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ForUEL R AL

PR

KRS RSP ECERNAR, GInFETERNSEEER G
HISWTRTUS 347 ARCIVEEERRE A HL S-#BA (GSTP1) ZHEEE
4¥e

BRER

ERFEZEY, RESLT CpG I HRRN SH 5 Rufwne b &4 DNA
FEAL. SMEMNTERRARFEENFEER, BHIRLERENTE
BEEsHFXE CpG BRI, (CpG &). TKEMFEELMMT, FikFR
W CpG HEERERT FEIMM ELIXFRH FRAL 53 L hhR i E et
BRSNS R BRI ERRIER K.

AREHEK S-HEEE (GST) BULARMBERN, TEIIANEKS
HAWFTEIERFRE TR S ERE T RIE(C. B. Pickett, 2, Annu. Rev.
Blocbemn., 58:743, 1989;B.Coles, %, CRC Crit. Rev. Biochem. Mol. Biol., 25:47,
1990; T. H Rushmore, %, JBiol Chem 268:11475, 1993). A GST iRt
EIRE PR LARIWEESRS, 28 av p. n 710 KK (BMannervik, 2,
Biochem. J., 282:305, 1992). & ARBEEURIFIREMATERIA GSTPI
TR T ENRNEA AR . |

FERYIBRERER T, Rk, ®iraTX5) RAETFIRSE FIRT5 RS
HIREACKF R PCR (“MSP”) B3 |191FT%T RIBE 4. IEFFRE R TR
WA 100%45R74E, BT AFFRIBIFHE 5 A— R BRIEE] 75%HR B
TR AE WERTA 100%RBE, MIFFRUERE 60%. FFHE 5
PEHABTILRRERETRANEE. AREMEII TiX—FEK.

KPAAE

AR AET, BTRISERE FRFIRARSH EreAD A
FRUSTEVE BRI ATVE, A EY SR Ll B K] A8 B R4 X 358 P {5 A,
A AR -
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AERRKARF—HET, BO—MTRRBFRUERR TS —MRE
FHEEEEMRNER GSTPI.

EXRARIF—SED, FEEE PRSI REAT WY A
5, H5ISMOEFIINRAFBRAA A, JI0EEE, HES5EMIERRE
KB AR PEUEE. EXRPNS—FET, SRR
FPHHAT TH A0, LS 0 PR FEAT LS.

EFR—TTET, ARBROET A TR0 AR R . X
BT WMEERSES, HAETAZE K FREACRZE R M A SRk e 5
Y. WPTFERTAESE: SR PR f ATt & R RRE SR
k. XS PEAUR BRI BT ks | STk
PIGFEMATIZER. UASARIEY SR A T P~k A M BF B AR

KRBT ERERERAPRLR, PRUHERISERRRES TE
HEMHIIREY) (BHrEPREIE) KRR AN FREBEAM T ABER
RSP FEAOKFHILLE (BREHR T RS T R B PR R R
SYHIXIRD . JEIERRRE B EATEDN B RUE B— A KB
BEAAF SR PRI L BRI FRRALLE R, B MFEYRASRIRE
Y.

HEARRKANT—HHET, BideRELH PCR RiEREibIE,

HEARANF—HES, RETHT LSRRIV M EERES T

ER—AERARD, RRBRET TR EAERRIRNE. RH
BEFE I HENEE: B AEBEHBHRPEMEERF, B4
FRRHT |V HE CpG HIZRRERAF, HPiZasal X SHMEHe R AL A
REPEAAZRR.

EXRRANS—TTEP, HERRATEBRRA SRR 5 e
BN FEGLE

EXRPRIA—TET, AT RN PR B E A A
VLR RIS RAVEA S . B ENPECERESIME (Fliny
1) RIFEE S EREHTIR, RErS N PR,

B Pt A

B 1 BFIREA BORBERETS 195347 MSPCR 43 4iHI4E R E.
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2 R—ARIBA K BAR/KARSET A5 1403847 MSPCR ST EIS5 R A .

BARSLHE

FUERRE RSP IR R LS. EARBBIESEAER
BATIAEE R BRSPS IR AR EY . RS ERES U TR EE S
BRIRRR S HIXER: GSTP1 (Seq. ID. No.54). RARB2 (Seq. ID. No.57). RASSF1A

(Seq. ID. No. 64). TIMP3 (Seq. ID. No. 58). APC (J3%F=Seq. ID. No. 59,
F[F=Seq. ID. No. 60)- B -{1358& 5 (Seq. ID. No. 55 1 56 ). PTGS2 (551 F=Seq.
ID.No. 61, ZF=Seq. ID.No.62) #114-3-3¢ (Seq. ID. No. 63).

FHIUpTRHE R AR S e A5G MSP FNFRENE A LIS TR .
Bl FE RATIFTR RS R R M SHEREEA#. GSTP1 HIBIFXK
FFRVHTRER, HE %I ERRRE CG, HHYA 10%GERE CpG — %
B,

FRARM T HEZREWAREH T EYER PR EI RS LR
FREALIRSH T, HoPy Sl St Bomiacm DNA. BT4E5%K
B (RN HHEPFEALE SBURSYFRSHNEAFUKTERLD (BIEFKE
%), RHHIRE AR REE R EBFRI. 7 GSTP1 EFIERS,
XREE RE). BPEUKEERESERARLE, BRASEATREY
BB T gk L BEE EEERNXR.

SEARBRER, FRRTRERSYK IR R85 Fk
AVED IS ERAR PR SRR P EAL K A, Bt PCR HER,
TS YIT S IR LA O BEALE RS 1M ER T4 18 DNA. "LMER
B RN B REX SR E RS . &K Bk B &k vl BR A VB 4R
2, FFHIRAFIRAR. R UEEE ERAK.

23R B — 255 1Y) R4 SRR - SN SR BT S ) B R ek S
FIKIFEAL. IXERFISIZRRFIER. FrHLiEEIENERTS). Ei,
RIAEHIFFIFTRIEM TS BehT. MRTF. BRLTF. BIEFHTF (@
ATG). WEFBH(ES. A{f mRNA YEREHEMNAF FRERISERES &
2 EEREF

GSTP1 B TFEERMIFEYMABRIEEHIFT. CRESSERE
RIEEBRMEHIL S-HBEANSZHERTY. BehFRATFEHERE iR
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SO, BRMEELMERRBIIFRBAEEREN THREINERIE, A5UR
MEAR AT I, BEX TN S ERAF RS R H— L FRdRITaEa
PLT 2R EBRTHIE S a 3'X.

RN —MERERAS SRR EM SRS YIS e. SR
HIBGT AR, BItn DNA 5 RNA. RFHIESREHIS 14 (fn PCR 8 MSP 3/
Y BB T ARSI TN F. B, RRRIaEE 4
BECNESIRESTHERIZIFF5), WFRA Scorpion iXFHEE Scorpion 3Rid
SFHRRG, 20 Whitcombe % \KISEELF) 6,326,145 5 6270967 (Jibs:
oI REASE) k. BRENHEETRR, ERTAUBESRN “3i4”

“TIFFF) RBRIES | SEEFHY MFaRIERS

— PR P BRI BUR A BB S PR SRS 5 R AR
. (PCR). 7E DNA £d85iH{L/E, KA PRI DNA 248, B TR
FINERS VAL R PRGNS 1A REH4T PCR 918, #R4ERIET GSTP1 #7itash
RH) M24485 (Genbank) EFAN 5%, AKBRHH PCR 314t #AEEX
BAFEALTFL-71 F+59%p KIS 4.

AR IR it QIR FR B bR AP ZA L A ne AR e & R AR
A CpG FrAtERIERRS PR R P4 CpG HIES; I BRI FFEAL
HIZRR. PUERHEE RN K R BB AL B AT (X 4 B B L B Rk
FREAL A BB A —FERR. IRiEHh, 1B0R AL fRRErE (2 B AS N
PRETERIAFIRILRERES, SAT k] F Gk AL HEnE . TAELEh P
FACRRMERE TR EMBRES (NaHSO,) BMEBRIIEN, HE5k
PEERY 5.6-XURARERMN, EAR55FREAGIMERE RERN. REE ST
PRER R TR A R A R ERE [ P alE, B ST s L R .
RS AR R T EBR B TUURYERE . 7E PCR iTFEH, Taq RAEHS
PREEET R A BIBRELE, 5B AREAR R 5- FR B AR nE AE I br
B FEHMMESE. A5, Scorpion HHESTF, AHIRLTRMEAS B R
T BAL B X BUARAEH R IR .

i GnATERERER) B, AREPHETTRERTE CpG KEIE|
Y, AR RIRALER) DNA. FRACFRFEAL DNA. ZERE LG RrE
PCR (MSPCR) ', RFHA DNA H5 |95 SFFEFURIETEE 3CG BExH
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BT W DHRKHHERE DNA SR8 C, FEREAFIRIHEE)
RXB. BFERXEIWPE C TR XS I1WHEHE G, FrolkFE4L DNA
i1 MSP 314185 | S 5B HEFEAROR CE G (CBWHRU (RMR),
U ZE5 WP T T (RIBREnE)).

AR BN YR BA RS KNS LTI ERER, XMFFIE LA
HEBHKELER L hR A RARAUE R, LA R IR ERiRE
ST, ARBRIE P BEFSIER T FRCRESISHEE. SHAERN
B, SIERS. TR

AR B3 BRI R RERIAT SR A R )\ BGE 2
SRR, EPeiEA 52 HEREREH. HRTFER
KRS AR =R, ETREHAN (0 DNA B&8). SEN
RN pHo A TIABIBAY HE, 3100005154 BRES | S5tk e,
AT RS, IR, TERATHI&EMFYI AT et EAbE LIS FFek.
ERSRAHIEHT, SN AER BBIKERT  SERIHER. S
HIRE S BEBGR TR . SRR RARSER. kiR R4
FRRUH AT, FEEERRS (R EEIEL 12-20 MEHRR, REC]
AEREE S HE SRR,

ARSI BEA ST M ERAMRRER SRS TN, HE
TAFEN L FHRIATER G B C. RMEREEETRANERRIERT, 51
WRBLEBHETIE QB EANMERAT. HEER, SIMURSERRN
F5Is f13 WOFSIESER, FaeERRAEnEEEET Y.

AEASIPNATY %, 8, AN TREOENRISERY, e
ZHEFSIERBRIRN RIEMHEHRARN). ARRENTHEIED, &
NI T e B ARSI, KR NAYE PCR RN, —ith, —%&
SSEEENS ) HEH F—L£3MSERBHE (+) SE. 314
SRR K, BE/S RS (10 DNA B4 1 AR B: (Klenow)) Fi%
HROHTIEN, BAHRSEEEREFIIITARN “+7 f “” ., #R
. RGP RASE RIS, FLAHRA T AR 3 B

ATLMERE ST R EERBNG Y, INERNBHS AR =R 5
% (BIEBFIE). E—HMETRE AL RS, - ZE TR
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YENRELAIEL, HRHE Beaucage ¥ A\ (Tetrahedron Letters, 22:1859-1862, 1981)
i T & . TEXEEFI Nod 458,066 iR TEEBMRIEE S Y E &R
FALH BRI

SR R AL PHETI R L ERRE VRS UAIZER, AUIRR &/ (BREEML
BH) BERERE (I CpG) FHFREEITS. Bk, fitn, Akarbfs
F DNA B{ RNA (8#&F1# RNA). DNA B RNA A DA Z Bl X . 18 RNA
YEAER, NSERRE TR R DNA HEBERVERE&fE. B, Hay
CAFRI &4 BIfED DNA F1 RNA ) DNA-RNA 2835588, tha] LA R
BEY), BEERT AR LARTE AU SN EIEIS 053 T 18 R S B4k i
B, Py e RmRTS (RNEEEEES) aJURKSFHAR, SEBVIE
AE AN ELER) S FAAEMER RF T IR R .

RATHRRREL CpG KBRS ATLIR BAEARIE, mER (R
AERFIRASHMEALS), M. HE. RBFREE, IHESE/n Maniatis
F A (Molecular Cloning: A Laboratory Manual, Cold Spring Harbor, N. Y., pp 280,
281, 1982) FRiRi)BFHALITIREL.

INFIRE IR AAGE, e AT R — e BAEFUEE, AR ROF
JEHARAR. FiE. ARSESHYIMME, FERBERES B, REN
gl NS A e LI e

LA RIERR TS AR, FEEAMENURET, DIUBALRRERETT .
BERTYE A P TR BT 55 )T F= 06 & F— R BH TARSE . B R PSRN
DR, RIEME. WEHEHMEN T, RLHREE. —MRasERER
EINAEZRE SRR R EHEE OBRERETEEAY 80-105CRE
10 5. B BRR AREIERBH —XRRaE AR RS A RecA B8, JFH
FERXHE ATP (2R3 DNA) eI T 75 54 . Kuhn Hoffmann-Berling

(CSH-Quantitative Biology, 43:63, 1978) ik T{EFHMENERE. 15 FiuMsmits
RN, C. Radding (Ann. Rev. Genetics, 16:405437, 1982) 454 T {#H
RecA HIHEAR. XEHARBIBUHIAE R ANETES0H .

NEZRBYIRVGEE R, RN EAMEDTITRY, STFRSEET
VENRT RSME R A REIBIR . 7ERFS AT BIREIR &M T#TE
B EHEABAAZEANKERPHAT, YUEAE pHT9, Bl pH 24 8. 1RiklAE
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FLE (HTFERAKR, FIEER—&RAZ) 10%1) FIRAFEZEEES
NEH CRETTHRRARBEN PR . IRARETEHTSENA, A%
B AMERER, EHTESEHYIHIEAAN T EAMENS I1R. AT, LhF
KE, BEFHNFIFETERNKEERESYTE, FnKsIvREs
FEE/RE FEEME (BRI S8, JUEB/REXITE, PAREAS R
BE.

B EENMREEELE =35 dATP. dCTP. dGTP #1 dTTP LIE#EHS
MWMAB S5 1Y—EIMABISBREYT, IFERHIERINAEIZA 90-100C
&% 10 73580, UE 1 B 4 4. EXIRGBE, WBEEIER, CUET
SIZLAT . IE ZRT SEIRS IR RV ERAR] (A TREEREF”) AR
AHEREYT, HEXTEAMEETHTRE. WRATESHIAFIZ
PEER), WEGEARSHARFI—RIA. %S (BT ) RNAT
FREIATRAWEHRATREERENEE T#T,

FTFREHRSFIRT AR RESTINS 1L =& BT AL SRR S, 1
Eg. W E RS ENEREE, Biln, KBTE (E coli) DNA B&EE 1.
KHTE DNA 485 1 i) Klenow F B, T4 DNA 488, HEn A DNA
oW FEBERED (mutein). RFEFBMETE, SEREERs (B,
FEF- 32 UL SR ERE RN M TS IR B . RIEFAFIR Taq RS
B. SENBSETLEENFRASRHRUER ST —ER BT
NS I RERE). B, BBAER—I N 3 RN, FEEEREE R
5' T, HIIEHLILE, XFEEANRKERSF. AR, FHLE#R
FIARSE. BTFRESHEHHREATLL2H 5 KinEiRa M, He5h—Fmi#
1T«

Bk, ¥I85ER PCR. REESFAARIAS Y8 PCR By
B EALFEE PR BALZE R PR REAR B I S iy 3, R AT B AMAY 1
ks N

BT 0 Mullis % AMISRESF) 4,683,195 (tab235IAENS%)
BB IF= e BERES T, - YiES e PR BEAER AL BT
Rl 2 RN EHANRIE 5T P B X F A AR B =BT 40
Fl. {EiEH, ZEREFEAEEESETIMBABARTLLESE, WRHBFEL

10
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PA% Southem EMIZESMHF. RESEFI TR 5' CpG FREALK FPEALBURTIFRHIE
P YIEEA LB EFE Smal. Sacll. Eagl. Mspl. Hpall. BstUI £ BssHIL,

AR ABAEN R AIERE PR LR, XA LLUE e R B RS
WA R REUFRME ST NS RREY S MEE PRSI Y
B RMHEmMRE. U LBHEALEER PCR. SHEBTHERNSIGE
FERBULE (cutofd) ZRRME, BANEBFEL, HEREFMEERA,
UWESE (FE GSTP1 TR T ARIFIRRE) . RIE s AEMERILE, XEhk
ZORTHERS: BACMERRRBEARMES CANERRRAES. &
RPHS BRSO REREXER. SRIREDNEREFEARMERPHRE
IAREE, mpllsEA.

AR EFRAFIE R LERBET £ BB (multiplexing) KIZPBRFNAG.
Wk, KRB EEL T —HEED.

BT SRS RN FOKFRHREE RERAEHIFS (FlanEzsh
FRHD MEEHEHRFIRVSHFFTEERFEUNER, BRHIE T 5XLF
FIICERHIE 4. Eit, BEEREYRIREEHIX EE3)F R P E X i
HIFEAL, ARG T RS KAMISIE R VR, A TRX X
B EALREREHE AT ARSI B BUE k. T E SR TR SEDRR
ENTF. FBEPRRNIRNEDERNERSHTARNARZNAR. RUUE
WIS AT, XEERRE RARK T H 555 1M B T — LR IS 1IFF5 .
2T HEEH DNA, R XA

11
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SEQ ID NO. 1 (GSTP1 SCORPION):
CCCCGAACGTCGACCGCTCGGGG-BHQ-HEG-CGATTTCGGGGATTTTAGGGCGT
SEQ ID NO. 2 (GSTP1SCORPION A 3L 3|4 )
AAAATCCCGCGAACTCCCGCC

SEQ ID NO. 3 (GSTP1 SCORPION):
CCCGAACGTCGACCGCTTTCGGG-BHQ-HEG-CGATTTCGGGGATTTTAGGGCGT
SEQID NO. 4 (GSTP1SCORPION 5 3L 3|4 )
AAAATCCCGCGAACTCCCGCC

SEQ ID NO. 5 (GSTP1 SCORPION):
COGCGGGAGTTCGCGGGCGCCG-BHQ-HEG-ACTAAATCACGACGCCGACCGC
SEQIDNO.6 (GSTP1 SCORPION & 3 3l# )
CGGTTAGTTGCGCGGCGATTTC

SEQ ID NO. 7 (GSTP1 SCORPION):
CGOGAGTTCGCGGOTCCCG-BHQ-HEG-ACTAAATCACGACGCCGACCGC
SEQID NO. 8 (GSTP1 SCORPION E L il#h ):
CGGTTAGTTGCGCGGCGATTTC

SEQ ID NO. 9 (GSTP1 SCORPION):
GTGGTTGATGTTTGGGGTATCAACCAC-BHQ-HEG_AATCCCACAAACTCCCACCAACC
SEQID NO. 10 (GSTP1SCORPION & X34 )
GTGGTGATTTTGGGGATTTTAGGGTGT

SEQ ID NO. 11 (GSTP1 SCORPION):
ACCCCAGTGOTTGATGTTTGGGGT-BHQ-HEG-AATCCCACAAACTCCCACCAACC
SEQID NO. 12 (GSTP1SCORPION A X 3l% )
GTGGTGATTTTGGGGATTTTAGGGTGT

SEQ ID NO. 13 (GSTP1 SCORPION):
CCCCACAGGTTGGTGGCGAGTTTGTGGGG-BHQ-HEG-
CCCAATACTAAATCACAACACCAACCAC
SEQIDNO. 14 (GSTP1SCORPION & X 3|% )
TGGTTAGTTGTGTGGTGATTTTGGGGA

SEQ ID NO. 15 (GSTP1 SCORPION):

12
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CCCCGAACGTCGACCGCTCGGGG-BHQ-HEG- CGATTTCGGGGATTTTAGGGCGT
SEQ ID NO, 16 (GSTP1 SCORPION 5 s 3|4 )
AAAATCCCGCGAACTCCCGCC

SEQ ID NO. 17 (GSTP1 SCORPION):
CGCACGCCGAACGTCGACCGCAAACGTGCG-BHQ-HEG-
CGATTTCGGGGATTTTAGGGCGT

SEQID NO. 18 (GSTP1SCORPION & 3 3% )
AAAATCCCGCGAACTCCCGCC

SEQ ID NO. 19 (GSTP1 SCORPION):

CGCACGGCGAACTCCCGCCGACGTACA BHQ-HEG-TGTAGCGGTCGTCGGGGTTG
SEQID NO. 20 (GSTP1SCORPION A L3|% )
GCCCCAATACTAAATCACGACG

SEQ ID NO. 21 (GSTP1 SCORPION):
CCGACGCACAAAAAAACACCCTAAAATCCGTCGG-BHQ-HEG-
GOGTTAGTTGTGTGGTGATTTT

SEQID NO. 22 (GSTP1SCORPION A 3 3% )
CACAACACCAACCACTCTTC

SEQID NO. 23 (GSTP1 TAQMAN 3|4 ):
COGTGATTTAGTATTGGGGCGGAGCGGGGC

SEQID NO. 24 (GSTP1 TAQMAN 3514 ):
ATCCCCGAAAAACGAACCGCGCGTA

SEQ ID NO. 25 (GSTP1 TAQMAN X4 ):
TCGOGAGGTCGCGAGGTTTTCGTTGGA

SEQ ID NO. 26 (RARB2 SCORPION):
GCCGCCOTCOGAGAACGCGAGCGGGCAGC-BHQ-HEG-TACCCCGACGATACCCAAAC
SEQ ID NO. 27 (RARB2SCORPION A 3% )
GOGATTAGAATTTTTTATGCOGAGTTGT

SEQ ID NO. 28 (RARB2 SCORPION):
CGGCAGGATTGOGGATOTCGAGCTGCCG-BHQ-HEG-TACCCCGACGATACCCAAAC
SEQID NO. 29 (RARB2SCORPION 5 3 3|4 )
GGGATTAGAATTTTTTATGCGAGTTGT

SEQ ID NO. 30 (RASSF1A SCORPION):
GCCOCOGOTTTCOTTCGGTTCGCOGC-BHQ-HEG-CCCGTACTTCGCTAACTTTAAACG
SEQID NO. 31 (RASSFIASCORPION A 3 3|4 )

GCGTTGAAGTCGGGGTTC

SEQ ID NO. 32 (TIMP3 SCORPION):
GCGGCGAGTTCGGAGTTGTAGCGCCGC-BHQ-HEG-CGCCTCTCCAAAATTACCGTAC

SEQ ID NO. 33 (TIMP3 SCORPION A& X 3|4 )
GCGTCGGAGGTTAAGGTTGTT

SEQ ID NO. 34 (APC SCORPION):
GCCGACGAATTTTCGACGGGCCGGC-BHQ-HEG-CGAACCAAAACGCTCCCCA
SEQ ID NO. 3§ (APCSCORPION A 3 3|% )
GTCGGTTACGTGCAGTTTATATTTAG

SEQ ID NO. 36 (ACTIN SCORPION):

13
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GCGCCCAACCGCACAAGGGCGC-BHQ-HEG-GGGTATATTTTCGAGGGGTACG
SEQID NO. 37 (ACTINSCORPION E 3 3|4 ):
CGACCCGCACTCCGCAAT

SEQ ID NO. 33(ACTIN SCORPION):
CCGCGCATCACCACCCCACACGCGCGG-BHQ-HEG-GGAGTATATAGGTTGGGGAAGTTTC

SEQID NO. 39 (ACTINSCORPION & L 3|4 )
AACACACAATAACAAACACAAATTCAC

SEQ ID NO. 40 (ACTIN SCORPION):
CCCGGCTAAACCCACCATCCAGCCGGG-BHQ-HEG-GGGAGGGTAGTTTAGTTGTGGTT
SEQID NO. 41 (ACTINSCORPION E L 3|# )
CAAAACAAAAAAACTAAATCTACACAACC

SEQ ID NO. 42 (ACTIN SCORPION):
CCGCGGAACATTCAACTCAACCGCGG-BHQ-HEG-GGAGGAGGAAGGTAGGTTTTT

SEQID NO. 43 (ACTINSCORPION E 3 3|% )
ACATACAACAATCAATAACATAAAACCAC

SEQID NO, 44 (PTGS2/COX2 SCORPION):
CACGCCGCCGTATCTAGGCGTG-BHQ-HEG-GTTTGTTTCGACGTGATTTTTTCGA

SEQ ID NO. 45 (PTGS2/COX2 & L34 )
GCAAAAAATCCCCTCTCCCGC

SEQ ID NO. 46 (PTGS2/COX2 SCORPION):
GCCGCGCACAAATTTCCGCGGC-BHQ-HEG-GAATTGGTTTTCGGAAGCGTTCG

SEQ ID NO. 47 (PTGS2/COX2 £ 3 3|4 )
CCCGAATTCCACCGCC

SEQ ID NO. 48 (PTGS2/COX2 SCORPION):
GGCGGAACGCACAAATTTCCGCC-BHQ-HEG-GAATTGGTTTTCGGAAGCGTTCG
SEQID NO. 49 (PTGS2/COX2 & L 3l% )

CCCGAATTCCACCGCC

SEQ ID NO. 50 (PTGS2/COX2 SCORPION):
TGCCGCCGCCGTATCTAATGGCGGCA-BHQ-HEG-GTTTGTTTCGACGTGATTTTTTCGA
SEQID NO, 51 PTGS2/COX2 & 3|4 ):
GCAAAAAATCCCCTCTCCCGC
SEQ ID NO. 52 (14-3-3 SCORPION):
CGGCCTTCGCTCTTCGCAAAAGGCCG-BHQ-HEG-GGTAGTTTTTATGAAAGGCGTCGTG
SEQIDNO.53 (1433 s L 3l4p )
CTAACCGCCCACCACGTT

BHQ=Black Hole X5 (BioSearch Technologies, San Fransisco, CA)

HEG=NH#E

ARARAFIERTHEMBOE, RECIHEADE8 A RN —f
51V B IA-F (10 Scorpion HIESTF). H—ANTHESES, RHE
BFER T A IEE P EATED A BRETAA. (Eikth, NAFEEEIFE
AAPREZRRBE A &R SR (BlIImRE).

14
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TEERRRFIET, & —& MSP Fri el anxtfzE] PCR 5|94,
#E3E DNA BAEE (10 Taq AW PARSESHAIRSFR (K a#sEt sis
FEMR) . FEBEFMERFIED, KIRAFIHA Scorpion FESFEGRA.
WIRRF AT CAFE S Bekl 3 1 akxd XUk DNA 4 REIFRICHHR), IiRILZA4E.
PE5 RB=ARRE. FHIETISMIRaRE:. EENRNESVME,
FREERLSY, —MRRIEER, (DM S LRNEEINA, W dNTPs; Xf
RRBAVEATTHSMOSE . a3, BETF. STF4S. BAFAE. B
EYILLRE MSP RNPETABIR TR . B, WEaE BRI
Fkrt.

SR

STHER) 1: eI

AR STR 5 | IANEREN Bt T KB ERE 4%, FET A TR R A la
KRR B E RSN ER M. EhEaEE ATX 5 MHEREM
AR RFIRALR L CpG BaFX.

PAF BA BB S 10Rn e K RERE T 51

EM3I4% GSTPI, (-192) MU17 AGTTGCGCGGCGATTTC (Seq. ID
No.65)

KB4 GSTP1; (-74) ML22 GCCCCAATACTAAATCACGACG  (Seq.
ID No.20)

#Er (5'FAM/3' TAMRA) GSTP1; (-152) MP23

CGGTCGACGTTCGGGGTGTAGCG (Seq. ID. No. 66)

£ 12 A RHEAIFIRREAE (BPH) RiEA. 12 NMKRRERTIRE (W
) FEARLLR 2 MEERERPMT GSTP1 BFREAMKF. HIBERARNZIN
GSTP1 KIS N¥Fr, B 1 fir. BEILHEEN REHERRBREE N
Bat, SHTRRAEFIRME MERRT 75%MRBME. 7£RMERFIRSAE
FksR RBRIERTFIBRRERIRTFIBREA LA, GSTP1 BEAMSMAKTR, EXRWIX
FERIEFERRIMNFEDH A GERPEHIRRAERA].

15
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KRB 2  (FREAR R BRIKERET TR

AT #—BRE GSTP1 MMER R B FME =, Wt T MSP 545K
£, FTSERER] 1 PEBRBFEAIITIN. Z¥oteAE CpG BITE T,
BERMZ R TFEMINEF 1. ALREFRKETR B3 1AW R KR
PN

ERBH: (-71) MU29 CGTGATTTAGTATTGGGGCGGAGCGGGGC
(Seq. ID No. 23)

RFEIB: (+59) ML25 ATCCCCGAAAAACGAACCGCGCGTA (Seq. ID
No.24)

%4t (SFAM/3TAMRA) GSTPI; (-23) MP26
TCGGAGGTCGCGAGGTTTTCGTTGGA (Seq. ID No. 25)

RS RARANIZIN GSTP1 MEENSRr WA 2 Fin. S#uHEE
A REFEAR IR R, W FRNGIFIRE, ZMEERT 100%
RHBURE RN 100% SR .

GSTP1 1] 1.5kb CpG BaBAMNESIFREILNEF 3, HRAT ZHFEK.
PANFER G EALR AP F0 SP1 R F4MEF 1 i, 8T SP1 4 CpG &
BIRE, AP1 F SP1 BRALHEGH FRAERE AT (8t s, HWXKAIEHE
ST MBI, XRENERETFESTE AP1 #1 SP1 f1A51
FE-CpG 48 BARZMSIHITRS, LiBSFREEEMERTER.

SEHERY 3:  Scorpion MSP

Wit T TSRS RAREN Scorpion 87
Seq. IDNo. 19, 20 (GSTP1)

Seq. IDNo. 38, 39 (AhHEH)

Seq. IDNo.28, 29 (RARB2)

Seq. IDNo. 30, 31 (RASSF1A)

Seq. IDNo.32, 33 (TIMP3)

Seq. IDNo. 34, 35 (APC)

16
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Seq. ID No. 50, 51 (PTGS2)
Seq. IDNo. 52, 53 (14-3-3¢)
{3 Oligo6 514i&itk44: (Molecular Biology Insights, Cascade, CO, %
[E) # Visual OMP (DNA Software, Inc., 120%: West Washington Street Ann
Arbor, MI, EED SRR —REWFAE S0 _FEFERk. £ DNA
mfold 2/ (http:/bioinfo.math.rpi.edw~mfold/dna/forml.cgi) 1 Visual OMP
(DNA Software, Inc., 120%: West Washington Street Ann Arbor, MI, XE) Xt

Scorpion T B MY I FHEMFAT TR . & IR KT BE R 2 0%
(Scandinavian Gene Synthesis AB, Koping, #i8#) #0 Biosearch Technologies
(Novato, CA, [E), FEHZ)DNA &R LA B Scorpion F154.

SEREF) 3 Scorpion RFHINR:

SLHER 2 PERRARAFIELFh A DNA #EA_ESHTIRR. XepEAaiE
RARIREAL (SIEMATTEIIETE REIEERES S AIFFEM) FIEFREA
KEFH DNA (Chemicon, Temecula , CA, EE), TN VHNWENEME
. KEAFREMER MCF-7 MERFEMARREAR HCT116 (IEEH DNA 15
HIFYE GSTP1 FREALKIBAMERT RRFNRATEXT AR (RE A RIEFRYMFH B0,
Manassas, VA, EE).

{FR R IRBRE S ERIAAE (Zymo Research, Orange, CA, EE)
BRI DNA. XFPLERRIEFEAL DNA FRIFTE RIEIEE SR R YE
BE, AMEFEAL DNA FRENLT SIESFTHT MBS S5k FREE .
BT SIEMATHIMERENE (76 CpG i HERH) {IRMENE.

25 u | REAAR Y M TARRRE S HAIEREIS DNA (100-150ng), &
MNAERBEIELTHS: 67mM TrispH 8.8, 166 mM  (NH,) ,SO,, 6.7mM MgCL,
10mM B -ZiEZ.8¥; dATP. dCTP. dGTP. dTTP % 1.25mM, 1 U Hot start Taq
DNA %4785, 250 nM Scorpion #¥%t, 250 M & [R)BXIE A5 149 (BXRTF scorpion
wit), 625nM S#ESSHELEL, ROX (AT ABI7900).

SRIGTE ABI 7900HT FF5MII R GeFVER, Cepheid SmartCycler® PCR {3
Fise Bseat PCR HikfhtEES.

PCR &40 T

ABI 7900 iE4T4&4%:

17
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95°C 5 43%b; SR/E 40 TEFFH) 95°C 30 ¥, 59°C 30 BF0 72°C 30 #; B
JETE T2°CHEAF 5 5348, BIRIBIE 59 CREASTEE.

Cepheid smart cycler I&1T4A4:

95°C 60 Fb; 4R/ 40 75 95°C 30 B, 59°C 30 %, BRJSEE T2°CHEfd
5 55t. BIRTEE 59°C RS CEHE .

Scorpion iAFERH) PCR % Jy: 2 GSTP1 EFHIAN 91.2%; AN
NEERFIT N 952%. C, FIHER:

GSTP1 28
BUZHER 30
APC 29
TIMP3 30
RASSFIA 29
RARB2 29
PTGS2 33
14-3-3S 32

SLHEB] 4: STAERRELER

BRI FErR A TR SEER) 1 PPTIAEEERS# GSTP1 AL,
XS TR E LS 2 PHTAKEEAR) PCR RN, EEMERS, 2
AP RO HATILY WUURE PR, AR EAL GSTP1 DNA #0
JEFRAEALRIBAIEIEE S DNA B, GSTP1 FRAIENEE Scorpion #4H-5 1A &
EoRT BIFERE. FTATIRTHY Scorpion 1K) CIBMEET 15 C, LHFE
PERE I (- FEFRR C, MK 28.82, Scorpion IRIES-FHI C A% 27.30).
SR

EAFEAILDNA, ng 500 250 100 50 10 5

Scorpion (GSTP1BAENEEHEIIHEL) 272 310 285 296 339 288

5FEhr (GSTPIBUBHERRAENIEEL) 759 735 758 767 797 814

SCHEG) 5 FREALELEUHE

18



200610143178. 7 oM P E16/73m

WLHER 2 Frid, X EERA WK BE RTFIREAREARIHRT
PCR. THEHBEREALERMT. R TREF ISR, ENRAELR, ©
Zib e R T

SHFBVENEA: MR REHIES, CT {E<40 GEISERT PCR {CRMIRE)

X “BEA” 8 GSTP1 4R: XTREEFER, CT {H<40 GEIEE
i PCR {SCRME)

RMIPIAMRE R RIRIE K T4 (PCR HE>80%)

R2:0.99, 7EbFAERZE - 4 MEXHEEE &

FEMES TS RO =4E— PSR

AR IR (GREIEL) JUARAME

EWRSEREN, BATRIEFE L E RSN R (GSTP1 MAEhE
AEED KN, #MmaERAN: (GSTP1 ¥ N$y B -HshZEAYE N
X 1000, VEHEESEMEARLLE (BFEEETRD. EdFAr 4R AT
ERPEMLEERRFERULE. T 142 MEERDHE e atE RRT5 IR
HIALR, 3T GSTP1 HELVh 10, BAET 87%HIRBIE 100%HHFRM .
ER TR, B4 fItb R AR EE— S e AR EALRES .

&R NG 55 FEAE X 1000
(mGSTP1) B-EhEH)
FAEALE) GSTP1 >) >) >10
AREPHALR GSTPI {EEME >200 <10
KIFEH) <2 <200

FIVEBARN SR, TRREILE, PR R IRy AMELLEN
MAEIRIBH (Bltn, fHE. B7THE. DHm2ENR IR,

LHEG 6 Hetniiy (FEHD

TRIBSEHED) 1 PTdvER LA T4 &4 Scorpion iR7: GSTP1 #R&E4F0 RAR
B 2. GSTP1 #1 APC, LAK GSTP1 F1 PTGS2. B I ERIZIT 50 NMTEMRA. (B
IEH%. RYBEAE., ATFIRE RIASIRRASEESR, RELHER 2, HEFHK

19
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EYWEANZ I PCR. AT RIUVHNISEER:

S Seq. ID No. RYE KR
GSTP1+RAR B 2 90% 100%
GSTP1+APC 96.2% 929
GSTP1+PTGS2 96.2 100

20
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). 21F &

<110> VENER, Tatiana
MEHROTRA, Jyoti
VARDE, Shobha
MAZUMDER, Abhijit
BADEN, Jon
BACKUS, John

<120> REIZEEFEML
<130> VDXS5027USNP

<140> 60/717790
<i41> 2005-09-15

<160> 66
<170> Patentln version 3.3

<210> 1
211> 46
<212> DNA
<213> AIF%

<220>
<223> GSTP1 Scorpion

<220>

<221> {EimERE
<222> (23)..(23)
<223> -BHQ-HEG-

<220>

<221> BIHEE
<222> (23)..(23)
<223> -BHQ (Black Hole % X #) -HEG (N H®¥) -

<400> 1
ccccgaacgt cgaccgceteg gggcgattic ggggeattita gggcgt

21

46



200610143178. 7

i

B F19/730

<210>
211>
<212>
<213>

<220>
<223>

<400>

2
21
DNA

ATLF5

GSTP1 Scorpion & X 51

2

aaaatcccge gaactcccge ©

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

3

46

DNA
ALFH

GSTP1 Scorpion

PR S
23)..23)
-BHQ-HEG-

3

cccgaacgtc gaccgettic gggcgatiic ggggatttta gggegt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

4
21

DNA
yan; 27

GSTPI Scorpion & X3|¥)

4

aaaatcccge gaactccege ¢

<210>
<211>

5
44

22

46

21

21
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<212> DNA
213> ATLRAF?

<220>
<223> GSTPI Scorpion

<220>
<221> BiEREE
<222> (22).(22)
<223> -BHQ-HEG-

<400> 5
cggegggagt tegegggegce cgactaaate acgacgecga coge

<210> 6
<211> 22
<212> DNA
<213> AR5

<220>
<223> GSTP1 Scorpion & 3%

<400> 6
cggttagttg cgeggcegatt tc

<210> 7
211> 41
<212> DNA
<213> AIRF)

<220>
<223> GSTPI Scorpion

<220>

<221> BHE
<222> (19).(19)
<223> -BHQ-HEG-

<220>
<221> BiEE

23

44

22
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<222>
<223>

<400>

<210>
<211>
<212>
<213>

<220>
<223>

<400>

(25)..25)
-BHQ-HEG-

7

cgggagticg cgggtcccga ctaaatcacg acgecgaceg ©

8
22

DNA
ALF3

GSTP1 Scorpion & X3|¥)

8

cggttagttg cgeggcegatt tc

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

9

50

DNA
AIFF5)

GSTPI1 Scorpion

B iEE
@7..27
-BHQ-HEG-

9

gtggtigatg titggegtat caaccacaat cccacaaact cccaccaacc

<210>
<211>
<212>
<213>

<220>
<223>

10

27

DNA
A3

GSTPI Scorpion & X 3|#)

24

50

41

22
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B 5E22/73 1

<400>

10

gtggtgattt tggggatitt agggtgt

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

accccagtgg ttpatgtttg gggtaatcce acaaactcce accaace

<210>
<211>
<212>
<213>

<220>
<223>

<400>

)|
47

DNA
ALIF5

GSTP1 Scorpion

B AR A
(24).(24)
-BHQ-HEG-

11

12
27

DNA
AIF5)

GSTP1 Scorpion

12

gtggtgattt tggggatitt agggtgt

<210>
<211>
<212>
<213>

<220>
<223>

13
56

DNA
AR5

GSTPI1 Scorpion

25

27

27
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<220>

<221> {BAERE
<222> (28)..(28)
<223> -BHQ-HEG-

<400> 13

ccccacaggt tggtgggagt tigtggggee caatactaaa tcacaacace aaccac

<210> 14

<211> 27

<212> DNA
213> AT

<220>
<223> GSTP1 Scorpion R X31¥

<400> 14
tggtiaghtg tgiggtgatt ttgggga

<210> 15
<211> 46
<212> DNA
<213> ALRF3

<220>
<223> GSTPI Scorpion

<220>

<221> BinRE
<222> (23).(23)
<223> -BHQ-HEG-

<400> 15

cccegaacgt cgaccgcteg gggegattic ggggatttta gggegt

<210> 16

<211> 21

<212> DNA
<213> ANIF3H

26

27

46
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<220>
<223> GSTPI Scorpion & X319

<400> 16
aaaatcccge gaactcccege ¢©

<210> 17

<211> 53

<212> DNA
<213> AIF5)

<220>
<223> GSTP1 Scorpion

<220>

<221> BinmE
<222> (30)..(30)
<223> -BHQ-HEG-

<400> 17
cgcacgecga acgtcgaccg caaacgtgeg cgatttcggg gattitaggg cgt

<210> 18

<211> 21

<212> DNA
<213> ATIRF3

<220>
<223> GSTPI Scorpion & X314

<400> 18
aaaatcccge gaacteccge ©

<210> 19

<211> 47

<212> DNA
<213> AIRF5

<220>
<223> GSTPI1 Scorpion

27

53

21

21



200610143178. 7

i

o %25/731

<220>
<221>
<222>
<223>

<400>

PTE
27).@27)
-BHQ-HEG-

19

cgcacggcega actccogecg acgtgegtgt ageggtegtc ggggttg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

22

DNA
ATIF3

GSTP1 Scorpion & X514

20

gccccaatac taaatcacga cg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

ccgacgeaca aaaaaacacc ctaaaatccg teggggtiag tigtgtggty atitt

<210>
<211>
<212>

21
55

DNA
AIF3)

GSTP1 Scorpion

B
(34).39
-BHQ-HEG-

21

22
20
DNA

28

47

22
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<213>

<220>

<223> GSTP! Scorpion & X51#

<400>

AILFF5)

22

cacaacacca accactcttc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

23

29

DNA
AIF5

GSTP1 Tagman 5|#)

23

cgtgatttag tattgggecg gageggsec

<210>
<211>
<212>
<213>

<220>
<223>

<400>

24

25

DNA
ATF3

GSTP1 Tagman 514

24

atccccgaaa aacgaaccge gegta

<210>
<211>
<212>
<213>

<220>
<223>

<400>

25

26

DNA
ALF5

GSTP1 Tagman %t

25

tcggaggtcg cgaggtttic gtigga

29

20

29

25

26
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<210> 26
<211> 48
<212> DNA
<213> AL

<220>
<223> RARB2 Scorpion

<220>

<221> EiHRE
<222> (28).(28)
<223> -BHQ-HEG-

<400> 26
geegecgtcg agaacgegag cgggeggcta cecocogacgat acccaaac

<210> 27
<211> 27
<212> DNA
<213> AILFH

<220>
<223> RARB?2 Scorpion & X314

<400> 27
gggattagaa ttitttatge gagttgt

<210> 28
<211> 47
<212> DNA
<213> AIFE3)

<220> |
<223> RARB2 Scorpion

<220>

<221> SRR
<222> (27)..(27)
<223> -BHQ-HEG-

30

48

27
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<400>

28

cggcaggatt gggatgtcga getgeegtac cccgacgata cccaaac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

29
27

DNA
A5

RARB2 Scorpion & 3|4

29

gggattagaa tittttatge gagtigt

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

30

49

DNA
ALF5

RASSFIA Scorpion

BiwE
(25)..25)
-BHQ-HEG-

30

geegeggttt cgttcggtte geggeceegt acticgetaa ctitaaacg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

31

18

DNA
ANILF3Y

RASSFIA Scorpion & X514

31

31

49

47

27
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gegttgaagt cggggttc

<210>
i <211>
<212>
<213>

<220>
b <223>

<220>
<221>
<222>
<223>

<400>

32
48

DNA
ATIF35)

TIMP3 Scorpion

BEE
(26)..(26)
-BHQ-HEG-

32

geggegagtt cgggttgtag cgecgeegec tetccaaaat taccgtac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

33

21

DNA
ATLFFI

TIMP3 Scorpion & X314

33

gegteggagg ttaaggttat t

<210>
<211>
<212>
<213>

<220>

<223>

<220>
<221>

34
44

DNA
27

APC Scorpion

& P a

32

48

18

21
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<222>
<223>

<400>

(25)..(25)
-BHQ-HEG-

34

geoggegegt thicgacggg Coggecgaac caaaacgetc coca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

35
25
DNA
ATLFH

APC Scorpion & X514

35

gtcggitacg tgegtttata tttag

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

36

44
DNA
AR5

MzHEA Scorpion

RULE
(22).Q22)
-BHQ-HEG-

36

gegeccaace geacaaggge gegggtatat tttcgagggg tacg

<210>
<211>
<212>
<213>

<220>
<223>

37

18
DNA
ALFFF)

WE & B Scorpion & X514}

33

44

25

44
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<400> 37
cgacccgeac tccgeaat

<210> 38
211> 52
<212> DNA
<213> ALF5I

<220>
<223> M3hEA Scorpion

<220>

<221> EinmEE
<222> (27).27)
<223> -BHQ-HEG-

<400> 38
ccgegeatca ccaccccaca Cgogegggga gtatataggt tggggaagit tg

<210> 39
211> 27
<212> DNA
<213> AIF3

<220>
<223> MEEB Scorpion X X3

<400> 39
aacacacaat aacaaacaca aattcac

<210> 40
<211> 50
<212> DNA
<213> AIRF%

<220>
<223> M3hER Scorpion

34

52

27

18
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<220>

<21> BHRE
<222> (2N.27
<223> -BHQ-HEG-

<400> 40
cecggetaaa cecaccatce agecggggsg agegtaght agitgtggtt

<210> 41
<211> 29
<212> DNA
<213> AR5

<220>
<223> M#HEA Scorpion X X5|¥

<400> 41
caaaacaaaa aaactaaatc tacacaacc

<210> 42
<211> 47
<212> DNA
<213> AIF%Y

<220>
<223> M\zhEE Scorpion

<220>

<221> BURE
<222> (26)..(26)
<223> -BHQ-HEG-

<400> 42
ccgeggaaca ticaactcaa CCgeggggag gaggaaggta ggtttit

<210> 43
211> 29
<212> DNA
<213> ALF%

35

50

47

29
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<220>
<223> MEHEB Scorpion K X51¥)

<400> 43
acatacaaca atcaataaca taaaaccac

<210> 44
<211> 47
<212> DNA
<213> ATIF%)

<220>
<223> PTGS2/COX2 Scorpion

<220>

<221> {BifmE
<222> (22)..(22)
<223> -.BHQ-HEG-

<400> 44
cacgeegecg tatctaggeg tggttigttt cgacgtgatt tittcga

<210> 45
<211> 21
<212> DNA
<213> ATIF%Y

<220>
<223> PTGS2/COX2 R X31¥)

<400> 45
gcaaaaaatc ccctcteecg ¢

<210> 46
<211> 45
<212> DNA
213> AIR%

<220>
<223> PTGS2/COX2 Scorpion

36

47

29

21
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| <220>
<221>
<222>
<223>

<400>

BAnRE
(22).(22)
-BHQ-HEG-

46

gecgegeaca aatttccgeg gegaattggt titcggaagce gtcg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

47
16
DNA

PNw: 27!

PTGS2/COX2 R X3

47

ccegaattce accgece

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

gEcggaacge acaaatticc gecgaatigg tittcggaag cgticg

<210>
<211>
<212>

48
46
DNA

ALF3

PTGS2/COX2 Scorpion

BinEE
(23)..(23)
-BHQ-HEG-

48

49
16
DNA

37

a5

46

16
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o S35/731

<213>

<220>
<223>

<400>

AIF3

PTGS2/COX2 R X 3|¥

49

cccgaattce accgee

<210>
211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

50
51

DNA
AIF5I

PTGS2/COX2 Scorpion

B A
(26)..(26)
-BHQ-HEG-

50

tgccgeegcee gtatctaatg geggceagtit gtitcgacgt gattttttcg a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

51

21

DNA
ATF3)

PTGS2/COX2 R X319

51

gcaaaaaatc cccteteccg ©

<210>
<211>
<212>
<213>

52
51
DNA

A3

38

51

16

21
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<220>
<223>

<220>
<221>
<222>
<223>

<400>

14-3-3 Scorpion

BAnRE
(26)..(26)
-BHQ-HEG-

52

cggecttege tettcgcaaa aggecgggta gtttttatga aaggegtegt g

<210>
<211>
<212>
<213>

<220>
<223>

<400>

53
18
DNA

AR5

14-3-3 R X319

53

ctaaccgccc accacgtt

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

aacaagagat caatatctag aataaatgga gatctgcaaa tcaacagaaa gtaggcagea

aagccaaaga aaatagccta aggeacagec actaaaagga acgtgatcat gtectitgea

gggacatggg tggagctgga agecgttage ctcagcaaac tcacacagga acagaaaacc

agcgagaccg catggtctca cttataagtg ggagctgaac aatgagaaca catggtcaca

54
4260
DNA
BA

misc_feature

51

18

>gi[341173|gb|M24485.1HUMGSTP1G B A (%X pHGST-pi)

BREH K S-¥ B8 pi (GSTP1) EE, T cds

54

39

60

120

180

240
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tggcggegat caacacacac tggtgeetgt tgageggggt getggggagg gagagtacca 300
ggaagaatag ctaagggata ctgggcttaa tacctgggtg atgggatgat ctgtacagca 360
aaccatcatg gcgcacacac ctatgtaaca aacctgcaca tcetgeacat gtaccccaga 420
acticaaata aaagttggac ggccaggegt ggtggctcac gectgtaate coagceacttt 4SQ
gggaagcega ggegtgeaga tcacctaagg tcaggagttc gagaccagee cggecaacat 540
ggtgaaacce cgtetctact aaaaatacaa aaatcagcca gatgtggeac geacctataa 600
ttccacctac tcgggaggct gaagcagaat tgettgaacc cgagaggegg aggttgeagt 660
gagcecgecga gatcgegeca ctgeactcea gectgggeca cagegtgaga ctacgtcata 720
aaataaaata aaataacaca aaataaaata aaataaaata aaataaaata aaataataaa 780
ataaaataaa ataaaataaa ataaaataaa ataaagcaat ticctttcct ctaageggcc 840
tccaccecte tecectgece tgtgaagegg gtgtgeaage tcegggateg cageggtctt 900
agggaatttc ccccegegat gteccggege gecagttege tgegeacact tegetgeggt 960
cctettcctg ctgtctgtit actccctagg cccogetggg gacctgggaa agagggaaag 1020
gettcceegg ccagetgege ggegacteeg gggactcecag ggegeeccte tgeggeegac 1080
geeegggety cageggecge cgggectgeg gecggeggga gtecgeggga cecteccagaa 1140
gageggeegg cgeogtgact cageactgge geggagegeg goegggaccac cettataagg 1200
ctcggaggcc gegaggectt cgetggagtt tegeegeege agtoticgee accagtgagt 1260
acgegeggee cgeteccegg ggatggggct cagagetece ageatgggge caacccgeag 1320
catcaggccc gggceteecgg cagggcetect cgeceaccte gagacccggg acgggggeet 1380
aggggaccca ggacgtecce agtgeogtta geggetitca gggggeecgg agegectegg 1440

ggagggalgg gaccccgggg geagggagee ggggcagget gegetcaceg cgeettggea 1500

tectceeceeg ggetccagcea aacttttett tgttegetge agtgeegeee tacaccgtgg 1560

40
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tctatttcce agttcgaggt aggageatgt gtctggeagg gaagggagec agggectggg 1620
getgeagece acageccctc geccacccgg agagatcega aceeccttat cectecgteg 1680
tgtggcttit accecgggee tectteetgt teceecgecte teccgecatg cotgetcecee 1740
gecccagtgt tgtgtgaaat cttcggagga acctgtttac ctgttcecte cetgeactce 1800
tgacccctee cogggttget gegaggegga gteggecegg teeccacate togtacttet 1860
cceteceege aggecgetge geggeecotge goatgetget ggeagatcag ggecagaget 1920
ggaaggagea ggtggtgace gtggagacgt ggeaggagge ctcactcaaa geotectgeg 1980
taagtgacca tgccecgggca aggggageeg gigetgggcec ttagggggct gtgactagga 2040
tcgggggacg cccaagctca gtgeecctce ctgagecatg cetecceccaa cagetatacg 2100
ggcagctcee caagticcag gacggagacc tcaccctgta ccagtecaat accatcetge 2160
gtcacciggg ccgcaccett ggigagictt gaacctccaa gtccagggea ggeatgggca 2220
agectetgee cocggagecc ttitgtttaa atcagetgec ccgeagecct ctggagtgga 2280
ggaaactgag acccactgag gttacgtagt ttgcccaagg tcaagecetgg gtgectgcaa 2340
tecttgeect gtggcaggct gecteccagg tgtecaggtga getetgagea cetgetgtgt 2400
ggcagtctet catccttcca cgeacatect cticecctee tcccaggetg gggetcacag 2460
acagcececct ggttggecca tceccagtga cigtgtgttg atcaggegcec cagtcacgeg 2520
gecetgeteee cteccacccaa ccccagggcet ctatgggaag gaccageagg aggeagecet 2580
ggtggacatg gtgaatgacg gegtggagga cctcegetge aaatacatct cectcatcta 2640
caccaactat gtgagcatct gcaccagggt tgggeactgg gggctgaaca aagaaagggg 2700
ctictigtge cctcacceec cttaceectc aggtggcettg ggetgacecc ticttgggtc 2760
agggtgcage ggcetgggtca getctggece aggggeccag gggectggga caagacacaa 2820

cctgeaccct tattgeetgg gacatcaace ageccaagtaa cgggtcatgg gggegagtge 2880

41
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aaggacagag acctccagca actggtggtt tctgatctce tggggtggeg agggeticet 2940
ggagtagcca gaggtlggagg aggatttgtc gecagtttct ggatggaggt getggeactt 3000
ttagctgagg aaaatatgca gacacagagc acatttgggg acctgggacc agttcagcag 3060
aggeagegtg tgtgegegtg cgtgtgegtg tgtgtgegtg tgtetgtgta cgettgeatt 3120
tgtgtcgggt gggtaaggag atagagatgg gegggeagta ggeccaggte ccgaaggect 3180
tgaacccact ggtitggagt ctcctaaggg caatgggggc cattgagaag tctgaacagg 3240
getgtgtetg aatgtgaget ctagaaggat cctccagaga agecagcetct aaagetittg 3300
caatcatctg gtgagagaac ccagcaagga tggacaggca gaatggaata gagatgagit 3360
ggcagetgaa gtggacagga titggtacta geotggtigt ggggageaag cagaggagaa 3420
tctgggactc tggtgtetgg cetggggceag acggggglgt cteagggect gggagggatg 3480
agagtaggat gatacatggt ggtgtctgge aggaggeggg caaggatgac tatgtgaagg 3540
cacigcccgg gcaactgaag ccttttgaga ccetgetgtc ccagaaccag ggaggeaaga 3600
ccttcattgt gggagaccag gtgagceatct ggecccatge tgttcctice tcgecacect 3660
ctgcticcag atggacacag gigtgagcca tttgtttage aaagcagage agacctaggg 3720
gatgggctta ggcectetge coccaattee tecagectge teccgetgge tgagtcecta 3780
geccceetge cetgeagate tecttcgetg actacaacct getggacttg ctgetgatce 3840
atgaggtcct ageccctgge tgectggatg cgttceecct getctcagcea tatgtgggee 3900
gectcagtge ccggeccaag cteaaggect tectggecte cectgagtac gtgaacctee 3960
ccatcaatgg caacgggaaa cagtgagggt tgggggeact ctgagcggga ggcagagtit 4020
gecticctit ctccaggace aataaaattt ctaagagagce tactatgagc actgtgtttc 4080

ctgggacggg gettaggggt tetcagecte gaggtcggtg ggagggcaga geagaggact 4140

agaaaacagc tcctccagca caglcagtgg cttcetggag cectcagect ggetgtgtit 4200

42



200610143178. 7 o P 3E40/73W

actgaaccic acaaactaga agaggaagaa aaanaaagag agagagaaac aaagagaaat 4260

<210> 55

<211> 2011
<212> DNA
<213> #A

<220>
<221> misc_feature

<223> B-IzsEA

>gi|28337|emb|Y00474.1JHSACTBPR A2 B-MzhEAEE S-WREK,
CpG B 1656 X 1955

<400> 55
gagctctgtc tettggecag ctgaatggag geccagegge aacacaggtc ctgeetgggg 60

atcaggtctg ctetgeaccce caccttgetg cotggageeg cccacctgac aacctctcat 120
ccctgetetg tagatccggt cecateccca ctgeccacce caccecccca geactccace 180
cagttcaacg ttccacgaac ceccagaacc agecctcatc aacaggcage aagaagggcc 240
ccecgeecat cgecoccacaa cgecagecgg gitgaactgta gegttggeag gicetgagge 300
agctgaaaga tacaaggcca gggacaggac agtcccatce ccaggaggea gggagtatac 360
aggetgggga agtitgeect tgegtggegt ggtgatggag gaggcetcage aagtcttctg 420
gactgtgaac ctgtgictge cactgtgtge tgggtggtgg tcatctttce caccaggetg 480
tggectetge aaccttcaag ggaggageag gteccattgg ctgagceacag cettgtacgt 540
gaactgaaca agcagcctcc ttcetggeca caggttccat gtecttatat ggactcatct 600
ttgcctattg cgacacacac tcaatgaaca cctactacge getgcaaaga gecccgeagg 660
cctgaggtge cccocacctea ccactctice tatttitgtg taaaaatcca gottettgic 720

accacctcca aggaggggga ggaggaggaa ggcaggtice tctaggetga gecgaatgee 780
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cctetgtggt cccacgecac tgatcgetge atgeccacca cotgggtaca cacagictgt 840
gaticccgga gecagaacgga ccetgeccac ccggtettgt gtgctactca gtggacagac 900
ccaaggcaag aaagggtgac aaggacaggg tcttcccagg ctggetitga gttcctagca - 960
ccgeccegece cecaateete tgtggeacat ggagtettgg tccccagagt cceccagegg 1020
cctccagatg gteigggagg goagticagc tgtggetgcg catageagac atacaacgga 1080
cggtgggece agacccagge tgtgtagace cageceecce geccegeagt gectaggteca 1140
cccactaacg ccccaggect ggtcttgget gggogtgact gttacectca aaagcaggea 1200
getccagggt aaaaggtgec ctgecctgta gageecactt ccttcecagg getgeggetg 1260
getaggtitg tagecttcat cacgggecac ctccagecac tggacegetg geceetgeee 1320
tgtcctgggg agtgtggtee tgcgactcta atggecgeaa gecacctgac tececcaaca 1380
ccacactcta cctctcaage ccaggtetct cectagtgac ccacccagea catttageta 1440
getgagecce acagecagag gtectcagge cotgetttca gggeagttge tetgaagtecg 1500
gcaaggggga gtgactgect ggecactcea tgecctccaa gagetectte tgcaggageg 1560
tacagaaccc agggccctgg cacccgtgea gaccetggece caccecacct gggegetcag 1620
tgcccaagag atgtccacac ctaggatgtc ccgeggtggg tgggggecce gagagacggg 1680
caggcegggg geaggectgg ccatgegggg cogaaccggg cactgeccag cgtggggege 1740
gggggccacg gCECYCLYLCC ccageceecg ggcccageac cccaaggegg ccaacgecaa 1800
aactcteect ceteotette cteaatcteg ctetogetet ttitttitt cgcaaaagga 1860
ggggagaggg ggtaaaaaaa tgetgeactg teggegaage cggtgagtga geggegeggg 1920
gecaatcgeg tgegeegtic cgaaagitge ctittatgge togageggece geggeggege 1980

cctataaaac ccagcggege gacgegecac ¢ 2011

<210> 56
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<211> 1792
<212> DNA
<213> A

<220>

<221> misc_feature

<223> >gi|S016088jrefINM_001101.2] % AMZE S, B (ACTB),
mRNA

<400> 56
cgegtecgee cocgegageac agagectegc ctitgeegat cegecgeecg tecacaceeg 60

ccgecagete accatggatg atgatatcge cgegetegte glcgacaacg getceggceat 120
gtgcaaggcec ggottcgegg gegacgatge ceecegggec gietteocct ceategtggg 180
gegeeccagg caccagggcg tgatggtggg catgggtcag aaggattect atgtgggcga 240
cgaggeccag ageaagagag geatcctcac cotgaagtac cccatcgage acggeategt 300
caccaactgg gacgacatgg agaaaatctg gcaccacacc tictacaatg agctgegtgt 360
ggetceccgag gageaccecg tgetgetgac cgaggeccee ctgaacccca aggecaaceg 420
cgagaagatg acccagatca tgtttgagac cttcaacacc ccagccatgt acgttgotat 480
ccaggcetgtg ctatccetgt acgectetgg cegtaccact ggeatcgtga tggacteegg 540
tgacggggtc acccacactg tgeccatcta cgaggggtat gecctecece atgecatect 600
gegtetggac ctggetggee gggacctgac tgactaccte atgaagatec tcaccgageg 660
cggctacagc ttcaccacca cggecgageg ggaaategtg cgtgacatta aggagaagct 720
gtgetacgte geectggact tcgagecaaga gatggecacg getgeticea getecteect 780
ggagaagage tacgagetge ctgacggeca ggteatcacc attggeaatg ageggttceg 840
ctgeectgag geactetice agectteett cetgggeatg gagtectgtg geatccacga 900
aactaccttc aactccatca tgaagtgtga cgtggacatc cgcaaagacc tgtacgcecaa 960

cacagtgctg tctggeggcea ccaccatgta cectggeatt gecgacagga tgcagaagga 1020
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gatcactgce ctggeaccca geacaatgaa gatcaagatc attgetecte ctgagegcaa 1080
gtactccgtg tggatcggeg getccatect ggeotegetg tecacctice ageagatgtg 1140
gatcagcaag caggagtatg acgagtccgg ccectecate giccaccgea aatgettcta 1200
ggeggactat gacttagttg cgttacaccc tttcttgaca aaacctaact tgcgcagaaa 1260
acaagatgag attggcatgg ctitatttgt tttttttgtt ttgttttggt ettt 1320

tttttggett gactcaggat ttaaaaactg gaacggtgaa ggtgacagea gieggttgga 1380
gegageatce cccaaagtic acaatgtgge cgaggacttt gattgeacat tgtigttttt 1440
ttaatagtca ttccaaatat gagatgcatt gttacaggaa gtcccttgee atcctaaaag 1500
ccaccccact tctctctaag gagaatggee cagtectete ccaagtccac acaggggagg 1560
tgatagcatt getttcgtgt aaattatgta atgcaaaatt tttttaatct tcgecttaat 1620
acttttttat titgttttat (ttgaatgat gagccticgt gececcceett ceeccttttt 1680
gtcecccaac ttgagatgta tgaaggctit tggtetecct gggagtgggt ggaggcagee 1740
agggcttacc tgtacactga ctigagacca gttgaataaa agtgcacacc tt 1792
<210> 57

<211> 2762

<212> DNA
<213> #BA

<220>
<221> misc_feature
<223> RARB2

>gi|14916495jrefINM_016152.2| 58 A\ ¥ 3%
%1%, B (RARB), ¥F&¥F4k 2, mRNA

<400> 57
gtgacagaag tagtaggaag tgagctgtic agaggcagga gggtctattc titgccaaag 60

46



200610143178. 7 oo 1 E44/73W

gggeggaccag aaticcccat gegagcetgtt tgaggactgg gatgecgaga acgegagega 120
tccgagcagg gtttgtctgg geaccgtcgg ggtaggatce ggaacgcatt cggaaggctt 180
tttgcaagea tttactigga aggagaactt gggatctttc tgggaaccce cegeecegge 240
tggattggcc gagcaagect ggaaaatgea attgaaacac agagceaccag ctctgaggaa 300
ctegtcccaa geececcate tecacttect cocectegag tgtacaaace cigettegte 360
tgccaggaca aatcatcagg gtaccactat ggggtcageg cetgtgagge atgtaaggge 420
tttticcgea gaagtatica gaagaatatg atttacactt gtcaccgaga taagaactgt 480
gitattaata aagtcaccag gaatcgatgc caatactgtc gactccagaa gtgctttgaa 540
gtgggaatgt ccaaagaatc tgtcaggaat gacaggaaca agaaaaagaa ggagacttcg 600
aagcaagaat gcacagagag ctatgaaatg acagctgagt tggacgatct cacagagaag 660
atccgaaaag ctcaccagga aactttccct tcactetgec agetgggtaa atacaccacg 720
aattccagtg ctgaccatcg agtccgactg gacctgggec tctgggacaa aticagtgaa 780
ctggccacca agtgcattat taagatcgtg gagtitgeta aacgtctgec tggtttcact 840
ggcttgacca tcgcagacca aattacectg ctgaaggccg cetgectgga catcetgatt 900
cttagaattt gcaccaggta taccccagaa caagacacca tgactttctc agacggectt 960
accctaaatc gaactcagat gecacaatget ggattiggte ctctgactga cctigtgttc 1020
acctttgcea accagetcct gectitggaa atggatgaca cagaaacagg cettctcagt 1080
gecatctget taatcigtgg agaccgccag gaccttgagg aaccgacaaa agtagataag 1140
ctacaagaac cattgctgga agcactaaaa atitatatca gaaaaagacg acccagcaag 1200
cctcacatgt ttccaaagat cttaatgaaa atcacagatc tccgtageat cagtgetaaa 1260
ggtgcagage gtgtaattac ctigaaaatg gaaattcctg gatcaatgec acctctcatt 1320

caagaaatgc tggagaatic tgaaggacat gaacccttga ccccaagttc aagtgggaac 1380
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acagcagagc acagtcctag catctcaccc agctcagtgg aaaacagtgg ggtcagtcag 1440
tcaccactcg tgcaataaga cattttctag ctacttcaaa cattccccag taccttcagt 1500
tccaggattt aaaatgcaag aaaaaacatt tttactgctg cttagttitt ggactgaaaa 1560
gatattaaaa ctcaagaagg accaagaagt tttcatatgt atcaatatat atactcctca 1620
ctgtgtaact tacctagaaa tacaaacttt tccaattita aaaaatcage catttcatge 1680
aaccagaaac tagttaaaag ctictatttt cctctttgaa cactcaagat gcatggcaaa 1740
gacccagtca aaatgattta cccotggtta agttictgaa gactttgtac atacagaagt 1800
atggctctgt tctitctata ctgtatgtit ggtgetttce tttgtettg catactcaaa 1860
ataaccatga caccaaggtt atgaaataga ctactgtaca cgtctaccta ggttcaaaaa 1920
gataactgtc ttgetttcat ggaatagtca agacatcaag gtaaggaaac aggactattg 1980
acaggactat tgtacagtat gacaagataa ggctgaagat attctacttt agttagtatg 2040
gaagcttgtc titgctctit ctgatgetct caaactgcat ctittatttc atgttgeccca 2100
gtaaaagtat acaaattccc tgcactagea gaagagaatt ctgtatcagt gtaactgeca 2160
gttcagttaa tcaaatgtca tttgticaat tgttaatgtc actttaaatt aaaagtggtt 2220
tattactigt ttaatgacat aactacacag ttagttaaaa aaaatttitt tacagtaatg 2280
atagcctcca aggcagaaac actttcagt gttaagtttt tgtttacttg ttcacaagec 2340
attagggaaa tttcatggga taattagcag getggtctac cactggacca tgtaactcta 2400
gtgicettce tgattcatge ctgatattgg gatttttttc cageecttct tgatgeccaag 2460
ggctaattat attacatccc aaagaaacag gcatagaatc tgeetecttt gacctigtic 2520
aatcactatg aagcagagtg aaagctgtgg tagagiggtt aacagataca agtgtcagit 2580
tcttagttct catttaagca ctactggaat tttttttitt gatatattag caagtctgtg 2640

atgtactttc actggctctg tttgtacatt gagattgftt gittaacaat getttctatg 2700
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ttcatatact gtttaccttt ttccatggac tetcctggea aagaataaaa tatatttatt 2760

" 2762
<210> 58

<211> 5487

<212> DNA
<213> /A

<220>

<221> misc_feature

<223> TIMP3
>gi[21536431jrefNM_000362.3| B AAHNEREAM
3 IR (Sorsby fundus BEFFRAR, BAM)
(TIMP3), mRNA

<400> 58
tctgtcgact tgccccagag ctgatecttg tetttgteca cttctcageg aggatggeac 60

ttcagggagc ccttcoctta ctatcgcaga gagagceagge cctccccagt catgtccaac 120
ccagaactct gttttgtttt cttcatagee ctagcatcac agaaaatcac cotgtgeatt 180
catggatgtc cacgggggca agggctttgt gttgcttaac ccagcatcct gaaccgtgtt 240
tgitgaatga atacagaacc ccgtttgctc tgggagagca cagaaaacag tcttctatca 300
tatatcatag ccagctgcaa acagcagatg gettcccata tcccagagag taagaaccag 360
agagagagag aaagagagag agtttgggtc tttctcctet gtgectgete tetccagaga 420
aactggaggg gtagcagtta geattcccee getggticca ccaagcacag tcaaggtcte 480
taggacatgg ccacccctea cetgtggaag cggtectget ggggtggete ggtgttagtt 540
ggtictggtt tgggtcagag acacccaglg geccaggtgg goglggggcc agggcegeaga 600
cgagaagggg cacgaggget ccgetcegag gacccagegg caageaccgg tcccgggcge 660

geeccagece acceactcge gtgeccacgg cggcattatt ccctataagg atctgaacga 720
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fCCEERLLECE BCCCCECCCT gitacceclt gecocceggee cogeecectt titggagggc 780

cgatgaggta atgeggcetet gecattggtc tgagggegce gececccaaca geccgagecg 840

ggglceccgg gggeccageg ctatatcact cggecgecca ggeageggcy cagageggge 900

agcaggcagg cggegggege tcagacgget tetecteete cietigetee tocagetect 960
getecticge cgggaggecg cccgeegagt cetgegecag cgecgaggea geetegetge 1020
geeccatcee gtecegeegg goactcggag ggeagegege cggaggecaa ggttgeeceg 1080
cacggeeegg cgggegageg agetcgggct geageageee cgeeggegge gegeacggea 1140
actttggaga ggcgageage agecccggea goggeggeag cageggeaat gaceeettgg 1200
ctcgggctca tegtgetect gggeagetgg ageetgggeg actggggege cgaggegige 1260
acatgctcge ccagecacce ccaggacgee ttctgecaact cegacatcgt gatcegggee 1320
aaggtggteg ggaagaagcet ggtaaaggag gggcccticg gecacgetggt ctacaccatc 1380
aagcagatga agatgtaccg aggcttcacc aagatgccce atgtgcagta catccacacg 1440
gaagcticcg agagtetctg tggecttaag ctggaggtca acaagtacca gtacctgetg 1500
acaggtcgeg tctatgatgg caagatgtac acggggetgt geaacttegt ggagaggtgg 1560
gaccagctca ccctetccea gegeaagggg ctgaactate ggtatcacct gggttgtaac 1620
tgcaagatca agtcctgeta ctacctgect tgettigiga cticcaagaa cgagtgtete 1680
tggaccgaca tgctetccaa tttcggttac cctggetace agtccaaaca ctacgectge 1740
atccggcaga agggeggeta ctgcagetgg taccgaggat gggeecccee ggataaaage 1800
atcatcaatg ccacagaccce ctgagcgcca gaccetgece caccteactt cocteecttc 1860
ccgctgagct teecttggac actaactctt cccagatgat gacaatgaaa ttagtgectg 1920
tttictigca aatttagcac ttggaacatt taaagaaagg tctatgetgt catatggggt 1980

ttattgggaa ctatcctect ggeeccacce tgeecctict ttttggtttt gacatcattc 2040
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atttccacct gggaatttct ggtgccatge cagaaagaat gaggaaccig tattectctt 2100
cttcgtgata atataatctc tattititta ggaaaacaaa aatgaaaaac tactccattt 2160
gaggattgta attcccacce ctettgette ttecccacet caccatcetec cagacectet 2220
tceetttgec ctctectec aatacataaa ggacacagac aaggaacttg ctgaaaggee 2280
aaccatttca ggatcagica aaggcagcaa geagatagac tcaaggtgtg tgaaagatgt 2340
tatacaccag gagctgecac tgeatgtcce aaccagactg tgtetgtetg tgtctgeatg 2400
taagagtgag ggagggaagg aaggaactac aagagagtcg gagatgatge agcacacaca 2460
caattcccca geccagtgat gettgtgttg accagatgtt cotgagtctg gagcaageac 2520
ccaggccaga ataacagage titcttagtt ggtgaagact taaacatctg cctgaggica 2580
ggaggcaatt tgcctgectt gtacaaaage tcaggtgaaa gactgagatg aatgtcttic 2640
ctetecetge cteccaccag acttcctect ggaaaacget ttggtagatt tggecaggag 2700
ctitctttta tgtaaattgg ataaatacac acaccataca ctatccacag atatagccaa 2760
gtagatttgg gtagaggata ctatttccag aatagtgttt agctcaccta gggggatatg 2820
tttgtataca catttgcata tacccacatg gggacataag ctaatttttt tacaggacac . 2880
agaattctgt tcaatgctgt taaatatgec aatagtttaa tctcttcta; ttgttgtcg 2940
ttgcttgitt gaagaaaatc atgacaticc aagttgacat titttttca tittaattaa 3000
aatttgaaat tctgaacacc gtcagcaccce tctcttcect atcatgggte atctgaccee 3060
tgtcegtote cttgtecctg citcatgtit gggggocttt ctttaactge cttcetgget 3120
tagctcagat ggcagatgag agtgtagtca agggectggg cacaggaggg agagetgcag 3180
agtgtcctge ctgecttgge tggagggaca cetctectgg gtgtggagac agettggttc 3240
cctitcecta getecctggt gggtgaatge cacetectga gatccteacc tettggaatt 3300

aaaaligttg gtcactggeg aaagcctgag titgcaacca gitgtagggt ttcigttgtg 3360
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tuuttttete titttitgaa ataaaactat aatataaatt ctcctattaa ataaaattat 3420

{ttaagtitt agtgtcaaaa gtgagatgct gagagtaggt gataatgtat attttacaga 3480
gtgggggettg geaggatggt gacattgaac atgattgete totgtctett tittcagett 3540
atgggtatit atcttctatt agtatttgta tcttcagtic attccacttt aggaaacaga 3600
getgecaatt gaaacagaag aagaaaaaaa aaaaaagcag cagacaacac actgtagagt 3660
cttgcacaca cacaagtgec caggeaaggt gettggeaga accgeagagt gggaagagag 3720
taccggcatc gggtttcett gggatcaatt tcattaccgt gtacctttce cattgtggte 3780
atgccatttg gcagggggag aatgggagge ttggecttct ttgigaggea gtgtgagecag 3840
aagctgatgc cagcatgtca ctggttttga agggatgagc ccagactiga tgtittggga 3900
ttgtccttat tttaacctca aggtctcgcea tggtggggcce cetgaccaac ctacacaagt 3960
tccetcccac aagiggacat cagtgtette tetgtgagge atctggecat tcgeactcee 4020
tggtgtggte agectctctc acacaaggag gaacttgggt gaaggetgag tgtgaggcac 4080
ctgaagtttc cctgeggagt cgataaatta gcagaaccac atccccatct gttaggectt 4140
ggtgaggagg ccctgggcaa agaagggtct ticgcaaage gatgtcagag ggeggtittg 4200
agctttctat aagctatagc titgtttatt tcacccgtic acttactgta taatttaaaa 4260
tcatttatgt agctgagaca ctictgtatt tcaatcatat catgaacatt ttattttget 4320
aaatctigtg tcatgtgtag gctgtaatat gtgtacattg tgtttaagag aaaaatgaaa 4380
cccacatgece gecatttice tgaatcaaat tetgcagtgg aatggagagg aaaatacttc 4440
taggcaagca gotagactgg tgaattggeg gaaatagaag gaactagtaa ctgagactcc 4500
tccagectec tecctattgg aatcccaatg gotcctggag taggaaaaaa gtttaaacta 4560
cattcatgtt cttgttctgt gtcactcgge cctgggtagt ctaccattta cticacccca 4620

agtcctgetg cccatccagt tgggaageca tgattttcct aagaatccag ggecatggga 4680
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gatacaattc caagtictcg cticctcctt tgggeatcte ttetgectee caatcaagga 4740
agctccatge tcaggetcte agetctcggg ccagtgetct getctgteea gggtaggtaa 4800
tactgggaga ctcetgtctt ttacccteee ctegttccag acctgectea tggtggecaac 4860
atggttcttg aacaattaaa gaaacaaatg actttttgga atagccctgt ctagggcaaa 4920
ctgtggeece caggagacac tacccttcca tgecccagac ctetgtettg catgtgacaa 4980
ttgacaatct ggactacccc aagatggceac ccaagtgttt ggettctgge tacctaaggt 5040
taacatgtca ctagagtatt tttatgagag acaaacatta taaaaatctg atggcaaaag 5100
caaaacaaaa tggaaagtag gggaggtgga tgtgacaaca acttccaaat tggetetttg 5160
gaggcgagag gaaggggaga acttggagaa tagttittge titgggggta gaggettett 5220
agattctcce agcatccgec titcocttta gecagtetge tgtectgaaa cccagaagtg 5280
atggagagaa accaacaaga gatctcgaac cctgtctaga aggaatgtat ttgttgetaa 5340
atttcgtagc actgtitaca gttttcctce atgttatita tgaattttat attccgtgaa 5400
tgtatattgt ctigtaatgt tgcataatgt tcacttttta tagtgtgtec tttattctaa 5460
acagtaaagt ggttttattt ctatcac 5487
<210> $9

<211> 866

<212> DNA
<213> #A

<220>
<221> misc_feature
<223> APC

>gi|551463|gb|U02509.1jHSU02509 A KIRBRERAN
(APC) R, BZIFF5I

<220>
<221> misc_feature
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<222> (315)..(315)
<223> nfa, c, g EHt
<400> 59
acttatatat ctgacagttg atttgtcctc acctctaaat tggaatttaa geatcacctg 60
gttcgattta atgcaatgta gaatttgcat taaaatacta cattaaagcc tcagatttgt 120
agtagctaac agcacttcta tgtatgtgtc agggactget ctaaatactt catatatatt 180
aactcctcta ttctgtactt ctgttcccgt tttatacage aggaaattga aacactgaga 240
ggttaagtaa ctaaagttac agagctagag tgacaggagt aaagcticaa ctcaggcaac 300
ccagacgtcc agagntctga tetccactac taagetgeta geatagettt tetggtaact 360
atttttaatt caatataatt cgaatgatct atctaacaag tcatcactct gacaactcag 420
tgacttgtaa tgtaaaatta ttcattgtaa ttcacttaat attattgtit ctctgtgetg 480
caaaaatcat agcaatcgag atgtaattta ttactctcec tcccacctee ggeatcettgt 540
getaatcectt ctgecctgeg gacetecece gactetttac tatgegtgte aactgecate 600
aacttccttg cttgetgggg actggggecg tgagggcata cccccgaggg gtacgggget 660
agggctagge aggetgtgeg gtigggegeg geectgtgee cecactgegga gtgegggteg 720
ggaagcggag agagaagcag ctgtgtaatc cgetggatge ggaccaggge getcoccatt 780
ccegteggga geeegecgat tggetgggtg tgggegeacg tgaccgacat gtggetgtat 840
tggtgcagee cgecagggtg tcactg 866

<210> 60

<211> 10386
<212> DNA
213> A

<220>
<221> misc_feature A
<223> >gi|21626462lref[NM_000038.2| B ARBEEHER
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(APC), mRNA
<220>
<221> misc_feature
<222> (9521)..(9521)
<223> nﬁa, C, g it

<400> 60
attgaggact cggaaatgag gtccaagggt agccaaggat ggctgcaget tcatatgatc 60

agttgttaaa gcaagttgag gecactgaaga tggagaactc aaatcttcga caagagctag 120
aagataattc caatcatctt acaaaactgg aaactgaggc atctaatatg aaggaagtac 180
ttaaacaact acaaggaagt attgaagatg aagctatggc tictictgga cagattgatt 240
tattagagcg tcttaaagag cttaacttag atagcagtaa titccctgga gtaaaactge 300
ggtcaaaaat gtccctcegt tettatggaa gecgggaagg atctgtatca agecgttctg 360
gagagtgcag tcctgttcet atgggticat ttccaagaag agggtttgta aatggaagea 420
gagaaagtac tggatatita gaagaacttg agaaagagag gtcattgctt ctigctgatc 480
tigacaaaga agaaaaggaa aaagactggt attacgctca acttcagaat ctcactaaaa 540
gaatagatag tcticcttta actgaaaatt tttccttaca aacagatatg accagaagge 600
aattggaata tgaagcaagg caaatcagag ttgcgatgga agaacaacta ggtacctgec 660
aggatatgga aaaacgagca cagcgaagaa tagccagaat tcagcaaatc gaaaaggaca 720
tacttcgtat acgacagctt ttacagtccc aagcaacaga agcagagagg tcatctcaga 780
acaagcatga aaccggctca catgatgetg agoeggcagaa tgaaggtcaa ggagtgggag 840
aaatcaacat ggcaacttct ggtaatggtc agggttcaac tacacgaatg gaccatgaaa 900
cagccagtgt tttgagttct agtagcacac actctgcace tcgaaggetg acaagtcate 960
tgggaaccaa ggtggaaatg gtgtaticat tgttgtcaat gettggtact catgataagg 1020

atgatatgtc gcgaactttg ctagctatgt ctagctccca agacagcetgt atatccatge 1080
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gacagtctgg atgtcticet ctccteatee agettttaca tggeaatgac aaagactetg 1140
tattgttggg aaattcccgg ggcagtaaag aggotcggge cagggecagt geageactee 1200
acaacatcat tcactcacag cctgatgaca agagaggeag gegtgaaatc cgagtecttc 1260
atctittgga acagatacgc gcttactgtg aaacctgttg ggagtggeag gaagetcatg 1320
aaccaggcat ggaccaggac aaaaatccaa tgccagetee tgttgaacat cagatetgtc 1380
ctgotgtgtg tgttctaatg aaactticat tigatgaaga goatagacat geaatgaatg 1440
aactaggggg actacaggcc attgcagaat tattgcaagt ggactgtgaa atgtacgggc '1500
ttactaatga ccactacagt attacactaa gacgatatgc tggaatggct ttgacaaact 1560
tgacttttgg agatgtagcc aacaaggcta cgctatgetc tatgaaagge tgcatgagag 1620
cacttgtgge ccaactaaaa tctgaaagtg aagacttaca gcaggttatt geaagtgttt 1680
tgaggaattt gtctiggcga goagatgtaa atagtaaaaa gacgttgcga gaagttggaa 1740
gtgtgaaagc attgatggaa tgtgctitag aagttaaaaa ggaatcaacc ctcaaaageg 1800
tattgagtgc cttatggaat ttgtcagcac attgcactga gaataaagct gatatatgtg 1860
ctgtagatgg tgcacttgcea tttttggttg geactcttac ttaccggage cagacaaaca 1920
ctttagccat tattgaaagt ggaggtggga tattacggaa tgtgtccage ttgatagcta 1980
caaatgagga ccacaggcaa atcctaagag agaacaactg tctacaaact ttattacaac 2040
acttaaaatc tcatagtitg acaatagica gtaatgcatg tggaactttg tggaatctct 2100
cagcaagaaa tcctaaagac caggaagceat tatgggacat gggggcagtt agcatgetca 2160
agaacctcat tcaticaaag cacaaaatga tigctatggg aagtgetgea getttaagga 2220
atctcatggc aaataggcct gcgaagtaca aggatgecaa tattatgtct cctggetcaa 2280
gettgecatc tettcatgtt aggaaacaaa aagecctaga agcagaatta gatgetcage 2340

acttatcaga aacttttgac aatatagaca atttaagtcc caaggcatct catcgtagta 2400
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agcagagaca caagcaaagt ctctatggtg attatgtttt tgacaccaat cgacatgatg 2460
ataataggtc agacaatitt aatactggca acatgactgt ccittcacca tatttgaata 2520
ctacagtgtt acccagctce tcttcatcaa gaggaagett agatagttct cgttctgaaa 2580
aagatagaag tttggagaga gaacgcggaa tiggtctagg caactaccat ccagcaacag 2640
aaaatccagg aacttcttca aagcgaggtt tgecagatctc caccactgea geccagattg 2700
ccaaagtcat ggaagaagtg tcagccattc atacctctca ggaagacaga agtictgggt 2760
ctaccactga attacattgt gtgacagatg agagaaatge acttagaaga agctcigetg 2820
cccatacaca ttcaaacact tacaatttca ctaagtcgga aaattcaaat aggacatgtt 2880
ctatgcctta tgccaaatta gaatacaaga gatcticaaa tgatagttta aatagtgtca 2940
gtagtagtga tggttatggt agaagaggtc aaatgaaacc ctcgattgaa tectattctg 3000
aagatgatga aagtaagttt tgcagttatg gtcaataccc agccgaccta gcccataa'laa 3060
tacatagtgc aaatcatatg gatgataatg atggagaact agatacacca ataaattata 3120
gicttaaata ttcagatgag cagttgaact ctggaaggca aagtcctica cagaatgaaa 3180
gatgggcaag acccaaacac ataatagaag atgaaataaa acaaagtgag caaagacaat 3240
caaggaatca aagtacaact tatcctgttt atactgagag cactgatgat aaacacctca 3300
agttccaacc acattttgga cagcaggaat gtgtttctce atacaggtca cggggageca 3360
atggttcaga aacaaatcga gtgggticta atcatggaat taatcaaaat gtaagccagt 3420
cittgtgtca agaagatgac tatgaagatg ataagcctac caattatagt gaacgitact 3480
ctgaagaaga acagcatgaa gaagaagaga gaccaacaaa ttatagcata aaatataatg 3540
aagagaaacg tcatgtggat cagcctatig attatagitt aaaatatgce acagatatic 3600
cttcatcaca gaaacagtca ttttcatict caaagagtic atctggacaa agcagtaaaa 3660

ccgaacatat gtcttcaage agtgagaata cgtccacacc ttcatctaat gccaagagge 3720
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agaatcagct ccatccaagt tetgcacaga gtagaagtgg tcagectcaa aaggetgeca 3780
cttgcaaagt ttcttctatt aaccaagaaa caatacagac ttattgtgta gaagatactc 3840
caatatgttt ticaagatgt agttcattat catcittgtc atcagctgaa gatgaaatag 3900
gatgtaatca gacgacacag gaagcagatt ctgctaatac cctgcaaata gecagaaataa 3960
aagaaaagat tggaactagg tcagctgaag atcctgtgag cgaagticca geagtgtcac 4020
agcaccctag aaccaaatcc agcagactge agggtictag tttatcttca gaatcageca 4080
ggcacaaagc tgitgaattt tcttcaggag cgaaatctcc ctccaaaagt ggtgetcaga 4140
cacccaaaag tccacctgaa cacfatgttc aggagaccce actcatgtit agcagatgta 4200
cttctgtcag ttcactigat agttttgaga gtcgticgat tgccagcetee gttcagagtg 4260
aaccatgcag tggaatggta agiggcatta taagccccag tgatcttcca gatagecctg 4320
gacaaaccat gccaccaage agaagtaaaa cacctecace acctcctcaa acagetcaaa 4380
ccaagcgaga agtacctaaa aataaagcac ctactgctga aaagagagag agtggaccta 4440
agcaagctgce agtaaatgct geagttcaga gggtecaggt tettccagat getgatactt 4500
tattacattt tgccacggaa agtactccag atggattttc ttgttcatcc agectgagtg 4560
ctctgagect cgatgagcca titatacaga aagatgigga aftaagaata atgcctccag 4620
ttcaggaaaa tgacaatggg aatgaaacag aatcagagca gcctaaagaa tcaaatgaaa 4680
accaagagaa agaggcagaa aaaactattg atictgaaaa ggacctatta gatgattcag 4740

~ atgatgatga tattgaaata ctagaagaat gtattatttc tgccatgcca acaaagtcat 4800
cacgtaaagc aaaaaagcca geccagactg cticaaaatt acctccacct gtggeaagga 4860
aaccaagtca getgectgtg tacaaactic taccatcaca aaacaggttg caaccccaaa 4920
agcatgttag ttttacaccg ggggatgata tgccacgggt gtatigtgtt gaagggacac 4980

ctataaactt ttccacagct acatctctaa gtgatctaac aatcgaatce cctccaaatg 5040
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agttagctgce tggagaagga gttagaggag gagcacagtc aggtgaattt gaaaaacgag 5100
ataccattcc tacagaaggc agaagtacag atgaggctca aggaggaaaa acctcatctg 5160
taaccatacc tgaattggat gacaataaag cagaggaagg tgatattctt gcagaatgca 5220
ttaattctge tatgcccaaa gggaaaagtc acaagcecttt cegtgtgaaa aagataatgg 5280
accaggtcca gcaagcatct gegtegtett ctgeacccaa caaaaatcag ttagatggta 5340
agaaaaagaa accaacttca ccagtaaaac ctataccaca aaatactgaa tataggacac 5400
gtgtaagaaa aaatgcagac tcaaaaaata atttaaatgc tgagagagtt ttctcagaca 5460
acaaagattc aaagaaacag aatttgaaaa ataattccaa ggacttcaat gataagctcc 5520
caaataatga agatagagtc agaggaagtt ttgcttttga ttcacctcat cattacacgc 5580
ctattgaagg aactccttac tgtttttcac gaaatgattc tttgagttct ctagattttg 5640
atgatgatga tgttgacctt tccagggaaa aggctgaatt aagaaaggca aaagaaaata 5700
aggaatcaga ggctaaagtt accagecaca cagaactaac ctccaaccaa caatcageta 5760
ataagacaca agctattgca aagcagccaa taaatcgagg tcagectaaa cecatacttc 5820
agaaacaatc cacttttcce cagtcatcca aagacatacc agacagaggg gcagcaactg 5880
atgaaaagtt acagaatitt gctattgaaa atactccagt ttgettitct cataattect 5940
ctctgagtic tctcagtgac attgaccaag aaaacaacaa taaagaaaat gaacctatca 6000
aagagactga gcccectgac tcacagggag aaccaagtaa acctcaagcea tcaggetatg 6060
ctcctaaatc atttcatgtt gaagatacce cagtitgttt ctcaagaaac agttctctca 6120
gttetcttag tattgactct gaagatgacc tgttgcagga atgtataagce tccgeaatge 6180
caaaaaagaa aaagcctica agactcaagg gtgataatga aaaacatagt cccagaaata 6240
tgggtggcat attaggtgaa gatctgacac tigatttgaa agatatacag agaccagatt 6300

cagaacatgg tctatcccct gattcagaaa attitgattg gaaagctatt caggaaggtg 6360
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caaattccat agtaagtagt ttacatcaag ctgctgctge tgcatgttta ictagacaag 6420
cttcgtctga ttcagattce atcctttcce tgaaatcagg aatctetctg ggatcaccat 6480
ttcatcttac acctgatcaa gaagaaaaac cctttacaag taataaagge ccacgaattc 6340
taaaaccagg ggagaaaagt acattggaaa ctaaaaagat agaatctgaa agtaaaggaa 6600
tcaaaggagg aaaaaaagtt tataaaagtt tgattactgg aaaagttcga tctaattcag 6660
aaatttcagg ccaaatgaaa cagccccttc aagcaaacat gecticaatc tctcgaggea 6720
ggacaatgat tcatattcca ggagttcgaa atagctcctc aagtacaagt cetgtttcta 6780
aaaaaggcce accecttaag actccagect ccaaaagcecc tagtgaaggt caaacageca 6340
ccacttctce tagaggagec aagecatctg tgaaatcaga attaagocct gttgecagge 6900
agacatccca aataggtggg tcaagtaaag caccttctag atcaggatct agagattcga 6960
coccttcaag acctgeccag caaccattaa gtagacctat acagtetcet ggeegaaact 7020
caatttccee tggtagaaat ggaataagtc ctcctaacaa attatctcaa cttccaagga 7080
catcatccee tagtactgct tcaactaagt cctcaggtic tggaaaaatg tcatatacat 7140
ctccaggtag acagatgagc caacagaacc ttaccaaaca aacaggtita tccaagaatg 7200
ccagtagtat tccaagaagt gagtctgect ccaaaggact aaatcagatg aataatggta 7260
atggagccaa taaaaaggta gaactitcta gaatgtcttc aactaaatca agtggaagtg 7320
aatctgatag atcagaaaga cctgtattag tacgccagtc aactttcatc aaagaagetc 7380
caagcccaac cttaagaaga aaattggagg aatctgctic atttgaatct ctttctccat 7440
catctagacc agcttctcce actaggtcce aggeacaaac tccagtttta agtecttcce 7500
ttcctgatat gtctctatce acacattegt cigttcagge tggtggatgg cgaaaactec 7560
cacctaatct cagtcccact atagagtata atgatggaag accagcaaag cgecatgata 7620

ttgcacggtc tcattcigaa agtccttcta gacttccaat caataggtca ggaacctgga 7680
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aacgtgagca cagcaaacat tcatcatcce ttcctcgagt aageacttgg agaagaactg 7740
gaagttcatc ttcaattctt tctgcticat cagaatccag tgaaaaagca aaaagtgagg 7800
atgaaaaaca tgtgaactct atttcaggaa ccaaacaaag taaagaaaac caagtatccg 7860
caaaaggaac atggagaaaa ataaaagaaa atgaatitic tcccacaaat agtacttctc 7920
agaccgtttc ctcaggtgct acaaatggtg ctgaatcaaa gactctaatt tatcaaatgg 7980
cacctgctgt tictaaaaca gaggatgttt gggtgagaat tgaggactgt cccattaaca 8040
atcctagatc tggaagatct cccacaggta atactcccce ggtgattgac agtgtttcag 8100
aaaaggcaaa tccaaacatt aaagaticaa aagataatca ggcaaaacaa aatgtgggta 8160
atggcagtgt tcccatgegt accgtgggtt tggaaaatcg cctgaactce titattcagg 8220
tggatgcece tgaccaaaaa ggaactgaga taaaaccagg acaaaataat cotgtccctg 8280
tatcagagac taatgaaagt tctatagtgg aacgtacccc attcagtict agcagctcaa 8340
gcaaacacag ttcacctagt gggactgttg ctgccagagt gactcctttt aattacaace . 8400
caagccctag gaaaagcage geagatagcea cttcagetcg gecatcetcag atcccaacte 8460
cagtgaataa caacacaaag aagcgagatt ccaaaactga cagcacagaa tccagtggaa 8520
cccaaagtcc taagegcecat tetgggtctt accttgtgac atctgtitaa aagagaggaa 8580
gaatgaaact aagaaaattc tatgitaatt acaactgcta tatagacatt ttgtttcaaa 8640
tgaaacttta aaagactgaa aaattttgta aataggtttg attcttgtta gagggttttt 8700
gttctggaag ccatatttga tagtatactt tgtettcact ggtettattt tgggaggcac 8760
tcttgatggt taggaaaaaa atagtaaage caagtatgtt tgtacagtat gttttacatg 8820
tatttaaagt agcatcccat cccaacttce titaattatt gettgtctta aaataatgaa 8880
cactacagat agaaaatatg atatattgct gitatcaatc atttctagat tataaactga 8940

ctaaacttac atcagggaaa aattggtatt tatgcaaaaa aaaatgtttt tgtecttgtg 9000
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agtccatcta acatcataat taatcatgtg getgtgaaat tcacagtaat atggttcccg 9060
atgaacaagc tttacccagc ctgtitgctt tactgcatga atgaaactga tggttcaatt 9120
tcagaagtaa tg;lnaacag ttatgtggtc acatgatgtg catagagata gctacagtgt 9180
aataatttac actattttgt gctccaaaca aaacaaaaat ctgtgtaact gtaaaacatt 9240
gaatgaaact attttacctg aactagattt tatctgaaag taggtagaat ttttgctatg 9300
ctgtaatttg ttgtatattc tggtattiga ggtgagatgg ctgctctitt attaatgaga 9360
catgaattgt gtctcaacag aaactaaatg aacatttcag aataaattat tgctgtatgt 9420
aaactgttac tgaaattggt atttgtttga agggtctigt ttcacatitg tattaataat 9480
tgtttaaaat gectotttta aaagcttata taaatttttt ncttcagett ctatgcatta 9540
agagtaaaat tcctcttact gtaataaaaa caattgaaga agactgttge cacttaacca 9600
ttccatgegt tggcacttat ctattcctga aattctttta tgtgattage tcatcttgat 9660
ttttaacatt tttccactta aactittttt tcttactcca ctggagcetca gtaaaagtaa 9720
attcatgtaa tagcaatgca agcagcctag cacagactaa geattgagca taataggece 9780
acataatttc ctctttctta atattataga aattctgtac ttgaaattga ticttagaca 9840
ttgcagtete ticgaggett tacagtgtaa actgtettge cecticatet tettgttgeca 9900
actgggtctg acatgaacac ttittatcac cctgtatgtt agggcaagat ctcageagtg 9960
aagtataatc agcactitgc catgctcaga aaattcaaat cacatggaac tttagaggta 10020
gatttaatac gattaagata ttcagaagta tattttagaa tccctgectg ttaaggaaac 10080
tttatttgtg gtaggtacag ttctggggta catgttaagt gtccccttat acagtggagg 10140
gaagtcttcc ticctgaagg aaaataaact gacacttatt aactaagata atttacttaa 10200
tatatcttcc ctgatttgtt ttaaaagatc agagggtgac tgatgataca tgcatacata 10260

tttgttgaat aaatgaaaat ttatttttag tgataagatt catacactct gtatttgggg 10320
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agagaaaacc ttittaagca tggtggggca ctcagatagg agtgaataca cctacctggt 10380

ggtcat 10386
<210> 61

<211> 7273

<212> DNA
<213> ®A

<220>
<221> misc_feature
<223> PTGS2

>gi|3282785|gb|AF044206.1) % AFF higlEE (COX-2)
ZE, BIFHIETI

<400> 61
ggtacccagg ctggagtgcea ctggtgtgat catagetcac taacctcgaa ctectggget 60

taggcaatcc tettgectig gectcccaaa gtgecaggat tacaggcatg agecaccaca 120
gtggagcetct caattctgat actaataatt tgtgtcttct ctitttttce ttagectgac 180
tagagtaatt aactttatgt cttttaaaag aaccaccttt ttggttttac ccattttctt 240
tittgatttt ctgtttitga titgattgat atctactcta attitttatt atttcttttc 300
ctctgettac tttgaattta attactittc tittttgtag tctcctaaaa tagaagetta 360
tattattgat titagatctt tcttcttttc tattacagca ctcaatgeta taaatitcce 420
tctaagcatt getttcactg catcctacaa tatttcaact ctattgttat ttagctcaaa 480
agaggttctt aatttctatt gggatttétc tttgacccat gtgttattca gaagtgticc 540
gtgtgatctc caaatatttg ggagttittc agctatcttt ctattaatca tttcttgtit 600
aattctattg tggcctgaga geatatattg tatgatttat attcitgtaa atgtgttaag 660
gtgtgtctta tggtgcagaa tgeggtitat ctigetatat gttccttaga gaataatgta 720

tgttctgetg ttattggata aagtagtcta tagatgtcag ttacatctcg ttgattaatg 780
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gtgetgtiga gttcagctat gtectaaatg attttetgte tgctgtatct gtetatttct 840
gacacaaggc tgttgaagtc tccaaccata ataatgaatt aatctatttt tctitgcagt 900
titatcaatt ttgtcttata tatatigatg ctccattgtt tggcacatac acattaagaa 960
Higitatgtc ticttggaga atttacctit ccataacatg taacattice ctttattcct 1020
gataattttt cttgctcaaa agtttgccct gttggaaatt accagaacta ctctégcttt 1080
atttgattag tgttagcatg ctctctctit ctctattctt acacttttaa tgtatacttg 1140

actttgtatt taaagtgggg ttcttataga aaacatatac ttggtagggt gggaagtaaa 1200
ataaaaagaa atacttgggt attggtttga tccactctaa caatctctat gttttaattg 1260
atgtatttag accattgata cttatttttt tatcctcate cetgtgatta cccagagage 1320
tgcttaaatt gattattgat atagacaaat taataattaa tatctaccgt ttgttactgt 1380
tttctatttt tcattgecct tactttctge tectattttt tgetectttt tetgttaatt 1440

taggttttga gttattitat atcattctat tttctctcee tictcageat atgaattatc 1500

ttctitttg actitttitag tggetgecct gaaggttgea atgtacattt acaaccagic 1560
ccaatctcet ttcaaaaaac acaatactgt ttcatggcta gtgcaagtac ctaataataa 1620
gaagtcactc ctaattictt tctetcatte tttgtatctt tactgttatt catttcactt 1680
gtacataagc tgtaatcttt caatacatta ttgctattat tatttcaaaa catgttatct 1740
attatatcta tttaaaataa gaaaaatagg ccaggtgcag tggcttactc atgtaatcce 1800
agcactitgg gagaccgatg gattgctaga getcaggaat tcgagaccag cetgggeaac 1860
atagtgaaac cctgtctcta ctaaaaatac aaaaaaaaaa attgctgggc atggtggeat 1920
gggectgtigg tcacagcetac tcgggaggct gaggtgagag gattgetiga gectgggagg 1980
cagaggttgc agtgaaccaa aatcaagcta ctgcactcca gectaagtga cagagtgaga 2040

ccctgictca aaaaaaaaat gaaagaatta tttttattta tcttcactta tttcttctet ™ 2100
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aatgctcttt gtttctitag tatgtagatc caagtitcta acctgtatca tttttcttat 2160
ctcaataact tcttttaaca tttctcacaa agcagatcta ctggecacag aatgectcaa 2220
ttttcatitg tctgagaaaa ccitattict ccticactit tgaaagataa tttigtaggg 2280
tacagaattc taggttgtag gttttttccc ctcaaagtga aatatttcat tccactettt 2340
tottctttgt atggtatctg agaagaagtc agatgtaatt cttatcatta ttacttaaaa 2400
gattgcetict gttcctttct ctettetect tcecttettt cottctetgt atattacacc 2460
ttttatagtt gcoccatatt tettagatat tatgttttgg ttttcttctg tgtititttc ™ 2520

ttigattctc agttttagaa gtctctattt atatatctge aatcgcaggg attctttcct 2580
ctgecatgte cagtctacta ataagecectt acagacattg ttgacttctg ttccagtgtt 2640
tttgatctct agcatttctc tgattattte ttggaattge catctgtcta cttacattac 2700
caacctattc ttgtgtgttg tcttatcata gtaattgcag tigtittaat ttcataggta 2760
ttgtaatttc aacatctcta ccatatttga cattgattct gatgettget ctgtettatc 2820
aagctatgtt tttgtctitt agtgtgactt ctaatttttt gttgaaagec aggcatgatg 2880
tactgagtga aagaaactca atacattgta atgtgacgat aagagticag gggaagtgaa 2940
geatictata gtcctatage aggtctcggc cttttagtga geetgtgect atgaacggtg 3000
actttcaaca agtgcttttc attccactct tttcctgtce ttaagtggga caagatcact 3060
gBggeegeec tagaattggg tatttcectt cteccaatgta gaagctaaag agagggctgg 3120
agttgggtat ttttcttcce ctgtatggaa agetagagge agttaaattt ggatatittc 3180
ctictictaa ttcagttagg ctgcgacaaa aatcccgaca gtttaggete taatattata 3240
aaataatttc tcttgagtat aggecttatt aagaacacta tactctgatg gagetgaggg 3300
ggagtttict ctgatatica ctgcgagaac ctcgtagagce tccaggaage aaaactcaca 3360

aaagigtggg agtcitccag aattittcct ttgecagactt atctgeactg aacctccaga 3420
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aattcatcaa ttacagttca ggttttccta cccaggtact ggttticatg gaggtttcté 3480
cctgtgcatt tctgetccag taagttgtic ttettgtatg gictgtcttt caaattttit 3540
aagtagggtt atgacctgtc gectcactte tctgacagtt ctgagagtgt tgatttttca 3600
gittgcitag atttitactt gtttttagga tgaagtgaca atttccaagce tcctcectga 3660
catgccagat cagaaactga aagtcctaag ccteatattc tgtgegtggg tatgttcaca 3720
tectgectge tecagtgeee ceaccteaca ctetetttce cttecttgte cectigtgag ™ 3780
atttctaggt ccaatacaaa gactgtgtic aactcattca actacttggc tcatctgagt 3840
attataatga acaatcacaa aaaaaaatga agtaaaagaa aaatccatca aagaattgag 3900
atattigaga aaaagaaagg agatcagtgt titataaaac ttagaaatag attttttaag 3960
tgtttcttca ttgacttatg tgaaaggact tttcttaatt taacaaatta tgtgetttcg 4020
fttatagcct caaaacttct tgtgtagcfa agaatgggta aataatcagg ctttactaaa 4080
ggactaacgt aaagatcttc tgtaagtaac atttctgcta ctcaaggaag agataaactt 4140
catggcataa cctigccaaa gtatactaag aataaccctg acacaaaget ctittticag 4200
ccaacatgcc atgaaagaaa gaagacaagg ggtgatctcc actctctaag tgaaccacta 4260
aacccaccaa agaagaaacg agggaaatag aaagaggacc ctigcctgag ataatggatc 4320
tgtatgtatg agtagtagaa ccctgctcaa agtacaagga agggaaaaaa aagitagttt 4380
atttggaatt ttggacatta agagtcttta ttgttcattt tcttttaact cacatgaatg 4440
gettatcact tcaattaata aatatttcat ttctittcaa tctatattca tgaaacaaat 4500
ctgaaatgaa cagtgcaaca tgtgaatgtt tagaacatta taaaattaaa cacaaaatct 4560
gtctggcaat cttcctagea tcttaggaaa aaagttgaca aaatticaag cagcagaagg 4620
gggcagtaaa actcaacaga aagctctgga agatttttaa gattcttect tattttcttt 4680

tcatgtagag tatttcccaa caaatticag acgctaatag aaattttgta caacagatcc 4740
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atatatttgc ctaaaataga cacagaaaca ttgatatatg caaacatgag agctataagt 4800
tttacatgat caaaaccttt tttttatggt acacaatagt cacagtactt ttccatataa 4860
aacaggttta gtggtcttaa tttagtitgg cacatttaat acactcccat gaccageatc 4920
ccaaatgtac ctatccgttt tattttattg tctcagaatt gtcagttatt taataaatta 4980
tgtaactttt ttccttatge tcagattige acttctttct aaaactctge ccatccttaa 5040
agtcccagat tctcettgaa ctuttttttt tgactttcca agtacatgga actcttcact 5100
ctatcctget atataagtga cagaatttcc actatgggat agatggagtt caattectit 5160
gagtttaaaa taatctaaat ataattattc cttatgccct gtttttcect cacttttgta 5220
tccaaatctc ttttcagaca acagaacaat taatgtctga taaggaagac aatgatgatg 5280
atcacttcaa aataagcttg aattcaggat tgtaatgtaa aattttagta ctctctcaca 5340
gtatggattc taacatggct tctaacccaa actaacatta gtagctctaa ctataaactt 5400
caaatttcag tagatgcaac ctactccttt aaaatgaaac agaagattga aattattaaa 5460
ttatcaaaaa gaaaatgatc cacgctctta gttgaaattt catgtaagat tccatgcaat 5520
aaataggagt gccataaatg gaatgatgaa atatgactag aggaggagaa aggcticcta 5580
gatgagatgg aattttagtc atccgtgtct catgaagaat cagatgtgta céctaagcaa 5640
aacagttaaa aaaaaaacct ccaagtgagt ctcitattta tittttictt ataagacttc 5700
tacaaattga ggtacctggt gtagttttat ttcaggtttt atgctgtcat tttcctgtaa 5760
tgctaaggac ttaggacata actgaatttt ctattttcca cticttttct ggtgtgtgte 5820
tatatatata tgtatatata cacacacaca tatacatata tatattttta gtatctcacc 5880
ctcacatgct cctccetgag cactacccat gatagatgtt aaacaaaage aaagatgaaa 5940
ttccaactgt taaaatctce cttccatcta attaattcct catccaacta tgttccaaaa 6000

cgagaataga aaattagccc caataagece aggcaactga aaagtaaatg ctatgtigta 6060
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ctttgatcca tggtcacaac tcataatctt ggaaaagtgg acagaaaaga caaaagagtg 6120
aactttaaaa ctcgaattta ttttaccagt atctcctatg aagggcetagt aaccaaaata 6180
atccacgcat cagggagaga aatgccttaa ggoatacgtt ttggacatit agegtcectg 6240
caaattctgg ccatcgecge ttecttigtc catcagaagg caggaaactt tatattggtg 6300
acccgtggag ctcacattaa ctatttacag ggtaactgct taggaccagt attatgagga 6360
gaatttacct ticcegecte totttccaag aaacaaggag ggegtgaage tacggagaac 6420
agtatttctt ctgttgaaag caacttagct acaaagataa attacagcta tgtacactga 6480
aggtagctat ticaticcac aaaataagag ttititaaaa agctatgtat gtatgtcctg 6540
catatagagc agatatacag cctattaagc gtcgtcacta aaacataaaa catgtcagec 6600
tttcttaacc ttactcgece cagtetgtee cgacgtgact tectcgacce tctaaagacg 6660
tacagaccag acacggcggc ggcggcggga gaggggatic cetgegeece cggacctecag 6720
ggccgeteag attcctggag aggaagecaa grgtecttet geceteeeee ggtatcccat 6780
ccaaggegat cagtccagaa ciggetctcg gaagegetcg ggcaaagact gegaagaaga 6840
aaagacatct ggcggaaacc tgtgegectg gggeggtgga acteggggag gagagggagg 6900
gatcagacag gagagtgggg actacccect ctgetcccaa attggggeag cttcctgggt 6960
ttcogattit cteatticcg tgggtaaaaa accctgecce caccgggett acgeaatttt 7020
tttaagggga gaggagggaa aaatitgigg ggggtacgaa aaggeggaaa gaaacagtca 7080
tttcgtcaca tgggcottggt titcagtctt ataaaaagga aggttctcte ggttagegac 7140
caatigtcat acgacttgca gtgagcgtca ggageacgtc caggaactcc tcagcagege 7200
ctcettcage tccacageca gacgecctca gacagcaaag cetaccecce gegeegegee 7260

ctgeecgaag cit 7273
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<210> 62
<211> 4465
<212> DNA
213> #H/A

<220>

<221> msc_feature

<223> >gi[4506264{reff]NM_000963.1{ % A
AIFIR-RL RSB 2 (AUFIAR GH &8
FOIF 4 AF) (PTGS2), mRNA

<400> 62
caattgtcat acgacttgca gtgagegtca ggagcacgtc caggaactcc tcagcagege 60

ctcctteage tccacageca gacgecctca gacagcaaag cctacccccg cgecgegece 120
tgceegeoge teggatgetc geccgegece tgotgetgtg cgeggtectg gegetcagee 180
atacagcaaa tccttgetgt tcccacccat gtcaaaaccg aggtgtatgt atgagtgtgg 240
gatttgacca gtataagtgc gattgtaccc ggacaggatt ctatggagaa aactgctcaa 300
caccggaatt titgacaaga ataaaattat ttctgaaacc cactccaaac acagtgcact 360
acatacttac ccacttcaag ggatittgga acgttgtgaa taacattcce ticcticgaa 420
atgcaattat gagttatgtc ttgacatcca gatcacattt gattgacagt ccaccaactt 480
acaatgctga ctatggctac aaaagctggg aagecttctc taaccictee tattatacta 540
gagccecttcc tectgtgect gatgattgee cgactecctt gggtgtcaaa ggtaaaaage 600
agcttcctga ttcaaatgag attgtggaaa aattgcttct aagaagaaag ttcatccctg 660
atccecaggg ctcaaacatg atgtttgeat tetttgecca geacttcacg catcagtttt 720
tcaagacaga tcataagcga gggccagctt tcaccaacgg getgggecat ggggtggact 780
taaatcatat ttacggtgaa actctggcta gacagcgtaa actgegectt ttcaaggatg 840
gaaaaatgaa atatcagata attgatggag agatgtatcc tcccacagtc aaagatactc 900

aggcagagat gatctaccct cctcaagtce ctgageatct acggtttget gtggggeagg 960
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aggtctitgg tctggtgect ggtctgatga tgtatgecac aatctggetg cgggaacaca 1020
acagagtaig cgatgtgcit aaacaggagc atcctgaatg gggtgatgag cagttgttcc 1080
agacaagcag gctaatactg ataggagaga ctattaagat tgtgattgaa gattatgtgc 1140
aacacttgag tggctatcac ttcaaactga aattigaccc agaactactt ttcaacaaac 1200
aattccagta ccaaaatcgt attgctgcetg aatttaacac cctctatcac tggeatccee 1260
ttctgeetga cacctttcaa attcatgacc agaaatacaa ctatcaacag tttatctaca 1320
acaactctat attgctggaa catggaatta cccagtitgt tgaatcattc accaggcaaa 1380
ttgctggeag ggtigetggt ggtaggaatg ticcaccege agtacagaaa gtatcacagg 1440
cttccattga ccagagcagg cagatgaaat accagtctit taatgagtac cgcaaacget 1500
ttatgctgaa geectatgaa teatttgaag aacttacagg agaaaaggaa atgtctgcag 1560
agttggaagc actctatggt gacatcgatg ctgtggagct gtatcetgee ctictggtag 1620
aaaagcctcg gecagatgec atctitggtg aaaccatggt agaagtigga geaccattct 1680
ccttgaaagg acttatgggt aatgttatat gttctcctge ctactggaag ccaageactt 1740
ttggtggaga agtgggttit caaatcatca acactgectc aattcagtet ctcatctgca 1800
ataacgtgaa gggctgtcce titacticat tcagtgticc agatccagag ctcattaaaa 1860
cagtcaccat caatgcaagt tcttcccget coggactaga tgatatcaat cccacagtac 1920
tactaaaaga acgttcgact gaactgtaga agtctaatga tcatatttat ttatttatat 1980
gaaccatgtc tattaatita attatttaat aatatttata ttaaactcct tatgttactt 2040
aacatctict gtaacagaag tcagtactce tgtigcggag aaaggagtca tacttgtgaa 2100
gacttttatg tcactactct aaagattitg ctgttgetgt taagtitgga aaacagtttt 2160
tattctgtit tataaaccag agagaaatga gttttgacgt ctttttactt gaatttcaac 2220

ttatattata agaacgaaag taaagatgtt tgaatactta aacactatca caagatggca 2280
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aaatgctgaa agtttttaca ctgtcgatgt ticcaatgea tcttccatga tgeattagaa 2340
gtaactaatg tttgaaattt taaagtactt ttggttattt ttctgtcatc aaacaaaaac 2400
aggtatcagt gcattattaa atgaatattt aaattagaca ttaccagtaa tttcatgtct 2460
actttttaaa atcagcaatg aaacaataat ttgaaatttc taaattcata gggtagaatc 2520
acctgtaaaa gettgtttga tttcttaaag ttattaaact tgtacatata ccaaaaagaa 2580
getgtctigg atttaaatct gtaaaatcag atgaaatttt actacaatig ctigttaaaa 2640
tattttataa gtgatgttcc tttttcacca agagtataaa cctitttagt gtgactgtta 2700
aaacttcctt ttaaatcaaa atgccaaatt tattaaggtg gtggagccac tgeagtgtta 2760
tctcaaaata agaatatttt gttgagatat tccagaattt gtttatatgg ctggtaacat 2820
gtaaaatcta tatcagcaaa agggtctacc tttaaaataa gcaataacaa agaagaaaac 2880
caaattattg ttcaaattta ggtttaaact tttgaagcaa acttitttit atccttgtge 2940
actgcaggcc tggtactcag attttgctat gaggttaatg aagtaccaag ctgtgettga 3000
ataacgatat gttttctcag attttctgtt gtacagtita atttagcagt ccatatcaca 3060
ttgcaaaagt agcaatgacc tcataaaata ccicttcaaa atgcttaaat tcatttcaca 3120
cattaatttt atctcagtct tgaagccaat tcagtaggtg cattggaatc aagectgget 3180
acctgcatge tgticctttt ctittctict tttagccatt tigctaagag acacagictt 3240
ctcatcactt cgtitctect attttgfttt actagtttta agatcagagt tcactttctt 3300
tggactctgc ctatattttc ttacctgaac tittgcaagt tttcaggtaa acctcagetc 3360
aggactgcta tttagctcct cttaagaaga ttaaaagaga aaaaaaaagg cccttttaaa 3420
aatagtatac acttatttta agtgaaaagc agagaatttt atttatagct aattttaget 3480
atctgtaacc aagatggatg caaagaggct agtgcctcag agagaactgt acggggtite 3540

tgactggaaa aagttacgtt cccattctaa ttaatgccet ticttattta aaaacaaaac 3600
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caaatgatat ctaagtagtt ctcagcaata ataataatga cgataatact tcttttccac 3660
atctcattgt cactgacatt taatggtact gtatattact taatttattg aagattatta 3720
tttatgtctt attaggacac tatggttata aactgtgttt aagcctacaa tcattgattt 3780
tittttgtta tgtcacaatc agtatatttt ctttggggtt acctctctga atattatgta 3840
aacaatccaa agaaatgatt gtattaagat ttgtgaataa atttttagaa atctgatigg 3900
catattgaga tatttaaggt tgaatgtttg tccttaggat aggcctatgt getageccac 3960
aaagaatatt gtctcattag cctgaatgtg ccataagact gacctittaa aatgttttga 4020
gggatctgtg gatgeticgt taatttgttc agccacaatt tattgagaaa atattctgtg 4080
tcaagcactg tgggttttaa tatititaaa tcaaacgctg attacagata atagtattta 4140
tataaataat tgaaaaaaat ttictittgg gaagagggag aaaatgaaat aaatatcatt 4200
aaagataact caggagaatc ttctitacaa ttttacgttt agaatgttta aggttaagaa 4260
agaaatagtc aatatgcttg tataaaacac tgttcactgt titttttaaa aaaaaaactt 4320
gatttgttat taacattgat ctgctgacaa aacctgggaa titgggttgt gtatgegaat 4380
gtttcagtge ctcagacaaa tgtgtattta acttatgtaa aagataagtc tggaaataaa 4440
tgtctgttta tttttgtact attta 4465
<210> 63

<211> 1336

<212> DNA
<213> #A

<220>
<221> misc_feature
<223> 14-3-3-Sigma

>gil45238846|ref[NM_006142.3) & A stratifin (SFN), mRNA
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<400> 63
gagagacaca gagtccggca ttggtcecag geagceagtta geeegeegee cgeetgigtg 60

tccccagage catggagaga gecagtctga tccagaagge caagetggca gageaggecg 120
aacgctatga ggacatggea gecttcatga aaggegeegt ggagaagggce gaggagcetet 180
cctgcgaaga gegaaacctg ctetcagtag cctataagaa cgtggtgggc ggccagaggg 240
ctgeetggag ggtgctgtce agtattigage agaaaagcaa cgaggaggec tocggaggaga 300
aggggeeega ggtgegtgag taccgggaga aggtggagac tgagelccag ggegtgtgeg 360
acaccgtget gggectgetg gacagecacce tcatcaagga ggecggggac gecgagagec 420
ggglcticta cctgaagatg aagggtgact actaccgcta cctggecgag gtggecaccg 480
gtgacgacaa gaagcgcatc atigactcag cccggteage ctaccaggag gecatggaca 540
tcagcaagaa ggagatgcecg cccaccaacc ccatcegect gggectggee ctgaactttt 600
cegtcttcea ctacgagatc gecaacagec ccgaggagge catctetctg gecaagacca 660
ctttcgacga ggccatggcet gatctgeaca cectcagega ggactectac aaagacagea 720
ccetcatcat geagetgetg cgagacaacc tgacactglg gacggecgac aacgecgggg 780
aagagggggge cgaggetcee caggagecce agagcetgagt gttgeccgee accgeccege 840
cctgeeccct ccagtceece accctgecga gaggactagt atggggtgeg aggecceace 900
cttcteccot aggegetgtt cttgetecaa agggctcegt ggagagggac tggcagaget 960
gaggecacct ggggetgggg atcccactct tettgeaget gttgagegea cctaaccact 1020
getcatgeee ccaccectge tetcegeace cgettectee cgaccccagg accaggetac. 1080
ttctocecte ctettgecte cetectgeee ctgetgecte tgatcgtagg aattgaggag 1140
tgtccogect tgtggctgag aactggacag tggcagggge tggagatggg tgtgtgtgtg 1200
tgtgtgtate ttatgtate tgtgegegeg cgecagtgea agaccgagat tgagggaaag 1260

catgictgct gggtgtgace atgtttccte tcaataaagt teccctgiga cactcaaaaa 1320
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4232333233 aaaaaa 1336

<210> 64

<211> 1968
<212> DNA
<213> HFA

<220>
<221> misc_feature
<223> RASSFIA

>gi|25777678ref[NM_007182.4] 2 A Ras H3%
(RalGDS/AF-6) &Kk 1 (RASSF1), ¥FEHE AmRNA

<400> 64
tctectcage tecttccege cgeccagtet ggatectgge ggaggegetg aagtcggegc 60

ccgeectgtg gococccgeccg geecgegett getagegeoe aaagecageg aageacgggc 120
ccaaccgggce catgtcggeg gagectgage teattgaget gegggagetg geaccegetg 180
ggcgegcetgg gaagggecge acceggetgg agegtgecaa cgogetgege atcgegeggg 240
geaccgcegtg caaccccaca cggeagetgg tceetggeeg tggecaccge ttecageccg 300
cggggeccge cacgeacacg tggtgcgace tetgtggega cttcatctgg ggogtoegtee 360
gcaaaggcct geagtgegeg catigcaagt tcacctgeca ctaccgetge cgegegetcg 420
tctgectgga cigitgeggg coecgggace tgggctggga accogogptg gagegggaca 480
cgaacgtgga cgagectgtg gagtgggaga caccigacct ttctcaaget gagattgage 540
agaagatcaa ggagtacaat gcccagatca acagcaacct cticatgage ttgaacaagg 600
acggttctta cacaggctic atcaaggttc agctgaaget ggtgegecct gtetctgtge 660
cctccagcaa gaagecacce tecttgeagg atgeccggeg gggeccagga cggggeacaa 720

gtgtcaggeg ccgeactice tittacctge ccaaggatge tgtcaageac ctgeatglge 780
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tgtcacgcac aagggcacgt gaagtcattg aggcecctget gecgaaagttc tiggtggtgg 840
atgacccccg caagtttgea ctetttgage gegetgageg tcacggecaa gtgtactige 900
ggaagetgtt ggatgatgag cageccctge ggotgegget cetggeaggg cccagigaca 960
aggccctgag ctttgtcctg aaggaaaatg actctgggga ggtgaactgg gacgectica 1020
geatgeetga actacataac ttcctacgta tectgeageg ggaggaggag gageacctee 1080
gecagatcct geagaagtac tectattgec gecagaagat ccaagaggec ctgeacgeet 1140
geceecttgg gtgacctett gtacccccag gtggaaggea gacageaggce agegecaagt 1200
gegtgeogtg tgagtgtgac agggecagtg gggectgtgg aatgagigtg catggaggee 1260
ctcctgtgct gggggaatga gececcagagaa cagegaagta gettgetece tgtgtccace 1320
tgtgegtgta gecaggtatg getctgeace cetetgecet cattactggg ccttagtggg 1380
ccagggetge cctgagaage tgetccagge ctgeageagg agtggtgeag acagaagtet 1440
cctcaatttt tgtctcagaa gtgaaaatct tggagaccct gcaaacagaa cagggtcatg 1500
titgcagggg tgacggecect catctatgag gaaaggttit ggatcttgaa tgtggtctca 1560
ggatatcctt atcagagcta agggtgggtg cicagaataa ggeaggcatt gaggaagagt 1620
cttggtttct ctctacagtg ccaactcctc acacaccctg aggtlcaggga gtgetggetc 1680
acagtacagc atgtgcctta atgcttcata tgaggaggat gtccctggge cagggtetgt 1740
gtgaatgtgg geactggecc aggticatac cttatitget aatcaaagec agggtctctc 1800
cctcaggtgt tttttatgaa gtgcgtgaat gtatgtaatg tgtggtggec tcagetgaat 1860
geetectgtg gggaaagegg ttggeggtgac agtcatcatc agggectgge gectgagaga 1920
attggctcaa taaagatttc aagatcctca aaaaaaaaaa aaaaaaaa 1968
<210> 65

<211> 17
<212> DNA
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<213> A3

<220>
<223> GSTP1 3|4

<400> 65
agttgcgegg cgatttc 17

<210> 66
<211> 23
<212> DNA
<213> AIF3)

<220>
<223> #4 (SFAM/3'TAMRA) GSTP1

<400> 66
cggtcgacgt tcggggtgta geg 23
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