-8R-N 3 BN-1 us ¥ [t -3~ El-2 | (ZBlkE ) 0g

3 2(ZHN 4 3 EN-2 Us § 3 -] B~ |(Zlelkd ) 69

] Z(ZHN b 8 EN-1 Uy ¥ -8~ -2 | (ElakIE) 88

ol Z(CHH Di q SAJY ] ] -3~ T2 {(zlalks B) L8

4 Z(ZHH 4 3-H-4 2 k -3 B2 | (EBlthR) 95
[EY 1Py

31q 2(ZHN q 3 d uad 1 1 q S 1 4-8H-N Elk-2 b)) 61
(ElallkE iz

31d 2(ZHY 4 q A uad a1 q S 1 ¥-3H-H Bla-2 )y FSI
EllkE R

31q Z(CHN | 8- A # uad 1 4. q S 143N Ble-2 )] £51
[E1E Y E]

51 2(ZHN | A-8-H kS & usd 1 L a S 1 I-81-H A b)) 251
sk

g 2(2H | 3-H-4 i uad 1 1 a S 1 3-8-H Eig-2 33 1451
ElhkT R

d1q 2(ZHN bl 3 i uad 1 1 qQ S 1 I-8-N Elw-2 ) DSl
ikt

31d 2[ZHN P & M 1 J a S 1I-8H-H | BElET 2] (Sl
(ElhlkSta

31q ZLZHN il i uad 1 1 q S 18- | BolmEw b pid)
Elalks

31 Z2(ZHH q i uad 1 3 q S | g-8H-H Elir{o )} [2:41
(ElallT 2

51 2[2HH 4 q & U] 1 1 a S 1 ¥-9-H SiE-2 3] arl
Flelksh

H1d 2[2B 4 E i J 1 1 a S 1 3-a-N Elw-2 )] il
SRy

81q 2[2HN bl i J 1 4 a S |4--HIATHET b3 Frl
(Flhlk& iz

31q 2[2H q i 3 11l al s lgamnl Bldo | 3] Al

R o1 6 8 A 8 § ¥ £ 4 1 Bl Bk | TEEk

lkizlo Slhllos|a iskxlylo

(o]

_90_

[0777]



10-2025-0043599

[}

=

=

H

e
=)

zBlksh

81d 2(ZHN 4 J & -9 B2 1)
[EIEENE

h1d 2(ZH q J & $-a-0 | Be-g )
[ECIEYE

81q 2(ZHN q 2 & 90| B2 D)
Ehklks

81d 2021 q J L -9-N | -2 )]
EhkTh

5id 2024 q J L N | Biee? )
(=lRlkE

51q 2(ZHN q b i 90| Bwe-e ),
Ehlkdhk

81 20200 q Uad-{ A I-3j-H Ble-2 i)
EhlkEk

81a Z(2H J 80 | B )]
ERkEhR

81q Z(ZHN q 3 -0 BR-2 )
ERlkEh

51d 2(2H q uad S E-AEN ) Bie-2 ),
(ElhlkEla

Jid Z(2H q ugd J-aj-H B¢ 1)
(S

51 2(2HN q U] 40N | Bk-g b))
Sy E

BT a-phad-¥a1 PALAI) U3 S 148N Be-2 )]
FRlTR

33T [a-H] 2(2HN U N il m@& ),
91 Z(ZHI ki {0=)uad S =3 El-2_ | (ks 3y
g 2(2HN b (B=)Us, 3 - 3= Br-2 |[(EBlkTE
[EGE

¥l 2(ZHN q U] 90| B2 )
EFhlkt iz

itk 2028 q uaq LN BE-g 1)
(ZlalkZ

51q 2(2HN 4 ug] R | B2 )}
Y EIP

81q ZCZHN q uad ) o O AT 4 )]
Gl kR

a1q 2(2H g -0 | B2 D)

_91_

[0778]



10-2025-0043599

5

=

=

H

e
[=)

(BElalEh

J1d Z(HO 8 drg uad J s L 1) 92
{(ZEhksh

91d 2(H0. g atL 4] L S LE-8HR ) 10z

1l Z{ZHN d1g 182 Uad L S H-9HH (zlaleda) e
(BT

Hid Z{ZHH dy 3L 4] 4 H-8H-H i} 902
(BRkER

i Z{HO 8 A uaq b 281 ) 14
(2RkEh

HId Z{ZHH d1g 4 uad & q-3N 3] 902
(EBTH

R Z{ZHR dig & usd £ H-8H-H 1) a2
(ERk3h

S ZZHL q 3 & uag N U-8EN ) 10z
(ZlEkER

510 Z{zm 1 g i usd 1 Y-B5-H ) me
EEIry E

1 Z(ZH 1 @ i usd . 291N 3] 2=11
(ZRkTA

510 Z{ZHL q 8 & uad &L H-FN 1) &l
{(ZRlsa

510 2{2m 1 8 i usd 1 H-8jH 1) 161
(ERkEh

R ZIZH q 8 & uag M H-85EH 1) 511
(ElkTh

S0 ZIZH q 3 i} Uad Ji d-3-H ) $H1
(ERpEAR

A Z{Zm 1 8 i usd 1 T-BJ-H ) W1
(ERk3H

Rl 2 q g il uad L d-8EN 3] bl
{(ElazhR

S fdea: i g & usd i =811 )) Bl
(ERkTH

H1d Z{Zm bl g i} uad I H-35-N 1) =1
(Bhk3ha

AU Z{ZHL b 8 Jul uag 3 185N 1 Bl
{(ZERhk3R

R Z(ZHN g 4 usd J: H-83-H )} 381
(ERkTR

S ZLZHH d A U] J; 351 13 21

_92_

[0779]



10-2025-0043599

5

=

=

H

e
[=)

o1 Z(ZH gl i Wad 111711 § -8R =RkTA) 0Ig

a b uad R § | E-8ER EEIY el B0E

50| z(zm a f udd | -8 Rl | o6

7 B ) 7 e EIEIESE i

Bl gl [ 1iag i =Bl ELEINESE qE

Iy 1 4 usg 1111l § [ H-8HN kT gk

Iy q b uad T 111l § | E-8iH SRkT WE

1 27 q 8 SA3Y 1 g il S 1 H-°HN 2hkdHE) e

yId Z{ZH -1 4 a T 1Ll § -8R EhlkTh) 20

Il q # d i ] { i} S 1 H-8H-N 2RpIH) 10e
(Bl

51 2010 q wad 1 § | H-8N 1) £z
(Bl

il 2(ZH Il uad I H-=N )] &
(ERb3TA

DIl g I § | E-8H-H D)) 122
(ZRk3HA

Hil Z(Ho 3 J; i-8i-N }) 144
(EBk?THE

5 Z{ZH q L S )t 3] E1Z
[&an (ERkTR

ET-HR-¢ 1D3d-va1 Z(ZHN usd & S 18N 3] g1z
608 (ERkzTh

[0-HN-Z 193d-¥01 Z{ZH usgd 1 § | E-8fN ) L1z
(ElTR

I J i S 1 U-9HEN )] a1
(2ERkER

| ZH-2T0ad-T0 1 Zizan ugd L 1-8H-N 3] =14
(BRlEH

14081 0-51] Z(ZHN uad 1 Y-85-H 3] P17
(ERkTR

[AImeT-H1] Z{ZHN uad i 2N )} £l
(ZRkThH

HIBd-YI1 Z(ZH uad 1 1-81EH 3] 212
(ZRbTh

o0 ZH a T8N 1 112
(ZRkTHA

il ZH uad i Lwid )] a1e
(BRI

5 Z{Ho usg Y-25-H 1) 214

_93_

[0780]



10-2025-0043599

5

=

=

H

e
[=)

(ERkTH

nId Z{7HN 1 L 27, uad 100N | B-? . IEE
[E3EITRSE

yId Z{7HN i 1 [eH-Z uad S 48N | BR? 1 (EE
(Ehlkda

R Z(ZHN i | [EN-2. usd § 1H-9EN | BR2 )3 25
(EkEh

I 207N q q [eN-¢ uad § 119N | Bt ) e
(ZRlThH

Rl Z(ZHN I 3 1eN-2 U3 1 S 1E-9ER | B2 )| LZE
Sy

0 ZIZHN | 3-9H f uEEY 1EN-1 uag 1 i8N | BRe 1) &e
(Rl

5a Z(ZHN | d-o-H s E-g TEN-1 uad € I8N | Bl? )3 e
(BTl

a1 ZIZHN | 3-SR q [EN-1 Usd J $ 19l | Biee )} 45
(Bl

Rl ZIZHN | 19N q -1 usd € S 13N | BRZ )} |74
=YY el

HId Z{ZHN q L EE-g [ef-1 usd J e | Bl )] 74
(Rl

nIa Z(7HN 1 1 IBH-1 usd HEN | BR2 1 128
(ZRkTh

yln Z{THN i 3 IEH-1 uad 9N | BRZ 3! e
{(ERkTh

510 Z{ZHN 1 ay [l uad BN | BmZ 1) BIE
(ERkTHR

nIa Z{7HN 1 1 [EN-1 uad -8R | B2 ) BIE
(BElkEH

yId Z{7HN 1 1 [EN-1 uad -0 | Bz ) LIE
(ERbZH

R Z(7HN i Y [eN-1 usd i8N | Bz 3] 91
(ERkEA

R ZLTHR 3 i [eR-1 us J S 19N | BeZ 3] S15
{(ERleTh

hia 27N 1 (310 & uag € § Ji-eHN | BeT 3 FIE

H 1 L 2 1 § ji-eN | B2 [(ERkTHR) £lE
[AneT-HY (ERkTH

-2 I9Ed-TI| Z(zN b 2 B uad Ll § 159N | BRe 1) ZIE

dil Z{ZHN i 3 # uad 1 il S JH-8N | Brt ZRPETE) [1g

_94_

[0781]



10-2025-0043599

5

=

=

H

e
[=)

(Bl
a1 2z 1 8 (G usd L § -0 | BR-? )) 156
(B (BRER
sl iz | 1A 8 {aE{eg)d | usd L § JH-gN | BER-C )] 58
(BlaksH
a1 2zl 1 8 (Io-p'e)d | uad L § JU-EN | BR-Z 1 EPE
(Ba (Bhzh
a1 Zam 1 8 {RE{e-2)d | uad 5 § ly-opi | Baer _:rww i e
BR
H1q Zzm ¥ 8 (o-p'z)d | ued l § LU | B2 ) P
(2Rlya
o |2z [r-aen  npEE-g | dl udg 1 5 li-on| BR2 AQWW - 9
3
o1 A - | R EE dig usd l § Ju-oN | BRE 1) o
(Zhlksa
o |zt g 4 aig uag M § l-oen| PR ) VBE
eI E
OI0 | 20z | -ee i dig udg A § lu-oeN | BRZ A%@M o BYE
2R ;
a1 2700 1 InwyEE-g daig uag i § ly-oN | PRz ) 25
(ERkEA
DI 2zt 1 i dig usd o S Lu-o-N | B&- )] THE,
(ERkThR
M iz 1 8 dig ueqd 4 U-8iN | BEeg )} OpE
(Bl
yI Z(Z00 | q-8H | MIOEE 187 usg 1 § Qs | Bgee | o)
. @m%ﬂm
Rl Al =G4 | -4 {8-2 usd {1 O ) iz
110 U O RS ) L ?m.ﬂ%ﬂlﬁ.m IO N
R Z(ZHR 1 3-8-H q 1e8-2 usd L i} § 1y-oi-N | Bi-e ; ¢N§Mﬁm LEE
Bl
a1d ZIZHR | -91-H g A uad 1 1 5 T8N | Ba-? )| &L
{(ElkshH
9l 41 1 1BN-2 ugd A S TH-8-N | B@a-7 )] =)
{(BEhzh
Bl 2 1 (B2 uad g 8 JH-gjeN | B ®E
{(BlhleTH
a1 2zl 3 INEEE 137 uad 1 Y-8N | Ba-7 h_mwow 5 e
BRPE
bl Je@m | 1 1 ez | ueg H LN | BRZ ) 228

[0782]

_95_




10-2025-0043599

5

=

=

H

e
[=)

(ZRk3R

Hia At q & U3 1 3] LE
(ZERbd

1 Z(ZHN i 3 g 3] € 3 e
{(ZRlsh

510 ZH b a 91l 4] 1 )] B3E
(ERbbTa

Rl Z(ZHN q 8 H usgd Je 1) &3e
Y

R (ZHN P A-8-H | Wi EE-4 (gIpd ugd & 3] L9e
(2Rl

a1d Z(ZBN [d-s-N fnpEE-Y | (MIp)d uad L 1) ®E
{(ERloEh

a1 Z(ZE | 1-9N 1 (ngap)d uad L 1 3
(ERkTR

1 Z{ZHN | 3-#-N 1 (ngiyid uag 4 ). 2t
(ERkTR

Bili Z(ZH 1 {npmE-H | (gipd uad 1 ) oS
(2RkSHE

810 2z | 3 g (ng3p)d usg 1 1) 798
(ERkTR

il 21 7ZHN 1 8 (ngipd usd 5 )3)] 136
(Rl

510 Z(7H0 q 8 (074 uag I 1) (5
(ERloEhH

yId Z(zm 3 a (- uad L ) B5E
(2Rled

910 |z | 1 |nwEE- | (Hood)d | ved ] )| &8
(ZRleTR

Rl Z(ZHN 1 WIHHE-L | (HOO-F M Uz € S 3} 156
(Ehk3ha

510 Z(ZH1 q WIHEE | (HOOP ) Uad € 8 1) 9GE
{(2Rleeh

Rl Z(ZH i q (HOOO-¥ )4 usd 4h. S i &GE
=y

S0 Z(Z8N 1 d (HOOO-¥ 3 usg 5 8 1) s
(ZRkTA

R Z(ZHN i | (HOOO- ugd I $ i3] £5e
{(ERkER

sl Z(780 3 3 (HOOO-)d | vad 1) 758
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Red Sl ifad {83 T Tk iz 163 el Ly 3o
= B B EBE EBE B B B B =lE
£8 EN ed fu g S g e K b
ajeu o
T e
=
== g =g e =g e e g = t b
5t £t = E = = &= = Pl B k=3
@ a o @ @ @ @ @ @ slalZ2| @
£l {=% (= [ = e (= (= $oh §E f=y
3 1 —1 -3 —3 —3 —3 —1 1 53— -3
£t 3 e e e B 2 (o T s [t
==} = e = p==3 = jo==3 { ey {m= e ]
e <l o 5] pord L] o (3 e # 3 3 iard
TEEREEEEER ZEEE
SEEEFEEEEE FEEE
AUl

2 U O T T 1 T O T T L S S
R oOR R R R R B R ZEAEE
B REREREEEEREER Qﬁm&
e e e e e e A e
W O it =1 < MO < O O ¢ O = o <
B i S Sy e I Sl ey et 0 o o Sy
ol of ofl ol ol off o olglleld o
wo oW w W oW W @ m oW o
&g = opo po e e | g aFﬁES%
3 (] ] (o (] o xnd (g} ] IR0 00
AAd 2
Eloo e 2 HE= whgA 2 o)A 2o 543}
EX EeodEH = HE= wekA 2 olFA o kg, &%, ¥ AYAgS B Jjed tddt #4418 o] 835k
A4gsltr. ® 8ol EAE FE=IF B 7ledE ZE B4 dE] dx2 FEEE AEE S dn

o] Fapol (SIF) SHY #4

g o] JEs Eake] A HgAS Wrlekr] flste] B FAY (SIF)OlA A5 skt SIF Aok
Azst7] dske], 1 2E B9 HF %y (HF pl=6.5)°l 0.348 g NaOH, 3.954 g VY EH EAHOE 197] 1
3= 2 6.186 g NaClS &3iA]# E33 (blank) FASSIFES A|Z3&At). o] g, 24 go H#] FHa Yol
(Sigma FFEFE 1 P7545)2 H7bsla 30%-7F walkeltl (HE B dloldl Hul 2.4%90). fAS 2= Famn
(cheese cloth) ¥ No. 1 9FEWF (Whatman) ZEHE F3 oJFstar, 10 ml 59 (aliquot)S -70Ce] R A3}
Sk, WSS AAEY] f1E 10 ml BFHE 37CE AEA7IAL, 125 pl BFAE AAS 5 FIo 5
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[0791]

[0792]
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[0794]

[0795]

[0796]

[0797]

[0798]
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A FASSIFS} &¢talsitt, HE|= A5 &9 (100% DMSO F<] 10 mDS B33 FASSIFZ 75v 343k, 3
Ay FE=o] 50 pl NS 125 ple] FAole (2.4%) 2L 125 pl9 L33 FASSIFSF %33k 1% #=
ofel 2 22 uM FE =9 HF FEE AT, WESES 37T AFulo]dstar, thedgk A4 50 ul &
FAS AAsIAL 500 HAEUEZ, 50% HErS, 5% FE4, 2 1 pg/mle UEF EFES dHdkE 200 pl9
% (quench) &< H7FsItE. AWHHE AEE 10,000 rpmol A 10 E7F YAl Relela, A NS LOMS/MSE
AT, 2 AlEddA e ZE H[ES UF BXEF diY A4 sEES 93 49 9 HES EdE AL
gk, W 1E gl = (GraphPad) & AF&3te] 1xF A¢2A 7Z4 &< (first-order exponential decay
A AAERE. olE ATl Aol thE AR HEFFo] Blo, Julu HE &

olo

2 o] JE s x40 F kPAAES BUEshr] ke 2ol A (SGRelA AT-E sk, 10 mlo] &
= pH=2)°l 20 mg NaCl, 32 mg ®1 <] Al (MP Biochemicals, 7}&=I1 02102599), % 70 nl HC1ES H7}sh
GFE Az3tdetk. SGFe 59 (7} 0.5 m1)E& 37CE WY 7F2AZT. 9-&& A7) 98, 1 nle
2% gl (DMNSO ZFol 10 mDS 0.5 ml9 SGFol] H7tsla HZE HNE|= F27F 20 plo] H=F 443
7F8& wwk ho] 37TCoA] QFH|o)AstdTt.  ZF A1A (0, 15, 30, 60 )olA 50 ul
2117%’81 S A7) A8l 0.1% EEAS T8k 200 pl19 oMAEYEZS H7ssich.

W7EA] A RE 4Tl EFASFa 10,000 rpmoll A 533 dAEE g, A A EFAE A7 S
e SHTE LR AT § LONS/MS® Ak, ZF Aol o] ZE &S Wiy
29 va 99 v HEs EYE AAEit. A 08 100%= AAskglar, e
A 0ol di3] AEEith. 9VE Az e s ARgete] 1k XA 7 o] mYEe s

jﬁ,‘

it

1

ol
o

M orlr 2 9
o 32

Hu)

rE

olo
z

o

£

(
)

o

@4 4T o N m

lo #N & o

m 2 EomR

o = AN ub
]
o
)
o
[e}

Tt | g s

>
)

2 owge) fEs Bae g e B Astel Asa 24 dlA ATE S,

DMSO ¢ 10 mM HE= 2% & 5 15 1 nl9 100 M EgA-Cl (pH 7.5)0] #A7go=xn (HE JAH=
FEE 50 uNMed) DIT <A £48 Fvsdct. AlF 02dlA, HF DIT %7 0.5 mMe] =S 5 pl12 A
2 35% 100 mM DIT &q& H7Fslvh. WhEES A2olA Qlstrloldatgivt.  Hof 12087bA 9] vheksk Al
Aol A, 50 nul wFNqS AASFL 10 ple 5 M ofHELRS H7lete] vkgS WAAIZTE. BA FEH=9] &
S ZA37] Yste], WAE A2 (30 p1)E 94 HPLC 2 220 mn o)A Y UV FFo = BEAsqn. v s
AL ARgste] 12k A FA 7H el "o =N ALbsiT.

A ZHQI/ A2 ATSEek] ShAA] 4

R

i)

i

4.545 p12 10 oM E= DMSO A5S 495.45 p19] 100 mM Eg]lA-Cl (pH 7.5)¢ F7pgteaxn e =2 90
pM=z A3, 55 ple £598 AASA 100 mM Eg]2-Cl (pH 7.5) F2 20 pl2l 2.5 mM Al2=Elo
A7bskadtk. 100 mM Eg2-Cl (pH 7.5) T A|&HQ 25 &4& 317 s=2 AAdsHA Erlskalth: 400
mM, 200 mM, 80 mM, 44 wM, 22 mM, 11 mM, 5.5 mM B! B3, AJF 004, 256 ple] b A=l 25 &S
55 plo] Al="l/SE e golo] Hrbebal ERES A0 A 40%3E dstHlol skttt Aleva— 20 plef 5 M
SN EARS Hpgto =M AAA 7L 94 HPLCE EAsqict. Atsld ez £ At

42 (Nernst equation)ol eJall “gole wupel o] Ak kst kel 9 (0EP)ol wisf &% ‘%ﬂ%ﬂr

a 4B 7-MAdCAM 57 ELISA

U m¥¥ ZeolE (Pierce # 15442)Z 800 ng/¥ H%2 rh Q|2 a4B7 (R&D Systems #5397-A30) .=
AR, Aol wRkstHA 1Az FoF QliFule] sl §NE 1 Fof] mukel] 98] | AstaL, 250
pl/9 sEg 24 92z (50 mM E@]2-HCl pH 7.6, 150 mM NaCl, 1 mM MnCl,, =¥ MgCly, 0.05% E¢1-20
2 0.5% BSA) R 2daldnt. I Fo] ZolEES A2oA 1A Tob wjgsidnt. 74 48 AlF 944 (50
mM E2]2-HCl pH 7.6, 100 mM NaCl, 1 mM MnCly, T+ MgCl,, 0.05% E¢1-20)& 33] AlF&lqlct. zk Do 20
Ml Al AlZHshe FEj=e] Ao A9 (B4 A2 3u] 5]4) 25 ulve— A7rakgdvk. 2 Fell 25 nl
o] Ax3g A3t MACAM-1 (R&D Systems #6056-MC)<S Z} o] 20 nMe] nHHE F&=Z Hrlskith.  H3F /A
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FEE FEE 10 plelAL, #HF MAICA-1 %32 10 Mol Hek. ZHO|EE 1 Fof A3 B mL3l=S
Ao 1 ]7& et QAFtHloldstgltt. Es 1 Foll A gFAR 33 AAHS AT, A SFAE 1:20000
o= 3AHE 50 pule w9~ F-2A7F 1gG1l-HRP (Invitrogen # A10648)S 1 Fof zZ} Lo A7y, 4
A2 A 45%7& ﬂ‘i}ﬂ A dsteleldatitt. 1 Fo 48 33 AAHSAT. 100 ule TMBE T ¥ 7
dof| H7tellar, T AZE b WHSHA #FASTE. 2 N ILS0,E o &3 ¥H-3& FAAIFAL, 450 mmoll Al &
FLE #=38lY.

a4 B1-VCAN F 3 ELISA

Nunc MaxiSorp Z#0]EE 1x PBS FolA 49 50 pl& 400 ng/Ae] rh VCAM-1/CD106 Fc 71wz} (R&D #862-
VO 2 ZYslgar 4 ColA kA 15 Véébiﬂr Sds wko 2 A A Fol| A 1 PBS Foll 250 ple
1% BSAZ Adslgitt. 4S 1 Fof] 1A7F SF wHkelHAl A2ofA el sttt ZF A& 1 Fof A
2 9k=A) (50 nM Eg]2-HCl pH 7.6, 100 mM NaCl, 1 mM MnCl,, T3 MgCl,, 0.05% E91-20) 0.8 13] AH a1
. B4 9EA (50 mM E2]2-HCL pH 7.6, 100 mM NaCl, 1 mM MnCl,, =& MgCl,, 0.05% E€-20) ¢ 200
Ml Al Al=els FEj=e] d-be] s|dd 25 plE ZF do HUsith. Frr8e2, 25 ule a4B1 (R&D
Systems #5668-A4)% 120 nMe] u ¥ = ZF Lo A7eith. FE HAEl= 2 a4B1 T 22 100 p
M2 10 nMelSlth. EHOIEE 1 Fof 37TolA 2A17F 53k AFHoldstadt. &qS 1 Fof wrke <3
AAs L, 2+ A AFH SFAE 33 AHsPAT. 50 plel 9F10 A (BAE w92 F-217F (D49d, BD
Bioscience Cat# 555502)5 L 3o 4 ng/ml 3E5E ZF do| H7pslar, ZYolEE A2 A 147 et vk
st QIHjoldatgitt.  &NE TRA] kel o A|AstaL, ZF S A SFAE 33 MHEAT. 4
AFA FolA 1:50002.2 gA® 50 ple HASAGA-FEE AffiniPure 94 F-vF§-2 IgG (Jackson
immune research, 7FEEI1 #115-035-003)5 Z+ dofl 7SIt ZE|0EE A2oA 30837F nRkstEA <l
Fuloldatint. 72 A& I Fo AlFH SEFAE 33 AHST. 100 nle] TMBE 2 o Z+ Ao H7}stsl
SR A ZE e WEEk A gESdY. 2 N BS0,E WS AAAZIL, 450 moll A FEEE 53

PBUC 7] T A Bz B

Al A% CD4+/CD45R0O+ 719) T A|EZ Aragen Bioscience Inc. (Morgan Hill, CA)ell oJ&f <A7F ZxdoN sl A
E (PBMC) &oixt2HE Eosld. B4 ZHoES 50 mM UYEF nlo]7tuvo|E =4 pH 9.5, ON, 4C
9] 500 ng/W=E Greiner Fluotrac ZdolE (&9 100 pl) Aol AH Ig6 Fe 8 &4 (Fu4 & ¢7hH =
AHgEle] FH|EIT. ZYolEE vk 9324 (25 mM EglZ HCL, pH 7.5, 150 mM NaCl, 1.5% BSA, .05% E
& 28] M-St 49 200 plE ARRSE] 37TColA 243F F)F H= RTOA SAIRE &<t Abd A= Apd
stATh. A @FAE AL A SEA T 400 ng/ W= MAICAN-1 H+= VCAN-1 5 shvE #H7te & &
HolEE 4Tl A Al Isfuoldalgint (A" 100 ul). —‘z‘ﬂﬂﬂEé At SkEAlR 23] AlASkaL, 200 pl
At wix] (DMEM #lE dl= 3, 10 mM HEPES, 1X Na MFH|o]E | 1x ZFEl, 2 A& Aol 1 mM MnCl,
7F nEEHE 13 ARt AEE FHlE] s, AEE 9 AEFE AAE] 93 dFAE AFEs]
e 53 wjAo] el wheF 2359wk Jje] CD4+/CD45RO+ 719 T AEZE AlFstdtr. AES 50 ml U7
FHE 713, 1200 rpmell A 1087 A48ttt wiAE SAstal AlE HAS 15 ml AF wiAel] A
ST, AEE thA] dAlEEEtal B A EE A iAo Ae F 2x HF DR 4T 50 nle
Aol Adgatdet. ZF Do), $d3 F3 (50 nD)e HAF FES HAUFsta ZHlEE 37C, 5% 0.0l
A 15413 st lstuloldsiitt. ZF de A9 150 plo] AF wiA = 33 AHsIAT. CyQuant NF Aok
A ZAL7E Aeksk vlel o]l FH|slar, 100 p 19 CyQuant NF Aok ZF o] H7lslicl. Zeo]ES 37T, 5%
COllAl 45 &2F Qo] Adsdgltt. ZHoEE HA F-2A Ded o] doezFE BHoslt. I3 F=s
Molecular Devices Gemini EM &3 Z#o|E %%7] (Ex 485/Em530, Bottom Read, ¥ w1
o] ZA4srt. 1050 F4S e g= ZgF (Graph Pad Prism)S Ab&ato] A }ﬂ
(4 wi7pds) dagFS AREste] 48 log (%) ol RFU (Ex485/Em530)%

3 FX9st.

a 4B 7-MAdCAN 4] Z F-Z 74

o

RPMI 8866 A3 (Sigma #95041316)= 10% &3 ($-wjo}d A, Invitrogen # 16140-071), 1 mM YEF 3] FH 9]
E (Invitrogen #11360-070), 2 mM L-&FEY (Invitrogen # 25030-081) % 100 %< Ay 2 mld 100
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ngel 2E#EnlolNoR HuyAg-~EAEulo]Al (Invitrogen # 15140-122)¢] ®Z% RPMI 1640 HEPES #j=
(Invitrogen #22400-089)clA wjFaldct. AM=ZES 0.1% BSA, 10 mM HEPES (pH 7) @ 1 mM MnCl,o] EZH

DMEM W% (ATCC #30-2002)% 23] A=atqith. MES 4x10° A%E/nle] W=z WEF DMEM wXo] Aj-#etst
Rt

Nunc MaxiSorp Z#le]EE 1xPBS Zo] €3 50 pl= A 200 ngC & rh MAICAM-1/Fc Z]#|&} (R&D #6065-
NOE ZRSHRI 4ToA JHA Aelo]dstadet. 808 1 Fofl wyke] osf Ak, A 250 ulel 1%
BSA i PBSE Apthel o, 1AIZF E2t 37TCol A QlFFulo]dstltt. &g kol s AAsATE.  HE
=8 49 50 ple HF FY 22X s5)2 AdE FH(serial dilution)slh. 2+ Ao, 50 ple] AxE
(200,000 M) FH7ksbar Selo]ES 37T, 5% COoA 30 WAl 4584k QIgtwloldsted A7 2= s
o AEE BEFE DEMCE 33 (AHD 100 pl) FEoz AFsnt. HE AF 5, 100 pl/de vEd
DMEM 2 10 pl1/€e] MTT Al<f (ATTC cat# 30-1010K)& H7Fslsitt. ZeolEE naha] Hxlo] wol B o
7FA] 37T, 5% COoA 2 Wix] 3AIZE Fob Qlwlo]dstitl. 100 ple] AAEAA Ak (ATTC cat# 30-
1010K) Zh Aol Hrbeklrk. ZHlo]EE WoRKE Adsti, TS w] 98 sedEos i, g
oA Ao kA wAEATh. & sl 570 mmoll A FFEE SAHST. S S
g x99 F4E i3S 77 A 4=

(@a]
© Ar
=
=
'z

-m
o
2
b
[«0
2L
32
0

a4 B I-VCAM A3 73 74

Jurkat E6.1 A3 (Sigma #88042803)5 10% &7 (F-Eletd%, Invitrogen #16140-071), 1 mM UEF 3]FH|o]
E (Invitrogen #11360-070), 2 mM L-ZFE}¥ (Invitrogen #25030-081) % 100 %<9 #Huya&A = pL T 100
ugel 2EdEmojalow wydd-~EdEnlo]Al (Invitrogen #15140-122)°] X% RPMI 1640 HEPES wjX]
(Invitrogen #22400-089)°lA] wie¥aldct. AMEZE 1% BSA, 10 mM HEPES pH 7 2 1 mM MnCl,7} H2.Z% DMEM Hj

A (ATCC #30-2002)= 33] Al 3}Stt. AES wEF DMEM wAolA 4x10° 7] AE/mle] WEm
A g5kt

Nunc MaxiSorp Z#°]|EE rh VCAM-1/CD106 Fc Z]1#lE} (R&D #862-VC)Z 1x PBS Foll 49 50 plz 49 400
ngl 2 FYEIL, 4ToA A AFFelo] Attt |AS T Fo] uikel] 2 Hé}ﬂ, 1% BSAZ &-3F
£ PBSE 99 250 pl=E Adstglon, 37ColA 1A 5 Aol dsiglt. &84S Rkl o3 A3
. FAEE=E d& Ao o8 49 HF F3 50 pl 2% sZ)2 A5k, ZF e, 50 ple] AE
(200,0007] AXE)E H7}star, ZHEE 37T, 5% C000A 30 WA 45F-7F Qffuw|o|Adste] Al¥E7F F25 A
ST, AXEE DMEM BHE2d Aoz F%502 33 (HAF 9 100 pl) AASYY. HE
o] HZg DMEM % 10 upl/Qe MIT Al¢F (ATTC cat# 30-1010K)S #H7}etgth. ZdoEE Hetd F o]
ol B w7tA] 37T, 5% COolA 2 A 3A1zF =<k ¢lFwo]dstaitt. 100 ule A
cat# 30-1010K)& 7} Ao Hrislqitt. ZolEE HoRRY Adsta, TS U] f38) sadso

2ol Aeog why WA, ZHoES 5E7F muksla, 570 mold SHEE SAHEAT. &%
|2F817] fleted, AXE FF3A Zv dEzve F3%E #S 7 AN d25E 239,

%

)

o}
i g

O O
FS-&

_}L

Adenx 2 B4 FE = oA digk g%, Aud
ok, 59 A9, 1050 FHe x < 25 nM =+ = 25-100 nM, #xx = 100-1000 nMO. = t}epdth,
E7F YehA] 82 A, dlolHE ZAHA ZgAIRE, o]& HWEE=7F a4B7 ELISA /% AX

7
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EER ELISA ELIS AzE-n= PRLC SIF (M 2]} SeF (2}
% RBH i) A4BI{ M) AMB7(m) Icso(n) | (V7. #) (‘33"71,
49 ok =1000 1
50 ok ok
51 ol ]

52 >1000
53 Hokok =180
54 =1000 second
55 o Aokak Fhok 28
56 * Aok ok 186
57 ohok 30
58 =1000
58 Aokk <20
80 * Holk >180
61 * =180
62 * =180
63 * =180
64 * 179
G " ok >180
66 ik =180
87 * <20
68 * =180
59 * ok =180
70 * =180
71 ok =180
72 * =180
73 # »180
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4

=180

76

%

=180

=180

K

g

78

i

78

80

# ok

81

skl

£

g2

Aok

84

g5

86

a7

g

28

g8

ok

a

9]

Aok

82

2

93

LA

g4

ok

>180

g5

ek

»180

a6

sk

26

g7

a2

B

=180, =180

=180

g

L2 2

e

E 224

=300

=130

g9
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100

£33

101

sk

L& 24

102

K

103

104

ki

108

106

Hk

7

£ d

108

R

109

110

Fk

11

>1000

112

>1000

113

Hk

114

&R

£

»180

115

116

R

117

Ak

118

sekok

189

e

120

Aok

121

HokoK

122

sekok

123

*H

124

ok

125

L 2 d

=180
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126

*k

=180

127

£

128

&k

129

#%

130

Ak

131

%

132

E 223

>180

133

Aok

=180

134

ok

>180( 428)

135

bk

136

&k

137

*#

138

skt

139

&k

140

>1000

141

>1000

142
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X7

Ol A QI E|20|E| 2 HE|= o|™H|2| £'d3}

EEEIRT] FLISk | M%-B=F | M= 5% | PBEL | SIF (A1) | S6F (A

Z | ABEnM) | A4B1 | MB7 (m) | A4BI (m) | 1050 (g7, | (A, B)
(n) () 2)

145 * =1000 ok

T4 * >1000 ~1a00 <20

145 p— s

148 w ok * <20

147 =1000

148 =1000

143 >1000 <20

150 * wor " =100, 000 >160, >180; =180

>300

161 * o " 180

152 * o * =100, 000 =180 =60

153 - * =180 (275)

154 * o * =100, 000 <20

155 * oo * o >180, >300 >180

156 e o =100, 000 >180

157 sk Hok <20

158 * - * =100, 000 =180

153 * e * =100, 000 =160 =180

160 * * 180 60

161 * o * =100, 000 =180

162 ok =180

163 * >180

164 # o * =100, 000 >180 60

165 * o * >100, 000 180 >60

166 * o * Eli]

167 * o * > 100, 000 <20

[0815]
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168

£z

>100, 000

169

=100, 000

>180, =180

=180

170

171

172

=1000

173

ik

175

174

176

177

178

£

>1000

>180(375),
>180(266) .
»180

»180

178

S22

180

Hokak

181

=1000

182

ok

183

23

184

L2

»100, 000

L&l

»180, »180,
=180

»180

185

Ead

186

A

187

S

188

=1000

188

=1000

180

181

=100, 000

182

1492
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185

194

E2 S

186

197

188

188

200

ok

203

N

204

g

=100, 000

=180

»180

205

Raid

208

>1000

207

E 22

=100, 000

=180

=180

208

ok

=100, 000

»180 (312}

=180

208

kol

=100, 000

>180

210

Rk

211

212

k23

213

=180(419)

214

e

215

218

>180

217

*k

218

218

»180, 407

=360

220

=180

221

Hok

222

223
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# 8
GlA| Xl HE|E THEX|C| £}
ME ) 2 (1120 3] 418 6]7? 81910 ELI] ELISA | N=E- SIF JEE
EE | B4 SA| MBI | BE | (WA pig 2
) MBI nty | AdER | (¥R, (mn
7 1) )
{1
)
385 A0 {CHBP R D TILIC) G | E M 97 2020 580 <E 3
2
386 he JCL RSP D ] T)LE] W2 95, 2880 | 1221 <8 A
3
2 YA AFHAY/H &9 deolH AEd dARE V] va 53, v5 EE3 v EIEY,
o 53], 99 53 &Y 2 H-53] dE EFe 2 AAV B FxEA xdHT).
2 e AL Bl Ve olstel HTH bl e, 19 Fx, W, e Ve 24490 54O
ZRE "Hojua] godA bgE 54 FJHE FdE § drt. 7EE AAYHE B #FEAA @H] oAAIFA
Aolal, AR = AoR ey Eojof ). uweEha, B A HEe Ak A Ay osrRt
A5 el ol AAjETk. HFHY on] 2 554 B9 dd &3te EE WUt olge W

OCOOOOCOO0—NM, —————

HN—OOOO0COO00 ——

0
NS 000000000

N—COOOO0COCO0
J
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=952
S
OH HyC._,OH Chs
fHs %H 0 H Ci:f’ H
Lo g L%y
N NN VRt i 2N NS,
0 0 : 0 : 0
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<110> PROTAGONIST THERAPEUTICS, INC.

<120> ALPHA-4-BETA-7 INTEGRIN THIOETHER PEPTIDE ANTAGONISTS

<130> 1PA161549-US

<140> PCT/US2015/031243
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<141> 2015-05-15

<150> 62/058,501

<151> 2014-10-01

<150> 62/058,499

<151> 2014-10-01

<150> 61/994,717

<151> 2014-05-16

<150> 61/994,699

<151> 2014-05-16

<160> 394

<170> PatentIn version 3.5
<210> 1

<211> 14

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent, any naturally occurring amino acid, suitable isosteres,
or corresponding D-amino acids

<220><221> misc_feature

<222> (1)..(4)

<223> Optional Acetylation

<220><221> misc_feature

<222> (3)..(3)

<223> Optional N(alpha)Methylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Modified Ser or HSer (modified to have one or two carbons for

forming thioether bond with Xaa at pos. 10), suitable isosteres,

D-amino acids or aliphatic acid having from one to three carbons,

<220><221> MOD_RES
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<222> (4)..(4)

<223> Continued from above; or five- or six-member alicyclic
acid with modified 2-methyl groups

<220><221> misc_feature

<222> (5)..(5)

<223> Optional N(alpha)Methylation

<220><221> MOD_RES

<222> (5)..(5)

<223> Arg, HArg, 4-Guan, Cit, Cav, Dap, Dab, suitable isosteres,
Arg-Me-sym or Arg-Me-asym

<220><221> MOD_RES

<222> (6)..(6)

<223> Ser, Gly or suitable isosteres

<220><221> misc_feature

<222> (7)..(9)

<223> Optional N(alpha)Methylation

<220><221> MOD_RES

<222> (7)..(7)

<223> Asp, D-Asp, Asp(OMe) or suitable isosteres for Asp

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg,
Asn, Glu, Val, Tyr, Trp, Leu or Met

<220><221> MOD_RES

<222> (9)..(9)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala
or suitable isosteres

<220><221> MOD_RES

<222> (10)..(10)

<223> Cys, D-Cys, HCys, Pen or D-Pen

<220><221> misc_feature

<222> (11)..(14)
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<223> Optional Acetylation

<220><221> MOD_RES

<222> (11)..(11)

<223> Absent, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys,
Trp, Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal,
D-1-Nal, D-2-Nal, HPhe, Phe(4-F), O-Me-Tyr, dihydro-Trp, Dap,
Dab, Dab(Ac), Orn, D-Orn, D-Dap, D-Dab, Bip, Ala(3,3diphenyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; D-Phe, aromatic ring substituted Phe,

aromatic ring substituted Trp, aromatic ring substituted His,

hetero aromatic amino acids, 4-Me-Phe, corresponding D-amino
acids or suitable isosteres

<220><221> MOD_RES

<222> (12)..(12)

<223> Absent, Glu, Lys, Gln, Pro, Gly, His, Ala, Ile, Phe, Arg,
Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, Beta-HGlu,
2-Nal, 1-Nal, D-Asp, Bip, Beta-HPhe, Beta-Glu, D-Tyr, D-Lys,
D-Phe, Dap, Dab, Orn, D-Dap, D-Dap, suitable isosteres

<220><221> MOD_RES

<222> (12)..(12)

<223> continued from above; or D-amino acids

<220><221> MOD_RES

<222> (13)..(13)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,
Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,
D-N-Me-Lys, D-Dap, D-Dab, COOH, CONH2, suitable isosteres or
corresponding D-amino acids

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,

Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,
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D-N-Me-Lys, D-Dap, D-Dab, suitable isosteres, corresponding

D-amino acids or corresponding N-Methyl amino acids

<400> 1

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 2

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Aromatic acid group, 2-methylbenzoyl, propionyl,
isobutyryl, acetyl or butyryl forming a thioether bond

with Xaa at position 7

<220><221> MOD_RES

<222> (1)..(1)

<223> Arg, HArg, 4-Guan, Cit, Cav, Dap, Dab, suitable isosteres,
N-Me-Arg, Arg-Me-sym or Arg-Me-asym

<220><221> MOD_RES

<222> (2)..(2)

<223> Ser, Gly or suitable isosteres

<220><221> MOD_RES

<222> (3)..(3)

<223> Asp, D-Asp, Asp(OMe) or and suitable isosteres for Asp

<220><221> misc_feature

<222> (3)..(5)

<223> Optional N(alpha)Methylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn,
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Glu, Val, Tyr, Trp, Leu or Met

<220><221> MOD_RES

<222> (5)..(5)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala or
suitable isosteres

<220><221> MOD_RES

<222> (6)..(6)

<223> Cys, D-Cys, HCys, Pen or D-Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Absent, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys,
Trp, Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal,

D-1-Nal, D-2-Nal, HPhe, Phe(4-F), O-Me-Tyr, dihydro-Trp, Dap,

Dab, Dab(Ac), Orn, D-Orn, D-Dap, D-Dab, Bip, Ala(3,3diphenyl),

<220><221> MOD_RES

<222> (7). .(7)

<223> continued from above; D-Phe, D-Tyr, aromatic ring substituted
Phe, aromatic ring substituted Trp, aromatic ring substituted
His, hetero aromatic amino acids, 4-Me-Phe or corresponding
D-amino acids

<220><221> misc_feature

<222> (7)..(9)

<223> Optional N(alpha)Methylation

<220><221> misc_feature
<222> (7)..(9)
<223> Optional Acetylation

<220><221> MOD_RES

<222> (8)..(8)
<223> Absent, Glu, Lys, Gln, Pro, Gly, His, Ala, Ile, Phe, Arg,

Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, Beta-HGlu,
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2-Nal, 1-Nal, D-Asp, Bip, Beta-HPhe, Beta-Glu, D-Tyr, D-Lys,
D-Phe, Dap, Dab, Orn, D-Dap, D-Dap,

<220><221> MOD_RES

<222> (8)..(8)

<223> continued from above; suitable isosteres or D-amino acids

<220><221> MOD_RES

<222> (9)..(9)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,

Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,

D-Dap, D-Dab, suitable isosteres or corresponding
D-amino acids
<220><221> MOD_RES
<222> (10)..(10)
<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,
Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,
D-N-Me-Lys, D-Dap, D-Dab, suitable isosteres,
corresponding D-amino acids or corresponding N-Methyl amino acids
<400> 2
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10
<210> 3
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(1)

<223> Aromatic acid group, 2-methylbenzoyl, propionyl, isobutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (1)..(7)

<223> Thioether bond between position 1 and Cys at position 7
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<220><221> misc_feature
<222> (2)..(2)

<223> Optional N(alpha)methylation

<220><221> MOD_RES

<222> (3)..(3)

<223> Any naturally occurring amino acid

<220

><221> MOD_RES

<222> (5)..(6)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (8)..(9)

<223> Any naturally occurring amino acid

<400> 3

Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa

1 5

<210> 4

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(1)

<223> Aromatic acid group, 2-methylbenzoyl, propionyl, isobutyryl,

acetyl or butyryl

<220><221> misc_feature

<222> (1)..(7)

<223> Thioether bond between position 1 and Xaa at position 7
<220><221> misc_feature

<222> (2)..(2)

<223> Optional N(alpha)methylation

<220><221> MOD_RES
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<222> (3)..(3)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (5)..(6)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (7). .(7)

<223> Pen

<220><221> MOD_RES

<222> (8)..(9)

<223> Any naturally occurring amino acid
<400> 4

Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa

1 5

<210> 5

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(1)

<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(1)

<223> Optional Acetylation

<220><221> MOD_RES

<222> (2)..(2)

<223> Aromatic acid group capable of forming thioether bond with
Xaa at position 8, 2-methylbenzoyl, propionyl, isobutyryl,

acetyl, butyryl

<220><221> misc_feature

<222> (2)..(8)
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<223> Thioether bond between position 2 and Cys at position 8

<220><221> misc_feature

<222> (3)..(3)

<223> Optional N(alpha)methylation
<220><221> MOD_RES

<222> (3)..(3)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (5)..(6)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (8)..(9)

<223> Any naturally occurring amino acid
<400> 5

Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa

1 5 10

<210> 6
<211> 10
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (1)..(1)
<223> Any naturally occurring amino acid
<220><221> misc_feature
<222> (1)..(1)
<223> Optional Acetylation
<220><221> MOD_RES

<222> (2)..(2)

<223> Aromatic acid group capable of forming thioether bond with Xaa at

position 8, 2-methylbenzoyl, propionyl, isobutyryl, acetyl,

butyryl

<220><221> misc_feature

SIHS31 10-2025-0043599



<222

> (2)..(8)

<223> Thioether bond between position 2 and Xaa at position 8

<220><221> misc_feature

<222> (3)..(3)

<223> Optional N(alpha)methylation
<220><221> MOD_RES

<222> (4)..(4)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (6)..(7)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (8)..(8)

<223> Pen

<220><221> MOD_RES

<222> (9)..(10)

<223> Any naturally occurring amino acid
<400> 6

Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 7
<211> 10
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES

<222> (1)..(1)

<223> Aromatic acid group, 2-methylbenzoyl, propionyl, isobutyryl,

acetyl or butyryl
<220><221> misc_feature

<222> (1)..(7)

<223> Thioether bond between position 1 and Cys at position 7

SIHS31 10-2025-0043599



<220><221> misc_feature

<222> (2)..(2)

<223> Optional N(alpha)methylation
<220><221> MOD_RES

<222> (3)..(3)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (5)..(6)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (8)..(10)

<223> Any naturally occurring amino acid

<400> 7

Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa Xaa

1 5 10

<210> 8

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(1)

<223> Aromatic acid group, 2-methylbenzoyl, propionyl, isobutyryl,

acetyl or butyryl

<220><221> misc_feature

<222> (1)..(7)

<223> Thioether bond between position 1 and Xaa at position 7
<220><221> MOD_RES

<222> (2)..(2)

<223> Optional N(alpha)Methylation

<220><221> MOD_RES

<222> (3)..(3)
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<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (5)..(6)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (7)..(7)

<223> Pen

<220><221> MOD_RES

<222> (8)..(10)

<223> Any naturally occurring amino acid
<400> 8

Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10
<210> 9

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (1)..(1)
<223> Any naturally occurring amino acid
<220><221> misc_feature
<222> (1)..(1)
<223> Optional acetylation
<220><221> MOD_RES

<222> (2)..(2)

<223> Aromatic acid group, 2-methylbenzoyl, propionyl, isobutyryl,

acetyl or butyryl
<220><221> misc_feature

<222> (2)..(8)

<223> Thioether bond between position 2 and Cys at position 8

<220><221> misc_feature

SIHS31 10-2025-0043599
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<222> (3)..(3)

<223> Optional N(alpha)methylation
<220><221> MOD_RES

<222> (4)..(4)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (6)..(7)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (9)..(11)

<223> Any naturally occurring amino acid
<400> 9

Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa Xaa
1 5 10
<210> 10

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (1)..(1)

<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(1)

<223> Optional acetylation

<220><221> MOD_RES

<222> (2)..(2)

<223> Aromatic acid group, 2-methylbenzoyl, propionyl, isobutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (1)..(7)

<223> Thioether bond between position 2 and Xaa position 8

<220><221> misc_feature
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<222> (3)..(3)
<223> Optional N(alpha)methylation
<220><221> MOD_RES

<222> (4)..(4)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (6)..(7)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (7)..(7)

<223> Pen

<220><221> MOD_RES

<222> (8)..(10)

<223> Any naturally occurring amino acid

<400> 10

Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 11

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(2)

<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(1)

<223> Optional acetylation

<220><221> MOD_RES

<222> (3)..(3)

<223> Aromatic acid group capable of forming thioether bond with

Xaa at position 8, 2-methylbenzoyl, propionyl, isobutyryl,
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acetyl or butyryl
<220><221> misc_feature
<222> (3)..(9)
<223> Thioether bond between position 3 and Cys at position 9
<220><221> misc_feature
<222> (4)..(4)

<223> Optional N(alpha)methylation

<220><221> MOD_RES

<222> (5)..(5)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (7)..(8)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (10)..(12)

<223> Any naturally occurring amino acid

<400> 11

Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa Xaa

1 5 10

<210> 12

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222

> (1)..(2)

<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(1)

<223> Optional acetylation

<220><221> MOD_RES

<222> (3)..(3)
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<223> Aromatic acid group capable of forming thioether bond with
Xaa at position 9, 2-methylbenzoyl, propionyl, isobutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (3)..(9)

<223> Thioether bond between position 3 and Xaa at position 9

<220><221> misc_feature

<222> (4)..(4)

<223> Optional N(alpha)methylation

<220><221> MOD_RES

<222> (5)..(5)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (7)..(8)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (9)..(9)

<223> Pen

<220><221> MOD_RES

<222> (10)..(12)

<223> Any naturally occurring amino acid
<400> 12

Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10
<210> 13

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (1)..(3)

<223> Any naturally occurring amino acid
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<220><221> misc_feature

<222> (1)..(D)

<223> Optional acetylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Aromatic acid group capable of forming thioether bond with Xaa
at position 10, 2-methylbenzoyl, propionyl, isobutyryl, acetyl
or butyryl

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Cys at position 10

<220><221> misc_feature

<222> (5)..(5)

<223> Optional N(alpha)Methylation
<220><221> MOD_RES

<222> (6)..(6)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (8)..(9)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (11)..(13)

<223> Any naturally occurring amino acid
<400> 13

Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa Xaa
1 5 10
<210> 14

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
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<222> (1)..(3)

<223> Any naturally occurring amino acid
<220><221> misc_feature

<222> (1)..(1D)

<223> Optional Acetylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Aromatic acid group capable of forming thioether bond with Xaa

at position 10, 2-methylbenzoyl, propionyl, isobutyryl, acetyl

or butyryl
<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> misc_feature

<222> (5)..(5)

<223> Optional N(alpha)Methylation
<220><221> MOD_RES

<222> (6)..(6)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (8)..(9)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (10)..(10)

<223> Pen

<220><221> MOD_RES

<222> (11)..(13)

<223> Any naturally occurring amino acid
<400> 14

Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10
<210> 15

<211> 8

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(D)

<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(D

<223> Optional Acetylation

<220><221> MOD_RES

<222> (2)..(2)

<223> Aromatic acid group capable of forming thioether bond with Xaa
at position 8, 2-methylbenzoyl, propionyl, isobutyryl, acetyl
or butyryl

<220><221> misc_feature

<222> (2)..(8)

<223> Thioether bond between position 2 and Cys at position 8

<220><221> misc_feature

<222> (3)..(3)

<223> Optional N(alpha)Methylation
<220><221> MOD_RES

<222> (4)..(4)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (6)..(7)

<223> Any naturally occurring amino acid
<400> 15

Xaa Xaa Arg Xaa Asp Xaa Xaa Cys

1 5

<210> 16

<211> 9

<212> PRT

<213> Artificial Sequence

- 132 -

SIHS31 10-2025-0043599



<220><223> Description of Artificial Sequence

peptide
<220><221> MOD_RES
<222> (1)..(1)

<223> Any naturally occurring amino acid

<220><221> misc_feature
<222> (1)..(1D)

<223> Optional Acetylation
<220><221> MOD_RES

<222> (2)..(2)

<223> Aromatic acid group capable of forming thioether bond with

Xaa at position 8, 2-methylbenzoyl, propionyl, isobutyryl,

acetyl or butyryl
<220><221> misc_feature

<222> (2)..(8)

<223> Thioether bond between position 2 and Cys at position 8

<220><221> misc_feature

<222> (3)..(3)

<223> Optional N(alpha)Methylation
<220><221> MOD_RES

<222> (4)..(4)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (6)..(7)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (9)..(9)

<223> Any naturally occurring amino acid
<400> 16

Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa

1 5

<210> 17

<211> 9

. Synthetic
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<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (1)..(D)

<223> Any naturally occurring amino acid
<220><221> misc_feature

<222> (1)..(1)

<223> Optional Acetylation

<220><221> MOD_RES

<222> (2)..(2)

<223> Aromatic acid group capable of forming thioether bond with
Xaa at position 8, 2-methylbenzoyl, propionyl, isobutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (2)..(8)

<223> Thioether bond between position 2 and Xaa at position 8

<220><221> misc_feature

<222> (3)..(3)

<223> Optional N(alpha)Methylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (6)..(7)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (8)..(8)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)
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<400> 17

Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa

1 5

<210> 18

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
<222> (1)..(2)
<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(1)
<223> Optional Acetylation
<220><221> MOD_RES

<222> (3)..(3)

<223> Aromatic acid group capable of forming thioether bond with

Xaa at position 9, 2-methylbenzoyl, propionyl, isobutyryl,

acetyl or butyryl
<220><221> misc_feature

<222> (3)..(9)

<223> Thioether bond between position 3 and Cys at position 9

<220><221> misc_feature

<222> (4)..(4)

<223> Optional N(alpha)Methylation
<220><221> MOD_RES

<222> (5)..(5)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (7)..(8)
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<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (10)..(10)

<223> Any naturally occurring amino acid
<400> 18

Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa
1 5 10
<210> 19

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
<222> (1)..(2)
<223> Any naturally occurring amino acid

<220><221> misc_feature
<222>

(D). .(1)
<223> Optional Acetylation
<220><221> MOD_RES

<222> (3)..(3)

<223> Aromatic acid group capable of forming thioether bond with Xaa

at position 9, 2-methylbenzoyl, propionyl, isobutyryl, acetyl or

butyryl
<220><221> misc_feature

<222> (3)..(9)

<223> Thioether bond between position 3 and Xaa at position 9

<220><221> misc_feature

<222> (4)..(4)

<223> Optional N(alpha)methylation
<220><221> MOD_RES

<222> (5)..(5)

<223> Any naturally occurring amino acid
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<220><

221> MOD_RES

<222> (7)..(8)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (9)..(9)

<223> Pen

<220><221> MOD_RES

<222> (10)..(10)

<223> Any naturally occurring amino acid
<400> 19

Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa
1 5 10
<210> 20

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
<222> (1)..(3)

<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(1)

<223> Optional acetylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 10, 2-methylbenzoyl, propionyl, isobutyryl, acetyl or
butyryl

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Cys at position 10
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<220><221> misc_feature

<222> (5)..(5)

<223> Optional N(alpha)Methylation
<220><221> MOD_RES

<222> (6)..(6)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (8)..(9)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (11)..(11)

<223> Any naturally occurring amino acid
<400> 20

Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa
1 5 10
<210> 21

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
<222> (1)..(3)
<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(1)

<223> Optional Acetylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Aromatic acid group capable of forming thioether bond with Xaa
at position 10, 2-methylbenzoyl, propionyl, isobutyryl, acetyl

or butyryl
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<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10
<220><221> misc_feature

<222> (5)..(5)

<223> Optional N(alpha)methylation

<220><221> MOD_RES

<222> (6)..(6)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (8)..(9)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (10)..(10)

<223> Pen

<220><221> MOD_RES

<222> (11)..(11)

<223> Any naturally occurring amino acid

<400> 21

Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa

1 5 10

<210> 22

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Me-Benzoyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES
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<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<400> 22

Arg Ser Asp Thr Leu Xaa Trp Lys
1 5

<210> 23

<211> 10

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
<222> (1)..(1)
<223> Aromatic acid group capable of forming thioether bond with Xaa at

position 7, 2-methylbenzoyl, propionyl, isobutyryl, acetyl or

butyryl
<220><221> misc_feature
<222> (1)..(7)
<223> Thioether bond between position 1 and Xaa at position 7
<220><221> misc_feature
<222> (2)..(2)
<223> Optional N(alpha)methylation
<220><221> MOD_RES
<222> (6)..(6)
<223> Leu or Nle
<220><221> MOD_RES
<222> (7)..(7)
<223> Cys, Pen, HCys or D-Cys
<220><221> MOD_RES

<222> (8)..(8)
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<223> Trp, Phe, 1-Nal, 2-Nal, D-Phe, Tyr or Phe(CF3)

<220><221> MOD_RES

<222> (9)..(9)

<223> Glu, D-Glu, Beta-HGlu, Tyr or 2-Nal

<220><221

> MOD_RES

<222> (10)..(10)

<223> D-Lys, Lys, Dap, Dab, Leu, Ser, Phe, His, Gln, Tyr, D-Leu, D-Ser,
D-Phe, D-Glu, D-Tyr, D-His or Glu

<220><221> misc_feature

<222> (10)..(10)

<223> Optional N(alpha)methylation

<220><221> misc_feature

<222> (10)..(10)

<223> Optional acetylation

<400> 23

Xaa Arg Ser Asp Thr Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 24

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (1)..(1)

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 7, 2-methylbenzoyl, propionyl, isobutyryl, acetyl or
butyryl

<220><221> misc_feature

<222> (1)..(7)

<223> Thioether bond between position 1 and Xaa at position 7

<220><221> misc_feature
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<222> (2)..(2)

<223> Optional N(alpha)methylation
<220><221> MOD_RES

<222> (7). .(7)

<223> Cys, Pen, HCys or D-Cys
<220><221> MOD_RES

<222> (8)..(8)

<223> Trp, Phe, 1-Nal, 2-Nal, D-Phe, Tyr or Phe(CF3)

<220><221> MOD_RES

<222> (9)..(9)

<223> Glu, D-Glu, Beta-HGlu, Tyr or 2-Nal

<220><221> MOD_RES

<222> (10)..(10)

<223> Leu, Ser, Phe, His, Gln, Tyr, D-Leu, D-Ser, D-Phe, D-Val, D-Glu,
D-Tyr, D-His, D-Glu, Glu, Asp or D-Asp

<220><221> MOD_RES

<222> (11)..(11)

<223> D-Lys, Lys, Dap, Dab, Leu, Ser, Phe, His, Gln, Tyr, D-Leu,
D-Ser ,D-Phe, D-Glu, D-Tyr, D-His or Glu

<220><221> misc_feature

<222> (11)..(11D)

<223> Optional N(alpha)methylation

<220><221> misc_feature

<222> (11)..(11)

<223> Optional acetylation

<400> 24

Xaa Arg Ser Asp Thr Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10
<210> 25

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<220><221> MISC_FEATURE

<222> (1)..(D

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 7, 2-methylbenzoyl, propionyl, ha-bromoispbutyryl,

acetyl or butyryl

<220><221> misc_feature

<222> (1)..(7)

<223> Thioether bond between position 1 and Cys at position 7
<220><221> MOD_RES

<222> (3)..(3)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (5)..(6)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (8)..(11)

<223> Any naturally occurring amino acid
<400> 25

Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa Xaa Xaa
1 5 10
<210> 26

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MISC_FEATURE
<222> (1)..(D)
<223> Aromatic acid group capable of forming thioether bond with Xaa at

position 7, 2-methylbenzoyl, propionyl, ha-bromoispbutyryl,
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acetyl or butyryl
<220><221> misc_feature
<222> (1)..(7)
<223> Thioether bond between position 1 and Xaa at position 7
<220><221> misc_feature
<222> (2)..(2)
<223> Optional N(alpha)methylation
<220><221> MOD_RES

<222> (3)..(3)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (5)..(6)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (7)..(7)

<223> Pen

<220><221> MOD_RES

<222> (8)..(12)

<223> Any naturally occurring amino acid
<400> 26

Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10
<210> 27

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic Construct
<220><221> MOD_RES

<222> (1)..(1)

<223> Any naturally occurring amino acid

<220><221> misc_feature
<222> (1)..(1)

<223> Optional acetylation
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<220><221> misc_feature

<222> (2)..(8)

<223> Thioether bond between position 2 and Cys at position 8

<220><221> MOD_RES

<222> (2)..(2)

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 8, 2-methylbenzoyl, propionyl, ha-bromoispbutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (3)..(3)

<223> Optional N(alpha)methylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (6)..(7)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (9)..(12)

<223> Any naturally occurring amino acid

<400> 27

Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa Xaa Xaa
1 5 10

<210> 28

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (1)..(1)

<223> Any naturally occurring amino acid
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<220><221> misc_feature

<222> (1)..(D)

<223> Optional acetylation

<220><221> misc_feature

<222> (2)..(8)

<223> Thioether bond between position 2 and Xaa at position 8

<220><221> MOD_RES

<222> (2)..(2)

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 8, 2-methylbenzoyl, propionyl, ha-bromoispbutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (3)..(3)

<223> Optional N(alpha)methylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (6)..(7)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (8)..(8)

<223> Pen

<220><221> MOD_RES

<222> (9)..(12)

<223> Any naturally occurring amino acid
<400> 28

Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10
<210> 29

<211> 13

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
<222> (1)..(2)

<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(D)

<223> Optional acetylation

<220><221> MOD_RES

<222> (3)..(3)

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 9, 2-methylbenzoyl, propionyl, ha-bromoispbutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (3)..(9)

<223> Thioether bond between position 3 and Cys at position 9

<220><221> misc_feature

<222> (4)..(4)

<223> Optional N(alpha)methylation

<220><221> MOD_RES

<222> (5)..(5)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (7)..(8)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (10)..(13)

<223> Any naturally occurring amino acid

<400> 29

Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa Xaa Xaa
1 5 10

<210> 30
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<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (1)..(2)

<223> Any naturally occurring amino acid

<220><221

> misc_feature

<222> (1)..(D

<223> Optional acetylation

<220><221> MOD_RES

<222> (3)..(3)

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 9, 2-methylbenzoyl, propionyl, ha-bromoispbutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (3)..(9)

<223> Thioether bond between Xaa at position 3 and Xaa at position 9

<220><221> misc_feature

<222> (4)..(4)

<223> Optional N(alpha)methylation

<220><221> MOD_RES

<222> (5)..(5)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (7)..(8)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (9)..(9)

<223> Pen

<220><221> MOD_RES
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<222> (10)..(13)

<223> Any naturally occurring amino acid

<400> 30

Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 31

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MISC_FEATURE

<222> (1)..(3)

<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(1)

<223> Optional acetylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 10, 2-methylbenzoyl, propionyl, ha-bromoispbutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Cys at position 10

<220><221> misc_feature

<222> (5)..(5)

<223> Optional N(alpha)methylation
<220

><221> MOD_RES
<222> (6)..(6)
<223> Any naturally occurring amino acid

<220><221> MOD_RES
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<222> (8)..(9)

<223> Any naturally occurring amino acid

<220><221> MOD_RES

<222> (11)..(14)

<223> Any naturally occurring amino acid

<400> 31

Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Cys Xaa Xaa Xaa Xaa
1 5 10

<210> 32

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220

><221> MOD_RES

<222> (1)..(3)

<223> Any naturally occurring amino acid

<220><221> misc_feature

<222> (1)..(1)

<223> Optional acetylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 10, 2-methylbenzoyl, propionyl, ha-bromoispbutyryl,
acetyl or butyryl

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> misc_feature

<222> (5)..(5)
<223>

Optional N(alpha)methylation

<220><221> MOD_RES
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<222> (6)..(6)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (8)..(9)

<223> Any naturally occurring amino acid
<220><221> MOD_RES

<222> (10)..(10)

<223> Pen

<220><221> MOD_RES

<222> (11)..(14)

<223> Any naturally occurring amino acid
<400> 32

Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10
<210> 33

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (4)..(4)

<223> an amino acid, aliphatic acid, alicyclic acid or modified
2-methyl aromatic acid having a side chain with one or two
carbons and capable of forming a thioether bond

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES

<222> (5)..(5)
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<223> N(alpha)-Me-Arg, Arg, HomoArg, Dap, Dab, Arg-Me-sym,
Arg-Me-asym, 4-Guan, Cit, Cav, N-Me-Lys, Phe(4-quanidino),
Phe(4-carbamoy!l amino), Phe(4-NH2), N-Me-HomoArg, Tyr, His
or suitable isostere replacements

<220><221> MOD_RES

<222> (6)..(6)

<223> Ser, Gly, Thr, Ile or suitable isostere replacements

<220><221> MOD_RES

<222> (7)..(7)

<223> Asp, N-Me-Asp, Asp(OMe), D-Asp or a suitable isostere
replacements

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn,

Glu, Val, Tyr, Trp, Leu, Met, HomoLeu, Nle or an N-Methyl amino
acid including N-Me-Thr

<220><221> MOD_RES

<222> (9)..(9)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala, Cpa,
Aoc, N-Me-Leu or a suitable isostere replacement

<220><221> MOD_RES

<222> (10)..(10)

<223> Cys, N-Me-Cys, D-Cys, HCys, Pen, D-Pen or Pen(=0)

<220><221> MOD_RES

<222> (11)..(11D)

<223> Absent, or Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F),

Phe(4-CF3), Phe (4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly,
3,3-DiPhenylGly, 3,3 diPhenyl Ala, Tic, b-homo-Trp, D-1-Nal,
D-2-Nal, Phe(2,4-diCl), Phe(3,4-diCl), Phe(4-carbomyl)
<220><221> MOD_RES
<222> (11)..(11)

<223> continued from above; Phe(2-carbomyl), Tyr(Me), HomoPhe, N-Me-Phe,
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N-Me-Tyr, Ser, Sar, Dihydro Trp, Ile, Leu, Ser, Arg, Thr, Sar,
and Ser, aromatic amino acids, substituted aromatic amino acids,

Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr,

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal,
D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F), O-Me-Tyr,
dihydro-Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap,
D-Dap, D-Dab, Bip, Ala(3,3diphenyl), Biphenyl-Ala,

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; aromatic ring substituted Phe, aromatic ring
substituted Trp, aromatic ring substituted His, hetero aromatic

amino acids, N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe, Phe(4tBu),

Phe(4-OMe), Phe(4-COOH), Phe(2-carbomyl), Phe(3-carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Phe(2,4-diCl), Phe(3,4-diCl), Aic, N-Me-Tyr,
N-Me-Phe, Tic, Phe(4CF3), or a corresponding D-amino acid or
suitable isostere replacement

<220><221> MOD_RES

<222> (12)..(12)

<223> Absent, or an aromatic amino acid, a substituted aromatic amino
acid, Glu, D-Glu, HomoGlu, Beta-Homo-Glu, Asp, D-HomoGlu,

Pro, Gly, His, Ala, Ile, Phe, Arg, Leu,Lys, Gln, Val, Tyr, Trp,

Met, Gla, Ser, Asn, D-Glu, Beta-HGlu, 2-Nal, 1-Nal, D-Asp, Bip,

<220><221> MOD_RES

<222> (12)..(12)

<223> Continued from above; Beta-HPhe, Beta—Glu, D-Tyr, D-Phe, D-Lys,
Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me Lys,
D-Dap, D-Dab, D-His, Phe(4-COOH), Tic, D-Trp, D-Leu, D-Arg

D-Thr, a suitable isostere or a corresponding D-amino acid
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<220><221> MOD_RES

<222> (13)..(13)

<223> Absent or any amino acid
<220><221> MOD_RES

<222> (14)..(14)

<223> Absent, any amino acid, or any amino acid with an amine side

chain, Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, N-Me-Orn, Dab,
N-Me-Dab, Dap, N-Me-Dap, Homo-Lys, D-Dap, D-Dab, D-Orn, Gln, Pro,
Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu,
<220><221> MOD_RES
<222> (14)..(14)
<223> continued from above; Asn, Gla, Cys, HomoCys, a
suitable isostere, a corresponding D-amino acid or
corresponding N-Methyl amino acid
<400> 33
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 34

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent, any naturally occurring amino acid, a suitable isostere
or corresponding D-amino acids

<220><221> MOD_RES

<222> (4)..(4)

<223> An amino acid, aliphatic acid, alicyclic acid or modified
2-methyl aromatic acid having a side chain with one or two

carbons or capable of forming a thioether bond with Xaa at
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position 10

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES

<222> (5)..(5)

<223> N(alpha)-Me-Arg, Arg, HomoArg, Dap, Dab, Arg-Me-sym,
Arg-Me-asym, 4-Guan, Cit, Cav, N-Me-Lys, Phe (4-quanidino), Phe
(4-carbomyl amino), Phe(4-NH2), N-Me-Homo-Arg, Tyr and His or
suitable isostere replacements

<220><221> MOD_RES

<222> (6)..(6)

<223> Ser, Gly, Thr, Ile or suitable isostere replacements
<220

><221> MOD_RES

<222> (7)..(7)

<223> Asp, N-Me-Asp, Asp(OMe), D-Asp or a suitable isostere
replacement

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn,
Glu, Val, Tyr, Trp, Leu, Met, hLeu, Nle or N-Methyl amino acids
including N-Me-Thr

<220><221> MOD_RES

<222> (9)..(9)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HomoLeu,
n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala,

N-Me-Leu, Cpa, Aoc or suitable isostere replacements

<220><221> MOD_RES

<222> (10)..(10)

<223> Cys, N-Me-Cys, D-Cys, HomoCys, Pen, D-Pen, modified HomoSer or
modified Ser

<220><221> MOD_RES

<222> (11)..(11)
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<223> Absent, aromatic amino acids, substituted aromatic amino acids,
Tic, corresponding D-amino acids or suitable isostere
replacements

<220><221> MOD_RES

<222> (12)..(12)

<223> Absent, aromatic amino acids, substituted aromatic amino acids,
Glu, D-Glu, homoGlu, Asp, D-Asp, D-homoGlu, Gla, beta-Homo-Glu,

Tic or corresponding D-amino acids and suitable isosteres

<220><221> MOD_RES

<222> (13)..(13)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,
Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,
N-Me—Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-Lys, D-Dap, D-Dab,
suitable isosteres or corresponding D-amino acids

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent, any amino acid, any amino acid with an amine side chain,
Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, N-Me—Orn, Dab, N-Me-Dab,

Dap, N-Me-Dap, Homo-Lys, D-Dap, D-Dab, D-Orn, Gln, Pro, Gly, His,

Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn,

<220><221> MOD_RES

<222> (14)..(14)

<223> continued from above; Gla, Cys, HomoCys, Pen,
suitable isosteres, corresponding D-amino acids or
corresponding N-Methyl amino acids

<400> 34

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 35

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid

<220><221> misc_feature

<222> (1)..(3)

<223> Optional acetylation

<220><221> MOD_RES

<222> (4)..(4)

<223> Cys, HomoCys, Pen, Homo-Ser-Cl, Homo-Ser or a 2-methylbenzoyl
moiety

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES

<222> (5)..(5)

<223> N-Me-Arg, Arg, N-Me-Lys, Phe (4-quanidino), Phe(4-carbonylamino),

Cit, Phe(4-NH2), N-Me-Homo-Arg, Homo-Arg, Tyr and His

<220><221> MOD_RES

<222> (6)..(6)

<223> Ser, Gly, Ile or Thr

<220><221> MOD_RES

<222> (7)..(7)

<223> Asp or D-Asp

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Val, Ile, Leu, hLeu and Nle
<220><221> MOD_RES

<222> (9)..(9)

<223> Leu, Nle, Cpa, Cbha, HomoLeu, Aoc or N-Me-Leu
<220><221> MOD_RES

<222> (10)..(10)
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<223> Cys, D-Cys, HomoCys, Pen, modified HomoSer or modified Ser
<220><221> MOD_RES

<222> (11)..(11)

<223> Absent, aromatic amino acids or substituted aromatic amino

acids

<220><221> MOD_RES

<222> (12)..(12)

<223> Absent, aromatic amino acids, substituted aromatic amino acids,
Glu, D-Glu, homoGlu, Asp, D-Asp, D-homoGlu, Gla, beta-Homo-Glu,
and corresponding D-amino acids and suitable isosteres

<220><221> MOD_RES

<222> (13)..(13)

<223> May or may not be present

<220><221> MOD_RES

<222> (14)..(14)

<223> Any amino acid, any amino acid with an amine side chain, Lys,

D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, N-Me-Orn, Dab, N-Me-Dab, Dap,

N-Me-Dap, Homo-Lys, D-Dap, D-Dab, D-Orn, Gln, Pro, Gly, His, Ala,

Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla,

<220><221> MOD_RES

<222> (14)..(14)

<223> continued from above; HomoCys, Pen, suitable isosteres,
corresponding D-amino acids or corresponding N-Methyl
amino acids

<400> 35

Xaa Xaa Xaa Xaa Xaa Xaa Asp Xaa Xaa Xaa Xaa Xaa Pro Xaa

1 5 10

<210> 36

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (4)..(4)

<223> modified HomoSer, Homo-Ser-Cl or 2-methyl-benzoyl moiety
<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10
<220><221> MOD_RES

<222> (5)..(5)

<223> N-Me-Arg, Arg, N-Me-Lys, Phe (4-quanidino), Phe(4-carbonylamino),

Cit, Phe(4-NH2), N-Me-Homo-Arg, Homo-Arg, Tyr and His
<220><221> MOD_RES
<222> (6)..(6)

<223> Ser, Gly, Thr or Ile

<220><221> MOD_RES

<222> (7). .(7)

<223> Asp or D-Asp

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Val, Ile, Leu, hLeu, Nle or Val
<220><221> MOD_RES

<222> (9)..(9)

<223> Leu, Nle, Cpa, Cbha, HomoLeu, Aoc or N-Me-Leu
<220><221> MOD_RES

<222> (10)..(10)

<223> Pen, Cys, D-Cys or HomoCys

<220><221> MOD_RES

<222> (11)..(11D)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe

(4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly,
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3,3 diPhenyl-Ala, Tic, b-homo-Trp, D-1-Nal, D-2-Nal,

Phe(2,4-diCl), Phe(3,4-diCl), Phe(4-carbomyl), Phe(3-Carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Phe, Tyr(Me), HomoPhe, N-Me-Phe, N-Me-Tyr,
Ser, Sar, Dihydro Trp, Ilu, Leu, Arg or Thr

<220><221> MOD_RES

<222> (12)..(12)

<223> Absent or any aromatic amino acid, Glu, D-Glu, homoGlu, Asp,
D-Asp, D-homoGlu, D-Asp, Gla, beta—homo-Glu, corresponding
D-amino acid or isosteres

<220><221> MOD_RES

<222> (13)..(13)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (14)..(14)

<223> Any amino acid, any amino acid with a free amino group on a side
chain, Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, Dab, Dap, Homo-Lys,
D-Dap, D-Dab, Cys, HomoCys, Pen or D-Orn

<400> 36

Xaa Xaa Xaa Xaa Xaa Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 37

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)
<223> Absent or any amino acid

<220><221> MOD_RES
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<222> (4)..(4)

<223> modified HomoSer, Homo-Ser-Cl or 2-methyl-benzoyl moiety
<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10
<220><221> MOD_RES

<222> (5)..(5)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Ser, Gly, Thr, or Ile

<220><221> MOD_RES

<222> (7)..(7)

<223> Asp or D-Asp

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Val, Ile, Leu, hLeu and Nle

<220><221> MOD_RES

<222> (9)..(9)

<223> Leu, Nle, Cpa, Cbha, HomoLeu, Aoc or N-Me-Leu
<220><221> MOD_RES

<222> (10)..(10)

<223> Pen, Cys, D-Cys or HomoCys

<220><221> MOD_RES

<222> (11)..(11)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe
(4-CH3), Phe(4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly, 3,3

diPheny!l Ala, Tic, b-homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),

Phe(3,4-diCl), Phe(4-carbomyl), Phe(3-Carbomyl), Tyr(Me),
<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; N-Me-Phe, N-Me-Tyr, Ser, Sar, Dihydro Trp,

Ile, Leu, Ser, Arg, Thr, Sar, Ser and any substituted aromatic
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amino acid or corresponding D-amino acids

<220><221> MOD_RES

<222> (12)..(12)

<223> any aromatic amino acid, Glu, D-Glu, homoGlu, Asp, D-Asp,
D-homoGlu, Gla, beta—homo—Glu, corresponding D-amino acid and
isostere

<220><221> MOD_RES

<222> (13)..(13)

<223> Any amino acid, Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, Dab, Dap,

Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen or D-Orn

<400> 37

Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 38

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (4)..(4)

<223> modified HomoSer, Homo-Ser-Cl or 2-methyl-benzoyl moiety

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES
<222> (5)..(5)
<223> N-Me-Arg
<220><221> MOD_RES

<222> (6)..(6)
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<223> Ser, Gly, Thr, or Ile
<220><221> MOD_RES

<222> (7). .(7)

<223> Asp or D-Asp

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Val, Ile, Leu, hLeu or Nle
<220><221> MOD_RES

<222> (9)..(9)

<223> Leu, Nle, Cpa, Cba, HomoLeu, Aoc or N-Me-Leu
<220><221> MOD_RES

<222> (10)..(10)

<223> Pen, Cys, D-Cys or HomoCys
<220><221> MOD_RES

<222> (11)..(11)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe

(4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly,
3,3 diPhenyl-Ala, Tic, b-homo-Trp, D-1-Nal, D-2-Nal,
Phe(2,4-diCl), Phe(3,4-diCl), Phe(4~carbomyl), Phe(3-Carbomyl),

<220><221> MOD_RES

<222> (11)..(11D)

<223> continued from above; Tyr(Me), N-Me-Phe, N-Me-Tyr, Sar, Dihydro
Trp, Ile, Leu, Ser, Arg or Thr

<220><221> MOD_RES

<222> (12)..(12)

<223> Any aromatic amino acid, Glu, D-Glu, homoGlu, Asp, D-Asp,

D-homoGlu, Gla, beta—homo—Glu, corresponding D-amino acid or

isosteres

<220><221> MOD_RES

<222> (13)..(13)

<223> Any amino acid, Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, Dab, Dap,
Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen or D-Orn

<400> 38
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Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 39

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (4)..(4)

<223> modified HomoSer, Homo-Ser-Cl or 2-methyl-benzoyl moiety
<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES
<222> (5)..(5)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (7)..(7)
<223> Asp or D-Asp
<220><221> MOD_RES
<222> (8)..(8)
<223> Thr or Val
<220><221> MOD_RES
<222> (9)..(9)
<223> Leu, Nle, Cpa, Cbha, HomoLeu, Aoc or N-Me-Leu
<220><221> MOD_RES

<222> (10)..(10)

<223> Pen, Cys, D-Cys or HomoCys
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<220><221> MOD_RES

<222> (11)..(11)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe
(4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly,
3,3 diPhenyl-Ala, Tic, b-homo-Trp, D-1-Nal, D-2-Nal,
Phe(2,4-diCl), Phe(3,4-diCl), Phe(4-carbomyl), Phe(3-Carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Tyr(Me), N-Me-Phe, N-Me-Tyr, Ser, Sar,
Dihydro-Trp, Ile, Leu, Arg or Thr

<220><221> MOD_RES

<222> (12)..(12)

<223> Any aromatic amino acid, Glu, D-Glu, homoGlu, Asp, D-Asp,
D-homoGlu, Gla, beta—homo-Glu, corresponding D-amino acid or
isosteres

<220><221> MOD_RES

<222> (13)..(13)

<223> Any amino acid, Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn,
Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen
or D-Orn

<400> 39

Xaa Xaa Xaa Xaa Arg Ser Asp Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 40

<211> 13

<212> PRT

<213>

Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid

<220><221> MOD_RES
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<222> (4)..(4)

<223> Modified HomoSer, Homo-Ser-Cl or 2-methyl-benzoyl moiety
<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES
<222> (5)..(5)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (7)..(7)
<223> Asp or D-Asp

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr or Val

<220><221> MOD_RES

<222> (9)..(9)

<223> Leu, Nle, Cpa, Cba, HomoLeu, Aoc or N-Me-Leu

<220><221> MOD_RES

<222> (10)..(10)

<223> Pen, Cys, D-Cys or HomoCys

<220><221> MOD_RES

<222> (11)..(11)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe
(4-CH3), Phe(4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenyl-Gly,
3,3 diPhenyl-Ala, Tic, b-homo-Trp, D-1-Nal, D-2-Nal,

Phe(2,4-diCl), Phe(3,4-diCl), Phe(4-carbomyl), Phe(3-Carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Tyr(Me), N-Me-Phe, N-Me-Tyr, Ser, Sar,
Dihydro Trp, Ile, Leu, Arg or Thr

<220><221> MOD_RES

<222> (12)..(12)
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<223> Absent or any aromatic amino acid, Glu, D-Glu or beta—homo-Glu

<220><221> MOD_RES

<222> (13)..(13)

<223> Any amino acid, Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, Dab,
Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen or D-Orn

<400> 40

Xaa Xaa Xaa Xaa Arg Ser Asp Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 41

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (4)..(4)

<223> Modified HomoSer, Homo-Ser-Cl or 2-methyl-benzoyl moiety

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES
<222> (5)..(5)
<223> N-Me-Arg
<220><221> MOD_RES

<222> (7). .(7)

<223> Asp or D-Asp
<220><221> MOD_RES
<222> (8)..(8)

<223> Thr or Val
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<220><221> MOD_RES

<222> (10)..(10)

<223> Pen, Cys, D-Cys or HomoCys

<220><221> MOD_RES

<222> (11)..(11)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe
(4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly,
3,3 diPhenyl-Ala, Tic, b-homo-Trp, D-1-Nal, D-2-Nal,
Phe(2,4-diCl), Phe(3,4-diCl), Phe(4-carbomyl), Phe(3-Carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Tyr(Me), N-Me-Phe, N-Me-Tyr, Ser, Sar,

Dihydro Trp, Ile, Leu, Arg or Thr

<220><221> MOD_RES

<222> (12)..(12)

<223> Any aromatic amino acid, Glu, D-Glu, beta-homo—Glu, corresponding
D-amino acid and isosteres

<220><221> MOD_RES

<222> (13)..(13)

<223> Any amino acid or Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, Dab,
Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen, or D-Orn

<400> 41

Xaa Xaa Xaa Xaa Arg Ser Asp Xaa Leu Xaa Xaa Xaa Xaa

1 5 10

<210> 42

<211> 13

<212>

PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid
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<220><221> MOD_RES

<222> (4)..(4)

<223> Modified HomoSer, Homo-Ser-Cl or 2-methyl-benzoyl moiety

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES

<222> (5)..(5)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> Asp or D-Asp

<220><

221> MOD_RES

<222> (8)..(8)

<223> Thr or Val

<220><221> MOD_RES

<222> (10)..(10)

<223> Pen, Cys, D-Cys or HomoCys

<220><221> MOD_RES

<222> (11)..(11D)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe
(4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly, 3,3
diPheny!l Ala, Tic, b-homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-carbomyl), Phe(3-Carbomyl), Tyr(Me),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; N-Me-Phe, N-Me-Tyr, Ser, Sar, Dihydro Trp,

Ile, Leu, Arg or Thr
<220><221> MOD_RES
<222> (12)..(12)
<223> Any aromatic amino acid, Glu, D-Glu or beta-Homo—Glu
<220><221> MOD_RES

<222> (13)..(13)
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<223> Any amino acid, Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn,
Dab, Dap, Homo-Lys, D-Dap, D-Dab, Cys, HomoCys, Pen
or D-Orn

<400> 42

Xaa Xaa Xaa Xaa Arg Ser Asp Xaa Leu Xaa Xaa Xaa Xaa

1 5 10

<210> 43

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (1)..(3)
<223> Absent or any amino acid
<220><221> MOD_RES
<222> (4)..(4)
<223> Modified HomoSer, Homo-Ser-Cl or 2-methyl-benzoyl moiety
<220><221> misc_feature
<222> (4)..(10)
<223> Thioether bond between position 4 and Xaa at position 10
<220><221> MOD_RES
<222> (5)..(5)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (7). .(7)
<223> Asp or D-Asp
<220><221> MOD_RES
<222> (8)..(8)
<223> Thr or Val
<220><221> MOD_RES

<222> (10)..(10)
<223

> Pen, Cys, D-Cys or HomoCys
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<220><221> MOD_RES

<222> (11)..(11)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3), Phe
(4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly, 3,3
diPheny!l Ala, Tic, b-homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),
Phe(3,4-diCl), Phe(4-carbomyl), Phe(3-Carbomyl), Tyr(Me),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; N-Me-Phe, N-Me-Tyr, Ser, Sar, Dihydro Trp,
Ile, Leu, Arg or Thr

<220><221> MOD_RES

<222> (12)..(12)

<223> Any aromatic amino acid, Glu, D-Glu or Beta-Homo-Glu

<220><221> MOD_RES

<222> (13)..(13)

<223> Any amino acid, D-Lys, N-Me-Lys or D-N-Me-Lys

<400> 43

Xaa Xaa Xaa Xaa Arg Ser Asp Xaa Leu Xaa Xaa Xaa Xaa

1 5 10

<210> 44

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(4)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (4)..(4)
<223> Modified HomoSer, Homo-Ser-Cl or 2-methyl-benzoyl moiety
<220><221> misc_feature

<222> (4)..(10)
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<223> Thioether bond between position 4 and Xaa at position 10
<220><221> MOD_RES

<222> (5)..(5)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7). .(7)

<223> Asp or D-Asp

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr or Val

<220><221> MOD_RES

<222> (10)..(10)

<223> Pen, Cys, D-Cys or HomoCys
<220><221> MOD_RES

<222> (11)..(11)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3),

Phe (4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly,
3,3 diPhenylAla, Tic, b-homo-Trp, D-1-Nal, D-2-Nal, Phe(2,4-diCl),

Phe(3,4-diCl), Phe(4-carbomyl), Phe(3-Carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Tyr(Me) or HomoPhe

<220><221> MOD_RES

<222> (12)..(12)

<223> Any aromatic amino acid, Glu, D-Glu, and beta-homo-Glu
<400> 44

Xaa Xaa Xaa Xaa Arg Ser Asp Xaa Leu Xaa Xaa Xaa

1 5 10

<210> 45
<211> 11
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(1D)

<223> Modified Ser, modified HomoSer, aromatic group or
2-methyl-benzoyl moiety

<220><221> misc_feature

<222> (1)..(7)

<223> Thioether bond between position 1 and Xaa at position 7

<220><221> MOD_RES

<222> (2)..(2)

<223> N(alpha)-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym,

4-Guan, Cit, Cav or suitable isostere replacements

<220><221> MOD_RES

<222> (3)..(3)

<223> Ser, Gly, Thr, Ile or suitable isostere replacements

<220><221> MOD_RES

<222> (4)..(4)

<223> Asp, N-Me-Asp, D-Asp or suitable isostere replacements

<220><221> MOD_RES

<222> (5)..(5)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys,
Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met or N-Methyl amino
acids including N-Me-Thr

<220><221> MOD_RES

<222> (6)..(6)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,

n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala,

N-Me-Leu or suitable isostere replacements
<220><221> MOD_RES
<222> (7). .(7)
<223> Cys, N-Me-Cys, D-Cys, HCys, Pen, D-Pen or Pen(=0)

<220><221> MOD_RES
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<222> (8)..(8)

<223> Absent, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys,
Trp, Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal,
D-1-Nal, D-2-Nal, D-Phe, D-Tyr, HPhe, Phe(4-F), O-Me-Tyr,

dihydro-Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap,

<220><221> MOD_RES
<222> (8)..(8)
<223>
continued from above; D-N-Me-Lys, D-Dap, D-Dab, Bip,
Ala(3,3diphenyl), Biphenyl-Ala, Phe(4tBu), Phe(4-OMe),
Phe(4-COOH), Phe(2-carbomyl), Phe(3-carbomyl), Phe(CF3),

Phe(2,4-diCl), Phe(3,4-diCl), Aic, N-Me-Tyr, N-Me-Phe, Tic,

<220><221> MOD_RES

<222> (8)..(8)

<223> continued from above; Phe(4CF3), aromatic ring substituted Phe,
aromatic ring substituted Trp, aromatic ring substituted His,
hetero aromatic amino acids, N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe,

or corresponding D-amino acids and suitable isostere replacements

<220><221> MOD_RES

<222> (9)..(9)

<223> Absent, Glu, Lys, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg,
Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, Beta-HGlu, 2-Nal,
1-Nal, D-1-Nal, D-2-Nal, D-Phe, D-Tyr, D-Asp, Bip, Beta-HPhe,

Beta—Glu, D-Tyr, D-Lys, Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap,

<220><221> MOD_RES
<222> (9)..(9)
<223> continued from above; N-Me-Dab, N-Me Lys, D-N-Me-Lys D-Dap, D-Dab,

0-Me—Glu, suitable isosteres or corresponding D-amino acids

<220><221> MOD_RES

<222> (10)..(10)
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<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,
Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,

N-Me—Orn, N-Me-Dap, N-Me-Dab, D-N-Me-Lys N-Me-Lys, D-Dap, D-Dab,

suitable isosteres, or corresponding D-amino acids
<220><221> MOD_RES
<222> (11)..(11)
<223> Absent or any amino acid
<400> 45
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10
<210> 46
<211> 9
<212
> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

SIHS31 10-2025-0043599

<220><223> N-term 2-methylbenzoyl forming a thioether bond between the N-term

and position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (2)..(2)
<223> Ser, Gly, Thr, or Ile
<220><221> MOD_RES
<222> (5)..(5)
<223> Leu or Nle
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen, Cys or D-Cys
<220><221> MOD_RES
<222> (7). .(7)

<223> Phe, D-Phe, Tyr, Bip, Tic, 1-Nal, 2-Nal or Trp
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<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu, Glu, Tyr, b-homo—Glu, or 2-Nal
<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys, D-N-Me-Lys, Dap, Phe, D-Phe or absent
<400> 46

Arg Xaa Asp Thr Xaa Xaa Xaa Xaa Xaa

1 5

<210> 47

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

SIHS31 10-2025-0043599

<220><223> N-term 2-methylbenzoyl forming a thioether bond between the N-term

and position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (5)..(5)

<223> Leu or Nle

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen, Cys, homoCys, Pen(=0) or D-Cys
<220><221> MOD_RES

<222> (7). .(7)

<223> Phe, D-Phe, Tyr, D-Tyr, His, Bip, Tic, 1-Nal, 2-Nal, Phe(CH3),
Phe(2,4-diCl), Phe(3,4-diCl), Aic, N-Me-Tyr, N-Me-Phe,

Phe(2-carbomyl), Phe(3-carbomyl), Phe(4-COOH), Phe(40Me),

Phe(4tBu), Phe-(4-F), Phe(4CF3) or Trp
<220><221> MOD_RES

<222> (8)..(8)
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<223> Absent, Glu, Beta-homo-Glu, Bip, O-Me-Glu, D-Lys, D-Phe, Tyr,

2-Nal, D-Tyr, Pro, Tic, D-Glu, D-Thr, D-Arg, D-Leu, D-Trp,
Phe(4-CO0H), D-His, Pro, D-Pro or Glu(OMe)

<220><221> MOD_RES

<222> (9)..(9)

<223> Absent or any amino acid residue

<400> 47

Arg Ser Asp Thr Xaa Xaa Xaa Xaa Xaa

1 5

<210> 48

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

SIHS31 10-2025-0043599

<220><223> N-term 2-methylbenzoyl forming a thioether bond between the N-term

and position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-methyl-Arg

<220><221> MOD_RES

<222> (2)..(2)

<223> Ser, Gly, Thr or Ile
<220><221> MOD_RES

<222> (5)..(5)

<223> Leu or Nle

<220><221> MOD_RES

<222> (6)..(6)

<223> Cys, D-Cys, Hcys or Pen
<220><221> MOD_RES

<222> (7). .(7)

<223> Trp, Tic, Bip, 1-Nal, 2-Nal, Phe(4tBu) or Phe(4-COOH)

<220><221> MOD_RES
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<222> (8)..(8)

<223> Glu, Beta-Homo-Glu or D-Glu
<220><221> MOD_RES

<222> (9)..(9)

<223> Any amino acid

<400> 48

Arg Xaa Asp Thr Xaa Xaa Xaa Xaa Xaa

1 5

<210> 49

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (4)..(4)

<223> Any amino acid, aliphatic acid, alicyclic acid, or modified
2-methyl aromatic acid having a side chain with one or two
carbons

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether linkage between position 4 and position 10

<220><221> MOD_RES

<222> (5)..(5)

<223> N(alpha)-Me-Arg, Arg, HomoArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym,

4-Guan, Cit, Cav, N-Me-Lys, Phe(4-quanidino), Phe(4-carbamoy!
amino), Phe(4-NH2), N-Me-HomoArg, Tyr, His or suitable isostere
replacements

<220><221> MOD_RES

<222> (6)..(6)
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<223> Ser, Gly, Thr, Ile or suitable isostere replacements

<220><221> MOD_RES

<222> (7)..(7)

<223> Asp, N-Me-Asp, Asp(OMe), D-Asp or suitable isostere replacements
<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn,
Glu, Val, Tyr, Trp, Leu, Met, HomoLeu, Nle or N-Methyl amino
acids including N-Me-Thr

<220><221> MOD_RES

<222> (9)..(9)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala,
Cpa, Aoc, N-Me-Leu or suitable isostere replacements

<220><221> MOD_RES

<222> (10)..(10)

<223> Cys, N-Me-Cys, D-Cys, HCys, Pen, D-Pen or Pen(=0)
<220

><221> MOD_RES

<222> (11)..(11)

<223> Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3),
Phe(4-CH3), Phe(4-tBu), Bip, Phe(4-COOH), Gly,
3,3-DiPhenylGly, 3,3 diPhenyl Ala, Tic, b-homo-Trp, D-1-Nal,
D-2-Nal, Phe(2,4-diCl), Phe(3,4-diCl), Phe(4-carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Phe(3-Carbomyl), Phe (2-carbomyl),
Tyr (Me), HomoPhe, N-Me-Phe, N-Me-Tyr, Ser, Sar, Dihydro Trp,

Ile, Leu, Arg, Thr, aromatic amino acids, substituted aromatic

amino acids, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr,

<220><221> MOD_RES

<222> (11)..(11)
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<223> continued from above; Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro, Phe,
1-Nal, 2-Nal, D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F),
0-Me-Tyr, dihydro-Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn,
N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3diphenyl), Biphenyl-Ala,

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; aromatic ring substituted Phe, aromatic ring

substituted Trp, aromatic ring substituted His, hetero aromatic
amino acids, N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe, Phe(4tBu),

Phe(4-OMe), Phe(4-COOH), Phe(2-carbomyl), Phe(3-carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Phe(CF3), Phe(2,4-diCl), Phe(3,4-diCl),
Aic, N-Me-Tyr, N-Me-Phe, Tic, Phe(4CF3), Bpa, Phe(3-Me),
Phe(2-Me), Phe(2-CF3), Beta-Me-Phe, orcorresponding D-amino

acids and suitable isostere replacements or absent

<220><221> MOD_RES

<222> (12)..(12)

<223> Any aromatic amino acids, substituted aromatic amino acids, Glu,
D-Glu, HomoGlu, Beta-Homo-Glu, Asp, D-HomoGlu, Lys, Gln,
Pro, Gly, His, Ala, Ile, Phe, Arg, Leu, Val, Tyr, Trp, Met, Gla,
Ser, Asn, D-Glu, Beta-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, Beta-HPhe,

<220><221> MOD_RES

<222> (12)..(12)

<223> continued from above; Beta-Glu, D-Tyr, D-Phe, D-Lys, Dap, Dab,
Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab,

D-His, Phe(4-COOH), Tic, D-Trp, D-Leu, D-Arg, D-Thr, N-Me-Glu,

N-Me—Asp, alpha-H-Glu, suitable isosteres,
<220><221> MOD_RES
<222> (12)..(12)

<223> continued from above; corresponding D-amino acids or absent
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<220><221> MOD_RES

<222> (13)..(13)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent, any amino acid, any amino acid with an amine side chain,
Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, N-Me—Orn, Dab, N-Me-Dab,
Dap, N-Me-Dap, Homo-Lys, D-Dap, D-Dab, D-Orn, Gln, Pro, Gly, His,

Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn,

<220><221> MOD_RES

<222> (14)..(14)

<223> Continued from above; Gla, Cys, HomoCys, suitable isosteres,
corresponding D-amino acids or corresponding N-Methyl

amino acids

<400> 49

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 50

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Me-benzoyl forming a thioether bond with the Xaa

at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N(alpha)-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym,
4-Guan, Cit, Cav or suitable isostere replacements

<220><221> MOD_RES

<222> (2)..(2)

<223> Ser, Gly or suitable isostere replacements
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<220><221> MOD_RES

<222> (3)..(3)

<223> Asp, N-Me-Asp, Asp(OMe), D-Asp or suitable isostere replacements
<220><221> MOD_RES

<222> (4)..(4)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn,

Glu, Val, Tyr, Trp, Leu, Met, and N-Methyl amino acids including

N-Me-Thr or suitable isostere replacements

<220><221> MOD_RES

<222> (5)..(5)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala,
N-Me-Leu or suitable isostere replacements

<220><221> MOD_RES

<222> (6)..(6)

<223> Cys, N-Me-Cys, D-Cys, HCys, Pen or D-Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Absent, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys,

Trp, Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal,

HPhe, Phe(4-F), O-Me-Tyr, dihydro-Trp, Dap, Dab, Dab(Ac), Orn,
D-Orn, N-Me-Orn, N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3diphenyl),

<220><221> MOD_RES

<222> (7)..(7)

<223> continued from above; Biphenyl-Ala, aromatic ring substituted Phe,
aromatic ring substituted Trp, aromatic ring substituted His,
hetero aromatic amino acids, N-Me-Lys, N-Me-Lys(Ac), Bpa,
Phe(3-Me), Phe(2-Me), Phe(2-CF3), beta-Me-Phe, 4-Me-Phe,

<220><221> MOD_RES

<222> (7)..(7)

<223> continued from above; corresponding D-amino acids and suitable

1sostere replacements
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<220><221> MOD_RES
<222> (8)..(8)

<223> Absent, Glu, Amide, Lys, COOH, CONHZ, Gln, Pro, Gly, His, Ala,

Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn, D-Glu,

Beta-HGlu, 2-Nal, 1-Nal, D-Asp, Bip, Beta-HPhe, Beta—-Glu, D-Tyr,
D-Lys, Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab,
<220><221> MOD_RES
<222> (8)..(8)
<223> continued from above; N-Me-Lys, D-Dap, D-Dab, Glu, N-Me-Asp,

alpha-H-Glu, suitable isosteres or corresponding D-amino acids

<220><221> MOD_RES

<222> (9)..(9)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,
Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,
N-Me—Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab, suitable
1sosteres or corresponding D-amino acids

<220><221> MOD_RES

<222> (10)..(10)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,
Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,

N-Me—Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab,

suitable isosteres or corresponding D-amino acids

<400> 50

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 51

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Propionyl

<220><221> misc_feature
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<222> (1)..(6)

<223> Thioether linkage between N-term and residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 51

Arg Ser Asp Thr Leu Cys Trp Lys
1 5

<210> 52

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term Alpha-bromoispbutyryl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Lys
<220><223> C-term NH2

<400> 52

Arg Ser Asp Thr Leu Cys Trp Lys
1 5

<210> 53

<211> 8

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Acetyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 53

Arg Ser Asp Thr Leu Xaa Trp Lys

1 5

<210> 54

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Propionyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)
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<223> D-Lys

<220><223> C-term NH2

<400> 54

Arg Ser Asp Thr Leu Xaa Trp Lys

1 5

<210> 55

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 55

Arg Ser Asp Thr Leu Cys Trp Glu Lys

1 5

<210> 56

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 56

Arg Ser Asp Thr Leu Xaa Trp Glu Lys
1 5
<210> 57

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Propionyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Homo—Cys

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 57

Arg Ser Asp Thr Leu Cys Trp Lys

1 5

<210> 58

<211> 8
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<212> PRT

<213> Artificial Sequence

<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Butyryl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 58

Arg Ser Asp Thr Leu Cys Trp Lys

1 5

<210> 59

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 59

Arg Ser Asp Thr Leu Cys Trp Lys

1 5

<210> 60

<211> 9
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220>

<221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 60

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 61

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D

<223> N-Me-Arg
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<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 61

Arg Ser Asp Thr Leu Xaa Trp Glu Lys
1 5
<210> 62

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (9)..(9)

<223> D-N-Me-Lys
<220><223> C-term NH2
<400> 62

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5
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<210> 63

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 63

Arg Ser Asp Thr Leu Xaa Trp Tyr Lys

1 5

<210> 64

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES
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<222> (5)..(5)

<223> Nle

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 64

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 65

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<

220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 65

- 192 -



Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5

<210> 66

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> D-Cys
<220><221> MOD_RES
<222> (8)..(8)

<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 66

Arg Ser Asp Thr Leu Cys Trp Glu Lys
1 5
<210> 67

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
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between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(D
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Homo-Cys
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 67
Arg Ser Asp Thr Leu Cys Trp Glu Lys
1 5
<210> 68
<211> 9
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu
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<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 68

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 69

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)
<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)
<223> N-Me-Lys
<220><223> C-term NH2

<400> 69
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Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 70

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> Beta—Homo—Glu

<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 70

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 71

<211> 9
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><

221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)
<223> D-Phe
<220><221> MOD_RES
<222> (8)..(8)
<223> 2-Nal
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 71

Arg Ser Asp Thr Leu Xaa Phe Xaa Lys

1 5

<210> 72

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> D-Phe

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
<400> 72

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5

<210> 73

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
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<222> (8)..(8)

<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 73

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 74

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 74

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys

1 5
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<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223

> C-term NH2

<400> 75

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 76

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
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between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(CF3)

<220><

221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 76

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 77

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me—-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen
<220><

221> MOD_RES

<222> (7). .(7)
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<223> 1-Nal

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 77

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 78

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
<220

><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
<400> 78

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys
1 5

<210> 79

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220

><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 79

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys

1 5

<210> 80

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221

> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys(Ac)

<220><223> C-term NH2

<400> 80

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 81

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220>

<221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys(Ac)

<220><223> C-term NH2

<400> 81

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 82

<211> 9

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys(PEG8)

<220><223> C-term NH2

<400> 82

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 83

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES
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<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys(Ac)

<220><223> C-term NH2

<400> 83

Arg Ser Asp Thr Leu Xaa Trp Glu Lys
1 5

<210> 84

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys(Ac)

<220><223> C-term NH2

<400> 84

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 85
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<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys(Ac)

<220><223> C-term NH2

<400> 85

Arg Ser Asp Thr Leu Xaa Trp Tyr Lys

1 5

<210> 86

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (5)..(5)
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<223> Nle

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys(Ac)
<220><223> C-term NH2
<400> 86

Arg Ser Asp Thr Leu Xaa Trp Glu Lys
1 5

<210> 87

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys(Ac)

<220><223> C-term NH2

<400> 87

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

- 208 -



SIHS31 10-2025-0043599

1 5

<210> 88

<211> 9

<212> PRT

<213> Artificial Sequence

<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(CF3)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys(Ac)

<220><223> C-term NH2

<400> 88

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 89

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

- 209 -



SIHS31 10-2025-0043599

<220><221> MOD_RES
<222> (1)..(D
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> 1-Nal
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys(Ac)
<220><223> C-term NH2
<400> 89

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 90

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys(Ac)

<220><223> C-term NH2
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<400> 90

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys

1 5

<210> 91

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys(Ac)

<220><223> C-term NH2

<400> 91

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys

1 5

<210> 92

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> Dap

<220><223> C-term NH2

<400

> 92

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5

<210> 93

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> Dab

<220><223> C-term NH2
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<400> 93

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5

<210> 94

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> Dap

<220><223> C-term NH2

<400> 94

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5

<210> 95

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223

> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> Dab

<220><223> C-term NH2

<400> 95

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5

<210> 96

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)
<223

> Pen

<220><223> C-term NH2
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<400> 96

Arg Ser Asp Thr Leu Xaa Trp Glu

1 5

<210> 97

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><223> C-term NH2

<400> 97

Arg Ser Asp Thr Leu Xaa Trp Glu

1 5

<210> 98

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><223

> C-term NH2

<400> 98

Arg Ser Asp Thr Leu Xaa Trp Glu

1 5

<210> 99

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><223> C-term NH2

<400> 99
Arg Ser Asp Thr Leu Xaa Trp Glu Leu
1 5

<210> 100
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<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><223> C-term NH2

<400> 100

Arg Ser Asp Thr Leu Xaa Trp Glu Ser

1 5

<210> 101

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu

<220><223> C-term NH2

<400> 101

Arg Ser Asp Thr Leu Xaa Trp Glu Phe

1 5

<210> 102

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><223> C-term NH2

<400> 102

Arg Ser Asp Thr Leu Xaa Trp Glu His
1 5

<210> 103

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><223> C-term NH2

<400> 103

Arg Ser Asp Thr Leu Xaa Trp Glu Gln

1 5

<210> 104

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu
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<220><223> C-term NH2

<400> 104

Arg Ser Asp Thr Leu Xaa Trp Glu Tyr

1 5

<210> 105

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<

222> (9)..(9)

<223> D-Leu

<220><223> C-term NH2

<400> 105

Arg Ser Asp Thr Leu Xaa Trp Glu Leu
1 5

<210> 106

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES
<222> (9)..(9)
<223> D-Ser

<220><223> C-term NH2

<400> 106

Arg Ser Asp Thr Leu Xaa Trp Glu Ser

1 5

<210> 107

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221
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> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES
<222> (9)..(9)
<223> D-Phe

<220><223> C-term NH2

<400> 107

Arg Ser Asp Thr Leu Xaa Trp Glu Phe

1 5

<210> 108

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu
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<220><221> MOD_RES
<222> (9)..(9)
<223> D-Glu

<220><223> C-term NH2

<400> 108

Arg Ser Asp Thr Leu Xaa Trp Glu Glu

1 5

<210> 109

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-His

<220><223> C-term NH2

<400> 109
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Arg Ser Asp Thr Leu Xaa Trp Glu His
1 5

<210> 110

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES
<222> (9)..(9)
<223> D-Tyr

<220><223> C-term NH2

<400> 110

Arg Ser Asp Thr Leu Xaa Trp Glu Tyr
1 5

<210> 111

<211> 9

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 3-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 111
Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 112

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 4-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
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<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 112

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 113

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu
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<220><223> C-term NH2

<400> 113

Arg Ser Asp Thr Leu Xaa Trp Glu Glu

1 5

<210> 114

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu

<220><223> C-term NH2

<400> 114

Arg Ser Asp Thr Leu Xaa Xaa Glu
1 5

<210> 115

<211> 9
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> Glu(OMe)

<220><221> MOD_RES

<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 115

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 116

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><223> C-term NH2

<400> 116

Arg Ser Asp Thr Leu Xaa Xaa

1 5

<210> 117

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7). .(7)

<223> Tic

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 117

Arg Ser Asp Thr Leu Cys Xaa Glu Lys
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1 5

<210> 118

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> Tic

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term OH

<400> 118

Arg Ser Asp Thr Leu Cys Xaa Lys

1 5

<210> 119

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
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<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)

<223

> Atc

<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><223> C-term NH2

<400> 119

Arg Ser Asp Thr Leu Xaa Xaa Glu

1 5
<210> 120

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223

> Pen

<220><221> MOD_RES
<222> (7). .(7)
<223> erythro-Beta-phenyl-Ser
<220><221> MOD_RES
<222> (8)..(8)

<223> Beta-Homo-Glu
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<220><223> C-term NH2

<400> 120

Arg Ser Asp Thr Leu Xaa Ser Glu

1 5

<210> 121

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222

> (D..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> erythro—Beta—phenyl-Ser

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 121

Arg Ser Asp Thr Leu Xaa Ser Glu

1 5

<210> 122

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> threo-Beta-phenyl-Ser

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 122

Arg Ser Asp Thr Leu Xaa Ser Glu

1 5

<210> 123

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES
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<222> (7)..(7)

<223> threo-Beta-phenyl-Ser
<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu
<220><223> C-term NH2
<400> 123

Arg Ser Asp Thr Leu Xaa Ser Glu
1 5

<210> 124

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Bpa

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 124

Arg Ser Asp Thr Leu Xaa Xaa Glu

1 5

<210> 125
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<211> 8
<212> PRT

<213> Artificial Sequence
<220><223

> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(3-Me)

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 125

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5

<210> 126
<

211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(2-Me)
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><223> C-term NH2
<400> 126

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5

<210> 127

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Phe(2-CF3)

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu
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<220><223> C-term NH2

<400> 127

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5

<210> 128

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> beta-Me-Phe

<220><221> MOD_RES

<222

> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 128

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5

<210> 129

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222

> (7)..(D)

<223> Beta-Me-Phe

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 129

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5

<210> 130

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES

<222> (7)..(7)

<223> beta-dimethyl-Phe

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 130

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5

<210> 131

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221>

MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)

<223> beta-dimethyl-Phe
<220><221> MOD_RES
<222> (8)..(8)

<223> Beta-Homo-Glu
<220><223> C-term NH2
<400> 131

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5
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<210> 132

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 4-Me-Phe

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 132

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5

<210> 133

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Bip

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 133

Arg Ser Asp Thr Leu Xaa Xaa Glu
1 5

<210> 134

<211> 8

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (8)..(8)
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<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 134

Arg Ser Asp Thr Leu Xaa Phe Glu
1 5

<210> 135

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (8)..(8)

<223> N-Me-Glu

<220><223> C-term NH2

<400> 135

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5

<210> 136

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (8)..(8)

<223> N-Me-Asp

<220><223> C-term NH2

<400> 136

Arg Ser Asp Thr Leu Xaa Phe Asp

1 5

<210> 137
<

211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES
<222> (7)..(7)

<223> Phe(4-tBu)
<220><221> MOD_RES
<222> (8)..(8)

<223> alpha-Homo-Glu
<220><223> C-term NH2
<400> 137

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5
<210> 138

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> Cit
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(4-tBu)
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 138

Xaa Ser Asp Thr Leu Xaa Phe Glu
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1 5

<210> 139

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222

> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 139

Arg Ala Asp Thr Leu Xaa Phe Glu

1 5

<210> 140

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (2)..(2)
<223> Abu
<220><221> MOD_RES
<222

> (6)..(6)

<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(4~tBu)
<220><221> MOD_RES
<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 140

Arg Xaa Asp Thr Leu Xaa Phe Glu

1 5
<210> 141
<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (2)..(2)
<223> Thu

<220><221> MOD_RES
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<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><223> C-term NH2

<400> 141

Arg Xaa Asp Thr Leu Xaa Phe Glu

1 5

<210> 142

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(4-tBu)
<220><221> MOD_RES
<222> (8)..(8)
<223> N-Me-Glu
<220><223> C-term OH

<400> 142

- 247 -



SIHS31 10-2025-0043599

Arg Ser Asp Thr Leu Xaa Phe Glu

1 5

<210> 143

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term Acetyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 143

Arg Ser Asp Thr Leu Cys Trp Lys

1 5

<210> 144

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Propionyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES

<222> (8)..(8)
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<223> D-Lys

<220><223> C-term NH2

<400> 144

Arg Ser Asp Thr Leu Cys Trp Lys

1 5

<210> 145

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<

220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 145

Arg Ser Asp Thr Leu Cys Trp Glu Lys

1 5

<210> 146

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
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<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2

<400> 146

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5
<210> 147

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term Acetyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 147

Arg Ser Asp Thr Leu Xaa Trp Lys
1 5

<210> 148

<211> 8
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Propiony!l with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220>

<221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 148

Arg Ser Asp Thr Leu Xaa Trp Lys

1 5

<210> 149

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Propionyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> homo—Cys

<220>
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<221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 149

Arg Ser Asp Thr Leu Cys Trp Lys

1 5

<210> 150

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 150

Arg Ser Asp Thr Leu Xaa Trp Glu Lys
1 5
<210> 151

<211> 9

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 151

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 152

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)
<223> N-Me-Arg

<220><221> MOD_RES
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<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 152

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 153

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (9)..(9)

<223> N-Me-Lys
<220><223> C-term NH2
<400> 153

Arg Ser Asp Thr Leu Xaa Trp Tyr Lys
1 5
<210> 154

<211> 9

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (5)..(5)

<223> Nle

<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 154

Arg Ser Asp Thr Leu Xaa Trp Glu Lys
1 5
<210> 155

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES

<222> (6)..(6)

- 255 -

SIHS31 10-2025-0043599



SIHS31 10-2025-0043599

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 155

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 156

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> D-Cys
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 156

Arg Ser Asp Thr Leu Cys Trp Glu Lys
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1 5

<210> 157

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Homo-Cys

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 157

Arg Ser Asp Thr Leu Cys Trp Glu Lys

1 5

<210> 158

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(D)

<223> N-Me-Arg
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<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 158

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 159
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> 2-Nal

<220><221> MOD_RES
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<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 159

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 160

<211

>9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2
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<400> 160

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 161

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<

222> (8)..(8)

<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 161

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5
<210> 162

<211> 9

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221>

MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> D-Phe

<220><221> MOD_RES

<222> (8)..(8)

<223> 2-Nal

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 162

Arg Ser Asp Thr Leu Xaa Phe Xaa Lys

1 5

<210> 163

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> D-Phe

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 163

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 164

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
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<220><223> C-term NH2

<400> 164

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 165

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 165
Arg Ser Asp Thr Leu Xaa Tyr Glu Lys
1 5
<210> 166
<211> 9
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(CF3)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 166

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 167

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES
<222> (7)..(7)

<223> 1-Nal
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 167

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5
<210> 168

<211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 168

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys

1 5

<210> 169

<211> 9

<212> PRT
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<213> Artificial Sequence

<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 169

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys

1 5

<210> 170

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES
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<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 170

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 171

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
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<400> 171

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 172

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen(=0)

<220><221> MOD_RES

<222> (7). .(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 172

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5
<210> 173

<211> 9

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen(=0)

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 173

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 174

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

- 269 -

SIHS31 10-2025-0043599



SIHS31 10-2025-0043599

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 174

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 175

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
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<220><223> C-term NH2

<400> 175

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 176

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(2,4-diCl)
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 176

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 177

<211> 9

<212> PRT
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<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(3,4-diCl)

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 177

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 178

<211> 9

<

212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Bip
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 178

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 179
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> D-Cys
<220><221> MOD_RES

<222> (7). .(7)
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<223> Aic
<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 179

Arg Ser Asp Thr Leu Cys Xaa Glu Lys

1 5

<210> 180

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7). .(7)

<223> Aic

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2

<400> 180
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Arg Ser Asp Thr Leu Cys Xaa Glu Lys

1 5

<210> 181

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<

223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> D-Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 181

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 182

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> N-Me-Tyr

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 182

Arg Ser Asp Thr Leu Cys Tyr Glu Lys

1 5

<210> 183

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (7). .(7)

<223> N-Me-Phe
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 183

Arg Ser Asp Thr Leu Cys Phe Glu Lys
1 5
<210> 184

<211> 9
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<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6
<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> Tic

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 184

Arg Ser Asp Thr Leu Cys Xaa Glu Lys

1 5

<210> 185

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D

<223> N-Me-Arg
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<220><221> MOD_RES

<222> (6)..(6)

<223> D-Cys

<220><221> MOD_RES

<222> (7)..(7)

<223> Tic

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 185

Arg Ser Asp Thr Leu Cys Xaa Glu Lys

1 5

<210> 186

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7). .(7)

<223> D-Phe

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
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<400> 186

Arg Ser Asp Thr Leu Cys Phe Glu Lys

1 5

<210> 187

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> D-Phe

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 187

Arg Ser Asp Thr Leu Cys Phe Glu Lys

1 5

<210> 188

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> D-Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 188

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys

1 5

<210> 189

<211> 9

<212> PRT

<213> Artificial Sequence
<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)
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<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 189

Arg Ser Glu Thr Leu Xaa Phe Glu Lys
1 5

<210> 190

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (10)..(10)

<223> D-Lys

<220><223> C-term NH2

<400> 190

Arg Ser Asp Thr Leu Xaa Trp Glu Leu Lys

1 5 10

<210> 191
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<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (10)..(10)

<223> D-Lys

<220><223> C-term NH2

<400> 191

Arg Ser Asp Thr Leu Xaa Trp Glu Ser Lys

1 5 10

<210> 192

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

- 282 -

SIHS31 10-2025-0043599



<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu

<220

><221> MOD_RES
<222> (10)..(10)
<223> D-Lys

<220><223> C-term NH2

<400> 192

Arg Ser Asp Thr Leu Xaa Trp Glu Phe Lys

1 5 10

<210> 193

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

- 283 -

ZIHSd 10-2025-0043599



<223> D-Glu

<220><221> MOD_RES
<222> (10)..(10)
<223> D-Lys

<220><223> C-term NH2

<400> 193

Arg Ser Asp Thr Leu Xaa Trp Glu His Lys
1 5 10
<210> 194

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (10)..(10)
<223> D-Lys
<220><223> C-term NH2
<400> 194

Arg Ser Asp Thr Leu Xaa Trp Glu Glu Lys

1 5 10
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<210> 195

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (10)..(10)

<223> D-Lys

<220><223> C-term NH2

<400> 195

Arg Ser Asp Thr Leu Xaa Trp Glu Tyr Lys

1 5 10

<210> 196

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Leu
<220><221> MOD_RES
<222> (10)..(10)

<223> D-Lys

<220><223> C-term NH2

<400> 196

Arg Ser Asp Thr Leu Xaa Trp Glu Leu Lys

1 5
<210> 197
<211> 10

<212> PRT

<213> Artificial Sequence

<220><223

> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES

<222> (8)..(8)
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<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Ser
<220><221> MOD_RES
<222> (10)..(10)
<223> D-Lys
<220><223> C-term NH2
<400> 197

Arg Ser Asp Thr Leu Xaa Trp Glu Ser Lys

1 5 10
<210> 198

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Phe

<220><221> MOD_RES

<222> (10)..(10)
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<223> D-Lys

<220><223> C-term NH2

<400> 198

Arg Ser Asp Thr Leu Xaa Trp Glu Phe Lys

1 5 10

<210> 199

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221

> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-His

<220><221> MOD_RES

<222> (10)..(10)

<223> D-Lys

<220><223> C-term NH2

<400> 199

Arg Ser Asp Thr Leu Xaa Trp Glu His Lys

1 5 10

<210> 200

<211> 10
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Glu

<220><221> MOD_RES

<222> (10)..(10)

<223> D-Lys

<220><223> C-term NH2

<400> 200

Arg Ser Asp Thr Leu Xaa Trp Glu Glu Lys
1 5 10
<210> 201

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
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<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Tyr

<220><221> MOD_RES

<222> (10)..(10)

<223> D-Lys

<220><223> C-term NH2

<400> 201

Arg Ser Asp Thr Leu Xaa Trp Glu Tyr Lys
1 5 10
<210> 202

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES
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<222> (8)..(8)

<223> Bip

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 202

Arg Ser Asp Thr Leu Xaa Trp Xaa Lys

1 5

<210> 203

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> Bip

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 203

Arg Ser Asp Thr Leu Xaa Phe Xaa Lys
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<210> 204

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term OH

<400> 204

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 205

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg
<220><221> MOD_RES
<222> (7)..(7)
<223> Tic
<220><221> MOD_RES
<222> (8)..(8)
<223> Bip

<220><221> MOD_RES

<222
> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 205

Arg Ser Asp Thr Leu Cys Xaa Xaa Lys

1 5

<210> 206

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222
> (7)..(7)
<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)
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<223> Bip
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 206
Arg Ser Asp Thr Leu Xaa Xaa Xaa Lys
1 5
<210> 207
<211> 9
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6
<220><221> MOD_RES
<222>
(D..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (7). .(7)
<223> Tic
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term OH
<400> 207
Arg Ser Asp Thr Leu Cys Xaa Glu Lys
1 5
<210> 208

<211> 9
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Bip

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term OH

<400> 208

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 209

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
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<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term OH

<400> 209

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5
<210> 210
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> Glu(OMe)

<220><221> MOD_RES
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<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 210

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 211

<211> 9

<212> PRT

<213> Artificial Sequence

<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7). .(7)

<223> Tic

<220><221> MOD_RES

<222> (8)..(8)

<223> Glu(OMe)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 211

Arg Ser Asp Thr Leu Cys Xaa Glu Lys

1 5

<210> 212

<211> 9

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 212

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 213

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)
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<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 213

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 214

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<

222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2

<400> 214
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Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 215

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 215

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 216

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
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<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> Tic

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 216

Arg Ser Asp Thr Leu Cys Xaa Lys

1 5

<210> 217

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
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<220><223> C-term NH2

<400> 217

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 218

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<

223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 218

Arg Ser Asp Thr Leu Xaa Trp Glu Lys
1 5

<210> 219

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> Tic

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 219

Arg Ser Asp Thr Leu Cys Xaa Glu Lys

1 5

<210> 220

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (7)..(7)
<223> Tic
<220><221> MOD_RES
<222> (8)..(8)
<223> Glu(OMe)

<220><221> MOD_RES
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<222> (9)..(9)

<223> D-Lys

<220><223> C-term OH

<400> 220

Arg Ser Asp Thr Leu Cys Xaa Glu Lys

1 5

<210> 221

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> Tic

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term OH

<400> 221

Arg Ser Asp Thr Leu Cys Xaa Lys

1 5

<210> 222

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

- 304 -

SIHS31 10-2025-0043599



between the N-term and the residue at position 6
<220><221
> MOD_RES
<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(4-tBu)
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 222
Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 223
<211> 9
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)
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<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(4-tBu)
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo—-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term OH

<400> 223

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5
<210> 224

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> Dap
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<220><223> C-term Ac
<400> 224
Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5

<210> 225

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (5)..(5)

<223> Nle

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 225

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5

<210> 226
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<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (5)..(5)

<223> Nle

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 226

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 227

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
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<220><221> MOD_RES
<222> (5)..(5)

<223> Nle

<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 227

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5
<210> 228
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (5)..(5)
<223> Nle
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 228

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 229

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (5)..(5)
<223> Nle
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-N-Me-Lys
<220><223> C-term NH2
<400> 229
Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5
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<210> 230

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term C(thioether propane) with a thioether bond
between the N-term and the C-term

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><223> C-term C(thioether propane)

<400> 230

Arg Ser Asp Thr Leu

1 5

<210> 231

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (9)..(9)
<223> Dab

<220><223> C-term Ac
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<400> 231

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5

<210> 232

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<

220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> Dab

<220><223> C-term Ac

<400> 232

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5

<210> 233

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
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between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (9)..(9)

<223> Dab

<220><223> C-term NH2
<400> 233

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa
1 5
<210> 234

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen
<220><221> MOD_RES
<222> (9)..(9)

<223> Dab
<220><223> C-term Ac

<400> 234
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Arg Ser Asp Thr Leu Xaa Trp Glu Xaa
1 5

<210> 235

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<

220><221> MOD_RES
<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (7). .(7)

<223> Tic

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 235

Arg Ser Asp Thr Leu Cys Xaa Glu Lys
1 5
<210> 236

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
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between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)
<223> D-Phe
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 236

Arg Ser Asp Thr Leu Xaa Trp Phe Lys

1 5

<210> 237

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES
<222> (8)..(8)
<223> D-Tyr
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 237

Arg Ser Asp Thr Leu Xaa Trp Tyr Lys

1 5
<210> 238
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (7)..(7)
<223> Tic
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2
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<400> 238

Arg Ser Asp Thr Leu Cys Xaa Glu Lys
1 5

<210> 239

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 239

Arg Ser Asp Thr Leu Xaa Trp Pro Lys
1 5

<210> 240

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><223> C-term NH2

<400> 240

Arg Ser Asp Thr Leu Xaa Trp Pro Lys

1 5

<210> 241

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Pro
<220><223> C-term NH2
<400> 241
Arg Ser Asp Thr Leu Xaa Trp Pro Lys

1 5
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<210> 242

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(2-carbamoyl)
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 242
Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 243
<211> 9
<212> PRT

<213> Artificial Sequence
<220><223

> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(3-carbamoyl)

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 243

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 244

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)
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<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(4-CO0H)
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 244

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 245

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me—-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)
<223> Phe(2,4-Cl)
<220><221> MOD_RES

<222> (8)..(8)
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<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 245

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 246

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(3,4-Cl)
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 246

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
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1 5

<210> 247

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(D
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(4-0Me)
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 247
Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 248
<211> 9
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-His

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 248

Arg Ser Asp Thr Leu Xaa Trp His Lys

1 5

<210> 249

<211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
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<222> (8)..(8)

<223> Phe(4-CO0H)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 249

Arg Ser Asp Thr Leu Xaa Trp Phe Lys
1 5

<210> 250

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
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<400> 250

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 251

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-F)

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 251

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 252

<211> 9

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Bip

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 252

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 253

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> Tic

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 253

Arg Ser Asp Thr Leu Xaa Trp Xaa Lys

1 5

<210> 254

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Trp
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
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<220><223> C-term NH2

<400> 254

Arg Ser Asp Thr Leu Xaa Trp Trp Lys

1 5

<210> 255

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Phe
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 255

Arg Ser Asp Thr Leu Xaa Xaa Phe Lys
1 5
<210> 256

<211> 9

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-His

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 256

Arg Ser Asp Thr Leu Xaa Xaa His Lys

1 5

<210> 257

<211> 9

<212> PRT

<

213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Leu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 257

Arg Ser Asp Thr Leu Xaa Xaa Leu Lys

1 5
<210> 258
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES

<222> (7). .(7)
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<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Arg

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 258

Arg Ser Asp Thr Leu Xaa Xaa Arg Lys

1 5

<210> 259

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)
<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> Tic
<220><221> MOD_RES

<222> (9)..(9)
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<223> D-Lys

<220><223> C-term NH2

<400> 259

Arg Ser Asp Thr Leu Xaa Xaa Xaa Lys

1 5

<210> 260

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<

222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7)..(7)

<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Thr
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 260

Arg Ser Asp Thr Leu Xaa Xaa Thr Lys
1 5
<210> 261

<211> 9
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Phe
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 261
Arg Ser Asp Thr Leu Xaa Xaa Phe Lys
1 5
<210> 262
<211> 9
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
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<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-His
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 262

Arg Ser Asp Thr Leu Xaa Xaa His Lys

1 5

<210> 263

<211

>9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES
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<222> (7)..(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Leu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 263

Arg Ser Asp Thr Leu Xaa Xaa Leu Lys

1 5

<210> 264

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> 2-Nal

<220><221> MOD_RES

<

222> (8)..(8)
<223> D-Arg

<220><221> MOD_RES
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<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 264

Arg Ser Asp Thr Leu Xaa Xaa Arg Lys

1 5

<210> 265

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7)..(7)

<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> Tic

<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 265

Arg Ser Asp Thr Leu Xaa Xaa Xaa Lys
1 5

<210> 266
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<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Phe(4CF3)
<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
<400> 266

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5

<210> 267

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
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between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 267

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys
1 5
<210> 268

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu
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<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 268

Arg Ser Asp Thr Leu Xaa His Glu Lys
1 5

<210> 269

<211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 269

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 270

<211> 9
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (8)..(8)

<223> beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><

223> C-term NH2

<400> 270

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 271

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)

<223> Phe(4-CO0H)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 271

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 272

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(4-CO0H)

<220><221> MOD_RES
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<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 272

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 273

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)

<223> Phe(4-CO0H)
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 273

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 274

<211> 9

<212> PRT

<213> Artificial Sequence

- 343 -



<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-CO0H)
<220><221> MOD_RES

<222> (8)..(8)

<223> beta-Homo-Glu
<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
<400> 274

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5

<210> 275

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6
<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(4-CO0H)
<220><221> MOD_RES
<222> (8)..(8)
<223> beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 275

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 276

<211>

9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)

<223> Phe(4-CO0H)
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<220><221> MOD_RES

<222> (8)..(8)

<223> beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223>

C-term NH2

<400> 276

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 277

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Bip

<220><221>

MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 277

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
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1 5

<210> 278

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221

> MOD_RES

<222> (7). .(7)

<223> Bip

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 278

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 279

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220

><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 279

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 280

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES
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<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 280

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 281

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 281
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Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 282

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)

<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 282

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 283

<211> 8
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7)..(7)

<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Lys
<220><223> C-term NH2
<400> 283

Arg Ser Asp Thr Leu Xaa Xaa Lys

1 5

<210> 284
<211> 8
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES
<222> (7). .(7)

<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Lys
<220><223> C-term NH2
<400> 284

Arg Ser Asp Thr Leu Xaa Xaa Lys

1 5
<210> 285

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(4-tBu)
<220><221> MOD_RES
<222> (9)..(9)
<223> N-Me-Lys

<220><223> C-term NH2

<400> 285

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
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1 5

<210> 286

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 286

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 287

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 287

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 288

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220

><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
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<222> (7)..(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 288

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5

<210> 289

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Bip

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 289
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Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 290

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Bip

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 290

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 291

<211> 9

<212> PRT

<213> Artificial Sequence
<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
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between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Bip
<220><221> MOD_RES
<222> (8)..(8)
<223> beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> N-Me-Lys
<220><223> C-term NH2
<400> 291

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 292

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES
<222> (7). .(7)
<223> Bip
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 292

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 293
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES

<222> (7)..(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (9)..(9)

<223> N-Me-Lys
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<220><223> C-term NH2

<400> 293

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 294

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 294

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 295

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 295

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 296

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES
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<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 296

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 297
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223

> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> 1-Nal
<220><221> MOD_RES

<222> (9)..(9)
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<223> N-Me-Lys

<220><223> C-term NH2

<400> 297

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 298

<211

>9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 298

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 299

<211> 9

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 299

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 300

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
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<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 300

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 301

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Butyryl with a thioether bond
between the N-term and the residue at position 6

<220><221

> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 301

Arg Ser Asp Thr Leu Cys Trp Lys
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1 5

<210> 302

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221>

MOD_RES

<222> (6)..(6)

<223> D-Cys

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 302

Arg Ser Asp Thr Leu Cys Trp Glu Lys

1 5

<210> 303

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
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220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Homo—Cys

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 303

Arg Ser Asp Thr Leu Cys Trp Glu Lys

1 5

<210> 304

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen
<220><221> MOD_RES
<222> (9)..(9)

<223> Dap
<220><223> C-term Ac
<400> 304

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5
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<210> 305
<211> 9
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<

220><221> MOD_RES
<222> (1)..(1D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen
<220><221> MOD_RES
<222> (9)..(9)

<223> Dab
<220><223> C-term Ac
<400> 305

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa
1 5
<210> 306

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220

><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES

- 367 -

SIS 10-2025-0043599



SIHS31 10-2025-0043599

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> Dap

<220><223> C-term Ac

<400> 306

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5

<210> 307

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> Dab
<220><223> C-term Ac

<400> 307
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Arg Ser Asp Thr Leu Xaa Trp Glu Xaa

1 5

<210> 308

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 308

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 309

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
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between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><223> C-term NH2

<400> 309

Arg Ser Asp Thr Leu Xaa Trp Glu

1 5

<210> 310

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 3-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><

221> MOD_RES

<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES

<222> (9)..(9)
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<223> D-Lys

<220><223> C-term NH2

<400> 310

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 311

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 4-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
<400> 311

Arg Ser Asp Thr Leu Xaa Trp Glu Lys
1 5

<210> 312

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 312

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 313

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (7). .(7)

<223> Tic
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<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term OH

<400> 313

Arg Ser Asp Thr Leu Cys Xaa Lys

1 5

<210> 314

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221

> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> Glu(OMe)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 314

Arg Ser Asp Thr Leu Xaa Trp Glu Lys

1 5

<210> 315

<211> 9

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Phe

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 315

Arg Ser Asp Thr Leu Xaa Xaa Phe Lys

1 5

<210> 316

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-His
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 316

Arg Ser Asp Thr Leu Xaa Xaa His Lys

1 5
<210> 317
<211> 9

<212> PRT

<

213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES

<222> (7). .(7)
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<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Leu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 317

Arg Ser Asp Thr Leu Xaa Xaa Leu Lys

1 5

<210> 318

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Arg

<220><221> MOD_RES

<222> (9)..(9)
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<223> D-Lys

<220><223> C-term NH2

<400> 318

Arg Ser Asp Thr Leu Xaa Xaa Arg Lys

1 5

<210> 319

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> Tic

<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 319

Arg Ser Asp Thr Leu Xaa Xaa Xaa Lys
1 5
<210> 320

<211> 9
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<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6
<220><221> MOD_RES

<

222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Thr

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 320

Arg Ser Asp Thr Leu Xaa Xaa Thr Lys

1 5

<210> 321

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
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<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> 1-Nal
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 321

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 322
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> 1-Nal

<220><221> MOD_RES
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<222> (8)..(8)

<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 322

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5
<210> 323

<211> 9

<

212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 323

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
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<210> 324

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 1-Nal

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 324

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 325

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> 1-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 325

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 326
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES

<222> (7). .(7)
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<223> 1-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 326

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 327

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221

> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Phe

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys
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<220><223> C-term NH2

<400> 327

Arg Ser Asp Thr Leu Xaa Xaa Phe Lys

1 5

<210> 328

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-His
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 328
Arg Ser Asp Thr Leu Xaa Xaa His Lys
1 5
<210> 329
<211> 9

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Leu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 329

Arg Ser Asp Thr Leu Xaa Xaa Leu Lys

1 5

<210> 330

<211

>9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Arg
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 330

Arg Ser Asp Thr Leu Xaa Xaa Arg Lys

1 5
<210> 331
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES

<222> (7). .(7)
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<223> 2-Nal

<220><221> MOD_RES
<

222> (8)..(8)

<223> Tic

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 331

Arg Ser Asp Thr Leu Xaa Xaa Xaa Lys

1 5

<210> 332

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7)..(7)

<223> 2-Nal
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2

<400> 332
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Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 333

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<

222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)

<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 333

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5
<210> 334

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 334

Arg Ser Asp Thr Leu Xaa Xaa Lys

1 5

<210> 335

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES
<222> (7)..(7)

<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Lys
<220><223> C-term NH2
<400> 335

Arg Ser Asp Thr Leu Xaa Xaa Lys
1 5
<210> 336

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)

<223> 2-Nal
<220><221> MOD_RES
<222> (9)..(9)

<223> N-Me-Lys
<220><223> C-term NH2
<400> 336

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
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<210> 337

<211> 9

<212> PRT

<213> Artificial Sequence

<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> 2-Nal

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 337

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 338

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> 2-Nal
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> N-Me-Lys
<220><223

> C-term NH2

<400> 338

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 339
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES

<222> (7). .(7)
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<223> 2-Nal

<220><221

> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 339

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 340

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Bip
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES

<222> (9)..(9)
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<223> D-Lys

<220><223> C-term NH2

<400> 340

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 341

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Bip

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
<400> 341

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 342

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Bip

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu
<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
<400> 342

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 343

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg
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<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7). .(7)

<223> Bip

<220><221> MOD_RES
<222> (9)..(9)

<223> N-Me-Lys
<220><223> C-term NH2

<400> 343

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 344
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Bip
<220><221> MOD_RES
<222> (9)..(9)
<223> D-N-Me-Lys

<220><223> C-term NH2
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<400> 344

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys
1 5

<210> 345

<211> 9

<212> PRT

<213> Artificial Sequence

<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Bip
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> N-Me-Lys
<220><223> C-term NH2
<400> 345

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5
<210> 346
<211> 9

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Bip

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 346

Arg Ser Asp Thr Leu Xaa Xaa Glu Lys

1 5

<210> 347

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES

<222> (7)..(7)
<223> Phe(2,4-Cl)
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 347

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5
<210> 348
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES

<222> (7). .(7)
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<223> Phe(2-carbamoyl)
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 348

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 349

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(3,4-Cl)
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
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<220><223> C-term NH2

<400> 349

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5

<210> 350

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Phe(3-carbamoyl)

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 350

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210

> 351

<211> 9
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4CF3)

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223

> C-term NH2

<400> 351

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 352

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(4-CO0H)

<

220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 352

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 353

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES
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<222> (7)..(7)

<223> Phe(4-CO0H)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 353

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 354

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7)..(7)

<223> Phe(4-CO0H)
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 354

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5

<210> 355
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<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
<220><221> MOD_RES
<222> (1)..(D)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(4-CO0H)
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys
<220><223> C-term NH2
<400> 355
Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 356
<211> 9
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6
<220><221> MOD_RES

<222> (1)..(1)
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<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(4-CO0H)
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 356

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 357

<211>

9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)

<223> Phe(4-CO0H)
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<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo—-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223>

C-term NH2

<400> 357

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5
<210> 358
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)
<223> Phe(4-CO0H)
<220

><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
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<220><223> C-term NH2

<400> 358

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 359

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7)..(7)

<223> Phe(4-F)
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 359

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5
<210> 360

<211> 9

<212> PRT

- 408 -



<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D)

<223> N-Me-Arg
<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-0Me)
<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2
<400> 360

Arg Ser Asp Thr Leu Xaa Phe Glu Lys
1 5

<210> 361

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES
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<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(4~tBu)
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 361

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 362

<211> 9

<212

> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES

<222> (7). .(7)
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<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 362

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 363

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (8)..(8)

<223> Beta-Homo-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 363
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Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 364

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (7). .(7)

<223> Phe(4-tBu)

<220><221> MOD_RES

<222> (9)..(9)

<223> N-Me-Lys

<220><223> C-term NH2

<400> 364

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5

<210> 365

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6
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<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(4~tBu)
<220><221> MOD_RES
<222> (9)..(9)

<223> D-N-Me-Lys

<220><223> C-term NH2

<400> 365

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5
<210> 366
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223

> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7). .(7)

<223> Phe(4-tBu)
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<220><221> MOD_RES
<222> (8)..(8)

<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)

<223> N-Me-Lys
<220><223> C-term NH2

<400> 366

Arg Ser Asp Thr Leu Xaa Phe Glu Lys

1 5
<210> 367
<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (7)..(7)
<223> Phe(4-tBu)
<220><221> MOD_RES
<222> (8)..(8)
<223> Beta-Homo-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-N-Me-Lys

<220><223> C-term NH2
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<400> 367

Arg Ser Asp Thr Leu Xaa Phe Xaa Lys

1 5

<210> 368

<211> 9

<212> PRT

<213> Artificial Sequence

<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 368

Arg Ser Asp Thr Leu Xaa His Glu Lys

1 5

<210> 369

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1D)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> Tic

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 369

Arg Ser Asp Thr Leu Cys Xaa Glu Lys

1 5

<210> 370

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (7)..(7)

<223> Tic

<220><221> MOD_RES

<222> (8)..(8)
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<223> D-Glu
<220><221> MOD_RES
<222> (9)..(9)
<223> D-Lys

<220><223> C-term NH2

<400> 370

Arg Ser Asp Thr Leu Cys Xaa Glu Lys

1 5

<210> 371

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> Dab

<220><223> C-term NH2

<400> 371

Arg Ser Asp Thr Leu Xaa Trp Glu Xaa
1 5

<210> 372

<211> 9

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen
<220><221> MOD_RES
<222> (8)..(8)
<223> D-Phe
<220><221> MOD_RES

<

222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 372

Arg Ser Asp Thr Leu Xaa Trp Phe Lys
1 5

<210> 373

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen
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<220><221> MOD_RES

<222> (8)..(8)

<223> D-Tyr
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 373

Arg Ser Asp Thr Leu Xaa Trp Tyr Lys
1 5
<210> 374

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 374

Arg Ser Asp Thr Leu Xaa Trp Pro Lys
1 5

<210> 375

<211> 9
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><223> C-term NH2

<400> 375

Arg Ser Asp Thr Leu Xaa Trp Pro Lys
1 5

<210> 376

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Pro
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<220><223> C-term NH2

<400> 376

Arg Ser Asp Thr Leu Xaa Trp Pro Lys

1 5

<210> 377

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-His

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 377

Arg Ser Asp Thr Leu Xaa Trp His Lys
1 5

<210> 378

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(D

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> Phe(4-CO0H)

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 378

Arg Ser Asp Thr Leu Xaa Trp Phe Lys

1 5

<210> 379

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)
<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)
<223> Pen

<220><221> MOD_RES
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<222> (8)..(8)

<223> Tic

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 379

Arg Ser Asp Thr Leu Xaa Trp Xaa Lys

1 5

<210> 380

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Benzyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Pen

<220><221> MOD_RES
<222> (8)..(8)

<223> D-Trp
<220><221> MOD_RES
<222> (9)..(9)

<223> D-Lys
<220><223> C-term NH2
<400> 380

Arg Ser Asp Thr Leu Xaa Trp Trp Lys
1 5

<210> 381
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<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Acetyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 381

Arg Ser Asp Thr Leu Xaa Trp Lys

1 5

<210> 382

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Propionyl with a thioether bond
between the N-term and the residue at position 6

<220>

<221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

- 424 -

SIHS31 10-2025-0043599



SIHS3 10-2025-0043599

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 382

Arg Ser Asp Thr Leu Xaa Trp Lys

1 5

<210> 383

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Propionyl with a thioether bond
between the N-term and the residue at position 6

<220><221

> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> homo-Cys

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Lys

<220><223> C-term NH2

<400> 383

Arg Ser Asp Thr Leu Cys Trp Lys

1 5

<210> 384

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

- 425 -



SIHS31 10-2025-0043599

peptide

<220><223> N-term 2-Benzyl with a thioether bond
between the N-term and the residue at position 6

<220><221>

MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen

<220><221> MOD_RES

<222> (8)..(8)

<223> D-Glu

<220><221> MOD_RES

<222> (9)..(9)

<223> D-Lys

<220><223> C-term NH2

<400> 384

Arg Ser Asp Thr Leu Xaa Tyr Glu Lys

1 5

<210> 385

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Ac

<220><223> C-term NH2

<400> 385

Cys Arg Ser Asp Thr Leu Cys Gly Glu

1 5
<210> 386
<211> 7

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Ac

<220><223> C-term NH2

<400> 386

Cys Arg Ser Asp Thr Leu Cys

1 5

<210> 387

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-Me-Benzoyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N(alpha)-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym,
Arg-Me-asym, 4-Guan, Cit, Cav or suitable isostere
replacements

<220><221> MOD_RES

<222> (2)..(2)

<223> Ser, Gly or suitable isostere replacements

<220><221> MOD_RES

<222> (3)..(3)

<223> Asp, N-Me-Asp, Asp(OMe), D-Asp or a suitable isostere
replacements

<220><221> MOD_RES

<222> (4)..(4)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys,

Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met or N-Methyl amino

acids including N-Me-Thr or suitable isostere replacements

- 427 -

SIHS31 10-2025-0043599



<220><221> MOD_RES

<222> (5)..(5)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala,
N-Me-Leu or suitable isostere replacements

<220><221> MOD_RES

<222> (6)..(6)

<223> Cys, N-Me-Cys, D-Cys, HCys, Pen or D-Pen

<220><221> MOD_RES

<222> (7)..(7)

<223> Absent, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr,

Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal,

2-Nal, HPhe, Phe(4-F), O-Me-Tyr, dihydro-Trp, Dap, Dab,
Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap, D-Dap, D-Dab, Bip,

<220><221> MOD_RES

<222> (7). .(7)

<223> continued from above; Ala(3,3diphenyl), Biphenyl-Ala, aromatic
ring substituted Phe, aromatic ring substituted Trp, aromatic
ring substituted His, hetero aromatic amino acids, N-Me-Lys,

N-Me-Lys(Ac), Bpa, Phe(3-Me), Phe(2-Me), Phe(2-CF3), beta-Me-Phe,

<220><221> MOD_RES
<222> (7). .(7)

<223> continued from above; 4-Me-Phe or corresponding D—-amino acids

and suitable isostere replacements

<220><221> MOD_RES

<222> (8)..(8)

<223> Absent, Glu, Lys, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg,
Leu, Val, Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, beta-Homo-Glu,
2-Nal, 1-Nal, D-Asp, Bip, beta-Homo-Phe, beta-Glu, D-Tyr,

D-Lys, Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab,

<220><221> MOD_RES

- 428 -

10-2025-0043599



<222> (8)..(8)
<223> continued from above; N-Me-Lys, D-Dap, D-Dab, Glu, N-Me-Asp,

alpha-H-Glu, suitable isosteres or corresponding D-amino acids

<220><221> MOD_RES
<222> (9)..(9)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,

Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,

N-Me—Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab, suitable
1sosteres or corresponding D-amino acids

<220><221> MOD_RES

<222> (10)..(10)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,

Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,

N-Me—Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-Dap, D-Dab, suitable

1sosteres or corresponding D-amino acids

<400> 387

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 388

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent, or any naturally occurring amino acid, a suitable
isostere or corresponding D-amino acids

<220><221> MOD_RES

<222> (4)..(4)

<223> Any amino acid residue having a side chain with one or two

carbons capable of forming a thioether bond
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<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES

<222> (5)..(5)

<223> N(alpha)-Me-Arg, Arg, HArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym,
4-Guan, Cit, Cav or suitable isostere replacements

<220><221> MOD_RES

<222> (6)..(6)

<223> Ser, Gly or suitable isostere replacements

<220><221> MOD_RES

<222> (7)..(7)

<223> Asp, N-Me-Asp, Asp(OMe), D-Asp or a suitable isostere

replacements

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn,
Glu, Val, Tyr, Trp, Leu, Met or N-Methyl amino acids including
N-Me-Thr

<220><221> MOD_RES

<222> (9)..(9)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala,
N-Me-Leu or suitable isostere replacements

<220><221> MOD_RES

<222> (10)..(10)

<223> Cys, N-Me-Cys, D-Cys, HCys, Pen or D-Pen

<220><221> MOD_RES

<222> (11)..(11)

<223> Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr,
His, Glu, Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal, D-1-Nal,
D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F), O-Me-Tyr, dihydro-Trp,

Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap, D-Dap, D-Dab,
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<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Bip, Ala(3,3diphenyl), Biphenyl-Ala,
aromatic ring substituted Phe, aromatic ring substituted Trp,

aromatic ring substituted His, hetero aromatic amino acids,

N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe or corresponding D-amino acids

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; and suitable isostere replacements

<220><221> MOD_RES

<222> (12)..(12)

<223> Absent or Glu, Lys, Gln, Pro, Gly, His, Ala, Ile, Phe, Arg, Leu,
Val, Tyr, Trp, Met, Gla, Ser, Asn, D-Glu, beta-HGlu, 2-Nal,
1-Nal, D-Asp, Bip, beta-Homo-Phe, beta-Glu, D-Tyr, D-Phe, D-Lys,
Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys,

<220><221> MOD_RES

<222> (12)..(12)

<223> continued from above; D-Dap, D-Dab, suitable isosteres or
corresponding D-amino acids

<220><221> MOD_RES

<222> (13)..(13)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu,
Val, Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn,
D-Lys, N-Me—Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-Lys,
D-Dap, D-Dab, suitable isosteres or corresponding D-amino acids

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent, Gln, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Leu, Val,

Tyr, Trp, Met, Glu, Ser, Asn, Gla, Dap, Dab, Orn, D-Orn, D-Lys,
N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys, D-N-Me-Lys, D-Dap,
D-Dab suitable isosteres,

<220><221> MOD_RES
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<222> (14)..(14)

<223> continued from above; corresponding D-amino acids or
corresponding N-Methyl amino acids

<400> 388

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 389

<211> 14

<212> PRT

<213> Artificial Sequence

<220

><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (1)..(3)

<223> Absent or is any amino acid

<220><221> MOD_RES

<222> (4)..(4)

<223> Any amino acid, aliphatic amino acid, alicyclic amino acid or
modified 2-methyl aromatic acid having side chain with one or
two carbons capable of forming a thioether bond

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES

<222

> (5)..(5)

<223> N(alpha)-Me-Arg, Arg, HomoArg, Dap, Dab, Arg-Me-sym, Arg-Me-asym,
4-Guan, Cit, Cav, N-Me-Lys, Phe(4-quanidino),
Phe(4-carbamoyl amino), Phe(4-NH2), N-Me-HomoArg, Tyr, His
or suitable isostere replacements

<220><221> MOD_RES

<222> (6)..(6)

<223> Ser, Gly, Thr, Ile or suitable isostere replacements

<220><221> MOD_RES
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<222> (7)..(7)

<223> Asp, N-Me-Asp, Asp(OMe), D-Asp or suitable isostere replacements
<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys, Arg, Asn,

Glu, Val, Tyr, Trp, Leu, Met, HomoLeu, Nle or N-Methyl amino
acids including N-Me-Thr

<220><221> MOD_RES

<222> (9)..(9)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n-Butyl Ala, n-Pentyl Ala, n-Hexyl Ala, Nle, cyclobutyl-Ala,
Cpa, Aoc, N-Me-Leu or suitable isostere replacements

<220><221> MOD_RES

<222> (10)..(10)

<223> Cys, N-Me-Cys, D-Cys, HCys, Pen, D-Pen or Pen(=0)

<220><221> MOD_RES

<222> (11)..(11)

<223> Absent, Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3),

Phe(4-CH3), Phe (4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly,
3,3 diPhenyl-Ala, Tic, b-homo-Trp, D-1-Nal, D-2-Nal,
Phe(2,4-diCl), Phe(3,4-diCl), Phe(4~carbomyl), Phe(3-Carbomyl),
<220><221> MOD_RES
<222> (11)..(11D)
<223> continued from above; Phe(2-carbomyl), Tyr(Me), HomoPhe,
N-Me-Phe, N-Me-Tyr, Ser, Sar, Dihydro Trp, Ile, Leu,
Arg, Thr, aromatic amino acids , substituted
aromatic amino acids, Gly, Gln, Asn, Asp, Ala, Ile, Leu, Val,

<220><221> MOD_RES

<222> (11)..(11)
<223> Met, Thr, Lys, Trp, Tyr, His, Glu, Ser, Arg, Pro, Phe, Sar,
1-Nal, 2-Nal, D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F),

0-Me-Tyr, dihydro-Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn,
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N-Me-Dap, D-Dap, D-Dab, Bip, Ala(3,3diphenyl), Biphenyl-Ala,
<220><221> MOD_RES
<222> (11)..(11)
<223> continued from above; aromatic ring substituted Phe, aromatic
ring substituted Trp, aromatic ring substituted His, hetero

aromatic amino acids, N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe,

Phe(4tBu), Phe(4-OMe), Phe(4-COOH), Phe(2-carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Phe(3-carbomyl), Phe(CF3), Phe(2,4-diCl),
Phe(3,4-diCl), Aic, N-Me-Tyr, N-Me-Phe, Tic, Phe(4CF3) or
corresponding D-amino acids and suitable isostere replacements

<220><221> MOD_RES

<222> (12)..(12)

<223> Absent, any aromatic amino acid, any substituted aromatic amino
acid, Glu, D-Glu, HomoGlu, Beta-Homo-Glu, Asp, D-HomoGlu, Lys,

Gln, Pro, Gly, His, Ala, Ile, Phe, Arg, Leu, Val, Tyr, Trp, Met,

Gla, Ser, Asn, D-Glu, beta-Homo—Glu, 2-Nal, 1-Nal, D-Asp, Bip,

<220><221> MOD_RES

<222> (12)..(12)

<223> continued from above; beta-HPhe, beta-Glu, D-Tyr, D-Phe, D-Lys,
Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab, N-Me-Lys,
D-Dap, D-Dab, D-His, Phe(4-COOH), Tic, D-Trp, D-Leu, D-Arg, D-Thr,
suitable isosteres or corresponding D-amino acids

<220><221> MOD_RES

<222> (13)..(14)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent or any amino acid, any amino acid with an amine side chain,

Lys, D-Lys, N-Me-Lys, D-N-Me-Lys, Orn, N-Me—Orn, Dab, N-Me-Dab,

Dap, N-Me-Dap, Homo-Lys, D-Dap, D-Dab, D-Orn, Gln, Pro, Gly, His,
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Ala, Ile, Phe, Lys, Arg, Leu, Val, Tyr, Trp, Met, Glu, Ser, Asn,

<220><221> MOD_RES

<222> (14)..(14)

<223> continued from above; Gla, Cys, HomoCys, suitable isosteres,
corresponding D-amino acids, and corresponding N-Methy!l amino
acids

<400> 389

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

<210> 390

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term 2-methyl benzoyl with a thioether bond
between the N-term and the residue at position 6

<220><221> MOD_RES

<222> (1)..(1)

<223> N-Me-Arg

<220><221> MOD_RES

<222> (6)..(6)

<223> Pen, Cys, D-Cys or HomoCys

<400> 390

Arg Ser Glu Thr Leu Xaa

1 5

<210> 391

<211> 8

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Acetyl with a thioether bond
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between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Lys
<220><223> C-term NH2
<400> 391

Arg Ser Asp Thr Leu Cys Trp Lys
1 5
<210> 392

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><223> N-term Acetyl with a thioether bond

between the N-term and the residue at position 6

<220><221> MOD_RES
<222> (1)..(1)

<223> N-Me-Arg
<220><221> MOD_RES
<222> (6)..(6)

<223> Homo-Cys
<220><221> MOD_RES
<222> (8)..(8)

<223> D-Lys
<220><223> C-term NH2
<400> 392

Arg Ser Asp Thr Leu Cys Trp Lys
1 5
<210> 393

<211> 14
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

><221> MOD_RES

<222> (1)..(3)

<223> Absent or any amino acid

<220><221> MOD_RES

<222> (4)..(4)

<223> Any amino acid, aliphatic acid, alicyclic acid, or modified
2-methyl aromatic acid having a side chain with one or two
carbons

<220><221> misc_feature

<222> (4)..(10)

<223> Thioether bond between position 4 and Xaa at position 10

<220><221> MOD_RES

<222> (5)..(5)

<223> N(alpha)-Me-Arg, Arg, HomoArg, Dap, Dab, Arg-Me-sym,

Arg-Me-asym, 4-Guan, Cit, Cav, N-Me-Lys, Phe(4-quanidino),

Phe(4-carbamoy!l amino), Phe(4-NH2), N-Me-HomoArg, Tyr, His
or suitable isostere replacements

<220><221> MOD_RES

<222> (6)..(6)

<223> Ser, Gly, Thr, Ile or suitable isostere replacements

<220><221> MOD_RES

<222> (7). .(7)

<223> Asp, N-Me-Asp, Asp(OMe), D-Asp or suitable isostere
replacements

<220><221> MOD_RES

<222> (8)..(8)

<223> Thr, Gln, Ser, Asp, Pro, Gly, His, Ala, Ile, Phe, Lys,

Arg, Asn, Glu, Val, Tyr, Trp, Leu, Met, HomoLeu, Nle or
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N-Methyl amino acids including N-Me-Thr

<220><221> MOD_RES

<222> (9)..(9)

<223> Gln, Asn, Asp, Pro, Gly, Ala, Phe, Leu, Glu, Ile, Val, HLeu,
n-Butyl-Ala, n-Pentyl-Ala, n-Hexyl-Ala, Nle, cyclobutyl-Ala,
Cpa, Aoc, N-Me-Leu or suitable isostere replacements

<220><221> MOD_RES

<222> (10)..(10)

<223> Cys, N-Me-Cys, D-Cys, HCys, Pen, D-Pen or Pen(=0)

<220><221> MOD_RES

<222> (11)..(11)

<223> Absent or Trp, Phe, 2-Nal, 1-Nal, Tyr, His, Phe(4-F), Phe(4-CF3),

Phe(4-CH3), Phe(4-tBu), Bip, Phe(4-COOH), Gly, 3,3-DiPhenylGly,

3,3 diPhenyl-Ala, Tic, beta-homo-Trp, D-1-Nal, D-2-Nal,
Phe(2,4-diCl), Phe(3,4-diCl), Phe(4-carbomyl), Phe(3-Carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Phe(2-carbomyl), Tyr(Me),HomoPhe, N-Me-Phe,
N-Me-Tyr, Ser, Sar, Dihydro Trp, Ile, Leu, Arg, Thr, aromatic
amino acids, substituted aromatic amino acids, Gly, Gln, Asn,

Asp, Ala, Ile, Leu, Val, Met, Thr, Lys, Trp, Tyr, His, Glu,

<220><221> MOD_RES
<222> (11)..(11)

<223> continued from above; Ser, Arg, Pro, Phe, Sar, 1-Nal, 2-Nal,

D-1-Nal, D-2-Nal, HPhe, D-Phe, D-Tyr, Phe(4-F), O-Me-Tyr,
dihydro-Trp, Dap, Dab, Dab(Ac), Orn, D-Orn, N-Me-Orn, N-Me-Dap,

D-Dap, D-Dab, Bip, Ala(3,3diphenyl), Biphenyl-Ala, aromatic

<220><221> MOD_RES
<222> (11)..(11)

<223> continued from above; ring substituted Phe, aromatic ring
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substituted Trp, aromatic ring substituted His, hetero
aromatic amino acids, N-Me-Lys, N-Me-Lys(Ac), 4-Me-Phe,

Phe(4tBu), Phe(4-OMe), Phe(4-COOH), Phe(2-carbomyl),

<220><221> MOD_RES

<222> (11)..(11)

<223> continued from above; Phe(3-carbomyl), Phe(CF3), Phe(2,4-diCl),
Phe(3,4-diCl), Aic, N-Me-Tyr, N-Me-Phe, Tic, Phe(4CF3), Bpa,
Phe(3-Me), Phe(2-Me), Phe(2-CF3), beta-Me-Phe or corresponding
D-amino acids or suitable isostere replacements

<220><221> MOD_RES

<222> (12)..(12)

<223> Absent or any aromatic amino acid, substituted aromatic amino
acid, Glu, D-Glu, HomoGlu, Beta-Homo-Glu, Asp, D-HomoGlu, Lys,

Gln, Pro, Gly, His, Ala, Ile, Phe, Arg, Leu, Val, Tyr, Trp, Met,

Gla, Ser, Asn, D-Glu, Beta-Homo-Glu, 2-Nal, 1-Nal, D-Asp,

<220><221> MOD_RES

<222> (12)..(12)

<223> continued from above; Bip, Beta-HPhe, Beta-Glu, D-Tyr, D-Phe,
D-Lys, Dap, Dab, Orn, D-Orn, N-Me-Orn, N-Me-Dap, N-Me-Dab,
N-Me-Lys, D-Dap, D-Dab, D-His, Phe(4-COOH), Tic, D-Trp,
D-Leu, D-Arg, D-Thr, N-Me-Glu, N-Me-Asp, alpha-H-Glu,

<220><221> MOD_RES

<222> (12)..(12)

<223> continued from above; isoteres or corresponding D-amino acids

<220><221> MOD_RES

<222> (13)..(14)

<223> Absent or any amino acid

<400> 393

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10

<210> 394
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<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (1)..(1)

<223> Aromatic acid group capable of forming thioether bond with Xaa at
position 7, 2-methylbenzoyl, propionyl, isobutyryl, acetyl or
butyryl

<220><221> misc_feature

<222> (1)..(7)

<223> Thioether bond between position 1 and Xaa at position 7
<220><221> misc_feature

<222> (2)..(2)

<223> Optional N(alpha)methylation
<220><221> MOD_RES

<222> (7). .(7)

<223> Cys, Pen, HCys, D-Cys
<220><221> MOD_RES

<222> (9)..(9)

<223> Glu, D-Glu, D-Lys

<400> 394

Xaa Arg Ser Asp Thr Leu Xaa Trp Xaa

1 5
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