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e S e,
3. ¢E 84 AR 335 ¢ 4

3k AR ¥ (Amicon Ultra, Millipore)ell 400 pt®] &=(HPLC &=, J.T Baker)® 23] Bl 400 p0°] 10 mll
Tris $EH(pH 8.0)& 23] 7Ist] HEHE FH|8SI

2.0 7EE 84 AIEE 10 mM Tris $5do2 58] gAs5tt. A Algg FHlE Dl 7kgk #,
14000x g9 £LE= 10TCAA 107 &< A A=E 5300, 1 F Al=7F £3d ZH
Tris $FHoz 53] M. M2 FR Ay F 5% z
3000x go HE= 10TCoA 27 ¢t AR st s5FH AlRE 35 (recovery) sttt

349 A RE A A2YY H(bicinchoninic acid: BCA) AW o= AT},

4. AF BAS 9% A8 Fu 2L A ) 23] (In-gel digestion)

IR BME Y3, 3.9 58 7 aFEE EHY AE 90 pgS NPAGE 2 (4 WA 12%2] Bis-Tris 2,

Invitrogen, Carlsbad, CA, USA)S A}&3sle] Exgke] wal st A& Frir] BHZAE EF
(Coomassie Brillant Blue R-250)2 <IA3ith. EHE ZHzhe]l AlRo| st 4ad AL 14719 =7t
(slice)o.& Ui, Zhzhe]l Al z7be mlolaz YAlfe] FHA KA. Z7te] A Z7bo] fd duds

Ao A &N 7|aL, EYRoR jhA] E3EeltE. o]

56 CAlA ol&s} A3 YA ¥, 25T ofF%

oA, 67%2 oFHIEYEH (acetonitrile: ACN)/5%2] EEAF(formic acid: FA)(Wako Pure Chemicals, Osaka,
Japan) &N FAE=Z FZ38}3 Speedvacoll Al AFXAZ T 20 w09 0.4%(v/v) oFFEALS] &3 A H T},
g Aoy olulX|e A AT

ERIE(H: AA A, ¢ &

5. A% ~¥EY Y

1%

of og wmA BAL g8 BAG] wer BA Aol ouF % 20

A

=]
RUn
e A

~—

F

4.9 =53 Z17te] A& 10 wlE Eksigent MDLC A|2~%l(Eksigent Technologies Dublin, CA, USA) AolA &
% Magic Ci:AQ AF (15 em X 75 ym)ell FS48k3Avk. 7] A7S 95%°] W¥ A0.2%°] EF4HS sk 100%
o] &)k 5%° M B(0.2%9] EFAHS ke 10099 AN E £33 o2 JPFA . A4y 52 oy
o ) ZACA 0.3 pt/F(min) o2 ST 0% 926 B A 2 8% w3 B, 0 x| 80% 8 v1x| 30 % B, 80
WA 854 30 WA 40% B, 85 WA 904 40 WA 80% B, 90 Wi#] 95% 80% B, 95 ul#A] 100+ 80 WA 5% B,
100 WA 110% 5% B. Y= HPLC A|2=®lS LTQ XL-Orbitrap 2% A E ZW|E (Thermo Scientific, San Jose,
CA, USA)ol Fztalgict. 25 #<d(spray voltage) 2.0 kVE Ao, 7tdd TA#Ae 2% 250TC=E
ARk, A AA-20 NS ~FEg(Survey full-scan MS spectra)(300 WA 2,000 m/z)E 1 wfo]d 22
ZM(microscan) 2 100,0009] #dE(resolution)® F53te], JAEEZA (precursor)S A3t M3t FH =
A& 9% vgEr] REE AR50, vy AP 2025H 10 /e 7RE Y oo gk MS/MS =
HAEZE 7|9 22 FAoR WA 2 digk o] EslX 533tk &8 {FA(isolation width), 2
n/z(2% o As); FF3E F=E YA (collision energy), 35% 52 wiAl AlZH(dynamic exclusion
duration), 240 Z(sec). +1 A3} E sl Fel7l AGsIAA] &2 2zt A= EAL dHolH-F4 2422 (data-
dependent) F53t= &<t 7SI, 4 wiAlY WHE F= 1, #iA] AR 48, 2 RHE AR 30%(s)E

AT

ZkZke] LC-MS/MS TS ZZE¥ Discoverer 1.49] Sequest ¥312]% (Thermo Scientific Inc., San Jose,
CA, USA)E o] g3dlo] HAdaldch. MS 2 MS/MS ®lo]E]= SwissProt <17+ dlo]EjH|o] ~(August 2016) 2} HlIL %
Aeldek. A= T 1Y vl dd(missed cleavages) ERA alE WE=(triptic peptide) & 383 AL
2 Agsgt. Alz=ElA(cysteine) ] FFEHoln| =w €l 8l (carboamidomethylation)E " 42]3H(+57.021
Da)=, wWE W AFsh(methionine oxidation)E &% T2 (+15.995 Da)= AAs3ict. A% & WY
(mass tolerance)Z MS/MS wlolEle] thale] 0.5 Da 2 MS dlolgo] thale] 15 ppmo.Z A3t HNE= =
Aol AEE 7S oEd Zrkr 1 WA 8 WY ZAzke] Ast Aol gk HA XCorr A= 47

2.0, 2.25, 2.5, 2.75, 3.0, 3.2, ¥ 3.40|Q}. yFZo](decoy) HI°|E Ho]x= FALE 3, 0.019] FZA3H
F A HlE&(False Discovery Rate: FDR)¥ 0.05¢] €kst¥l FDR, & 7+ 7He] 3% FX& H&33ivh. BE

w07 olge] Axss WE=E o] g3l BHHAL.

6. @b =g (Label-free) A 24

HN

-~
N
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HEE ALAA, FAAEAA, UE2T AR EAEte aidEe] A
A A& (normalized spectral abundance factor: NSAF)ell 7]z3s}o] A4k
$lof (Thermo Scientific Inc., San Jose, CA, USA)E Alg3dlo] AdE
de] F)E FZ3IQIE. ojojA, Ztzhe] whil A digh NSAFE 37| 574

( SpC/L)k
XY (spc/L),

Gl g (SpC) o] FEI =} AX|sh= MS/MS ~HAEHS] F & "] Zo|(L)E v Ths, ZE N oz
gk SpC/Le] Fo= WAk, NSAFE AlXEsH7] flste] dhzo] EAsA] g7 v e AE A o]kl
Folx= G (ull) FA5 BAst, H8E JAF, 34 ASBA, dxae EHEH AR Apolo wjg Ao
£ Axtstr]l fete] B A29ER FALE 0.59 FXE Yelgith. Ay JAS, 34 ASAA, gz
Z3E A7 33 WHEozRE AL NSAF F=xlofl tidle] Benjamini-Hochberg ™22
(adjusted) p-#<= T-3ted, fdr-X2AE p-3te] 0.05 vIwkd A BAIFoRE Folgt Aoz 7HFEI3iT).

7. AT FAF, SAASAAS BEd 9de T4

EAFS Aol ~HEH &

H-2 Discoverer 1.4 A3

(S A3} X B NS/MS 2
A
;

stoint:

(NSAF)k=

2

1o

Peso A 2AEY
317 2 256 %9 vl
@ Aol

% 3o yERd uie} o], Hdd FAFT E |
(B8 wEe AME); BPI E=(fold)-3F 1
Y E2Eel (Lithostathine)-1-23 L2 A (Prolow)-B % A dctaz o
dafasoluld)-L-olxgelr|vuA]; Ag-ofEd  ZeE Ad AMEAW ou-2/9E-1; EE
(Plakophilin)-1; ZZHo}E MBEHH &3} EF91-6; Ig 719 A& V-1 99 L

AzEQl-F 5 BF]l 1 el M130; 2 78 kDa FFAA-2E kil

T4 ASAAN EY ARoARt gE dlA e vgd gr meaEERl; A", 43t A< (alpha cardiac
muscle) 1; o}=ul2H|o|E ofu|-EdAH A, MEAAY,; AWi-A3 did, A3 W85 (leukocyte) At
2EbAl A 34, Rho GDP-3l2](dissociation) A&|#] 2; A ZH(Serpin) B3; & (Filamin)-A; D-=3IF o
7}2 52 2}A4) (dopachrome decarboxylase,); 14-3-3 w1 Alzaw}l; FoFEAl(Coactosin)—f-AF &2, ofdld
GolE 7YA]l sEEA 1, SFEER SSEdAHeA Py ZRH oS AEAY &3 BY-7; wEHSAIE Y
EAHOlE YA A; EAXZEAYCIE FEA(mutase) 2; IFIE Yl AFERA(Superoxide dismutase)
[Cu-Zn]; ©FN4l(Annexin) A2; |E|E=ZEZF Q124 &¥d 1; Rho GDP-3E] Aa|A] 1; o}dAl Al; Eg~AY
(Transgelin)-2; &d-ol=2}A](enolase); E|lUAl(Tenascin); Z#E® (Galectin)-7; AEIFEZRW HBHFY 7hul-
1; 9= &9 6 53A 2A2~ did G6f; wEl-ol=abAl; @A Geb; P-AHE; m -7, neAl-2; 14-
3-3 ©@E AR, dREY(almodulin)-FAF @ 3; HEl-AF oA 2/3 EFA MEFY 4, A"
(Galectin)-A¥ Tl g F o] E(Pyruvate) 7IUA| PRM; W24l ZA(light) ZEFE = 6, Fa=d &3
1C AM&; Al%H(Elongation) A&} 1-&3} 1; v]wl®l(Vimentin); XX ZACIE 7|UA 1; AEl-AF
2/3 A MERY 3 F0FE-HE &k E2 L3; Yol-H|EA hei-6-EAH0E =84 dP
(Vasodilator)-#AF=4) <lamid; 33 AZZ(heat shock) 70 kDa &2 7; 3|A~E H2A EFY) 1-H; Al
(Cystatin)-B; ATP A1E}A|(synthase) ABFS wWE, nEZ=goldd; ZRgold: ABHY Hel 8Y-3;

d 541 (Thioredoxin); WRERH,; ERZF0 QA Udu-4 AlL; dlAaREW(Desmocollin)-1; Lof-opbdelA] 1;
Zrel M (Latexin); 4 HLA T/ 1 2 A4 (histocompatibility) &; &3} Al H, 3]|=F H2B & 1-K;
2ol AEAW HlEl E-6; XX oo’ (Angiopoietin)-¥#  wlE 35w AZ I SA|CHA]
(Myeloperoxidase); FZvw®l (Fermitin) €2 & A (homolog) 3; L EFH~ET(thrombospondin) RE] X
13 & A g2=dH - (disintegrin) ¥ WY@ Z X 2 E]L}A(metal loproteinase).

2 g

y o lobol

oo 2

g
o)
L

e 29 AgoAv g dwmAde gy g2 AZEH#HAH W (Serotransferrin); Ig Avk-2 A& C 9

F

95 Ig () 52 A3 dWd; =4 (putative) Ael-87 @¥A; Ig 7}3k(kappa) AFE V-1 99 Scw; o}x
AAGWA L1; E3-1-AdEEHAL Ig @0H(lambda) AFE V-I1I1 99 SH; Ig 743k AF& V-1I1 99 CLL; CD59
ek 2wk i} opyl 2 A|thA| (membrane primary amine oxidase).
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[0097] 8. dAY FAF, FHATAAY U guide] 24
[0098] (D 29 4
[0099] 2AEY Aol AR 2 =z A B4S sk, fdr-EAE p-gtel o3 FomrF w2 (82
)= E 1A & 39 e AT (fdr-2A4 ¥ p <0.05)
X 1
[0100] UniProt | 3=k ~HEY £ AFEY ~HEY £ fdr-2A %
No. Ea (ad Ja) | (FA AedA) | pgh
P01859 | IGHG2 | 26 | 22 | 27 | 0 0 0 0 0 0 | 3.98-08
P02144 B 0 0 0 0 0 0 | 56 | 46 | 43 | 1.56-07
P17174 | GOT1 | 0 0 0 0 0 0 | 18 | 17 | 19 | 1.5E-07
POCGO5 | IGLC2 | 77 | 83 | 79 | 0 0 0 | 63 | 58 | 46 | 2.6E-07
P30740 | SERPIN| 0 0 0 0 0 0 | 10| 10 | 8 | 1.7E-06
Bl
075594 | PGLYRP| 0 0 0 0 0 0 4 3 3 6.3E-06
1
P68032 | ACTC1 0 0 0 0 0 0 32 50 31 8.3E-06
Q14019 | COTL1 0 0 0 0 0 0 6 4 4 1.3E-05
P00568 AK1 0 0 0 0 0 0 6 4 4 1.3E-05
P02787 TF 39 20 23 0 0 0 0 0 0 1.8E-05
P05413 | FABP3 0 0 0 0 0 0 18 15 9 3.1E-05
P52566 | ARHGDI | 0 0 0 0 0 0 12 6 8 3.1E-05
B
P01609 | IGKVID| 5 7 5 0 0 0 0 0 0 3.1E-05
—33
P00488 | F13A1 0 0 0 8 6 7 14 13 8 3.5E-05
P21333 FLNA 0 0 0 0 0 0 7 6 4 3.5E-05
P09211 GSTP1 0 0 0 0 0 0 4 4 6 3.5E-05
P04207 | IGKV3-| 3 4 3 0 0 0 0 0 0 3.5E-05
15
P78417 | GSTO1 0 0 0 10 6 5 13 12 10 4.7E-05
Q55Q64 | LY6GGE| 0 0 0 0 0 0 2 2 3 1.1E-04
Q99497 | PARK? 0 0 0 4 4 8 11 6 6 7.1E-04
Q6UXB3 PI16 7 6 3 5 5 6 0 0 0 1.0E-03
P00739 HPR 28 24 30 53 48 59 70 55 62 1.0E-03
014818 | PSMA7 0 0 0 0 0 0 5 5 2 1.4E-03
P68871 BB 33 32 33 81 60 61 95 74 80 1.9E-03
P52565 | ARHGDI | 0 0 0 0 0 0 2 5 3 2.0E-03
A
QOUNN8 | PROCR 3 3 4 7 4 2 0 0 0 2.2E-03
P35858 | IGFALS| 110 | 107 | 107 | 62 60 66 54 60 60 3.0E-03
¥ 2
[0101] UniProt | 3=k ~HEY AFEY £ ~HEY fdr-2A %
No. Ecv) (rad Ja) | (FA AedA) | pgh
P30046 DDT 0 0 0 0 0 0 8 6 2 4.3E-03
P80108 | GPLD1 | 28 18 24 5 8 6 22 27 21 4.3E-03
P05452 | CLEC3B| 75 78 87 67 73 70 66 59 61 4.5E-03
P33908 | MANIA1| 0 0 0 2 0 0 16 13 14 5.1E-03
P01011 | SERPIN| 433 | 379 | 464 | 615 | 518 | 565 | 438 | 407 | 410 5.1E-03
A3
P69905 HBAL 34 23 32 112 | 115 | 90 | 235 | 149 | 103 5.6E-03
Q92520 | FAM3C 0 0 0 2 2 6 0 0 0 5.8E-03
P06732 CKM 3 0 0 0 0 0 28 37 29 5.9E-03
P01876 IGHAL | 44 49 81 33 24 31 13 17 18 7.0E-03
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P07358 C8B 75 | 68 | 94 | 84 | 92 | 75 | 52 | 56 | 48 | 7.2E-03
P00918 CA2 6 11 | 10 | 25 | 18 | 26 | 34 | 36 | 38 | 8.3E-03
P01024 3 175 | 181 | 175 | 125 | 124 | 104 | 209 | 242 | 217 | 1.0E-02
P03951 F11 27 | 14 | 33 9 6 6 8 5 5 1.1E-02
P18065 | IGFBP2| 0 0 0 10 7 9 0 0 2 1.2E-02
P40925 | MDH1 0 0 0 3 3 0 15 | 17 | 20 1.2E-02
P30043 | BLVRB | 11 7 18 | 33 | 30 | 33 | 40 | 31 | 40 1.2E-02
P02042 HBD 14 | 21 | 17 | 40 | 32 | 30 | 46 | 43 | 41 1.2E-02
P01031 5 468 | 489 | 526 | 373 | 402 | 362 | 352 | 369 | 391 | 1.4E-02
P20618 | PSMB1 | 0O 0 0 7 2 6 3 2 7 1.4E-02
P02656 | APOC3 | 12 | 11 | 10 8 7 8 5 5 3 1.5E-02
P02741 CRP 6 12 | 11 8 12 9 28 | 35 | 30 1.8E-02
P02751 FN1 | 1040 | 1051 | 851 | 567 | 611 | 602 | 421 | 538 | 462 | 1.8E-02
P01625 | IGKV4-| 13 | 12 | 10 | 10 5 9 3 3 4 1.8E-02
1
P01857 | IGHG1 | 37 | 29 | 45 0 0 0 9 0 0 2.2E-02
P01834 IGKC | 150 | 183 | 156 | 139 | 97 | 118 | 91 | 87 | 89 | 2.3E-02
P23528 | CFL1 0 0 0 0 0 2 6 5 6 2.4E-02
P00491 PNP 0 0 0 2 0 0 7 5 4 2.4E-02
P28074 | PSMB5 | 0 0 2 5 9 7 6 9 7 2.4E-02
P07357 C8A | 35 | 42 | 47 | 46 | 50 | 47 | 38 | 33 | 34 | 2.5E-02
Q6EMK4 | VASN 9 6 10 | 10 | 11 9 6 6 5 2.6E-02
F 3
[0102] UniProt | f&xk ~HEY 2HEY $ ~HEY F fdr-2 349
No. i B! GHdE g% | GFd AsAA) p-#t
P01860 | IGHG3 | 50 | 40 | 73 | 40 | 39 | 35 | 17 6 | 12 | 2.6E-02
QNZP8 | CIRL | 20 | 17 | 21 | 16 | 17 | 17 | 13 | 10 | 15 | 2.8E-02
P00338 | LDHA | 0 0 0 3 3 0 8 10 8 2.8E-02
P04275 VWE 62 | 56 | 46 | 39 | 29 | 34 | 25 | 30 | 25 | 2.8E-02
B9AO64 | IGLL5 | 64 | 56 | 74 | 77 | 78 | 65 | 43 | 54 | 40 | 2.9E-02
P60709 | ACTB | 29 | 41 | 32 | 44 | 46 | 40 | 68 | 79 | 68 | 3.0E-02
P05155 | SERPIN| 234 | 227 | 263 | 210 | 192 | 209 | 234 | 237 | 235 | 3.3E-02
Gl
P60174 | TPI1 8 8 4 15 | 19 | 17 | 27 | 24 | 19 | 3.4E-02
P17936 | IGFBP3| 18 | 24 | 27 | 15 | 13 | 13 | 20 | 15 | 14 | 3.5E-02
Q14520 | HABP2 | 27 | 26 | 33 | 28 | 31 | 26 | 20 | 22 | 15 | 3.7E-02
P36955 | SERPIN| 98 | 75 | 87 | 62 | 44 | 58 | 60 | 62 | 62 | 4.4E-02
F1
P40197 GP5 0 0 3 11 | 13 5 7 11 | 12 | 4.56-02
P00740 F9 55 | 51 | 55 | 56 | 49 | 35 | 37 | 34 | 31 | 4.5E-02
P06681 2 62 | 63 | 68 | 76 | 89 | 82 | 95 | 95 | 86 | 4.6E-02
P07225 | PROS1 | 88 | 95 | 91 | 69 | 66 | 69 | 66 | 61 | 79 | 4.6E-02
P01042 | KNG1 | 280 | 225 | 331 | 247 | 212 | 268 | 222 | 191 | 198 | 4.7E-02
P39059 | COL15A| 0 2 0 4 4 3 0 0 0 4.76-02
1
P32119 | PRDX2 | 17 | 14 | 15 | 21 | 21 | 21 | 25 | 25 | 21 | 4.7E-02
Q08380 | LGALS3| 11 | 16 | 15 9 8 9 10 9 11 | 4.7E-02
BP
Q13822 | ENPP2 | 2 0 0 3 3 4 0 0 0 4.7E-02
P07996 | THBS1 | 146 | 134 | 126 | 100 | 95 | 104 | 143 | 152 | 161 | 4.8E-02
P02790 HPX | 838 | 706 | 856 | 683 | 694 | 744 | 720 | 675 | 680 | 4.8E-02
P04217 | AIBG | 142 | 115 | 132 | 141 | 156 | 158 | 113 | 111 | 117 | 4.9E-02
P07738 | BPGM 2 6 3 6 5 4 16 | 11 | 12 | 4.9E-02
P11226 | MBL2 | 14 | 14 9 7 8 9 3 4 6 5.0E-02
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[0103]

[0104]

[0105]

[0106]
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% F far-wAE pogel oF FOEA e wNE s
B

[<)
A E=A WEe] =2 B <0.59] As wEHE dEESs LA

Ao FANTAMAA R vE EAAHoR EAo] wton  19Fo] vl Exjgo] A
dAow Aorh. Adgow AN gudel du £ wE 9 AHEY S E 4G AP0 o
o vlE] 2u] o] A IdEs w9ME) 1 5(54d ASAA gl HlE) 0.54] wtte R UE
= e el

¥ 4
UniProt No. a2 32 2HEY F A EZ S NSAF H]& fdr-2.4
(F4 A=73A) (hz) (34 A2 ®
A/ p—#k
)
P02144 Myoglobin MB 56 46 43 0 0 0 90.6 1.5E-07
P68032 Actin, alpha ACTC1 32 50 31 0 0 0 71.6 8.3E-06
cardiac muscle
1
P17174 Aspartate GOT1 18 17 19 0 0 0 34.4 1.5E-07
aminotransfera
se,
cytoplasmic
P40925 Malate MDH1 15 17 20 0 0 0 33.3 1.2E-02
dehydrogenase,
cytoplasmic
P33908 Mannosyl-oligo| MANIAl 16 13 14 0 0 0 27.5 5.1E-03
saccharide
1,2-alpha—mann
osidase TA
P05413 Fatty FABP3 18 15 9 0 0 0 26.9 3.1E-05
acid-binding
protein, heart
P00488 Coagulation F13A1 14 13 8 0 0 0 22.7 3.5E-05
factor XIII A
chain
P78417 Glutathione GSTO1 13 12 10 0 0 0 22.6 4.7E-05
S—transferase
omega-1
P06732 Creatine CKM 28 37 29 3 0 0 19.5 5.9E-03
kinase M-type
P30740 Leukocyte SERPINB1| 10 10 8 0 0 0 18.3 1.7E-06
elastase
inhibitor
P00338 L-lactate LDHA 8 10 8 0 0 0 17.2 2.8E-02
dehydrogenase
A chain
P52566 Rho ARHGDIB | 12 6 8 0 0 0 16.9 3.1E-05
GDP-dissociati
on inhibitor 2
Q99497 Protein PARK7 11 6 6 0 0 0 15.0 7.1E-04
deglycase DJ-1
P23528 Cofilin-1 CFL1 6 5 6 0 0 0 11.5 2.4E-02
P21333 Filamin-A FLNA 7 6 4 0 0 0 11.5 3.5E-05
P00491 Purine PNP 7 5 4 0 0 0 10.8 2.4E-02
nucleoside
phosphorylase
P30046 D-dopachrome DDT 8 6 2 0 0 0 10.8 4.3E-03
decarboxylase
P09211 Glutathione GSTP1 4 4 6 0 0 0 9.6 3.5E-05
S—transferase
P
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Q14019 Coactosin-like| COTL1 6 4 4 0 0 0 9.6 1.3E-05
protein
P00568 Adenylate AK1 6 4 4 0 0 0 9.5 1.3E-05
kinase
1soenzyme 1
P20618 Proteasome PSMB1 3 2 7 0 0 0 8.4 1.4E-02
subunit beta
type-1
014818 Proteasome PSMA7 5 5 2 0 0 0 8.4 1.4E-03
subunit alpha
type-7
P52565 Rho ARHGDIA 2 5 3 0 0 0 7.2 2.0E-03

GDP-dissociati
on inhibitor 1
075594 Peptidoglycan | PGLYRP1 4 3 3 0 0 0 7.1 6.3E-06
recognition
protein 1
P40197 Platelet GP5 7 11 12 0 0 3 7.1 4.5E-02
glycoprotein V
P28074 Proteasome PSMB5 6 9 7 0 0 2 6.7 2.4E-02
subunit beta
type-5
Q55Q64 Lymphocyte LY6G6F 2 2 3 0 0 0 5.3 1.1E-04
antigen 6
complex locus
protein G6f

P69905 Hemoglobin HBA1 235 | 149 | 103 34 23 32 5.0 5.6E-03
subunit alpha
P00918 Carbonic CA2 34 36 38 6 11 10 3.6 8.3E-03
anhydrase 2
P60174 Triosephosphat TPI1 27 24 19 8 8 4 3.0 3.4E-02
e _lsomerase
P07738 Bisphosphoglyc BPGM 16 11 12 2 6 3 2.9 4.9E-02
erate mutase
P02741 C-reactive CRP 28 35 30 6 12 11 2.9 1.8E-02
protein
P30043 Flavin BLVRB 40 31 40 11 7 18 2.9 1.2E-02
reductase
(NADPH)
P68871 Hemoglobin HBB 95 74 80 33 32 33 2.3 1.9E-03
subunit beta
P02042 Hemoglobin HBD 46 43 41 14 21 17 2.3 1.2E-02
subunit delta
P18065 Insulin-like 1GFBP2 0 0 2 0 0 0 2.2 1.2E-02
growth
factor-binding
protein 2
P00739 Haptoglobin-re HPR 70 55 62 28 24 30 2.1 1.0E-03

lated protein

FZ 5
[0107] UniProt No. ) 2k ~HEY = 2HEH NSAF ®]& | fdr-2A
(4 A=24 CESY (FA 4274 €
A/ p-ak
gz
P01834 Ig kappa chain 1GKC 91 87 89 150 183 156 0.5 2.3E-02
C region
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[0109]

[0110]
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P35858 Insulin-like IGFALS 54 60 60 110 | 107 | 107 0.5 3.0E-03
growth
factor-binding
protein
complex acid
labile subunit
P04275 von Willebrand VWF 25 30 25 62 56 46 0.5 2.8E-02
factor
P02751 Fibronectin FN1 421 538 462 | 1040 | 1051 | 851 0.4 1.8E-02
Q13822 Ectonucleotide| ENPP2 0 0 0 2 0 0 0.4 4.7E-02
pyrophosphatas
e/phosphodiest
erase family
member 2
P02656 Apolipoprotein| APOC3 5 5 3 12 11 10 0.4 1.5E-02
C-I1I
P39059 Collagen COL15A1 0 0 0 0 2 0 0.4 4.7E-02
alpha-1(XV)
chain
P11226 Mannose-bindin MBL2 3 4 6 14 14 9 0.3 5.0E-02
g protein C
P01860 Ig gamma-3 IGHG3 17 26 12 50 40 73 0.3 2.6E-02
chain C region
P01625 Ig kappa chain| IGKV4-1 3 3 4 13 12 10 0.3 1.8E-02
V-1V region
Len
P01876 Ig alpha-1 IGHA1 13 17 18 44 49 81 0.3 7.0E-03
chain C region
P03951 Coagulation F11 8 5 5 27 14 33 0.2 1.1E-02
factor XI
QIUNNS Endothelial PROCR 0 0 0 3 3 4 0.1 2.2E-03
protein C
receptor
P04207 Ig kappa chain | IGKV3-15| 0 0 0 3 4 3 0.1 3.5E-05
V-1II region
CLL
P01857 Ig gamma-1 IGHG1 9 0 0 37 29 45 0.1 2.2E-02
chain C region
Q6UXB8 Peptidase PI116 0 0 0 7 6 3 0.1 1.0E-03
inhibitor 16
P01609 Ig kappa chain|IGKVID-3| 0 0 0 5 7 5 0.1 3.1E-05
V-1 region Scw 3
P01859 Ig gamma-2 IGHG2 0 0 0 26 22 27 0.0 3.9E-08
chain C region
P02787 Serotransferri TF 0 0 0 39 20 23 0.0 1.8E-05
n
(3) FANDAAA Y FAFAAY B BY
260 wAe FANEHNeIN H4E @ATol wel FANCE EAFl Bkom, 8Fe) WAL =
ol rjdon A, AEAor WwHAH: wulde] A 24 ug P A9EY S E 6(FA A4
oAl obgd HAIZol wls] 2d] o] A dEEE W)y 1 7(F AN AdE FAT vl
0.58] mivto 2 W s = ohuld)o] It
£ 6
UniProt No. wha A AFEY ~HEY £ NSAF H]& | fdr-27g%
(Y A3 | (8 94 | (38 A2 p@
AA/
r9E P
=
POCGO5 Ig lambda-2 IGLC2 63 58 46 0 0 0 108.3 2.6E-07
chain C regions
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P02144 Myoglobin MB 56 46 43 0 0 0 94.0 1.5E-07

P68032 Actin, alpha ACTC1 32 50 31 0 0 0 74.3 8.3E-06
cardiac muscle 1

P06732 Creatine kinase CKM 28 37 29 0 0 0 61.8 5.9E-03

M-type

P17174 Aspartate GOT1 18 17 19 0 0 0 35.7 1.5E-07
aminotransferas
e, cytoplasmic

P05413 Fatty FABP3 18 15 9 0 0 0 27.9 3.1E-05

acid-binding
protein, heart

P30740 Leukocyte SERPINB1 | 10 10 8 0 0 0 19.0 1.7E-06
elastase
inhibitor

P52566 Rho ARHGDIB 12 6 8 0 0 0 17.5 3.1E-05

GDP-dissociation
inhibitor 2

P33908 Mannosyl-oligosa| MANIAl 16 13 14 2 0 0 12.4 5.1E-03
ccharide
1,2-alpha—mannos
idase TA
P21333 Filamin-A FLNA 7 6 4 0 0 0 11.9 3.5E-05
P30046 D-dopachrome DDT 8 6 2 0 0 0 11.2 4.3E-03
decarboxylase
P09211 Glutathione GSTP1 4 4 6 0 0 0 10.0 3.5E-05
S-transferase P
Q14019 Coactosin-like COTL1 6 4 4 0 0 0 9.9 1.3E-05
protein
P00568 Adenylate kinase AK1 6 4 4 0 0 0 9.9 1.3E-05
isoenzyme 1
014818 Proteasome PSMA7 5 5 2 0 0 0 8.7 1.4E-03
subunit alpha
type-7
P52565 Rho ARHGDIA 2 5 3 0 0 0 7.5 2.0E-03

GDP-dissociation
inhibitor 1

075594 Pept idoglycan PGLYRP1 4 3 3 0 0 0 7.4 6.3E-06
recognition
protein 1

P40925 Malate MDH1 15 17 20 3 3 0 7.0 1.2E-02
dehydrogenase,
cytoplasmic

P01857 Ig gamma—1 chain IGHG1 9 0 0 0 0 0 6.4 2.2E-02
C region

Q55Q64 Lymphocyte LY6GOF 2 2 3 0 0 0 5.5 1.1E-04
antigen 6
complex locus
protein G6f

P23528 Cofilin-1 CFL1 6 5 6 0 0 2 5.0 2.4E-02

P00491 Purine PNP 7 5 4 2 0 0 4.9 2.4E-02
nucleoside
phosphorylase

P00338 L-lactate LDHA 8 10 8 3 3 0 3.6 2.8E-02
dehydrogenase A
chain

P80108 Phosphatidylinos| GPLD1 22 27 21 5 8 6 3.4 4.3E-03
itol-glycan—spec
ific
phospholipase D

P02741 C-reactive CRP 28 35 30 8 12 9 3.0 1.8E-02
protein

P07738 Bisphosphoglycer BPGM 16 11 12 6 5 4 2.4 4.9E-02
ate mutase
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[0111]

[0112]

[0113]

[0114]
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x 7
UniProt No. ke A=} ~HEY £ ~AEY F NSAF B & | fdr-®2 A%
(FA ATZA) | (H48 FAD) | (34 A p—#k
kY
r4d @A
=)
P01860 Ig gamma-3 chain| IGHG3 17 26 12 40 39 35 0.5 2.6E-02
C region
P01625 Ig kappa chain IGKV4-1 3 3 4 10 5 9 0.4 1.8E-02
V-1V region Len
Q13822 Ectonucleotide ENPP2 0 0 0 3 3 4 0.1 4 .7E-02
pyrophosphatase/
phosphodiesteras
e family member
2
Q92520 Protein FAM3C FAM3C 0 0 0 2 2 6 0.1 5.8E-03
P18065 Insulin-like IGFBP2 0 0 2 10 7 9 0.1 1.2E-02
growth
factor-binding
protein 2
P39059 Collagen COL15A1 0 0 0 4 4 3 0.1 4.7E-02
alpha-1(XV)
chain
QOUNNS Endothelial PROCR 0 0 0 7 4 2 0.1 2.2E-03
protein C
receptor
QB6UXB8 Pept idase P116 0 0 0 5 5 6 0.1 1.0E-03
inhibitor 16
(4) AAY AZTH oA aid £4
20%9] whulde obHgy FHAZFAl gzt wlE] FAHoR feFo] wotom, 10%9 ©dd EA o]
gojsom A, AuHon WaANE wwde) Jrj £A v& L AHEY S ¥ (Y FAFIA
ol il 28] o)A A waEE ) D F (A FAFolAd ol vls 0.5 njvte g why
i ) e Engie.
# 8
UniProt No. a2 32 2HEY F ~HAEY L= NSAF H]& | fdr-REA
(HF A2) GESS (A4F ®
s p—#k
=)
P18065 Insulin-like IGFBP2 10 7 9 0 0 0 17.6 1.2E-02
growth
factor-binding
protein 2
P00488 Coagulation F13A1 8 6 7 0 0 0 14.5 3.5E-05
factor XIII A
chain
P78417 Glutathione GSTO1 10 6 5 0 0 0 14 .4 4.7E-05
S-transferase
omega-1
Q99497 Protein PARK7 4 4 8 0 0 0 11.3 7.1E-04
deglycase DJ-1
P20618 Proteasome PSMB1 7 2 6 0 0 0 10.6 1.4E-02
subunit beta
type-1
Q92520 Protein FAM3C FAM3C 2 2 6 0 0 0 7.5 5.8E-03
P40197 Platelet GP5 11 13 5 0 0 3 7.0 4 .5E-02
glycoprotein V
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P28074 Proteasome PSMB5 5 9 7 0 0 2 6.6 2.4E-02
subunit beta
type-5
P00338 L-lactate LDHA 3 3 0 0 0 0 4.8 2.8E-02
dehydrogenase A
chain
P40925 Malate MDH1 3 3 0 0 0 0 4.8 1.2E-02
dehydrogenase,
cytoplasmic
P69905 Hemoglobin HBA1 112 | 115 90 34 23 32 3.4 5.6E-03
subunit alpha
P39059 Collagen COL15A1 4 4 3 0 2 0 3.3 4 .7E-02
alpha-1(XV)
chain
Q13822 Ectonucleotide ENPP2 3 3 4 2 0 0 3.1 4.7E-02
pyrophosphatase/
phosphodiesteras
e family member
2
P30043 Flavin reductase| BLVRB 33 30 33 11 7 18 2.6 1.2E-02
(NADPH)
P00918 Carbonic CA2 25 18 26 6 11 10 2.4 8.3E-03
anhydrase 2
P60174 Triosephosphate TPI1 15 19 17 8 8 4 2.3 3.4E-02
isomerase
P23528 Cofilin-1 CFL1 0 0 2 0 0 0 2.3 2.4E-02
P33908 Mannosyl-oligosa| MAN1A1 2 0 0 0 0 0 2.2 5.1E-03
ccharide
1,2-alpha—mannos
idase TA
P00491 Purine PNP 2 0 0 0 0 0 2.2 2.4E-02
nucleoside
phosphorylase
P68871 Hemoglobin HBB 81 60 61 33 32 33 2.0 1.9E-03
subunit beta

Z9
[0115] UniProt No. i = ~HEY 4 ~HEY F NSAF W& | fdr-RA
(HHF FAZ) G ESH) (kg8 @ | ©
ANE/ p-%k
)
P01876 Ig alpha-1 chain| IGHA1 33 24 31 44 49 81 0.5 7.0E-03
C region
P06732 Creatine kinase CKM 0 0 0 3 0 0 0.3 5.9E-03
M-type
P03951 Coagulation F11 9 6 6 27 14 33 0.3 1.1E-02
factor XI
P80108 Phosphat idylinos| GPLD1 5 8 6 28 18 24 0.3 4.3E-03
itol-glycan-spec
ific
phospholipase D
P04207 Ig kappa chain | IGKV3-15| 0 0 0 3 4 3 0.1 3.5E-05
V-11I region CLL
P01609 Ig kappa chain | IGKVID-3| 0 0 0 5 7 5 0.1 3.1E-05
V-1 region Scw 3
P01859 Ig gamma—2 chain| IGHG2 0 0 0 26 22 27 0.0 3.9E-08
C region
P02787 Serotransferrin TF 0 0 0 39 20 23 0.0 1.8E-05
P01857 Ig gamma—-1 chain| IGHG1 0 0 0 37 29 45 0.0 2.2E-02
C region
POCGO5 Ig lambda-2 IGLC2 0 0 0 77 83 79 0.0 2.6E-07
chain C regions
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