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A 5FH9E Spring-loaded biopsy instrument (Biotech Nitra, Slovak)E ©]-83}o

= A7 24 A7 80Tl Bakegith. = 1ol el fFo] F 146F2] S
EAF(ONY ST/ A(EBV)S] =00 et F 146719 kg TAx2 FolA A9
2070} 39 20705 ZH7] ARl e sl F o Ao 2ad AVE 5SS AAIET.

>
ot
ofr

4% 7Hbreeding value, BV) & tg At fFHZom Fo] @ = A& FAAY 715 & B2 A o= /4
7} zra = FAF JFxoltk. mEF o]H BEUte] o SF3ks FAHS5F7H estimated breeding value, EBV)Z} 3F
o}, H adgo = ol JMEMNA RS S o]-&3te] MIDFREML Package® =712 B413819it}.

A7, Y #AFA, p: AA HA, VS8 dE - AdE, L EAAYG a3, D =FYHEA Oigk co-
variate, A: Animal Effects, e: Random Error ©]t}.

olgA BAY TiAls ¥ BBV A& J|To® F 4079 FUAAS SAMEAA ZAFCN) 5 ST/
AX(EBV) ] <=9 whel A9 2071(26.639~13.866)2F 3+ 207H(-7.364~-41.865)5 Z}7] nFS3 AFS 2
o= AAzIe] 2ad AU|YsS AASY. A9 1w EBVY a2 (18.233)¢]al, k91 EBVY] Hir
(-14.36D) ]t} (= 5 3=x).

AA 2. [FFOUAS A7|95)3 2-D A7 |FF

(1) 1219 A7 %5 (First-dimension isoelectric focusing, IEF)

ZA oA FE35 Tl 100ugo] 80mM DTT, 0.5% IPG bufferE YWil, rehydration solution® @ ZZ3 &9

AA F97F 242y 3400, 250p0 W= EFES WS ARESE rehydration soluion®] FAS vt
t}: Urea 7M, Thiourea 2.8M, CHAPS 4%, Bromophenol blue 0.002%(w/v). Pharmalyte 3~102 IPG buffer@ Tj
A AREEH solutions WHE Aldle HI7FSFA dth. o, IPG bufferv= ZF pHYl 2Al M&$S rehydration
solution®l F7}8te] loadingAlol Hl= 718t #H]E mixtureE 71%3%H holderol] loading3t ¥ IPG
strip(Z2]: pl3~10 and 18cm, serum: pH3~10 and 13cm)2 AF&3}e] isoelectrofocusings thad 22 F7o
2 2AAEY. 124)17F St Rehydration A1 ¥ 500V gradient A2 1A]7F, o]% 8000V gradient@ 14]

7+ A & mpAEto 2 13A17HECE 8000V steady-n-state level S A AT},

(2) 229 A 7199 % (Second-dimension SDS-PAGE)

Isoelectrofocusings vkl & Z+ strip= 1% DIT(Dithiotheitol)$} 2.5% IAA(iodoacetamide)® Z+Z; 158 &
¢t equilibration buffer(50mM Tris-HC1, pH8.8, 6M Urea, 30% glycerol, 2% SDS, 0.001% Bromophenol blue)
2 Abgste] & ZgbslWA WAl T. Equilibration A7) ZF strip2 12.5% SDS-PAGES] <% % agrose
sealing solution®® A& TS SDS-PAGE 3+ Ao 2 Watt® A/MAZHT.  A7NAIZ] SDS-PAGES fixing
solution (acetate acid 10%, ethanol 40%)°lAl <F 30% AX LA SFA|H T},

AAd 3. 2(silver) FA 9 o]ux] 25, £A

I3t gelS sensitizing solution(30% ethanol, 0.125%(w/v glutardialdehyde, 0.2%(w/v) sodium
thiosulphate, 6.8% sodium acetate)® 303t WH§A713L S/F2 AHS3Ach. 0.25%(w.v) silver nitrate
solution® 2 ThA] 2083t RESAIZ1aL S/T2 AF Y. 114 3kE gelS developing solution (2.5%(w/v)
sodium carbonate)¥} 8%t WHSA]Z|aL, wEX]EFe®  stopping solution 1.46%(w/v) EDTA?Na?2H,0}
S A AT, GAE gelS  ImageScanner flatbed scannerE ©] 83}l scand ¥ Z} protein spotS
ImageMaster 2-D melanie software(Amersham Bioscience Inc.)E AF&3le] E44819t).

L 32 =ASCN) B §F7F FAAEB)7F Mstd A3k B E(intensity) & Bl Lot

(F52 FA o] dd kst FAGdze g 24 3% o H2H)

19 207 SF9-9F SF9) 20F -9 SAS 23 AV
AASFG I, E3F SAS 8.12 packageE ©]£3}o] spotd
] 5l

F 12 o4 dde] tig =AT &
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[ 1]
spot No. W EM& BF

1768 0. 452+ ns ns
1921 ns ns 0.39989+«
1949 -0.419 —0. 44965+ -0.374
1996 -0.396 —0. 47955 -0.320
2117 ns ns —.33281=
2193 -0.437 —0. BB176*x -0.73903
2246 -0.968 0. 97909+ 0.36944

TAHF (O, I HIHHA (BMA), SAYFA(BF), ZUHALE(MS)

ng: not significant, #%: gignificant P<0.01, =*: gignificant P<0.05

Ao 5. AFEAI|E o4 Tl FA

olm|x] HAS Eslo] wulg wE mElo] xlo]7l HolE spotS MEE e, gel

oA s spoti-+S blue

tipS o]gste] Egstdrt. B89 spotES 30mM potassium ferricyanide$t 100mM sodium thiosulfatZ 1:1
2 e g T destaining AAY. destaining ¥ spotsS 100mM ammomium bicarbonate, pH 7.8 &<}
0

acetonitrile NS A3l AA g st trypsinT} WE-SA|F T}
In gel trypic digestion¥H o= At & I FEFNE nano-ESI-Q-TOF mass spectrometer (MS/MS)S ©]&
slo] B, BAE fElol= AWE 7FX 3 MASCOT search programoll A Qx9S HAslow A s)o]

(e}
AR e WS el AEHow FANAT. 7] & 2 ESI-Q-TOFE ol 83) HAF B4 T EAG

[ 2]
Spot ; HCBI Experimental Sequence v
Protein Hame ) Significance*
Ho. Accession No.  pl/Mr(kDa) coverage(%)
Gl yceraldehvde—
1758  3-phosphate NP_001029206  §8.50/36.0 59 High CW group

dehvdrogenase

A2 NCBInr d©leo]ej¥lo] 2 (http;//www.ncbi.nlm.nih.gov/)S A X3}
@‘ﬂﬂﬂi%ﬂaEﬁﬂgﬂWEi%¢ &2 (Glyceraldehyde-3-phosphate dehydrogenase)® A g 3E 49] o}

ol AW vish o], B el Waw, wudsEdN #90 BAF 5& LTH AALAN g vl
olery RS ZREgRY 714 olgate] AUF F olF BES A2 el nFF A&
AR 5 oodvh wE, wige 289 959 SHARAUL Ao Ao 4g2TI velaeel A
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Match ©o: gi|77404273 Score: 89
glyceraldehyde-3-phosphate dehydrogenase [Bos tamrns]
Found in search of E:\YOO\O7ms44 90.pkl

Nominal mass (M_): 36073: Caleculated pl value: 8.50

NCBI BLAST seaxch of gi|77404273 against nx
Unformatted sequence string for pasting into other applications

Taxonomy: Bos taurus

Links to retrieve other entries containing this sequence from NCBI Entrez:
gi|119893089 from Bos taurus

gi|1198593091 from Bos taurus

gl |85682743 from Bos taurus

gi| 73587299 from Bos taurus

Fixed modifications: Carbamidomethyl (C)
Variable modifications: Oxidation (M)
Cleavage by Trypsin: cuta C-term side of KR unless next residue is P

Sequence Coverage: 12%

Matched peptides shown in Bold Red

10-2009-0041273

1 MVEVGVNGEG

31
101
151
201
251
301

HGRINGTVEA
TTMEEAGAHL
TINCLAPLAK
AQNIIPASTC
ARYDEIKEVV
LNDHFVELIS

RIGRLVTIRAR
ENGKLVINGK
KGGAKRVIIS
VIHDHFGIVE
AAFRVGEVIP
KQASEGPLEG
WYDNEFGY SN

FNSGEVDIVA
AITIEQERDF
APSADAPMFV
GIMITVHAIT
ELNGELIGMA
ILGYTEDQVV
RVVDLMVHMA

INDPFIDLHY MVYMFQYDST
ANIKWGDAGA EYVVESIGVE
MGVNHEKYNN TLKIVSNASC
ATQKTVDGPS GEKLWRDGRGA
FRVETENVSV VDLTCRLEEF
SCDFNSDTHS STFDAGAGIA
SKE

| Show predicied peptides also |

(® Residue Number O Increasing Mass O Decreasing Mass

Start - End Observed Mr(expt) Mr(calc) Delta Miss Segquence
19% = 213 685.4245 1368.8344 1368.7361 0.0%83 0 R.GAAQNIIPASTGAAR.A
233 - 248 TT78.9682 1555.9238 1555.8028 0.1210 0 R.VPTENVSVVDLTCR.L
308 - 321 BB2.4672 1762,9198 1762.7951 0.1248 0 KE.LISWYDNEFGYSHNR.V
H4b

{Igns score 19)
{Iocns score 35)
{Ions score 35)

MSMS Fragmentation of GAAQNIIPASTGAAK
Found in gi| 77404273, glyceraldehyde-3-phosphate dehydrogenase [Bos taurus]

Match to Query 2: 1368834448 from(685.424500,2+) intensity(719.6146)
Data file EYOO'07ms44_90.pkl

Cickmousewiﬂ:h_plo-tmtozoomhbyfactw_qftwo about that point

Or, [[Piot from ] [o to 2200 Da
8
B
&
$ C -
2 T
1 | &
: 4 7
s 3
W " ¥
}3 gl
e 1 & | 2 3
s s e il gseg
2 FporEM ol > 28§
: 53
llllllll II' JI . | IL y
1200 1600 2000




MS/MS Fragmentation of VPTPNVSVVDLTCR

Found m gi|77404273, glvceraldehyde-3-phosphate dehydrogenase [Bos taurus]
Match to Query 4: 1555.923848 from(778.969200,2+) intensity(656.9704)

Data file E'YOO'07ms44_90 pkl

Click mouse within plot area to _zooqlhbyfactowoftwoabcuthatpoim

Or, [Pltfom ] [o to 2000 |Da

- - y€10)

T S L 1D

-b(11>

= YOLA2)4+, yr(12)++
y(6)

- - y(d3)ee

g2y
~ylliyes

y(@

bOC1) -bX(11)

yld) - pE(11)++

=-b(J

. Lt:2)

= ~BR(9)++,b0(F)++

S ge12yes -

-b(2)

-b(10)

MS/MS Fragmentation of LISWYDNEFGYSNR

Found in gi|77404273, glvceraldehyde-3-phosphate dehvdrogenase [Bos taurus]

Match to Query 5: 1762.919848 from(882.467200,2+) intensity(2232.8516)

Data file E\YOO'07ms44_90 pkl

Click mouse within plot area to zoom in by factor of two about that point

Or, | Plotfrom | |o o180  Da
g
3 3
P
-3 -~
. v
$ 2
g 3! & a g
& 2 . * 5 5
$ $ 1§ 5 a |
o ' n
il a8% &8 , B 3
4 LR g 5

1400

1600

_10_
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EEE

<110> Industry Academic Cooperation Foundation of KyungHee University
<120> Protein Marker Related with the CW for Improving economic traits

of Hanwoo

<160> 4

<170> KopatentIn 1.71

<210> 1
<211> 15
<212> PRT

<213> Bos taurus

Gly Ala Ala Gln Asn Ile Ile Pro Ala Ser Thr Gly Ala Ala Lys

<400> 1
1 5
<210> 2
<211> 14
<212> PRT

<213> Bos taurus

<400> 2

10 15

Val Pro Thr Pro Asn Val Ser Val Val Asp Leu Thr Cys Arg

1 5

10

_11_




<210> 3
<211> 14
<212> PRT

<213> Bos taurus

<400> 3

Leu Ile Ser Trp Tyr
1 5

<210> 4

<211> 333

<212> PRT

<213> Bos taurus

<400> 4

Met Val Lys Val Gly Val Asn Gly Phe Gly Arg

1 B)

Thr Arg Ala Ala Phe
20

Asp Pro Phe Ile Asp
35

Ser Thr His Gly Lys
50

Leu Val Ile Asn Gly
65

Ala Asn Ile Lys Trp
85

Thr Gly Val Phe Thr
100

Gly Ala Lys Arg Val
115

Phe Val Met Gly Val
130

Asp Asn Glu Phe Gly Tyr Ser Asn Arg

Asn Ser

Leu His

Phe Asn
55

Lys Ala
70

Gly Asp

Thr Met

Asn His
135

10

10

Gly Lys Val Asp

Tyr Met Val Tyr

Gly Thr Val Lys

Ile Thr Ile Phe

Ala Gly Ala Glu
90

Ile Gly Arg Leu Val
15

Ile Val Ala Ile Asn
30

Met Phe Gln Tyr Asp
45

Ala Glu Asn Gly Lys
60

Gln Glu Arg Asp Pro
80

Tyr Val Val Glu Ser
95

Glu Lys Ala Gly Ala His Leu Lys Gly

110

Ser Ala Pro Ser Ala Asp Ala Pro Met

125

Glu Lys Tyr Asn Asn Thr Leu Lys Ile

140

_12_
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Val

145

Val

His

Leu

Thr

Lys

225

Val

Lys

Gly

His

Phe

305

Arg

Ser

Ile

Ala

Trp

Gly

210

Leu

Asp

Lys

Tyr

Ser

290

Val

Val

Asn

His

Ile

Arg

195

Ala

Thr

Leu

Val

Thr

275

Ser

Lys

Val

Ala Ser Cys Thr Thr Asn
150

Asp His Phe Gly Ile Val
165

Thr Ala Thr Gln Lys Thr
180 185

Asp Gly Arg Gly Ala Ala
200

Ala Lys Ala Val Gly Lys
215

Gly Met Ala Phe Arg Val
230

Thr Cys Arg Leu Glu Lys
245

Val Lys Gln Ala Ser Glu
260 265

Glu Asp GIn Val Val Ser
280

Thr Phe Asp Ala Gly Ala
295

Leu Ile Ser Trp Tyr Asp
310

Asp Leu Met Val His Met
325

Cys Leu Ala Pro Leu Ala

155

Glu Gly Leu Met Thr Thr

170

175

Val Asp Gly Pro Ser Gly

Gln Asn

Val Ile

Pro Thr
235

Pro Ala
250

Gly Pro

Cys Asp

Gly Ile

Asn Glu

315

Ala Ser
330

Ile

Pro

220

Pro

Lys

Leu

Phe

Ala

300

Phe

Lys

190

Ile Pro Ala
205

Glu Leu Asn

Asn Val Ser

Tyr Asp Glu
255

Lys Gly Ile
270

Asn Ser Asp

285

Leu Asn Asp

Gly Tyr Ser

Glu

_18_

Lys

160

Val

Lys

Ser

Gly

Val

240

Ile

Leu

Thr

His

Asn
320
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