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EH2
5. No. Name of Drug Goldscore | Chemscore
1 Mezlocillin 67.34 -23.89
2 Isogulfan blue 65.86 -31.67
3 Lucanthone 65.12 ~27.61
4 Aclidinium 64.37 -3L.72
5 Dabrafenib 63.82 -32.39
Ref Ritonavir 48.53 =277
Ref N3 66.03 -26.64
Ref Lopinavir 60.86 -26.09
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