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(57) Abstract: The present invention relates to a transgenic
plant having enhanced activity of gene LOC_0Os01g50610 in-
cluding SEQ ID NO: 2 encoding methyltransferase, to a re-
combinant vector, comprising an expression induction se-
quence of enhancing activity of the gene, for promoting plant
disease resistance, and to a method for producing the trans-
genic plant. In addition, the present invention relates to a
method for promoting plant disease resistance, the method
comprising a step of enhancing activity of the gene LOC_Os-
01g50610. The present invention is directed to transgenic
rice which has a strong resistance to bacterial leaf blight and
improves the quality of seeds by inserting an expression in-
duction sequence into an expression regulatory site of
LOC_0s01g50610, which is a gene resistant to bacterial leaf
blight and inherently exists in rice. The use of the transgenic
rice of the present invention can reduce the use of agricultur-
al chemicals, improve productivity, and supply safe agricul -
tural products, through the resistance to diseases and the pro-
motion in the quantity of seeds, and thus the transgenic rice
of the present invention can be widely used.
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- 1} 7]l 2~ (Agrobacterium tumefaciens)®l) 5= SF T, Wl A o A T A E 2
Aper F2 8 o) 2] 3 v] A E (leaf disc) P 0. & A A8}t A F o2 =
H el thef 5 x 5 mm 7] 2 2k 200409 o} 22 HHe €] -8-0] E£3HE MSO
N A WA (MS & 4.3g, 22 30g/L, pH 5.6 WA 5.8)°) @Attt ez 710 A
2 A 3 F]F nlFstar, v e & A& 78 ] -7 E(callus-shoot) -F-5
H] 2] (MSOH] A o] 1002 NAA, 1mg BA, 500ug Al B, 1 mg
3 23] 1 E €] 2] (phospinothricin), 0.7% 3] & 3 (phyto agar), pH 5.6) 2.2
w713l A2 AR &FA FAT F R Fol= 1.5 WA 2em Z % AHebd
FEG A w A MSOH Aol 250ug A FEEA], 10mg £ = E T 07% 3 &
34, pH 5.6 %A FA.

e F A7 YR A7 FAA FE AR HE SAMT 012 |y sigl e,
olo] fAA F2= 20 AT E vhe} Aok F A A 0B =, F X B o] A A
FrIA o) EA)8k= LOC_0s01g506102] ¥Hel 24 H-9 2 o S5 &= JF5%a
(upstream region)©ll T-DNA A & (A @HE 5)& Al ste], 29 & /4 A
TZ2E 7 YA A S A=l

23 A= WE o] ¥ FHA AU &

T-DNA 4ol ol &f vh&Eo] % SAMT 01 o] F inverse-PCR % 7] A <&
A& E 3 T-DNA7ZF A A& 4 83l
7] Ak AlEQ] B EAHE MSO X of] 28°Cel A 104 1 vl 431 T
15 A v g ZHA &9 9 100mgs A F 8to] A ALE o] &ato] 5 dg
T Rk ¥ 2ol A one step buffer (1M Tris (pH9.5) 5ml, 0.5M EDTA
Iml, KC13.73g& il =2 50ml& 23 2A4))E o] &3te] DNAE F=313 T

SAMT 01-= LOC_Os01g50610 fr A 2] e 224 47 Eto]l T-DNA7F A
Al S 2. % T-DNA 2 91 x| ol A ¢FF] o) A REE 0131 Zefoln) (AT 6 2
AN ZT 7)9F T-DNA A YA E 5 iR2 o] (A D HE §)E o] &3] PCRE
A8 A4S skl oh

PCR HF-§-2 95°Co| A 5% F; 95°Col| A 1+, 57°Coll Al 1+, 72°Coll A 1+ &
383 HEgshar, npx|ur o 7 72°Co| A 748 1 8 5F3 T} PCR A= agarose
gelg o] &3ate] A7 gE o G AtH(= 3). o] 5 Fall 3 E = ALt

ofol] A&l ko] n) AL g3t gk,

]

(o]
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[73] SAMT 01_F (M€ 3 6)
[74] 5-TCTGCCACATCTTTTGACCT-3'
[75] SAMTO01_R (A €5 7)
[76] 5-GCCCATCTCTCTCATTCACA-3'
[77] iR2 (MW Z Q)
[78] 5'-CAGGACGTAACATAAGGGACTGA-3'
[79] AAG 3. AFAAZR W GRS A
[80] LOC_O0s01g50610 7 zpe] el 24 2910 e f2AE st g2 4%

E e
H (SAMT 01)ell 4] LOC_Os01g50610 -7 2} &4 -8 9 H Al 5.4 PCR (RT-PCR,
reverse transcriptase-PCR) = 291 3} $l T},
[81] TA Ao &=, FAAE W (SAMT 012 2 0.1gell 4] total RNAS S35} .
o] E T3 o2 3] LOC_0s01g506109] &S &1 4= 1= RNA &AM
X glo] e} F AL 4 (reverse transcriptase DNA polymerase) S ©] -85}
S AL 84 PCRE 7335

[82] L3 o)A B 4= 9l ko], HA Y FXH o) H]Se] B v o] &2 7 5
H o] A= -2 A} LOC_0s01g506102] H& o] ol thi= 31& gkt = A3

[83] RT-SAMT 01_F (8w, A3 11)

[84] 5-CAACGACTTCAACACCATCTT-3'

[85] RT-SAMT 01_R (G4 A AH T 12)

[86] 5-GAAGGAACCTGACCTGGGAG-3'

[87] AN 4. F A3 HEAMT oS ¥ 3 vlEH o 3 AA HA

[88] 7] AN o 20 A AlzzE FAAZ I E Q) alE el dis] AgAdEs
Holi=x] g2lal7] Y&, LOC_0s01g50610 BHa A9 o) W3] #2471
A E A A3 Bl SAMT 013 thzT e & HAd TAHE 6577 AN A
89 npEw & Fsl= 5% Xanthomonas oryzae pv. oryzae (strain :
PX099Az)E 7F9oll B3 HEd 2+ T HETS SAHIAG (=5 HE FHL
A& A2 2 o] 93| A 4 o] (Lesion Lengths)E =74 5o
HAAE S8 & v s it

[89] 59 Bo|A] F<lst 5= 9l3=0] SAMT 01 & A A $kA)|3= H i+ W39 dol7t
HAE F2u o uk Ao B3] (AAE vs. SAMT 01 : 22.3cm vs. 11.3cm),
o] mpEHel theh A g A g S 7 = FAFE 5 Al

[90] o|e} & ABE Folo], E o] PAHs ‘ﬂSAMTOILHVHXJ 2}

LOC_0s01g506102 A A 7] o 23 32l nfZof tf et 434S 7Fa 4=
9182 slol a9t}
[91] A A 5 A AL HEAMT 018 £33 F2 89
921  FV1 A 200 M Az FAASHIEAAY FI el W] L 5270
¥ =25 915t7] 98, LOC_0s01g50610 ¥Hal 419 ol vkl §- =4 7}
H FAA3 HQ SAMT 013 2o 2 A Fx8 ] F412] g,

O

T2 ofN
o N
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o], |Jr] = F21,00071 8] FAE A ske] B aski
93] 5 6 WA 8ol A E13t 4= 91 5z0], SAMT 01 F A A kA o] T4 217]3= A
AR G TE A5 AT FA S e, Ao, vl 3 E4E1,0007] 2
A =3 SAMT 01 2 A 8417 H g5 =5 a2 =+ Ak
[94] olet £ AIE Fohol, o A2 B SAMT 01> WA 4 #d 4
LOC_0s01g506105 B/ 31024 Al S B v vh& =32
=2 & grolstgdt)
[95] OVCH 4w OET B, ¥ o] Sohiz v Eope] B B el 1
54E& WA oM e A A FEl R AAd
T Mlﬂrb 74 £ ol <>H?fL T & Aolth. o) 9k i ste], o] ol A 71 & A A
1 @G 2]l Ao) ofd AemA ofsfafofrt
Vo] Mol Y] A A RE SeshE 58 A9l o
TEVF NGO RYE REEE RE WY B HEE gt
o
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AT

[ 1] HEdo|g4E I o= AEME 29 A7IA L& Eete=
LOC_0s01g50610 #2Fo] Al o] ZF3te, 2= 4 A ghA.

7373 2] A1gel 9loj A, 471 LOC_0s01g50610 A A= LA H 35 19|
AV DR o] Folxl AR A& A HFHA.

7% 3] A18el 9loj A, 471 LOC_0s01g50610 A A= A H 35 39
ofu| it A S x5l Ml Aol AR I ¥ = AL A E
A AshA.

[ 73 4] Al1grel] oA, 71 A2 W (Oryza sp)]l 22, 212 &4
2 ZhA).

%473 5] Al4gkoll o)A, 7] B (Oryza sp)&= AW A= 2 AgA.

%373} 6] A1kl oA, 7] A 743 LOC_0s01g50610 -7 #F2]
W 24 o] e § 5 A = T Wi E A slo]

L, A E A ﬁi&xﬂ

733 7] A
o] o]zl A1, A& A x_iﬂl

%373 8] Argel oA, 7] A E FA HAEA = F atE ) o gt
A e zh= AR A E F A A

7473 9] HE Aol g s I AEME 29 7ML S 236t
LOC_0s01g50610 F-d 28] A& ZFsir7] = 3d = A LS
EtehE, Al e W A S8 Al z3 AL

[7d - 10] A9gtel] 9loj A, 7] LOC_0s01g50610 A A= LA H 35 19|
AN DR o] Folxd AL A =% W H.

7+ 11] Aoael 9Ll A, %71 LOC_0s01g50610 F-3 A= A A 5 39]
oln| Al A& E3tslE Mol gaa® I E = QL AxT
g,

7473 12] Aozl QoA A7 L 2 ME-S ADdHT 49 7=
o] ozl AN, Al =7 HE]

7473 13] A9gel oA, 471 A &2 B (Oryza sp.)Q! AU, Al =37 WE

[7d 73 14] Aoghel oA, 7] B A g2 Bel upE el gk &4l
AR Az .

(713} 15] (@) A9 W] A 143 5 o] = gt go] A =3 A7t = H

.

Jiih I 1
W A g o) FHE A% 92 A%A o Az,

o

[7d-7-3} 16] A158el A, (c) A7 (b) BAlN A A 23 A A5 e L
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[Fig. 4]
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[Fig. 6]
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