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(57) ABSTRACT 

The present invention is directed to novel polypeptides and 
to nucleic acid molecules encoding those polypeptides. Also 
provided herein are vectors and host cells comprising those 
nucleic acid Sequences, chimeric polypeptide molecules 
comprising the polypeptides of the present invention fused 
to heterologous polypeptide Sequences, antibodies which 
bind to the polypeptides of the present invention and to 
methods for producing the polypeptides of the present 
invention. 

></usr/seddb2/s st/DNA/Dnasegs. Inin / ss. DNA102880 
><subunit 1 of 1, 
><MW: 21052, pI: 

184 aa, 1 Stop 
5. O1. NX (SAT) : 3 

MDNRFATAFVIACVLSLISTIYMAASIGTDFWYEYERSPVOENSSDLNKSIWDEFISDEAD 
EKTYNDALFRYNGTVGLWRRCITIPKNMHWYSPPERTESFDVVTKCVSFTLTEQFMEKFV 
DPGNHNSGIDLLRTYLWRCOFLLBFWSLGLMCFGALIGLCACICRSLYPTIATGILHLLA 
DTML 

Important features of the protein: 
Signal peptide : 
Amino acids -2O 

Transmembrane domain: 
Amino acids 142-163 

N-glycosylation sites: 
Amino acids 

N-myristoylation sites: 
Amino acids 

42-46; 47-51, 72-76; 

123-129; 154-160; 158-164 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 152-163 
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FIGURE 1 

CGGACGCGTGGGTGCGAGGCGAAGGTGACCGGGGACCGAGCATTTCAGATCTGCTCGGTAGA 
CCTGGTGCACCACCACCATGTTGGCTGCAAGGCTGGTGTGTCTCCGGACACTACCTTCTAGG 
GTTTTCCACCCAGCTTTCACCAAGGCCTCCCCTGTTGTGAAGAATTCCATCACGAAGAATCA 
ATGGCTGTTAACACCTAGCAGGGAATATGCCACCAAAACAAGAATTGGGATCCGGCGTGGGA 
GAACTGGCCAAGAACT CAAAGAGGCAGCATTGGAACCATCGATGGAAAAAATATTTAAAATT 
GATCAGATGGGAAGATGGTTTGTTGCTGGAGGGGCTGCTGTTGGTCTTGGAGCATTGTGCTA 
CTATGGCTTGGGACTGTCTAATGAGATTGGAGCTATTGAAAAGGCTGTAATTTGGCCTCAGT 
ATGTCAAGGATAGAATTCATTCCACCTATATGTACTTAGCAGGGAGTATTGGTTTAACAGCT 
TTGTCTGCCATAGCAATCAGCAGAACGCCTGTTCTCATGAACTTCATGATGAGAGGCTCTTG 
GGTGACAATTGGTGTGACCTTTGCAGCCATGGTTGGAGCTGGAATGCTGGTACGATCAATAC 
CATATGACCAGAGCCCAGGCCCAAAGCATCTTGCTTGGTTGCTACATTCTGGTGTGATGGGT 
GCAGTGGTGGCTCCTCTGACAATATTAGGGGGTCCTCTTCTCATCAGAGCTGCATGGTACAC 
AGCTGGCATTGTGGGAGGCCTCTCCACTGTGGCCATGTGTGCGCCCAGTGAAAAGTTTCTGA 
ACATGGGTGCACCCCTGGGAGTGGGCCTGGGTCTCGTCTTTGTGTCCTCATTGGGATCTATG 
TTTCTTCCACCTACCACCGTGGCTGGTGCCACTCTTTACT CAGTGGCAATGTACGGTGGATT 
AGTTCTTTTCAGCATGTTCCTTCTGTATGATACCCAGAAAGTAATCAAGCGTGCAGAAGTAT 
CACCAATGTATGGAGTTCAAAAATATGATCCCATTAACTCGATGCTGAGTATCTACATGGAT 
ACATTAAATATATTTATGCGAGTTGCAACTATGCTGGCAACTGGAGGCAACAGAAAGAAATG 
AAGTGACTCAGCTTCTGGCTTCTCTGCTACATCAAATATCTTGTTTAATGGGGCAGATATGC 
ATTAAATAGTTTGTACAAGCAGCTTTCGTTGAAGTTTAGAAGATAAGAAACATGTCATCATA 
TTTAAATGTTCCGGTAATGTGATGCCTCAGGTCTGCCTTTTTTTCTGGAGAATAAATGCAGT 
AATCCTCTCCCAAATAAGCACACACATTTTCAATTCTCATGTTTGAGTGATTTTAAAATGTT 
TTGGTGAATGTGAAAACTAAAGTTTGTGTCATGAGAATGTAAGTCTTTTTTCTACTTTAAAA 
TTTAGTAGGTTCACTGAGTAACTAAAATTTAGCAAACCTGTGTTTGCATATTTTTTTGGAGT 
GCAGAATATTGTAATTAATGTCATAAGTGATTTGGAGCTTTGGTAAAGGGACCAGAGAGAAG 
GAGT CACCTGCAGTCTTTTGTTTTTTTAAATACTTAGAACTTAGCACTTGTGTTATTGATTA 
GTGAGGAGCCAGTAAGAAACATCTGGGTATTTGGAAACAAGTGGTCATTGTTACATTCATTT 
GCTGAACTTAACAAAACTGTTCATCCTGAAACAGGCACAGGTGATGCATTCTCCTGCTGTTG 
CTTCTCAGTGCTCTCTTTCCAATATAGATGTGGTCATGTTTGACTTGTACAGAATGTTAATC 
ATACAGAGAATCCTTGATGGAATTATATATGTGTGTTTTACTTTTGAATGTTACAAAAGGAA 
ATAACTTTAAAACTATTCTCAAGAGAAAATATTCAAAGCATGAAATATGTTGCTTTTTCCAG 
AATACAAACAGTATACT CATG 
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FIGURE 2 
MLAARLVCLRTLPSRVFHPAFTKASPVVKNSITKNQWLLTPSREYATKTRIGIRRGRTGQEL 
KEAALEPSMEKIFKIDOMGRWFWAGGAAVGLGALCYYGLGLSNEIGAIEKAVIWPOYVKDRI 
HSTYMYLAGSIGLTALSAIAISRTPVLMNFMMRGSWVTIGVT FAAMVGAGMLVRSIPYDOSP 
GPKHLAWLLHSGVMGAVVAPLTTLGGPLLIRAAWYTAGIWGGLSTVAMCAPSEKFLNMGAPL 
GVGLGLVFWSSLGSMFLPPTTVAGATLYSWAMYGGLVLFSMELLYDTOKVIKRAEVSPMYGV 
OKYDPINSMLSYMDTLNIFMRVATMLATGGNRKK 



Patent Application Publication Apr. 3, 2003 Sheet 3 of 115 US 2003/0064474 A1 

FIGURE 3 
CCAATCGCCCGGTGCGGTGGTGCAGGGTCTCGGGCTAGTCATGGCGTCCCCGTCTCGGAGACTGCAGACTAAAC 
CAGTCATTACTTGTTTCAAGAGCGTTCTGCTAATCTACACTTTTATTTTCTGGATCACTGGCGTTATCCTTCTT 
GCAGTTGGCATTTGGGGCAAGGTGAGCCTGGAGAATTACTTTTCTCTTTTAAATGAGAAGGCCACCAATGTCCC 
CTTCGTGCTCATTGCTACTGGTACCGTCATTATTCTTTTGGGCACCTTTGGTTGTTTTGCTACCTGCCGAGCTT 
CTGCATGGATGCTAAAACTGTATGCAATGTTTCTGACTCTCGTTTTTTTGGTCGAACTGGTCGCTGCCATCGTA 
GGATTTGTTTTCAGACATGAGATTAAGAACAGCTTTAAGAATAATTATGAGAAGGCTTTGAAGCAGTATAACTC 
TACAGGAGATTATAGAAGCCATGCAGTAGACAAGATCCAAAATACGTTGCATTGTTGTGGTGT CACCGATTATA 
GAGATTGGACAGATACTAATTATTACT CAGAAAAAGGATTTCCTA AGAGETGCTGTAAACTTGAAGATTGACT 
CCACAGAGAGATGCAGACAAAGTAAACAATGAAGGTTGTTTTATAWAGGTGATGACCATTATAGAGTCAGAAAT 
GGGAGTCGTTGCAGGAATTTCCTTTGGAGTTGCTTGCTTCCAACTGATTGGAATCTTTCTCGCCTACTGCCWCT 
CTCGTGCCATAACAAATAACCAGTATGAGATAGTGTAACCCAATGTATCTGTGGGCCTATTCCTCTCTACCTTT 
AAGGACATTTAGGGTCCCCCCTGTGAATTAGAAAGTTGCTTGGCTGGAGAACTGACAACACTACTTACTGATAG 
ACCAAAAAACTACACCAGTAGGTTGATTCAATCAAGATGTATGTAGACCTAAAACTACACCAATAGGCTGATTC 
AATCAAGATCCGTGCTCGCAGTGGGCTGATTCAATCAAGATGTATGTTTGCTATGTTCTAAGTCCACCTTCTAT 
CCCATTCATGTTAGATCGTTGAAACCCTGTATCCCTCTGAAACACTGGAAGAGCTAGTAAATTGTAAATGAAGT 
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FIGURE 4 

MASPSRRLQTKPVITCFKSVLLIYTFIFWITGVILLAVGIWGKVSLENYFSLLNEKATNVPF 
VLIATGTVIIILT, GTFGCFATCRASAWMLKLYAMFLTLVFLVELVAAIVGFVFRHEIKNSFKN 
NYEKALKQYNSTGDYRSHAVDKIONTLHCCGVTDYRDWTDTNYYSEKGFPKSCCKLEDCTPQ 
RDADKVNNEGCFIKVMTI IESEMGVVAGISFGVACFQLIGIFLAYCXSRAITNNOYEIV 

Important features of the protein: 
Signal peptide : 
amino acids 1-42 

Transmembrane domains : 
amino acids 19-42, 61-83, 92-114, 209-230, 

N-glycosylation site. 
amino acids 134 - 138 

Tyrosine kinase phosphorylation site. 
amino acids 160-168, 160-169 

N-myristoylation site. 
amino acids 75-81, 78-84, 210-216, 214-220, 226-232 

Prokaryotic membrane lipoprotein lipid attachment site. 
amino acids 69-80, 211-222 
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FIGURES 
GGGGCCGCGGTCTAGGGCGGCTACGTGTGTTGCCATAGCGACCATTTTGCATTAACTGGTTG 
GTAGCTTCTATCCTGGGGGCTGAGCGACTGCGGGCCAGCTCTTCCCCTACTCCCTCTCGGCT 
CCTTGTGGCCCAAAGGCCTAACCGGGGTCCGGCGGTCTGGCCTAGGGATCTTCCCCGTTGCC 
CCTTTGGGGCGGGATGGCTGCGGAAGAAGAAGACGAGGTGGAGTGGGTAGTGGAGAGCATCG 
CGGGGTTCCTGCGAGGCCCAGACTGGTCCATCCCCATCTTGGACTTTGTGGAACAGAAATGT 
GAAGTTAACTGCAAAGGAGGGCAT G"'GATAACTCCAGGAAGCCCAGAGCCGGTGATTTTGGT 
GGCCTGTGTTCCCCTTGTTTTTGATGATGAAGAAGAAAGCAAATTGACCTATACAGAGATTC 
ATCAGGAATACAAAGAACTAGTTGAAAAGCTGTTAGAAGGTTACCT CAAAGAAATTGGAATT 
AATGAAGATCAATTTCAAGAAGCATGCACTCTCCTCTTGCAAAGACCCATACATCACAGGC 
CATTTTGCAACCTGTGTTGGCAGCAGAAGATTTTACTATCTTTAAAGCAATGATGGTCCAGA 
AAAACATTGAAATGCAGCTGCAAGCCATTCGAATAATTCAAGAGAGAAATGGTGTATTACCT 
GACTGCTTAACCGATGGCTCTGATGTGGTCAGTGACCTTGAACACGAAGAGATGAAAATCCT 
GAGGGAAGTTCTTAGAAAATCAAAAGAGGAATATGACCAGGAAGAAGAAAGGAAGAGGAAAA 
AACAGTTATCAGAGGCTAAAACAGAAGAGCCCACAGTGCATTCCAGTGAAGCTGCAATAATG 
AATAATTCCCAAGGGGATGGTGAACATTTT GCACACCCACCCTCAGAAGTTAAAATGCATTT 
TGCTAATCAGTCAATAGAACCTTTGGGAAGAAAAGTGGAAAGGTCTGAAACTTCCTCCCTCC 
CACAAAAAGGCCTGAAGATTCCTGGCTTAGAGCATGCGAGCATTGAAGGACCAATAGCA AAC 
TTATCAGTACTTGGAACAGAAGAACTTCGGCA ACGAGAACACTATCTCAAGCAGAAGAGAGA 
TAAGTTGATGTCCATGAGAAAGGATATGAGGACTAAACAGATACAAAATATGGAGCAGAAAG 
GAAAACCCACTGGGGAGGTAGAGGAAATGACAGAGAAACCAGAAATGACAGCAGAGGAGAAG 
CAAACATTACTAAAGAGGAGATTGCTTGCAGAGAAACT CAAAGAAGAAGTTATTAATAAGTA 
ATAATTAAGAACAATTTAACAAAATGGAAGTTCAAATTGTCTTAAAAATAAATTATTTAGTC 
CTTACACTG 
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FIGURE 6 

MAAEEEDEVEWVVESIAGFLRGPDWSIPILDFVEOKCEVNCKGGHVITPGSPEPVILVACVP 
LVFDDEEESKLTYTEIHOEYKELVEKLLEGYL KEIGINEDQFQEACTSPLAKTHTSOAILQP 
VLAAEDFTIFKAMMVOKNIEMQLQAIRIIQERNGVLPDCLTDGSDVVSDLEHEEMKILREVIL 
RKSKEEY DOEEERKRKKOLSEAKTEEPTVHSSEAAIMNNSOGDGEHFAHPPSEVKMHFANOS 
IEPLGRKVERSETSSLPOKGLKIPGLEHASIEGPIANLSVLGTEELRQREHYLKQKRDKLMS 
MRKDMRTKOIONMEOKGKPTGEVEEMTEKPEMTAEEKOTLLKRRLLAEKLKEEVINK 

N-glycosylation sites. 
amino acids 224-228, 246-250, 285-289 

N-myristoylation site. 
amino acids 273-279 

Amidation site. 
amino acids 252-256 

Cytosolic fatty-acid binding proteins. 
amino acids 78-108 
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FIGURE 7 
GGGAACGGAAAATGGCGCCTCACGGCCCGGGTAGTCTTACGACCCTGGTGCCCTGGGCTGCCGCCCTGCTCCTC 
GCTCTGGGCGTGGAAAGGGCTCTGGCGCTACCCGAGATATGCACCCAATGTCCAGGGAGCGTGCAAAATTTGTC 
AAAAGTGGCCTTTTATTGTAAAACGACAGGAGAGCTAATGCTGCATGCCCGTTGCTGCCTGAATCAGAAGGGCA 
CCATCTTGGGGCTGGATCTCCAGAACTGTTCTCTGGAGGACCCTGGTCCAAACTTTCATCAGGCACATACCACT 
GTCATCATAGACCTCCAAGCAAACCCCCT CAAAGGTGACTTGGCCAACACCTTCCGTGGCTTTACTCAGCTCCA 
GACTCTGATACTGCCACAACATGTCAACTGTCCTGGAGGAATTAATGCCTGGAATACTATCACCTCTTATATAG 
ACAACCAAATCTGTCAAGGGCAAAAGAACCTTTGCAATAACACTGGGGACCCAGAAATGTGTCCTGAGAATGGA 
TCTTGTGTACCTGATGGTCCAGGTCTTTTGCAGTGTGTTTGTGCTGATGGTTTCCATGGATACAAGTGTATGCG 
CCAGGGCTCGTTCTCACTGCTTATGTTCTTCGGGATTCTGGGAGCCACCACTCTATCCGTCTCCATTCTGCTTT 
GGGCGACCCAGCGCCGAAAAGCCAAGACTTCATGAACTACATAGGTCTTACCATTGACCTAAGATCAATCTGAA 
CTATCTTAGCCCAGTCAGGGAGCTCTGCTTCCTAGAAAGGCATCTTTCGCCAGTGGATTCGCCT CAAGGTTGAG 
GCCGCCATTGGAAGATGAAAAATTGCACTCCCTTGGTGTAGACAAATACCAGTTCCCATTGGTGTTGTTGCCTA 
TAATAAACACTTTTTCTTTTTTNAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 8 

Signal Peptide : 
Amino acids 1-30 

Transmembrane: 
Amino acids 1.98-212 

MAPHGPGSLTTLVPWAAALLLALGVERALALPEICTOCPGSVONLSKVAFYCKTTRELMILHA 
RCCLNOKGTILGLDLONCSLEDPGPNFHQAHTTVIIDLOANPLKGDLANTFRGFTQLOTLIL 
POHVNCPGGINAWNTITSYIDNQICQGQKNLCNNTGDPEMCPENGSCVPDGPGLLQCVCADG 
FHGYKCMROGSFSLLMFFGILGATTLSVSILL WATORRKAKTS 
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FIGURE 9 
GGGGGAGAAGGCGGCCGAGCCCCAGCTCTCCGAGCACCGGGTCGGAAGCCGCGACCCGAGCC 
GCGCAGGAAGCTGGGACCGGAACCTCGGCGGACCCGGCCCCACCCAACT CACCTGCGCAGGT 
CACCAGCACCCTCGGAACCCAGAGGCCCGCGCTCTGAAGGTGACCCCCCTGGGGAGGAAGGC 
GATGGCCCCTGCGAGGACGATGGCCCGCGCCCGCCTCGCCCCGGCCGGCATCCCTGCCGTCG 
CCTTGTGGCTTCTGTGCACGCTCGGCCTCCAGGGCACCCAGGCCGGGCCACCGCCCGCGCCC 
CCTGGGCTGCCCGCGGGAGCCGACTGCCTGAACAGCTTTACCGCCGGGGTGCCTGGCTTCGT 
GCTGGACACCAACGCCTCGGTCAGCAACGGAGCTACCTTCCTGGAGTCCCCCACCGTGCGCC 
GGGGCTGGGACTGCGTGCGCGCCTGCTGCACCACCCAGAACTGCAACTTGGCGCTAGTGGAG 
CIGCAGCCCGACCGCGGGGAGGACGCCATCGCCGCCTGCTTCCTCATCAACTGCCTCTACGA 
GCAGAACTTCGTGTGCAAGTTCGCGCCCAGGGAGGGCTTCATCAACTACCTCACGAGGGAAG 
TGTACCGCTCCTACCGCCAGCTGCGGACCCAGGGCTTTGGAGGGTCTGGGATCCCCAAGGCC 
TGGGCAGGCATAGACTTGAAGGTACAACCCCAGGAACCCCTGGTGCTGAAGGATGTGGAAAA 
CACAGATTGGCGCCTACTGCGGGGTGACACGGATGTCAGGGTAGAGAGGAAAGACCCAAACC 
AGGTGGAACTGTGGGGACT CAAGGAAGGCACCTACCTGTTCCAGCTGACAGTGACTAGCTCA 
GACCACCCAGAGGACACGGCCAACGTCACAGTCACTGTGCTGTCCACCAAGCAGACAGAAGA 
CTACTGCCTCGCATCCAACAAGGTGGGTCGCTGCCGGGGCTCTTTCCCACGCTGGTACTATG 
ACCCCACGGAGCAGATCTGCAAGAGTTTCGTTTATGGAGGCTGCTTGGGCAACAAGAACAAC 
TACCTTCGGGAAGAAGAGTGCATTCTAGCCTGTCGGGGTGTGCAAGGTGGGCCTTTGAGAGG 
CAGCTCTGGGGCTCAGGCGACTTTCCCCCAGGGCCCCTCCATGGAAAGGCGCCATCCAGTGT 
GCTCTGGCACCTGTCAGCCCACCCAGTTCCGCTGCAGCAATGGCTGCTGCATCGACAGTTTC 
CTGGAGTGTGACGACACCCCCAACTGCCCCGACGCCTCCGACGAGGCTGCCTGTGAAAAATA 
CACGAGTGGCTTTGACGAGCTCCAGCGCATCCATTTCCCCAGTGACAAAGGGCACTGCGTGG 
ACCTGCCAGACACAGGACTCTGCAAGGAGAGCATCCCGCGCTGGTACTACAACCCCTTCAGC 
GAACACTGCGCCCGCTTTACCTATGGTGGTTGTTATGGCAACAAGAACAACTTTGAGGAAGA 
GCAGCAGTGCCTCGAGTCTTGTCGCGGCATCTCCAAGAAGGATGTGTTTGGCCTGAGGCGGG 
AAATCCCCATTCCCAGCACAGGCTCTGTGGAGATGGCTGT CACAGTGTTCCTGGTCATCTGC 
ATTGTGGTGGTGGTAGCCATCTTGGGTTACTGCTTCTTCAAGAACCAGAGAAAGGACTTCCA 
CGGACACCACCACCACCCACCACCCACCCCTGCCAGCTCCACTGTCTCCACTACCGAGGACA 
CGGAGCACCTGGTCTATAACCACACCACCCGGCCCCTCTGAGCCTGGGTCTCACCGGCTCTC 
ACCTGGCCCTGCTTCCTGCTTGCCAAGGCAGAGGCCTGGGCTGGGAAAAACTTTGGAACCAG 
ACTCTTGCCTGTTTCCCAGGCCCACTGTGCCTCAGAGACCAGGGCTCCAGCCCCTCTTGGAG 
AAGTCTCAGCTAAGCTCACGTCCTGAGAAAGCT CAAAGGTTTGGAAGGAGCAGAAAACCCTT 
GGGCCAGAAGTACCAGACTAGATGGACCTGCCTGCATAGGAGTTTGGAGGAAGTTGGAGTTT 
TGTTTCCTCTGTTCAAAGCTGCCTGTCCCTACCCCATGGTGCTAGGAAGAGGAGTGGGGTGG 
TGTCAGACCCTGGAGGCCCCAACCCTGTCCTCCCGAGCTCCTCTTCCATGCTGTGCGCCCAG 
GGCTGGGAGGAAGGACTTCCCTGTGTAGTTTGTGCTGTAAAGAGTTGCTTTTTGTTTATTTA 
ATGCTGTGGCATGGGTGAAGAGGAGGGGAAGAGGCCTGTTTGGCCTCTCTGTCCTCTCTTCC 
TCTTCCCCCAAGATTGAGCTCTCTGCCCTTGATCAGCCCCACCCTGGCCTAGACCAGCAGAC 
AGAGCCAGGAGAGGCTCAGCTGCATTCCGCAGCCCCCACCCCCAAGGTTCTCCAACATCACA 
GCCCAGCCCACCCACTGGGTAATAAAAGTGGTTTGTGGAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 10 

MAPARTMARARLAPAGIPAVALWLLCTLGLOGTOAGPPPAPPGLPAGADCLNSFTAGVPGFV 
LDTNASVSNGATFLESPTVRRGWDCVRACCTTONCNLALVELOPDRGE DAIAACFLINCLYE 
QNFVCKFAPREGFINYLTREVYRSYRQLRTOGFGGSGIPKAWAGIDLKVOPOEPLVLKDVEN 
TDWRLLRGDTDVRVERKDPNOVELWGLKEGTY IFQLTVTSSDHPEDTANVTVTVLSTKOTED 
YCLASNKVGRCRGSFPRWYY DPTEOICKSFWYGGCLGNKNNYLREEECILACRGVOGGPLRG 
SSGAOATFPQGPSMERRHPVCSGTCQPTQFRCSNGCCIDSFLECDDTPNCPDASDEAACEKY 
TSGFDELORIHFPSDKGHCVDLPDTGLCKESIPRWYYNPFSEHCARETYGGCYGNKNNFEEE 
OOCLESCRGISKKDVFGLRREIPIPSTGSVEMAVTVFLVICTVVVVAILGYCFFKNORKDFH 
GHHHHPPPTPASSTVSTTEDTEHLWYNHTTRPL 

signal sequence: 
Amino acids 1-35 

transmembrane domain : 
Amino acids 466 - 483 

N-glycosylation sites: 
Amino acids 66-70; 235-239; 523-527 

N-myristoylation sites: 
Amino acidS 29-35; 43–49; 161-167; 212-218; 281-287; 282-288; 285-291; 
31O-316; 313-319; 422 - 428; 423-429; 426-432 

Cell attachment sequence: 
Amino acids 193-199 

Pancreatic trypsin inhibitor (Kunitz) family signatures : 
Amino acids 278-298; 419-438 
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FIGURE 14 
></usr/seqdb2/s st/DNA/Dnaseqs.min / ss. DNA44189 
><subunit 1 of 1, 412 aa, 1 stop 
><MW: 46658, pI: 6.65, NX (S/T) : 4 
MGLHLRPYRVGLLPDGLLFLLLLLMLLADPALPAGRHPPVVLVPGDLGNOLEAKLDKPTV 
WHYLCSKKTESYFTIWLNLELLLPVIIDCWIDNIRLVYNKTSRATOFPDGVDVRVPGFGK 
TESLEFLDPSKSSVGSYFHTMVESLVGWGYTRGEDVRGAPYDWRRAPNENGPYFLALREM 
IEEMYOLYGGPVVLVAHSMGNMYTLYFLQRQPQAWKDKYIRAFVSLGAPWGGVAKTLRVL 
ASGDNNRIPVIGPLKIREQQRSAVSTSWLLPYNY'TWSPEKVFVOTPTINYTLRDYRKFFO 
DIGFEDGWLMRODTEGLVEATMPPGVOLHCLYGTGVPTPDSFYYESFPDRDPKICFGDGD 
GTVNLKSALOCOAWQSRQEHOVLLOELPGSEHIEMLANATTLAYLKRVLLGP 

Signal peptide : 
Amino acids 1-28 

Potential lipid substrate binding site: 
Amino acids 147-64 

N-glycosylation sites: 
Amino acids 99-103; 273-277 ; 289-293; 398-402 

Lipases, serine proteins family: 
Amino acids 189-2O2 

Beta-transducin family Trp-Asp repeat: 
Amino acids 353 - 366 

Tyrosine kinase phosphorylation site : 
Amino acids 165-174; 178-186 

N-myristoylation sites: 
Amino acids 2OO-2O6; 227-233; 232-238; 31 6-322 
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FIGURE 15 

CAGAGCAGATAATGGCAAGCATGGCTGCCGTGCT CACCTGGGCTCTGGCTCTTCTTTCAGCG 
TTTTCGGCCACCCAGGCACGGAAAGGCTTCTGGGACTACTTCAGCCAGACCAGCGGGGACAA 
AGGCAGGGTGGAGCAGATCCATCAGCAGAAGATGGCTCGCGAGCCCGCGACCCTGAAAGACA 
GCCTTGAGCAAGACCTCAACAATATGAACAAGTTCCTGGAAAAGCTGAGGCCTCTGAGTGGG 
AGCGAGGCTCCTCGGCTCCCACAGGACCCGGTGGGCATGCGGCGGCAGCTGCAGGAGGAGTTG 
GAGGAGGTGAAGGCTCGCCTCCAGCCCTACATGGCAGAGGCGCACGAGCTGGTGGGCTGGAA 
TTTGGAGGGCTTGCGGCAGCAACTGAAGCCCTACACGATGGATCTGATGGAGCAGGTGGCCC 
TGCGCGTGCAGGAGCTGCAGGAGCAGTTGCGCGTGGTGGGGGAAGACACCAAGGCCCAGTTG 
CTGGGGGGCGTGGACGAGGCTTGGGCTTTGCTGCAGGGACTGCAGAGCCGCGTGGTGCACCA 
CACCGGCCGCTTCAAAGAGCTCTTCCACCCATACGCCGAGAGCCTGGTGAGCGGCATCGGGC 
GCCACGTGCAGGAGCTGCACCGCAGTGTGGCTCCGCACGCCCCCGCCAGCCCCGCGCGCCTC 
AGTCGCTGCGTGCAGGTGCTCTCCCGGAAGCTCACGCTCAAGGCCAAGGCCCTGCACGCACG 
CATCCAGCAGAACCTGGACCAGCTGCGCGAAGAGCTCAGCAGAGCCTTTGCAGGCACTGGGA 
CTGAGGAAGGGGCCGGCCCGGACCCCTAGATGCTCTCCGAGGAGGTGCGCCAGCGACTTCAG 
GCTTTCCGCCAGGACACCTACCTGCAGATAGCTGCCTTCACTCGCGCCATCGACCAGGAGAC 
TGAGGAGGTCCAGCAGCAGCTGGCGCCACCTCCACCAGGCCACAGTGCCTTCGCCCCAGAGT 
TTCAACAAACAGACAGTGGCAAGGTTCTGAGCAAGCTGCAGGCCCGTCTGGATGACCTGTGG 
GAAGACATCACTCACAGCCTTCATGACCAGGGCCACAGCCATCTGGGGGACCCCTGAGGATC 
TACCTGCCCAGGCCCATTCCCAGCTTCTTGTCTGGGGAGCCTTGGCTCTGAGCCTCTAGCAT 
GGTTCAGTCCTTGAAAGTGGCCTGTTGGGTGGAGGGTGGAAGGTCCTGTGCAGGACAGGGAG 
GCCACCAAAGGGGCTGCTGTCTCCTGCATATCCAGCCTCCTGCGACTCCCCAATCTGGATGC 
ATTACATTCACCAGGCTTTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAA 
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FIGURE 16 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA48303 
><subunit 1 Of 1, 274 aa, 1 Stop 
><MW: 30754, pI: 7.77, NX (S/T) : 0 
MASMAAVLTWALALLSAFSATOARKGFWDYFSQTSGDKGRVEQIHQQKMAREPATLKDSL 
EODLNNMNKFLEKLRPLSGSEAPRILPODPVGMRROLOEELEEVKARLOPYMAEAHELVGW 
NLEGLROOLKPYTMDLMEOVALRVOELQEOLRVVGEDTKAQLLGGVDEAWALLOGLOSRV 
VHHTCRFKELFHPYAESLVSGIGRHVQELHRSVAPHAPASPARLSRCVOVLSRKLTLKAK 
ALHARIOONLDOLREELSRAFAGTGTEEGAGPDP 

Important features of the protein: 
Signal peptide: 
Amino acids 1-23 

Glycosaminoglycan attachment site : 
Amino acids 2OO-2O4 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 233-237 

N-myristoylation sites: 
AI nino acids 165-171; 265-271 
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FIGURE 17 

CTAAGAGGACAAGATGAGGCCCGGCCTCTCATTTCTCCTAGCCCTTCTGTTCTTCCTTGGCC 
AAGCTGCAGGGGATTTGGGGGATGTGGGACCTCCAATTCCCAGCCCCGGCTTCAGCTCTTTC 
CCAGGTGTTGACTCCAGCTCCAGCTTCAGCTCCAGCTCCAGGTCGGGCTCCAGCTCCAGCCG 
CAGCTTAGGCAGCGGAGGTTCTGTGTCCCAGTTGTTTTCCAATTTCACCGGCTCCGTGGATG 
ACCGTGGGACCTGCCAGTGCTCTGTTTCCCTGCCAGACACCACCTTTCCCGTGGACAGAGTG 
GAACGCTTGGAATTCACAGCTCATGTTCTTTCTCAGAAGTTTGAGAAAGAACTTTCTAAAGTG 
AGGGAATATGTCCAATTAATTAGTGTGTATGAAAAGAAACTGTTAAACCTAACTGTCCGAAT 
TGACATCATGGAGAAGGATACCATTTCTTACACTGAACTGGACTTCGAGCTGATCAAGGTAG 
AAGTGAAGGAGATGGAAAAACTGGTCATACAGCTGAAGGAGAGTTTTGGTGGAAGCTCAGAA 
ATTGTTGACCAGCTGGAGGTGGAGATAAGAAATATGACTCTCTTGGTAGAGAAGCTTGAGAC 
ACTAGACAAAAACAATGTCCTTGCCATTCGCCGAGAAATCGTGGCTCTGAAGACCAAGCTGA 
AAGAGTGTGAGGCCTCTAAAGATCAAAACACCCCTGTCGTCCACCCTCCTCCCACTCCAGGG 
AGCTGTGGTCATGGTGGTGTGGTGAACATCAGCAAACCGTCTGTGGTTCAGCTCAACTGGAG 
AGGGTTTTCTTATCTATATGGTGCTTGGGGTAGGGATTACTCTCCCCAGCATCCAAACAAAG 
GACTGTATTGGGTGGCGCCATTGAATACAGATGGGAGACTGTTGGAGTATTATAGACTGTAC 
AACACACTGGATGATTTGCTATTGTATATAAATGCTCGAGAGTTGCGGATCACCTATGGCCA 
AGGTAGTGGTACAGCAGTTTACAACAACAACATGTACGTCA ACATGTACAACACCGGGAATA 
TTGCCAGAGTTAACCTGACCACCAACACGATTGCTGTGACT CAAACTCTCCCTAATGCTGCC 
TATAATAACCGCTTTTCATATGCTAATGTTGCTTGGCAAGATATTGACTTTGCTGTGGATGA 
GAATGGATTGTGGGTTATTTATTCAACTGAAGCCAGCACTGGTAACATGGTGATTAGTAAAC 
TCAATGACACCACACTTCAGGTGCTAAACACTTGGTATACCAAGCAGTATAAACCATCTGCT 
TCTAACGCCTTCATGGTATGTGGGGTTCTGTATGCCACCCGTACTATGAACACCAGAACAGA 
AGAGATTTTTTACTATTATGACACAAACACAGGGAAAGAGGGCAAACTAGACATTGTAATGC 
ATAAGATGCAGGAAAAAGTGCAGAGCATTAACTATAACCCTTTTGACCAGAAACTTTATGTC 
TATAACGATGGTTACCTTCTGAATTATGATCTTTCTGTCTTGCAGAAGCCCCAGTAAGCTGT 
TTAGGAGTTAGGGTGAAAGAGAAAATGTTTGTTGAAAAAATAGTCTTCTCCACTTACTTAGA 
TATCTGCAGGGGTGTCTAAAAGTGTGTTCATTTTGCAGCAATGTTTAGGTGCATAGTTCTAC 
CACACTAGAGATCTAGGACATTTGTCTTGATTTGGTGAGTTCTCTTGGGAATCATCTGCCTC 
TTCAGGCGCATTTTGCAATAAAGTCTGTCTAGGGTGGGATTGTCAGAGGTCTAGGGGCACTG 
TGGGCCTAGTGAAGCCTACTGTGAGGAGGCTTCACTAGAAGCCTTAAATTAGGAATTAAGGA 
ACTTAAAACT CAGTATGGCGTCTAGGGATTCTTTGTACAGGAAATATTGCCCAATGACTAGT 
CCTCATCCATGTAGCACCACTAATTCTTCCATGCCTGGAAGAAACCTGGGGACTTAGTTAGG 
TAGATTAATATCTGGAGCTCCTCGAGGGACCAAATCTCCAACTTTTTTTTCCCCT CACTAGC 
ACCTGGAATGATGCTTTGTATGTGGCAGATAAGTAAATTTGGCATGCTTATATATTCTACAT 
CTGTAAAGTGCTGAGTTTTATGGAGAGAGGCCTTTTTATGCATTAAATTGTACATGGCAAATAA 
ATCCCAGAAGGATCTGTAGATGAGGCACCTGCTTTTTCTTTTCTCTCATTGTCCACCTTACT 
AAAAGTCAGTAGAATCTTCTACCTCATAACTTCCTTCCAAAGGCAGCCAGAAGATTAGAAC 
CAGACTTACTAACCAATTCCACCCCCCACCAACCCCCTTCTACTGCCTACTTTAAAAAAATT 
AATAGTTTTCTATGGAACTGATCTAAGATTAGAAAAATTAATTTTCTTTAATTTCATTATGG 
ACTTTTATTTACATGACTCTAAGACTATAAGAAAATCTGATGGCAGTGACAAAGTGCTAGCA 
TTTATTGTTATCTAATAAAGACCTTGGAGCATATGTGCAACTTATGAGTGTATCAGTTGTTG 
CATGTAATTTTT GCCTTTGTTTAAGCCTGGAACTTGTAAGAAAATGAAAATTTAATTTTTTT 
TTCTAGGACGAGCTATAGAAAAGCTATTGAGAGTATCTAGTTAATCAGTGCAGTAGTTGGAA 
ACCTTGCTGGTGTATGTGATGTGCTTCTGTGCTTTTGAATGACTTTATCATCTAGTCTTTGT 
CTATTTTTCCTTTGATGTTCAAGTCCTAGTCTATAGGATTGGCAGTTTAAATGCTTTACTCC 
CCCTTTTAAAATAAATGATTAAAATGTGCTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 18 
</usr/seqdb2/sst/DNA/Dnased s. min/ss. DNA48320 
<subunit 1 of 1, 510 aa, 1 stop 
<MW: 57280, pI : 5. 61, NX (S/T) : 6 
MRPGLSFLLALLFFLGOAAGDLGDVGPPIPSPGFSSFPGVDSSSSFSSSSRSGSSSSRSL 
GSGGSVSOLFSNFTGSVDDRGTCOCSVSLPDTTFPVDRVERLEFTAHVLSOKFEKELSKV 
REYVOLISVYEKKLLNLTVRIDIMEKDTISYTELDFELIKVEVKEMEKLVIQLKESFGGS 
SEIVDOLEVEIRNMTLLVEKLETLDKNNVLAIRREIVALKTKLKECEASKDONTPVVHPP 
PTPGSCGHGGVVNISKPSVVOLNWRGFSYLYGAWGRDYSPOHPNKGLYWVAPLNTDGRLL 
EYYRLYNTLDDLLLYINARELRITYGOGSGTAVYNNNMYVNMYNTGNIARVNLTTNTIAV 
TOTLPNAAYNNRFSYANVAWODIDFAVDENGLWVIYSTEASTGNMVISKLNDTTLOVLNT 
WYTKOYKPSASNAFMVCGVLYATRTMNTRTEEIFYYYDTNTGKEGKLDIVMHKMOEKVOS 
INYNPFDQKLYWYNDGYLLNYDLSVLQKPQ 

Important features: 
Signal peptide : 
Amino acids 1-20 

N-glycosylation sites: 
Amino acids 72-76; 136-140; 193-197; 253-257; 352-356; 

411-415 

Tyrosine kinase phosphorylation site: 
Amino acids 4 49-457 

N-myristoylation sites: 
Amino acids 16-22; 39-45; 53-59; 61-67; 63- 69; 81-87; 

249-255; 326-332; 328-334; 438-444 

Legume lectins beta-chain proteins : 
Amino acids 20-40 

HBGF/FGF family proteins: 
Amino acids 338-366 
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FIGURE 19 
GCACCGCAGACGGCGCGGATCGCAGGGAGCCGGTCCGCCGCCGGAACGGGAGCCTGGGTGTG 
CGTGTGGAGTCCGGACTCGTGGGAGACGATCGCGATGAACACGGTGCTGTCGCGGGCGAACT 
CACTGTTCGCCTTCTCGCTGAGCGTGATGGCGGCGCT CACCTTCGGCTGCTTCAT CACCACC 
GCCTTCAAAGACAGGAGCGTCCCGGTGCGGCTGCACGTCTCGCGGATCATGCTAAAAAATGT 
AGAAGATTTCACTGGACCTAGAGAAAGAAGTGATCTGGGATTTATCACATTTGATATAACTG 
CTGATCTAGAGAATATATTTGATTGGAATGTTAAGCAGTTGTTTCTTTATTTATCAGCAGAA 
TATTCAACAAAAAATAATGCTCTGAACCAAGTTGTCCTATGGGACAAGATTGTTTTGAGAGG 
TGATAATCCGAAGCTGCTGCTGAAAGATATGAAAACAAAATATTTTTTCTTTGACGATGGAA 
ATGGTCTCAAGGGAAACAGGAATGTCACTTTGACCCTGTCTTGGAACGTCGTACCAAATGCT 
GGAATTCTACCTCTTGTGACAGGATCAGGACACGTATCTGTCCCATTTCCAGATACATATGA 
AATAACGAAGAGTTATTAAATTATTCTGAATTTGAAACAAAAA 
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FIGURE 20 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA5 6049 
><subunit 1 of 1, 180 aa, 1 stop 
><MW: 20313, pI: 8.91, NX (S/T) : 1 
MNTVLSRANSL, FAFSLSVMAALTFGCFITTAFKDRSVPVRLHVSRIMLKNVEDETGPRER 
SDLGFITFDITADLENIFDWNVKOLFLYLSAEYSTKNNALNQVVLWDKIVLRGDNPKLLL 
KDMKTKYFFFDDGNGLKGNRNVTLTLSWNVVPNAGILPLVTGSGHVSVPFPDTYEITKSY 

Important features of the protein: 
Signal peptide: 
Amino acids 1-25 

Transmembrane domain : 
Amino acids 149-164 

N-glycosylation site : 
Amino acids 141-145 

N-myristoylation sites : 
Amino acids 25-31; 135-141 

Cell attachment sequence: 
Amino acids 112-115 

TonB-dependent receptor proteins signature 1 : 
Amino acids 1-21 
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FIGURE 21 

AAACTTGACGCCATGAAGATCCCGGTCCTTCCTGCCGTGGTGCTCCTCTCCCTCCTGGTGCT 
CCACTCTGCCCAGGGAGCCACCCTGGGTGGTCCTGAGGAAGAAAGCACCATTGAGAATTATG 
CGTCACGACCCGAGGCCTTTAACACCCCGTTCCTGAACATCGACAAATTGCGATCTGCGTTT 
AAGGCTGATGAGTTCCTGAACTGGCACGCCCTCTTTGAGTCTATCAAAAGGAAACTTCCTTT 
CCTCAACTGGGATGCCTTTCCTAAGCTGAAAGGACTGAGGAGCGCAACTCCTGATGCCCAGT 
GACCATGACCTCCACTGGAAGAGGGGGCTAGCGTGAGCGCTGATTCTCAACCTACCATAACT 
CTTTCCTGCCTCAGGAACTCCAATAAAACATTTTCCATCCAAA 
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FIGURE 22 

></usr/seqdb2/s st/DNA/Dna seqs. Inin / ss. DNA57694 
><subunit 1 of 1, 99 aa, 1 stop 
>KMW: 11050, pI: 7. 47, NX (S/T) : 0 
MKIPVLPAVVLLSLLVLHSAOGATLGGPEEESTIENYASRPEAFNTPFLNIDKLRSAFKA 
DEFLNWHALFESIKRKLPFLNWDAFPKLKGLRSATPDAQ 

Important features: 
Signal peptide : 
Amino acids 1-22 

N-myristoylation sites: 
Amino acids 22-28; 9 O-96 

Homologous region to Perioxdase : 
Amino acids 16-48 
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FIGURE 23 
TCTCAGACTCTTGGAAGGGGCTATACTAGACACACAAAGACAGCCCCAAGAAGGACGGTGGA 
GTAGTGTCCTCGCTAAAAGACAGTAGATATGCAACGCCTCTTGCTCCTGCCCTTTCTCCTGC 
TGGGAACAGTTTCTGCTCTTCATCTGGAGAATGATGCCCCCCATCTGGAGAGCCTAGAGACA 
CAGGCAGACCTAGGCCAGGATCTGGATAGTTCAAAGGAGCAGGAGAGAGACTTGGCTCTGAC 
GGAGGAGGTGATTCAGGCAGAGGGAGAGGAGGTCAAGGCTTCTGCCTGTCAAGACAACTTTG 
AGGATGAGGAAGCCATGGAGTCGGACCCAGCTGCCTTAGACAAGGACTTCCAGTGCCCCAGG 
GAAGAAGACATTGTTGAAGTGCAGGGAAGTCCAAGGTGCAAGACCTGCCGCTACCTATTGGT 
GCGGACTCCTAAAACTTTTGCAGAAGCTCAGAATGTCTGCAGCAGATGCTACGGAGGCAACC 
TTGTCTCTATCCATGACTTCAACTTCAACTATCGCATTCAGTGCTGCACTAGCACAGTCAAC 
CAAGCCCAGGTCTGGATTGGAGGCAACCTCAGGGGCTGGTTCCTGTGGAAGCGGTTTTGCTGG 
ACTGATGGGAGCCACTGGAATTTTGCTTACTGGTCCCCAGGGCAACCTGGGAATGGGCAAGG 
CTCCTGTGTGGCCCTATGCACCAAAGGAGGTTATTGGCGACGAGCT CAATGCGACAAGCAAC 
TGCCCTTCGTCTGCTCCTTCTAAGCCAGCGGCACGGAGACCCTGCCAGCAGCTCCCTCCCGT 
CCCCCAACCTCTCCTGCTCATAAATCCAGACTTCCCACAGCAAAAAAAAAAAAAAAAAA 
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FIGURE 24 

</usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA59208 
<subunit 1 of 1, 225 aa, 1 stop 
<MW: 25447, pI: 4.79, NX (S/T) : O 
MQRLLLLPFLLLGTVSALHLENDAPHLESLETOADLGODLDSSKEQERDLALTEEVIQAE 
GEEVKASACODNEEDEEAMESDPAALDKDFOCPREEDIVEVOGSPRCKTCRYLLVRTPKT 
FAEAQNVCSRCYGGNLVSIHDFN FNYRIQCCTSTVNOAOVWIGGNLRGWFLWKRFCWTDG 
SHWNFAYWSPGOPGNGQGSCVALCTKGGYWRRAQCDKQLPFVCSF 

Important features: 
Signal peptide: 
Amino acids 1-17 

N-myristoylation sites: 
Amino acids 13-19; 103-109; 134-14 O; 164-170; 

180-186; 191-197; 194-200; 196-2O2; 
198-2O4 

C-type lectin domain signature : 
Amino acids 2OO-224 
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FIGURE 25 
CAACAGAAGCCAAGAAGGAAGCCGTCTATCTTGTGGCGATCATGTATAAGCTGGCCTCCTGC 
TGTTTGCTTTTCACAGGATTCTTAAATCCTCTCTTATCTCTTCCTCTCCTTGACTCCAGGGA 
AATATCCTTTCAACTCTCAGCACCTCATGAAGACGCGCGCTTAACTCCGGAGGAGCTAGAAA 
GAGCTTCCCTTCTACAGATATTGCCAGAGATGCTGGGTGCAGAAAGAGGGGATATTCTCAGG 
AAAGCAGACT CAAGTACCAACATTTTTAACCCAAGAGGAAATTTGAGAAAGTTTCAGGATTT 
CTCTGGACAAGATCCTAACATTTTACTGAGTCATCTTTTGGCCAGAATCTGGAAACCATACA 
AGAAACGTGAGACTCCTGATTGCTTCTGGAAATACTGTGTCTGAAGTGAAATAAGCATCTGT 
TAGTCAGCTCAGAAACACCCATCTTAGAATATGAAAAATAACACAATGCTTGATTTGAAAAC 
AGTGTGGAGAAAAACTAGGCAAACTACACCCTGTTCATTGTTACCTGGAAAATAAATCCTCT 
ATGTTTTGCACAAAAAAAAAAAAAAA 
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FIGURE 26 

</usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA59214 
<subunit 1 of l, 124 aa, 1 stop 
<MW: 14284, pI: 8.14, NX (S/T) : 0 
MYKLASCCLLFTGFLNPLLSLPLLDSREISFOLSAPHEDARLTPEELERASLLOILPEML 
GAERGDILRKADSSTNIFNPRGNLRKFQDFSGQDPNILLSHLLARIWKPYKKRETPDCFW 
KYCV 

Important features: 
Signal peptide: 
Amino acids 1-20 

Urotensin II signature : 
Amino acids 118-124 

Cell attachment sequence: 
Amino acids 64 - 67 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 112-116 

N-myristoylation sites : 
Amino acids 61-67; 92-98 
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FIGURE 27 
CAAGTAAATGCAGCACTAGTGGGTGGGATTGAGGTATGCCCTGGTGCATAAATAGAGACT CA 
GCTGTGCTGGCACACTCAGAAGCTTGGACCGCATCCTAGCCGCCGACT CACACAAGGCAGGT 
GGGTGAGGAAATCCAGAGTTGCCATGGAGAAAATTCCAGTGTCAGCATTCTTGCTCCTTGTG 
GCCCTCTCCTACACTCTGGCCAGAGATACCACAGT CAAACCTGGAGCCAAAAAGGACACAAA 
GGACTCTCGACCCAAACTGCCCCAGACCCTCTCCAGAGGTTGGGGTGACCAACT CATCTGGA 
CTCAGACATATGAAGAAGCTCTATATAAATCCAAGACAAGCAACAAACCCT'TGATGATTATT 
CATCACTTGGATGAGTGCCCACACAGTCAAGCTTTAAAGAAAGTGTTTGCTGAAAATAAAGA 
AATCCAGAAATTGGCAGAGCAGTTTGTCCTCCT CAATCTGGTTTATGAAACAACTGACAAAC 
ACCTTTCTCCTGATGGCCAGTATGTCCCCAGGATTATGTTTGTTGACCCATCTCTGACAGTT 
AGAGCCGATATCACTGGAAGATATTCAAATCGTCTCTATGCTTACGAACCTGCAGATACAGC 
TCTGTTGCTTGACAACATGAAGAAAGCTCTCAAGTTGCTGAAGACTGAATTGTAAAGAAAAA 
AAATCTCCAAGCCCTTCTGTCTGTCAGGCCTTGAGACTTGAAACCAGAAGAAGTGTGAGAAG 
ACTGGCTAGTGTGGAAGCATAGTGAACACACTGATTAGGTTATGGTTTAATGTTACAACAAC 
TATTTTTTAAGAAAAACAAGTTTTAGAAATTTGGTTTCAAGTGTACATGTGTGAAAACAATA 
TTGTATACTACCATAGTGAGCCATGATTTTCTAAAAAAAAAAATAAATGTTA 
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FIGURE 28 

></usr/seqdb2/s st/DNA/Dnas eqs. min / ss. DNA59485 
><subunit 1 of 1, 175 aa, 1 stop 
><MW: 19979, pI: 9.26, NX (S/T) : 0 
MEKIPVSAFLLLVALSYTLARDTTVKPGAKKDTKDSRPKLPQTLSRGWGDOLIWTOTYEE 
ALYKSKTSNKPLMIIHHLDECPHSOALKKVFAENKEIOKLAEOFVLLNLVYETTDKHLSP 
DGOYVPRIMFVDPSLTVRADIT GRYSNRLYAYEPADTALLI, DNMKKALKLLKTEL 

Important features: 
Signal peptide: 
Amino acids 1-2O 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 30-34 
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FIGURE 29 
AAGACCCTCTCTTTCGCTGTTTGAGAGTCTCTCGGCTCAAGGACCGGGAGGTAAGAGGTT 
TGGGACTGCCCCGGCAACTCCAGGGTGTCTGGTCCACGACCTATCCTAGGCGCCATGGGT 
GTGATAGGTATACAGCTGGTTGTTACCATGGTGATGGCCAGTGTCATGCAGAAGATTATA 
CCT CACTATTCTCTTGCTCGATGGCTACTCTGTAATGGCAGTTTGAGGTGGTATCAACAT 
CCTACAGAAGAAGAATTAAGAATTCTTGCAGGGAAACAACAAAAAGGGAAAACCAAAAAA 
GATAGGAAATATAATGGTCACATTGAAAGTAAGCCATTAACCATTCCAAAGGATATTGAC 
CTTCATCTAGAAACAAAGTCAGTTACAGAAGTGGATACTTTAGCATTGCATTACTTTCCA 
GAATACCAGTGGCTGGTGGATTTCACAGTGGCTGCTACAGTTGTGTATCTAGTAACTGAA 
GTCTACTACAATTTTATGAAGCCTACACAGGAAATGAATATCAGCTTAGTCTGGTGCCTA 
CTTGTTTTGTCTTTTGCAATCAAAGTTCTATTTTCATTAACTACACACTATTTTAAAGTA 
GAAGATGGTGGTGAAAGATCTGTTTGTGT CACCTTTGGATTTTTTTTCTTTGTCAAAGCA 
ATGGCAGTGTTGATTGTAACAGAAAATTATCTGGAATTTGGACTTGAAACAGGGTTTACA 
AATTTTTCAGACAGTGCGATGCAGTTTCTTGAAAAGCAAGGTTTAGAATCTCAGAGTCCT 
GTTTCAAAACTTACTTTCAAATTTTTCCTGGCTATTTTCTGTTCATTCATTGGGGCTTTT 
TTGACATTTCCTGGATTACGACTGGCTCAAATGCATCTGGATGCCCTGAATTTGGCAACA 
GAAAAAATTACACAAACTTTACTTCATATCAACTTCTTGGCACCTTTATTTATGGTTTTG 
CTCTGGGTAAAACCAATCACCAAAGACTACATTATGAACCCACCACTGGGCAAAGAAATT 
TCCCCATCTGGAAGATGAAGATAATAGTATCTAACTCACAAGGTTATCATTGGAATAAAT 
GAAAGAACACATGTAATGCAACCAGCTGGAATTAAGTGCTTAATAAATGTTCTTTTCACT 
GCTTTGCCT CATCAGAATTAAAATAGAAATACTTGACTAGT 
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FIGURE 30 

</usr/seqdb2/s st/DNA/Dnasegs. full/ss. DNA64966 
<subunit 1 of 1, 307 aa, 1 stop 
<MW: 35098, pI : 8 - 11, NX (S/T) : 3 
MGVIGIOLVVTMVMASVMQKIIPHYSIARWLLCNGSLRWYOHPTEEELRILAGKOOKGKT 
KKDRKYNGHIESKPLTIPKDIDLHLETKSVTEVDTLALHYFPEYQWLVDFTVAATVVYLV 
TEVYYNFMKPTQEMNISLVWCLLVLSFAIKVLFSLTTHYFKVEDGGERSVCVTFGFFFFV 
KAMAVLIVTENYLEFGLETGFTNFSDSAMQFLEKOGLESQSPVSKLTFKFFLAIFCSFIG 
AFLTFPGLRLAOMHLDALNLATEKITOTLLHINFLAPLFMVLLWVKPITKDYIMNPPLGK 
EISPSGR 

Important features: 
Signal peptide : 
Amino acids 1-15 

Transmenbrane domains : 
Amino acids 134-157; 169-189; 230-248; 272-285 

N-glycosylation sites: 
Amino acids 34-38; 135-139; 203-2O7 

ATP/GTP-binding site motif A (P-loop): 
Amino acids 53-61 

Tyrosine kinase phosphorylation site: 
Amino acids 59-67 

N-myristoylation sites : 
Amino acids 165-171; 196-202; 24 O-246; 247-253 
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FIGURE 31 

GTAGCATAGTGTGCAGTTCACTGGACCAAAAGCTTTGGCTGCACCTCTTCTGGAAAGCTGGCC 
ATGGGGCTCTTCATGATCATTGCAATTCTGCTGTTCCAGAAACCCACAGTAACCGAACAACT 
TAAGAAGTGCTGGAATAACTATGTACAAGGACATTGCAGGAAAATCTGCAGAGTAAATGAAG 
TGCCTGAGGCACTATGTGAAAATGGGAGATACTGTTGCCT CAATATCAAGGAACTGGAAGCA 
TGTAAAAAAATTACAAAGCCACCTCGTCCAAAGCCAGCAACACTTGCACTGACTCTTCAAGA 
CTATGTTACAATAATAGAAAATTTCCCAAGCCTGAAGACACAGTCTACATAAATCAAATACA 
ATTTCGTTTTCACTTGCTTCTCAACCTAGTCTAATAAACTAAGGTGATGAGATATACATCTT 
CTTCCTTCTGGTTTCTTGATCCTTAAAATGACCTTCGAGCATATTCTAATAAAGTGCATTGC 
CAGTTAAAAAAAAAAA 
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FIGURE 32 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA82403 
><subunit 1 of 1, 99 aa, l stop 
><MW: 11343, pl.: 9. 17, NX (S/T) : 0 
MGLEMI IAILL FOKPTVTEQLKKCWNNYVQGHCRKICRVNEVPEALCENGRYCCLNIKEL 
EACKKITKPPRPKPATLALTLODYVTIIENFPSLKTOST 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 64 - 68 
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FIGURE 33 
CGGACGCGTGGGCGCTGAGCCCCGGAGGCCAGGGCGTCCGGGGCTGCGCCACTTCCGAGGGC 
CGAGCGCTGCCGGTCCCGGCGGTGCGACACGGCCGGGAGGAGGAGAACAACGCAAGGGGCTC 
AACCGTCGGTCGCTGGAGCCCCCCCCGGGGCGTGGCCTCCCGCCCCCTCAGCTGGGGAGGGC 
GGGGCTCGCTGCCCCCTGCTGCCGACTGCGACCCTTACAGGGGAGGGAGGGCGCAGGCCGCG 
CGGAGATGAGGAGGAGGCTGCGCCTACGCAGGGACGCATTGCTCACGCTGCTCCTTGGCGCC 
TCCCTGGGCCTCTTACTCTATGCGCAGCGCGACGGCGCGGCCCCGACGGCGAGCGCGCCGCG 
AGGGCGAGGGAGGGCGGCACCGAGGCCCACCCCCGGACCCCGCGCGTTCCAGTTACCCGACG 
CGGGTGCAGCCCCGCCGGCCTACGAAGGGGACACACCGGCGCCGCCCACGCCTACGGGACCC 
TTTGACTTCGCCCGCTATTTGCGCGCCAAGGACCAGCGGCGGTTTCCACTGCTCATTAACCA 
GCCGCACAAGTGCCGCGGCGACGGCGCACCCGGTGGCCGCCCGGACCTGCTTATTGCTGTCA 
AGTCGGTGGCAGAGGACTTCGAGCGGCGCCAAGCCGTGCGCCAGACGTGGGGCGCGGAGGGT 
CGCGTGCAGGGGGCGCTGGTGCGCCGCGTGTTCTTGCTGGGCGTGCCCAGGGGCGCAGGCTC 
GGGCGGGGCCGACGAAGTTGGGGAGGGCGCGCGAACCCACTGGCGCGCCCTGCTGCGGGCCG 
AGAGCCTTGCGTATGCGGACATCCTGCTCTGGGCCTTCGACGACACCTTTTTTAACCTAACG 
CTCAAGGAGATCCACTTTCTAGCCTGGGCCTCAGCTTTCTGCCCCGACGTGCGCTTCGTTTT 
TAAGGGCGACGCAGATGTGTTCGTGAACGTGGGAAATCTCCTGGAGTTCCTGGCGCCGCGGGAC 
CCGGCGCAAGACCTGCTTGCTGGTGACGTAATTGTGCATGCGCGGCCCATCCGCACGCGGGC 
TAGCAAGTACTACATCCCCGAGGCCGTGTACGGCCTGCCCGCCTATCCGGCCTACGCGGGCG 
GCGGTGGCTTTGTGCTTTCCGGGGCCACGCTGCACCGCCTGGCTGGCGCCTGTGCGCAGGTC 
GAGCTCTTCCCCATCGACGACGTCTTTCTGGGCATGTGTCTGCAGCGCCTGCGGCTCACGCC 
CGAGCCTCACCCTGCCTTCCGCACCTTTGGCATCCCCCAGCCTTCAGCCGCGCCGCATTTGA 
GCACCTTCGACCCCTGCTTTTACCGTGAGCTGGTTGTAGTGCACGGGCTCTCGGCCGCTGAC 
ATCTGGCTTATGTGGCGCCTGCTGCACGGGCCGCATGGGCCAGCCTGTGCGCATCCACAGCC 
TGTCGCTGCAGGCCCCTTCCAATGGGACTCCTAGCTCCCCACTACAGCCCCAAGCTCCTAAC 
TCAGACCCAGAATGGAGCCGGTTTCCCAGATTATTGCCGTGTATGTGGTTCTTCCCTGATCA 
CCAGGTGCCTGTCTCCACAGGATCCCAGGGGATGGGGGTTAAGCTTGGCTCCTGGCGGTCCA 
CCCTGCTGGAACCAGTTGAAACCCGTGTAATGGTGACCCTTTGAGCGAGCCAAGGCTGGGTG 
GTAGATGACCATCTCTTGTCCAACAGGTCCCAGAGCAGTGGATATGTCTGGTCCTCCTAGTA 
GCACAGAGGTGTGTTCTGGTGTGGTGGCAGGGACTTAGGGAATCCTACCACTCTGCTGGATT 
TGGAACCCCCTAGGCTGACGCGGACGTATGCAGAGGCTCTCAAGGCCAGGCCCCACAGGGAG 
GTGGAGGGGCTCCGGCCGCCACAGCCTGAATTCATGAACCTGGCAGGCACTTTGCCATAGCT 
CATCTGAAAACAGATATTATGCTTCCCACAACCTCTCCTGGGCCCAGGTGTGGCTGAGCACC 
AGGGATGGAGCCACACATAAGGGACAAATGAGTGCACGGTCCTACCTAGTCTTTCCT CACCT 
CCTGAACT CACACAACAATGCCAGTCTCCCACTGGAGGCTGTATCCCCTCAGAGGAGCCAAG 
GAATGTCTTCCCCTGAGATGCCACCACTATTAATTTCCCCATATGCTTCAACCACCCCCTTG 
CT CAAAAAACCAATACCCACACTTACCTTAATACAAACATCCCAGCAACAGCACATGGCAGG 
CCATTGCTGAGGGCACAGGTGCTTTATTGGAGAGGGGATGTGGGCAGGGGATAAGGAAGGTTCC 
CCCATTCCAGGAGGATGGGAACAGTCCTGGCTGCCCCTGACAGTGGGGATATGCAAGGGGCT 
CTGGCCAGGCCACAGTCCAAATGGGAAGACACCAGTCAGTCACAAAAGTCGGGAGCGCCACA 
CAAACCTGGCTATAAGGCCCAGGAACCATATAGGAGCCTGAGACAGGTCCCCTGCACATTCA 
TCATTAAACTATACAGGATGAGGCTGTACATGAGTTAATTACAAAAGAGTCATATTTACAAA 
AATCTGTACACACATTTGAAAAACT CACAAAATTGTCATCTATGTATCACAAGTTGCTAGAC 
CCAAAATATTAAAAATGGGATAAAATTNNTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAA 



Patent Application Publication Apr. 3, 2003. Sheet 34 of 115 US 2003/0064474 A1 

FIGURE 34 

></usr/seqdb2/s st/DNA/Dnasegs.min / ss. DNA83505 
><subunit 1 of 1, 402 aa, 1 stop 
><MW: 43751, pI: 9.42, NX (S/T) : 1 
MRRRLRLRRDALLTLLLGASLGLLLYAORDGAAPTASAPRGRGRAAPRPTPGPRAFOLPD 
AGAAPPAYEGDTPAPPTPTGPFDFARYLRAKDQRRFPLLINQPHKCRGDGAPGGRPDLLI 
AVKSVAEDFERROAVROTWGAEGRVOGALVRRVFLLGVPRGAGSGGADEVGEGARTHWRA 
LILRAESLAYADILLWAFDDTFFNLTLKEIHFLAWASAFCPDVRFVFKGDADVEVNVGNLL 
EFLAPRDPAQDLLAGDVIVHARPIRTRASKYYIPEAVYGLPAY PAYAGGGGFVLSGATLH 
RLAGACAQVELFPIDDVFLGMCLQRLRLTPEPHPAFRTFGIPQPSAAPHLSTFDPCFYRE 
LVVVHGLSAADIWLMWRLLHGPHGPACAHPOPVAAGPFOWDS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-27 

N-glycosylation site: 
Amino acids 2O3-2O7 

N-myristoylation sites: 
Amino acids 18-24; 31-37; 11 O-116; 157-163; 161-167 

163-169; 366-372 

Cell attachment sequence: 
Amino acids 107-110 
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FIGURE 35 
AGCAGCCTCTGCCCGACCCGGCTCGTGCGGACCCCAGGACCGGGCGCGGGACGCGTGCGTCC 
AGCCTCCGGCGCTGCGGAGACCCGCGGCTGGGTCCGGGGAGGCCCCAAACCCGCCCCCGCCA 
GAACCCCGCCCCAAATTCCCACCTCCTCCAGAAGCCCCGCCCACTCCCGAGCCCCGAGAGCT 
CCGCGCACCTGGGCGCCATCCGCCCTGGCTCCGCTGCACGAGCTCCACGCCCGTACCCCGGC 
GTCACGCTCAGCCCGCGGTGCTCGCACACCTGAGACT CATCTCGCTTCGACCCCGCCGCCGC 
CGCCGCCCGGCATCCTGAGCACGGAGACAGTCTCCAGCTGCCGTTCATGCTTCCTCCCCAGC 
CTTCCGCAGCCCACCAGGGAAGGGGCGGTAGGAGTGGCCTTTTACCAAAGGGACCGGCGATG 
CTCTCCAGGCTGTGCTGGCTGGTCTCGTACAGCTTGGCTGTGCTGTTGCTCGGCTGCCTGCT 
CTTCCTGAGGAAGGCGGCCAAGCCCGCAGGAGACCCCACGGCCCACCAGCCTTTCTGGGCTCCC 
CCAACACCCCGT CACAGCCGGTGTCCACCCAACCACACAGTGTCTAGCGCCTCTCTGTCCCT 
GCCTAGCCGT CACCGTCTCTTCTTGACCTATCGTCACTGCCGAAATTTCTCTATCTTGCTGG 
AGCCTTCAGGCTGTTCCAAGGATACCTTCTTGCTCCTGGCCATCAAGTCACAGCCTGGT CAC 
GTGGAGCGACGTGCGGCTATCCGCAGCACGTGGGGCAGGGTGGGGGGATGGGCTAGGGGCCG 
GCAGCTGAAGCTGGTGTTCCTCCTAGGGGTGGCAGGATCCGCTCCCCCAGCCCAGCTGCTGG 
CCTATGAGAGTAGGGAGTTTGATGACATCCTCCAGTGGGACTTCACTGAGGACTTCTTCAAC 
CTGACGCTCAAGGAGCTGCACCTGCAGCGCTGGGTGGTGGCTGCCTGCCCCCAGGCCCATTT 
CATGCTAAAGGGAGATGACGATGTCTTTGTCCACGTCCCCAACGTGTTAGAGTTCCTGGATG 
GCTGGGACCCAGCCCAGGACCTCCTGGTGGGAGATGTCATCCGCCAAGCCCTGCCCAACAGG 
AACACTAAGGTCAAATACTTCATCCCACCCT CAATGTACAGGGCCACCCACTACCCACCCTA 
TGCTGGTGGGGGAGGATATGTCATGTCCAGAGCCACAGTGCGGCGCCTCCAGGCTATCATGG 
AAGATGCTGAACTCTTCCCCATTGATGATGTCTTTGTGGGTATGTGCCTGAGGAGGCTGGGG 
CTGAGCCCTATGCACCATGCTGGCTTCAAGACATTTGGAATCCGGCGGCCCCTGGACCCCTT 
AGACCCCTGCCTGTATAGGGGGCTCCTGCTGGTTCACCGCCTCAGCCCCCTCGAGATGTGGA 
CCATGTGGGCACTGGTGACAGATGAGGGGCTCAAGTGTGCAGCTGGCCCCATACCCCAGCGC 
TGAAGGGTGGGTTGGGCAACAGCCTGAGAGTGGACTCAGTGTTGATTCTCTATCGTGATGCG 
AAATTGATGCCTGCTGCTCTACAGAAAATGCCAACTTGGTTTTTTAACTCCTCTCACCCTGT 
TAGCTCTGATTAAAAACACTGCAACCCAA 
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FIGURE 36 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA84927 
><subunit 1 of 1, 378 aa, 1 stop 
><MW: 42310, pI: 9.58, NX (S/T) : 3 
MLPPOPSAAHOGRGGRSGLIPKGPAMLCRLCWLVSYSLAVLLLGCLL FLRKAAKPAGDPT 
AHOPFWAPPTPRHSRCPPNHTVSSASLSLPSRHRLFLTYRHCRNFSILLEPSGCSKDTFL 
LLAIKSOPGHVERRAAIRSTWGRVGGWARGROLKLVFLLGVAGSAPPAOLLAYESREFDD 
ILQWDFTEDFFNLTLKELHLORWVVAACPOAHFMLKGDDDVFVHVPNVLEFLDGWDPAOD 
LLVGDVIROALPNRNTKVKYFIPPSMYRATHYPPYAGGGGYVMSRATVRRLOAIMEDAEL 
FPIDDVFVGMCLRRLGLSPMHHAGEKTFGIRRPLDPLDPCLYRGLLLVHRLSPLEMWTMW 
ALVTDEGLKCAAGPIPOR 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 39 

Transmembrane domain : 
Amino acids 146-171 

N-glycosylation sites: 
Amino acids 79-83; 1 O 4-108; 192-196 

N-myristoylation sites: 
Amino acids 14-20; 160-166; 367-373 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 35-46 
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FIGURE 37 
ATGAAAGTGATAATCAGGCAGCCCAAATGATTGTTAATAAGGATCAAATGAGATCGTGTATG 
TGGGTCCAATCAATTGATTCTACACAAAGGAGCCTGGGGAGGGGCCATGGTGCCAATGCACT 
TACTGGGGAGACTGGAGAAGCCGCTTCTCCTCCTGTGCTGCGCCTCCTTCCTACTGGGGCTG 
GCTTTGCTGGGCATAAAGACGGACAT CACCCCCGTTGCTTATTTCTTTCTCACATTGGGTGG 
CTTCTTCTTGTTTGCCTATCTCCTGGTCCGGTTTCTGGAATGGGGGCTTCGGTCCCAGCTCC 
AATCAATGCAGACTGAGAGCCCAGGGCCCTCAGGCAATGCACGGGACAATGAAGCCTTTGAA 
GTGCCAGTCTATGAAGAGGCCGTGGTGGGACTAGAATCCCAGTGCCGCCCCCAAGAGTTGGA 
CCAACCACCCCCCTACAGCACTGTTGTGATACCCCCAGCACCTGAGGAGGAACAACCTAGCC 
ATCCAGAGGGGTCCAGGAGAGCCAAACTGGAACAGAGGCGAATGGCCTCAGAGGGGTCCATG 
GCCCAGGAAGGAAGCCCTGGAAGAGCTCCAATCAACCTTCGGCTTCGGGGACCACGGGCTGT 
GTCCACTGCTCCTGATCTGCAGAGCTTGGCGGCAGTCCCCACATTAGAGCCTCTGACTCCAC 
CCCCTGCCTATGATGTCTGCTTTGGT CACCCTGATGATGATAGTGTTTTTTATGAGGACAAC 
TGGGCACCCCCTTAAATGACTCTCCCAAGATTTCTCTTCTCTCCACACCAGACCTCGTTCAT 
TTGACTAACATTTTCCAGCGCCTACTATGTGTCAGAAACAAGTGTTTCTGCCTGGACATCAT 
AAATGGGGACTTGGACCCTGAGGAGAGTCAGGCCACGGTAAGCCCTTCCCAGCTGAGATATG 
GGTGGCATAATTTGAGTCTTCTGGCAACATTTGGTGACCTACCCCATATCCAATATTTCCAG 
CGTTAGATTGAGGATGAGGTAGGGAGGTGATCCAGAGAAGGCGGAGAAGGAAGAAGTAACCT 
CTGAGTCCCCGCTATTGCTTCTGTTCCAGGTGCTGTTCGAGCTGTTAGAACCCTTAGGCTTCAC 
AGCTTTGTGAGTTATTATTGAAAAATGAGGATTCCAAGAGTCAGAGGAGTTTGATAATGTGC 
ACGAGGGCACACTGCTAGTAAATAACATTAAAATAACTGGAATGAA 
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FIGURE 38 

></usr/seqdb2/s st/DNA/Dnased s. min / ss. DNA92264 
><subunit 1 of 1, 216 aa, 1 Stop 
><MW: 23729, pl.: 4.73, NX (S/T) : 0 
MVPMHLLGRLEKPLL LLCCASFILGLALLGIKTDITPVAYEFLTLGGFFLEAYLLVRFLE 
WGLRSOLOSMOTESPGPSGNARDNEAFEVPVYEEAVVGLESQCRPQELDQPPPYSTVVIP 
PAPEEEOPSHPEGSRRAKLEQRRMASEGSMAQEGSPGRAPTNLRLRGPRAVSTAPDLOST, 
AAVPTLEPLTPPPAYDVCEGHPDDDSVFYEDNWAPP 

Important features of the protein: 
Signal peptide: 
Amino acids 1-25 

Transmembrane domain: 
Amino acids 41-59 

N-myristoylation site: 
Amino acids 133-139 
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FIGURE 39 
CCCACGCGTCCGGCGGCTACACACCTAGGTGCGGTGGGCTTCGGGTGGGGGGCCTGCAGCTA 
GCTGATGGCAAGGGAGGAATAG CAGGGGTGGGGATTGTGGTGTGCGAGAGGTCCCGCGGACG 
GGGGGCTCGGGGGTCTCTTCAGACGAGATTCCCTTCAGGCTTGGGCCGGGTCCCTTCGCACG 
GAGATCCCAATGAACGCGGGCCCCTGGAGGCCGGTGGTTGGGGCTTCTCCGCGTCGGGGATG 
GGGCCGGTACCCTAGCCCGTTTCCAGCGCCTCAGTCGGTTCCCCATGCCCTCAGAGGTGGCC 
CGGGGCAAGCGCGCCGCCCTCTTCTTCGCTGCGGTGGCCATCGTGCTGGGGCTACCGCTCTG 
GTGGAAGACCACGGAGACCTACCGGGCCTCGTTGCCTTACTCCCAGATCAGTGGCCTGAATG 
CCCTTCAGCTCCGCCT CATGGTGCCTGTCACTGTCGTGTTTACGCGGGAGTCAGTGCCCCTG 
GACGACCAGGAGAAGCTGCCCTTCACCGTTGTGCATGAAAGAGAGATTCCTCTGAAATACAA 
AATGAAAATCAAATGCCGTTTCCAGAAGGCCTATCGGAGGGCTTTGGACCATGAGGAGGAGG 
CCCTGTCATCGGGCAGTGTGCAAGAGGCAGAAGCCATGTTAGATGAGCCTCAGGAACAAGCG 
GAGGGCTCCCTGACTGTGTACGTGATATCTGAACACTCCT CACTTCTTCCCCAGGACATGAT 
GAGCTACATTGGGCCCAAGAGGACAGCAGTGGTGCGGGGGATAATGCACCGGGAGGCCTTTA 
ACATCATTGGCCGCCGCATAGTCCAGGTGGCCCAGGCCATGTCTTTGACTGAGGATGTGCTT 
GCTGCTGCTCTGGCTGACCACCTTCCAGAGGACAAGTGGAGCGCTGAGAAGAGGCGGCCTCT 
CAAGTCCAGCTTGGGCTATGAGAT CACCTTCAGTTTACT CAACCCAGACCCCAAGTCCCATG 
ATGTCTACTGGGACATTGAGGGGGCTGTCCGGCGCTATGTGCAACCTTTCCTGAATGCCCTC 
GGTGCCGCTGGCAACTTCTCTGTGGACTCTCAGATTCTTTACTATGCAATGTTGGGGGTGAA 
TCCCCGCTTTGACTCAGCTTCCTCCAGCTACTATTTGGACATGCACAGCCTCCCCCATGTCA 
TCAACCCAGTGGAGTCCCGGCTGGGATCCAGTGCTGCCTCCTTGTACCCTGTGCTCAACTTT 
CTACTCTACGTGCCTGAGCTTGCACACTCACCGCTGTACATTCAGGACAAGGATGGCGCTCC 
AGTGGCCACCAATGCCTTCCATAGTCCCCGCTGGGGTGGCATTATGGTATATAATGTTGACT 
CCAAAACCTATAATGCCTCAGTGCTGCCAGTGAGAGTCGAGGTGGACATGGTGCGAGTGATG 
GAGGTGTTCCTGGCACAGTTGCGGTTGCTCTTTGGGATTGCTCAGCCCCAGCTGCCTCCAAA 
ATGCCTGCTTTCAGGGCCTACGAGTGAAGGGCTAATGACCTGGGAGCTAGACCGGCTGCTCTGG 
GCTCGGTCAGTGGAGAACCTGGCCACAGCCACCACCACCCTTACCTCCCTGGCGCAGCTTCT 
GGGCAAGATCAGCAACATTGTCATTAAGGACGACGTGGCATCTGAGGTGTACAAGGCTGTAG 
CTGCCGTCCAGAAGTCGGCAGAAGAGTTGGCGTCTGGGCACCTGGCATCTGCCTTTGTCGCC 
AGCCAGGAAGCTGTGACATCCTCTGAGCTTGCCTTCTTTGACCCGT CACTCCTCCACCTCCT 
TTATTTCCCTGATGACCAGAAGTTTGCCATCTACATCCCACTCTTCCTGCCTATGGCTGTGC 
CCATCCTCCTGTCCCTGGTCAAGATCTTCCTGGAGACCCGCAAGTCCTGGAGAAAGCCTGAG 
AAGACAGACTGAGCAGGGCAGCACCTCCATAGGAAGCCTTCCTTTCTGGCCAAGGTGGGCGG 
TGTTAGATTGTGAGGCACGTACATGGGGCCTGCCGGAATGACTTAAATATTTGTCTCCAGTC 
TCCACTGTTGGCTCTCCAGCAACCAAAGTACAACACTCCAAGATGGGTTCATCTTTTCTTCC 
TTTCCCATTCACCTGGCT CAATCCTCCTCCACCACCAGGGGCCTCAAAAGGCACATCATCCG 
GGTCTCCTTATCTTGTTTGATAAGGCTGCTGCCTGTCTCCCTCTGTGGCAAGGACTGTTTGT 
TCTTTTGCCCCATTTCTCAACATAGCACACTTGTGCACTGAGAGGAGGGAGCATTATGGGAA 
AGTCCCTGCCT''CCACACCTCTCTCTAGTCCCTGTGGGACAGCCCTAGCCCCTGCTGTCATG 
AAGGGGCCAGGCATTGGT CACCTGTGGGACCTTCTCCCT CACTCCCCTCCCTCCTAGTTGGC 
TTTGTCTGTCAGGTGCAGTCTGGCGGGAGTCCAGGAGGCAGCAGCTCAGGACATGGTGCTGT 
GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCAGAGGTTCCAGAAAGTTCCAGATTT 
GGAATCAAACAGTCCTGAATTCAAATCCTTGTTTTTGCACTTATTGTCTGGAGAGCTTTGGA 
TAAGGTATTGAATCTCTCTCAGCCT CAGTTTTTCATTTGTTCAAATGGCACTGATGATGTCT 
CCCTTACAAGATGGTTGTGAGGAGTAAATGTGATCAGCATGTAAAGTGTCTGGCGTGTAGTA 
GGCTCTTAATAAACACTGGCTGAATATGAATTGGAATGAT 
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FIGURE 40 

></usr/seddb2/s st/DNA/Dnased s. min/ss. DNA94713 
><subunit 1 of 1, 547 aa, 1 stop 
><MW: 61005, pI: 6. 34, NX (S/T) : 2 
MPSEVARGKRAALFFAAVAIVLGLPLWWKTTETYRASLPYSOISGLNALOLRLMVPVTVV 
FTRESVPLDDOEKLPFTVVHEREIPLKYKMKIKCRFOKAYRRALDHEEEALSSGSVOEAE 
AMLDE POEQAEGSLTVYVISEHSSLLPODMMSYIGPKRTAVVRGIMHREAFNIIGRRIVO 
VAOAMSLTEDVLAAALADHLPEDKWSAEKRRPLKSSLGYEITFSLLNPDPKSHDVYWDIE 
GAVRRYVOPFLNALGAAGNFSVDSOILYYAMLGVNPRFDSASSSYYLDMHSLPHVINPVE 
SRLGSSAASLYPVLNFLLYVPELAHSPLYIQDKDGAPVATNAFHSPRWGGIMVYNVDSKT 
YNASVLPVRVEVDMVRVMEVFLAOLRLLFGIAOPOL PPKCLLSGPTSEGLMTWELDRLLW 
ARSVENLATATTTLTSLAOLLGKISNIVIKDDVASEVYKAVAAVOKSAEELASGHLASAF 
VASOEAVTSSELAFFDPSLLHILLY FPDDOKFAIYIPLFLPMAVPILLSLVKIFLETRKSW 
RKPEKTD 

Important features of the protein: 
Signal peptide: 
Amino acids 1-23 

Transmembrane domain : 
Amino acids 511 - 530 

N-glycosylation sites: 
Amino acids 259-263; 362-366 

N-myristoylation sites: 
Amino acids 255-261; 304-31 O; 335-341 

Amidation sites: 
Amino acids 7-11; 17 4-178 
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FIGURE 41 
CCAGCTGCAGAGAGGAGGAGGTGAGCTGCAGAGAAGAGGAGGTTGGTGTGGAGCACAGGCAG 
CACCGAGCCTGCCCCGTGAGCTGAGGGCCTGCAGTCTGCGGCTGGAATCAGGATAGACACCA 
AGGCAGGACCCCCAGAGATGCTGAAGCCTCTTTGGAAAGCAGCAGTGGCCCCCACATGGCCA 
TGCTCCATGCCGCCCCGCCGCCCGTGGGACAGAGAGGCTGGCACGTTGCAGGTCCTGGGAGC 
GCTGGCTGTGCTGTGGCTGGGCTCCGTGGCTCTTATCTGCCTCCTGTGGCAAGTGCCCCGTCCT 
CCCACCTGGGGCCAGGTGCAGCCCAAGGACGTGCCCAGGTCCTGGGAGCATGGCTCCAGCCC 
AGCTTGGGAGCCCCTGGAAGCAGAGGCCAGGCAGCAGAGGGACTCCTGCCAGCTTGTCCTTG 
TGGAAAGCATCCCCCAGGACCTGCCATCTGCAGCCGGCAGCCCCTCTGCCCAGCCTCTGGGC 
CAGGCCTGGCTGCAGCTGCTGGACACTGCCCAGGAGAGCGTCCACGTGGCTTCATACTACTG 
GTCCCTCACAGGGCCTGACATCGGGGTCAACGACTCGTCTTCCCAGCTGGGAGAGGCTCTTC 
TGCAGAAGCTGCAGCAGCTGCTGGGCAGGAACATTTCCCTGGCTGTGGCCACCAGCAGCCCG 
ACACTGGCCAGGACATCCACCGACCTGCAGGTTCTGGCTGCCCGAGGTGCCCATGTACGACA 
GGTGCCCATGGGGCGGCT CACCAGGGGTGTTTT GCACTCCAAATTCTGGGTTGTGGATGGAC 
GGCACATATACATGGGCAGTGCCAACATGGACTGGCGGTCTCTGACGCAGGTGAAGGAGCTT 
GGCGCTGTCATCTATAACTGCAGCCACCTGGCCCAAGACCTGGAGAAGACCTTCCAGACCTA 
CTGGGTACTGGGGGTGCCCAAGGCTGTCCTCCCCAAAACCTGGCCTCAGAACTTCTCATCTC 
ACTTCAACCGTTTCCAGCCCTTCCACGGCCTCTTTGATGGGGTGCCCACCACTGCCTACTTC 
TCAGCGTCGCCACCAGCACTCTGTCCCCAGGGCCGCACCCGGGACCTGGAGGCGCTGCTGGC 
GGTGATGGGGAGCGCCCAGGAGTTCATCTATGCCTCCGTGATGGAGTATTTCCCCACCACGC 
GCTTCAGCCACCCCCCGAGGTACTGGCCGGTGCTGGACAACGCGCTGCGGGCGGCAGCCTTC 
GGCAAGGGCGTGCGCGTGCGCCTGCTGGTCGGCTGCGGACT CAACACGGACCCCACCATGTT 
CCCCTACCTGCGGTCCCTGCAGGCGCTCAGCAACCCCGCGGCCAACGTCTCTGTGGACGTGA 
AAGTCTTCATCGTGCCGGTGGGGAACCATTCCAACATCCCATTCAGCAGGGTGAACCACAGC 
AAGTTCATGGTCACGGAGAAGGCAGCCTACATAGGCACCTCCAACTGGTCGGAGGATTACTT 
CAGCAGCACGGCGGGGGTGGGCTTGGTGGT CACCCAGAGCCCTGGCGCGCAGCCCGCGGGGG 
CCACGGTGCAGGAGCAGCTGCGGCAGCTCTTTGAGCGGGACTGGAGTTCGCGCTACGCCGTC 
GGCCTGGACGGACAGGCTCCGGGCCAGGACTGCGTTTGGCAGGGCTGAGGGGGGCCTCTTTT 
TCTCTCGGCGACCCCGCCCCGCACGCGCCCTCCCCTCTGACCCCGGCCTGGGCTTCAGCCGC 
TTCCTCCCGCAAGCAGCCCGGGTCCGCACTGCGCCAGGAGCCGCCTGCGACCGCCCGGGCGT 
CGCAAACCGCCCGCCTGCTCTCTGATTTCCGAGTCCAGCCCCCCCTGAGCCCCACCTCCTCC 
AGGGAGCCCTCCAGGAAGCCCCTTCCCTGACTCCTGGCCCACAGGCCAGGCCTAAAAAAAAC 
TCGTGGCTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 42 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA96869 
><subunit 1 of 1, 489 aa, 1 stop 
><MW: 53745, pI: 8.36, NX (S/T) : 8 
MPPRRPWDREAGTLOVLGALAVLWLGSVALICLLWQVPRPPTWGQVQPKDVPRSWEHGSS 
PAWEPLEAEAROORDSCOLVLVESIPODLPSAAGSPSAOPLGOAWLOLLDTAOESVHVAS 
YYWSLTGPDIGVNDSSSQLGEALLQKLQQLLGRNISLAVATSSPTLARTSTDLQVLAARG 
AHVROVPMGRLTRGVLHSKFWVVDGRHIYMGSANMDWRSLTOVKELGAVIYNCSHLAQDL 
EKTFOTYWVLGVPKAVLPKTWPONFSSHFNRFQPFHGLFDGVPTTAYFSASPPALCPOGR 
TRDLEALLAVMGSAOEFIYASVMEYFPTTRFSHPPRYWPVLDNALRAAAFGKGVRVRLLV 
GCGLNTDPTMFPYLRSLQALSNPAANVSVDVKVFIVPVGNHSNIPFSRVNHSKFMVTEKA 
AYIGTSNWSEDYESSTAGVGLVVTOSPGAQPAGATVQEQLRQLFERDWSSRYAVGLDGQA 
PGQDCVWOG 

Important features of the protein: 
Signal peptide : 
Amino acids 1-29 

N-glycosylation sites: 
Amino acids 133-137; 154-158; 232-236; 264-268; 

386-390; 4 OO - 4 O4; 4 O-4 14; 427-431 

N-myristoylation sites: 
Amino acids 58-64 ; 94-1OO; 131-137; 194-200; 251-257; 

277-283; 281-287; 361-367; 399-405; 
440-446; 4 48-454; 478 - 484 
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FIGURE 43 
GGGCCTGGCGATCCGGATCCCGCAGGCGCGCTGGCTGCGCTGCCCGGCTGTCTGTCGTCATG 
GTGGGGCCCTGGGTGTATCTGGTGGCGGCAGTTTTGCTCATCGGCCTGATCCTCTTCCTGAC 
TCGCAGCCGGGGTCGGGCGGCAGCAGCTGACGGAGAACCACTGCACAATGAGGAAGAGAGGG 
CAGGAGCAGGCCAGGTAGGCCGCTCTTTGCCCCAGGAGTCTGAAGAACAGAGAACTGGAAGC 
AGACCCCGGCGTCGGAGGGACTTGGGCAGCCGTCTACAGGCCCAGCGTCGAGCCCAGCGAGT 
GGCCTGGGAAGACGGGGATGAGAATGTGGGT CAAACTGTTATTCCAGCCCAGGAGGAAGAAG 
GCATTGAGAAGCCAGCAGAAGTTCACCCAACAGGGAAAATTGGAGCCAAGAAACTACGGAAG 
CTAGAGGAAAAACAGGCTCGAAAGGCTCAGCGAGAGGCAGAGGAGGCTGAACGTGAAGAACG 
GAAACGCCTAGAGTCCCAACGTGAGGCCGAATGGAAGAAGGAAGAGGAACGGCTTCGCCTGA 
AGGAAGAACAGAAGGAGGAGGAAGAGAGGAAGGCTCAGGAGGAGCAGGCCCGGCGGGAT CAC 
GAGGAGTACCTGAAACTGAAGGAGGCCTTCGTGGTAGAAGAAGAAGGTGTTAGCGAAACCAT 
GACTGAGGAGCAGTCT CACAGCTTCCTGACAGAATTCATCAATTACATCAAGAAGTCCAAGG 
TTGTGCTTTTGGAAGATCTGGCTTTCCAGATGGGCCTAAGGACT CAGGACGCCATAAACCGC 
ATCCAGGACCTGCTGACGGAGGGGACTCTAACAGGTGTGATTGACGACCGGGGCAAGTTTAT 
CTACATAACCCCAGAGGAACTGGCTGCCGTGGCCAATTTCATCCGACAGCGGGGCCGGGTGT 
CCATCACAGAGCTTGCCCAGGCCAGCAACTCCCTCATCTCCTGGGGCCAGGACCTCCCTGCC 
CAGGCTTCAGCCTGACTCCAGTCCTTCCTTGAGTGTATCCTGTGGCCTACATGTGTCTTCAT 
CCTTCCCTAATGCCGTCTTGGGGCAGGGATGGAATATGACCAGAAAGTTGTGGATTAAAGGC 
CTGTGAATACTGAA 
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FIGURE 44 

></usr/seqdb2/s st/DNA/Dnasegs. Imin / ss. DNA96881 
><subunit 1. Of 1, 315 aa, 1 stop 
><MW: 35963, pI : 5. 38, NX (S/T) : 0 
MVGPWVYLVAAVLLIGLILFLTRSRGRAAAADGEPLHNEEERAGAGQVGRSL POESEEOR 
TGSRPRRRRDLGSRLOAQRRAORVAWEDGDENVGOTVIPAQEEEGIEKPAEVHPTGKIGA 
KKLRKLEEKOARKAQREAEEAEREERKRLESOREAEWKKEEERLRLKEEQKEEEERKAOE 
EQARRDHEEYLKLKEAFVVEEEGVSETMTEEOSHSFLTEFINYIKKSKVVLLEDLAFOMG 
LRTODAINRIODLLTEGTLTGVIDDRGKFIYITPEELAAVANFIRORGRVSITELAOASN 
SLISWGODLPAOASA 

Important features of the protein: 
Signal peptide : 
Amino acids 1-26 

N-myristoylation sites: 
Amino acids 2O3-209;257-263 
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ACGGGCCGCAGCGGCAGTGACGTAGGGTTGGCGCACGGATCCGTTGCGGCTGCAGCTCTGCA 
GTCGGGCCGTTCCTTCGCCGCCGCCAGGGGTAGCGGTGTAGCTGCGCAGCGTCGCGCGCGCT 
ACCGCACCCAGGTTCGGCCCGTAGGCGTCTGGCAGCCCGGCGCCATCTTCATCGAGCGCCAT 
GGCCGCAGCCTGCGGGCCGGGAGCGGCCGGGTACTGCTTGCTCCTCGGCTTGCATTTGTTTC 
TGCTGACCGCGGGCCCTGCCCTGGGCTGGAACGACCCTGACAGAATGTTGCTGCGGGATGTA 
AAAGCTCTTACCCTCCACTATGACCGCTATACCACCTCCCGCAGGCTGGATCCCATCCCACA 
GTTGAAATGTGTTGGAGGCACAGCTGGTTGTGATTCTTATACCCCAAAAGTCATACAGTGTC 
AGAACAAAGGCTGGGATGGGTATGATGTACAGTGGGAATGTAAGACGGACTTAGATATTGCA 
TACAAATTTGGAAAAACTGTGGTGAGCTGTGAAGGCTATGAGTCCTCTGAAGACCAGTATGT 
ACTAAGAGGTTCTTGTGGCTTGGAGTATAATTTAGATTATACAGAACTTGGCCTGCAGAAAC 
TGAAGGAGTCTGGAAAGCAGCACGGCTTTGCCTCTTTCTCTGATTATTATTATAAGTGGTCC 
TCGGCGGATTCCTGTAACATGAGTGGATTGATTACCATCGTGGTACTCCTTGGGATCGCCTT 
TGTAGTCTATAAGCTGTTCCTGAGTGACGGGCAGTATTCTCCTCCACCGTACTCTGAGTATC 
CTCCATTTTCCCACCGTTACCAGAGATTCACCAACT CAGCAGGACCTCCTCCCCCAGGCTTT 
AAGTCTGAGTTCACAGGACCACAGAATACTGGCCATGGTGCAACTTCTGGTTTTGGCAGTGC 
TTTTACAGGACAACAAGGATATGAAAATTCAGGACCAGGGTTCTGGACAGGCTTGGGAACTG 
GTGGAATACTAGGATATTTGTTTGGCAGCAAT AGAGCGGCAACACCCTTCTCAGACTCGTGG 
TACTACCCGTCCTATCCTCCCTCCTACCCTGGCACGTGGAATAGGGCTTACT CACCCCTTCA 
TGGAGGCTCGGGCAGCTATTCGGTATGTTCAAACT CAGACACGAAAACCAGAACTGCATCAG 
GATATGGTGGTACCAGGAGACGATAAAGTAGAAAGTTGGAGTCAAACACTGGATGCAGAAAT 
TTTGGATTTTTCATCACTTTCTCTTTAGAAAAAAAGTACTACCTGTTAACAATTGGGAAAAG 
GGGATATTCAAAAGTTCTGTGGTGTTATGTCCAGTGTAGCTTTTTGTATTCTATTATTTGAG 
GCTAAAAGTTGATGTGTGACAAAATACTTATGTGTTGTATGTCAGTGTAACATGCAGATGTA 
TATTGCAGTTTTTGAAAGTGATCATTACTGTGGAATGCTAAAAATACATTAATTTCTAAAAC 
CTGTGATGCCCTAAGAAGCATTAAGAATGAAGGTGTTGTACTAATAGAAACTAAGTACAGAA 
AATTTCAGTTTTAGGTGGTTGTAGCTGATGAGTTATTACCTCATAGAGACTATAATATTCTA 
TTTGGTATTATATTATTTGATGTTTGCTGTTCTTCAAACATTTAAATCAAGCTTTGGACTAA 
TTATGCTAATTTGTGAGTTCTGAT CACTTTTGAGCTCTGAAGCTTTGAATCATTCAGTGGTG 
GAGATGGCCTTCTGGTAACTGAATATTACCTTCTGTAGGAAAAGGTGGAAAATAAGCATCTA 
GAAGGTTGTTGTGAATGACTCTGTGCTGGCAAAAATGCTTGAAACCTCTATATTTCTTTCGT 
TCATAAGAGGTAAAGGTCAAATTTTTCAACAAAAGTCTTTTAATAACAAAAGCATGCAGTTCTC 
TGTGAAATCTCAAATATTGTTGTAATAGTCTGTTTCAATCTTAAAAAGAATCA 
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></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA96889 
><subunit 1 of 1, 339 aa, 1 stop 
><MW: 36975, pI: 7.85, NX (S/T) : 1 
MAAACGPGAAGYCLLLGLHLFLLTAGPALGWNDPDRMLLRDVKALTLHYDRYTTSRRLDP 
IPOLKCVGGTAGCDSYTPKVIQCONKGWDGYDVOWECKTDLDIAYKFGKTVVSCEGYESS 
EDOYVLRGSCGLEYNLDYTELGLOKLKESGKQHGFASFSDYYYKWSSADSCNMSGLITIV 
VLLGIAFVVYKLFLSDGOYSPPPYSEYPPFSHRYORFTNSAGPPPPGFKSEFTGPONTGH 
GATSGFGSAFTGOOGYENSGPGFWTGLGTGGILGYLFGSNRAATPFSDSWYYPSYPPSYP 
GTWNRAYSPLHGGSGSYSVCSNSDTKTRTASGYGGTRRR 

Important features of the protein: 
Signal peptide : 
Amino acids -30 

TranSICenbrane domain : 
Amino acids 171-190 

N-glycosylation site: 
Amino acids 172-176 

Glycosaminoglycan attachment sites: 
Amino acids 244-248; 259-263; 331-335 

Tyrosine kinase phosphorylation site: 
Amino acids 98-106 

N-myristoylation sites: 
Amino acids 68-74; 69-75; 131-37; 241-247; 

247-253; 2 66-272; 27 O-276; 278-284; 
32-318 
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FIGURE 47 
CCCGGAGCCGGGGAGGGAGGGAGCGAGGTTCGGACACCGGCGGCGGCTGCCTGGCCTTTCCA 
TGAGCCCGCGGCGGACCCTCCCGCGCCCCCTCTCGCTCTGCCTCTCCCTCTGCCTCTGCCTC 
TGCCTGGCCGCGGCTCTGGGAAGTGCGCAGTCCGGGTCGTGTAGGGATAAAAAGAACTGTAA 
GGTGGTCTTTTCCCAGCAGGAACTGAGGAAGCGGCTAACACCCCTGCAGTACCATGTCACTC 
AGGAGAAAGGGACCGAAAGTGCCTTTGAAGGAGAAT ACACACATCACAAAGATCCTGGAATA 
TATAAATGTGTTGTTTGTGGAACTCCATTGTTTAAGTCAGAAACCAAATTTGACTCCGGTTC 
AGGTTGGCCTTCATTCCACGATGTGATCAATTCTGAGGCAATCACATTCACAGATGACTTTT 
CCTATGGGATGCACAGGGTGGAAACAAGCTGCTCTCAGTGTGGTGCT CACCTTGGGCACATT 
TTTGATGATGGGCCTCGTCCAACTGGGAAAAGATACTGCATAAATTCGGCTGCCTTGTCTTT 
TACACCTGCGGATAGCAGTGGCACCGCCGAGGGAGGCAGTGGGGTCGCCAGCCCGGCCCAGG 
CAGACAAAGCGGAGCTCTAGAGTAATGGAGAGTGATGGAAACAAAGTGTACTTAATGCACAG 
CTTATTAAAAAAACAAAATTGTTACTTAAT AGATATATTTTTTCAAAAACTATAAGGGCA 
GTTTTGTGCTATTGATATTTTTTCTTCTTTTGCTTAAACAGAAGCCCTGGCCATCCATGTAT 
TTTGCAATTGACTAGATCAAGAACTGTTTATAGCTTTAGCAAATGGAGACAGCTTTGTGAAA 
CTTCTTCACAAGCCACTTATACCCTTTGGCATTCTTTTCTTTGAGCACATGGCTTCTTTTGC 
AGTTTTTCCCCCTTTGATTCAGAAGCAGAGGGTTCATGGTCTTCAAACATGAAAAT AGAGAT 
CTCCTCTGCAGTGTAGAGACCAGAGCTGGGCAGTGCAGGGCATGGAGACCTGCAAGACACAT 
GGCCTTGAGGCCTTTGCACAGACCCACCTAAGATAAGGTTGGAGTGATGTTTTAATGAGACT 
GTTCAGCTTTGTGGAAAGTTTGAGCTAAGGTCATTTTTTTTTTTCTCACTGAAAGGGTGTGA 
AGGTCTAAAGTCTTTCCTTATGTTAAATTGTTGCCAGATCCAAAGGGGCATACTGAGTGTTG 
TGGCAGAGAAGTAAACATTACCACACTGTTAGGCCTTTATTTTATTTTATTTTCCATCGAAA 
GCATTGGAGGCCCAGTGCAATGGCTCACGCCTGTGATCCCAGCACTTTGGGAGGCCAAGGCG 
GGTGGATCACGAGGTCAGGAGATGGAGACCATCCTGGCTAACATGGTGAAACCCCGTCTCTA 
CTAAAAATACGAAAAATTAGCCAGGCGTGGTGGTGGGCACCTGTAGTCCCAGCTACTCAGGAGG 
CTGAGGCAGGAGAATGGCGTGAACCCGGAAGGCGGAGCTTGCAGTTAGCCGAGATCATGCCA 
CTGCACTCCAGCCTACATGACAATGTGACACTCCATCTCAAAAAATAATAATAATAACAATA 
TAAGAACTAGCTGGGCATGGTGGCGCATGCATGTAGTCCCAGCTACTCCTGAGGCTCAGTCA 
GGAGAATCGCTTGAACTTGGGAGGCGGAGGTTGCAGTGAGCTGAGCTCATACCACTGCACTC 
CAGCCTGAACAGAGTGAGATCCTGTCAA 
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FIGURE 48 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA968.98 
><subunit 1 of 1, 192 aa, l stop 
><MW: 20702, pI: 7.50, NX (S/T) : 0 
MSPRRTLPRPLSLCLSLCLCLCLAAALGSAQSGSCRDKKNCKVVFSQQELRKRLTPLOYH 
VTOEKGTESAFEGEYTHHKDPGIYKCVVCGTPLFKSETKFDSGSGWPSFHDVINSEAITF 
TDDFSYGMHRVETSCSOCGAHLGHIFDDGPRPTGKRYCINSAALSFTPADSSGTAEGGSG 
WASPAOADKAEL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-24 

Glycosaminoglycan attachment site: 
Amino acids 102-106 

cAMP- and coMP-dependent protein kinase phosphorylation site: 
Amino acids 52-56 

N-myristoylation sites: 
AImino acids 28-34; 66-72; 82-88; 139-14.5; 

173-179; 178-184 

Amidation site: 
Amino acids 53-157 
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FIGURE 49 
CCCAAAGAGGTGAGGAGCCGGCAGCGGGGGCGGCTGTAACTGTGAGGAAGGCTGCAGAGTGG 
CGACGTCTACGCCGTAGGTTGGAGGCTGTGGGGGGTGGCCGGGCGCCAGCTCCCAGGCCGCA 
GAAGTGACCTGCGGTGGAGTTCCCTCCTCGCTGCTGGAGAACGGAGGGAGAAGGTTGCTGGC 
CGGGTGAAAGTGCCTCCCTCTGCTTGACGGGGCTGAGGGGCCCGAAGTCTAGGGCGTCCGTA 
GTCGCCCCGGCCTCCGTGAAGCCCCAGGTCTAGAGATATGACCCGAGAGTGCCCATCTCCGG 
CCCCGGGGCCTGGGGCTCCGCTGAGTGGATCGGTGCTGGCAGAGGCGGCAGTAGTGTTTGCA 
GTGGTGCTGAGCATCCACGCAACCGTATGGGACCGATACTCGTGGTGCGCCGTGGCCCTCGC 
AGTGCAGGCCTTCTACGTCCAATACAAGTGGGACCGGCTGCTACAGCAGGGAAGCGCCGTCT 
TCCAGTTCCGAATGTCCGCAAACAGTGGCCTATTGCCCGCCTCCATGGTCATGCCTTTGCTT 
GGACTAGTCATGAAGGAGCGGTGCCAGACTGCTGGGAACCCGTTCTTTGAGCGTTTTGGCAT 
TGTGGTGGCAGCCACTGGCATGGCAGTGGCCCTCTTCTCATCAGTGTTGGCGCTCGGCATCA 
CTCGCCCAGTGCCAACCAACACTTGTGTCATCTTGGGCTTGGCTGGAGGTGTTATCATTTAT 
ATCATGAAGCACTCGTTGAGCGTGGGGGAGGTGATCGAAGTCCTGGAAGTCCTTCTGATCTT 
CGTTTATCTCAACATGATCCTGCTGTACCTGCTGCCCCGCTGCTTCACCCCTGGTGAGGCAC 
TGCTGGTATTGGGTGGCATTAGCTTTGTCCT CAACCAGCTCATCAAGCGCTCTCTGACACTG 
GTGGAAAGTCAGGGGGACCCAGTGGACTTCTTCCTGCTGGTGGTGGTAGTAGGGATGGTACT 
CATGGGCATTTTCTTCAGCACTCTGTTTGTCTTCATGGACTCAGGCACCTGGGCCTCCTCCA 
TCTTCTTCCACCTCATGACCTGTGTGCTGAGCCTTGGTGTGGTCCTACCCTGGCTGCACCGG 
CT CATCCGCAGGAATCCCCTGCTCTGGCTTCTTCAGTTTCTCTTCCAGACAGACACCCGCAT 
CTACCTCCTAGCCTATTGGTCTCTGCTGGCCACCTTGGCCTGCCTGGTGGTGCTGTACCAGA 
ATGCCAAGCGGTCATCTTCCGAGTCCAAGAAGCACCAGGCCCCCACCATCGCCCGAAAGTAT 
TTCCACCT CATTGTGGTAGCCACCTACATCCCAGGTATCATCTTTGACCGGCCACTGCTCTAT 
GTAGCCGCCACTGTATGCCTGGCGGTCTTCATCTTCCTGGAGTATGTGCGCTACTTCCGCAT 
CAAGCCTTTGGGT CACACTCTACGGAGCTTCCTGTCCCTTTTTCTGGATGAACGAGACAGTG 
GACCACTCATTCTGACACACATCTACCTGCTCCTGGGCATGTCTCTTCCCATCTGGCTGATC 
CCCAGACCCTGCACACAGAAGGGTAGCCTGGGAGGAGCCAGGGCCCTCGTCCCCTATGCCGG 
TGTCCTGGCTGTGGGTGTGGGTGATACTGTGGCCTCCATCTTCGGTAGCACCATGGGGGAGA 
TCCGCTGGCCTGGAACCAAAAAGACTTTTGAGGGGACCATGACATCTATATTTGCGCAGATC 
ATTTCTGTAGCTCTGATCTTAATCTTTGACAGTGGAGTGGACCTAAACTACAGTTATGCTTG 
GATTTTGGGGTCCATCAGCACTGTGTCCCTCCTGGAAGCATACACTACACAGATAGACAATC 
TCCTTCTGCCTCTCTACCTCCTGATATTGCTGATGGCCTAGCTGTTACAGTGCAGCAGCAGT 
GACGGAGGAAACAGACATGGGGAGGGTGAACAGTCCCCACAGCAGACAGCTACTTGGGCATG 
AAGAGCCAAGGTGTGAAAAGCAGATTTGATTTTTCAGTTGATTCAGATTTAAAATAAAAAGC 
AAAGCTCTCCTAGTTCTA 
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FIGURE SO 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA97 003 
><subunit 1 of 1, 538 aa, l stop 
><MW: 59268, pI: 8.94, NX (S/T) : 1 
MTRECPSPAPGPGAPLSGSVLAEAAVVFAVVLSIHA'I'WWDRYSWCAVALAVOA FYVOYKW 
DRLLOOGSAVFOFRMSANSGLLPASMVMPLIGI.VMKERCOTAGNPFFERFGIWVAATGMA 
VALFSSVIALGTRPVPTNTCVILGLAGGVYMKHSLSVGEVIEWLEVILLIFVYLNMI 
LLYLLPRCFTPGEALLVLGGISFVLNOLIKRSLTLVESQGDPVDFFLLVVVVGMVLMGIF 
FSTLFVFMDSGTWASSIFFHLMTCVLSLGVVLPWLHRLIRRNPLLWLLOFLFOTDTRIYL 
LAYWSLLATLACLVVLYONAKRSSSESKKHOAPTIARKYFHLIVVATYIPGIIFDRPLLY 
WAATWCLAVEIFLEYVRY FRIKPLGHTLRS FLSL FLDERDSGPLILTHYLLLGMSLPIW 
LIPRPCTOKGSLGGARALVPYAGVLAVGVGDTVASIFGSTMGEIRWPGTKKTFEGTMTSI 
FAQIISVALILIFDSGVDLNYSYAWILGSISTVSLLEAYTTOIDNLLLPLYLLILLMA 

Important features of the protein: 
Signal peptide: 
Amino acids -36 

Transmembrane domains : 
Amino acids 77-95; 111-133; 161-184; 225-248; 

255-273; 299-314; 348-373; 4 O 6 - 421; 
435 - 456; 480 - 497 

N-glycosylation sites : 
Amino acids 5 OO-504 

cAMP- and cQMP-dependent protein kinase phosphorylation site: 
Amino acids 321-325 

N-myristoylation sites: 
Amino acids 13-19; 18-24; 80-86; 111-117; 

118-124; 145-151; 238-244; 251-257; 
43 O-436; 433-439; 4 48-454; 458-4 64; 
4 68 - 474; 475-481; 496-5O2; 508-514 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 3O2-33 
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FIGURE 52 
></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA985.65 
><subunit 1 of 1, 911 aa, 1 stop 
><MW: 991.17, pI: 4.62, NX (S/T) : 2 
MAQLFLPLLAALVLAQAPAALADVLEGDSSEDRAFRVRIAGDAPLOGVLGGALTIPCHVH 
YLRPPPSRRAVLGSPRVKWTFLSRGREAEVLVARGVRVKVNEAYRFRVALPAYPASLTDV 
SLALSELRPNDSGIYRCEVOHGIDDSSDAVEVKVKGVVFLYREGSARYAFSFSGAQEACA 
RIGAHIATPEQLYAAYLGGYEQCDAGWLSDQTVRYPIQT PREACYGDMDGFPGWRNYGVV 
DPDDLYDVYCYAEDLNGEL FLGDPPEKLTLEEARAYCQERGAEIATTGQLYAAWDGGLDH 
CSPGWLADGSVRYPIVTPSORCGGGLPGVKTLFLFPNQTGFPNKHSRFNVYCFRDSAQPS 
AIPEASNPASNPASDGLEAIVTVTETLEELOLPOEATESESRGAIYSIPIMEDGGGGSST 
PEDPAEAPRTLLEFETOSMVPPTGFSEEEGKALEEEEKYEDEEEKEEEEEEEEVEDEALW 
AWPSELSSPGPEASLPTEPAAQEKSLSOAPARAVLOPGASPLPDGESEASRPPRVHGPPT 
ETLPTPRERNLASPSPSTLVEAREVGEATGGPEISGWPRGESEETGSSEGAPSLLPATRA 
PEGTRELEAPSEDNSGRTAPAGTSVQAQPVLPTDSASRGGVAVVPASGDCVPSPCHNGGT 
CLEEEEGVRCLCLPGYGGDLCDVGLRFCNPGWDAFOGACYKHFSTRRSWEEAETOCRMYG 
AHILASISTPEEQDFINNRYREYOWIGLNDRTIEGDFLWSDGVPLLY ENWNPGQPDSYFLS 
GENCVVMVWHDQGQWSDV PCNYHLSYTCKMGLVSCGPPPELPLAQVFGRPRLRYEVDTVL 
RYRCREGLAQRNLPLIRCOENGRWEAPQISCVPRRPARALHPEEDPEGROGRLIGRWKAL 
ILIPPSSPMPGP 

Important features of the protein: 

Signal peptide : 
Amino acids -15 
N-glycosylation sites: 
Amino acids 130-134; 337-341 
Tyrosine kinase phosphorylation sites: 
Amino acids 128-136; 451 - 460 
N-myristoylation sites: 
Amino acids 47-53; 50-56; 133-139; 142-148; 

174-180; 183-189; 281-287; 288-29 4; 
297-303; 324-330; 4 O3- 4 O9; 414 - 420; 
415 - 421; 576-582; 586-592; 677-683; 
684-690; 720-726; 772-778; 811-817 

EGF-like domain cysteine pattern signature: 
Amino acids 670- 682 
C-type lectin domain signature : 
Amino acids 784-809 
Immunoglobulins and major histocompatibility complex proteins 
signature : 
Amino acids 135-142 
Link domain proteins: 
Amino acids 166-2 16; 264-34 
Calcium-binding EGF-like domain proteins pattern proteins. 
Amino acids 655 - 676 
C-type lectin domain proteins: 
Amino acids 79-8 OO 
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FIGURE S4 
></usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNA102846 
><subunit 1 of 1, 839 aa, 1 stop 
><MW: 87546, pI: 4.84, NX (S/T) : 8 
MGSWALLWPPLL FTGLLVRPPGTMAOAOYCSVNKDT FEVEENTNVTEPLVDTHVPEGQEV 
TLGALSTPFAFRIOGNOLFLNVTPDYEEKSLLEAOLLCQSGGTLVTOLRVFVSVLDVNDN 
APEFPFKTKERVEEDTKVNSTVI PETOLQAEDRDKDDILFYTLOEMTAGASDYFSLVSV 
NRPALRLDRPLDFYERPNMTFWLLVRDTPGENVEPSHTATATLVLNVVPADLRPPWFL PC 
TFSDGYVCIOAQYHGAVPTGHILPSPLVLRPGPIYAEDGDRGINOPIIYSIFRGNVNGTF 
IIHPDSGNLTVARSVPSPMTFLLLVKGQQADLARYSVTOVTVEAVAAAGSPPRFPOSLYR 
GTVARGAGAGVVVKDAAAPSQPLRIOAQDPEFSDLNSAITYRITNHSHFRMEGEVVLTTT 
TLAOAGAFYAEVEAHNTVTSGTATTVIEIOVSEQEPPSTEAGGTTGPWTSTTSEVPRPPE 
PSQGPSTTSSGGGTGPHPPSGTTLRPPTSSTPGGPPGAENSTSHQPATPGGDTAOTPKPG 
TSQPMPPGVGTSTSHOPATPSGGTAQTPEPGTSQPMPPSMGTSTSHQPATPGGGTAOTPE 
AGTSQPMPPGMGTSTSHOPTTPGGGTAOTPEPGTSQPMPLSKSTPSSGGGPSEDKRFSVV 
DMAALGGVLGALLLLALLGLAVLVHKHYGPRLKCCSGKAPEPOPOGFDNOAFL PDHKANW 
APVPSPTHDPKPAEAPMPAE PAPPGPASPGGAPEPPAAARAGGSPTAVRSILTKERRPEG 
GYKAVWFGEDIGTEADVVVILNAPTLDVDGASDSGSGDEGEGAGRGGGPYDAPGGDDSYI 

Important features of the protein: 
Signal peptide : 
Amino acids 1-25 

Transmembrane domain : 
Amino acids 662 - 684 

N-glycosylation sites: 
Amino acids 44-48; 14 O-144; 198-202; 297-301; 

308-312; 4 O5-409; 52O-524 

Glycosaminoglycan attachment sites: 
AIIllino acids 490-494; 647-651; 813-817 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
AImino acids 655-659 

Tyrosine kinase phosphorylation sites: 
Amino acids 15 4-163; 776-783 

N-myristoylation sites : 
Amino acids 57-63; 102-108; 255-261; 294-300; 

366-372; 426-432; 4 41-447; 513-519; 
517-523; 530-536; 548-554; 550-556; 
581-587; 592-598; 610-616; 612-618; 
623-629; 648-654; 666-672; 667-673; 
762-768; 763-769; 780-786; 809-815; 
821-827; 833-839 

Cadherins extracellular repeated domain signature: 
Amino acids 112-123 
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FIGURESS 
GCAGCTGGGTTCTCCCGGTTCCCTTGGGCAGGTGCAGGGTCGGGTTCAAAGCCTCCGGAACGCGTTTTGGCCTG 
ATTTGAGGAGGGGGGCGGGGAGGGACCTGCGGCTTGCGGCCCCGCCCCCTTCTCCGGCTCGCAGCCGACCGGTA 
AGCCCGCCTCCTCCCTCGGCCGGCCCTGGGGCCGTGTCCGCCGGGCAACTCCAGCCGAGGCCTGGGCTTCTGCC 
TGCAGGTGTCTGCGGCGAGGCCCCTAGGGTACAGCCCGATTTGGCCCCATGGTGGGTTTCGGGGCCAACCGGCG 
GGCTGGCCGCCTGCCCTCTCTCGTGCTGGTGGTGCTGCTGGTGGTGATCGTCGTCCTCGCCTTCAACTACTGGA 
GCATCTCCTCCCGCCACGTCCTGCTTCAGGAGGAGGTGGCCGAGCTGCAGGGCCAGGTCCAGCGCACCGAAGTG 
GCCCGCGGGCGGCTGGAAAAGCGCAATTCGGACCTCTTGCTGTTGGTGGACACGCACAAGAAACAGATCGACCA 
GAAGGAGGCCGACTACGGCCGCCTCAGCAGCCGGCTGCAGGCCAGAGAGGGCCTCGGGAAGAGATGCGAGGATG 
ACAAGGTTAAACTACAGAACAACAATCGTATCAGATGGCAGACATACATCATTTAAAGGAGCAACTTGCTGAG 
CTTCGTCAGGAATTTCTTCGACAAGAAGACCAGCTTCAGGACTATAGGAAGAACAATACTTACCTTGTGAAGAG 
GTTAGAAATGAAAGTTTTCAGTGTGGACAGCAGATGAAGGAATTGAGAGCACAGCATGAAGAAAATATTAAAA 
AGTTAGCAGACCAGTTTTTAGAGGAACAAAAGCAAGAGACCCAAAAGATTCAATCAAATGATGGAAAGGAATTG 
GATATAAACAATCAAGTAGTACCTAAAAATATTCCAAAAGTAGCTGAGAATGTTGCAGATAAGAATGAAGAACC 
CT CAAGCAATCATATTCCACATGGGAAAGAACAAATCAAAAGAGGTGGTGATGCAGGGATGCCTGGAATAGAAG 
AGAATGACCTAGCAAAAGTTGATGATCTTCCCCCTGCTTTAAGGAAGCCTCCTATTTCAGTTTCTCAACATGAA 
AGTCATCAAGCAATCTCCCATCTTCCAACTGGACAACCTCTCTCCCCAAATATGCCTCCAGATTCACACATAAA 
CCACAATGGAAACCCCGGTACTTCAAAACAGAATCCTTCCAGTCCTCTTCAGCGTTTAATTCCAGGCT CAAACT 
TGGACAGTGAACCCAGAATTCAAACAGATATACTAAAGCAGGCTACCAAGGACAGAGTCAGTGATTTCCATAAA 
TTGAACCAAAATGATGAAGAACGAGAGCTTCAAATGGATCCTGCAGACTATGGAAAGCA ACATTTCAATGATGT 
CCTTTAAGTCCTAAAGGAATGCTTCAGAAAACCTAAAGTGCTGTAAAATGAAATCATTCTACTTTGTCCTTTCT 
GACTTTTGTTGTAAAGACGAATTGTATCACTTGTAAAGATACATTGIAGATAGIAIATTAAGGIAAAAACTTTAATGA 
AGGAATGTACCCATGTACATATGTGAACTTTTTCATATTGTATTATCAAGGTATAGACTTTTTTGGTTATGATA 
CAGTTAAGCCAAAAACAGCTAATCTTTGCATCTAAAGCAAACTAATGTATATTTCACATTTTATTGAGCCGACT 
TATTTCCACAAATAGATAAACAGGACAAAATAGTTGTACAGGTTATATGTGGCATAGCATAACCACAGTAAGAA 
CAGAACAGATATTCAGCAGAAAACTTTTTATACTCTAATTCTTTTTTTTTTTTTTTTGAGACAGAGTTTTAGTC 
TTGTTTCCCAGGCTGGAGTGCAATGGCACAATCTTGGCTCACTGCAACCTCCGCCTCCTGGGTTCAGGCAATTT 
TCCTGCCT CAGCCTCCCAAGTAGCTGGGATTACAGGCACCCACCACCATGCCCAGCTAATTTTT GTATTTTTAA 
TAGAGAGCTAATAATTGTATATTTAATAAAGACGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGAC 
CTCAGGTGATCCTCCTGCATTGGCCTCCCAAAGTGCTGGAATTCCAGGCATGAGCCACTGCGCCCAGTCTACAC 
ACTAATTCTTGTTAGCCCAACAGCTGTTCTGTTCTATCTACCCCTCATTTCACGCTCAAGGAGTCATACCTAGA 
ATAGTACACACAAGAGGGAAACTGGAAGCCAAACACTGTACAGTATTGTGTAGAAAGTCACCTCCCTACTCCT 
TTTATTTTACATGAGTGCTGATGTGTTTTGGCAGATGAGCTTTCAGCTGAGGCCTGATGGAAATTGAGATAACCTG 
CAAAGACAT. AACAGTATTTATGAGTTATATCTTAGTTCTTGAAATTGTGGAATGCATGATTGACAATATATTTT 
TAATTTTTATTTTTTCAAGTAATACCAGTACTGTTTAACTATAGCCAGAACTGGCTAAAATTTTTATATTTTCA 
GAGTGAAGTTGGTGAAGACATCATGATTTAAACACCAGATCCTGAAAGGGGTTAAATCTACTTTGAAATGAA 
TCTGCAATCAGTATTTCAAAGCTTTTCTGGTAATTTTAGTGATCTTATTTGATTAGACTTTTTCAGAAGTACTA 
AATAAGGAATTTTAACAGGTTTTTATTAATGCACAGATAAATAGAAGTACAGTGAGGTCTATAGCCATTTTATT 
AAAATAGCTTAAAAGTTTGTAAAAAAATGAATCTTTGTAATTACTTAATATGTTAGTTAAGAACCCGTCAAGCT 
TATATTTGCTAGACTTACAAATTATTTTAAATGCATTTATCTTTTTTGACACTATTCAGTGGAATGTGTAAGCT 
AGCTAATTCTTGTTTTCTGATTTAAAGCACTTTTAAATCTTATCCTGCCCCCTAAAAACAAAAGGTTTTGATCA 
CAAGGGGAAATTTAAGATTGTTAACCCTGTTTTTCAGAAGGGCTACTGTTAATTGCACATAAACATGAAATGTG 
TTTTCCCCTGTGTACTAACACATTCTAGGCAAAATTCAAACTTATAGTGGTAAAGAAACAGGTTGTTCACTTGC 
TGAGGTGCAAAAATTCTTAAGACTTCTGTTTGAAATTGCT CAATGACTAGGAAAAGATGTAGTAGTTTACTAAA 
ATTGTTTTTCTACCATATCAAATTAAACAATTCATGCCTTTATAGGGTCAGGCCTACAATGAATAGGTATGGTG 
GTTTCACAGAATTTTAAAATAGAGTTAAAGGGAAGTGATGTACATTTCGGGGGCATTAGGGTAGGGAGATGAAT 
CAAAAAATACCCCTAGTAATGCTTTATATTTTAATACTGCAAAAGCTTTACAAATGGAAACCATGCAATTACCT 
GCCTTAGTTCTTTTGTCATAAAAACAATCACTTGGTTGGTTGTATTGTAGCTATTACTTATACAGCAACATTTC 
TTCAATTAGCAGTCTAGACATTTTATAAACAGAAATCTTGGACCAATTGATAATATTTCTGACTGTATTAATAT 
TTTAGTGCTATAAAATACTATGTGAATCTCTTAAAAATCTGACATTTTACAGTCTGTATTAGACATACTGTTTTTA 
TAATGTTTTACTTCTGCCTTAAGATTTAGGTTTTTTAAATGTATTTTTGCCCTGAATTAAGTGTTAATTTGATG 
GAAACTCTGCTTTTAAAATCATCATTTACTGGGTTCTAATAAATTAAAAATTAAACTTGAAAAAAAAAAAAAAA 
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FIGURE 56 

MVGFGANRRAGRLPSLVLVVLLVVIVVLAFNYWSISSRHVLLQEEVAELQGQVORTEVAR 
GRLEKRNSDLLLLVDTHKKQIDQKEADYGRLSSRLOAREGLGKRCEDDKWKLONNISYOM 
ADIHHLKEOLAELROEFLRQEDOLODYRKNNTYLVKRLEYESFQCGQQMKELRAQHEENI 
KKLADOFLEEOKOETOKIOSNDGKELDINNOVVPKNIPKVAENVADKNEEPSSNHIPHGK 
EQIKRGGDAGMPGIEENDLAKVDDLPPALRKPPISVSOHESHOAISHLPTGOPLSPNMPP 
DSHINHNGNPGTSKONPSSPLQRLIPGSNLDSE PRIOTDILKQATKDRVSDFHKLKONDE 
ERELQMDPADYGKOHFNDVL 

Important features of the protein: 
Signal peptide : 
1-29 

Transmembrane domain. 
None 

N-glycosylation site. 
115-119 
150-154 

cAMP- and cQMP-dependent protein kinase phosphorylation site. 
65 - 69 

N-myristoylation site. 
24 6-252 
253-259 
308-314 

Amidation site. 
101-105 
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FIGURE S7 
GGATGGGCGAGCAGTCTGAATGCCAGAATGGATAACCGTTTTGCTACAGCATTTGTAATTGC 
TTGTGTGCTTAGCCTCATTTCCACCATCTACATGGCAGCCTCCATTGGCACAGACTTCTGGT 
ATGAATATCGAAGTCCAGTTCAAGAAAATTCCAGTGATTTGAATAAAAGCATCTGGGATGAA 
TTCATTAGTGATGAGGCAGATGAAAAGACTTATAATGATGCACTTTTTCGATACAATGGCAC 
AGTGGGATTGTGGAGACGGTGTATCACCATACCCAAAAACATGCATTGGTATAGCCCACCAG 
AAAGGACAGAGTCATTTGATGTGGTCACAAAATGTGTGAGTTTCACACTAACTGAGCAGTTC 
ATGGAGAAATTTGTTGATCCCGGAAACCACAATAGCGGGATTGATCTCCTTAGGACCTATCT 
TTGGCGTTGCCAGTTCCTTTTACCTTTTGTGAGTTTAGGTTTGATGTGCTTTGGGGCTTTGA 
TCGGACTTTGTGCTTGCATTT GCCGAAGCTTATATCCCACCATTGCCACGGGCATTCTCCAT 
CTCCTTGCAGATACCATGCTGTGAAGTCCAGGCCACATGGAGGTGTCCTGTGTAGATGCTCC 
AGCTGAAATCCCAAGCTAAGCTCCCAACTGACAGCCAACATCATTTCCAGCCATGTGTGGGA 
GCCATCCTGGATGTCCAGCCTTAACAAGCCTTCAGAGGACTTCAGCCACAGCTATTATCTTA 
CTACATCCTTGTGAGACTCTAATAAAGAACCAACTAGCTGAGCCCAATCAACCTATGGAACTG 
ATAGAAATAAAATGAATTGTTGTTTTGTGCCGTT 
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FIGURE 58 

></usr/seqdb2/s st/DNA/Dnas eqs. Imin / ss. DNA102880 
><subunit 1 of 1, 184 aa, 1 stop 
><MW: 21052, pI: 5. 01, NX (S/T) : 3 
MDNRFATAFVIACVLSLISTIYMAASIGTDFWYEYRSPVOENSSDLNKSIWDEFIS DEAD 
EKTYNDALFRYNGTVGLWRRCITIPKNMHWYSPPERTESFDVVTKCVSFTLTEQFMEKFV 
DPGNHNSGIDLLRTYLWRCOFLLPFVSLGLMCFGALIGLCACICRSLYPTIATGILHLLA 
DTML 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

Transmembrane domain : 
Amino acids 142-163 

N-glycosylation sites: 
Amino acids 42-46; 47-51; 72-76; 

N-myristoylation sites: 
Amino acids 123-129; 154-160; 158-164 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 152-163 
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FIGURE 59 
GCGTGGACACCACC'ICAGCCCACTGAGCAGGAGTCACAGCACGAAGACCAAGCGCAAAGCGA 
CCCCTGCCCTCCATCCTGACTGCTCCTCCTAAGAGAGATGGCACCGGCCAGAGCAGGATTCT 
GCCCCCTTCTGCTGCTTCTGCTGCTGGGGCTGTGGGTGGCAGAGATCCCAGTCAGTGCCAAG 
CCCAAGGGCATGACCTCATCACAGTGGTTTAAAATTCAGCACATGCAGCCCAGCCCT CAAGC 
ATGCAACTCAGCCATGAAAAACATTAACAAGCACACAAAACGGTGCAAAGACCTCAACACCT 
TCCTGCACGAGCCTTTCTCCAGTGTGGCCGCCACCTGCCAGACCCCCAAAATAGCCTGCAAG 
AATGGCGATAAAAACTGCCACCAGAGCCACGGGCCCGTGTCCCTGACCATGTGTAAGCT CAC 
CTCAGGGAAGTATCCGAACTGCAGGTACAAAGAGAAGCGACAGAACAAGTCTTACGTAGTGG 
CCTGTAAGCCTCCCCAGAAAAAGGACTCTCAGCAATTCCACCTGGTTCCTGTACACTTGGAC 
AGAGTCCTTTAGGTTTCCAGACTGGCTTGCTCTTTGGCTGACCTTCAATTCCCTCTCCAGGA 
CTCCGCACCACTCCCCTACACCCAGAGCATTCTCTTCCCCT CATCTCTTGGGGCTGTTCCTG 
GTTCAGCCTCTGCTGGGAGGCTGAAGCTGACACTCTGGTGAGCTGAGCTCTAGAGGGATGGC 
TTTTCATCTTTTTGTTGCTGTTTTCCCAGATGCTTATCCCCAAGAAACAGCAAGCTCAGGTC 
TGTGGGTTCCCTGGTCTATGCCATTGCACATGTCTCCCCTGCCCCCTGGCATTAGGGCAGCA 
TGACAAGGAGAGGAAATAAATGGAAAGGGGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 60 

></usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNA105782 
><subunit 1 of 1, 156 aa, 1 stop 
><MW: 17472, pI : 10. 01, NX (S/T) : 1 
MAPARAGFCPLLLLLLLGLWVAEIP VSAKPKGMTSSOW FKIOHMOPSPOACNSAMKNINK 
HTKRCKDLNTFLHEPFSSVAATCOTPKIACKNGDKNCHOSHGPWSLTMCKLTSGKYPNCR 
YKEKRONKSYVVACKPPOKKDSOOFHLVPVHLDRVL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-22 

N-glycosylation site: 
Amino acids 127-131 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 139-1 4 3 

N-myristoylation sites: 
Amino acids 18-24; 32-38 

Pancreatic ribonuclease family signature: 
Amino acids 65-72 

Pancreatic ribonuclease family proteins: 
Amino acids 49-93 
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FIGURE 61 

CGGGTCATGCGCCGCCGCCTGTGGCTGGGCCTGGCCTGGCTGCTGCTGGCGCGGGCGCCGGA 
CGCCGCGGGAACCCCGAGCGCGTCGCGGGGACCGCGCAGCTACCCGCACCTGGAGGGCGACGTG 
CGCTGGCGGCGCCTCTTCTCCTCCACTCACTTCTTCCTGCGCGTGGATCCCGGCGGCCGCGT 
GCAGGGCACCCGCTGGCGCCACGGCCAGGACAGCATCCTGGAGATCCGCTCTGTACACGTGG 
GCGTCGTGGTCATCAAAGCAGTGTCCT CAGGCTTCTACGTGGCCATGAACCGCCGGGGCCGC 
CTCTACGGGTCGCGACTCTACACCGTGGACTGCAGGTTCCGGGAGCGCATCGAAGAGAACGG 
CCACAACACCTACGCCTCACAGCGCTGGCGCCGCCGCGGCCAGCCCATGTTCCTGGCGCTGG 
ACAGGAGGGGGGGGCCCCGGCCAGGCGGCCGGACGCGGCGGTACCACCTGTCCGCCCACTTC 
CTGCCCGTCCTGGTCTCCGAG 
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FIGURE 62 

></usr/seqdb2/s st/DNA/Dnas eqs. min/ss. DNA108912 
><subunit 1 of 1, 170 aa, 1 stop 
><MW: 19663, pI : 11.81, NX (S/T) : 0 
MRRRLWTGLAWLLLARAPDAAGTPSASRGPRSYPHLEGDVRWRRLFSSTHFFLRVDPGGR 
VOGTRWRHGODSIILEIRSVHVGVVVIKAVSSGFYVAMNRRGRLYGSRLYTVDCRFRERIE 
ENGHNTYASQRWRRRGOPMFLALDRRGGPRPGGRTRRYHLSAHFLPVLVS 

Important features of the protein: 
Signal peptide: 
Amino acids -17 

N-myristoylation site: 
Amino acids 22-28 

HBGF/FGF family proteins: 
Amino acids 74-125; 139-166 
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FIGURE 63 
ATCCCTCGACCTCGACCCACGCGTCCGCTGGAAGGTGGCGTGCCCTCCTCTGGCTGGTACCA 
TGCAGCTCCCACTGGCCCTGTGTCTCGTCTGCCTGCTGGTACACACAGCCTTCCGTGTAGTG 
GAGGGCCAGGGGTGGCAGGCGTTCAAGAATGATGCCACGGAAATCATCCCCGAGCTCGGAGA 
GTACCCCGAGCCTCCACCGGAGCTGGAGAACAACAAGACCATGAACCGGGCGGAGAACGGAG 
GGCGGCCTCCCCACCACCCCTTTGAGACCAAAGACGTGTCCGAGTACAGCTGCCGCGAGCTG 
CACTTCACCCGCTACGTGACCGATGGGCCGTGCCGCAGCGCCAAGCCGGTCACCGAGCTGGT 
GTGCTCCGGCCAGTGCGGCCCGGCGCGCCTGCTGCCCAACGCCATCGGCCGCGGCAAGTGGT 
GGCGACCTAGTGGGCCCGACTTCCGCTGCATCCCCGACCGCTACCGCGCGCAGCGCGTGCAG 
CTGCTGTGTCCCGGTGGTGAGGCGCCGCGCGCGCGCAAGGTGCGCCTGGTGGCCTCGTGCAA 
GTGCAAGCGCCT CACCCGCTTCCACAACCAGTCGGAGCTCAAGGACTTCGGGACCGAGGCCG 
CTCGGCCGCAGAAGGGCCGGAAGCCGCGGCCCCGCGCCCGGAGCGCCAAAGCCAACCAGGCC 
GAGCTGGAGAACGCCTACTAGAGCCCGCCCGCGCCCCTCCCCACCGGCGGGCGCCCCGGCCC 
TGAACCCGCGCCCCACATTTCTGTCCTCTGCGCGTGGTTTGATTGTTTATATTTCATTGTAA 
ATGCCTGCAACCCAGGGCAGGGGGCTGAGACCTTCCAGGCCCTGAGGAATCCCGGGCGCCGG 
CAAGGCCCCCCTCAGCCCGCCAGCTGAGGGGTCCCACGGGGCAGGGGAGGGAATTGAGAGTC 
ACAGACACTGAGCCACGCAGCCCCGCCTCTGGGGCCGCCTACCTTTGCTGGTCCCACTTCAG 
AGGAGGCAGAAATGGAAGCATTTTCACCGCCCTGGGGTTTTAAGGGAGCGGTGTGGGAGTGG 
GAAAGTCCAGGGACTGGTTAAGAAAGTTGGATAAGATTCCCCCTTGCACCTCGCTGCCCATC 
AGAAAGCCTGAGGCGTGCCCAGAGCACAAGACTGGGGGCAACTGTAGATGTGGTTTCTAGTCC 
TGGCTCTGCCACTAACTTCCTGTGTAACCTTGAACTACACAATTCTCCTTCGGGACCT CAAT 
TTCCACTTTGTAAAATGAGGGTGGAGGTGGGAATAGGATCTCGAGGAGACTATTGGCATATG 
ATTCCAAGGACTCCAGTGCCTTTTGAATGGGCAGAGGTGAGAGAGAGAGAGAGAAAGAGAGA 
GAATGAATGCAGTTGCATTGATTCAGTGCCAAGGTCACTTCCAGAATTCAGAGTTGTGATGC 
TCTCTTCTGACAGCCAAAGATGAAAAACAAACAGAAAAAAAAAAGTAAAGAGTCTATTTATG 
GCTGACATATTTACGGCTGACAAACTCCTGGAAGAAGCTATGCTGCTTCCCAGCCTGGCTTC 
CCCGGATGTTTGGCTACCTCCACCCCTCCATCT CAAAGAAATAACATCATCCATTGGGGTAG 
AAAAGGAGAGGGTCCGAGGGTGGTGGGAGGGATAGAAATCACATCCGCCCCAACTTCCCAAA 
GAGCAGCATCCCTCCCCCGACCCATAGCCATGTTTTAAAGTCACCTTCCGAAGAGAAGTGAA 
AGGTTCAAGGACACTGGCCTTGCAGGCCCGAGGGAGCAGCCATCACAAACT CACAGACCAGC 
ACATCCCTTTTGAGACACCGCCTTCTGCCCACCACTCACGGACACATTTCTGCCTAGAAAAC 
AGCTTCTTACTGCTCTTACATGTGATGGCATATCTTACACTAAAAGAATATTATTGGGGGAA 
AAACTACAAGTGCTGTACATATGCTGAGAAACTGCAGAGCATAATAGCTGCCACCCAAAAAT 
CTTTTTGAAAATCATTTCCAGACAACCTCTTACTTTCTGTGTAGTTTTTAATTGTTAAAAAA 
AAAAAGTTTTAAACAGAAGCACATGACATATGAAAGCCTGCAGGACTGGTCGTTTTTTTGGC 
AATTCTTCCACGTGGGACTTGTCCACAAGAATGAAAGTAGTGGTTTTTAAAGAGTTAAGTTA 
CATATTTATTTTCT CACTTAAGTTATTTATCCAAAAGTTTTTCTTGTAGAGAATGACAATGT 
TAATATTGCTTTATGAATTAACAGTCTGTTCTTCCAGAGTCCAGAGACATTGTTAATAAAGA 
CAATGAATCATGAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 64 

</usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA115253 
<subunit 1 of 1, 213 aa, 1 stop 
<MW: 24031, pI: 9.59 NX (S/T) : 2 
MQLPLALCLVCLLVHTAFRVVEGOGWOAEKNDATEIIPELGEY PEPPPELENNKTMNRAE 
NGGRPPHHPFETKDVSEYSCRELHFTRYVTDGPCRSAKPVTELVCSGOCGPARLLPNAIG 
RGKWWRPSGPDFRCIPDRYRAQRVQLLCPGGEAPRARKVRLVASCKCKRLTRFHNQSELK 
DFGTEAARPQKGRKPRPRARSAKANOAELENAY 

Important features of the protein: 
Signal peptide : 
Amino acids 1-16 

N-glycosylation sites: 
Amino acids 53-57; 175-179 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 168-172 

N-myristoylation site: 
Amino acids 83-89 

Amidation site: 
Amino acids 191-195 
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FIGURE 66 
></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA119302 
><subunit 1 of 1, 755 aa, 1 stop 
><MW: 82785, pI: 8.71, NX (S/T) : 2 
MRPAPIALWLRLVLALALVRPRAVGWAPVRAPIYVSSWAVOVSQGNREVERLARKFGFVN 
LGPIFSDGQYFHLRHRGVVQQSLTPHWGHRLHLKKNPKVOWFQQQTLQRRVKRSVVVPTD 
PWFSKQWYMNSEAQPDLSILOAWSQGLSGQGIVVSVLDDGIEKDHPDLWANY DPLASYDF 
NDYDPDPOPRYTPSKENRHGTRCAGEWAAMANNGFCGVGVAFNARIGGVRMLDGTITDVI 
EAOSLSLOPOHIHIYSASWGPEDDGRTVDGPGILTREAFRRGVTKGRGGLGTLFIWASGN 
GGLHYDNCNCDGYTNSIHTLSVGSTTOOGRVPWYSEACASTLTTTYSSGVATDPOIVTTD 
LHHGCTDOHTGTSASAPLAAGMIALALEANPFLTWRDMOHLVVRASKPAHLQAEDWRTNG 
VGROVSHHYGYGLLDAGLLVDTARTWLPTOPQRKCAVRVOSRPTPILPLIYIRENVSACA 
GLHNSIRSLEHVOAOLTLSYSRRGDLEISLTSPMGTRSTLVAIRPLDVSTEGYNNWVFMS 
THFWDENPOGVWTLGLENKGYYFNTGTLYRYTLLLYGTAEDMTARPTGPQVTSSACVQRD 
TEGLCOACDGPAYILGOLCLAYCPPRFFNHTRLVTAGPGHTAAPALRVCSSCHASCYTCR 
GGSPRDCTSCPPSSTLDQQQGSCMGPTTPDSRPRLRAAACPHHRCPASAMVLSLLAVTLG 
GPVLCGMSMDLPLYAWLSRARATPTKPOVWLPAGT 
Important features of the protein: 
Signal peptide : 
Amino acids 1-21 
Transmembrane domain : 
Amino acids 7 O 6-730 

N-glycosylation sites: 
Amino acids 475 - 479; 629-633 

Glycosaminoglycan attachment sites : 
Amino acids 148-152; 298-302 

N-myristoylation sites: 
Amino acids 151-157; 2 OO-206; 217-223; 219-225; 

282-288; 288-294; 371-377; 432-438; 
481-487; 515-521; 6 O3- 609 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 58 6-597 

Cell attachment sequence: 
Amino acids 5 O3-506 

Serine proteases, subtillase family, aspartic acid active site: 
Amino acids 15 4-1 66 

Serine proteases, subtillase family, histidine active site: 
Amino acids 199-20 

Serine proteases, subtillase family, serine active site: 
Amino acids 371-382 

Cytochrome c family heme-binding site signature: 
Amino acids 649 - 655 
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FIGURE 67 
ATGAGGAAGCTCCAGGGCAGGATGGTTTACCTGCCTGGACAGCAAGATGATGGCTACACTAG 
CCCCCATTCTCTGGGCGCCTGGATTTGCCCACCAGATCTCCT CACCTCTTGCCCTTCACCTC 
CTGCTGTACCTACAAGGTCTCCCCGATTCTCATCTGCCCATAATCATGGACACAGCCCCAGG 
ATGTGCAGGACTCTCAGGGACCATCTGGAGTTCCAGCTGGAATCTGGGCCTGGTGGAGTGGG 
AGTGGGGCAGGGGCCTGCATTGGGCTGACTTAGAGAGCACAGTTATTCCATCCATATGGAAA 
TAAACATTTTGGATTCCTGATC 
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FIGURE 68 

></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA119536 
><subunit 1 of 1, 88 aa, 1 Stop 
><MW: 96.45, pI : 5.45, NX (S/T) : 0 
MMATLAPILWAPGFAHOISSPLALHILLLYLQGLPDSHLPIIMDTAPGCAGLSGTIWSSSW 
NLGLVEWEWGRGLHWADLESTVIPSIWK 

Signal sequence: 
AInlino acids 1-15 

N-myristoylation sites: 
Amino acids 32-38; 50-56; 53-59; 72-78 
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FIGURE 69 
TTTGCAGTGGGGTCCTCCTCTGGCCTCCTGCCCCTCCTGCTGCTGCTGCTGCTTCCATTGCT 
GGCAGCCCAGGGTGGGGGTGGCCTGCAGGCAGCGCTGCTGGCCCTTGAGGTGGGGCTGGTGG 
GTCTGGGGGCCTCCTACCTGCTCCTTTGTACAGCCCTGCACCTGCCCTCCAGTCTTTTCCTA 
CTCCTGGCCCAGGGTACCGCACTGGGGGCCGTCCTGGGCCTGAGCTGGCGCCGAGGCCTCAT 
GGGTGTTCCCCTGGGCCTTGGAGCTGCCTGGCTCTTAGCTTGGCCAGGCCTAGCTCTACCTC 
TGGTGGCTATGGCAGCGGGGGGCAGATGGGTGCGGCAGCAGGGCCCCCGGGTGCGCCGGGGC 
ATATCTCGACTCTGGTTGCGGGTTCTGCTGCGCCTGTCACCCATGGCCTTCCGGGCCCTGCA 
GGGCTGTGGGGCTGTGGGGGACCGGGGTCTGTTT GCACTGTACCCCAAAACCAACAAGGATG 
GCTTCCGCAGCCGCCTGCCCGTCCCTGGGCCCCGGCGGCGTAATCCCCGCACCACCCAACAC 
CCATTAGCTCTGTTGGCAAGGGTCTGGGTCCTGTGCAAGGGCTGGAACTGGCGTCTGGCACG 
GGCCAGCCAGGGTTTAGCATCCCACTTGCCCCCGTGGGCCATCCACACACTGGCCAGCTGGG 
GCCTGCTTCGGGGTGAACGGCCCACCCGAATCCCCCGGCTACTACCACGCAGCCAGCGCCAG 
CTAGGGCCCCCTGCCTCCCGCCAGCCACTGCCAGGGACTCTAGCCGGGCGGAGGTCACGCAC 
CCGCCAGTCCCGGGCCCTGCCCCCCTGGAGGTAGCTGACTCCAGCCCTTCCAGCCCAAATCT 
AGAGCATTGAGCACTTTATCTCCCACGACT CAGTGAAGTTTCTCCAGTCCCTAGTCCTCTCT 
TTTCACCCACCTTCCTCAGTTTGCTCACTTACCCCAGGCCCAGCCCTTCGGACCTCTAGACA 
GGCAGCCTCCTCAGCTGTGGAGTCCAGCAGTCACTCTGTGTTCTCCTGGCGCTCCTCCCCTA 
AGTTATTGCTGTTCGCCCGCTGTGTGTGCT CATCCT CACCCTCATTGACT CAGGCCTGGGGC 
CAGGGGTGGTGGAGGGTGGGAAGAGTCATGTTTTTTTTCTCCTCTTTGATTTTGTTTTTCTG 
TCTCCCTTCCAACCTGTCCCCTTCCCCCCACCAAAAAAAXXXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 70 

></usr/seqdb2/s st/DNA/Dnas eds. min / ss. DNAll 9542 
><subunit 1 of 1, 197 aa, 1 stop 
><MW: 21992, pI: 12. 18, NX (S/T) : 0 
MGVPLGLGAAWLLAWPGLALPLVAMAAGGRWVROOGPRVRRGISRLWLRVLLRLSPMAFR 
ALOGCGAVGDRGLFALYPKTNKDGFRSRLPVPGPRRRNPRTTOHPLALLARVWVLCKGWN 
WRLARASOGLASHLPPWAIHTLASWGLLRGERPTRIPRLLPRSOROLGPPASROPLPGTL 
AGRRSRTROSRALPPWR 

Important features of the protein: 
Signal peptide : 
Amino acids 1-21 

N-myristoylation sites: 
Amino acids 2-8; 6-12; 14 6-152; 178-184 

Amidation site : 
Amino acids 181-185 
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FIGURE 71 
GTTTGGGGGTTGTTTGGGATTAGTGAAGCTACTGCCTTTGCCGCCAGCGCAGCCTCAGAGTT 
TGATTATTTGCAATGTCAGGCTTTGAAAACTTAAACACGGATTTCTACCAGACAAGTTACAG 
CATCGATGATCAGTCACAGCAGTCCTATGATTATGGAGGAAGTGGAGGACCCTATAGCAAAC 
AGTATGCTGGCTATGACTATTCGCAGCAAGGCAGATTTGTCCCTCCAGACATGATGCAGCCA 
CAACAGCCATACACCGGGCAGATTTACCAGCCAACT CAGGCATATACTCCAGCTTCACCTCA 
GCCTTTCTATGGAAACAACTTTGAGGATGAGCCACCTTTATTAGAAGAGTTAGGTATCAATTTT 
GACCACATCTGGCAAAAAACACTAACAGTATTACATCCGTTAAAAGTAGCAGATGGCAGCAT 
CATGAATGAAACTGATTTGGCAGGTCCAATGGTTTTTTGCCTTGCTTTTGGAGCCACATTGC 
TACTGGCTGGCAAAATCCAGTTTGGCTATGTATACGGGATCAGTGCAATTGGATGTCTAGGA 
ATGTTTTGTTTATTAAACTTAATGAGTATGACAGGTGTTTCATTTGGTTGTGTGGCAAGTGT 
CCTTGGATATTGTCTTCTGCCCATGATCCTACTTTCCAGCTTTGCAGTGATATTTTCTTTGC 
AAGGAATGGTAGGAATCATTCT CACTGCTGGGATTATTGGATGGTGTAGTTTTTCTGCE TCC 
AAAATATTTATTTCTGCATTAGCCATGGAAGGACAGCAACTTTTAGTAGCATATCCTTGCGC 
TTTGTTATATGGAGTCTTTGCCCTGATTTCCGTCTTTTGAAAATTTATCTGGGATGTGGACA 
TCAGTGGGCCAGATGTACAAAAAGGACCTTGAACTCTTAAATTGGACCAGCAAACTGCTGCA 
GCGCAACTCTCATGCAGATTTACATTTGACTGTTGGAGCAATGAAAGTAAACGTGTATCTCT 
TGTTCATTTTTATAGAACTTTTGCATACTATATTGGATTTACCTGCGGTGTGACTAGCTTTA 
AATGTTTGTGTTTATACAGATAAGAAATGCTATTTCTTTCTGGTTCCTGCAGCCATTGAAAA 
ACCTTTTTCCTTGCAAATTATAATGTTTTTGATAGATTTTTATCAACTGTGGGAAACCAAAC 
ACAAAGCTGATAACCTTTCTTAAAAACGACCCAGTCACAGTAAAGAAGACACAAGACGGCCG 
GGCGTGGTAGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACAAG 
GGCAGGAGATCGAGACCATCCTGGTTAACACGGTGAAACCCCGACTCTACTAAAACTACAAA 
AAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACT CAGGAGGCTGAGGCAG 
GAGAAGTGTGAACCCAGGAGGCGGAGCTTGCAGTGAGCCGAGAT CACACCACTGCACTCCAT 
CCAGCCTGGGTGACAGGGTGAGACTCTGTCT CAAAAAAAAAAAAAAAAGGAGACACAAGACT 
TACTGCAAAAATATTTTTCCAAGGATTTAGGAAAGAAAAATTGCCTTGTATTCTCAAGTCAG 
GTAACT CAAAGCAAAAAAGTGATCCAAATGTAGAGTATGAGTTTGCACTCCAAAAATTTGAC 
ATTACTGTAAATTATCTCATGGAATTTTTGCTAAAATTCAGAGATACGGGAAGTTCACAATC 
TACCTCATTGTAGACATGAAATGCGAACACTTACTTACATATTAATGTTAACT CAACCTTAG 
GGACCTGGAATGGTTGCATTAATGCTATAATCGTTGGATCGCCACATTTCCCAAAAATAATA 
AAAAAATCACTAACCTTTTTTAACGAAAATATTTAAAGTTTTACAAAATTCAATATTGCAAT 
TATCAATGTAAAGTACATTTGAATGCTTATTAAAACTTTCCCAATTAATTTT 
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FIGURE 72 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA143498 
><subunit 1 of 1, 257 aa, 1 Stop 
><MW: 27989, pI: 4. 16, NX (S/T) : 1 
MSGFENLNTDFYOTSYSIDDOSQQSYDYGGSGGPYSKQYAGYDYSQQGREVPPDMMQPQQ 
PYTGOIYOPTOAYTPASPOPFYGNNFEDEPPLLEELGINFDHIWQKTLTVLHPLKVADGS 
IMNET DLAGPMVECLAFGATLLLAGKIOFGYWYGISAIGCLGMFCLLNLMSMTGVSFGCV 
ASVLGYCLLPMILLSSFAVIESLQGMVGIILTAGILGWCSESASKIFISALAMEGQQLLV 
AYPCALLYGVFALISVF 

Transmembrane domain : 
Amino acids 129-145; 184-2O3 

N-glycosylation sites: 
Amino acids 123-127 

N-myristoylation sites: 
Amino acids 32-38; 119-125; 174-180; 178-184; 208-214 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 150-161 ; 169-180 
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FIGURE 73 
ACACTGGCCAAAACGCGGCTCGCCCTCGGCTGCGCTCGGCTCCCGCGGGCGCTCGGCCCCGA 
GCCCCTCCTCCCCCTACCCGCCGGCCGGACAGGGAGGAGCCAATGGCTGGGCCTGCCATCCA 
CACCGCTCCCATGCTGTTCCTCGTCCTCCTGCTGCCCCAGCTGAGCCTGGCAGGCGCCCTTG 
CACCTGGGACCCCTGCCCGGAACCTCCCTGAGAATCACATTGACCTCCCAGGCCCAGCGCTG 
TGGACGCCTCAGGCCAGCCACCACCGCCGGCGGGGCCCGGGCAAGAAGGAGTGGGGCCCAGG 
CCTGCCCAGCCAGGCCCAGGATGGGGCTGTGGTCACCGCCACCAGGCAGGCCTCCAGGCTGC 
CAGAGGCTGAGGGGCTGCTGCCTGAGCAGAGTCCTGCAGGCCTGCTGCAGGACAAGGACCTG 
CTCCTGGGACTGGCATTGCCCTACCCCGAGAAGGAGAACAGACCTCCAGGTTGGGAGAGGAC 
CAGGAAACGCAGCAGGGAGCACAAGAGACGCAGGGACAGGTTGAGGCTGCACCAAGGCCGAG 
CCTTGGTCCGAGGTCCCAGCTCCCTGATGAAGAAGGCAGAGCTCTCCGAAGCCCAGGTGCTG 
GATGCAGCCATGGAGGAATCCTCCACCAGCCTGGCGCCCACCATGTTCTTTCT CACCACCTT 
TGAGGCAGCACCTGCCACAGAAGAGTCCCTGATCCTGCCCGT CACCTCCCTGCGGCCCCAGC 
AGGCACAGCCCAGGTCTGACGGGGAGGTGATGCCCACGCTGGACATGGCCTTGTTCGACTGG 
ACCGATTATGAAGACTTAAAACCTGATGGTTGGCCCTCTGCAAAGAAGAAAGAGAAACACCG 
CGGTAAACTCTCCAGTGATGGTAACGAAACAT CACCAGCCGAAGGGGAACCATGCGACCATC 
ACCAAGACTGCCTGCCAGGGACTTGCTGCGACCTGCGGGAGCATCTCTGCACACCCCACAAC 
CGAGGCCTCAACAACAAATGCTTCGATGACTGCATGTGTGTGGAAGGGCTGCGCTGCTATGC 
CAAATTCCACCGGAACCGCAGGGTTACACGGAGGAAAGGGCGCTGTGTGGAGCCCGAGACGG 
CCAACGGCGACCAGGGATCCTTCATCAACGTCTAGCGGCCCCGCGGGACTGGGGACTGAGCC 
CAGGAGGTTT GCACAAGCCGGGCGATTTGTTTGTAACTAGCAGTGGGAGATCAAGTTGGGGA 
ACAGATGGCTGAGGCTGCAGACT CAGGCCCAGGACACTCAACCCC 
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FIGURE 74 
></usr/seqdb2/sst/DNA/Dna seqS. min/ss. DNA145583 
><subunit 1 of 1, 348 aa, 1 stop 
><MW: 38536, pI: 8. 24, NX (S/T) : 1 
MAGPAIHTAPMLFLVLLLPOLSLAGALAPGTPARNLPENHIDLPGPALWTPOASHHRRRG 
PGKKEWGPGLPSOAODGAVVTATROASRLPEAEGLL PEOSPAGLLODKDLLLGLALPYPE 
KENRPPGWERTRKRSREHKRRRDRLRLHOGRALVRGPSSLMKKAELSEAOVLDAAMEESS 
TSLAPTMFFLTTFEAAPATEESLILPVTSLRPOOAQPRSDGEVMPTLDMALFDWTDYEDL 
KPDGWPSAKKKEKHRGKLSSDGNETS PAEGEPCDHHODCLPGTCCDLREHLCTPHNRGLN 
NKCFDDCMCVEGLRCYAKFHRNRRVTRRKGRCVEPETANGDOGSFINV 

Important features of the protein: 
Signal peptide: 
Amino acids 1-2 A 

N-glycosylation site: 
Amino acids 263-267 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 132-136; 323-327 

N-myristoylation sites: 
Amino acids 77-83; 343-349 

Amidation site: 
AIaino acids 61 - 65 
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FIGURE 75 
CAGAAGGGCAAAAACATTGACTGCCTCAAGGTCTCAAGCACCAGTCTTCACCGCGGAAAGCA 
TGTTGTGGCTGTTCCAATCGCTCCTGTTTGTCTTCTGCTTTGGCCCAGGGAATGTAGTTTCA 
CAAAGCAGCTTAACCCCATTGATGGTGAACGGGATTCTGGGGGAGTCAGTAACTCTTCCCCT 
GGAGTTTCCTGCAGGAGAGAAGGTCAACTTCATCACTTGGCTTTTCAATGAAACATCTCTTG 
CCTTCATAGTACCCCATGAAACCAAAAGTCCAGAAATCCACGTGACTAATCCGAAACAGGGA 
AAGCGACTGAACTTCACCCAGTCCTACTCCCTGCA ACT CAGCAACCTGAAGATGGAAGACAC 
AGGCTCTTACAGAGCCCAGATATCCACAAAGACCTCTGCAAAGCTGTCCAGTTACACTCTGA 
GGATATTAAGACAACTGAGGAACATACAAGTTACCAATCACAGTCAGCTATTTCAGAATATG 
ACCTGTGAGCTCCATCTGACTTGCTCTGTGGAGGATGCAGATGACAATGTCTCATTCAGATG 
GGAGGCCTTGGGAAACACACTTTCAAGTCAGCCAAACCT CACTGTCTCCTGGGACCCCAGGA 
TTTCCAGTGAACAGGACTACACCTGCATAGCAGAGAATGCTGTCAGTAATTTATCCTTCTCT 
GTCTCTGCCCAGAAGCTTTGCGAAGATGTTAAAATTCAATATACAGATACCAAAATGATTCT 
GTTTATGGTTTCTGGGATATGCATAGTCTTCGGTTTCATCATACTGCTGTTACTTGTTTTGA 
GGAAAAGAAGAGATTCCCTATCTTTGTCTACT CAGCGAACACAGGGCCCCGCAGAGTCCGCA 
AGGAACCTAGAGTATGTTTCAGTGTCTCCAACGAACAACACTGTGTATGCTTCAGTCACTCA 
TT CAAACAGGGAAACAGAAATCTGGACACCTAGAGAAAATGATACTATCACAATTTACTCCA 
CAATTAATCATTCCAAAGAGAGTAAACCCACTTTTTCCAGGGCAACTGCCCTTGACAATGTC 
GTGTAAGTTGCTGAAAGGCCTCAGAGGAATTCGGGAATGACACGTCTTCTGATCCCATGAGA 
CAGAACAAAGAACAGGAAGCTTGGTTCCTGTTGTTCCTGGCAACAGAATTTGAATATCTAGG 
ATAGGATGATCACCTCCAGTCCTTCGGACTTAAACCTGCCTACCTGAGTCAAACACCTAAGG 
ATAACATCATTTCCAGCATGTGGTTCAAATAATATTTTCCAATCCACTTCAGGCCAAAACAT 
GCTAAAGATAACACACCAGCACATTGACTCTCTCTTTGATAACTAAGCAAATGGAATTATGG 
TTGACAGAGAGTTTATGATCCAGAAGACAACCACTTCTCTCCTTTTAGAAAGCAGCAGGATT 
GACTTATTGAGAAATAATGCAGTGTGTTGGTTACATGTGTAGTCTCTGGAGTTGGATGGGCC 
CATCCTGATACAAGTTGAGCATCCCTTGTCTGAAATGCTTGGGATTAGAAATGTTTCAGATT 
TCAATTTTTTTTCAGATTTTGGAATATTTGCATTATATTTAGCGGTTGAGTATCCAAATCCA 
AAAATCCAAAATTCAAAATGCTCCAATAAGCATTTCCCTTGAGTTTCATTGATGTCGATGCA 
GTGCT CAAAATCTCAGATTTTGGAGCAATTTGGATATTGGATTTTTGGATTTGGGATGCTCA 
ACTTGTACAATGTTTATTAGACACATCTCCTGGGACATACTGCCTAACCTTTTGGAGCCTTA 
GTCTCCCAGACTGAAAAAGGAAGAGGATGGTATTACATCAGCTCCATTGTTTGAGCCAAGAA 
TCTAAGTC 
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FIGURE 76 
></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA161000 
><subunit 1 of 1, 332 aa, 1 stop 
><MW: 37345, pI: 6.72, NX (S/T) : 10 
MLWLFOSLLFVFCFGPGNVVSQSSLTPLMVNGILGESVTLPLEFPAGEKVNFITWLFNET 
SLAFIVPHETKSPEIHVTNPKQGKRLNFTQSYSLQLSNLKMEDTGSYRAQISTKTSAKLS 
SYTLRILROLRNIQVTNHSQLFONMTCELHLTCSVEDADDNVSFRWEALGNTLSSOPNLT 
VSWDPRISSEQDYTCIAENAVSNLSFSVSAOKLCEDVKIQYTDTKMILFMVSGICIVFGF 
IILLLLVLRKRRDSLSLSTORTOGPAESARNLEYVSVSPTNNTVYASVTHSNRETEIWTP 
RENDTITIYSTINHSKESKPTFSRATALDNVV 

Important features of the protein: 
Signal peptide: 
Amino acids 1-13 

Transmembrane domain : 
Amino acids 228-247 

N-glycosylation sites: 
Amino acids 58-62; 87-91; 137-141; 14 4-148; 161-165; 

178-182; 203-207; 281-285; 303-307; 
313-317 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 251-255 

Tyrosine kinase phosphorylation sites: 
Amino acids 1 OO-108; 186-194 

N-myristoylation sites: 
Amino acids 17-23; 105-111; 17 0-176 

Amidation site: 
Amino acids 82-86 

Immunoglobulin domain : 
Amino acids 35-111 
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FIGURE 77 

GATCCCTCGACCTCGACCCACGCGTCCGCTCTTTAATGCTTTCTTTTTAAGAGAT CACCTTC 
TGACTTCT CACAGAAGAGGTTAACTATTACCTGTGGGAAGTCAGAAGGTGATCTCTTTAATG 
CTTTCTTTTTAAGAATTTTTCAAATTGAGACTAATTGCAGAGGTTCCAGTTGACCAGCATTC 
ATAGGAATGAAGACAAACACAGAGATGGTGTGTCTAAGAAACTTCAAAAGGTGTAGACCTCC 
TGACTGAAGCATATTGGATTTATTTAATTTTTTTCACTGTATTTCTGTCCTCCTACAAGGGA 
AAGTCATGATTACACTAACTGAGCTAAAATGCTTAGCAGATGCCCAGTCATCTTATCACATC 
TTAAAACCATGGTGGGACGTCTTCTGGTATTACATCACACTGATCATGCTGCTGGTGGCCGTG 
CTGGCCGGAGCTCTCCAGCTGACGCAGAGCAGGGTTCTGTGCTGTCTTCCATGCAAAGTGGA 
ATTTGACAATCACTGTGCCGTGCCTTGGGACATCCTGAAAGCCAGCATGAACACATCCTCTA 
ATCCTGGGACACCGCTTCCGCTCCCCCTCCGAATTCAGAATGACCTCCACCGACAGCAGTAC 
TCCTATATTGATGCCGTCTGTTACGAGAAACAGCTCCATTGGTTTGCAAAGTTTTTCCCCTA 
TCTGGTGCTCTTGCACACGCTCATCTTTGCAGCCTGCAGCAACTTTTGGCTTCACTACCCCA 
GTACCAGTTCCAGGCTCGAGCATTTTGTGGCCATCCTTCACAAGTGCTTCGATTCTCCATGG 
ACCACCCGCGCCCTTTCAGAAACAGTGGCTGAGCAGTCAGTGAGGCCTCTGAAACTCTCCAA 
GTCCAAGATTTTGCTTTCGTCCTCAGGGTGTTCAGCTGACATAGATTCCGGCAAACAGTCAT 
TGCCCTACCCACAGCCAGGTTTGGAGTCAGCTGGTATAGAAAGCCCAACTTCCAGTGGCCTG 
GACAAGAAGGAGGGTGAACAGGCCAAAGCCATCTTTGAAAAAGTGAAAAGATTCCGCATGCA 
TGTGGAGCAGAAGGACATCATTTATAGAGTATATCTGAAACAGATAATAGTCAAAGTCATTT 
TGTTT GTGCTCATCATAACTTATGTTCCATATTTTTTAACCCACATCACTCTTGAAATCGAC 
TGTTCAGTTGATGTGCAGGCTTTTACAGGATATAAGCGCTACCAGTGTGTCTATTCCTTGGC 
AGAAATCTTTAAGGTCCTGGCTTCATTTTATGTCATTTTGGTTATACTTTATGGTCTGACCT 
CTTCCTACAGCCTGTGGTGGATGCTGAGGAGTTCCCTGAAGCAATATTCCTTTGAGGCGTTA 
AGAGAAAAAAGCAACTACAGTGACATCCCTGATGTCAAGAATGACTTTGCCTTCATCCTTCA 
TCTGGCTGATCAGTATGATCCTCTTTATTCCAAACGCTTCTCCATATTCCTATCAGAGGTCA 
GTGAGAACAAACTGAAACAGATCAACCT CAATAATGAATGGACAGTTGAGAAACTGAAAAGT 
AAGCTTGTGAAAAATGCCCAGGACAAGATAGAACTGCATCTTTTTATGCTCAACGGTCTTCC 
AGACAATGTCTTTGAGTTAACTGAAATGGAAGTGCTAAGCCTGGAGCTTATCCCAGAGGTGA 
AGCTGCCCTCTGCAGTCTCACAGCTGGTCAACCTCAAGGAGCTTCGTGTGTACCATTCATCT 
CTGGTCGTAGACCATCCTGCACTGGCCTTTCTAGAGGAGAATTTAAAAATCCTCCGCCTGAA 
ATTTACTGAAATGGGAAAAATCCCACGCTGGGTATTTCACCTCAAGAATCTCAAGGAACTTT 
ATCTTTCGGGCTGTGTTCTCCCTGAACAGTTGAGTACTATGCAGTTGGAGGGCTTTCAGGAC 
TTAAAAAATCTAAGGACCCTGTACTTGAAGAGCAGCCTCTCCCGGATCCCACAAGTTGTTACA 
GACCTCCTGCCTTCATTGCAGAAACTGTCCCTTGATAATGAGGGAAGCAAACTGGTTGTGTT 
GAACAACTTGAAAAAGATGGTCAATCTGAAAAGCCTAGAACTGATCAGCTGTGACCTGGAAC 
GCATCCCACATTCCATTTTCAGCCTGAATAATTTGCATGAGTTAGACCTAAGGGAAAATAAC 
CTTAAAACTGTGGAAGAGATTAGCTTTCAGCATCTTCAGAATCTTTCCTGCTTAAAGTTGTG 
GCACAATAACATTGCTTATATTCCTGCACAGATTGGGGCATTATCTAACCTAGAGCAGCTCT 
CTTTGGACCATAATAATATTGAGAATCTGCCCTTGCAGCTTTTCCTATGCACTAAACTACAT 
TATTTGGATCTAAGCTATAACCACTTGACCTTCATTCCAGAAGAAATCCAGTATCTGAGTAA 
TTTGCAGTACTTTGCTGTGACCAACAACAATATTGAGATGCTACCAGATGGGCTGTTTCAGT 
GCAAAAAGCTGCAGTGTTTACTTTTGGGGAAAAATAGCTTGATGAATTTGTCCCCTCATGTG 
GGTGAGCTGTCAAACCTTACT CATCTGGAGCTCATTGGTAATTACCTGGAAACACTTCCTCC 
TGAACTAGAAGGATGTCAGTCCCTAAAACGGAACTGTCTGATTGTTGAGGAGAACTTGCTCA 
ATACTCTTCCTCTCCCTGTAACAGAACGTTTACAGACGTGCTTAGACAAATGTTGACTTAAA 
GAAAAGAGACCCGTGTTTCAAAATCATTTTTAAAAGTATGCTCGGCCGGGCGTGGTGGCTCA 
TGCCTATAATCCCAGCACTTTGGGAGGCCAAGATGGGCGGATTGCTTGAGGTCAGGAGTTCG 
AGACCAGTCTGGCCAACCTGGTGAAACCCCATCTCTGCTAAAACTACAAAAAAATTAGCCAG 
GCGTGGTGGCGTGCGCCTGTAATCCCAGCTACTTGGGAGGCTGACGCAGGGGAATTGCTTGA 
ACCAGGGAGGTGGAGGTTGCAGTGAGCCGAGATTGTGCCACTGTACACCAGCCTGGGTGACA 
GAGCAAGACTCTTATCT CAAAAAAAAAAAAAAA 
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FIGURE 78 
></usr/seqdb2/s st/DNA/Dnas eds. min/ss. DNA161005 
><subunit 1 of 1, 802 aa, 1 St Op 
><MW: 92235, pI: 6.80, NX (S/T) : 5 
MITLTELKCLADAQSSYHILKPWWDVFWYYITLIMLLVAVLAGALOLTQSRVLCCLPCKV 
EFDNHCAVPWDILKASMNTSSNPGTPLPLPLRIONDLHRQQYSYIDAVCYEKOLHWFAKF 
FPYLVLLHTLIFAACSNFWLHYPSTSSRLEHFVAILHKCFDSPWTTRALSETVAEOSVRP 
LKLSKSKILLSSSGCSADIDSGKOSLPYPOPGLESAGIESPTSSGLDKKEGEOAKAIFEK 
VKRFRMHVEOKDIIYRVYLKQIIVKVILFVLIITYVPYFLTHITLEIDCSVDVOAFTGYK 
RYOCVYSLAEIFKVLASEYVILVILYGLTSSYSLWWMLRSSLKOYSFEALREKSNYSDIP 
DVKNDFAFILHLADOYDPLYSKRFSIFLSEVSENKLKQINLNNEWTVEKLKSKLVKNAOD 
KIELHL FMLNGLPDNVFELTEMEVLSLELIPEVKLPSAVSOLVNLKELRVYHSSLVVDHP 
ALAFLEENLKILRLKFTEMGKIPRWVFHLKNLKELYLSGCVLPEQLSTMQLEGFODLKNL 
RTLYLKSSLSRIPOVVTDLLPSLOKLSLDNEGSKLVVLNNLKKMVNLKSLELISCDLERI 
PHSIFSLNNLHELDLRENNLKTVEEISFOHLONLSCLKLWHNNIAYIPAQIGALSNLEQL 
SLDHNNIENL, PLOLFICTKLHYI, DISYNHLTFIPEEIQYLSNLOY FAVTNNNIEMLPDGL 
FOCKKLOCLLLGKNSLMNLSPHVGELSNLTHLELIGNYLETLPPELEGCOSLKRNCLIVE 
ENLLNTLPLPVTERLOTCLDKC 

Important features of the protein: 
Signal peptide : 
Amino acids - 46 

Transmembrane domains : 
AIminO a Cids 118-138; 261-281; 31-332 

N-glycosylation sites: 
Amino acids 78-82; 355-359; 633-637, 748-752 

cAMP- and c(MP-dependent protein kinase phosphorylation site: 
Amino acids 382 - 386 

Tyrosine kinase phosphorylation site: 
Amino acids 21-30 

N-myristoylation sites: 
Amino acids 212-218; 327-333; 431 - 437; 652 - 658; 

719 - 725 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 125-13 6 

Leucine Zipper pattern: 
Amino acids 468 - 490 

Leucine Rich Repeat: 
Amino acids 609-632; 748-770 
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FIGURE 80 

></usr/seqdb2/s st/DNA/Dnasegs. Imin / ss. DNA170245 
><subunit 1 of 1, 383 aa, 1 stop 
>KMW: 40548, pI: 6.48, NX (S/T) : 1 
MPSGCRCLHLVCLLCILGAPGQPVRADDCSSHCDLAHGCCAPDGSCRCDPGWEGLHCERC 
VRMPGCOHGTCHQPWOCICHSGWAGKFCDKDEHICTTQSPCQNGGOCMYDGGGEYHCVCL 
PGFHGRDCERKAGPCEQAGSPCRNGGOCQDDQGFALNFTCRCLVGFVGARCEVNVDDCLM 
RPCANGATCLDGINRFSCLCPEGFAGRFCTINLDDCASRPCQRGARCRDRVHDFDCLCPS 
GYGGKTCELVLPVPDPPTTVDTPLGPTSAVVVPATGPAPHSAGAGLLRISVKEVVRROEA 
GLGEPSLVALVVFGALTAALVLATVLLTLRAWRRGVCPPGPCCYPAPHYAPACODOECQV 
SMLPAGLPLPRDLPPEPGKTTAL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-21 

Transmembrane domain : 
Amino acids 306-331 

N-glycosylation site: 
Amino acids 157-160 

Glycosaminoglycan attachment site: 
Amino acids 24 O-2 4 3 

N-myristoylation sites: 
Amino acids 44-49; 65-70; 243-248; 314-319 

Aspartic acid and asparagine hydroxylation sites: 
Amino acids 189-200; 227-238 

EGF-like domain cysteine pattern signature : 
Amino acids 4 6-57; 77-88; 117-128; 160-171; 198-209; 

236-2 47 

Zinc finger, C3HC4 type, signature: 
Amino acids 7-16 

EGF-like domain proteins: 
Amino acids 46-58; 77-89; 117-129; 160-172; 198-21.O; 

216-228; 236-248 
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FIGURE 81 
GTTTGTTGCTCAAACCGAGTTCTGGAGAACGCCATCAGCTCGCTGCTTAAAATTAAACCACA 
GGTTCCATTATGGGTCGACTTGATGGGAAAGTCATCATCCTGACGGCCGCTGCTCAGGGGAT 
TGGCCAAGCAGCTGCCTTAGCTTTTGCAAGAGAAGGTGCCAAAGTCATAGCCACAGACATTA 
ATGAGTCCAAACTTCAGGAACTGGAAAAGTACCCGGGTATTCAAACTCGTGTCCTTGATGTC 
ACAAAGAAGAAACAAATTGATCAGTTTGCCAGTGAAGTTGAGAGACTTGATGTTCTCTTTAAT 
GTTGCTGGTTTTGTCCATCATGGAACTGTCCTGGATTGTGAGGAGAAAGACTGGGACTTCTC 
GATGAATCT CAATGTGCGCAGCATGTACCTGATGATCAAGGCATTCCTTCCTAAAATGCTTG 
CTCAGAAATCTGGCAATATTATCAACATGTCTTCTGTGGCTTCCAGCGT CAAAGGAGTTGTG 
AACAGATGTGTGTACAGCACAACCAAGGCAGCCGTGATTGGCCTCACAAAATCTCTGGCTGC 
AGATTTCATCCAGCAGGGCATCAGGTGCAACTGTGTGTGCCCAGGAACAGTTGATACGCCAT 
CTCTACAAGAAAGAATACAAGCCAGAGGAAATCCTGAAGAGGCACGGAATGATTTCCTGAAG 
AGACAAAAGACGGGAAGATTCGCAACTGCAGAAGAAATAGCCATGCTCTGCGTGTATTTGGC 
TTCTGATGAATCTGCTTATGTAACTGGTAACCCTGTCATCATTGATGGAGGCTGGAGCTTGT 
GATTTTAGGATCTCCATGGTGGGAAGGAAGGCAGGCCCTTCCTATCCACAGTGAACCTGGTT 
ACGAAGAAAACT CACCAATCATCTCCTTCCTGTTAATCACATGTTAATGAAAATAAGCTCTT 
TTTAATGATGTCACTGTTTGCAAGAGTCTGATTCTTTAAGTATATTAATCTCTTTGTAATCT 
CTTCTGAAATCAT"TGTAAAGAAATAAAAATATTGAACT CAT 
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FIGURE 82 

></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA171771 
><subunit 1 of 1, 245 aa, 1 stop 
><MW: 26711, pI: 8.00, NX (S/T) : 2 
MGRLDGKVIII, TAAAOGIGOAAALAFAREGAKVIATDINESKLQELEKYPGIOTRVLDVT 
KKKQIDOFASEVERLDVLFNVAGFVHHGTVLDCEEKDWDFSMNLNVRSMYLMIKAFLPKM 
LAQKSGNIINMSSVASSVKGVVNRCVYSTTKAAVIGLTKSLAADFIQQGIRCNCVCPGTV 
DTPSLOERIOARGNPEEARNDFLKROKTGRFATAEEIAMLCVYLASDESAYVTGNPVIID 
GGWSL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

N-glycosylation sites: 
Amino acids 39-43; 130-134 

Tyrosine kinase phosphorylation site: 
Amino acids 42-5 O 

N-myristoylation sites: 
Amino acids 17-23; 19-25; 126-132; 15 6-1 62; 169-175 

Short-chain dehydrogenases/reductases family proteins: 
Amino acids 7-19; 73-83; 127-1 64; 169-178 

Short chain dehydrogenase : 
Amino acids 7-183 
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FIGURE 83 
GGGCGGCGGCGGCAGCGGTTGGAGGTTGTAGGACCGGCGAGGAATAGGAATCATGGCGGCTG 
CGCTGTTCGTGCTGCTGGGATTCGCGCTGCTGGGCACCCACGGAGCCTCCGGGGCTGCCGGC 
TTCGTCCAGGCGCCGCTGTCCCAGCAGAGGTGGGTGGGGGGCAGTGTGGAGCTGCACTGCGA 
GGCCGTGGGCAGCCCGGTGCCCGAGATCCAGTGGTGGTTTGAAGGGCAGGGTCCCAACGACA 
CCTGCTCCCAGCTCTGGGACGGCGCCCGGCTGGACCGCGTCCACATCCACGCCACCTACCAC 
CAGCACGCGGCCAGCACCATCTCCATCGACACGCTCGTGGAGGAGGACACGGGCACTTACGA 
GTGCCGGGCCAGCAACGACCCGGATCGCAACCACCTGACCCGGGCGCCCAGGGTCAAGTGGG 
TCCGCGCCCAGGCAGTCGTGCTAGTCCTGGAACCCGGCACAGTCTTCACTACCGTAGAAGAC 
CTTGGCTCCAAGATACTCCT CACCTGCTCCTTGAATGACAGCGCCACAGAGGTCACAGGGCA 
CCGCTGGCTGAAGGGGGGCGTGGTGCTGAAGGAGGACGCGCTGCCCGGCCAGAAAACGGAGT 
TCAAGGTGGACTCCGACGACCAGTGGGGAGAGTACTCCTGCGTCTTCCTCCCCGAGCCCATG 
GGCACGGCCAACATCCAGCTCCACGGGCCTCCCAGAGTGAAGGCTGTGAAGTCGTCAGAACA 
CATCAACGAGGGGGAGACGGCCATGCTGGTCTGCAAGTCAGAGTCCGTGCCACCTGTCACTG 
ACTGGGCCTGGTACAAGAT CACTGACTCTGAGGACAAGGCCCTCATGAACGGCTCCGAGAGC 
AGGTTCTTCGTGAGTTCCTCGCAGGGCCGGTCAGAGCTACACATTGAGAACCTGAACATGGA 
GGCCGACCCCGGCCAGTACCGGTGCAACGGCACCAGCTCCAAGGGCTCCGACCAGGCCATCA 
TCACGCTCCGCGTGCGCAGCCACCTGGCCGCCCTCTGGCCCTTCCTGGGCATCGTGGCTGAG 
GTGCTGGTGCTGGT CACCATCATCTTCATCTACGAGAAGCGCCGGAAGCCCGAGGACGTCCT 
GGATGATGACGACGCCGGCTCTGCACCCCTGAAGAGCAGCGGGCAGCACCAGAATGACAAAG 
GCAAGAACGTCCGCCAGAGGAACTCTTCCTGAGGCAGGTGGCCCGAGGACGCTCCCTGCTCC 
ACGTCTGCGCCGCCGCCGGAGTCCACTCCCAGTGCTTGCAAGATTCCAAGTTCT CACCTCTT 
AAAGAAAACCCACCCCGTAGATTCCCATCATACACTTCCTTCTTTTTTAAAAAAGTTGGGTT 
TTCTCCATTCAGGATTCTGTTCCTTAGGTTTTTTTCCTTCTGAAGTGTTTCACGAGAGCCCG 
GGAGCTGCTGCCCTGCGGCCCCGTCTGTGGCTTTCAGCCTCTGGGTCTGAGTCATGGCCGGG 
TGGGCGGCACAGCCTTCTCCACTGGCCGGAGTCAGTGCCAGGTCCTTGCCCTTTGTGGAAAGTC 
ACAGGT CACACGAGGGGCCCCGTGTCCTGCCTGTCTGAAGCCAATGCTGTCTGGTTGCGCCA 
TTTTTGTGCTTTTATGTTTAATTTTATGAGGGCCACGGGTCTGTGTTCGACT CAGCCTCAGG 
GACGACTCTGACCTCTTGGCCACAGAGGACT CACTTGCCCACACCGAGGGCGACCCCGT CAC 
AGCCTCAAGTCACTCCCAAGCCCCCTCCTTGTCTGTGCATCCGGGGGCAGCTCTGGAGGGGG 
TTTGCTGGGGAACTGGCGCCATCGCCGGGACTCCAGAACCGCAGAAGCCTCCCCAGCT CACC 
CCTGGAGGACGGCCGGCTCTCTATAGCACCAGGGCTCACGTGGGAACCCCCCTCCCACCCAC 
CGCCACAATAAAGATCGCCCCCACCTCCACCCAAAAA 
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FIGURE 84 

></usr/seqdb2/s st/DNA/Dnaseqs. Inin / ss. DNA1731.57 
><subunit 1 of 1, 385 aa, 1 Stop 
><MW: 42200, pI : 5.57, NX (S/T) : 5 
MAAALFVLLGFALLGTHGASGAAGEVOAPLSOORWVGGSVELHCEAVGSPVPEIOWWFEG 
QGPNDTCSQLWDGARLDRVHIHATYHOHAASTISIDTLVEEDTGTYECRASNDPDRNHLT 
RAPRVKWVRAQAVVLVLEPGTVFTTVEDLGSKILLTCSLNDSATEVTGHRWLKGGVVLKE 
DALPGOKTEFKVDSDDOWGEYSCVELPEPMGTANIOLHGPPRVKAVKSSEHINEGETAML 
WCKSESVPPVTDWAWYKITDSEDKALMNGSESRFFVSSSOGRSELHIENLNMEADPGOYR 
CNGTSSKGSDQAIITLRVRSHLAALWPFLGIVAEVLVLVTIIFIYEKRRKPEDVLDDDDA 
GSAPLKSSGOHONDKGKNVRORNSS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-18 

Transmembrane domain : 
Amino acids 32 O-343 

N-glycosylation sites: 
Amino acids 64 - 68; 160-164; 268-272; 3O2-306 

N-myristoylation sites: 
Amino acids 15-21, 18-24; 6 O-66; 104-110 ; 14 O-146; 

297-303; 308-314; 369-375 

Immunoglobulin domain : 
Amino acids 37-110; 150-205; 235-303 
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FIGURE 85 
GGCTCGAGCAAAGACATACGAACAGGGAGGAAGGCCGACTGAAAGAAAGACGGAGAAGAGGA 
GAGAGAAGCCAGGGCCGAGCGTGCCAGCAGGCGGATGGAGGGCGGCCTGGTGGAGGAGGAGA 
CGTAGTGGCCTGGGCTGAGCTGGGTGGGCCGGGAGAAGCGGGTGCCTCAGAGTGGGGGTGGG 
GGCATGGGAGGGGCAGGCATTCTGCTGCTGCTGCTGGCTGGGGCGGGGGTGGTGGTGGCCTGG 
AGACCCCCAAAGGGAAAGTGTCCCCTGCGCTGCTCCTGCTCTAAAGACAGCGCCCTGTGTGA 
GGGCTCCCCGGACCTGCCCGTCAGCTTCTCTCCGACCCTGCTGT CACTCTCACTCGTCAGGA 
CGGGAGT CACCCAGCTGAAGGCCGGCAGCTTCCTGAGAATTCCGTCTCTGCACCTGCTCCTC 
TTCACCTCCAACTCCTTCTCCGTGATTGAGGACGATGCATTTGCGGGCCTGTCCCACCTGCA 
GTACCTCTTCATCGAGGACAATGAGATTGGCTCCATCTCTAAGAATGCCCTCAGAGGACTTC 
GCTCGCTTACACACCTAAGCCTGGCCAATAACCATCTGGAGACCCTCCCCAGATTCCTGTTC 
CGAGGCCTGGACACCCTTACTCACGTGGACCTCCGCGGGAACCCGTTCCAGTGTGACTGCCG 
CGTCCTCTGGCTCCTGCAGTGGATGCCCACCGTGAATGCCAGCGTGGGGACCGGCGCCTGTG 
CGGGCCCCGCCTCCCTGAGCCACATGCAGCTCCACCACCTCGACCCCAAGACTTTCAAGTGC 
AGAGCCATAGGTGGGGGGCTTTCCCGATGGGGTGGGAGGCGGGAGATCTGGGGGAAAGGCTG 
CCAGGGCCAAGAGGCTCGTCT CACTCCCTGCCCTGCCATTTCCCGGAGTGGGAAGACCCTGA 
GCAAGCAGCACTGCCTTCCTGAGCCCCAGTTTTCTCATCTGTAAAGTGGGGGTAATAAACAG 
TGATATAGG 
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FIGURE 86 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA175734 
><subunit 1 of 1, 261 aa, 1 stop 
><MW: 28 231, pI: 9. 28, NX (S/T) : 1 
MGGAGILLLLLAGAGVVVAWRPPKGKCPLRCSCSKDSALCEGSPDLPVSFSPTILLSLSLV 
RTGVTOLKAGSFLRIPSLHLLLFTSNSFSVIEDDAFAGLSHLQYL FIEDNEIGSISKNAL 
RGLRSLTHLSLANNHLETLPRELFRGLDTLTHVDLRGNPFOCDCRVLWLLOWMPTVNASV 
GTGACAGPASLSHMOLHHLDPKTFKCRAIGGGLSRWGGRREIWGKGCOGQEARLTPCPAI 
SRSGKTLSKOHCLPEPOFSHL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-19 

N-glycosylation site: 
Amino acids 177-181 

N-myristoylation sites: 
Amino acids 15-21; 181-186; 210-215 

Amidation site: 
Amino acids 217-22 O 

Microbodies C-terminal targeting signal : 
Amino acids 259-262 

ATP/GTP-binding site motif A (P-loop) : 
Amino acids 239-246 

Leucine zipper pattern : 
Amino acids 129-150 

Leucine Rich Repeat: 
Amino acids 53-76; 149-171 

Leucine rich repeat C-terminal domain : 
Amino acids 158-2O7 
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FIGURE 87 
CGGACGCGTGGGGCGGCGAGAGCAGCTGCAGTTCGCATCTCAGGCAGTACCTAGAGGAGCTG 
CCGGTGCCTCCTCAGAACATCTCCTGATCGCTACCCAGGACCAGGCACCAAGGACAGGGAGT 
CCCAGGCGCACACCCCCCATTCTGGGTCCCCCAGGCCCAGACCCCCACTCTGCCACAGGTTG 
CATCTTGACCTGGTCCTCCTGCAGAAGTGGCCCCTGTGGTCCTGCTCTGAGACTCGTCCCTG 
GGCGCCCCTGCAGCCCCTTTCTATGACTCCATCTGGATTTGGCTGGCTGTGGGGACGCGGTC 
CGAGGGGCGGCCTGGCTCTCAGCGTGGTGGCAGCCAGCTCTCTGGCCACCATGGCAAATGCT 
GAGATCTGAGGGGACAAGGCTCTACAGCCTCAGCCAGGGGCACTCAGCTGTTGCAGGGTGTG 
ATGGAGAACAAAGCTATGTACCTACACACCGTCAGCGACTGTGACACCAGCTCCATCTGTGA 
GGATTCCTTTGATGGCAGGAGCCTGTCCAAGCTGAACCTGTGTGAGGATGGTCCATGTCACA 
AACGGCGGGCAAGCATCTGCTGTACCCAGCTGGGGTCCCTGTCGGCCCTGAAGCATGCTGTC 
CTGGGGCTCTACCTGCTGGTCTTCCTGATTCTTGTGGGCATCTTCATCTTAGCAGGGCCACC 
GGGACCCAAAGGTGATCAGGGGGATGAAGGAAAGGAAGGCAGGCCTGGCATCCCTGGATTGC 
CTGGACTTCGAGGTCTGCCCGGGGAGAGAGGTACCCCAGGATTGCCCGGGCCCAAGGGCGAT 
GATGGGAAGCTGGGGGCCACAGGACCAATGGGCATGCGTGGGTTCAAAGGTGACCGAGGCCC 
AAAAGGAGAGAAAGGAGAGAAAGGAGACAGAGCTGGGGATGCCAGTGGCGTGGAGGCCCCGA 
TGATGATCCGCCTGGTGAATGGCTCAGGTCCGCACGAGGGCCGCGTGGAAGTGTACCACGAC 
CGGCGCTGGGGCACCGTGTGTGACGACGGCTGGGACAAGAAGGACGGAGACGTGGTGTGCCG 
CATGCTCGGCTTCCGCGGTGTGGAGGAGGTGTACCGCACAGCTCGATTCGGGCAAGGCACTG 
GGAGGATCTGGATGGATGACGTTGCCTGCAAGGGCACAGAGGAAACCATCTTCCGCTGCAGC 
TTCTCCAAATGGGGGGTGACAAACTGTGGACATGCCGAAGATGCCAGCGTGACATGCAACAG 
ACACTGAAAGTGGGCAGAGCCCAAGTTCGGGGTCCTGCACAGAGCACCCTTGCTGCATCCCT 
GGGGTGGGGCACAGCTCGGGGCCACCCTGACCATGCCTCGACCACACCCCGTCCAGCATTCT 
CAGTCCT CACACCTGCATCCCAGGACCGTGGGGGCCGGTCGTCATTTCCCTCTTGAACATGT 
GCTCCGAAGTATAACTCTCCGACCTACTGCCCGTCTCTCTCTTCCACCAGGTTCCTGCATGA 
GGAGCCCTGATCAACTGGAT CACCACTTTGCCCAGCCTCTGAACACCATGCACCAGGCCTCA 
ATATCCCAGTTCCCTTTGGCCTTTTAGTTACAGGTGAATGCTGAGAATGTGTCAGAGACAAG 
TGCAGCAGCAGCGATGGTTGGTAGTATAGATCATTTACTCTTCAGACAATTCCCAAACCTCC 
ATTAGTCCAAGAGTTTCTACAICTTCCTCCCCAGCAAGAGGCAACGTCAAGTGATGAATTTC 
CCCCCTTTACTCTGCCTCTGCTCCCCATTTGCTAGTTTGAGGAAGTGACATAGAGGAGAAGC 
CAGCTGTAGGGGCAAGAGGGAAATGCAAGTCACCTGCAGGAATCCAGCTAGATTTGGAGAAG 
GGAATGAAACTAACATTGAATGACTACCATGGCACGCTAAATAGTATCTTGGGTGCCAAATTCA 
TGTATCCACTTAGCTGCATTGGTCCAGGGCATGTCAGTCTGGATACAGCCTTACCTTCAGGT 
AGCACTTAACTGGTCCATTCACCTAGACTGCAAGTAAGAAGACAAAATGACTGAGACCGTGT 
GCCCACCTGAACTTATTGTCTTTACTTGGCCTGAGCTAAAAGCTTGGGTGCAGGACCTGTGT 
AACTAGAAAGTTGCCTACTTCAGAACCTCCAGGGCGTGAGTGCAAGGTCAAACATGACTGGC 
TTCCAGGCCGACCATCAATGTAGGAGGAGAGCTGATGTGGAGGGTGACATGGGGGCTGCCCA 
TGTTAAACCTGAGTCCAGTGCTCTGGCATTGGGCAGTCACGGTTAAAGCCAAGTCATGTGTG 
TCTCAGCTGTTTGGAGGTGATGATTTTGCATCTTCCAAGCCTCTTCAGGTGTGAATCTGTGG 
TCAGGAAAACACAAGTCCTAATGGAACCCTTAGGGGGGAAGGAAATGAAGATTCCCTATAAC 
CTCTGGGGGTGGGGAGTAGGAATAAGGGGCCTTGGGCCTCCATAAATCTGCAATCTGCACCC 
TCCTCCTAGAGACAGGGAGATCGTGTTCTGCTTTTTACATGAGGAGCAGAACTGGGCCATAC 
ACGTGTTCAAGAACTAGGGGAGCTACCTGGTAGCAAGTGAGTGCAGACCCACCTCACCTTGG 
GGGAATCT CAAACTCATAGGCCTCAGATACACGATCACCTGTCATATCAGGTGAGCACTGGC 
CTGCTTGGGGAGAGACCTGGGCCCCTCCAGGTGTAGGAACAGCAACACTCCTGGCTGACAAC 
TAAGCCAATATGGCCCTAGGTCATTCTTGCTTCCAATATGCTTGCCACTCCTTAAATGTCCT 
AATGATGAGAAACTCTCTTTCTGACCAATTGCTATGTTTACATAACACGCATGTACT CATGC 
ATCCCTTGCCAGAGCCCATATATGTATGCATATATAAACATAGCACTTTTTACTACATAGCT 
CAGCACATTGCAAGGTTTCCATTTAAGTT 
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FIGURE 88 

></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA176108 
><subunit 1 of 1, 270 aa, 1 stop 
> KMW: 28871, pI: 7.09, NX (S/T) : 1 
MENKAMYLHTVSDCDTSSICEDSFDGRSLSKLNLCEDGPCHKRRASICCTOLGSLSALKH 
AVLGLYLLVFLILVGIFILAGPPGPKGDQGDEGKEGRPGIPGLPGLRGLPGERGTPGLPG 
PKGDDGKLGATGPMGMRGFKGDRGPKGEKGEKGDRAGDASGVEAPMMIRLVNGSGPHEGR 
VEVYHDRRWGTVCDDGWDKKDGDVVCRMLGFRGVEEVYRTARFGOGTGRIWMDDVACKGT 
EETIFRCSFSKWGVTNCGHAEDASVTCNRH 

Transmembrane domain : 
Amino acids 55-80 

N-glycosylation site: 
Amino acids 72-175 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 43-4 6 

Tyrosine kinase phosphorylation site : 
Amino acids 212-218 

N-myristoylation sites: 
Amino acids 53-58; 224-229; 239-244; 253-258 

Speract receptor repeated domain signature : 
Amino acids 17 3-211 

Scavenger receptor cysteine-rich domain : 
Amino acids 171-268 

Collagen Collagen triple helix repeat: 
Amino acids 9 O-49 



Patent Application Publication Apr. 3, 2003 Sheet 89 of 115 US 2003/0064474 A1 

FIGURE 89 
GTCGCCGCGAGGGACGCAGAGAGCACCCTCCACGCCCAGATGCCTGCGTAGTTTTTGTGACC 
AGTCCGCTCCTGCCTCCCCCTGGGGCAGTAGAGGGGGAGCGATGGAGAACTGGACTGGCAGG 
CCCTGGCTGTATCTGCTGCTGCTTCTGTCCCTCCCTCAGCTCTGCTTGGATCAGGAGGTGTT 
GTCCGGACACTCTCTTCAGACACCTACAGAGGAGGGCCAGGGCCCCGAAGGTGTCTGGGGAC 
CTTGGGTCCAGTGGGCCTCTTGCTCCCAGCCCTGCGGGGTGGGGGTGCAGCGCAGGAGCCGG 
ACATGTCAGCTCCCTACAGTGCAGCTCCACCCGAGTCTGCCCCTCCCTCCCCGGCCCCCAAG 
ACATCCAGAAGCCCTCCTCCCCCGGGGCCAGGGTCCCAGACCCCAGACTTCTCCAGAAACCC 
TCCCCTTGTACAGGACACAGTCTCGGGGAAGGGGTGGCCCACTTCGAGGTCCCGCTTCCCAC 
CTAGGGAGAGAGGAGACCCAGGAGATTCGAGCGGCCAGGAGGTCCCGGCTTCGAGACCCCAT 
CAAGCCAGGAATGTTCGGTTATGGGAGAGTGCCCTTTGCATTGCCACTGCACCGGAACCGCA 
GGCACCCTCGGAGCCCACCCAGATCTGAGCTGTCCCTGATCTCTTCTAGAGGGGAAGAGGCT 
ATTCCGTCCCCTACTCCAAGAGCAGAGCCATTCTCCGCAAACGGCAGCCCCCAAACTGAGCT 
CCCTCCCACAGAACTGTCTGTCCACACCCCATCCCCCCAAGCAGAACCTCTAAGCCCTGAAA 
CTGCTCAGACAGAGGTGGCCCCCAGAACCAGGCCTGCCCCCCTACGGCAT CACCCCAGAGCC 
CAGGCCTCTGGCACAGAGCCCCCCT CACCCACGCACTCCTTAGGAGAAGGTGGCTTCTTCCG 
TGCATCCCCTCAGCCACGAAGGCCAAGTTCCCAGGGTTGGGCCAGTCCCCAGGTAGCAGGGA 
GACGCCCTGATCCTTTTCCTTCGGTCCCTCGGGGCCGAGGCCAGCAGGGCCAAGGGCCTTGG 
GGAACGGGGGGGACTCCTCACGGGCCCCGCCTGGAGCCTGACCCT CAGCACCCGGGCGCCTG 
GCTGCCCCTGCTGAGCAACGGCCCCCATGCCAGCTCCCTCTGGAGCCTCTTTGCTCCCAGTA 
GCCCTATTCCAAGATGTTCTGGGGAGAGTGAACAGCTAAGAGCCTGCAGCCAAGCGCCCTGC 
CCCCCTGAGCAGCCAGACCCCCGGGCCCTGCAGTGCGCAGCCTTTAACTCCCAGGAATTCATG 
GGCCAGCTGTATCAGTGGGAGCCCTTCACTGAAGTCCAGGGCTCCCAGCGCTGTGAACTGAA 
CTGCCGGCCCCGTGGCTTCCGCTTCTATGTCCGT CACACTGAAAAGGTCCAGGATGGGACCC 
TGTGTCAGCCTGGAGCCCCTGACATCTGTGTGGCTGGACGCTGTCTGAGCCCCGGCTGTGAT 
GGGATCCTTGGCTCTGGCAGGCGTCCTGATGGCTGTGGAGTCTGTGGGGGTGATGATTCTAC 
CTGTCGCCTTGTTTCGGGGAACCT CACTGACCGAGGGGGCCCCCTGGGCTATCAGAAGATCT 
TGTGGATTCCAGCGGGAGCCTTGCGGCTCCAGATTGCCCAGCTCCGGCCTAGCTCCAACTAC 
CTGGCACTTCGTGGCCCTGGGGGCCGGTCCATCATCAATGGGAACTGGGCTGTGGATCCCCC 
TGGGTCCTACAGGGCCGGCGGGACCGTCTTTCGATATAACCGTCCTCCCAGGGAGGAGGGCA 
AAGGGGAGAGTCTGTCGGCTGAAGGCCCCACCACCCAGCCTGTGGATGTCTATATGATCTTT 
CAGGAGGAAAACCCAGGCGTTTTTTATCAGTATGTCATCTCTTCACCTCCTCCAATCCTTGA 
GAACCCCACCCCAGAGCCCCCTGTCCCCCAGCTTCAGCCGGAGATTCTGAGGGTGGAGCCCC 
CACTTGCTCCGGCACCCCGCCCAGCCCGGACCCCAGGCACCCTCCAGCGTCAGGTGCGGATC 
CCCCAGATGCCCGCCCCGCCCCATCCCAGGACACCCCTGGGGTCTCCAGCTGCGTACTGGAA 
ACGAGTGGGACACTCTGCATGCTCAGCGTCCTGCGGGAAAGGTGTCTGGCGCCCCATTTTCC 
TCTGCATCTCCCGTGAGTCGGGAGAGGAACTGGATGAACGCAGCTGTGCCGCGGGTGCCAGG 
CCCCCAGCCTCCCCTGAACCCTGCCACGGCACCCCATGCCCCCCATACTGGGAGGCTGGCGA 
GTGGACATCCTGCAGCCGCTCCTGTGGCCCCGGCACCCAGCACCGCCAGCTGCAGTGCCGGC 
AGGAATTTGGGGGGGGTGGCTCCTCGGTGCCCCCGGAGCGCTGTGGACATCTCCCCCGGCCC 
AACAT CACCCAGTCTTGCCAGCTGCGCCTCTGTGGCCATTGGGAAGTTGGCTCTCCTTGGAG 
CCAGTGCTCCGTGCGGTGCGGCCGGGGCCAGAGAAGCCGGCAGGTTCGCTGTGTTGGGAACA 
ACGGTGATGAAGTGAGCGAGCAGGAGTGTGCGTCAGGCCCCCCACAGCCCCCCAGCAGAGAG 
GCCTGTGACATGGGGCCCTGTACTACTGCCTGGTTCCACAGCGACTGGAGCTCCAAGGTGAG 
CCCGGAACCCCCAGCCATATCCTGCATCCTGGGTAACCATGCCCAGGACACCT CAGCCTTTC 
CAGCATAGCT CAATAAACTTGTATTGATC 
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FIGURE 90 
></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA190710 
><subunit 1 of 1, 877 aa, 1 Stop 
><MW: 95132, pI: 8.77, NX (S/T) : 5 
MENWTGRPWLYLLLLLSL POLCLDQEVLSGHSLOTPTEEGQGPEGVWGPWVOWASCSQPC 
GVGVQRRSRTCOLPTVOLHPSLPLPPRPPRHPEALLPRGQGPRPOTSPETLPLYRTQSRG 
RGGPLRGPASHLGREETOEIRAARRSRLRDPIKPGMFGYGRVPFALPLHRNRRHPRSPPR 
SELSLISSRGEEAIPSPTPRAEPESANGSPOTELPPTELSVHT PSPOAEPLSPETAOTEV 
APRTRPAPLRHHPRAQASGTEPPSPTHSLGEGGFFRASPOPRRPSSQGWASPOVAGRRPD 
PFPSVPRGRGOOGOGPWGTGGTPHGPRLEPDPOHPGAWLPLLSNGPHASSLWSLFAPSSP 
IPRCSGESEQLRACSOAPCPPEOPDPRALOCAAFNSOEFMGQLYQWEPFTEVOGSQRCEL 
NCRPRGFRFYVRHTEKVODGTLCOPGAPDICVAGRCLSPGCDGILGSGRRPDGCGVCGGD 
DSTCRLVSGNLTDRGGPLGYOKILWIPAGALRLOIAOLRPSSNYLALRGPGGRSIINGNW 
AVDPPGSYRAGGTVFRYNRPPREEGKGESLSAEGPTTOPVDVYMIFQEENPGVFYOYVIS 
SPPPILENPTPEPPVPOLOPEILRVEPPLAPAPRPARTPGTLQRQVRIPOMPAPPHPRTP 
LGSPAAYWKRVGHSACSASCGKGVWRPFLCISRESGEELDERSCAAGARPPASPEPCHG 
TPCPPYWEAGEWTSCSRSCGPGTOHRQLOCRQEFGGGGSSVPPERCGHLPRPNITQSCQL 
RLCGHWEVGSPWSOCSVRCGRGQRSRQVRCVGNNGDEVSEQECASGPPQPPSREACDMGP 
CTTAWFHSDWSSKVSPEPPAISCILGNHAODTSAFPA 

Important features of the protein: 
Signal peptide : 
Amino acids 1-24 

N-glycosylation sites: 
Amino acids 3-6, 490 - 493; 773-776 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 282-285 

N-myristoylation sites: 
Amino acids 2O8-21.3; 414 - 41.9; 463-468; 473 - 478; 475-480; 

478- 483; 495-500, 54 6-551; 662-667; 755-760; 
756–7 61; 789-794 

Amidation sites : 
Amino acids 295-298; 4 67-47 O 

Leucine zipper pattern: 
Amino acids 504 - 526 

VWFC domain proteins: 
Amino acids 53-67; 732-746; 792-806 

Thrombospondin type 1 domain: 
Amino acids 48-87; 727-783; 787-841 
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FIGURE 91 
CGAGTATTTTCCCACCATCTCCAGCCGGAAACTGACCAAGAACTCTGAGGCGGATGGCATGT 
TCGCGTACGTCTTCCATGATGAGTTCGTGGCCTCGATGATTAAGATCCCTTCGGACACCTTC 
ACCATCATCCCTGACTTTGATATCTACTATGTCTATGGTTTTAGCAGTGGCAACTTTGTCTA 
CTTTTTGACCCTCCAACCTGAGATGGTGTCTCCACCAGGCTCCACCACCAAGGAGCAGGTGT 
ATACATCCAAGCTCGTGAGGCTTTGCAAGGAGGACACAGCCTTCAACTCCTATGTAGAGGTG 
CCCATTGGCTGTGAGCGCAGTGGGGTGGAGTACCGCCTGCTGCAGGCTGCCTACCTGTCCAA 
AGCGGGGGCCGTGCTTGGCAGGACCCTTGGAGTCCATCCAGATGATGACCTGCTCTTCACCG 
TCTTCTCCAAGGGCCAGAAGCGGAAAATGAAATCCCTGGATGAGTCGGCCCTGTGCATCTTC 
ATCTTGAAGCAGATAAATGACCGCATTAAGGAGCGGCTGCAGTCTTGTTACCGGGGCGAGGG 
CACGCTGGACCTGGCCTGGCTCAAGGTGAAGGACATCCCCTGCAGCAGTGCGCTCTTAACCA 
TTGACGATAACTTCTGTGGCCTGGACATGAATGCTCCCCTGGGAGTGTCCGACATGGTGCGT 
GGAATTCCCGTCTTCACGGAGGACAGGGACCGCATGACGTCTGTCATCGCATATGTCTACAA 
GAACCACTCTCTGGCCTTTGTGGGCACCAAAAGTGGCAAGCTGAAGAAGGTGCCTGGTACCA 
GCCTCTGCCCTACCCTTGAGCTACAGACGGGACCCCGATCCCACAGAGCAACAGTGACTCTG 
GAACTCCTGTTCTCCAGCTGTTCATCAAACTGAGAAAAACTTCAGAGCTGTGTAGGCTTATT 
TAGTGTGTTGTCAGCCTTGGATATTGGAAAATGGAAACAGATGAGACACATCTACCTCCCTG 
TGACCCCAGCCATACATCATAGCTCATGTCCTGCCACCCCAAGTCCTTAGGGAAAAAAGACT 
TTGGAGAATGTGTCTCTGCTTAGCTTGGCTAGGTAGTTGGTCTCTTTTCTCTGCCCCAAGCG 
TCCCCTGGGTAATTTTGGACAATGGAGTGTAGGCATGTTTGACTCTTGTGGTGTTATCACTT 
GTATATGTCAGTGAAACTAACTGATTCTCCCATCGGAATATAGTTATCTCTTGGGCCTGATA 
TATGGTAGGATAACCTTATGCTCATCTGTCCACTTCTGCAGCCAAGTCGCCTGGCCAGTGTG 
TGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGCTTATCTGTGTTTAAAGGTGTGTG 
TGCATACACAGGGCAGAGAGGATGGAGCCCACCGTACTGCAGCATCATGTAATTAACT CAGT 
GCTCAGAACCATCCCAGCCTCTGCGGGAAAGAGAAAAGTAAGCCAACAGTGCCTGATGAGCT 
GATCATATGTGCAAAAGCTCTGTTGGCATCTGGTCCAGGAGAGCACCCAAAAAAAGTTAATT 
GGTGTGTCCAGTCTCCTTTCCTTAAGACTATGGTTACAACAAAGCGTGAGCAGTGTCTCCT 
GCATGGCCACTATCCAGCACAATTCCATAATTCCCCCATAGAGCCGGTGGGGAGGAGGAGGT 
GAGTGGCGAAGGAAGTGGAAACACTTGGTGTCATGTGCTCCTATCATTTCTACTAGCTTACT 
GGGAAATAAAGTGTAGTCAAGAGTGTATGAAGGCAAGATGTAAAATTAGCGACTGGTGCTAA 
TCTGGTTACTTGAAAACAAGTGAAAGTGCTGTAGATTTGTTCTGTTGCTAAGAACCACCACA 
CTAAACCTCGTATAGTTCCTGGAGGATATACAACAGTGTAATTCTCTTTAGGGTGTGCCACA 
GGTTCCTGGCCTGTGGGAGGGAATGAATCAGGAGGGCTCTTGAGAACCTTCATCTGTGTGCT 
TGCACTGAAAGTGAGTCCCAAAGCTGGAGATTTAGTGAGAGCAGGCAACCCCTCTGTGTCTC 
ACTGTCCATATTCTGGAGGCAGAGGTTTGTAACAGGCCATGTGCACCTGCATAGGGATGGGT 
AAAGCAAGGACTTTGAAAGAGTTGAAAAGCATTATAAACAGTTGTTCAGAAATACGTCCCAG 
GAGTTCCATGTGAAACTGGCTCTGTGTGCATTGAAGCATGGCTGTTGGGAATTCTAACTGGT 
CCAACACTCCTGCAAAACAATGTGTAAATATTTAGGAAGAAACTTGAAAATAGTCAAATCCT 
TTGAACTGGTGACAATTTTTTAAAGAATCAATTCTAATTTGTTTCAAGGGTAATAATCACCA 
AGATACACATTTCAGCATTTATTTAGTCTATCAAAAATTGGAATTGATATATACACTCATTT 
ATAGGAGAATGGTTAGGTAGATTTGGTATATTTATGTAGTCATTGAAAACTTAGTTTATAAA 
GGCCAATCTTGTAACTGATTCTTGTGTGATAACATTCAGTGAAAAAGCATGAGACAATTAGA 
AAGCATGATACAATGAATAAAATAAAAACTGGAAAGAGAACCATCAAAATGCTAA 
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FIGURE 92 

></usr/Seddb2/s st/DNA/Dnasegs. min / ss. DNA 190803 
><subunit 1 of 1, 280 aa, 1 stop 
><MW: 31222, pI: 7.40, NX (S/T) : 1 
MFAYVFHDEFVASMIKIPSDTFTII PDFDIYYWYGFSSGNFVYFLTLOPEMVSPPGSTTK 
EQVYTSKLVRLCKEDTAFNSYVEVPIGCERSGVEYRLLOAAYLSKAGAVLGRTLGVHPDD 
DLLFTVFSKGOKRKMKSLDESALCIFILKOINDRIKERLQSCYRGEGTLDLAWLKVKDIP 
CSSALLTIDDNFCGLDMNAPLGVSDMVRGPVETEDRDRMTSVIAYVY KNHSLAFVGTKS 
GKLKKVPGTSLCPTLELOTGPRSHRATVTLELLESSCSSN 

Important features of the protein: 

N-glycosylation site: w 
Amino acids 23 O-233 

N-myristoylation sites: 
Amino acids 87-92; 107-112; 194-199; 237-242 
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FIGURE 93 
CCTTATCAGACAAAGGACGAGATGGAAAATACAAGATAATTTACAGTGGAGAAGAATTAGAA 
TGTAACCTGAAAGATCTTAGACCAGCAACAGATTATCATGTGAGGGTGTATGCCATGTACAA 
TTCCGTAAAGGGATCCTGCTCCGAGCCTGTTAGCTTCACCACCCACAGCTGTGCACCCGAGT 
GTCCTTTCCCCCCTAAGCTGGCACATAGGAGCAAAAGTTCACTAACCCTGCAGTGGAAGGCA 
CCAATTGACAACGGTTCAAAAATCACCAACTACCTTTTAGAGTGGGATGAGGGAAAAAGAAA 
TAGTGGTTTCAGACAGTGCTTCTTCGGGAGCCAGAAGCACTGCAAGT"TGACAAAGCTTTGTC 
CGGCAATGGGGTACACATTCAGGCTGGCCGCTCGAAACGACATTGGCACCAGTGGTTATAGC 
CAAGAGGTGGTGTGCTACACATTAGGAAATATCCCTCAGATGCCTTCTGCACTAAGGCTGGT 
TCGAGCTGGCATCACATGGGTCACGTTGCAGTGGAGTAAGCCAGAAGGCTGTTCACCCGAGG 
AAGTGATCACCTACACCTTGGAAATTCAGGAGGATGAAAATGATAACCTTTTCCACCCAAAA 
TACACTGGAGAGGATTTAACCTGTACTGTGAAAAATCT CAAAAGAAGCACACAGTATAAATT 
CAGGCTGACTGCTTCTAATACGGAAGGAAAAAGCTGTCCAAGCGAAGTTCTTGTTTGTACGA 
CGAGTCCTGACAGGCCTGGACCTCCTACCAGACCGCTTGT CAAAGGCCCAGTTACATCTCAT 
GGCTTTAGTGT CAAATGGGATCCCCCTAAGGACAATGGTGGTTCAGAAATCCTCAAGTACTT 
GCTAGAGATTACTGATGGAAATTCTGAAGCGAATCAGTGGGAAGTGGCCTACAGTGGGTCGG 
CTACCGAATACACCTTCACCCACTTGAAACCAGGCACTTTGTACAAACTCCGAGCATGCTGC 
ATCAGTACCGGCGGACACAGCCAGTGTTCTGAAAGTCTCCCTGTTCGCACACTAAGCATTGC 
ACCAGGT CAATGTCGACCACCGAGGGTTTTGGGTAGACCAAAGCACAAAGAAGTCCACTTAG 
AGTGGGATGTTCCTGCATCGGAAAGTGGCTGTGAGGTCTCAGAGTACAGCGTGGAGATGACG 
GAGCCCGAAGACGTAGCCTCGGAAGTGTACCATGGCCCAGAGCTGGAGTGCACCGTCGGCAA 
CCTGCTTCCTGGAACCGTGTATCGCTTCCGGGTGAGGGCTCTGAATGATGGAGGGTATGGTC 
CCTATTCTGATGTCTCAGAAATTACCACTGCTGCAGGGCCTCCTGGACAATGCAAAGCACCT 
TGTATTTCTTGTACACCTGATGGATGTGTCTTAGTGGGTTGGGAGAGTCCTGATAGTTCTGG 
TGCTGACATCTCAGAGTACAGGTTGGAATGGGGAGAAGATGAAGAATCCTTAGAACT CATTT 
ATCATGGGACAGACACCCGTTTTGAAATAAGAGACCTGTTGCCTGCTGCACAGTATTGCTGT 
AGACTACAGGCCTTCAATCAAGCAGGGGCAGGGCCGTACAGTGAACTTGTCCTTTGCCAGAC 
GCCAGCGTCTGCCCCTGACCCCGTCTCCACTCTCTGTGTCCTGGAGGAGGAGCCCCTTGATGCC 
TACCCTGATTCACCTTCTGCGTGCCTTGTACTGAACTGGGAAGAGCCGTGCAATAACGGATC 
TGAAATCCTTGCTTACACCATTGATCTAGGAGACACTAGCATTACCGTGGGCAACACCACCA 
TGCATGTTATGAAAGATCTCCTTCCAGAAACCACCTACCGGATCAGAATTCAGGCTATAAAT 
GAAATTGGAGCTGGACCATTTAGTCAGTTCATTAAAGCAAAAACTCGGCCATTACCACCCTT 
GCCTCCTAGGCTAGAATGTGCTGCTGCTGGTCCTCAGAGCCTGAAGCTAAAATGGGGAGACA 
GTAACTCCAAGACACATGCTGCTGAGGACATTGTGTACACACTACAGCTGGAGGACAGAAAC 
AAGAGGTTTATTTCAATCTACAGAGGACCCAGCCACACCTACAAGGTCCAGAGACTGACGGA 
ATTCACATGCTACTCCTTCAGAATCCAGGCAGCAAGCGAGGCTGGAGAAGGGCCCTTCTCAG 
AAACCTATACCTTCAGCACAACCAAAAGTGTCCCCCCCACCATCAAAGCACCTCGAGTAACA 
CAGTTAGAAGTAAATTCATGTGAAATTTTATGGGAGACGGTACCATCAATGAAAGGTGACCC 
TGTTAACTACATTCTGCAGGTATTGGTTGGAAGAGAATCTGAGTACAAACAGGTGTACAAGG 
GAGAAGAAGCCACATTCCAAATCTCAGGCCTCCAGACCAACACAGACTACAGGTTCCGCGTA 
TGTGCGTGTCGTCGCTGTTTAGACACCTCTCAGGAGCTAAGCGGAGCCTTCAGCCCCTCTGC 
GGCTTTT GTATTACAACGAAGTGAGGTCATGCTTACAGGGGACATGGGGAGCTTAGATGATC 
CCAAAATGAAGAGCATGATGCCTACTGATGAACAGTTTGCAGCCATCATTGTGCTTGGCTTT 
GCAACTTTGTCCATTTTATTTGCCTTTATATTACAGTACTTCTTAATGAAGTAAACCCAACA 
AAACTAGAGGTATGAATTAATGCTACACATTTTAATACACACATTTATTCAGATACTCCCCT 
TTTTAAAGCCCTTTTGTTTTTTGATT TATATACTCTGTTTTACAGATTTAGCTAGAAAAAAA 
ATGTCAGTGTTTTGGTGCACCTTTTTGAAATGCAAAACTAGGAAAAGGTTAAACTGGATTTT 
TTTTTAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 94. 
></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNAl91064 
><subunit 1 of 1, 847 aa, 1 stop 
><MW: 93607, pI : 5.33, NX (S/T) : 3 
MYNSVKGSCSEPVSFTTHSCAPECPFPPKLAHRSKSSLTLQWKAPIDNGSKITNYLLEWD 
EGKRNSGFROCFFGSOKHCKLTKLCPAMGYTFRLAARN DIGTSGYSOEVVCYTLGNIPQM 
PSALRLVRAGITWVTLOWSKPEGCSPEEVITYTLEIQEDENDNLFHPKYTGEDLTCTVKN 
LKRSTOYKFRLTASNTEGKSCPSEVLVCTTSPDRPGPPTRPLVKGPVTSHGFSVKWDPPK 
DNGGSEILKYLLEITDGNSEANOWEVAYSGSATEYTFTHLKPGTLYKLRACCISTGGHSQ 
CSESLPVRTLSIAPGQCRPPRVLGRPKHKEVHLEWDVPASESGCEVSEYSVEMTEPEDVA 
SEVYHGPELECTVGNLLPGTVYRFRVRALNDGGYGPYSDVSEITTAAGPPGQCKAPCISC 
TPDGCVLVGWESPDSSGADISEYRLEWGEDEESLELIYHGTDTRFEIRDLLPAAQYCCRL 
OAFNOAGAGPYSELVLCOT PASAPDPVSTLCVLEEE PLDAYPDSPSACLVLNWEEPCNNG 
SEILAYTIDLGDTSITVGNTTMHVMKDLL PETTYRIRIOAINEIGAGPFSOFIKAKTRPL 
PPLPPRLECAAAGPOSLKLKWGDSNSKTHAAEDIVYTLOLEDRNKRFISIYRGPSHTYKV 
ORLTEFTCYSERIOAASEAGEGPFSETYTFSTTKSVPPTIKAPRVTOLEVNSCEILWETV 
PSMKGDPVNYILOVLVGRESEYKQVYKGEEATFQISGLOTNTDYRFRVCACRRCLDTSOE 
I,SGAFSPSAAFVLORSEVMLTGDMGSLDDPKMKSMMPTDEOFAAIIVLGFATLSILFAFI 
LOYFLMK 

Important features of the protein: 
Transmembrane domain : 
Amino acids 823-843 

N-glycosylation sites: 
Amino acids 48-51; 539-542; 559-5 62 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 63-66; 182-185 

Tyrosine kinase phosphorylation sites: 
Amino acids 387-394; 662-669 

N-myristoylation sites: 
Amino acids 49-54; 257-262; 343-348; 437-442; 757-762 

Amidation site: 
Amino acids 61-64 

ATP/GTP-binding site motif A (P-loop) : 
Amino acids 193-200 

Fibronectin type III domain : 
Amino acids 22-106; 118-203; 215-3O2; 314-398; 

410 - 492; 504 - 590; 601 - 685; 697-778 
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FIGURE 95B 

CTCTGCTGGCCCTTCATCTGTTCAGGAACACACACACACACACACTCACACACGCACACACAATCACAATTTGC 
TACAGCAACAAAAAAGACATTGGGCTGTGGCATTATTAATTAAAGATGATATCCAGTC 
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FIGURE 96 
></usr/seqdb2/s st/DNA/Dnas eds.min / ss. DNA 194909 
><subunit 1 of 1, 1092 aa, 1 stop 
> KMW: 119324, pI: 8.13, NX (S/T): 14 
MPCGFSPSPVAHHLVPGPPDTPAQOLRCGWTVGGWLLSLVRGLLPCLPPGARTAEGPIMV 
LAGPLAVSLLLPSLTLLVSHLSSSQDVSSEPSSEQOLCALSKHPTVAFEDLOPWVSNFTY 
PGARDFSOLALDPSGNOLIVGARNYLFRLSLANVSLLOATEWASSEDTRRSCOSKGKTEE 
ECONYVRVLIVAGRKVFMCGTNAFSPMCTSROVGNLSRTIEEKINGVARCPYDPRHNSTAV 
ISSOGELYAATVIDFSGRDPAIYRSLGSGPPLRTAOYNSKWLNEPNFVAAYDIGLFAYFF 
LRENAVEHDCGRTVYSRVARVCKNDVGGRFLLEDTWTTFMKARLNCSRPGEVPFYYNELO 
SAFHLPEQDLIYGVFTTNVNSIAASAVCAFNLSAISQAFNGPFRYQENPRAAWIPIANPI 
PNFOCGTLPETGPNENLTERSLQDAQRLFLMSEAVOPVTPEPCVTODSVRFSHLVVDLVQ 
AKDTLYHVLYIGTESGTILKALSTASRSLHGCYLEELHVLPPGRREPLRSLRILHSARAL 
FVGLRDGVLRVPLERCAAYRSOGACLGARDPYCGWDGKOORCSTLEDSSNMSLWTONITA 
CPVRNVTRDGGFGPWSPWOPCEHLDGDNSGSCLCRARSCDSPRPRCGGLDCLGPAIHIAN 
CSRNGAWTPWSSWALCSTSCGIGFOVRORSCSNPAPRHGGRIFVGKSREERFCNENTPCP 
VPIFWASWGSWSKCSSNCGGGMOSRRRACENGNSCLGCGEFKTCNPEGCPEVRRNTPWTP 
WLPVNVTOGGAROEORFRFTCRAPLADPHGLOFGRRRTETRTCPADGSGSCDTDALVEVL 
LRSGSTSPHTVSGGWAAWGPWSSCSRDCELGFRVRKRTCTNPEPRNGGLPCVGDAAEYOD 
CNPQACPVRGAWSCWTSWSPCSASCGGGHYORTRSCTSPAPSPGEDICLGLHTEEALCAT 
QACPGWSPWSEWSKCTDDGAQSRSRHCEELLPGSSACAGNSSQSRPCPYSEIPVILPASS 
MEEATDCAGKRNRTYLMLRSSOPSSTPLOSLDSFHILLOTAKLCWGPHCFEMGSISSTWW 
PRASPASWALGS 
Important features of the protein: 
Signal peptide: 
Amino acids 1-42 
Transmembrane domain : 
Anino acids 56-79; 373-395 
N-glycosylation sites: 
AIaino acids 17-120; 153-156; 215-218; 236-239; 345-348; 391-394; 

436-439; 590-593; 597- 6 OO; 605-608; 660-663; 785-788; 
1000-1003; 1 O32-1035 

cAMP- and coMP-dependent protein kinase phosphorylation sites: 
Amino acids 773-776; 815-818; 875-878 
Tyrosine kinase phosphorylation site: 
Amino acids 177-185; 348-355 
N-myristoylation sites: 
Amino acids 42-47; 50-55; 373-378; 492-497; 543-548; 563-568; 

630-635; 647- 652; 74 O-745; 810-815; 827-832; 829-834; 
853-858; 887-892; 910-915; 993-998; 1073-1078 

Amidation sites: 
Amino acids 192-195; 522-525; 813-816; 1028-1031 
ATP/GTP-binding site motif A (P-loop) : 
Amino acids 700-707 
Cytochrome c oxidase subunit II, copper A binding region signature: 
AImino acids 92-929 
Growth factor and cytokines receptors family signature 2 : 
Amino acids 967-973 
Sena domain : 
Anino acids 126-537 
Plexin repeat: 
Amino acids 555 - 6 O2 
Thrombospondin type 1 domain : 
Amino acids 613-661; 668-71.9; 726-769; 85 6-906; 93-963; 967-1007 
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FIGURE 98 
MWGLVRLLLAWLGGWGCMGRLAAPARAWAGSREHPGPALLRTRRSWVWNOFFVIEEYAGP 
EPVLIGKLHSDVDRGEGRTKYLLTGEGAGTVFVIDEATGNIHVTKSLDREEKAQYVLLAO 
AVDRASNRPLEPPSEFIIKVODINDNPPIFPLGPY HATVPEMSNVGTSVIQVTAHDADDP 
SYGNSAKLVYTVI, DGLPFFSVDPOTGVVRTAIPNMDRETQEEFLVVIQAKDMGGHMGGLS 
GSTTWTVTLSDVNDNPPKF POSLYOFSVVETAGPGTLVGRLRAQDPDLGDNALMAYSILD 
GEGSEAFSISTDLOGRDGLLTVRKPLDFESORSYSFRVEATNTLIDPAYLRRGPFKDVAS 
VRVAVQDAPEPPAFTQAAYHITV PENKAPGTLVGQISAADLDSPASPIRYSILPHSDPER 
CFSIQPEEGTHTAAPLDREARAWHNLTVLATELDSSAOASRVOVAIOTLDENDNAPOLA 
EPYDTFVCDSAAPGOLIQVIRALDRDEVGNSSHVSFQGPLGPDANFTVQDNRDGSASLLL 
PSRPAPPRHAPYLVPIELWDWGOPALSSTATWTVSVCRCQPDGSVASCWPEAHLSAAGLS 
TGALLAIITCVGALLALVVLFVALRROKQEALMWLEEEDVRENIITYDDEGGGEEDTEAF 
DITALONPDGAAPPAPGPPARRDVLPRARVSROPRPPGPADVAOLLALRLREADEDPGVP 
PYDSVOVYGYEGRGSSCGSLSSLGSGSEAGGAPGPAEPLDDWGPLFRTLAELYGAKEPPA 
P 

Signal peptide: 
Amino acids 1-16 

Transmembrane domain : 
Amino acids 597- 624 

N-glycosylation sites: 
Amino acids 44 6-449; 510-51.3; 525-528 

N-myristoylation sites: 
Amino acids 13-18; 206-211; 233-238; 237-242; 238-243; 275-280; 390-395; 

394-399; 429-434; 583-588; 598 - 603; 6 O2- 607; 612-617; 
734 - 739; 738-743; 74 6-751 

ATP synthase c subunit signature : 
Amino acids 691-712 

Cadherins extracellular repeated domain signature: 
Amino acids 138-148; 24 7-257 

Cadherin domain : 
Amino acids 50-141; 155-250; 264-366; 379-47 O; 483–577 

Cadherin cytoplasmic region : 
Amino acids 625 - 776 


































































































































































































































































































































































































































