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130 b

NGBz

<110> Industry Academic Cooperation Foundation of KyungHee University
<120> Qualitative analysis for genetically modified rice

<160> 5

<170> KopatentIn 1.71

<210> 1

<211> 20

<212> DNA

<213> primer OsSAMDC1-5'

<400> 1

ggatgctaag aaagctgagg 20
<210> 2

<211> 22

<212> DNA

<213> primer OsSAMDC1-3'

<400> 2

ccatctcagg gatgatttca ga 22
<210> 3

<211> 20

<212> DNA

<213> primer 0s204-5"
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acgctggact ggcatgaact
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aagaccggca acaggattca

<210>
<211>
<212>
<213>

<400>

5

20

DNA

primer 0s483-5"

5

gggaactcat cgaactcaac
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