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Ruminococcus_torques 0.339395 effective 80 4.49~10
Collinsella_unclassified 0.258467 effective 50 1.65~8.35

AARFFHARY, SEREB] IR EOR T BOSAGUEEAR N ST 8 & T B, BB
(3T SRR SLIR TR M ) 55 = AR B AH DG S BEAT , Jiv R S BT 7 i B 2 R R L ZRA 11
R VRN IR IR 25 M R AR AU A R E TS, P AT eGRIRERIE . w44 DL
BBV A ol ¥, A E YCRBUR AR, FR B LA R e R iR i i, 25 B IR
PREA R A A A o
[0043] 78k BH % H 22 FE R 2H R B0 i (Metagenome-Wide  Association  Study ,MWAS) ] 4341
Ty, P A AR AR A R AL S RS s 1Y Lefse M v i XURE AR IR B i
BRI AR T R R A SR LR Z2 5 15 D0 T A LR A L ) 5 XA 17 Je
R T ARG oA RE, FRAF AR, H T UM I R g 1) B 7 20 U 11 B
HFIRIEA MR R
[0044] FEAKR B, Bk (00 (AR F) AT MWAS B ARSIUZ T A&, ARGUSEAR N 7 7]
DL H MR oL BEAT O R . MR BE AR K W sk B, Al BLK R S0k
(Jun Wang ,and Huijue lJia .Metagenome-wide association studies:fine-mining the micr
obiome .Nature Reviews Microbiology14 .8(2016):508-522 .)F1iC. %% K J5 V28E4T .
[0045] EA W, BEHLARMALRIRT ROC £k (3 TV A A GUE I A, AR GUHEARN 7
10



WO 2021/184413 PCT/CN2020/081945

A MRS B AR DL BEAT 2 B EAR B IR A R W A SR, m] LAARYE SCiik(Drogan D, et al.
Untargeted Metabolic Profiling Identifies Altered Serum Metabolites of Type 2-Diab
etes Mellitus in a Prospective ,Nested Case Control Study .Clin Chem 2015 ,61:487-
7. VIR EM TR BAT
[0046] (EA A, R T U R AT VR T A RAAR T o R S A bR S
Igrte, Uik b, XA R A bR SV 5 BT VA
[0047] 5 WA FG MUK S8 A Mbn B2 A7 AE T AR P R TR . SR A W iR (K TR x 52
W WEEREBAT MR M, 43 200 17 IR AS AEAA 1 P i A2 b Z5 0 £ T R AL TN v R L
—E S A
[0048] DL B4 RERY, AR A AN br SV EA B S AR BRI 1, U
W3 B IBT O RTINS AR L S SR K
[0049] [MIBL, AAHIFH LT R
Jv s 1) e T R F U 175 e B s A M o A5 AL 5 VR Dok 0 B8 e e I e A 6 A
IR & P R
[0050] Jirid i) 4 T My 3 T o () XU R IR e b ¥ 7 7 R AR Wb S DAL & A D i AE T VR 7
HERLA o
[0051] RVE L1 2R th A 1 AR ISt nl DAERAR A, R SEiEtl 2 on ik,
ANBEFRSF S A S BRI PR, AU 0 3 AR G2 AL R B [ P Al IR b 3 S 91 32
T2 B, B,

11



WO 2021/184413 PCT/CN2020/081945

wooFa E= K B

1. Je T WE AR B XU I I e b R AR b 54, AR IEAE T, BARBLE 6 M2
Fifr:
Bacteroides_clarus,Eubacterium_biforme,Weissella_confusa,Ruminococcus_torques,Bifidobacteriu
m_dentium,Collinsella_unclassified £ XU 1% PG 8 #1697 A A 5 R 8 ] h A7 AE ] () 22
s

H:rfr, Bacteroides_clarus, Eubacterium_biforme, Weissella_confusa , Ruminococcus_torques,
Collinsella_unclassified /& X AHE EEG B FEHR T ARAMEMNFEEEA®, W
Bifidobacterium_dentium M| [,

2. RAEBFESR 1A A b 5, HRAEAET, RN 3 Ff:

EMFREY) 1) Eubacterium_biforme;

VbR EY) 2) Ruminococcus_torques;

EMRREY) 3) Collinsella_unclassified;

A Pk A VbR S AL S A UM 1 B iy JB B VR T R L T A R R R B T

3. MERURIEER 1 Ik B AEbR S, HAFEAE T, Ik i EYbR W 2 T0 H 2 R 7 )
HITH SRR AL

4. HHEBURIEOR 1803 2 ik i AEYIbR S, HARFIEAE T, ik iRV bR S KA = B A
BT MSHBEHAT L

5. —MIRIEBONEER 1 803 2 ik B AR SV DAker I s ORI B A £ 1) 26 e It
HERLA o

6. —MIRIEBUNZER 1 8 2 Frik i AW b S MR 4 md £ R rh I 2 A

7. RERGEBURER 1 Pk AR SV TS, HREAE T, DBRIE

1) FEARUCEE: USCERREA SR A S R I B 5 R B TR T AT RO (AR, AEVKAR N-80°C 5%
P RAT 2% H s

2) WG B BEREAR BT ZBRFE A DNA [OFREL, Z2 N4l fr S a0%s . thxt, ik
a2 G, e s A BN 2] Metaphlan2 84, TS A0 RN S

3) H B P XURI IR b 8 AR R XA S = S5 A5 /2 4 A\ 21 LDA Effect Size (LEfSe)
R4, ST ZE R TR

12



WO 2021/184413 PCT/CN2020/081945

8. NUEAUFIER 7 Pk ik Jrik, DA RENIARMAR RSN 2 b, D3Rk .

4.1) BURHTE AT B IR T AR T R NGRS, RIRAEAAE NI, THE Ik
AR EA TR AR

4.2) R ZREE R MR A5 SR A BEY AR (RF) 733885, JFXF a8 34T 54K 10
Iri s SR, XA RF R 328 A9 — N 0R0, At HEARD =R A5 B TH S XU I B A
(R MBS, 2eifil ROC 2k, IRt ILih 2 MR (AUC), H5 AUC 1R AR R 2 BE VA
WIS, AR R DR 0 VR SR B EER RS, AR SRR XL
R SR e Bt R = SOURE 17 A ) B P el v o

9. MRIEBAIEKR 8 Frik Wi /s, HAHMEAET, PrdilgeEd, HARZREH LR 27 X
M EBEAGIBT T A RO H A 14 MBI RRUEFE, Ml AR B 8 U I B
BRI A 2B R 5 AMEIT ERUEE .

13



WO 2021/184413 PCT/CN2020/081945

effective S uneffective

§

s bifidues T ——

dobacter

Collinselia_unciassifies
Weisselia_confuss

Eubacienum . biferne
fumainotonis_forques

—4 -3 _2 _1 o 1 3

Cross-validation error diagram

0.45-
2 0.30+
2
)
S
8.
$en.
8
o
W g 15+
$.00 1
0 3 6
species
A 2

1/2



WO 2021/184413

s

ROC #hek

PCT/CN2020/081945

3
sedssrdssnndset

.
a
Y 3 T T X
oo 02 o4 28 28 1.8
LSS
[

ROC #ht

[+

LR

2]

51
1 1] 1 H
Q.0 = D4 03 0.8

}"Tt"'
o

2/2




INTERNATIONAL SEARCH REPORT

International application No.

PCT/CN2020/081945

A.

CLASSIFICATION OF SUBJECT MATTER

G16H 50/20(2018.01)i; G16B 30/00(2019.01)i; GO6N 3/00(2006.01)i

According to International Patent Classification (IPC) or to both national classification and IPC

B.

FIELDS SEARCHED

G16H; G16B; GO6N

Minimum documentation searched (classification system followed by classification symbols)

Documentation searched other than minimum documentation to the extent that such documents are included in the fields searched

Electronic data base consulted during the international search (name of data base and, where practicable, search terms used)

CNABS, DWPIL, CNTXT, WOTXT, USTXT, EPTXT, JPTXT, CNKI, Web of Science, [ 27K, Patentics: applicant/inventor,
TR ST, Bacteroides clarus, FTEEF B, Eubacterium biforme, #iSZ8Eh [SH, Weissella confusa, 7% B BRE,
Ruminococcus torques, 4 T &, Bifidobacterium dentium, FJAKET S, Collinsella, 78 f2E 4, gut microbiota, AUAH &

TS, #IAT, bipolar disorder, depression

C. DOCUMENTS CONSIDERED TO BE RELEVANT
Category™ Citation of document, with indication, where appropriate, of the relevant passages Relevant to claim No.
Y H U5 (HUANG, Tingting). "X AHFEIFHIARAE 208 1758 BIAFFHIE 955 (Gut Microbiota 1-9
Characteristics in Patients with Bipolar Depression)”
T F LT -2 (0 18 X2 KB I5/F & Z7 4 BlF5 4. (Chinese Master’s Theses Full-Text
Database, Medicine and Health Sciences), No. 2020, 03, 15 March 2020 (2020-03-15),
article no. E071-62
Y CN 110838365 A (KANGMEIHUA BIG GENE TECHNOLOGY CO., LTD.) 25 February 1-9
2020 (2020-02-25)
description paragraphs 2, 7-28
Y LU, Q.Q. et al. "Gut Microbiota in Bipolar Depression and Its Relationship to Brain Function: 1-9
An Advanced Exploration.”
FRONTIERS IN PSYCHIATRY., Vol. 10, 29 October 2019 (2019-10-29),
article number 784, pages 1-11
Y HU, S.H. et al. "Gut Microbiota Changes in Patients with Bipolar Depression.” 1-9
ADV.SCL, No. 6, 15 May 2019 (2019-05-15),
article number 1900752, pages 1-11

Further documents are listed in the continuation of Box C.

See patent family annex.

later document published after the international filing date or priority

Special categories of cited documents: “

document defining the general state of the art which is not considered date and not in conflict with the application but cited to understand the
to be of particular relevance principle or theory underlying the invention

earlier application or patent but published on or after the international «X» document of particular relevance; the claimed invention cannot be
filing date considered novel or cannot be considered to involve an inventive step
document which may throw doubts on priority claim(s) or which is when the document is taken alone

cited to establish the publication date of another citation or other «y» document of particular relevance; the claimed invention cannot be
special reason (a§ specified) ) o considered to involve an inventive step when the document is
document referring to an oral disclosure, use, exhibition or other combined with one or more other such documents, such combination
means being obvious to a person skilled in the art

document published prior to the international filing date but later than .. & document member of the same patent family

the priority date claimed

Date of the actual completion of the international search

01 December 2020

Date of mailing of the international search report

16 December 2020

Name and mailing address of the ISA/CN

China National Intellectual Property Administration (ISA/
CN)

No. 6, Xitucheng Road, Jimengiao, Haidian District, Beijing
100088

China

Facsimile No. (86-10)62019451

Authorized officer

Telephone No.

Form PCT/ISA/210 (second sheet) (January 2015)




INTERNATIONAL SEARCH REPORT International application No.

PCT/CN2020/081945

C. DOCUMENTS CONSIDERED TO BE RELEVANT

Category*

Citation of document, with indication, where appropriate, of the relevant passages

Relevant to claim No.

Y

ZHENG, P. et al. "Gut Microbial Signatures Can Discriminate Unipolar from Bipolar
Depression.”
ADV.SCI, Vol. 7, No. 7, 05 February 2020 (2020-02-05),

article number 1902862, pages 1-11

1-9

CN 105603066 A (JIN, Feng) 25 May 2016 (2016-05-25)
entire document

1-9

HUANG, T.T. et al. "Current Understanding of Gut Microbiota in Mood Disorders: An Update
of Human Studies.”
FRONTIERS IN GENETICS., Vol. 10, 19 February 2019 (2019-02-19),

article number 98, pages 1-12

FBAIPH 45 (GUO, Liyang et al.). "R BERG AR AR AE B8 B A2 AR SR X 2 B2
X FEBF4T (The Diversity and the Abundance of Gut Microbiome in Patients with Bipolar
Disorder)”
HLEFE RIS (Chinese Journal of Psychiatry),
Vol. 51, No. 2, 30 April 2018 (2018-04-30),

pp. 98-104

1-9

Form PCT/ISA/210 (second sheet) (January 2015)




INTERNATIONAL SEARCH REPORT

Information on patent family members

International application No.

PCT/CN2020/081945

Patent document Publication date

Patent family member(s) Publication date

cited in search report (day/month/year) (day/month/year)
CN 110838365 A 25 February 2020 None
CN 105603066 A 25 May 2016 CN 105603066 B 14 July 2020

Form PCT/ISA/210 (patent family annex) (January 2015)




E R ERS [ i
PCT/CN2020/081945

A ESIRbaES
GLB6H 50/20(2018.01)i; GI6B 30/00(2019.01)1; GOBN 3/00(2006.01) i

FZIR PR R 23 3% (TPC) B ] 4% 8 ] 28 7 SRR TPC P ok 702K

B. e FR U

T2 A AR PR BE SRR (PR » R ARG M) 2K5)
G16H; G16B; GOBN

AR AL TR AU 10 o o I PR B SR L AR AR R 2R STk

e P R I & 10 H 1 R e (B R A4 A, AR A CanfiE DD )

CNABS, DWPI, CNTXT, WOTXT, USTXT, EPTXT, JPTXT, CNKI, Web of Science, HJEZ A, Patentics: BHiF A/ KA,
wiIE I E, Bacteroides clarus, WEEANFE, Fubacterium biforme, PEERERICHE, Weissella confusa,
5598 FH R, Ruminococcus torques, AMIEFE, Bifidobacterium dentium, FIFRHFIKGHE, Collinsella, [#iE
WM, gut microbiota, XUMTEEIEAS, AR, bipolar disorder, depression

C. AR
B SIRSCE, mEEnt, JREIAEOCB T GEENIE TSN
Y PSS, O SRS VAR AR R i R AL A . 1-9

I EPL T L2 A e SR B 2 TAE R ., H5202052033, 20205 3
15H (2020 - 03 - 15),

WESE071-62

Y CN 110838365 A (FEXLKEFFFAGEAFT) 20204 285 25H (2020 - 02 - 25) 1-9
PR EH2, T-28E%
Y LU, 0.Q.%. ”“Gut Microbiota in Bipolar Depression and Its Relationship to 1-9

2

Brain Function: An Advanced Exploration.”
FRONTIERS IN PSYCHIATRY., #5104, 20194 107 29H (2019 - 10 - 29),

XES84, F1-1170

Y HU, S.H.%. “Gut Microbiota Changes in Patients with Bipolar Depression.” 1-9
ADV.SCI., #B6#§, 20194 58 15H (2019 - 05 - 15),
WES1900752, H1-117

LA PFAECR I T P I e TR R
% 51 IR B PR “rr (EHE QAL O 2 S A, 5 BTG, (B T ELR
“pr YN B 3R T I A — RS IO R 2 B BRR R O 7E i S
“g” EE%$%E%%%&ZE®E%E%$%&%% X GHESHIH, BERERTE, URERRPHZATR
LY AT BRI A TSR R BRSO, B S — RS F S pman Al X
% % VMR, Sp s R
E%E?ﬁ%%mﬁ%lﬂm%%ﬁmﬁ%%mxﬁ<WE% ¢%Dﬁ?$ﬁgﬁtkﬁﬁﬁﬁ%%ﬁugkﬁﬁmﬁ
“07 WROSATF. . BB R A TR “”ﬁfﬁﬁ@@ﬁ
«pr A 46 R i EER T BRI R (s A (S0 & BRI SOr
| o A% 2R S e i A H B | BrrAdr 2 40 25 1R 2 H 29
20204F 128 10 20204F 128 160
TSA/ CNF 42 R AT 2 kT ZALE B
o [ [ 0 UL (ISA/CN) VO
o L ST R B MR LR ER6 S 100088 DA
£E5S (86-10)62019451 1551 86-(10)-53961927

PCT/1SA/210 3 (58271) (20154E1 1)



EFRERIRE [ P F I 5

PCT/CN2020/081945
C. HETH
% AU SR, DER, FRIEMHKEE PRI
Y ZHENG, P.%. “Gut Microbial Signatures Can Discriminate Unipolar from Bipo- 1-9
lar Depression.”
ADV.SCI., 557%, 5578, 20204 25 5H (2020 - 02 - 05),
TEE1902862, HE1-1170
A CN 105603066 A (£:4#) 20164F 553 25H (2016 - 05 - 25) 1-9
E'a
A HUANG, T.T.%: “Current Understanding of Gut Microbiota in Mood Disorders: 1-9
An Update of Human Studies.”
FRONTIERS IN GENETICS., #5103, 20194 28 19H (2019 - 02 - 19),
XE598, H1-125
A SRIORH &5 7 SUHRE RS A R AR F i B B 2 A R AR =R B X R AT 5. 7 1-9
ey Rl v, 5515, Hol, 20184F 45 30H (2018 - 04 - 30),
#598-104 71

PCT/1SA/210 3 (58271) (20154E1 1)



E R ERS = Br B iE S
Bk LIS
KFRIEE RIS PCT/CN2020,/081945
. . A o i
R 3 R S AU GO A ot
CN 110838365 A 20204 2H 25H T
CN 105603066 A 20164 5H 25H CN 105603066 B 20204F 7H 14H

PCT/1SA/210 R (FMIREFMM) (201551 )




	Page 1 - front-page
	Page 2 - front-page
	Page 3 - description
	Page 4 - description
	Page 5 - description
	Page 6 - description
	Page 7 - description
	Page 8 - description
	Page 9 - description
	Page 10 - description
	Page 11 - description
	Page 12 - description
	Page 13 - description
	Page 14 - claims
	Page 15 - claims
	Page 16 - drawings
	Page 17 - drawings
	Page 18 - wo-search-report
	Page 19 - wo-search-report
	Page 20 - wo-search-report
	Page 21 - wo-search-report
	Page 22 - wo-search-report
	Page 23 - wo-search-report

