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(57) ABSTRACT

A cell capture system including an array, an inlet manifold,
and an outlet manifold. The array includes a plurality of
parallel pores, each pore including a chamber and a pore
channel, an inlet channel fluidly connected to the chambers
of the pores; an outlet channel fluidly connected to the pore
channels of the pores. The inlet manifold is fluidly con-
nected to the inlet channel, and the outlet channel is fluidly
connected to the outlet channel. A cell removal tool is also
disclosed, wherein the cell removal tool is configured to
remove a captured cell from a pore chamber.
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CELL CAPTURE SYSTEM AND METHOD OF
USE

CROSS-REFERENCE TO RELATED
APPLICATIONS

[0001] This application is a continuation of U.S. patent
application Ser. No. 16/536,155, filed 8 Aug. 2019, which is
a continuation of U.S. patent application Ser. No. 16/513,
580, filed 16 Jul. 2019, which is a continuation of U.S. patent
application Ser. No. 16/048,104, filed 27 Jul. 2018, which is
a continuation of U.S. patent application Ser. No. 15/657,
553, filed 24 Jul. 2017, which is a continuation of U.S. patent
application Ser. No. 15/333,420, filed 25 Oct. 2016, which
is a is a continuation of U.S. patent application Ser. No.
14/607,918, filed 28 Jan. 2015, which is a continuation of
U.S. patent application Ser. No. 13/557,510, filed 25 Jul.
2012, and claims the benefit of U.S. Provisional Application
Ser. No. 61/513,785 filed on 1 Aug. 2011, which are all
incorporated in their entirety by this reference.

TECHNICAL FIELD

[0002] This invention relates generally to the particle
analysis field, and more specifically to a new and useful cell
sorting and analysis system within the cell sorting field.

BACKGROUND

[0003] With an increased interest in cell-specific drug
testing, diagnosis, and other assays, systems that allow for
individual cell isolation, identification, and retrieval are
becoming more desirable within the field of cellular analy-
sis. Furthermore, with the onset of personalized medicine,
low-cost, high fidelity cellular sorting systems are becoming
highly desirable. However, preexisting cell capture systems
suffer from various shortcomings that prevent widespread
adoption for cell-specific testing. For example, flow cytom-
etry requires that the cell be simultaneously identified and
sorted, and limits cell observation to a single instance. Flow
cytometry fails to allow for multiple analyses of the same
cell, and does not permit arbitrary cell subpopulation sort-
ing. Conventional microfluidic devices rely on cell-specific
antibodies for cell selection, wherein the antibodies that are
bound to the microfluidic device substrate selectively bind to
cells expressing the desired antigen. Conventional micro-
fluidic devices fail to allow for subsequent cell removal
without cell damage, and only capture the cells expressing
the specific antigen; non-expressing cells, which could also
be desired, are not captured by these systems. Cellular filters
can separate sample components based on size without
significant cell damage, but suffer from clogging and do not
allow for specific cell identification, isolation, and retrieval.
[0004] Thus, there is a need in the cell sorting field to
create a new and useful cell capture and analysis system.

BRIEF DESCRIPTION OF THE FIGURES

[0005] FIG. 1 is a schematic representation of the cell
capture system.
[0006] FIG. 2 is a perspective view of a variation of the

cell capture system.

[0007] FIGS. 3A, 3B, 3C, 3D, and 3E are schematic
representations of a first, second, third, fourth, and fifth pore
variation, respectively.

[0008] FIG. 4 is a top view of a variation of the cell
capture system.
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[0009] FIG. 5is a top view of a second variation of the cell
capture system.
[0010] FIG. 6 is a top view of a third variation of the cell
capture system.
[0011] FIG. 7 is a top view of a fourth variation of the cell
capture system.
[0012] FIG. 8 is a top view of a fifth variation of the cell
capture system.
[0013] FIG. 9 is a top view of a variation of the cell

capture system including an isolation mechanism.

[0014] FIGS. 10A, 10B, and 10C are a schematic repre-
sentation of introducing an isolation material, creating a
unique photomask, and selecting for cells of interest, respec-
tively.

[0015] FIGS. 11A, 11B, 11C, and 11D are side views of a
first, second, third and fourth optical element, respectively.
[0016] FIGS. 12A, 12B, 12C, 12D, 12E, and 12F is a
schematic representation of a method of cell capture system
manufacture.

[0017] FIG. 13 is a schematic representation of a second
method of cell capture system manufacture.

[0018] FIGS. 14A and 14B are a perspective view and a
side view of a first variation of the cell removal tool,
respectively.

[0019] FIGS. 15A and 15B are a schematic representation
of' a method of manufacture for a first variation of the cell
removal tool.

[0020] FIGS. 16A, 16B, 16C, and 16D are schematic
representations of a first variation of cell removal, including
cell of interest identification, cell removal tool alignment,
cell removal tool perforation of the top layer, and cell of
interest removal, respectively.

[0021] FIGS. 17A and 17B are schematic representations
of a second variation of cell removal, including cell of
interest identification and cell removal tool alignment with
the pore containing the cell of interest, respectively.
[0022] FIG. 18 is a top view of a pore including a variation
of microspheres.

[0023] FIG. 19 is a variation of cell capture system use,
including sample preparation.

[0024] FIG. 20 is a schematic representation of an inte-
grated platform with which the cell capture system can be
used.

[0025] FIG. 21 is a schematic representation of a fluidic
manifold.

[0026] FIG. 22 is a schematic representation of a sample
workstation.

[0027] FIGS. 23A, 23B, and 23C are schematic represen-
tations of a method of automated focusing.

DESCRIPTION OF THE PREFERRED
EMBODIMENTS

[0028] The following description of the preferred embodi-
ments of the invention is not intended to limit the invention
to these preferred embodiments, but rather to enable any
person skilled in the art to make and use this invention.

[0029] As shown in FIGS. 1 and 2, the cell capture system
100 includes an array 200, an inlet manifold 300, and an
outlet manifold 400. The array 200 includes a plurality of
pores 220, each pore 220 including a chamber 222 fluidly
connected to a pore channel 224; an inlet channel 240 fluidly
connected to the chamber 222; and an outlet channel 260
fluidly connected to the pore channel 224. The inlet mani-
fold 300 is preferably fluidly coupled to the inlet channel
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240, and the outlet manifold 400 is preferably fluidly
coupled to the outlet channel 260. The cell capture system
100 functions to isolate, capture, and hold cells, more
preferably single cells, at known, addressable locations.
Once cells are captured in defined locations determined by
single cell capture chambers, the fluidic network can be used
to provide and deliver multiple reagents simultaneously or
sequentially to enable a variety of cellular, sub-cellular or
molecular reactions to be performed in each of the single
cells. The cell capture system 100 can also allow optical
interrogation and detection of events on each of the captured
cells at a single cell level. The cell capture system 100 can
additionally function to selectively release or facilitate selec-
tive removal of one or more of the captured cells. The cell
capture system 100 can confer the benefits of real-time cell
tracking, viable cell retrieval, and selective downstream
molecular testing, either in the same microfluidic chip or
off-chip. The cell capture system 100 can be used to capture
circulating tumor cells (CTCs), but can alternatively be used
to capture any other suitable cell of possible interest. The
cell capture system 100 is preferably defined on a chip, more
preferably a microfiuidic chip, but can alternatively be
located on or defined by any suitable substrate 110.

[0030] The cell capture system 100 preferably achieves
individual cell capture and retention without antibody coated
chambers 222, and preferably maintains the viability of the
cells throughout isolation, capture, retention, and removal.
The cell capture system 100 preferably additionally mini-
mizes clogging. The cell capture system 100 preferably
accomplishes this by utilizing suitably sized pores 220 and
by leveraging massively parallel flow, such that the cells
near the sample inlet 320 preferably experience substantially
the same pressure as the cells distal the sample inlet 320
while minimizing the total pressure differential required to
flow liquid at high rates through the cell capture system. The
variation in pressure felt by cells at the respective ends of the
array is preferably less than 50% or 75% of the inlet
pressure, but can alternatively be more or less. The sample
flow is preferably substantially laminar, but can alternatively
have any other suitable flow characteristics. The sample flow
path is preferably substantially unidirectional, but can alter-
natively be bi-directional. Cell sorting and viability main-
tenance can additionally be accomplished by controlling the
sample flow rate through the system, or through any other
suitable means.

[0031] Inoperation, the cell capture system 100 preferably
receives a sample under positive pressure through the inlet
manifold 300. Sample flow through the cell capture system
100 can be additionally or alternatively encouraged by
providing negative pressure at the outlet manifold 400.
Alternatively, actuation pressure may be cycled in a pulse-
width modulation fashion or sinusoidal fashion to provide
net actuation pressure, either net positive at the inlet or net
negative at the outlet. The sample preferably flows through
the inlet manifold 300 to the inlet channel 240, through the
chambers 222 and pore channels 224 to the outlet channel
260, and out of the cell capture system 100 through the outlet
manifold 400. Cells of a predetermined size are preferably
trapped within the chamber 222 as the sample flows through
the pores 220, wherein the pore channel 224 dimensions
preferably prevent flow of certain cell sizes therethrough.
For example, in the variation of the cell capture system 100
configured to capture CTCs, the chambers 222 are prefer-
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ably dimensioned larger than a CTC, and the pore channels
224 are preferably dimensioned smaller than the CTC.
[0032] Asshown in FIGS.1 and 2, the array 200 of the cell
capture system 100 functions to capture cells of interest in
addressable, known locations. The array 200 includes a
plurality of pores 220, each pore 220 including a chamber
222 fluidly connected to a pore channel 224; an inlet channel
240 fluidly connected to the chamber 222; and an outlet
channel 260 fluidly connected to the pore channel 224. The
array 200 is preferably substantially linear with a substan-
tially constant width, but can alternatively be nonlinear
and/or have a variable width. The array 200 preferably
includes a linear inlet channel 240, a linear outlet channel
260 arranged parallel to the inlet channel 240, and a plurality
of parallel pores 220 arranged therebetween, normal to the
inlet 320 and outlet channels 260. However, the array 200
can alternatively be substantially linear with a diverging or
converging width, wherein the linear inlet 320 and outlet
channels 260 are arranged at an angle, and consecutive pores
220 have increasing or decreasing lengths. The array 200
can alternatively be serpentine, boustrophedonic, or have
any other suitable geometry.

[0033] The cell capture system 100 preferably includes
one or more arrays 200. More preferably, the cell capture
system 100 includes multiple arrays 200 aligned in parallel,
such that the outlet channel 260 of a first array 200 is
preferably oriented parallel to the inlet channel 240 of an
adjacent array 200. The multiple arrays 200 are preferably
substantially identical, wherein the pores 220 of the multiple
arrays 200 preferably have the same or similar chamber 222
dimensions and pore channel 224 dimensions, the inlet
channels 240 preferably have similar lengths and widths,
and the outlet channels 260 preferably have similar lengths
and widths. However, different arrays 200 within the cell
capture system 100 can have different pore 220 character-
istics, different inlet channel 240 characteristics, and/or
different outlet channel 260 characteristics. For example, a
cell capture system 100 can include multiple arrays 200,
wherein a first array 200 has pores 220 with a large pore
channel 224 width that captures large cells, a second array
200 has pores 220 with a medium pore channel 224 width
that captures medium sized cells, and a third array 200 has
pores 220 with a small pore channel 224 width that captures
small cells.

[0034] The multiple arrays 200 are preferably fluidly
coupled in parallel by the inlet manifold 300. Alternatively,
the multiple arrays 200 can be fluidly coupled in series, as
shown in FIG. 8, wherein the outlet channel 260 of an
upstream array 200 feeds into the inlet channel 240 of an
adjacent downstream array 200.

[0035] The pores 220 of the array 200 function to capture
and retain cells. More preferably, the pores 220 of the array
200 capture and retain a single cell. The pores 220 preferably
include a chamber 222 configured to hold a cell, and a pore
channel 224 fluidly connected to the chamber 222. The
chamber 222 preferably has a length that prevents cell egress
due to crossflow within the inlet channel 240, and a width or
a depth that prevents excessive cell movement but allows for
the cell to move enough such that the cell does not block the
pore channel junction. The end of the pore channel 224
proximal the chamber 222 preferably has a width that
prevents the cell of interest 10 from passing through, while
permitting smaller sample component (e.g. lysed cells, cel-
Iular components, etc.) flow therethrough. The end of the
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pore channel 224 proximal the chamber 222 is preferably
smaller than the diameter of the cell of interest 10, but can
have any other suitable dimension.

[0036] Each array 200 preferably includes multiple pores
220. For example, an array 200 can include 100, 1000,
10,000, 1,000,000, or any suitable number of pores 220. The
pores 220 are preferably fluidly coupled in parallel within
the array 200, but can alternatively be fluidly coupled in
series within the array 200. The pores 220 are preferably
arranged in parallel within the array 200, wherein the
longitudinal axes of adjacent pores 220 are preferably par-
allel. However, the pores 220 can be arranged at an angle to
adjacent pores 220 within the array 200. The pores 220 of a
given array 200 are preferably substantially similar or iden-
tical, with chambers 222 of substantially the same dimen-
sion and pore channels 224 of substantially the same dimen-
sion. However, a single array 200 can have pores 220 with
substantially different chamber 222 and pore channel 224
dimensions, with varying chamber 222 lengths, chamber
222 widths, chamber 222 depths, pore channel 224 lengths,
pore channel 224 widths, pore channel 224 depths, number
of pore channels 224 per pore 220, number of chambers 222
per pore 220, or pores 220 that vary along any other suitable
parameter. For example, an array 200 can have multiple
pores 220 arranged in parallel, wherein consecutive pores
220 have decreasing pore channel widths.

[0037] The chamber 222 of the pore 220 functions to
retain a cell. The chamber 222 is preferably fluidly con-
nected to the inlet channel 240 and the pore channel 224.
The chamber 222 preferably has a length and width config-
ured to retain an isolated cell, wherein the chamber 222 is
dimensioned to prevent cell egress from the chamber 222
due to inlet channel cross-flow. In one variation, this is
achieved by controlling the width to height ratio of chamber
222. The width to height ratio of the chamber 222 is
preferably 1, but can alternatively be 1.25, 0.5, or any other
suitable ratio. The chamber 222 is preferably configured to
retain a single cell and to prevent multiple cell retention. In
one variation, the chamber 222 is dimensioned such that the
height/width of the chamber 222 prevents a second cell from
settling to the end of the chamber 222 proximal the pore
channel 224 (e.g. the bottom of the chamber 222), and the
length of the chamber 222 prevents a single cell egress from
the chamber 222 (e.g. the length is longer than the cell
diameter), but encourages egress of a second cell from the
chamber 222 (e.g. the length is longer than the cell diameter,
but shorter than two cell diameters). However, the chamber
222 can be configured to retain multiple cells. The chamber
222 preferably has a length, width and depth between 5-200
microns, but can alternatively have any suitable dimensions.
In one variation, the chamber has a length of micrometers,
a width of 50 micrometers, and a height of 50 micrometers.
In another variation, the chamber has a length of 25 microm-
eters, a width of 25 micrometers, and a height of 30
micrometers. The chamber 222 preferably has a substan-
tially constant cross-section, but can alternatively have a
tapering cross-section, preferably tapering from the inlet
channel 240 to the pore channel 224. The variable cross-
section can be the cross-section parallel to the broad face of
the substrate 112 and/or the cross-section perpendicular to
the longitudinal axis of the chamber 222. In one variation, as
shown in FIG. 3B, the chamber 222 has a rectangular
cross-section, wherein the pore channel 224 connects to a
side of the chamber 222 opposing that connected to the inlet
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channel 240. In another variation, the chamber 222 has a
parabolic cross section, as shown in FIG. 3A and FIG. 3C,
wherein the pore channel 224 connects to the apex of the
parabolic profile. In another variation, as shown in FIG. 3D,
the chamber cross section linearly decreases from the inlet
channel 240 to the pore channel 224. In another variation, as
shown in FIG. 3E, the chamber cross-section decreases
stepwise from the inlet channel 240 to the pore channel 224.
In this variation, the chamber 222 defines multiple sub-
chambers, wherein the multiple sub-chambers are preferably
fluidly connected in series, wherein a first sub-chamber is
fluidly connected to the inlet channel 240 and the last
sub-chamber is fluidly connected to the pore channel 224.
The first sub-chamber preferably has the largest width
and/or depth, and the last sub-chamber preferably has the
smallest width and/or depth. The transition between the inlet
channel 240 and the chamber 222 preferably exhibits a
convex angle (e.g. a 90° angle), but can alternatively be
curved as shown in FIG. 3C. The transition between the
chamber 222 and the pore channel 224 preferably also
exhibits a convex angle (e.g. a 90° angle), but can alterna-
tively be curved.

[0038] The pore channel 224 of the pore 220 functions to
filter out the cell of interest 10 and to allow smaller sample
components to flow through. The pore channel 224 is
preferably fluidly connected to the chamber 222 and the
outlet channel 260. More preferably, the pore channel 224 is
fluidly connected to the portion of the chamber 222 distal
from the inlet channel 240. The pore channel 224 is pref-
erably substantially straight and linear, but can alternatively
be curved. The pore channel 224 preferably has a width
smaller than the diameter of the cell of interest 10, such that
the pore channel 224 prevents cell passage therethrough.
The pore channel 224 preferably has a width and depth
between 1-25 microns and a length between 5-500 microns,
but can have any other suitable width, depth, and length. In
one variation, the pore channel 224 has a width of 7-10
micrometers, a depth of 7-10 micrometers, and a length of
5-50 micrometers. The pore channel 224 preferably has a
substantially constant cross-section, but can alternatively
have a tapering or variable cross section. The pore channel
224 is preferably aligned with its longitudinal axis parallel
the longitudinal axis of the chamber 222. More preferably,
the pore channel 224 is coaxial with the chamber 222.
However, the pore channel 224 can be aligned at an angle
with the chamber 222. Each pore 220 preferably includes a
single pore channel 224, but can alternatively include mul-
tiple pore channels 224, wherein the multiple pore channels
224 preferably extend in parallel from the end of the
respective chamber 222 proximal the outlet channel 260.

[0039] The inlet channel 240 of the array 200 functions to
receive a volume of the sample and to distribute the sample
to the pores 220. The inlet channel 240 preferably fluidly
connects the inlet manifold 300 to the chambers 222 of the
array 200. The inlet channel 240 preferably includes a first
end, a second end, and a channel connecting the first and
second ends. The inlet channel 240 is preferably fluidly
connected to the inlet manifold 300 at the first end, is fluidly
connected to the chambers 222 of the array 200 along the
inlet channel 240 length, and is preferably fluidly sealed at
the second end. The second end can be sealed by the
substrate 110 or can be sealed by a sealant, such as a
self-sealing laminate (e.g. made of rubber, polyethylene,
etc.). However, the inlet channel 240 can include a first
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and/or second valve disposed within the first and/or second
end, wherein the valves can operate between an open and a
closed state. The body of the inlet channel 240 is preferably
defined by the substrate 110, but can alternatively be par-
tially defined by the substrate 110, wherein the other por-
tions can be defined by self-sealing laminate or any other
suitable sealant. The inlet channel 240 is preferably arranged
such that the inlet channel longitudinal axis is perpendicular
to the longitudinal axes of the chambers 222, but can
alternatively be arranged at an angle. The chambers 222
preferably extend from a single side of the inlet channel 240,
but can alternatively extend from multiple sides (e.g. oppos-
ing sides). The inlet channel 240 is preferably substantially
straight, but can alternatively be curved or bent. The inlet
channel 240 preferably has a substantially constant cross-
section, but can alternatively have a variable cross section.
The cross-section can be the cross-section parallel to the
inlet channel longitudinal axis or perpendicular to the inlet
channel longitudinal axis. In one variation, the inlet channel
240 tapers with distance away from the inlet manifold 300.
The inlet channel 240 preferably has a depth and width
larger than the diameter of the cell of interest 10. The inlet
channel 240 preferably a depth and/or width between 5-200
microns, but can alternatively have any suitable depth and/or
width. In one variation, the inlet channel has a width of
50-100 micrometers, and a depth of 50-100 micrometers.
The inlet channel 240 preferably has a length that can
accommodate all the pores 220 of the array 200. In one
variation, the inlet channel 240 preferably has a length
longer than the combined widths of the chambers 222. In
another variation, the inlet channel 240 extends to the edge
of the substrate 110. Each array 200 preferably includes one
inlet channel 240, but can alternatively include multiple inlet
channels 240. For example, an array 200 can include two
inlet channels 240 that feed two sets of pores 220 extending
from either side of a central outlet channel 260, wherein
each inlet channel 240 feeds one set of pores 220. However,
the array 200 can include any suitable configuration of inlet
channels 240.

[0040] The outlet channel 260 of the array 200 functions
to receive a volume of the sample and to distribute the
sample to the pores 220. The outlet channel 260 preferably
includes a first end, a second end, and a channel connecting
the first and second ends. The outlet channel 260 is prefer-
ably fluidly connected to the outlet manifold 400 at the
second end, fluidly connected to the chambers 222 of the
array 200 along the outlet channel 260 length, and is
preferably fluidly sealed at the first end. The first end of the
outlet channel 260 can be sealed by the substrate 110 or can
be sealed by a sealant, such as a self-sealing laminate (e.g.
made of rubber, polyethylene, etc.). Alternatively, the outlet
channel 260 can include a first and/or second valve disposed
within the first and/or second end, wherein the valves can
operate between an open and a closed state. The body of the
outlet channel 260 is preferably defined by the substrate 110,
but can alternatively be partially defined by the substrate
110, wherein the other portions can be defined by self-
sealing laminate or any other suitable sealant. The outlet
channel 260 is preferably arranged such that the outlet
channel longitudinal axis is perpendicular to the longitudinal
axes of the chambers 222, but can alternatively be arranged
at an angle. The chambers 222 preferably extend from a
single side of the outlet channel 260, but can alternatively
extend from multiple sides (e.g. opposing sides). The outlet
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channel 260 is preferably substantially straight, but can
alternatively be curved or bent. The outlet channel 260
preferably has a substantially constant cross-section, but can
alternatively have a variable cross section. The outlet chan-
nel 260 cross-section can be the cross-section parallel outlet
channel longitudinal axis or perpendicular the outlet channel
longitudinal axis. In one variation, the outlet channel 260
tapers with distance away from the outlet manifold 400. The
outlet channel 260 preferably has a depth and width similar
to that of the inlet channel 240, but can alternatively have a
depth and width smaller or larger than that of the inlet
channel 240. The outlet channel 260 preferably a depth
and/or width between 5-200 microns, but can alternatively
have any suitable depth and/or width. In one variation, the
outlet channel has a width of 50-100 micrometers, and a
depth of 50-100 micrometers. The outlet channel 260 pref-
erably has a length that can accommodate all the pores 220
of the array 200. In one variation, the outlet channel 260
preferably has a length longer than the combined widths of
the chambers 222. In another variation, the outlet channel
260 extends to the edge of the substrate no. Each array 200
preferably includes one outlet channel 260, but can alterna-
tively include multiple outlet channels 260. For example, an
array 200 can include two outlet channels 260 that egress
two sets of pores 220 extending from either side of a central
inlet channel 240, wherein each outlet channel 260 egresses
one set of pores 220.

[0041] The inlet manifold 300 of the cell capture system
100 functions to receive a sample and to distribute the
sample to the arrays 200. More preferably, the inlet manifold
300 distributes the sample to an inlet channel 240 of an array
200. The inlet manifold 300 preferably additionally includes
an inlet 320, wherein the inlet manifold 300 receives the
sample from the inlet 320. The inlet manifold 300 preferably
provides a substantially linear flow path from the inlet 320
to the inlet channels 240 while substantially minimizing the
differences in pressure experienced by different arrays 200
within the system. The inlet manifold 300 is preferably
defined within the same substrate broad face as the array
200, but can alternatively be defined through a portion or the
entirety of the substrate thickness. The entirety of the inlet
manifold 300, except for the inlet 320, is preferably fluidly
sealed by the top layer 120.

[0042] In one variation, as shown in FIG. 4, the cell
capture system 100 includes multiple inlet manifolds 300,
one for each inlet channel 240. In this variation, the multiple
inlet manifolds 300 can receive a single sample or multiple
samples.

[0043] In another variation, as shown in FIGS. 5, 6, and 7,
the system includes a single inlet manifold 300 that feeds all
the inlet channels 240. The inlet manifold 300 preferably
fluidly connects the arrays 200 in parallel to facilitate
parallel flow throughout the cell capture system 100. How-
ever, the inlet manifold 300 can alternatively fluidly connect
the arrays 200 in series or in any suitable combination of
series and parallel flow. The inlet manifold 300 preferably
includes one or more tiers of inlet sub-manifolds 302. Each
inlet sub-manifold 302 preferably includes a main channel
204 and a plurality of feeder channels 206, wherein the
feeder channels 206 facilitate sample flow into subsequent
sub-manifold s or the inlet channels 240 of the arrays 200.
The feeder channels 206 directly fluidly connected to the
inlet channels 240 are preferably aligned and coextensive
with the inlet channels 240, but can alternatively be perpen-
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dicular to the inlet channels 240 or arranged in any suitable
configuration. The main channel 204 preferably fluidly
connects the feeder channels 206 in parallel. The feeder
channels 206 are preferably arranged parallel to the other
feeder channels 206, and preferably all extend perpendicu-
larly from one side of the main channel 204. However, the
feeder channels 206 can be arranged at an acute angle
relative to the main channel 204, extend from opposing sides
of the main channel 204, or be otherwise suitably arranged.
The sub-manifold s directly fluidly connected to the inlet
channels 240 are preferably each coupled to a subset of the
arrays 200 to minimize the pressure difference between the
arrays 200 proximal the sub-manifold inlet and the arrays
200 distal the sub-manifold inlet 320. However, a single
sub-manifold can directly feed all the arrays 200 of the cell
capture system 100.

[0044] In one variation, the cell capture system 100
includes an inlet manifold 300 with one inlet sub-manifold
tier, wherein the inlet sub-manifold 302 includes multiple
feeder channels 206, each feeder channel independently
fluidly connected to a inlet channel 240 of an array 200.

[0045] In another variation, the cell capture system 100
includes an inlet manifold 300 including two tiers of inlet
sub-manifolds 302 (as shown in FIG. 5), wherein the feeder
channels 206 of the first tier are fluidly connected to the
main channels 204 of the second tier, and the feeder chan-
nels 206 of the second tier are fluidly connected to the inlet
channels 240. The first tier preferably includes one inlet
sub-manifold 302, with one main channel 204 and multiple
feeder channels 206. The second tier preferably includes
multiple inlet sub-manifolds 302, wherein each second tier
inlet sub-manifold 302 is fluidly connected to a first tier
feeder channel and a subset of the arrays 200 of the cell
capture system 100. For example, a second tier inlet sub-
manifold 302 can be fluidly connected to four inlet channels
240 of a forty-array 200 cell capture system 100, wherein the
second tier inlet sub-manifold 302 includes one main chan-
nel 204 and four feeder channels 206, each feeder channel
independently fluidly connected to an inlet channel 240. In
this variation, the first tier main channel 204 preferably has
a larger width and/or height than the second tier main
channels 204, and the first tier feeder channels 206 prefer-
ably have a larger width and/or height than the second tier
feeder channels 206. The second tier feeder channels 206 are
preferably substantially the same width and/or height as the
inlet channels 240, but can alternatively have different
dimensions than the inlet channels 240. In another variation,
the inlet manifold 300 includes three tiers of branching inlet
sub-manifold s 302. However, the inlet manifold 300 can
include any suitable number of inlet sub-manifold tiers.

[0046] The inlet 320 of the inlet manifold 300 functions to
provide a fluid connection between the cell capture system
100 exterior and interior. More preferably, the inlet 320
provides a fluid connection between the cell capture system
100 exterior and the inlet manifold 300. The cell capture
system 100 preferably includes one inlet 320, but can
alternatively include multiple inlets 320. Each inlet 320 is
preferably fluidly connected to one inlet manifold 300
through a fluid connection (e.g. a channel), but can alterna-
tively be connected to multiple inlet manifolds 300. Each
inlet manifold 300 is preferably fluidly connected to one
inlet 320, but can alternatively be connected to multiple
inlets 320. The longitudinal axis of the inlet 320 is preferably
normal to the longitudinal axis of the main channel 204 of
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the inlet manifold 300, but can alternatively be parallel. The
longitudinal axis of the inlet 320 is preferably normal to the
broad face of the substrate 112, but can alternatively be
parallel to the broad face of the substrate 112, at an angle to
the broad face of the substrate 112, or arranged in any
suitable manner. In one variation of the cell capture system
100, the inlet 320 is a hole or aperture through a portion of
the substrate thickness, extending from a broad face of the
substrate 112 to the plane defining the inlet manifold 300.
The broad face of the substrate 112 from which the inlet 320
extends can either be the broad face on which the inlet
manifold 300 is defined, wherein a fluid connection con-
necting the inlet 320 and the inlet manifold 300 is also
defined on the same broad face, or can be the broad face
opposite that on which the inlet manifold is defined 114,
wherein the inlet 320 extends through substantially the
whole of the substrate thickness to connect with the inlet
manifold 300. In another variation of the cell capture system
100, the inlet 320 is a hole or aperture through a side of the
substrate 110, wherein the inlet 320 extends in parallel with
a broad face of the substrate 112 towards the inlet manifold
300. In this variation, a fluid connection normal to the broad
face of the substrate 112 preferably connects the inlet 320
with the inlet manifold 300. However, any suitable configu-
ration of the inlet 320 can be used.

[0047] The outlet manifold 400 of the cell capture system
100 functions to receive filtered sample and to egress the
filtered sample from the cell capture system 100. More
preferably, the outlet manifold 400 receives the filtered
sample from an outlet channel 260 of an array 200. The
outlet manifold 400 preferably additionally includes an
outlet 420, wherein the outlet manifold 400 egresses the
filtered sample from the outlet 420. The outlet manifold 400
preferably provides a substantially linear flow path from the
outlet channels 260 to the outlet 420, but can alternatively
provide a tortuous flow path. The outlet manifold 400 is
preferably defined within the same substrate broad face as
the array 200, but can alternatively be defined through a
portion or the entirety of the substrate thickness, on the
opposing broad face of the substrate 112, or on any suitable
portion of the substrate 110. The entirety of the outlet
manifold 400, except for the outlet 420, is preferably fluidly
sealed by the top layer 120.

[0048] In one variation, as shown in FIG. 4, the cell
capture system 100 includes multiple outlet manifolds 400,
one for each outlet channel 260. In this variation, the
multiple outlet manifolds 400 can receive a single filtered
sample or multiple filtered samples.

[0049] In another variation, as shown in FIGS. 5, 6, and 7,
the system includes a single outlet manifold 400 that
receives the filtered sample from all the outlet channels 260.
The outlet manifold 400 preferably fluidly connects the
arrays 200 in parallel, but can alternatively fluidly connect
the arrays 200 in series or in any suitable combination of
series and parallel flow. The outlet manifold 400 preferably
includes one or more tiers of outlet sub-manifolds 402. Each
outlet sub-manifold 402 preferably includes a main channel
204 and a plurality of feeder channels 206, wherein the
feeder channels 206 facilitate filtered sample flow from
upstream sub-manifold s or the outlet channels 260 of the
arrays 200 to the main channel 204. The feeder channels 206
directly fluidly connected to the outlet channels 260 are
preferably parallel and coextensive with the outlet channels
260, but can alternatively be perpendicular to the outlet
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channels 260 or arranged in any suitable configuration. The
main channel 204 preferably fluidly connects the feeder
channels 206 in parallel. The feeder channels 206 are
preferably arranged parallel to the other feeder channels 206,
and preferably all extend perpendicularly from one side of
the main channel 204. However, the feeder channels 206 can
arranged at an acute angle relative to the main channel 204,
extend from opposing sides of the main channel 204, or be
otherwise suitably arranged. The outlet sub-manifolds 402
directly fluidly connected to the outlet channels 260 are
preferably each coupled to a subset of the arrays 200.
However, a single outlet sub-manifold 402 can directly
receive the filtered sample from all the arrays 200 of the cell
capture system 100.

[0050] In one variation, the cell capture system 100
includes an outlet manifold 400 with one outlet sub-mani-
fold tier, wherein the outlet sub-manifold 402 includes
multiple feeder channels 206, each feeder channel indepen-
dently fluidly connected to a outlet channel 260 of an array
200.

[0051] In another variation, the cell capture system 100
includes an outlet manifold 400 including two tiers of outlet
sub-manifolds 402, wherein the feeder channels 206 of the
first tier are fluidly connected to the main channels 204 of
the second tier, and the feeder channels 206 of the second
tier are fluidly connected to the outlet channels 260. The first
tier preferably includes one outlet sub-manifold 402, with
one main channel 204 and multiple feeder channels 206. The
second tier preferably includes multiple outlet sub-mani-
folds 402, wherein each second tier outlet sub-manifold 402
is fluidly connected to a first tier feeder channel and a subset
of the arrays 200 of the cell capture system 100. For
example, a second tier outlet sub-manifold 402 can be
fluidly connected to four outlet channels 260 of a forty-array
200 cell capture system 100, wherein the second tier outlet
sub-manifold 402 includes one main channel 204 and four
feeder channels 206, each feeder channel independently
fluidly connected to an outlet channel 260. In this variation,
the first tier main channel 204 preferably has a larger width
and/or height than the second tier main channels 204, and
the first tier feeder channels 206 preferably have a larger
width and/or height than the second tier feeder channels 206.
The second tier feeder channels 206 are preferably substan-
tially the same width and/or height as the outlet channels
260, but can alternatively have different dimensions than the
outlet channels 260. In another variation, the outlet manifold
400 includes three tiers of branching outlet sub-manifolds
402. In another variation, the outlet manifold 400 includes
the same number of tiers as the inlet manifold 300. However,
the outlet manifold 400 can include any suitable number of
outlet sub-manifold tiers.

[0052] The outlet 420 of the outlet manifold 400 functions
to provide a fluid connection between the cell capture
system 100 interior and the cell capture system 100 exterior.
More preferably, the outlet 420 provides a fluid connection
between the cell capture system 100 exterior and the outlet
manifold 400. The cell capture system 100 preferably
includes one outlet 420, but can alternatively include mul-
tiple outlets 420. Each outlet 420 is preferably fluidly
connected to one outlet manifold 400 through a fluid con-
nection (e.g. a channel), but can alternatively be connected
to multiple outlet manifolds 400. Each outlet manifold 400
is preferably fluidly connected to one outlet 420, but can
alternatively be connected to multiple outlets 420. The
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longitudinal axis of the outlet 420 is preferably normal to the
longitudinal axis of the main channel 204 of the outlet
manifold 400, but can alternatively be parallel. The longi-
tudinal axis of the outlet 420 is preferably normal to the
broad face of the substrate 112, but can alternatively be
parallel to the broad face of the substrate 112, at an angle to
the broad face of the substrate 112, or arranged in any
suitable manner. In one variation of the cell capture system
100, the outlet 420 is a hole or aperture through a portion of
the substrate thickness, extending from a broad face of the
substrate 112 to the plane defining the outlet manifold 400.
The broad face of the substrate 112 from which the outlet
420 extends can either be the broad face on which the outlet
manifold 400 is defined, wherein a fluid connection con-
necting the outlet 420 and the outlet manifold 400 is also
defined on the same broad face, or the broad face opposite
that on which the outlet manifold is defined 114, wherein the
outlet 420 extends through substantially the whole of the
substrate thickness to connect with the outlet manifold 400.
When the inlet 320 is defined on a broad face of the substrate
112, the outlet 420 is preferably defined on the same broad
face as the inlet 320, but can alternatively be defined on the
opposing broad face. In another variation of the cell capture
system 100, the outlet 420 is a hole or aperture through a
side of the substrate 110, wherein the outlet 420 extends in
parallel with a broad face of the substrate 112 towards the
outlet manifold 400. In this variation, a fluid connection
normal to the broad face of the substrate 112 preferably
connects the outlet 420 with the outlet manifold 400. When
the inlet 320 is also defined on a side of the substrate 110,
the outlet 420 is preferably defined on a side of the substrate
opposing the side defining the inlet 320. However, the outlet
420 can alternatively be defined on the same side or an
adjacent side. However, any suitable configuration of the
outlet 420 can be used.

[0053] The cell capture system 100 can additionally
include an isolation mechanism 500 that functions to isolate
cells within individual pores 220. In one variation, the
isolation mechanism 500 includes an isolation inlet 520 and
an isolation outlet 540, fluidly connected to an array 200,
that functions to permit isolation material ingress and egress,
respectively. Both the isolation inlet 520 and the isolation
outlet 540 are preferably fluidly connected to both the inlet
channel 240 and the outlet channel 260. In one variation, as
shown in FIG. 9, the isolation inlet 520 can be arranged
between the first end of the inlet channel 240 and the outlet
channel 260 on the inlet end of the array 200, and the
isolation outlet 540 is arranged between the second end of
the inlet channel 240 and outlet channel 260 on the outlet
end of the array 200. The isolation inlet S520 or outlets 540
of the arrays 200 can be fluidly connected in parallel or in
series by one or more isolation inlet or outlet manifolds,
respectively. In operation, the isolation material is preferably
flowed through the isolation inlet 520, into the inlet channel
240 and outlet channel 260, to the isolation outlet 540,
forming a first isolation layer between the chamber 222 and
the inlet channel 240, and a second isolation layer between
the pore channel 224 and the outlet channel 260. The
isolation layers are preferably 10 to 20 micrometers thick,
but can alternatively be thicker. During isolation material
introduction, buffer is preferably simultaneously flowed
through the inlet channel 240 and outlet channel 260,
preferably in the same direction as isolation material flow,
wherein the buffer flow rate preferably controls the thickness
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of the isolation material layers. Buffer flow is preferably
established in the portions of the inlet 320 and outlet channel
260 distal from the pores 220. The buffer flow rate is
preferably maintained at laminar flow, but can alternatively
have any other suitable flow rate. Alternatively, the isolation
inlet 520 and outlet 540 can be fluidly connected to a first
and second isolation channel located within the inlet channel
240 and outlet channel 260, respectively, wherein the first
and second isolation channel guides isolation material flow.
However, any other suitable mechanism that can establish a
first and second isolation layer can be used.

[0054] The isolation material preferably isolates a pore
220 within an array 200. The isolation material preferably
has a flow state and a set state, wherein a photochemical
reaction, thermochemical reaction, polymerization reaction
or any other suitable reaction switches the isolation material
from the flow state to the set state. In the flow state, the
isolation material is preferably substantially viscous, such
that the isolation material does not flow into the pores 220
during introduction into the cell capture system 100. In the
set state, the isolation material is preferably a solid or gel
that prevents cell egress from the pore 220, and is preferably
porous or selectively permeable to permit buffer and reagent
penetration therethrough. The isolation material is prefer-
ably a photopolymerizable hydrogel, such as PEG or poly-
acrylamide with photoinitiator, but can alternatively be any
suitable material with any other suitable polymerization
agent. In one variation, the isolation layer may be an
immiscible liquid such as oil. In another variation, select
portions of the isolation material can be reacted to seal
specific pores 220. For example, as shown in FIG. 10B a
unique photomask 504 can be created that allows collimated
irradiation of isolation material segments blocking pores 220
containing the cells of interest. Photomask 504 may be
created by high resolution printing of UV-blocking black ink
on a transparency sheet or by use of standard photolithog-
raphy on photoresist coated glass masks. The selective UV
exposure of select regions of the microfluidic chip can also
be accomplished by moving a UV laser or a collimated and
concentrated UV spot to the select locations using an x-y
stage. As shown in FIG. 10C, undesired cells 20 and
unreacted isolation material can then be removed from the
cell capture system 100 by ingressing fluid through the
outlet manifold 400 (e.g. backflowing). Alternatively, the
photomask 504 can allow irradiation of isolation material
segments blocking pores 220 containing undesired cells 20,
wherein desired cells 10 are retrieved from the system.
However, any suitable portion of the isolation material can
be reacted.

[0055] The cell capture system 100 can additionally
include optical elements 130 that function to facilitate
imaging. The optical elements 130 function to adjust incom-
ing light, preferably to facilitate better imaging. The optical
elements 130 can function to bend, reflect, collimate, focus,
reject, or otherwise adjust the incoming light. The optical
elements 130 are preferably fabricated within the same
process as the cell capture system 100 manufacture, but can
alternatively be included after cell capture system 100
manufacture. The optical elements 130 are preferably
defined within the substrate 110, but can alternatively be
defined by the top layer 120 or by a separate component.
Optical elements 130 can include light reflectors disposed
within the substrate thickness adjacent the arrays 200 (as
shown in FIG. 11A), defined on a broad face of the substrate
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112 opposite that defining the cell capture system 100 (as
shown in FIG. 11B), or microlenses defined on the top layer
120 (as shown in FIG. 11C), light collimators, light polar-
izers, interference filters, 90° illumination, elements that
minimize excitation rays from going into path of collected
fluorescence emission light, diffraction filters, light diffus-
ers, or any other suitable optical element. Alternatively, the
optical elements 130 can be defined by an imaging stage (as
shown in FIG. 11D) or by any external component.

[0056] The cell capture system 100 can additionally
include pore affinity mechanisms that function to attract a
cell of interest 10 towards a pore chamber 222. Pore affinity
mechanisms can include electric field traps, features within
the inlet channel 240 that direct flow into a pore 220,
negative pressure application to the outlet channel 260, or
any other suitable pore affinity mechanism.

[0057] The cell capture system 100 is preferably defined
on a substrate 110. More preferably, the cell capture system
100 is defined on a single broad face of a substrate 112,
wherein the array 200, including the inlet channel 240, pores
220, and outlet channel 260, is preferably defined on a single
broad face of the substrate 112. More preferably, the array
200, inlet manifold 300, and outlet manifold 400 are all
defined on the same broad face. Thus, sample flow through
the cell capture system 100 preferably runs substantially
parallel to the broad face of the substrate 112. The array 200,
inlet manifold 300, and outlet manifold 400 are all prefer-
ably defined by recesses in the broad face of the substrate
112, but can alternatively be channels defined by walls that
are built on top of the substrate 110, or defined in any other
suitable manner. The substrate 110 preferably defines a
portion of the cell capture system 100 (e.g. three walls of the
system), wherein the remaining portions (e.g. one wall) are
preferably defined by a top layer 120. The top layer 120
preferably forms a substantially fluid impermeable seal with
the substrate 110 to fluidly seal the cell capture system 100.
Alternatively, the cell capture system 100 can be defined
through the thickness of the substrate 110, wherein the inlet
channel 240 is defined on a first broad face of the substrate
112, the outlet channel 260 is defined on an opposing broad
face of the substrate 112, and the pores 220 are defined
through the thickness of the substrate 110.

[0058] The substrate 110 is preferably optically transpar-
ent, biocompatible, and substantially inert. Examples of
material that can be used for the substrate no include glass,
high refractive index polymer, or any other suitable optically
transparent material; silicon; any suitable polymer such as
polyethlyene, polypropylene, polycarbonate, acrylic, or sili-
cone; quartz, glass, metals, ceramics, or any other suitable
material. The top layer 120 is preferably an optically clear
layer that is laminated, adhered, heat-bonded, laser-bonded,
anodic bonded, or otherwise joined to the substrate 110. The
top layer 120 is preferably a polymeric laminate, but can
alternatively be a glass cover slip or any other suitable top
layer 120.

[0059] The cell capture system 100 is preferably manu-
factured through microfabrication processes, but can alter-
natively be manufactured through injection molding, a com-
bination of microfabrication (e.g. to create masters) and
injection molding (e.g. for bulk manufacturing), a combi-
nation of microfabrication (e.g. to create masters) and hot
embossing (e.g. for bulk manufacturing), laser etching,
CNC, or any other suitable manufacturing process. Micro-
fabrication techniques that can be used include photolithog-
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raphy, DRIE, wet etching, and anodic bonding, but any
suitable microfabrication technique can be used. The arrays
200, inlet manifold 300 and outlet manifold 400 are pref-
erably formed within a single manufacturing process, but
can alternatively formed through multiple sequential or
interrupted processes. The inlet 320 and outlet 420 can
additionally be formed within the same process as that of the
arrays 200, inlet manifold 300, and outlet manifold 400, but
can alternatively be formed before or after using different
processes.

[0060] In one variation, as shown in FIG. 12, the cell
capture system 100 is manufactured using an injection
molding process. The injection molding master includes an
array-definition portion 102, a bottom-definition portion
104, and one or more core pins 106. The array-definition
portion preferably includes the negative for the arrays 200,
and can additionally include the negative for the inlet
manifold 300 and outlet manifold 400. The array-definition
portion is preferably formed using microfabrication tech-
niques, but can alternatively be formed through laser cutting,
CNC, or any other suitable method. The bottom-definition
portion preferably includes channels through which the core
pins can extend. The core pins preferably have tapered ends
that insert into the bottom-definition portion channels, and
function to define the inlet 320 and outlet 420. The substrate
material is preferably injected from an edge of the cell
capture system 100 or parallel to the broad face of the to-be
substrate 110. However, the substrate material can be
injected through the bottom-definition portion, normal to the
broad face of the to-be substrate 110, or through any other
suitable portion of the master.

[0061] In another variation, as shown in FIG. 13, the cell
capture system 100 is manufactured using a microfabrica-
tion process, and utilizes a series of photolithography steps
to create the components of the cell capture system 100 on
the substrate 110. However, the cell capture system 100 can
be formed using any other suitable method.

Examples of the Cell Capture System

[0062] In a first example, as shown in FIG. 4, the cell
capture system 100 includes a plurality of substantially
identical arrays 200 arranged in parallel; a plurality of inlet
manifolds 300, each independently fluidly connected to an
inlet channel 240; a plurality of inlets 320, each indepen-
dently fluidly connected to an inlet manifold 300; a plurality
of outlet manifolds 400, each independently fluidly con-
nected to an outlet channel 260; and a plurality of outlets
420, each independently fluidly connected to an outlet
manifold 400. Each array 200 preferably includes a plurality
of substantially identical pores 220 connected to an inlet
channel 240 at the chamber 222 and an outlet channel 260
at the pore channel 224. The arrays 200, inlet manifolds 300,
and outlet manifolds 400 are preferably recesses defined on
one broad face of a substrate 112, and are preferably
cooperatively defined by a top layer 120 that fluidly seals the
arrays 200, inlet manifolds 300, and outlet manifolds 400
from the cell capture system 100 exterior. The inlets 320 and
outlets 420 are preferably holes defined through the thick-
ness of the substrate no, and preferably originate from the
substrate broad face opposing the face defining the arrays
200, inlet manifolds 300, and outlet manifolds 400. Alter-
natively, the inlets 320 and outlets 420 can be holes extend-
ing through the substrate 110 from the substrate sides.
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[0063] In a second example, as shown in FIG. 5, the cell
capture system 100 includes a plurality of substantially
identical arrays 200 arranged in parallel; one inlet manifold
300 including two or more tiers; an inlet 320 fluidly con-
nected to the inlet manifold 300; a plurality of outlet
manifolds 400, each independently fluidly connected to an
outlet channel 260; and a plurality of outlets 420, each
independently fluidly connected to an outlet manifold 400.
Each array 200 preferably includes a plurality of substan-
tially identical pores 220 connected to an inlet channel 240
at the chamber 222 and an outlet channel 260 at the pore
channel 224. The inlet sub-manifolds 302 directly connected
to the inlet channels 240 preferably each independently
connect to ten or less inlet channels 240. For example, when
the cell capture system 100 includes forty arrays 200, the
cell capture system 100 preferably includes ten second tier
inlet sub-manifold s 302, each connected to four inlet
channels 240. The arrays 200, inlet manifolds 300, and
outlet manifolds 400 are preferably recesses defined on one
broad face of a substrate 112, and are preferably coopera-
tively defined by a top layer 120 that fluidly seals the arrays
200, inlet manifolds 300, and outlet manifolds 400 from the
cell capture system 100 exterior. The inlet 320 and outlets
420 are preferably holes defined through the thickness of the
substrate no, and preferably originate from the substrate
broad face opposing the face defining the arrays 200, inlet
manifolds 300, and outlet manifolds 400. Alternatively, the
inlet 320 and outlets 420 can be holes extending through the
substrate 110 from the substrate sides. Alternatively, the inlet
320 can be a hole defined through the thickness of the
substrate 110, while the outlets 420 are holes extending
parallel to the substrate broad face through the substrate no.

[0064] In a third example, as shown in FIGS. 7 and 8, the
cell capture system 100 includes a plurality of substantially
identical arrays 200 arranged in parallel; one inlet manifold
300 including two or more tiers; an inlet 320 fluidly con-
nected to the inlet manifold 300; one outlet manifold 400
including two or more tiers; and an outlet 420 fluidly
connected to the outlet manifold 400. Each array 200
preferably includes a plurality of substantially identical
pores 220 connected to an inlet channel 240 at the chamber
222 and an outlet channel 260 at the pore channel 224. The
outlet manifold 400 preferably has the same number of tiers
as the inlet manifold 300, and preferably mirrors the inlet
manifold 300. For example, an outlet sub-manifold 402
directly connected to the arrays 200 is preferably connected
to the same arrays 200 that a corresponding inlet sub-
manifold 302 is directly connected to. However, the outlet
manifold 400 can include a different number tiers, group the
arrays 200 differently, or have any other suitable configu-
ration. The inlet 320 and outlet sub-manifolds 402 directly
connected to the inlet 320 and outlet channels 260 preferably
each independently connect to ten or less inlet 320 and outlet
channels 260, respectively. For example, when the cell
capture system 100 includes forty arrays 200, the cell
capture system 100 preferably includes ten second tier inlet
320 and outlet sub-manifolds 402, each connected to four
inlet 320 and outlet channels 260, respectively. The arrays
200, inlet manifold 300, and outlet manifold 400 are pref-
erably recesses defined on one broad face of a substrate 112,
and are preferably cooperatively defined by a top layer 120
that fluidly seals the arrays 200, inlet manifold 300, and
outlet manifold 400 from the cell capture system 100
exterior. The inlet 320 and outlet 420 are preferably holes
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defined through the thickness of the substrate no, and
preferably originate from the substrate broad face opposing
the face defining the arrays 200, inlet manifold 300, and
outlet manifold 400. Alternatively, the inlet 320 and outlet
420 can be holes extending through the substrate 110 from
the substrate sides. Alternatively, the inlet 320 can be a hole
defined through the thickness of the substrate 110, while the
outlet 420 is a hole extending parallel to the substrate broad
face 112, through the substrate no.

[0065] In a fourth example, as shown in FIG. 8, the cell
capture system 100 includes a plurality of different arrays
200 arranged in parallel but fluidly connected in series; one
inlet manifold 300 connected to the upstream inlet channel
240; an inlet 320 fluidly connected to the inlet manifold 300;
one outlet manifold 400 connected to the downstream outlet
channel 260; and an outlet 420 fluidly connected to the outlet
manifold 400. The pore channel width of the arrays 200
preferably decreases with each subsequent array 200 away
from the inlet 320. Furthermore, the chamber size of the
arrays 200 can decrease with each subsequent array 200
away from the inlet 320. The inlet and outlet channel size of
the arrays 200 can also decrease with each subsequent array
200 away from the inlet 320. Each array 200 preferably
includes a plurality of substantially identical pores 220
connected to an inlet channel] 240 at the chamber 222 and an
outlet channel 260 at the pore channel 224. The outlet
channel 260 of an upstream array 200 is preferably fluidly
connected to the inlet channel 240 of the adjacent down-
stream array 200. In one specific example, the cell capture
system 100 includes a first, second, third, and fourth array
200 fluidly connected in series. The first array 200 has a pore
channel size of 30 micrometers, the second array 200 has a
pore channel size of 25 micrometers, the third array 200 has
a pore channel size of 15 micrometers, and the fourth array
200 has a pore channel size of 10 micrometers. The arrays
200, inlet manifold 300, and outlet manifold 400 are pref-
erably recesses defined on one broad face of a substrate 112,
and are preferably cooperatively defined by a top layer 120
that fluidly seals the arrays 200, inlet manifold 300, and
outlet manifold 400 from the cell capture system 100
exterior. The inlet 320 and outlet 420 can be holes defined
through the substrate 110 on the same side of the substrate
110, on the same broad face of the substrate 112, on
opposing broad faces of the substrate 110, on adjacent faces
of'the substrate no, or arranged in any suitable configuration.

[0066] In a fifth example, as shown in FIG. 9, the cell
capture system 100 includes a first and a second array set
202, each array set 202 including a plurality of substantially
identical arrays 200 arranged in parallel, wherein each array
200 preferably includes a plurality of substantially identical
pores 220. The cell capture system 100 preferably includes
one inlet manifold 300 fluidly connected to the inlet chan-
nels 240 of both array set 2028, but can alternatively include
two inlet manifold s 300, each independently connected to
an array set 202, or any other suitable number of inlet
manifolds 300. In one variation, the inlet manifold 300 can
be disposed between the array set 2028, such that the second
array set 202 is an enantiomer of the first array set 202.
However, the inlet manifold 300 can be disposed in any
suitable position. The cell capture system 100 preferably
includes one inlet 320, but can alternatively include more. In
one variation, the inlet 320 is arranged equidistant between
the array set 202S. The cell capture system 100 preferably
includes two outlet manifolds 400, one for each array set
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202, but can alternatively include a plurality of outlet
manifolds 400, one manifold for each outlet channel 260, or
any other suitable number of outlet manifold s 400. In one
variation, the outlet manifold 400(s) can be disposed proxi-
mal the substrate 110 edges, such that the outlet manifold
400(s) for the first array set 202 is arranged on the side of the
first array set 202 distal the second array set 202, and the
outlet manifold 400(s) are arranged on the side of the second
array set 202 distal the first array set 202. The cell capture
system 100 preferably includes at least two outlets 420, but
can alternatively include more.

[0067] In a sixth example, as shown in FIG. 9, the cell
capture system 100 is substantially similar to the cell capture
system 100 of the fifth example, and can additionally include
a third array set 202 including a plurality of substantially
identical parallel pores 220 and a retrieval channel 502
fluidly connecting the inlet manifold 300 of the first and
second array set 202 with the inlet manifold 300 of the third
array set 202. In this example, the third array set 202 can
function as a single-cell reactor, wherein each array 200
within the third array set 202 can additionally include an
isolation inlet 520 and an isolation outlet 540 for each array
200 within the set, the isolation inlet 520 and outlet 420
disposed between the first and second ends of the inlet
channel 240 and outlet channel 260, respectively. In opera-
tion, the retrieval channel 502 is preferably sealed proximal
the inlet manifold 300, and cells of interest are isolated
within the first and second array set 202S by running a
sample through the inlet 320, through inlet manifold 300,
and into the first and second array set 202S. After cell
isolation, the retrieval channel 502 can be unsealed, the inlet
320 sealed, and the isolated cells backflowed through the
inlet manifold 300, through the retrieval channel 502 and
into the third array 200 by running a buffer through the outlet
manifold 400(s) of the first and second array set 202S. As
shown in FIG. 10, the cells can then be isolated from
adjacent cells by simultaneously introducing an isolating
material, such as hydrogel, into the isolation inlet 520 and a
buffer into the first ends of the inlet channel 240 and outlet
channel 260. The isolating material is then preferably
reacted to switch the isolating material from a flow state to
a set state. In one variation, only portions of the isolating
material sealing the pores 220 containing the cells of interest
are reacted. For example, the isolated cells can be stained,
the pores 220 containing the cells of interest identified (e.g.
wherein the cells of interest emit a desired wavelength), and
a photomask 504 created, wherein the photomask 504 per-
mits only the portions of the isolating material sealing the
pores of interest to be photoreacted (e.g. through UV irra-
diation). Unreacted isolating material and undesired cells 20
can be egressed by backflowing buffer through the outlet
manifold 400. However, any other suitable method of selec-
tive isolating material reaction can be used. Reagents (e.g.
flourogenic antibodies, etc), analytes, or any other suitable
substance can be introduced into the third array 200 through
the third array inlet 320 prior to cell isolation. Alternatively,
reagents can be introduced post cell isolation. In a first
variation, the reagents can be introduced through the third
array inlet manifold, wherein the reagent penetrates through
the set isolating material to ingress into the pore 220. In a
second variation, reagents, analytes, or other substances can
be introduced into individual pores 220 by introducing the
substance through the portion of the top layer 120 contigu-
ous with the pore of interest.
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[0068] Cell Removal

[0069] The cell capture system 100 is configured to facili-
tate selective cell removal from known, addressable loca-
tions. While an individual cell from a single pore 220 is
preferably selectively removed, the system can facilitate
simultaneous multiple cell removal from a single array 200
or a subset of arrays 200. The cell is preferably removed by
applying a removal force to the cell. The removal force is
preferably applied by pumping fluid through the pore chan-
nel 224 into the chamber 222, but can alternatively be
applied by aspirating the contents out of the chamber 222. In
one variation, the pump pressure provided by a pump
mechanism at the cell capture system 100 outlet 420 is less
than 10,000 Pa. In one specific variation, the provided pump
pressure is 6,000 Pa. However, any other suitable pump or
aspiration pressure can be used.

[0070] In a first variation of the cell removal method, one
or more cells can be removed from the cell capture system
100 by ingressing a purging fluid through an outlet manifold
400 and collecting flushed-out cells at the inlet 320 (back-
flowing the cells). This can be particularly desirable when
collection of cells from multiple fluidly linked sites is
desired. Cell capture system 100s including multiple outlet
manifolds 400 (e.g. systems with one outlet manifold 400
per array 200) can be particularly suited to this cell removal
method, as the cells within a given array 200 can be removed
without affecting adjacent captured cells within other arrays
200 by only ingressing fluid through the outlet manifold 400
directly connected to the selected array 200. Alternatively,
cell capture system 100s with multiple tiers of sub-manifold
s can be suited to this cell removal method, wherein cells
retained within a subset of arrays 200 that are fluidly
connected by sub-manifold can be simultaneously removed.
However, any suitable cell capture system 100 configuration
can be utilized with this cell removal method.

[0071] In a second variation of the cell removal method,
cell removal can be achieved by utilizing a cell removal tool
600. The cell removal tool 600 of the cell capture system 100
functions to selectively remove one or more isolated cells
from an addressable location within the cell capture system
100. The cell removal tool 600 is preferably configured to
remove a cell from a single chamber 222, but can alterna-
tively be configured to simultaneously remove multiple cells
from multiple chambers 222.

[0072] In a first variation of the cell removal tool, the cell
removal tool 600 is configured to puncture the top layer 120
from a direction normal to the broad face of the substrate
112. The cell removal tool 600 preferably removes the cell
in a substantially normal direction from the broad face of the
substrate 112, but can alternatively remove the cell in an
angled direction relative to the broad face of the substrate
112. The cell removal tool 600 preferably includes a hollow
needle that punctures the top layer 120 and defines a
substantially fluidly isolated volume in fluid communication
with one or more pores 220 (e.g. the desired number of pores
220). As shown in FIGS. 14A and 14B, the hollow needle
preferably includes one or more sealing elements at the tip
620, such as a polymeric coating or adequate geometry, that
facilitate fluid seal formation with the top layer 120. The
hollow needle preferably includes a cannula ending in a
hollow tip 620. The cannula preferably defines a lumen, and
is preferably fluidly connected to a cell collection volume. In
one variation, the tip 620 includes geometry that facilitates
fluid seal formation with the top layer 120. The tip 620
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preferably includes a first and second opposing wall, each
having concave profiles that taper into a perforating end
distal the cannula. The first wall is preferably an enantiomer
of the second wall, but can alternatively be substantially
identical or different. The first and second sides of each wall
(622 and 624, respectively) preferably exhibit different
curvatures, such that the center of the perforating end is
preferably offset from the longitudinal axis of the lumen.
However, the first and second walls can alternatively be
substantially similar (e.g. have the same curvature). The first
and second opposing walls preferably function to perforate
the top layer 120 and to form a first and second fluid seal
with the substrate no to define the fluidly isolated volume.
However, the hollow needle can include any other suitable
geometry. In one variation, the hollow needles have a height
of 200 micrometers and a lumen diameter of 40 microm-
eters.

[0073] The hollow needle is preferably configured to form
a substantially fluidly isolated volume within a pore cham-
ber 222 of interest or a segment of the inlet channel 240
adjacent a pore chamber 222 of interest. A low-pressure
generator (e.g. a pump) is preferably then used to aspirate
the retained cell out of the pore chamber 222, through the
hollow needle, and into the cell collection volume.

[0074] The hollow needle is preferably manufactured
using microfabrication techniques, but can alternatively be
injection molded, laser cut, stamped, or manufactured using
any other suitable manufacturing technique. In one variation
of hollow needle manufacture, as shown in FIG. 15, a lumen
is preferably etched into a substrate 110, such as silicon,
using etching techniques such as deep reactive ion etching
(DRIE), plasma etching, or any other suitable etching
method. This step is preferably utilized with a mask that
covers the portions of the substrate 110 to be protected. The
walls and associated profiles are then preferably manufac-
tured through isotropic etching of the substrate 110 utilizing
a corrosive liquid or plasma, but any other suitable isotropic
material removal method can be used. A mask is preferably
used to protect the puncture end. Multiple hollow needles
are preferably simultaneously manufactured as an array 200,
but can alternatively be individually manufactured.

[0075] In a second variation of the cell removal tool, the
cell removal tool 600 is also configured to puncture the top
layer 120 from a direction normal to the broad face of the
substrate 112. The cell removal tool 600 preferably removes
the cell in a substantially normal direction from the broad
face of the substrate 112, but can alternatively remove the
cell in an angled direction relative to the broad face of the
substrate 112. As shown in FIG. 16, the cell removal tool 600
preferably includes a hollow needle pair including a first
needle 640 and a second needle 660, wherein both needles
are preferably substantially similar to that described in the
first variation of the cell removal tool 600. The first and
second walls of the first needle 640 are preferably config-
ured to form a first and second fluid impermeable seal with
the inlet channel 240 and/or the pore chamber 222. The first
and second walls of the second needle 660 are preferably
configured to form a first and second fluid impermeable seal
with the outlet channel 260 and/or pore channel 224. The
first and second needles are preferably aligned in parallel,
with the perforating tips of the first and second needles
adjacent and oriented in the same direction within the cell
removal tool 600 (e.g. wherein both tips are located on the
same side of the cell removal tool 600). The first and second
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needles are preferably manufactured using the aforemen-
tioned manufacturing process, but can alternatively be
manufactured using different processes. The first and second
needles are preferably simultaneously manufactured on the
same substrate 110, but can alternatively be separately
manufactured and joined post-manufacture. The distance
between the first and second needle 660 is preferably
substantially equivalent to the pore 220 length (e.g. the sum
of'the chamber 222 and pore channel 224 lengths). However,
the distance between the first and second needle 660 can be
the chamber length, the pore channel 224 length, or any
suitable distance. The first and second needles 660 prefer-
ably cooperatively form a fluidly isolated volume, the fluidly
isolated volume including one or more pores of interest,
segment of the inlet channel 240 adjacent the pore(s) of
interest, and segment of the outlet channel 260 adjacent the
pore(s) of interest, such that the pore(s) of interest are fluidly
isolated from adjacent pores 220. In operation, fluid is
preferably ingressed through the second needle 660 into the
fluidly isolated segment of the outlet channel 260, through
the pore channel 224, through the chamber 222, and into the
first needle 640. As the fluid moves through the chamber
222, the fluid preferably entrains the retained cell and moves
the cell into the first needle 640. The second needle 660 can
be fluidly coupled to a pump and a fluid source. Alterna-
tively/additionally, the first needle 640 can be fluidly
coupled to a low-pressure generator (e.g. a pump). The fluid
is preferably a buffer, but can alternatively be cell culture
media or any other suitable fluid that retains cell viability.

[0076] In a third variation of the cell removal tool, the cell
removal tool 600 is configured to remove one or more cells
from the cell capture system 100 in a direction substantially
parallel to the broad face of the substrate 112. As shown in
FIG. 17, the cell removal tool 600 preferably includes a
cannula 680 defining a lumen and an aperture 684. The
cannula 680 preferably terminates in a sealed puncture tip
682 at a first end, and is preferably fluidly connected to a cell
collection volume at a second end. The aperture 684 is
preferably a hole that extends through the cannula 680 wall,
wherein the hole preferably has a width substantially equiva-
lent to or larger than the width of a pore chamber 222, but
small enough such that the aperture 684 does not span two
pore chambers 222. The cannula 680 preferably includes one
aperture 684, but can alternatively include multiple aper-
tures 684, wherein the multiple apertures 684 can be aligned
in a line parallel to the longitudinal axis of the cannula 680,
or can be distributed about the surface of the cannula 680
(e.g. spiral about the longitudinal axis of the cannula 680).
The aperture 684 preferably extends through a longitudinal
cannula 680 wall, but can alternatively extend through a
portion of the puncture tip 682. In one example, the aperture
684 extends through a portion of the longitudinal cannula
wall proximal the puncture tip 682. In another example, the
aperture 684 extends through a portion of the longitudinal
cannula wall a predetermined distance from the puncture tip
682, wherein the distance can be configured such that the
cannula wall blocks one or more of the adjacent pores 220.
In another example, the aperture 684 can extend through the
puncture tip 682 such that the longitudinal axis of the
aperture 684 extends in parallel or coaxially with the lon-
gitudinal axis of the cannula 680. The transition between the
aperture 684 and the cannula 680 exterior and/or interior is
preferably convex and curved to prevent cell damage, but
can alternatively be concave, angled, be at right angles, or
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have any suitable configuration. The cannula 680 preferably
has a circular cross section, but can alternatively have a
rectangular or square cross section, ovular cross section, or
any other suitable cross section. The cannula 680 is prefer-
ably rigid, but can alternatively be flexible or include
flexible portions. In one alternative, the cannula 680 is
flexible and includes a rigid puncture device 686, wherein
the rigid puncture device 686 is slidably coupled over the
cannula 680. The rigid puncture device 686 forms and
retains an entryway into the inlet channel 240, and the
cannula 680 can be advanced therethrough. However, the
cannula 680 can have any other suitable configuration. The
cannula 680 can additionally include a perforator slidably
coupled within the lumen, wherein the perforator can extend
through the aperture 684 to perforate any intermediary
layers between the cannula 680 and the pore 220 (e.g. an
isolation layer). The perforator position post perforation can
be retained to facilitate cell removal therethrough, or the
perforator can be retracted prior to cell removal.

[0077] In one variation of cell retrieval tool operation, the
cannula preferably traverses through the inlet channel 240 of
an array 200 having a cell of interest 10 until the aperture is
aligned with the pore 220 containing the cell of interest 10.
Fluid can then be ingressed through the associated outlet
manifold 400, wherein the pressure of the ingressed fluid
pushes the cell of interest 10 out of the pore chamber 222,
through the aperture, and into the cannula. Subsequent fluid
ingress through the inlet channel 240 can recapture any cells
that were backflowed out of their respective pores 220. The
cannula can additionally or alternatively include a low-
pressure generation mechanism fluidly coupled to the lumen
that aspirates the cell out of the pore 220. Alternatively or
additionally, the cannula can facilitate cell ingress through
capillary action. The cell preferably travels through the
lumen and is stored within the cell collection volume.
[0078] In this variation of cell retrieval tool operation, the
cannula is preferably inserted into the inlet channel 240
through the side of the substrate 110, as shown in FIG. 17B,
wherein the inlet channel 240 preferably partially defined by
a self-sealing wall. The cannula is preferably extended
through this self-sealing wall. Alternatively, the cannula can
be inserted into the inlet channel 240 through the top layer
120, wherein the cannula can be flexible to accommodate the
angle of entry, or the top layer 120 can be elastic to
accommodate the angle of entry. However, any other suit-
able method of introducing the cannula into the inlet channel
240 can be used.

[0079] In another variation of cell retrieval tool operation,
the cannula includes an aperture through the puncture tip.
The cannula is advanced through the inlet channel 240,
successively blocking each successive pore chamber 222
until only the desired subset of pores 220 are left uncovered.
Fluid can then be provided through the outlet channel 260
directly fluidly connected with the uncovered pores 220 to
simultaneously release the cells from the uncovered pores
220, wherein the fluid preferably entrains the cells and
moves the cells into the cannula. The cannula can addition-
ally or alternatively be fluidly connected to a low-pressure
generator to aspirate the cells into the cell collection volume.
[0080] Cell removal from the cell capture system 100 is
preferably automated, but can alternatively be semi-auto-
mated or manual. In one variation, cell removal is auto-
mated, wherein an integrated platform 30 identifies and
removes the cells of interest. Cell identification can include
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automatic fixing, permeabilzation, staining, imaging, and
identification of the cells through image analysis (e.g.
through visual processing with a processor, by using a light
detector, etc.). Cell removal can include advancement of a
cell removal tool boo to the pore 220 containing the cell of
interest 10. Cell removal can additionally include cell
removal method selection and/or cell removal tool selection.
In another variation, cell identification can semi-automated,
and cell retrieval can be automated. For example, cell
staining and imaging can be done automatically, wherein
identification and selection of the cells of interest can be
done manually. In another variation, all steps can be per-
formed manually. However, any combination of automated
or manual steps can be used.

Example Applications

[0081] The cell capture system 100 described above can
be used for a variety of biological assays and procedures.
Running an assay or procedure preferably includes capturing
target cells in addressable locations within the cell capture
system and delivering reagents to the interior or surface of
each captured cell while maintaining cell registration with
its respective pore or location.

[0082] In a first example, the cell capture system 100 can
be used as a microarray 200, wherein microspheres 140 are
introduced into the cell capture system 100 prior to sample
introduction. The microspheres 140 are preferably slightly
larger than the pore channels 224, but can alternatively be
smaller. The microspheres 140 can be coated with specific
analytes (e.g. affinity molecules, etc.), wherein the micro-
spheres 140 can create affinity columns within the pores 220.
The microspheres 140 can additionally be tagged for imag-
ing. In one variation, multiple sets of microspheres 140 are
sequentially introduced into the cell capture system 100,
wherein each set of microspheres 140 has an affinity mol-
ecule coating different from the other sets. Each microsphere
set is preferably tagged with the same imaging tag (e.g. all
tagged with Cal Red), but can alternatively be tagged with
different imaging tags. Each microsphere set preferably
includes a small number of microspheres 140 (e.g. less than
the number of pores 220 in the system), but can alternatively
have more. The cell capture system 100 is preferably imaged
after each microsphere set is introduced to identify the pores
220 occupied by the constituent microspheres 140 of the set.
However, the cell capture system 100 can be imaged after all
the microspheres 140 are introduced, particularly when each
microsphere set is tagged with a different image tag. In this
way, a highly multiplexed bead microarrays 200 can be
created within the cell capture system 100. In another
variation, as shown in FIG. 18, the microspheres 140 can
form small pore networks within the pores 220 that func-
tions as a smaller pore filter devices. For example, micro-
spheres 140 of approximately 10 microns can be used to
create a bacteria filter, while microspheres 140 of approxi-
mately 2 microns can be used to create a virus filter. In
another example, affinity molecule-coated microspheres can
be introduced contemporaneously with the sample, wherein
the microspheres bind with the target cells to form com-
plexes. The microspheres are preferably sized such that the
complexes are trapped within the pores while unbound
microspheres flow through the system. The microspheres
140 can be polymeric, metallic, paramagnetic, magnetic, or
have biological properties. For example, the microspheres
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140 can be made of thermally conductive materials and can
function as rapid heat exchanger units.

[0083] In another example, one or more assays can be run
within the cell capture system 100. The cells of interest are
preferably first isolated by running the sample through the
cell capture system 100. The captured cells are preferably
then stained, wherein staining preferably maintains the cell
viability. Cell analysis, including morphology and cell
counting, is then preferably performed. One or more assays
can then be performed on the captured cells. These assays
may include Immunocytochemistry, Fluorescence In-situ
Hybridization (FISH), Polymerase Chain Reaction (PCR),
Enzyme Linked Immunosorbent Assay (ELISA) and other
standard cellular and molecular assays known to a person
skilled in the art.

[0084] Isolating the cells of interest preferably includes
pumping the sample through the cell capture system inlet
320 and egressing the remainder of the sample through the
cell capture system 100 outlet 420. Isolating the cells of
interest can additionally include sample enrichment prior to
sample ingress into the cell capture system 100. Isolating the
cells of interest can additionally include running a buffer
through the cell capture system 100 to rinse the isolated
cells. Isolating the cells of interest preferably includes
leaving the cells within the pores 220, but can alternatively
include cell removal from the cell capture system 100. The
removed cells can be passed through a second cell capture
system 100 to sequentially enrich the isolated cell popula-
tion, or can be stored within a cell collection volume for
off-chip analysis.

[0085] Antibody staining is preferably used to identify the
pores 220 that contain the cells of interest. Antibody staining
can additionally distinguish the cells of interest over unde-
sired cells 20 of similar size that have also been captured.
Antibody staining preferably includes introducing a solution
of conjugated antibodies, specific to the cell of interest 10,
through the cell capture system 100. The conjugated anti-
bodies are preferably primary antibodies, but can alterna-
tively be secondary antibodies, wherein unconjugated pri-
mary antibodies are preferably introduced into the cell
capture system 100 prior to conjugated antibody introduc-
tion. However, any suitable cell staining method can be
used.

[0086] Cell analysis is preferably used to determine the
morphology of the captured cells and to determine the
number and location of captured cells of interest. Cell
analysis is preferably performed by an associated integrated
platform 30, wherein morphology and cell counting is
preferably accomplished through global chip imaging and
image analysis. Imaging and analysis is preferably automati-
cally performed, but can alternatively be semi-automated or
manually performed. However, morphology determination
and cell counting can be achieved through any other suitable
method.

[0087] Running assays on the isolated cells functions to
determine characteristics of the cells and/or determine cell
responses to given stimuli. Analyses can be run on the cells
individually (e.g. single cell level analysis), wherein cells
can be individually fluidly isolated within the cell capture
system 100. Alternatively, analyses can be run on the cell
capture system 100 as a whole. Alternatively, individual
array 200 subsets can be fluidly isolated from other array
200 subsets, wherein different analyses can be performed on
different array 200 subsets. Example assays that can be run
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on the cells include FISH assays, selective cell lysing and
lysate collection, single cell molecular analysis (e.g. PCR,
RT-PCR, Whole Genome Amplification, ELISPOT, ELISA,
Immuno-PCR, etc.), drug testing, cell culturing, affinity
analyses, time-responsive analyses, but other analyses can
alternatively/additionally be run. Isolated cells can be
removed prior to, during, or after the assays have been run,
preferably with the cell removal tool 600 but alternatively
with any suitable method. Alternatively, isolated cells can be
isolated within the chamber 222 (e.g. with an isolation
layer), fixed, cultured within the chamber 222, or be retained
within the chamber 222 in any other suitable manner.
[0088] Inone specific example, assaying cells with the cell
capture system 100 includes pre-processing a sample con-
taining spiked cancer cells, priming the cell capture system
100, flowing the sample through the cell capture system 100,
fixing the cells within their respective pores, and staining the
fixed cells. After the assaying procedure, the cells can be
manually or automatically imaged and analyzed. The sample
is preferably a peripherial whole blood sample, but can be
any other suitable sample containing target cells. The cell
capture system 100 preferably includes 12,800 pores, but
can alternatively include more or less pores. Pre-processing
the sample preferably includes diluting the sample (e.g. with
a 0.5% formalin in 1xPBS mixture or any other suitable
solution containing a fixing agent) and incubating the
sample, preferably in a rocker (e.g. for 15-30 minutes).
Priming the cell capture system 100 preferably includes
introducing an initial buffer (e.g. 1% BSA+0.1% triton X in
1xPBS) and removing air bubbles from the system 100.
Flowing the sample through the cell capture system 100
preferably includes flowing the sample through the system
100 at a pressure of less than 10,000 Pa in less than 10
minutes while minimizing the introduction of air bubbles,
but can alternatively include flowing the sample through the
system 100 at any suitable pressure in any suitable time
frame. Fixing the cells preferably includes post fixing the
cells with a fixing agent (e.g. 2% formalin in wash buffer),
which can prepare the cells for subsequent antibody stain-
ing. Staining the fixed cells can include washing the fixed
cells (e.g. with 1% BSA+25 mM EDTA in 1xPBS) and
introducing an antibody cocktail containing antibodies spe-
cific to the cells of interest (e.g. a primary antibody cocktail
including anti-cytokeratin 8/18 or anti-EpCAM that recog-
nize human epithelial cancer cells, CD45 that recognizes
leukocytes, and/or nuclear stain Hoescht 33342) into the cell
capture system 100. Staining the fixed cells can additionally
include incubating the cells (e.g. for 30-45 minutes at room
temperature). Staining the cells can additionally include
washing the cells with a wash buffer (e.g. 1% BSA+25 mM
EDTA in 1xPBS), introducing a secondary antibody cocktail
containing antibodies that bind to the primary antibodies
(e.g. a cocktail including Alexa-conjugated anti-CD45, anti-
cytokeratin 8/18, and/or anti-EpCAM), and incubating the
cells (e.g. at room temperature for 45 minutes). Assaying the
cells can additionally include wash steps between each assay
step. The cells are preferably washed with a wash buffer
including culture media, buffer, metal ion scavengers and/or
surfactants (e.g. a wash buffer including 1% BSA and 0.1%
triton X in 1xPBS, a wash buffer including EDTA, etc.).

Sample Preparation

[0089] The cell capture system 100 is preferably used with
a cell-containing sample. The cell-containing sample is
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preferably a blood sample, but can alternatively be bodily
fluid, cells suspended in buffer or culture medium, or any
other suitable cell-containing sample.

[0090] While the cell-containing sample can be introduced
into the cell capture system 100 without any pre-processing,
pre-processing can be preferred to increase the efficacy of
cell sorting. Sample pre-processing preferably includes
sample enrichment to increase the proportion of desired cells
10 within the sample. Sample enrichment preferably
includes substantially removing undesired components from
the sample before sample ingress into the cell capture
system 100. Sample pre-processing can additionally include
preparing the sample for downstream processing or process-
ing the sample in any other suitable manner for any suitable
application.

[0091] In a first variation, sample components that can
form obstacles, such as clots, within the cell capture system
100 are preferably removed. For example, in a blood sample,
such components can include red blood cells, platelets, and
other similar blood components. These components are
preferably removed through density gradient centrifugation,
wherein the erythrocyte and granulocyte pellet is preferably
discarded, and the remainder of the sample retained. How-
ever, these components can be removed through filtration,
selective lysing, or any other suitable method of removal or
inactivation.

[0092] In a second variation, undesired cells 20 of sub-
stantially the same size as the desired cells 10 are selectively
removed. For example, if CTCs are the desired cells 10, then
mono-nuclear cells (e.g. PMBCs) are preferably removed.
Undesired, similarly-sized cells are preferably removed by
negative selection, but can alternatively be removed by other
suitable removal methods, such as centrifugation. Negative
selection is preferably achieved through immunomagnetic
separation of undesired cells, wherein antibody-coated mag-
netic particles are introduced into the sample. The antibodies
coating the magnetic particles are preferably targeted toward
antigens expressed by the undesired cells 20 but not
expressed by the desired cells 10. For example, if leukocytes
are the undesired cells 20, then anti-CD45 can be used. The
sample is then passed through a magnetic field, wherein the
magnetic particles selectively remove the bound, undesired
cells 20 from the sample.

[0093] Negative selection can alternatively or additionally
be achieved within the cell capture system 100, wherein the
cell capture system 100 includes a first stage fluidly con-
nected to a downstream a second stage. The channels of the
first stage preferably include affinity molecules (e.g. anti-
bodies) that selectively bind the undesired cells 20, while
permitting the desired cells 10 to flow therethrough. The
affinity molecules can be introduced as a coating, as affinity
molecule-coated microspheres 140, affinity molecule-coated
micropillars, affinity molecule-coated microchannels, or
introduced in any other suitable manner. The first stage can
be a portion of the inlet manifold 300 or a subset of upstream
arrays 200, a separate cell capture system 100, or any
suitable upstream stage. The first stage preferably includes
large pore channel size s, preferably larger than the diameter
of the desired cell 10 (e.g. 35-50 micrometers). The second
stage preferably selects for the desired cell 10 according to
cell size and/or deformability, and preferably does not
include any antibodies or cell-binding coatings.

[0094] In one variation of sample preparation, as shown in
FIG. 19, the sample is prepared by removing small sample
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components through density gradient separation S100 and
removing mononuclear cells through immunogenic separa-
tion S200. The cells of interest are then isolated using the
cell capture system S300, and subsequent assays are per-
formed on the isolated cells S400.

Integrated Platform

[0095] As shown in FIG. 20, the cell capture system 100
is preferably utilized with an integrated platform 30 includ-
ing a sample workstation 40 and an imaging platform 50.
The integrated platform 30 is preferably fully automated, but
can alternatively be semi-automatic or manually operated.
The integrated platform 30 can perform all or some the
functions of pipetting, aliquoting, mixing, pumping, and
monitoring. The integrated platform 30 can additionally
automatically identify occupied chambers 222, image said
chambers 222, and/or perform analyses on said chambers
222. The integrated platform 30 can additionally selectively
remove cells from the cell capture system 100. The inte-
grated platform 30 can additionally or alternatively perform
any other suitable function. The cell capture system 100 is
preferably utilized with a cell capture system 100 as
described above, but can alternatively be utilized with any
suitable apparatus or method.

[0096] The sample workstation 40 preferably includes a
pumping system that regulates the sample flow rate through
the system to control the shear forces on the cells while
providing enough positive pressure to push unwanted cells
and fragments through the pore chambers 222 of the pores
220. In one variation, the pumping system provides a
pumping pressure less than 10,000 Pa. More preferably, the
pumping system provides a pumping pressure of approxi-
mately 6,000 Pa, but can alternatively provide any suitable
pumping pressure. The pumping system is preferably
capable of handling varying volume inputs, preferably rang-
ing from 100 microliters to tens of milliliters. As shown in
FIG. 21, the pumping system preferably couples to the inlet
320 and outlet 420 of the cell capture system 100 through a
fluidic manifold 42, wherein the fluidic manifold 42 pref-
erably introduces fluid into the cell capture system 100 from
above, but can alternatively introduce fluid into the cell
capture system 100 from below, from the side, or from any
suitable direction. The fluidic manifold 42 preferably
includes fluid seal-forming elements 43 about the inlet—and
outlet—contacting portions, such as O-rings, gaskets, or any
other suitable sealing element. The sample workstation 40
preferably includes a venting system to vent air bubbles (e.g.
using hydrophobic vents). The sample workstation 40 can
additionally function to prepare the sample for use with the
cell capture system 100. For example, the sample worksta-
tion 40 can mix reagents, facilitate unwanted cell removal
from the sample, or perform any other suitable function. The
sample workstation 40 can additionally function to retrieve
captured cells, and can include the cell collection volume
and the low-pressure generator, if used.

[0097] The workstation preferably enables simultaneous
processing of multiple samples (e.g. 12, 24, 96 samples, etc.)
of blood or any other suitable specimen. As shown in FIG.
22, the sample workstation 40 can additionally include
predetermined sample locations, wherein sample tubes, such
as specimen tubes, can be loaded into a specific location for
positive identification throughout the process. Specimen
tubes can include unique identifiers (e.g. barcodes) that can
be automatically identified by the workstation or manually
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read. The sample workstation 40 can additionally accept
reagents used to process the sample and/or captured cells.
The reagents are preferably provided as a unitized reagent
strip containing pre-loaded or partially loaded reagents, but
can alternatively be provided as separate vials or in any other
suitable form factor. Reagents can include wash buffers,
purge liquids, cell staining reagents, cell fixing reagents, cell
growth media, cell lysing reagents, reagents required for
in-situ hybridization, reagents required for specific nucleic
acid amplification (e.g. PCR reagents), reagents required for
blocking the function of specific moieties, reagents required
for cleaning the cell capture system 100, or any other
suitable reagent. The configuration of reagents on the strip
and/or order of reagent provision or arrangement is prefer-
ably dependent on the processes desired. The workstation
preferably accepts reagents for multiple processes, wherein
multiple processes can be simultaneously performed on a
single chip. Examples of processes that can be performed
include immunostaining, single cell proteomic analysis,
nucleic acid analysis, genomic sequencing, or a comparison
between the expressed cell RNA and the background plasma
expression, testing the efficacy of pharmaceutical agents.
The sample workstation 40 is preferably controlled by an
independent processor, but can alternatively be controlled by
any suitable control mechanism.

[0098] The integrated platform 30 can additionally include
an imaging platform 50. The imaging platform 50 can
function to capture images of cells. The digital imaging
system can additionally include software that can allow for
specific image quantization and reporting in the platform.
The imaging platform 50 preferably includes imaging hard-
ware and imaging software. The imaging software prefer-
ably controls the imaging hardware, and can additionally
process the images. In one variation, the imaging software
analyzes a first image to determine addresses of the pores
220 retaining cells of interest, then controls the imaging
hardware to individually image and interrogate each iden-
tified pore 220. The imaging software can additionally store
the location of the cells of interest for further cell processing,
such as cell removal or single cell analysis.

[0099] The imaging hardware is preferably configured to
accept the cell capture system 100, and can additionally
accept conventional imaging equipment, such as microscope
slides, cell culture plates, or any other suitable imaging
equipment. The imaging hardware is preferably capable of
auto-focusing the microscope before image capture, but can
alternatively take a series of images at multiple focal
lengths, use image post-processing to sharpen the image, or
utilize any other suitable method to achieve a focused image.
[0100] The imaging hardware preferably includes an auto-
mated stage 52 that can facilitate self-calibration, cell cap-
ture system interrogation, cell capture system 100 agitation,
or move the imaging equipment in any other suitable man-
ner. The automated stage 52 can additionally function to
align the cell capture system 100 with the objective or field
of'image. The automated stage 52 can additionally move the
cell capture system 100 relative to the cell removal tool 600
to align the cell removal tool 600 aperture with a desired
pore 220. The automated stage 52 can additionally move the
cell to the sample workstation 40. The automated stage 52 is
preferably driven by a motor, but can be driven by any other
suitable mechanism.

[0101] The automated stage 52 is preferably capable of
moving in at least the z-direction, and can additionally move
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in the x-direction and/or y-direction. In one variation, as
shown in FIG. 23, the stage is additionally capable of tilting
the cell capture system 100, which can enable imaging
module 56 autofocus. The cell capture system 100 can be
tilted at a specified angle, wherein some areas of the slide
image will be in better focus than others based on the
different resultant focal lengths. The contrast differences
created are then interrogated by a computer algorithm that
determines the vertical section with the greatest contrast, a
measure indicative of the ideal focal length (optimal
z-height). The automated stage 52 then replaces the cell
capture system 100 to a flat position parallel the base, and
move the cell capture system 100 to the determined optimal
z-height.

[0102] The stage preferably includes a retention mecha-
nism 54 that retains the cell capture system 100 position
relative to the rest of the stage. The retention mechanism 54
is preferably further capable of retaining other imaging
equipment, such as glass slides or cell culture plates. The
retention mechanism 54 can be as a clip that biases the cell
capture system 100 against a brace, a recess in a broad face
of the stage, or any other suitable retention mechanism 54.
The stage preferably accommodates one cell capture system
100 at a time, but can alternatively accommodate multiple
cell capture system 100s simultaneously. In one variation,
the stage includes a carousel or conveyor tray that includes
a plurality of cell capture system 100s, wherein the stage
rotates successive cell capture system 100s under the imag-
ing module 56.

[0103] The stage can additionally include a thermal con-
trol system thermally coupled to the portion of the stage
configured to contact the cell capture system 100. The
thermal control system can be used to control the cell
capture system 100 temperature by heating and/or cooling
the cell capture system 100 during assays or reactions. For
example, the thermal control system can heat the cell capture
system 100 to incubate the cells retained therein, and cool
the cell capture system 100 to quench given biochemical
reactions. In one variation, the thermal control system
includes a single block configured to contact an entire broad
face of the cell capture system 100. In another variation, the
thermal control system includes multiple sections, each
section configured to heat or cool a given portion of the cell
capture system 100 broad face. The thermal control system
preferably includes electric heaters, but can alternatively
include inductive heaters, ceramic heaters, or any other
suitable heaters. The thermal control system can include a
heat sink, heat pump, heat exchanger, or any other suitable
passive or active cooling mechanism. The thermal control
system is preferably optically transparent, but can alterna-
tively have any other suitable optical property.

[0104] The stage can additionally include a fluidic mani-
fold 42 that interfaces with the inlet 320 and outlet 420 of the
cell capture system 100, such that real-time flow through the
cell capture system 100 can be visualized.

[0105] The imaging hardware preferably additionally
includes an imaging module 56 including an imager and an
optimized illuminator capable of capturing high-resolution
images at multiple predefined locations of the slide and/or
global images of the slide. The imaging module 56 is
preferably capable of working with various sets of emission
and excitation wavelengths, such that the imaging platform
50 can resolve multiple markers (e.g. fluorescent markers,
stains, etc.). The illuminator is preferably capable of pro-
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viding the appropriate illumination and wavelengths for
fluorescence resolution, phase contrast microscopy, dark-
field microscopy, bright-field microscopy, and/or any other
suitable imaging technique. For example, the imaging hard-
ware can include one or more emitters capable of resolving
fluorescence dyes such as FAM, Cal Red, Texas Red, Cy5,
Cy5.5, or any other suitable fluorescence dye used in cell
analysis. The imaging module 56 preferably includes an
imager that is preferably optically connected to a micro-
scope that magnifies the portion of the cell capture system
100 to be imaged. The imager can be 5 megapixel, 10
megapixel, 20 megapixel, 50 megapixel, 100 megapixel, or
any suitable size imager. The imager can be a CCD, CMOS
imager, line scanner, or any other suitable imager.

[0106] The imaging hardware can additionally include an
identifier reader that functions to read and identity imaging
equipment identifiers. The imaging hardware can include a
barcode reader, a RFID tag reader, a QR code reader, a
nearfield communication device, or any other sutiable
mechanism that can identify a unique identifier located on
the imaging equipment (e.g. the cell capture system 100, a
microscope slide, etc.). Alternatively or additionally, the
imaging module 56 can be used as the identifier reader. In
one variation, a given objective lens is placed over the
unique identifier to obtain the correct aspect ratio for imag-
ing module 56 imaging. In another variation, the unique
identifier can be pieced together from multiple images.
However, any other suitable method of obtaining and iden-
tifying the unique identifier can be used.

[0107] The imaging hardware is preferably controlled by
a processor running imaging software, wherein the proces-
sor preferably controls stage motion, microscope focus, and
image capture, and can additionally control other functions.
Imaging hardware control is preferably based on an image
taken by the image hardware, but can alternatively be based
on signals received from sensors or other portions of the
integrated platform 30.

[0108] As a person skilled in the art will recognize from
the previous detailed description and from the figures and
claims, modifications and changes can be made to the
preferred embodiments of the invention without departing
from the scope of this invention defined in the following
claims.

We claim:

1. A method comprising:

providing a fluidic network comprising an inlet channel at
an upstream end, one or more outlet channels at a
downstream end, and a set of structures in fluid com-
munication with the inlet channel and the one or more
outlet channels, wherein flow from the inlet channel is
configured to reach at least one of the one or more
outlet channels only by way of the set of structures;

receiving a fluid sample comprising a set of viable target
cells into the fluidic network at a flow rate for main-
tenance of cell viability;

capturing and partitioning the set of target cells in single-
cell format, by way of the set of structures, wherein
capturing and partitioning comprises isolating a target
cell of the set of target cells in single-cell format with
an isolation material within at least a portion of the
fluidic network; and

transmitting material associated with the set of target cells
from the fluidic network.
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2. The method of claim 1, further comprising receiving a
set of microparticles into the fluidic network.
3. The method of claim 2, wherein capturing and parti-
tioning comprises co-capturing the set of viable target cells
with the set of microparticles within the fluidic network in
an arrayed distribution.
4. The method of claim 3, wherein capturing and parti-
tioning comprises isolating each of the set of complexes in
single-complex format within the fluidic network with the
isolation material.
5. The method of claim 1, wherein the isolation material
comprises an oil.
6. The method of claim 1, further comprising contacting
the set of viable target cells with a lysis reagent, thereby
generating cellular lysate from the set of viable target cells.
7. The method of claim 6, further comprising performing
performing single cell-analyses for individual cells of the set
of target viable cells with the cellular lysate.
8. The method of claim 6, further comprising performing
a downstream processing operation with the cellular lysate
derived from the set of viable target cells, wherein the
downstream processing operation comprises at least one of:
a molecular reaction, an amplification process, immunos-
taining, single cell proteomic analysis, nucleic acid analysis,
and genomic sequencing.
9. The method of claim 1, wherein the fluidic network
comprises at least one channel with a characteristic dimen-
sion of less than 100 micrometers.
10. The method of claim 1, wherein receiving the fluid
sample at the flow rate comprises receiving the fluid sample
into the inlet channel with a pressure difference of less than
10,000 Pascals between the inlet channel and the one or
more outlet channels.
11. The method of claim 1, wherein transmitting material
associated with the set of target cells from the fluidic
network comprises establishing communication between the
fluidic network and a removal tool comprising a collection
volume, and delivering the material into the collection
volume.
12. A method comprising:
providing a fluidic network comprising an inlet channel at
an upstream end, one or more outlet channels at a
downstream end, and a set of structures in fluid com-
munication with the inlet channel and the one or more
outlet channels, wherein flow from the inlet channel is
configured to reach at least one of the one or more
outlet channels only by way of the set of structures;

receiving a fluid sample comprising a set of viable target
cells into the fluidic network at a flow rate for main-
tenance of cell viability;

receiving a set of microparticles into the fluidic network;

capturing and partitioning the set of viable cells with the

set of functionalized microparticles, wherein capturing
and partitioning comprises isolating each of the set of
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viable target cells in single-cell format with one or
more of the set of microparticles, with an isolation
material within the microfluidic network;

receiving a lysis reagent into the fluidic network, thereby
generating cellular lysate from the set of viable cells;
and

transmitting material derived from the set of viable target
cells from the fluidic network.

13. The method of claim 12, further comprising perform-
ing a molecular reaction with the cellular lysate, thereby
performing single cell-analyses for individual cells of the set
of target viable cells.

14. The method of claim 13, further comprising transmit-
ting the cellular lysate from the fluidic network prior to
performing the molecular reaction.

15. The method of claim 12, wherein capturing and
partitioning comprises segregating each of the set of viable
target cells in single-cell format, with one or more of the set
of microparticles, in an arrayed distribution within the
fluidic network.

16. The method of claim 12, wherein receiving the fluid
sample with the set of viable target cells comprises receiving
a cell suspension comprising a dilution of viable cells.

17. The method of claim 12, wherein receiving the fluid
sample at the flow rate comprises receiving the fluid sample
into the inlet channel with a pressure difference of less than
10,000 Pascals between the inlet channel and the one or
more outlet channels.

18. The method of claim 12, wherein providing the fluidic
network comprises:

providing a plurality of pores, each pore in the plurality of
pores displaced from at least one other pore in the
plurality of pores and comprising: an upstream opening
and a downstream opening, having a pore channel
width configured to block target particle egress,

wherein the inlet channel is fluidly coupled to the
upstream end and at least one of the one or more outlet
channels is directly fluidly coupled to the downstream
end of each of the plurality of pores.

19. The method of claim 12, wherein transmitting mate-
rial associated with the set of target cells from the fluidic
network comprises establishing communication between the
fluidic network and a removal tool, transmitting material
into a collection volume, and delivering the material into the
collection volume.

20. The method of claim 19, wherein the removal tool
comprises a tip configured to enter the fluidic network,
extract the material from the fluidic network, and be revers-
ibly retracted from the fluidic network with the target
material.



