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1. — 2T i = P 1 SNPAE s iR IR & FERRAEAE T, A9 5 FH 27371 SNPAY 55 (1)
IV B S A, Bk 5140 AP0 Fe B nSEQ 1D NO: 1-SEQ ID NO:546 s s H
W, BITIA 27 34N SNPAT 1 R i 23447 T Yot dh B Lo T Y etk b 3047 T X Gt ik
E.

2. AR AR EE SR 1T I 1 SNPAE st 1 4 W 70 6, JLARRAE AE T, 2o I3k 77 6 1 A0 46
174 5 FIBED SCA , FITRBED SCAF FH T SNPAE 55 9 45 SR 49 7 o

3. — Bl AR EE R 129 T — T BT A ) SNPAE o5 10 6 WA S 78 =B AA S P4 e . Bk
RTS8 AN 58 TR 2 5 DA R AN R 331 092 4 5 b 1 R A

4 — A AR B 3R 1~ 2 A — 30 B 3 ) SNPASE 0 F A 038 751 Ak 0 05 3 S HLRAiE
7T, BN P IE:

IR BUREARDNAT-PCRY 344 R, SR 5 A i XU RLIEAT SCERI M 22 5

A IR2) WD) PR SC PR T AL R

A IR3) XD ER2) R Ja I SCERAT SR AN T SR i

A BRA) XD URS) & I SC AR sl E I T 6 5 AT

HI5) AN TFAE S, 5% AT 4% 5 IR BED SCA 6f 45 B8 4) 3R B I 7 S A 336 4T i Je
R

5. MR BRI R AP IR F G 7 7%, SLRRAEAE T, Bk 2B 58 1) R PCRY 114k RAFEPCR %
EZZ MR WISEQ 1D NO: 1-SEQ ID NO:546 iR JF A K SIMH G ) Taa 5K &R LA S 5 &+
Ko

6 . R4 AUF L SR A I (A U 75 v, JASAEAE T, b P IR D) o R A 20U R 4 38
TR N 95 CHAS M1 1min; 94°C30s,60°C60s,70°C60s , 22MEFR : 60 °C ZE/H30min.

7 N BRI ZE R AT IR B D7 75, SRR AEAE T, B 20 35 2) o (K A4k R F Ampure i 2k
SER, BT A0 B 2) w1 8 &R HQubi tBgPCR YT .

8. MR 4 BRI ZL R AFTIA RGN 775, FRFAEAE T, Birads 25 3R 4) v () ey i & 00 /7% & 46
Ton TorrentEfEMiseq.




N 107012226 A w Bg B 1/29 7

—MET 518 2 M FRISNPAL = BRI 7 & K HAG I 75 0%

BR G

[0001] A B Jo THARR 1AL 22 UK, 0 JAs TN S8 PRI A v BAT IR ik B 2 B FRANMELIY
SNPIAEFRIC , HARYS Jo— Pk T iy 3l 8 AT U 3 B AR 27 3> SNPASE st 0 A i a7 6 B
52 ARSI 75 12 o

BREAR

[0002] T EHMHEHEIKFEAR (Capillary Electrophoresis,CE) fJPCR-STRE &4 )64 3
o 2 B AR A £ AT B Horh, STREL R FE T 2 25 Ve & RS IE AR 3 — 254 sk
AR TEZRDNA %S 2 Hhod AP B B AR AT 10 o B R, V222 2 DNASIR 2 K8 4 4 Rl GRS TR
AT e e - o {H 32 , i 25 STRAE PR B2 AE VA BR DNA - A v 1K) 02 B, LBl Bt 1 2 52 31 27 70
T o WISTRAE PR BRI 151 AR ZE AT 25 B4 58 1) 45 BB s PCRYT 3G+ LK AS 75 SE RN B i
R A4 I DNA 93 8 s STRIE: PR e 1) £ & A7 PR AN T 52 2R SR 4 00 R I %68 58 &5 5 CEROR B i Al ik
RPN BT ZBEA R , TVESL I R & STREE A BRI FHAT R I o

[0003] SNP(Single Nucleotide Polymorphism, 8% EH ML &) 1ENE =1L Hr0,
TR 2 s B R ol R B HSTR (H R RAZE N107°~107) AHEL , SNP AT AH
SRR R FEAREE (107°) 5 1T SR AN SNPA &1 47 3 7= 40 m] L3S il /E200bp L R , 25 55 SEBL 2
MR E S, A R T B AR A 1 23 B 5 S Ao I D] 40 5 9 AT G 43 2R 5 SR ) o A
fAifE 247, BINR S e | A s (i 5 2 AR SNP 4 BUR R R 6 e 2
Minisequencing (#% 0 /& BRI GEAH) 4 S LAk A2 BT 20 A, e 22 R BB 52 1L T4~ 1
FEFRIC I FEAT R I, ZRECE 305 B HIBE 152 R

[0004] EiEEIFITIFH AR Massively Parallel Sequencing,MPS) , Nfifhix —Fl 2%
] A AL 7 7 vk BRURD R SAE SR R CER AR AL , MPSE AR T LK 238 JUF> SNPIEAT IF
ATHRE I, 5 2HG I REAS B F2 K IS R) s SBarcode i RAHLE &, 7] LAK 2 REARIFAT R I s S
P g B AR B PCREL A, AH TS 75 HL Uk M2 e e hmic , PR 51 v vk RS v Re g, #F— 2D 4 = P4 i
A4 1 43 L R D 28 5 0 7 30 P9 S () 3R 2 T B, AT e RV R 2R B A AR B i Be 77 - R
Thermo Fisher Scientific/Zy®|fEIon Torrent PGM™FE & B HE H 9 2K b Ak SNPAS T
A&, — T MMEHESIN “Precision 1D Tdentity Panel”, @& 3445124/ SNP
Br s 3 B RO, F 3 67 i AE R B AT R 2802 U — A FTIRIE(S BAEw 1)
“Precision ID Ancestry Panel”, A& H T /M R M ASE LG Y€ . R T1 luminaZd \]/E
Miseq™ & b4 Hi m] (6] B A I STRATSNP 18 4% A 2 ) 46 M5 77 & ForenSeq DNA Signature,
Hr 57950 FIT A IR A I SNPAZ 55, 244 TR AL B 1 A7 55, 56 DN JeHLSNPA £ o ik
SNPA s 1) i e 22 T WM N 5 A8 o BT rh s M X R 52 PR [ A T2l JR v = 2 M 1R i
MG K BRI F R BN, LLAES AL EE 22 SNPAL S R S A DS R B i, T TR £
JLUTASSNPR A A A4, HA &0 — S e AR BEAT AR I A Il (i B dd , XYL A B
TYREAR) o

[0005] Atk , N7 — =0 o BN 5 N S A R DR 2 1) 1) 22 A PR SNPR DA &, T
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T 2 MR SRS R B 755K, T N B R GEXE SR O A v R 63 2 I BRI 3 BLR AT
B E .

LZIRAAE

[0006] A BII E 7L T vo IR A B (R BB, AL — bk Tl & 051 & 1 A [H]
I A6 27 3478 25 A\ 3 DR 2H SNPst AL b2 i A Ut 77 £ o

[0007]  SysEIl B3R B 1, AR BRI S HAR T £

[0008]  — I , AR & W $R AL — bt T 0 = U 3 1 SNPASE s ARG I R 46, 2 I ) £
FHF & 92734~ SNPAL 557, He 7 Bk 27 34~ SNPASE 157 R 2344Mr T e tafh b 9N FY e o
i b 304N XS e fh |

[0009] 7 AR BB AT &, AR B BT R ) e A T A

[0010]  fRiEHE, FTiA2734NSNPAZ s /5 B AR LR .

[0011] A3t , ik DU 77 £ A5 FH 27 3N SNPAE S5 S0 1 51 4L &4, Bk 514
AR R B ISEQ 1D NO: 1-SEQ 1D NO: 546 7N o iZ SNPAL 25 I 38 519 5 B G R 2 i o
[0012] 1. A& BB S I SNPA. U5 B
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151490413 chrl 4367323 157597826 chr2 133695286
1$7520386 chrl 14155402 rsl64605 chr2 143723457
rs 10914803 chrl 34353648  1s2033849 chr2 154026994
rs10430105 chrl 46138876  rs12997453 chr2 182413259
510888979 chrl 57010711 rs13019672 chr2 192521913
rs 10889636 chrl 67089924 151914267 chr?2 202542836
rs681968 chirl 77152862  rs13034774 chr2 229917808
183767382 chirl 89208080  rs907100 chi2 239563579
1s4847034 chrl 105717631 139809528 chr3 250758
16687760 chrl 117514334 1s2254931 chr3 10860297
5560681 chri 160786670  rsl11128935 chr3 20125393
rs859400 chrl 175375334 154364205 chr3 32417644
156697503 chrl 185764629 139866013 chr3 59488340
1s874718 chrl 206684977 1512714757 chr3 69820782
rs10863256 chrl 216743499  1s34309901 chr3 93721783
151294331 chirl 233448413 152399332 chr3 110301126
510495407 chrl 238439308 151872575 chr3 113804979
rs&891700 chrl 239881926 14678083 chr3 123823919
rs1413212 chrl 240806797  rs6439466 chr3 133896641

[0013] rs876724 chr2 114974 151900861 ¢hr3 158925636
51109037 chr2 10085722  1s1355366 chr3 190806108
152068834 chr2 27839539 156444724 chr3 193207380
rs12622958 chr? 37880588  1$2046361 chrd 10969059
154411759 chr2 48556482 1510034991 chrd 21005251
182561892 chr 59560204 rs279844 chrd 46329655
r$2113418 chr2 95988849 151401907 chr4 57187197
rs13411044 chr2 106059781  1s4484354 chrd 66529782
1s993934 chr2 124109213 rs13134862 chrd 76425896
rs10005781 chré 99451611  rs3R02268% chrg 12586261
rs1405154 chrd 109901424 1510092491 chrg 28411072
159307465 chird 119896331  rs6474513 chr8 38804226
151396009 chr4 134081686 153733973 chr& 49985188
156857303 chrd 145035788 1510098647 chr8 61105199
rs1554472 chr4 157489906  1s1380896 chr 71235967
16811238 chrd 169663615 156473257 ¢hr8 81891362
rs10003686 chrd 182122202 183808378 chr8 92082753
151979255 chr4 190318080  rs428%409 chr8 136839229
182672757 chrs 454732 154606077 chr§ 144656754
5159606 chr5 17374898 11015250 chr9 1823774
51156358 chr’ 26907873  rsl001389 chr9 3584543
rs158803 chrs 36011616 152270529 chr9 14747133
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SNP PRy VA SNP L E g
15299081 chrs 68688185 187041158 chr9 27985938
510079086 chrs 78689761 1510973637 chr? 38004139
183763070 chrs ROTHR9RY 187849853 ¢hr9 90679521
15841933 chrs 101622517 1334355 chr9 101909286
152162739 chrs 111683864  rs1000709 chr9 117237754
rs13182883 chrs 136633338 151463729 chr9 126881448
157704770 chrs 159487953 11360288 c¢hr9 128968063
18315791 chrs 169735920 11003416 chr9 132897231
15338882 chrs 178690725  1s10776839 ¢ht9 137417308
s1029047 chr6 1135939 1$826472 chr10 2406631
rs13218440 chré 12059954 1510444205 chrl0 6736561
1$2206597 chré 22651688  r$3780962 chr10 17193346
rs2811231 chr6 55155704 rs4749273 chrl0 28179053
15998828 ¢chr6 66083192  rs2435344 chrl0 43585874
s 1478829 chré 120560694 134415704 chr10 53561613
51358856 chr6 123894978  rs4414169 ¢hrl0 63711250
rs2503107 chr6 127463376  rs1668172 chri0 73823019
1s1022690 chré 137085296 1510437508 chrl0 80406641
1$2272998 chré 148761456 151410059 chrl0 97172595
15214955 chr6 152697706 157088884 chrlt 108349325
[0014] 1s727811 chré 165045334 15740598 chrl0 118506899
1$6955448 chr7 4310365 18964681 chrl0 132698419
rs1019029 chr? 13894276 1510500617 chril 5099393
1512701077 chr7 31405226  rs1498553 chril 5709028
1$2237427 chir7 42032565 15901398 chrit 11096221
1730437 chr7 55215018  rs2711823 chril 29385080
510499822 chr7 70251651 rs4237677 chrll 40192854
18362633 chr7 103233787 134939141 chrll 57130892
1$2189011 chi7 114115268 157937238 ¢hrll 77731416
15321198 ¢hi7 137029838 157104420 ¢hrll 92572940
rs1015570 chr? 139586807  rs6591147 chrll 105912984
13740136 chi7 149421210 rs10488710 chrll 115207176
15763869 chrg 1375610 15590162 chril 122195989
52076848 chrll 134667546 11027895 chrl7 46510697
152255301 chrl2 6909442 rs116187 chrl7 64497737
152269355 chrl2 6945914 15938283 chrl? 77468498
57962675 chrl2 24133483 18078417 chrl7 80461935
rs2920816 chrl2 40863052 132291395 chrl?7 80526139
152730648 chri? 51537196  rs3744163 chrl?7 80739859
rs6581429 chrl2 62156895  rsl493232 chrl8 1127986
rs11178999 chrl2 72333570 rs9951171 chrl8 9749879
1310506847 chrl?2 82107590 157229946 chrl8 22739001
15959897 chrl2 92820752 15985492 chrl§ 29311034
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rs2 111980 chrl? 106328254 15521861 chrlg 47371014
11007469 chri2 120791042 181736442 chrl§ 55225777
rs10773760 chrl?2 130761696 1811665111 chri8 77622996

rs1335873 chrl3 20901724 rs1108414 ¢hrl9 294457
1511617748 ¢chri3 31222870 15719366 clirt9 28463337
1$9527220 chrl3 55082187 rs1014440 chrl9 29621891
rs1413577 chrl3 66989884 18576261 chrl9 39559807
189546538 chrl3 84456735 1510413687 chrl9 49893537
151058083 ¢hrl3 100038233 157259841 ¢hrl9 58951123
18354439 chrl3 106938411 rs1010870 chr20 1271886
rs1454361 chrl4 25850832 rs1031825 chr20 4447483
rs7141285 chrl4 42174624 1512480506 che20 16241416
15722290 chrl4 53216723 182567608 chr20 23017082
1512431779 chrl4 63245914 rs1005533 chir20 39487110
11004667 chrld 78734765 rsl024283 chr20 48360920
54530059 chrld 104769149 rs1523537 ¢hr20 51296162
rs2016276 chrl3 24571796 rs2009308 chr20 62856691
151821380 ¢hrl$ 39313402 18722098 chr21 16685598
rs8037429 chrl5 53616909 18464663 chr21 28023370
51528460 chrls 55216705 rs2831700 chr21 29679687
[0015] 510519137 chrls 62092848 132833736 chr21 33582722
1512442886 chrl3 12473611 rs1 004663 chr21 41209790
15698500 chrl5 83237769 15914165 chr2 1 42415929
182342747 chrl6 5868700 18221956 chr2l 43606997
1$7205345 chrl6 7520254 155746846 chr22 19920646
4781878 chrl6 18135446 rs2073383 chr22 23802171
58052258 chrl6 28304997 15733164 chr22 27816784
189928480 ¢chrlé 49533029 15987640 chr22 33559508
1$4315319 chrle 61726204 15112603 chr22 42688085
15430046 chrl6 78017051 rs1028528 chi22 48362290
rs1382387 chrl6é 80106361 156639398 chrX 5141299
1$9905977 chrl7 2919393 52214174 chrX 11963054
154796362 chrl7 6811529 rs3980274 chrX 16384888
r$1015308 chrl?7 30831245 rs1458178 chrX 19109180
1$8070085 chrl7 41341984 155986751 chrx 25217246
151004357 chrl?7 41691526 rs6631828 chrX 33723449
1512688347 chrX 38130487 18594031 chiX 126391592
rs7060326: chrX 42598251 186529455 chrX 130216188
51887801 chrX 47730342 15931302 chrX 137154908
1s9781645 chrX 53791600 r$5908324 chiX 141563088
1$5915052 chrX 57515140 1528900 ¢hrX 146994101
1512844754 ehrX 62942764 rs5925134 chrX 151369277
152209420 ¢hrX 68548161 156643690 chrX 153926428
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s 7471388 chrX 71161082 1516980601 chrY 15415115
154826248 chrX 77372275 rs9786043 chry 15472863
152768595 chrX 83017442 1817269816 chrY 17053771
1$5984589 chrx 88002605 1517316592 chrY 18560005
[0016] 1$2808742 chrX 95446396 1517276358 chrY 19179463
r$5917032 chrX 103583191 159786247 chry 21080707
15916781 chrX 106624561  rs11096432 ohrY 21604901
1512846665 chrX 111603107  rs3900 chry 21730257
rs2430212 chrX 117088056  rs9786401 chry 22866703
156649211 chiX 120474720
[0017] 2. A5 & 27 34N SNPAE S 4 18 51 4 )7 %1
[0018]
R B (5737 TR (537
SNP SEQ I
a7 F3)
NGO
rs1490413 1 GGAGATTGGTGCAGATAATTAAGCAC 2 GTCCACACCTGAACCAGACACT
157520386 3 CAATGGAGGATCCAGCACTTCA 4 CCTACCTGCGGTACCCAAGA
510914803 5 ATGCAGTGACAAATGGLCCIAT & TATGECTC T TAT T FECAGH
510430185 7 GGGTGAGATGGGATGTACCAGT 8 GAAGGTCTTGCTGTCTACTTAGTTGA.
1510888979 9 CCATGCAAAGTATTTCTGAGCTCTTACA 1¢ GGTTACATGGCTAAGTAAATCCTTTGTTG
1510889636 §E| ACCAGTGETGATTGCTGAATATGG 12 TETTTCTCACCTCTAATTGTCTTATTCCET
rs6 81968 3 CGACCAAGAAAGTCTTCACCCAT 4 GGAGTAGAGAGAAGGAAAATAACTTCTOTG
183767382 15 TGGCTAACAACCTTAAATTTTTACCATC TCA 16 AAACGTTTCGATTATTCTTACAAGGTTGAAATCT
14847034 17 ATTAACAGTGCTGCAATTAACATGGAG 18 GAGAAGGTAGATTGGTGCAGCTAT
186687760 9 GATTTCATTAGGAGGAAATCCACTCET 20 TTCCAAAGAAAACCCAAATACCTCCT
15560681 21 CATOGAGAAGCACTGASAATCACC: 22 AAACEATCAGTCAGCATGCAAACTCT
15859460 23 TTTTTCCTTTIGACCGTGTGAAGA 24 GAAAGTGCTGCCACAGGTAGA
186697503 25 PGEATGI TG HGTTGCA T LAE 26 COCACACTCAGGACATICCTATG
18874718 27 GCGTTATTCAGAGCTATGAAGTG 28 CAGGOAGATATCAGCCATTCTTAATAAGAA
1510863256 29 TCTTAACAATACTACTTTAAGCGTTGATTATCT 30 TITTTGGOTTITGATATTTGTITGTTTAACCTA.
151294331 31 CGAAAAACC [CCAAATTC T TG TALG 32 TGGAGLULTTALTGTG PG PACAT TIGETTIC
1510495407 33 GGTTCTTACAGGTCTACCCTCTCT 34 ATGTGAGATGATAATTTCGTICTCCCAA:
15891700 35 TACACTTTTITCAGAGGTGGTATTTCTAGE 36 CTTTCCTTGTGTTTTCTTCAATCACTTCT
rs1413212 37 TGATTTAGCAAAAGATTGGACAGGCTA: 38 CACTCTTCTGAATCCTGGTCAACA
rs§76T4 39 GAGCACAARACGTGACAGETTT 40 GABTATETATGAGCAGGCAGTTAGCA.
rs1109637 41 ACAAACACAACCTTTGOTGATAGGA 42 GECAGTGOGAGATGAAAGTCTT
182068834 43 TGTICTGAGTTCCTATCCCTGAATTCT 44 COAGAGGCCAGTATGGTTCAGA:
512627958 45 GGGTTGCACTAGGCTAGACAAT 46 ATTTICAGCATECATTCTGTTTGCCAA
154411759 47 AGAAGTAGCATC TAAACACATGGTTTACAA: 48 GGHAAAACCTTC TCCAACTCATACTAAA
rs2561892 49 ACTCCAAAAATCGTTICATATATCACAGCAGA: 50 GTITCCCATCATOGAACTTAUCAACTA
182113418 51 GAGCAGGTCCATGCTCTTCTTT 52 ACCCTCCCATAGTGTTCCTGTT
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[0019]
Lt (5149 TR (5230
SNP )
1813411044 53 GUATCGACAGGA TGGAGACTEA 54 GGATGAACAAGAAGAT T TARGTCCCACA
15993934 55 TIGCTTTGTAAGGCAATAGAGC AAA 56 GGGCTASAATTTGAATGACATTICTICACT
187597826 57 CTIGTIGTTACAGAGOCAAGACAAC 58 CAAATCTTTGGTGGAAGCCCAAT
164605 50 TCTCATTGTTCCTAACCCATITTCCTE b0 CCATGAATTGTTTCAAATCCTITGTGAAAT
rs2033849 6l GAGGAAGATTCAALCTCAGACTTEA 62 TGCTTAGCCAGCTGGTTAAGTT
1512997455 63 ACCAAAGATCCTAAGTCTGATCAATTGTT &4 ACATTTTAGCGCAGAAGACTGTGAAATAT
13019672 65 TGATTAAAGACCCAGGATCARAATCTOC 66 AATCAATGCATTAGATAGCCTICAGAAGT
1914267 67 COAACAAGACATTTGTGTAGACTOTG 68 CACACAAAACCOARTTATGOGTTTCT
1813034774 69 GTGOCATGTACAATTATTATGAAAGCTGTATT 70 TTGATAGAAATCTGCCTICTACCTATAAGT
907160 71 CECAGGGAGTTICCTGATAACGA 2 GICTTGGICTTTIGETATIGGAAATCCTATA
189809328 73 CCTCTGATGC AT TTCAG PACTGEA ‘14 GCCAAGAAAGAGATCTAGGTTIGET
157254931 75 CCTTTCAAACCCTGATAGATATGATCCT 76 COTGTCTAATAACGAAGCATGAAAACAT
1511128935 7 GCAAGAGGTAGETGCCATTTIG 78 CACATCACCAGCTAACCTCTIETC
154364205 79 CAAAGTTAAACAATACTIGTAACCCAGCAN 86 ATTCATTCACCATITGATAGCCATTIGG
159866013 84 CCTTCAGAACCTTTGAGATCTGATTCT 82 CTGTAGGTTTCCAGCTCACCAT
1512714757 83 ACCTATAGCCCTCTTAAATTTAGCTAAGGA 84 GTGCCATTTTTAAATGGCATTAATTTICACA.
1534309901 85 GGCACAATGTICAATTTGTTCATATTCCT 86 TATGAACTGCCAAGGAGTGATAATGAC
52399332 87 TTITGAGAAGTATCTGTTCATGTATTTEGC TG 88 GATCOATTGTECCCAGETGET
11872575 89 TCTTTGTACCAAACTGCCCACAT 96 TOTGOCCTCACAGTTAAAGCTT
154678083 91 GGAACTTCTGAGCATAAGAGCCT 92 COTGTTGCTTTCTCTGACATTATCTTTTAC
186439466 93 CICAAGGCAGGAACATAAGEEA 94 TEECCAARTACCANTIAT TTACCAGTAGLT
11900861 95 GTTCTTAGAAATCTAGCTCCATCTGOTTG 96 GITCGAATGTOTACAAATGAAGTCAGAAG
151555366 97 CETTTACTCAAAGCTGCAAGAAGAAG 98 ATTCTTGTGTCTTAAAACCCATGATTTICT
156444724 99 AACCTTIGGATGL GEOTA 1 CACTTECTACTCOGHTAG IAAATGAGAG
152045361 101 ATTTATGTTCAGTTCTCAATACTGCCAGA 192 TGOCAAATGTATCCTTACCTTTAAGACTT
1510034991 103 TAGAAACTGCAGAGAACTTTGGAAAGE 104 ACTCAGGTOOGCAGTAAGATACA
15279844 105 CATTTACAAATGGCAACTICTGATANAGGA 106 CCAAAAACACAGAGTGCATTATCTCTTAGA
ES14GT907 197 AGATCTGAATTC CACATTGTGETETT g CTRAAAGACAGCAAAGACAAGATGTTGT
154484354 109 AAAATTGCTACACTGCTTCOATTTTTAC 110 TITGATITIGAACTTICCAAAACAATTAGCA
7513134862 111 GTACGAAGCACTTGAATIGCTTACA 112 TOTATAAGGCAAGGATGAACAGGTCT
I0005781 113 CATGACTAACTGTOCATCACACTGTGA 114 GTGGAGTGTGOCTCTAGGAAAG
151405154 115 | GGGTGTTCGEGATTICTTAGGAA 116 CCAATCAGTTAACCAGTCTTGTIGTITTT
159507465 17 TTCAATAACCTGTCACACACACETT 118 TACTCTGIGTGC TGO TCTTTGEC
181396009 119 TIUTTGCCATGCACATGC IATAG 120 TITACGTAGITTTTACTCCAA G TGCCTA
156857303 121 CTATGETGCAGACATTTCTAAAAAGTCAA 122 AGAAAATCCAGGTTGOTGTTAATATITGE
11554472 123 | TCTATTCTGTGCTGTATCCTGTAGCT 124 TOAAGATGTGAAGATTCAAGGTGCA
156811238 125 | GCCAAATTIATCCCAGGGAAGGAA 126 CICARAGCACCAGGCATTIGAC
1510003686 127 | CTAGATGCGATGGGTGCCATTA 28 AATTGATATTTGTTGGOTITIGTCTGGAT
151979255 129 | GOGTITTTIGAAGACTTTCGTAAGAATGC 130 TCCACGAAAGTTCTTCTCCTATGGA
1826712757 131 CCAATATCCTATAGCAGTGAGTCTTICAA 32 ACTGCACCATTTTTCAACACTACTTC:
18159606 133 TETTATITTLGET TG TGAGCACAAATA 134 TATGATCCACATTGTATGOTTITTAGGUA.
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Lt (5149 TR (5230
SNP )

181156358 135 GATTCAAAGCATGHTTE TGACKTCAC 136 GECANTATGGAR TPOCTCCTATTITCAAAA
rs158803 137 GTAGGAAATATTCCCTGCTTICOTITET 138 GTACTCTGCTCTAGGAAGAGTTTCTAGTAT
15299081 139 GITTGCTGAAGGTAAGAGAGCAGA 140 GOGAGACAGAACGCTTGTAAATTAG
1810079086 141 TCTATATGGGAGAATTCTATGCAGCCAT 142 CATAATCCTGTCATCTTAAGGCAAGGT

rs3 763070 143 | COAAAGAGHACCATGHCTACHTA 44 CTCACGATTGOAARAGCTTAATAGTAATCA.
15841933 145 | ACCTCTAATGCTTATGTICTTICTAAAAGCT 146 ATGATTICTACAGGTGTGAGAATAACACA
12162739 147 | AAACTCAAATGCTCAAGATAAGCCAAC 148 GOTGTCGCAGATGUTTTCATGA

13182883 149 ACTATGAGGTGTGTCTCTCTTIIGTG 150 GTCTGETCATETTTIGTGOOCTA

1$TT04T70 151 GCCCATCTACCCAAGCATTGTA 152 GGGTTAGTAATCCTOTGOCAAAATGAA
315791 153 TGATGATGGTIGATTAATGAGCATTGAGT 154 GCTAGTGGCTACCAAATTGTACATAGA
15338882 155 | AGGEACCAAGTICAAGAGCTCT 56 CLGECHTCTGIE T FCIETC s

1029047 157 | ATGCATTTCTAAACTCTAAAACAAACATTTGA 158 TCTACTTATTAATTTGTGGAATAAACTGAAGGE
313218440 159 TTTTCCCTGAATCTCTTGAGTCTTITTITCT 160 AGAGACATGAGGCATTTICATGGAG
1822048597 161 GGGTGTGAAGGTCCTITAGTTTTCC 62 CTOTTTGCTTGAGAGATT TGGACAC
152811231 163 | GAGGATTGAGAAAGAAAAATACTTCCUTCA 6 TTITICAGGGCTGGTITTTAACCTG

15998828 163 COUTCTCCCTGTCTOTTTCAAT 166 GTGATGTGOTATTIGATGTCATCCATC
51478829 167 | TGGAAGTAGATTAGAGATTGCTGOGAA 168 AAAKAGAAAGECACACCCAATTAATEA
151358856 169 AAGTAGAGEHCTGTTTTATCCOATTAGE 176 CTOCACTTATACTACAAGCATOCTGT
152503107 171 TTTGATAATCCAAAAGGAGTGTTGTATCCA 172 CGTTCATGTGTTAAAGCTTGCAAGTAGAG
11022690 173 | TGACATATGCAAGAATGTTCAGACCA i74 TEGTAAAAGCAGTTACAGCACCAA
187272998 175 | ACTITANTCATCTAG TITTGCRICIGECTT 176 GGAGAAAGACTTACT TTCTYTCCACTICIG
15214955 177 | AAGGCCTTTCGAAATCTTTGCTG 178 GIGAGGTAAGTGCACATICTAAGAACT.
1727811 179 | ACTTAATATTTCATGCCCACAGAGCAA 180 CTCATGAGCGTTITCCTCTGTTTET
156955448 ig1 CICCIGTTAGAAAGAGGAAAGGCAT %2 GIGEHAGTIATTCTTA TG IANTCHICATCEA
151019029 183 | GCAGTCACTCCTGATCTTAGATTTCA 184 TCAGATCTAGAGATGATCAAGGATAAGCTC
1512701077 183 CCCTCOCATAGAGGACATACCAATTC 186 ATGAATGATCTCATTTATTCCTCACAACCT
152237427 187 | TGGGCTTAAGCAGGAAAACTGG 188 TCCTTGATAAAAGGCTGTTGCACA

730437 189 ACTGCEATGGAGAGCA AGTET 196 GTGTHAGCTTGOGTCTCAGS

110499822 191 AAAAACCCCATCTCGATTAGGAGA 192 GTATGCTCAGAGACACGTTITAGE

1$367633 193 GCITTTAAGAGAACAATGATGACTGGAGT 194 GTGACTTAATGAATCTCAAGCTICTAAACG
W2 189011 95 TCAATETTCAAGT TAGGTATGOTACATGAC 196 ATAGAGAGACAAGTAACGGACTOACA
18321198 197 | TAAGGAAGCTGTGTICCTTTCTCCTA 198 GGOACTGGGASAAATGCCAAAAS
$1015370 199 | GCAAGAAGCCTCAGCTCTTIGE 200 CTATGGGTGTITAGCTGTGGGET

5740136 261 CICGEHTCAGEGUT TGATAATIC p1i7) ATGHEAGARACCIGACCCANAEAC
15763869 2035 ACACTCTTTITAAGCATAACCUAAAGAGT 204 COATATCAAGTGCTTITETGTTGACATIT
183802268 205 | TGGTTGTTAAGCCTGCAGAAATAAAGA 206 ATGCAGGCTATTTTCTAGGTGCA

418092491 267 CCTGEATACCTCIGGGCCATAYT 208 COCTEAGAGT T TAACCAGTTTCAAAA
150474513 209 | CCTCCCTGICCTAGAASAGECT 210 CTTCCTACCCTICTTCCTITCITITIETAT
183735973 211 CIGTGCATTGTGTATAGTTGGATGTATAGT 212 TTTECACGTGACTGTTACAAAGTATTATCA
510098647 215 CATGTGTIGGAAGTITACTTTTCAGTGT 214 GCAATTGCTACTGICATTTIGTTGCA
1380896 215 GOGOATACTIATTACCATAAACGATEIGT 216 FEPTICTAGAAASACCAGAAAATTACGCACATAG

10




i BA

CN 107012226 A 9/29 1
[0021]
Lt (5149 TR (5230
SNP )
186473257 207 | PIGICCTAAAK TGAATGTEN 218 COCATCIGEHACAAGAKGGTAAAATAT
153808378 219 GCATCGCAAAGAGAAGAAGGAGTT 220 AGACAGAAGAGGCCACTTGETA
154288409 221 TTTTTGCCTTGGAGTARGAAAACCAC 222 ACCACTTTCCTTTOCTAGAACACA
134606077 293 | CTICAACTCCAAGGCAGACACCAA 224 GATTTGCATCCCAGTGAAAGCAC
sl (1:5250 225 AAGAACATGTAACCTCCOTTAGGHGTTA 226 GACATGGOAAATHTCAGATCATAAGACA
151001389 237 | TITCGAGGATATCATGTTITICTGGOT 228 TITAAGTCCCTGGATTAGTIGAAATTACCC
12270529 229 | CAACTGGTCCTTTGGGAAGGAS 230 GETGGGCCAGAAACACACTTAA
WSS 231 GCAATGGTGAGAGGTTGATGGT 232 AAGOGAATTTCTGAGAATAACATTGCCTCT
110973637 233 | TITGGAACACAACTCCCAGGTT 234 GCCETTCACAGCATCTCTCETA
157849853 235 | AACAAGGAGTAATGAGIGAAACAGTGAA 236 ACGGUTATGTTGCAAGATTTAATAGATGA
18334355 237 TETTTGAGATIEG GG U TAT TV TC TCCAACT 238 COTAAGAGACTG T TTCOTGAG TAAACATTA
1000709 239 | CCCTAAGCACTACATCTOTICTTCE 240 CATAAAAATCACACATGTAGCCAAGTTACC
151463729 241 TAACCATTTGAGAATATGGGCACATGT 242 COCCTGTACCTGOAACTATCAG
151360288 243 | CAGACTCTCTGTGTGTGGCTTT 244 AGCTTEGCTTTGCTACTCTTCAAA
513416 245 | CACAGCTAGTAAGGAACGAACCA 246 COAGATGTTGTCACACTGAACAAG
1510776839 247 | ACCTGCGAAATCCCAAAATGE 248 CCCOTCGTATCTAGCAGAGE
15826472 249 | ATTTTACAATGATGCTGAATTTTGTCTICTGTT 250 AGITTTAATTTCCCAGEAAAAACTTETTTT
510444205 251 COATTCAGTAAGETAGGAGHRACAA 252 TCAGAGEACACACACATTCGAA
183780962 355 | CCTCAAAAACAAAGAAATATGOGATGA 254 CATTGATCCTTCCAAACCCTETGT
154749273 255 | GAACAAAACTGCACTIGTACCCAATITA 256 TGOCCATTGACCTCACTGITIT
12435344 257 | GECICTIGGGTIGGEACTE 258 GAGGACAAGGCITAGCATGGAG
154415704 259 | CTTGTGTGTITAGAGGTCTCAGAGTAATEH 260 TAAGTCTAAAGGGTATAAAGCTGAGACAGT
154414169 261 GTECCTTGCCTAGAACTCTETT 262 ACATTTGTATITTATCCCGTAGGCATGA
151668172 263 GEICCTCATGUA TGAGOAGAAG b1t COTGAGCAGTGGIICAAGGAAG
1510437508 265 GCAGAAATGACAGCACTCTGAGT 266 AGAATCCASGTGGACATTGCCA
151416059 267 | CCCAAAACAAGAGTGGCTTCTAAAT 268 TTAGGTCAGCACCAGGCCCAAT
157083884 269 | AGCTTGAAAGATTTAAATCGCCAATTAAGG 270 CCCATCAGGAAGUTGGAAATATGG
FRTA0598 V7 ACTTTAGAAATGOCTTCTCAGHTAATGE 312 TOCGHGATGTCCEGTCTTATTA
15964681 273 | AGGAAGGTACCTGOAGOTGAT 274 GGGACTTIGACTATTAAATGAACATGGTAA
2510500617 275 | CCCTCACCATTTGTAAATGCCATAAA 276 AGGGTAACATGGAGAAAGTCTGGTTA
w1498553 21 | TTACTACTGTTTICTCTCAGCTGCARTTAA 278 CTCATTTATCCAGAGACCTGTTICTOTG
15901398 279 | GGCTAGAGAGAGCAGUTATITACC 280 CAACGCCACCATCATACAGACT
12711823 281 ACCAGTATTACATTAATTTAATGAGGCTTACE 282 TGCTGTGCTIGTACAGCCTTTT
1$4237677 283 CAGTCTTGATATTTGITCTITCIGEATGIG 284 TOCAGTTATTGCTAGGETTTTIGTICATAA
154939141 285 | CCCTCATTTCAGTGGCTTAATGTE 2886 GGACTCTOAGGCTCTAGAGAGALT
W7937238 287 | GGTCTGTGGGCTOTCCTAAGAT 288 CTATTGTTTGGCTGCTGTCAAGATG
87104420 289 | GAGGCCTGAGECTGATACAACTG 290 CCOAAATGGOARTGCANAGE TG
156591147 291 TCTCAACAGAACCTGTAAGTCTGGA 292 GTIGCTGTAAACTGTEACTCCICA
1510488710 29% | TCTCATCGATCCCTCAARAGCAATTIC 294 GGITITACTGTATTAGGAGTTCCCACTT
15590162 295 TGCAAGCTGTTGTCAATACTTACTTEAGA 296 AAATTCCTCATACAAAGCACCCGATA
2076848 297 COTTAGTGACATCAGAAACTCECAT 298 GUGTTGCATCAAATICACCAGT
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182255301 299 | TGETGCAACTGGGTAAGTTCTC 300 GEACCACTTTCTTTOECTGAGT
152269355 301 CCCTTACTGUTGTAGGAAGCT 302 AGTTCTGTTGTGGETCGTCTT
187962675 303 | GTTCATGAAATGACTACCATTGATGTTGG 304 CTGICTGAAATGECAAATOGGAATATAC
152920816 305 | CAGGAACAAGGTAAGGAGATATGCA 306 CATTGATTCTCTACAGTTCTGCAGGTA
182730648 307 CAAATHGCAACACCATCCAACA 308 GAGCCTUTCETCTAAATTICTATCETY
186581429 309 | ACTTICTGAGACAGCTAATTTCTCACTTT 316 GTIGTTTCCTECTGATCATCOTGA
11178999 311 | TGATGGAATAATGAAAGCAATACACCAGT 312 GACTAGGACCTGGATACATTITTATITCGT
10506847 313 | HGCTEICTAATEITACTCPEGUG TTAACC 314 ACAKATTG ICACTGITCACATIICTCTAGA
1959897 315 | CCTTTICAAGCAAAGGATTAAATTTACTCA 316 COTTECCTTGTGTCCAGARAAC
152111980 317 | AAAAACAAACTGATCCTATGCAGCAA 318 TIGTTTTCICITTTTATCECTTTCCTGTET
11007469 319 GECCCTCTTICCICAGACATG 320 CECTGGETACACCTACEAGTT
10773760 31 GGGCCTCTTCTCATTITCGOTA 322 CTACGACATCATCACAGCCATCA
151335873 323 | CTCCTGACTCTIGGCAATTTCATTT 334 GACCTACTGCACGTEGATGATA,
11617748 325 | ACTICTCTGTTTGETTTCIGICCT 3% TGTANTCTTCAGACAGATACAGACACCT
159527220 327 | COTGATCACTAGGACCTATATTACCTATATIGT 328 TGOTTOCSAAATTACTATTGTAACCTATATACK:
151413577 329 | ATTTATCTCAAAGGCAGATAGGTAAGAATGTE 330 AACANPCATATTTATGCCAGTTITACACTTTTT
159546538 331 | ATCTGGCTAGGGAATGCTGAAAG 332 GGGETGTGAACTCGTTAAGGAA
10586043 333 | CTOCATGAAACTTGGETTAATTTTGOT 334 AGGGATCHTTTCTCCTOTTCNT
5354439 335 | AGTITTGCCTGOGTACTOATAAGAG 336 GOTGTTCTGETGGCTTCTCTTT
151454361 337 | TITGGGTGAGGCCTGAGTTATC 338 TEGAACACATCAAAASCCACCATCT
187141285 339 | TACCTTGITCIAGAT TG IGAAAATICTIGAGE 344 GAGTANTCACC AAANTAT TANTGOCATTICACA
18722290 341 TACGTTCAGAGTATATATGG TG TGTGTGA 342 CITATCTAAAATGCTGGICCCAAGGTA
1812431779 343 | TCTTCATGCAAATTAAATTITGTGTCACACT 344 AGTTTACTETTTCAAAGAACGCTATCTCAA
151004667 345 | TGCTGGATGIIGLGATET FETA T AT 346 GIATGHAAGHAACTGATGGICATTAAGT
154530059 347 | GTTACATTATCACAGAAAAATGCACCA 348 GETTCCHGAGACCAGCAA
152016276 349 | GICTGOTTTTATGATAAACTTGAAACTCAAGA 350 CATCTGOCTCACTGOTTGTTIC
151821380 351 AGAAGGAGCACTCTTTCCTIGIC 352 AGTGCAAGACAAGCGATTCGAAAG
158037429 355 | OTGOGTTAGAAATTGCAGTTTATTTCTEC 354 THAAAAGTEOTACHTAAGAGGTOATT
11528450 355 | GCACTCOTTGGCCAAGTGATTT 356 GGGTGACCAGTAGTTCTATCAGE
10519137 357 | CGAACACCGTCCTGACCTAAAG 358 GACTCTGCATAGTCOCAGATCT
112442886 359 | COCATGGGUOTCTATAN G 360 ATTCCIGTTTCACCAATALTICACCCT
156983500 361 | CTGCCTTGGGCAATATATCACCA 362 GCTAGCTCAGTTGETTCAGTGA
182342747 363 | TAGATAGGACCCTTGTITTTCAAAAAGTIGT 364 ACATAATGGACACAGGGATCCAATE
187203345 365 TGCACCCTIGUGTCATETCTAL 366 AACTCTTCTACATCATAGOGAAACAATGEG
154781878 367 | TCTTTAAGTGGTTATITTCCATGOTCCAA 368 COATGTICTCAGCAGTAATATAAAGTTTCT
198052258 369 | CCAGGTCCTTGGAGTGTGAATA 376 CCGCACTCTCACAGACAAAGAT
59928480 371 | ACACACCTCACTTCTCCCATGA 373 ACATCTCAGGGCTTTGTCCAAG
154315319 373 | CCTAATGCAAACGTGATGACCAA 374 GACATTTTTATACAGCTAGATCTGCAGGAA
15430046 375 | TGAATGCCAAGETGGGAATCTT 376 GGAGTCAAGGCATITCACCATCT
151582347 377 | GTTGCACGGTTCTGTGTAACAAG 378 CTGTITTICTTCATTCCCATGTTGTGT
9905977 379 CACACTACHATAAGGAAAAT ICATGAGE 380 CAGACAAAACCATGACANTGATCTEAGG:
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184796362 381 TGCATTCTGCACCTATGACCE 382 GACACAGGTCACAACAAAGATAAATCTC:
1015308 383 TCTCCACAGCACTGAACTGAC 384 GEGAAGGOAAGAATGGETGTTG
158070085 385 | TGTCTAGOTAAAGGCAAATTAATTGTACCC 386 GGOAACATAATITIGCCTGGCTIT
181004357 387 | ACATGCGATGAGCTCATCCTTS 388 CITHOTGOCAGAACAGAGAGATATTA
sl 027895 389 COACATGGAGGAGTCTTAGAGHA 390, TTTCETTCCATGACAGECACATAGTAC
15116187 391 | CTCAGGCTTGGATECTGAAGTA 392 TCAAACCTCGOATOCTGGAATG
5938283 303 | TGCACCCTTCTATTATGGACTGAATC 394 TCTGTHTCCTAATCTICTIC TCTTAGAAGG
18078417 395 | ACCAGITIGAGCACAGAGATICA 396 TETGAGAAGAGCCTCAAGHACA
182291395 397 | AAAGGAAGCTICAGGTGGAGAC 398 ACACCAGAATCARGCCCACATC
153744163 399 GGGTCTTGGGCAGTITCCITTT 400 CTAAGCAGCCCAGATGCAGAGA
181493232 401 GCATCTCAAGGAATTAKTCACCAAALKC 402 AGATICACAGTGATCCATACACTAAAACAA
89951171 405 | CACAACAGTAAGTCTTTATAGACGGTTCT 44 COGAGCTOACGAGETCAATTTT
157229946 405 | AAAAATGAAAGAAGGAAACATCCAGCA 406 TITACATTTCACTGTAAAGAAGGCTCTGA
19985492 7 | GCCTGCAAGAGTTATETGTGOT 408 CTTCTCCTTTAATCARAGGAGCCAGTT
r8521861 409 | CTCCAACGOATCECTTCTAGTT 410 TACATTITCCTGGATAAATGACTGGCAT
151736442 411 | GGATTCAGAGCGCTICTCTGAA 412 CCCAGCTCCTETTTTCTTTAAAATGATAAC
511665111 413 | GGOAGEGACAAAGETTATTATTE TG 414 CECTAECTTAACACAATGGAAAACCT
08414 415 TOTTCACTGGGTCACAGCAAAG 416 GTGAACGAACGCACAGACTGAGAT
15719365 417 | AATTGAGAGACGATAGGTCTGTAAGGA 418 GTGAGTGTTTATGGAATGAGTCACTTC
11014440 419 | ACAGAAACTGGTTGCCTTTTCCA 420 COTTCC TAGEGCTTTCTICTGGT
1576261 421 | ATAGAAGEIGCAANIGIGCAANTGG 427 TEHGTTIGTIIGLTGATGATAGTGECA.
1510413687 423 | CTEATGTGGCAAGAATGGCA 424 CAAATCGCACATGATGETCCA
1$7259841 435 | TCTGAGGACAGGACACGATCA 426 COAGBCCCACAGGTTCTAATGG
1010870 497 | COTTCAGCTCTGGAATCTGAGTE 428 ACTICTICTCACTE IIGIGGOAA
151031825 429 | TGGACTTTGTGETCTICTTCCET 430 GECTTTAAGTGCCAAGCCCTAT
1512480506 431 GAGAGTGTGGTGTTGOGTAAGT 432 CCATGTTGTGAGCTTAGAACCCA
152567608 433 | TCAACCACGTGTCCOTTATCC 434 GCAGTGGCATAGTAGTCCAGG
rs 1005533 435 | GOTTCACAGGOTTTCAAAAGGAAA 436 CAGTCCTCOAGCTCCTTATGE
11024283 437 | TTTTTOCCASAGEACTTATTTCCACT 438 CCACCATGACTOGCTGTATTATTTATTC
1523537 439 | AGCCETTTCATATTITATGCCTATAGAAGC 446 CAACCTGTCTTIGCAGTTACTGTGA
2009308 a4 GOOTTGGGACARACGAGH T 442 CAGCCCTTGACCACATCAGA
15722098 443 | GOGAAGAGGACATATACCTACAGIC 444 TTITTGTIGGOTAAAGAAATATTCAGCACA
15464663 445 | CCACTCTTTGTTAAGTACACAGTGTTTC 446 TGCTGTOTTTGAATGGTTITCCTACT
rsP831700 447 GECAGIGAGGAATAGC TGATGT 448 FICHEF TG PAGCCAACACACACT
152833736 449 | AGGCACCATGGTGTIGTOATTA 456 THTTGAAAATGCATGAGGACACTTG
51004663 451 TTCCCAAATGTTICTTCTCAATCTTGTCT 452 GAATATGATTAGAACACAAATTGCAGGCAA
8914163 453 | GOGACCCTGTGGAAAGAGAAAC 454 GCATGAAAGTACCTTATAAATCACGGAGT
15221956 455 | GTIGTCTGTGIGTECTCTGAGA 456 CITIGGAGCTTGGTGATGAGTG
155746846 457 | GGCTCACAGCTGAGAAAGCTT 458 COGAGTIGTGGCTCTGTCAGTTIC
12073383 459 | CIGCAGAATCCACAGAGCCAGA 460 CAGTGCCACTCTTCACTGAGG
5733164 461 GGOATGTGGTAATTAGATGATGGCA: 462 GUELTGAGTCCATGCUAAGACAA
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18987640 463 | GOICCAAAATAATIGARAGE TACTIOCA 464 GGOCAATGAGO LG TTAAGGGT
5112603 465 CAACAGCCAGCACCTATTGTET 466 COTATGGGTGETETGETAAGTT
151028528 467 | TTACAGAACTTTAGCGAGIGCCATT 468 ATGCCCAAGOTAGGATGAAGGT
156639398 469 | GGAAATTCTACAAACCTGTCCAGAAAG 479 CAGTGTTCTACTCTCATICTTTCCTTAACA
2214174 471 CACAGCCATTCTCAGTHTGRCTA 472 GGCTTTAGGAGTGTTCAAAATICCC
155980274 475 | AGTGCATAAAGCATAGTAGAAAGGATC 474 TCTITICGAGACTGCTATCACTGAG
151458178 475 | CCTGTGGAAGTGATGCTGAAAC 476 ATGTCCTGTCCACTCETACCTT
5986751 47 | CTCTACTCAGCCCACACAGTTC 478 GATGTCCATATCTTGGAGTTGAAGGAA
156631828 479 | AGCCACCAGGTAAGCAAAGATC 480 GGOTAATTATACTTCCCAAATTTTCTGGGA
1512688347 481 GECTCTTECAGAAATAAAAATGETIGE 482 TGAAGTTIGTGTATTTCTTCACCATAGCA
187060326 483 TCEIT TG TGAGA TCAGAATAATCAT P ECT 484 TCAAGTGACTECCATGICTEATTTICE
1887801 485 | GTGAGAGTCTGAAACETTTAAAATCCATET 486 AATATGCATTOUAARAGAAAATGEGCA
159781645 487 | GCAAAATACTACTCTAGGGCATICATTIT 488 ACCCAGCAAGACAAACTATATACTAAGGA.
155915052 489 | ATGAGCTTGTTGTIGATGICAAATATTTAATAC 496 ARACAAACAAAATAAGTGAGAAATC AAGACET
512844754 491 AGGTCTOTGGTTATIGATACGETITT 492 TGOACAASATTACCTCTCATTOCCTTC
152209430 495 | ACAGACTAATACACCCGGTAACCAA 494 TAAGTCAGGCATCGOAAGACAAATATIC
157471388 495 | GGETCTTATGCTCATGGCITET 496 GACCTGACCTATCAGTCAAACATGAA
154876248 497 GCAAGCTGACATTTTAAAGCTCTATGT 498 GOOAGATOGAAACATGACAACAG
152768595 499 GAAAAGGAGAATACTGCATOAATTTTGHAX 500 TCACCAAGOGCAACATTCTTAGAATTAGTAA
185984580 501 | ATATGAACATATGCAGAAAAGTTCCTGGT 502 ACTCATGACTGOCCAGABATCE
WIR08742 503 | CTAAAACAGGGCTGANTCAAGOAG 504 CLGAANTATTCARCCACC TATGGAGGAA
155917032 505 | TTGTCTTTTGAGACCTCACCACTIT 506 CATCATAAATCOCTIGATAGATGCACAGA
153916781 507 AGAGAAAGGGAAAGAAACAAAGCCATATT 508 GCACTATCATTATGCAGCCATTAAAAAGAA
1512846665 509 | CACACACAACACCACACAGELTT 510 CEGHGOCITICCATATT TCTACAAGAT
152430212 511 AAGAACACATTICTGAACTCTAATGCCA 512 GACAAGATTGAGATATICAGTGGAAATGC
156649211 513 ATTCTTCTGATCCTIECTCCTCACT 514 GGOAGCTAAATTGATTGCCTACATAAG
15594031 515 GGGAAAGTGAGAAANGGCAGATG 516 GCTGCETGGTACATCAGAAAACAAT
{56529455: 517 | GCAGATGTCAGGHACAGACAAG 5IR GCTATCTCOCTCTACTCTCTGTCTET
1$5931302 519 ATTAGAATAGACCCTGCCATETAGET 520 AAGCCTTGATTTTGTICAGGGAACTA
755908324 521 | ATGTACCTCTGACACGTGAATTCC 523 TACTCCTACTGETACTACTAGTAATCCOTT
T2R900 523 CTAAGTGACGGCGATGGCTTAT 524 ATGOTAGACCGOAAAAGAGAAGCCARAG
185925134 525 | TCTGTGGATCTAAAAGGCANAGEA 526 TTCAGAAGACAGACAACAAGACAGAATGAG
156643690 527 | CACGTGCCCATTTAGACATATATGTACA 528 CAGAGGAAATAGCCATTAATTCTGGTCA
1816980601 529 AGTAGITOCTTOTCTATAAACGACTIC ECA 536 ACCTACTCATTCTGGAAGAGTIATGATIC
19786043 531 CCCTTECACTTAGTAAC ACTCAGAA 532 CACACACATAGAATTCCTCCATCATAAAGA
17269816 533 | CATGGTCTCTTIGGGTGAAAGACT 534 AGAGCATAAGTGGCTAACTICTASATATGG
17316592 535 | TCATGTATCTGATCCCTGGTTCATA 536 CCCICTTAAGTCTTICTGHCCTT
1517276358 537 | GAGGCCAGCGAAATGATGACTA 538 GAATCCACTAGACAAAGCTACATAGGATG
189786247 539 | ATTTAAATGTGAAGCATCAGTAAGGTCCT 540 GTTATGACAGGCTAGCACCCAAA
1511096432 541 ACCAAAAAGTGTGEGATACAGTGA 542 GTITTCTICTTETAGCTT TGGGTTTAGT T
83900 543 CAAGGAATICGCTGCAGCATATY 544 CATAANTGAAGTAAGCGCTACCTTACTEACA.
[0025]
EdEsi (573 T3 (53
SNP STG ;
) Siim g sis:n) 8
159786401 545 | ABAKAGATCAGOAGTCATTATATCAGACAAA 546 TATATGTCAGOTGCTCCAGGGTT
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[0026]  fLidedth , 126 PN G B FE B AT 9% 5 I BEDSC A, BT BED SCAH T SNPA i 1) 25
AT s AZBED SCA AT AT & 0 30 e 3k AF BEATE) 48 A BOR B AT 97 S 3307
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[0027]

track name="201512_Design" description="CoveredBases AmpliSeqID_ solution_type=111
Workflow=DNA" type=bedDetail db=hg19 color=77,175,74 priotity=2

chrl 46138875 46138876 1510430105 REF=G;0BS=A:ANCHOR=C AMPL7153799623
chrl 238439307 238439308 1510495407 REF=G.0OBS=A;ANCHOR=A AMPL7153799624
chrl 216743498 216743499 1510863256 REF=A:0BS=G:ANCHOR=T AMPL7154338861
chrl 57010710 57010711 1510888979 REF=A;OBS=T:ANCHOR=T AMPL7154338869
chrl 67089923 67089924 1510889636 REF=G;OBS=A;ANCHOR=A AMPL715433%868
chrl 34353647 34353648 1510914803 REF=A:0OBS=G:ANCHOR=A AMPL7154338870
chrl 233448412 233448413 151294331  REF=C:OBS=T;ANCHOR=A AMPL7153803422
chrl 242806796 242806797 151413212  REF=T:OBS=C:ANCHOR=G AMPL715379%622
chrl 4367322 4367323 151490413  REF=G:OBS=A;ANCHOR=A AMPL7153260179
chrl 89208079 89208080 153767382  REF=G;OBS=A;ANCHOR=T AMPL7154338866
chrl 105717630 105717631 rs4847034  REF=A;0BS=G:ANCHOR=A AMPL7153803437
chrl 160786669 160786670 15560681 REF=A:0OBS=G;:ANCHOR=T AMPL7153260152
chrl 117514333 117514334 156687760  REF=A:0BS=G:ANCHOR=A AMPL7154338865
chrl 185764628 185764629 156697503  REF=T;:0OBS=C:ANCHOR=A AMPL7154338863
chrl 77152861 77152862 15681968 REF=G;OBS=T;:ANCHOR=A AMPL7154338867
chrl 14155401 14155402 187520386  REF=G;0BS=A;ANCHOR=C AMPL7153260142
chrl 175375333 175375334 15859400 REF=C;OBS=T:ANCHOR=G AMPL7154338864
chrl 206684976 206684977 15874718 REF=A;0OBS=C;ANCHOR=C AMPL7154338862
chrl 239881925 1239881926 15891700 REF=A;0OBS=G;ANCHOR=T AMPL7153260138
chrl0 89406640 89406641 1510437508 REF=G;0BS=A;ANCHOR=C AMPL7153799578
chrl0 6736560 6736561 1510444205 REF=T;0BS=C;:ANCHOR=T AMPL7153799583
chr10 97172594 97172595 1s1410059  REF=T;OBS=C;ANCHOR=T AMPL715326018]
chrl0 73823018 73823019 151668172  REF=A;0BS=G:ANCHOR=T AMPL7154338804
chrl0 43585873 43585874 152435344  REF=T:OBS=C;ANCHOR=G AMPL7154338807
chrl0 17193345 17193346 153780962  REF=A:0BS=G:ANCHOR=T AMPL7153027696
chrl0 63711249 63711250 1s4414169  REF=C;0OBS=G;ANCHOR=C AMPL7154338805
chrl0 53561612 53561613 1s4415704  REF=T;0BS=C;ANCHOR=A AMPL7154338806
chrl0 28179052 28179053 154749273  REF=C;OBS=T;ANCHOR=C AMPL7154338808
chr10 108349324 108349325 157088884  REF=T;0BS=C:ANCHOR=G AMPL7154338803
chrl0 118506898 118506899 15740598 REF=G;OBS=A:ANCHOR=C AMPL7153260143
chrl0 2406630 2406631 1s826472 REF=T:0BS=C;ANCHOR=A AMPL7153799579
chr10 132698418 132698419 15964681 REF=T:0BS=C;ANCHOR=A AMPL7153799580
chril 115207175 115207176 1510488710 REF=C;OBS=G:ANCHOR=A AMPL7153803420
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[0028]
chrll 5099392 5099393 1510500617 REF=T;OBS=A:ANCHOR=C AMPL7153260191
chrll 5709027 5709028 151498553  REF=C;0BS=T;ANCHOR=A AMPL7154338760
chrll 134667545 134667546 152076848  REF=A;OBS=T:ANCHOR=A AMPL7153799575
chrll 29385079 29385080 152711823  REF=G;0OBS=A;ANCHOR=T AMPL7154338802
chrll 40192853 40192854 184237677  REF=A;0BS=C:ANCHOR=A AMPL7154338801
chrll 57130891 57130892 154939141  REF=G;0BS=A:ANCHOR=C AMPL7154338800
chrll 122195988 122195989 1590162 REF=C:0BS=T;:ANCHOR=T AMPL7153260150
chrll 105912983 105912984 16591147  REF=T;OBS=C:ANCHOR=G AMPL7153260148
chrll 92572939 92572940 17104420  REF=A:0BS=G:ANCHOR=T AMPL7154338798
chrll 77731415 77731416 187937238  REF=C.OBS=T;ANCHOR=C AMPL7154338799
chril 11096220 11096221 15901398 REF=C;OBS=T;ANCHOR=C AMPL7153260137
chr12 120791041 120791042 151007469  REF=G;OBS=A;ANCHOR=A AMPL7153799571
chrl2 82107589 82107590 rs10506847 REF=T;0BS=C;ANCHOR=A AMPL7154338793
chr12 130761695 130761696 1510773760 REF=A:0BS=G:ANCHOR=A AMPL7153260188
chrl2 72333569 72333570 1511178999 REF=G;0BS=A:ANCHOR=A AMPL7154338794
chr12 106328253 106328254 12111980  REF=T;0OBS=C:ANCHOR=T AMPL7153799572
chrl2 6909441 6909442 152255301  REF=T;OBS=C:ANCHOR=A AMPL7153260170
chrl2 6945913 6945914 12269355  REF=C:0BS=G;ANCHOR=T AMPL7153260169
chrl2 51537195 51537196 182730648  REF=C:OBS=T;ANCHOR=T AMPL7154338796
chrl2 40863051 40863052 152920816  REF=A;0BS=G;ANCHOR=G AMPL7154338759
chr12 62156894 62156895 156581429  REF=C;OBS=A;ANCHOR=A AMPL7154338795
chrl2 24133482 24133483 157962675  REF=G;0BS=A;ANCHOR=T AMPL7154338797
chrl2 92820751 92820752 1s959897 REF=T;0BS=C;ANCHOR=T AMPL7154338792
cht13 100038232 100038233 151058083  REF=A:0BS=G;ANCHOR=C AMPL7153260190
chrl3 31222869 31222870 1s11617748 REF=T:0BS=G:ANCHOR=T AMPL7154338791
chr13 20901723 20901724 151335873  REF=T;OBS=A;ANCIIOR=T AMPL7153269037
chrl3 66989883 66989884 151413577  REF=T:0BS=A;ANCHOR=A AMPL7154338789
chrl3 106938410 106938411 15354439 REF=A;OBS=T;ANCHOR=A AMPL7153705869
chr13 55082186 55082187 189527220  REF=A:0OBS=G:ANCHOR=A AMPL7154338790
chr13 84456734 84456735 19546538  REF=T;0BS=C:ANCHOR=A AMPL7153260136
chrld 78734764 78734765 151004667  REF=T:OBS=C;ANCIIOR=A AMPL7153799566
chrl4 63245913 63245914 1512431779 REP=A;0BS=G:ANCHOR=C AMPL7154338787
chrl4 25850831 25850832 r1sl1454361  REF=T:0BS=A;ANCHOR=A AMPL7153799567
chrl4 104769148 104769149 1s4530059  REF=G;0OBS=A:ANCHOR=C AMPL7153260156
chrld 42174623 42174624 157141285  REPF=T:OB5=G:ANCHOR=A AMPL7154338788
chrld 53216722 53216723 1s722290 REF=G;0BS=C;ANCIIOR=T AMPL7153260144
chrl5 62092847 62092848 1510519137 REF=G;0BS=C:ANCHOR=A AMPL7153799561
chrl5 72473610 72473611 1512442886 REF=T:0BS=C;ANCHOR=A AMPL7154338786
chrls 55210704 55210705 151528460  REF=C:OBS=T:ANCHOR=A AMPL7153799562
chrls 39313401 39313402 151821380  REF=C:0BS=G;ANCHOR=T AMPL7153803418
chtls 24571795 24571796 152016276 REF=T:0BS=C:ANCHOR=C AMPL7153799564
chrld 83237768 83237769 1698500 REF=T:OBS=C;ANCHOR=G AMPL7154338785
chrl5 53616908 53616909 158037429  REF=C;0OBS=T:ANCHOR=A AMPL7153799563
chrl6 80106360 80106361 11382387  REF=C;0OBS=A;ANCHOR=A AMPL7153799557
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[0029]
chrlé 5868699 5868700 152342747  REF=A;OBS=G:ANCHOR=T AMPL7153260165
chrl6 78017050 78017051 rs430046 REF=C;0BS=T;ANCHOR=T AMPL7153260157
chrl6 61726203 61726204 1$4315319  REF=C:0OBS=T;ANCHOR=A AMPL7154338781
chrl6 18135445 18135446 154781878  REF=G;0BS=A;ANCHOR=T AMPL7154338784
chrl6 7520253 7520254 1s7205345  REF=C;0BS=G:ANCHOR=T AMPL7153705858
chrl6 28304996 28304997 158052258  REF=T:OBS=C;ANCHOR=C AMPL7154338783
chrl6 49533028 49533029 159928480  REF=T:0BS=G:ANCHOR=A AMPL7154338782
chrl7 41691525 41691526 11004357  REF=G;OBS=A:ANCHOR=C AMPL7153260195
chrl7 30831244 30831245 151015308  REF=C;OBS=T;ANCHOR=G AMPL7154338780
chrl7 46510696 46510697 151027895  REF=A;0BS=G;ANCHOR=A AMPL7153260192
chrl7 64497736 64497737 1s116187 REF=A;0BS=G,ANCHOR=A AMPL7153799553
chrl7 80526138 80526139 152291395  REF=A;OBS=G;ANCHOR=A AMPL7153260167
chrl7 80739858 80739859 1s3744163  REF=G;0BS=C:ANCHOR=C AMPL7153260159
chrl7 6811528 6811529 184796362  REF=G:OBS=A;ANCHOR=A AMPL7153705851
chrl7 41341983 41341984 158070085 REF=A;0BS=G;ANCHOR=T AMPL7153260140
chrl7 80461934 80461935 1s8078417  REF=C:OBS=T:ANCHOR=C AMPL7153260139
chrl7 77468497 77468498 15938283 REF=T;0BS=C:ANCHOR=G AMPL7153799552
chrl7 2919392 2919393 159905977  REF=A;OBS=G:ANCHOR=C AMPL7153260131
chrl® 77622995 77622996 r1s11665111 REF=T:OBS=C:ANCHOR=T AMPL7154338779
chr18 1127985 1127986 1s1493232  REF=C;0BS=A:ANCHOR=C AMPL7153799551
chr18 55225776 55225777 151736442  REF=T;0BS=C;ANCHOR=C AMPL7153260175
chrl8 47371013 47371014 1$521861 REF=C;0BS=G;:ANCHOR=G AMPL7153260153
chrl8 22739000 22739001 157229946  REF=G:OBS=A;ANCHOR=G AMPL7153269035
chri& 29311033 29311034 18985492 REF=G:OBS=A:ANCHOR=T AMPL7153260134
chr18 9749878 9749879 159951171  REF=G;0OBS=A:ANCHOR=G AMPL7153260129
chr19 29621890 29621891 151014440  REF=T;0OBS=C;ANCIIOR=G AMPL7153799546
chrl9 49893536 49893537 1510413687 REF=A;0OBS=G:ANCHOR=C AMPL7154338777
chr19 294456 294457 151108414  REF=T;0BS=C;ANCHOR=G AMPL7154338778
chr19 39559806 39559807 15576261 REF=A:0OBS=C:ANCHOR=A AMPL7153803416
chr19 28463336 28463337 1s719366 REF=G;0BS=A;ANCHOR=T AMPL7153705823
chrl9 58951122 58951123 157259841  REF=T;OBS=C:ANCIIOR=T AMPL7154338776
cht2 10085721 10085722 151109037  REF=G;OBS=A:ANCHOR=C AMPL7153260187
chr2 37880587 37880588 1812622958 REF=A:0BS=C:ANCHOR=C AMPL7154338859
chr2 182413258 182413259 1512997453 REF=A:0BS=G;ANCHOR=G AMPIL7153260186
chr2 192521912 192521913 1513019672 REF=G;0BS=A;ANCHOR=A AMPL7154338851
chr2 229917807 229917808 1513034774 REF=C:0BS=A;ANCIIOR=A AMPL7154338849
chr2 106059780 106059781 1513411044 REF=G;0BS=A:ANCHOR=C AMPL7154338855
chr2 143723456 143723457 15164603 REF=C:;0BS=G;ANCHOR=C AMPL7154338853
chr2 202542835 202542836 151914267  REF=C:OBS=T:ANCHOR=A AMPL7154338850
chir2 154026993 154026994 152033849 REF=G;0OBS=A:ANCHOR=T AMPL7154338852
chr2 27839538 27839539 152068834  REP=T:0OBS=C:ANCHOR=T AMPL7154338860
chr2 05088848 95988849 152113418  REF=G;0OBS=A;ANCHOR=G AMPL7154338856
chr2 59560203 59560204 152561892  REF=T;0BS=C;ANCHOR=C AMPL7154338857
chr2 48556481 48556482 154411759  REF=A;0BS=G:ANCHOR=A AMPL7154338858
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[0030]
chr2 133695285 133695286 157597826  REF=G;OBS=A;ANCHOR=T AMPL7154338854
chr2 114973 114974 1s876724 REF=C;0BS=T;ANCHOR=A AMPL7153705978
chr2 239563578 239563579 1s907100 REF=G;0BS=C;ANCHOR=T AMPL7153799619
chr2 124109212 124109213 15993934 REF=A;0BS=G;ANCHOR=C AMPL7153260130
chr20 39487109 39487110 1s1005533  REF=G;0OBS=A;ANCHOR=T AMPL7153799540
chr20 1271885 1271886 151010870  REF=G:OBS=A;ANCHOR=C AMPL7153799545
chr20 48360919 48360920 151024283  REF=G:0BS=C:ANCHOR=G AMPL7153799539
chr20 4447482 4447483 1s1031825  REF=A;0OBS=C:ANCHOR=A AMPL7153799544
cht20 16241415 16241416 1512480506 REF=A:0BS=G:ANCHOR=T AMPL7153705818
chr20 51296161 51296162 151523537  REF=T;0OBS=C;ANCHOR=A AMPL7153260178
chr20 62856690 62856691 152009308  REF=T:0OBS=C;ANCHOR=C AMPL7154338775
chr20 23017081 23017082 1s2567608  REF=T;0OBS=C:ANCHOR=T AMPL7153260163
chr2l 41209789 41209790 151004663  REP=(G;0BS=C:ANCHOR=A AMPL7153799535
chr21 43606996 43606997 1$221956 REF=T:0BS=C:ANCHOR=A AMPL7153803414
chr2l 29679686 29679687 152831700  REF=A:0BS=G:ANCHOR=T AMPL7153799536
chr21 33582721 33582722 132833736  REP=G;OBS=A;ANCHOR=A AMPL7153260161
chr2l 28023369 28023370 1s464663 REF=T;0BS=C:ANCHOR=C AMPL7153803433
chr2l 16685597 16685598 15722098 REF=A;0BS=G;ANCHOR=(G AMPL7153705810
chr2l 42415928 42415929 1914165 REF=G:OBS=A;ANCHOR=C AMPL7153705803
chr22 48362289 48362290 151028528  REF=A;0BS=G;ANCHOR=C AMPL7153799531
chr22 42688084 42688085 1s112603 REF=A;0OBS=T;ANCHOR=G AMPL7153799533
chr22 23802170 23802171 1s2073383  REF=T;0OBS=C:ANCHOR=G AMPL7153260173
chr22 19920645 19920646 185746846  REF=C:0BS=G:ANCHOR=T AMPL7153260151
chr22 27816783 27816784 15733164 REF=G:0BS=A;ANCHOR=A AMPL7153799534
chr22 33559507 33559508 1987640 REF=T:0BS=A:ANCHOR=C AMPL7153260132
chr3 20125392 20125393 1511128935 REP=T;0OBS=C;ANCIIOR=A AMPL7154338846
chr3 69820781 69820782 1s12714757 REF=T;OBS=C;ANCHOR=G AMPL7154338845
chr3 190806107 190806108 151355366  REF=T;0BS=C:ANCHOR=C AMPL7153799614
chr3 113804978 113804979 181872575  REF=G:OBS=A:ANCHOR=A AMPL7153260174
chr3 158925635 158925636 151900861  REF=C:OBS=T:ANCHOR=A AMPL7154338841
chi3 10860296 10860297 152254931  REF=T;OBS=G:ANCIIOR=T AMPL7154338847
chr3 110301125 110301126 132399332  REF=T:0BS=G:ANCHOR=T AMPL7153705963
cht3 93721782 93721783 1s34309901 REF=T;0BS=C:ANCHOR=C AMPL7154338844
chr3 32417643 32417644 1s4364205  REF=T:0BS=G:ANCHOR=A AMPL7153705968
chr3 123823918 123823919 154678083  REF=C;OBS=G;ANCHOR=A AMPL7154338843
chr3 133896640 133896641 156439466  REF=G;0BS=C;ANCIIOR=A AMPL7154338842
¢hr3 193207379 193207380 156444724  REF=T:0BS=C:ANCHOR=C AMPL7153260149
chr3 250757 250758 159809528  REF=A:OBS=G;ANCHOR=A AMPL7154338848
chr3 59488339 59488340 159866013  REF=T:0OBS=C:ANCHOR=G AMPL7153260133
chrd 182122201 182122202 1s10003686 REF=G;0BS=A;ANCHOR=A AMPL7153799611
chrd 99451610 99451611 1510005781 REF=C:OBS=T:ANCHOR=G AMPL7153799610
chr4 21005250 21005251 110034991 REF=C;0BS=T;ANCHOR=G AMPL7154338840
chrd 76425895 76425896 1513134862 REF=G;OBS=A;:ANCHOR=G AMPL7153260185
chrd 134081685 134081686 151396009  REF=A;0BS=G:ANCHOR=A AMPL7154338835
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chrd 57187196 57187197 151401907  REF=G;OBS=A;ANCHOR=C AMPL7154338839
chrd 109901423 109901424 11405154  REF=G;OBS=A;ANCHOR=G AMPL7154338837
chrd 157489905 157489906 151554472  REF=G;0OBS=A;ANCHOR=C AMPL7153260177
chrd 190318079 190318080 151979255  REPF=C:0BS=G;ANCHOR=T AMPL7153705947
chrd 10969058 10969059 152046361  REF=T:0BS=A;ANCHOR=A AMPL7153799443
chrd 46329654 46329655 15279844 REF=A:OBS=T;ANCHOR=A AMPL7153260162
chrd 66529781 66529782 154484354  REF=T;0OBS=A;ANCHOR=A AMPL7154338838
chrd 169663614 169663615 16811238  REF=T;OBS=G:ANCHOR=G AMPL7153027733
chrd 145035787 145035788 156857303  REF=G:0OBS=A:ANCHOR=T AMPL7154338834
chrd 119896330 119896331 159307465  REF=T;OBS=C;ANCHOR=A AMPL7154338836
chrs 78689760 78689761 1s10079086 REF=G:OBS=C;:ANCHOR=G AMPL7154338830
chr5 26907872 26907873 151156358  REF=A;OBS=G;ANCHOR=A AMPL7154338833
chr5 136633337 136633338 1513182883 REF=G;0BS=A;ANCHOR=C AMPL71532601%84
chrS 36911615 36911616 1158803 REF=T:0BS=(;ANCHOR=T AMPL7154338832
chrs 17374897 17374898 15159606 REF=A;0BS=G;ANCHOR=C AMPL7153260176
chr5 111683863 111683864 152162739  REF=T;0OBS=C:ANCHOR=C AMPL7154338827
chrs 454731 454732 12672757  REF=T;0BS=C:ANCHOR=G AMPL7153191989
chrs 68688184 68688185 15299081 REF=T;0BS=C;ANCHOR=T AMPL7154338831
chrS 169735919 169735920 15315791 REF=A:0BS=C:ANCHOR=C AMPL7154338758
chr5 178690724 178690725 1338882 REF=G;0BS=A;ANCHOR=T AMPL7153027722
chr5 89768988 89768989 1s3763070  REF=C;0BS=T;ANCHOR=G AMPL7154338829
chrs 159487952 159487953 r1s7704770  REF=G;0OBS=A;ANCHOR=T AMPL7153260141
chts 101622516 101622517 1s841933 REF=G:OBS=A;ANCHOR=C AMPL7154338828
chr6 137085295 137085296 151022690  REF=T:0BS=C;ANCHOR=A AMPIL 7153799602
chré 1135938 1135939 151029047  REF=T:0BS=A;ANCHOR=T AMPL7153705935
chré 12059953 12059954 1513218440 REP=G;0BS=A;ANCIIOR=G AMPL7153260183
chr6 123894977 123894978 151358856  REF=C;0OBS=A;:ANCHOR=G AMPL7153260182
chr6 120560693 120560694 151478829  REF=T;0BS=A;ANCHOR=T AMPL7153260180
chr6 152697705 152697706 1s214955 REF=C:OBS=T:ANCHOR=A AMPL7153260172
chr6 22651687 22651688 1$2206597  REF=G;0BS=A;ANCHOR=C AMPL7154338826
chr6 148761455 148761456 152272998  REF=G;OBS=C;ANCIIOR=T AMPL7153803435
chr6 127463375 127463376 132503107  REF=C:OBS=A:ANCHOR=T AMPL7153260164
chrb 55155703 55155704 1s2811231  REF=C:QBS=A:ANCHOR=T AMPL7153705934
chré 165045333 165045334 1727811 REF=G;OBS=T;:ANCHOR=T AMPL7153799601
chr6 66083191 66083192 1s998828 REF=A:0BS=G;ANCHOR=C AMPL7154338825
chr7 139586806 139586807 151015570  REF=G;OBS=T:ANCIIOR=T AMPL7153799597
chr7 13894275 13894276 151019029  REF=A;0OBS=G,ANCHOR=G AMPL7153260193
chr7 70251650 70251651 1510499822 REF=C;0BS=T:ANCHOR=T AMPL7154338822
chr7 31405225 31405226 1$12701077 REF=T:0BS=A;ANCHOR=C AMPL7154338824
chr?7 114115267 114115268 152189011  REF=T;0OBS=C;ANCHOR=T AMPL7154338820
cht7 42032564 42032565 182237427 REF=C.OBS=T;ANCHOR=T AMPL7154338823
chr7 137029837 137029838 15321198 REF=T:0BS=C;ANCHOR=C AMPL7153260160
chr7 103233786 103233787 1s362633 REF=A;0OBS=G;ANCHOR=G AMPL7154338821
chr7 4310364 4310365 156955448  REF=C;0OBS=T:ANCHOR=A AMPL7153260146
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[0032]
chr7 55215017 55215018 15730437 REF=A:0BS=C:ANCHOR=G AMPL7154218147
chr7 149421200 149421210 15740136 REF=A;0BS=G;ANCHOR=C AMPL7154338819
chr8 28411071 28411072 1510092491 REF=T;0OBS=C;ANCHOR=G AMPL7153260194
chr8 61105198 61105199 1510098647 REF=T;0OBS=C;ANCIHOR=G AMPL7154338815
chr8 71235966 71235967 151380896  REF=C;0OBS=T;ANCHOR=C AMPL7154338814
chr 49985187 49985188 153735973  REF=A;OBS=G:ANCHOR=C AMPL7154338816
chr8 12586260 12586261 1s3802268  REF=A:0BS=G:ANCHOR=G AMPL7154338818
chr§ 92082752 92082753 1s3808378  REF=C:OBS=T;ANCHOR=G AMPL7154338812
chr8 136839228 136839229 154288409  REF=A;0BS=C:ANCHOR=C AMPL7153260158
chr8 144656753 144656754 154606077  REF=T;0BS=C;ANCHOR=C AMPL7153260155
chr8 81891361 81891362 156473257  REF=C;0OBS=A:ANCHOR=T AMPL7154338813
chr® 38804225 38804226 136474513  REF=C;0BS=A;ANCHOR=T AMPL7154338817
chr8 1375609 1375610 15763869 REF=(;;OBS=A;ANCHOR=A AMPL7153799595
cht9 117237753 117237754 181000709  REF=C;0OBS=T;ANCHOR=A AMPL7153799587
chr9 3584542 3584543 151001389  REF=C;0OBS=A;ANCHOR=C AMPL7153799590
chr9 132897230 132897231 151003416  REP=G;OBS=A;ANCHOR=C AMPL7153799584
chr9 1823773 1823774 151015250  REF=G;0OBS=C;ANCHOR=T AMPL7153799591
chr9 137417307 137417308 1510776839 REF=G;OBS=T:ANCHOR=G AMPL7153705901
chr9 38004138 38004139 1510973637 REF=T:OBS=C;ANCHOR=T AMPL7154338811
chr9 128968062 128968063 151360288  REF=C;0BS=T:ANCHOR=A AMPL7153799585
chr9 126881447 126881448 151463729  REF=C;0BS=T;ANCHOR=A AMPL7153799586
chr9 14747132 14747133 rs2270529  REF=T;OBS=C;ANCHOR=T" AMPL7153260168
chr9 101909285 101909286 rs334355 REF=G:OBS=A;ANCHOR=A AMPL7154338809
cht9 27985937 27985938 157041158  REF=C:0BS=T:ANCHOR=T AMPL7153260145
chr9 906795200 90679521 157849853  REF=T:0BS=G:ANCHOR=G AMPL7154338810
chrX 38130486 38130487 1512688347 REP=A;0BS=G;ANCIIOR=A AMPL7154338773
chrX. 62942763 62942764 1512844754 REF=T;0OBS=G;ANCHOR=A. AMPL7154338770
chrX 111603106 111603107 1512846665 REF=G;OBS=A;ANCHOR=C AMPL7154338767
chrX 19109179 19109180 151458178  REF=A;0BS=G:ANCHOR=A AMPL7154338774
chrX 47730341 47730342 151887801  REF=T;0BS=C:ANCHOR=A AMPL7154338772
chrX 68548160 68548161 152209420  REF=C;0BS=A;ANCIIOR=C AMPL7153799530
cheX 11963053 11963054 152214174  REF=A:0BS=G:ANCHOR=T AMPL7153799491
chrX. 117088055 117088056 152430212  REF=T;0BS=C:ANCHOR=A AMPL715388905%
chrX 83017441 83017442 152768595  REF=T:0BS=A:ANCHOR=A AMPL7153799477
chrX 95446395 95446396 152808742  REF=T;OBS=C;ANCHOR=C AMPL7153799527
chrX 146994100 146994101 rs28900 REF=C;0BS=A:ANCIIOR=T AMPL7154338765
chrX 77372274 77372275 154826248  REF=T:0BS=C:ANCHOR=T AMPL7154338769
chrX 141563087 141563088 155908324  REF=A;0OBS=G;ANCHOR=C AMPL7153799476
chrX 57515139 57515140 1$5915052  REF=T:0OBS=G:ANCHOR=G AMPL7154338771
chrX 106624560 106624561 1$5916781  REF=G;0OBS=A;ANCHOR=A AMPL7153799515
chrX 103583190 103583191 185917032  REP=C:0BS=G:ANCHOR=C AMPL7153799503
chrX 151369276 151369277 135925134  REF=G;OBS=T:ANCHOR=A AMPL7154338764
chrX. 137154907 137154908 155931302  REF=G;OBS=C;ANCHOR=G AMPL7153799507
chrX 126391591 126391592 15594031 REF=G;0BS=A;ANCHOR=T AMPL7153799508
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[0033]
chrX 16384887 16384888 155980274  REF=T;OBS=C:ANCHOR=A AMPL7153799497
chrX 88002604 88002605 1559845890  REF=A;OBS=T;ANCHOR=A AMPL7154338768
chrX 25217245 25217246 15986751  REF=T;OBS=C;ANCHOR=G AMPL7153799522
chrX 130216187 130216188 156529455  REF=C:0BS=A:ANCHOR=G AMPL7154338766
chrX 33723448 33723449 186631828  REF=T;0OBS=C;ANCHOR=C AMPL7153799523
chrX 5141298 5141299 156639398  REF=G;OBS=A:ANCHOR=T AMPL7153799520
chrX 153926427 153926428 156643690  REF=T;0OBS=C:ANCHOR=A AMPL7154338763
chrX 120474719 120474720 16649211  REF=C:OBS=A:ANCHOR=A AMPL7153275917
chtX 42598250 42598251 157060326  REF=C:OBS=T:ANCHOR=A AMPL7153799506
chrX 71161081 71161082 157471388  REF=C.0OBS=G:ANCHOR=C AMPL7153799485
chrX. 53791599 53791600 159781645  REF=C:0BS=T;ANCHOR=T AMPL7153799518
chrY 21604900 21604901 1511096432 REF=T;0OBS=C:ANCHOR=A AMPL7153799467
chrY 15415114 15415115 1s16980601 REF=A:0BS=(:ANCHOR=A AMPL7154338762
chrY 17053770 17053771 1817269816 REF=C;OBS=T;ANCHOR=A AMPL7153799470
chrY 19179462 19179463 1517276358 REF=G;OBS=T:ANCHOR=T AMPL7153799472
chrY 18560004 18560005 1517316592 REF=T;OBS=G:ANCHOR=T AMPL7153799471
chrY 21730256 21730257 153900 REF=G;0BS=C:ANCHOR=T AMPL7154338757
chrY — 15472862 15472863 159786043  REF=T;0BS=C;ANCHOR=A AMPL7154338761
chrY 21080706 21080707 159786247  REF=G:OBS=A;ANCHOR=C AMPL7153799464
chrY — 22866702 22866703 159786401  REF=C;0BS=G;ANCHOR=A AMPL7153799466
[0034]  —T7 1, A B R A — P b oA SNPAZ s i AS I & A8 =R SR % . Ak

T8 HANE T [ B 25 5 DA B AN TR 0 W)V 5 R R N

[0035]  fJim , AR B FR AL —Fh b 3R SNPAZ s 1A I R G s I v, B4R R AP R
[0036]  JDER1) EUFEASDNAT-PCRY 3§44 Z b, SR 5 A i itk XU BLHFAT SR A 2

[0037]  JDER2) XD ER 1) oA s I SO AT AL AT T &

[0038] D ER3) XD ER2) %8 & I SCE BT S AN T 51 MR 42 5

[0039]  JDUR4) XA IRS) il 24 1 SCPEAE i = 7 6 SE R 5

[0040) 25 485) SR (35 , SR FH 84T 45 5 (FIBED SC P 25 984) SRER K U S 47 I

5 R R

(00411 BT EIRTIARTT &, A B B SR HU ) B AR F it i 0. 4

[0042]  fRfHh, BT iR FE ADNASKAE T Iy (BF) MEVR (BE) KSR ) B VA ENFKAE

Yok b4 B AT, IR R ASDNAS Bt it , G022 PRARTEE S DNA - 9947A, J3 PEARHE & 9948

&

[0043] ety , JF ik 2248 1) HHPCRY 3 14 A L AFPCRI S G2 HISEQ 1D NO: 1-SEQ 1D

NO: 546 7 P B ) SI AL &7 < Tag ZE G VA ) £ B 1K

[0044]

fLidedth , Pirid 20 BR1) b 5 A B s X LI 3 R )37 : 95 C AL PE 1 Imin; 94°C

30s,60°C60s,70°C60s , 224 EFF ; 60°C ZE/H30min o

[0045]

fuadets, Frid 25 #82) b (1 254 R FAmpur e AR 52 1, ik 20

QubitEigPCRTT .
Pt Hhy, frid D IR i) miE = NP 6 8B4 Ton TorrentBi & Miseq.

[0046]
[0047]

DLty , Fridk 25 985) o 1 45 R 7 B 9Bt R PASTARE ZUIN P45 B R T B AT 2 S 4 F

21
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BEAT 273 SNPAZ 5 R 25 SR 73 2

[0048] A B Pl ok k70 6 A 25 1) 27 34N SNPAV. sl 43 e T Bt thdds (2344) (YRR dk (9
AN XBe AR B0 , B B EAFF B R R fE 2 A TERAME IR gE 77, Hop
LR SNPAT m 7525 B dh P38 40 BC, A7 a2 TR) 1 P S50 A 38 B 88 240 5h 1 OMb o 22 50 S I ¥
7> 10—-1ng DNABEAT SCIERY BT, 734 Bl D28 5100 %6 o 3k 1 6 v 5 A 1R 2344 5 Yo (4R SNP
A7 kA RS B R e AT AN TR ) SRR TR 26 1-1. 49E-62, F T AR SRS 8
(1) RBAESCHERR 2 1-2.98E-12, T AR B B 2 1) AR ACHERR 2 1-3.51E-23,
B G A AEVER 2 MR RN 4 % e v N o

[0049]  ZAREAR) ik B 5928 id PA T BT 2R SEIY -

[0050] () 35515 H SNPAS. st 0 226 4 Jis )

[0051] (1) i SNPEHE % : HapMap (http://hapmap.ncbi.nlm.nih.gov/) .1000Genomes
(http://www.1000genomes.org/home) .dbSNP ¢http://www.ncbi.nlm.nih.gov/snp/) .
SNPforID 52-plexfE£kEHEE (http://spsmart.cesga.es/snpforid.php) ; AIVEEER A
HRE (2 B2 SNP 4y 8 15 57 FIRIESEESE /7 JD0105003-2015) L& A5 T 3F 1Bk & v B DR A
FH 1 SNPAF 7 SCHR 5

[0052]  (2) #RHEHapMapZi s i (#28,Phases 2&3) ik 7 b 5T UL A (CHB) HHMAF>0. 3,
BT B XK Gt AR SNPA 1 s ZER SNPRT B Hardy-Weinberg Vi 5€ & 5 584k
H 10 A B (ASW.CEU.CHD.GIH. JPT LWK MEX MKK ., TSI FIYRI) fizA% 2 7/ (Fst<0.06) s
[0053]  (3) fii ik SNPAZ i (A #)FE BRI >5Mb s 5 B i E s 2 A kil &R a a0
STRAE PA] 8 2 8] P 35 BRE > 5Mb s A7 ji ST AE#% DIEAZ 53 X 45k (CopyNumber Variants,CNV) ;
£ s M3 731 (£ 120bp) FIGCH & AE30-60% 2 [] s M 3 73 (£ 15bp) AEH 2 0 M I
ANFI L FRIC (Insertion/Deletion, Indel) »

[0054] (=) SCFEMIEE

[0055] % SNPA. £ 1K) SCJEAE 5 51 0 F B1) L 3 2 o ST () ) 2 SR 2R A Bl B X L, e B AR
FON20uL, LA 95 CTIAEE 11min; 94°C30s,60°C60s,70°C60s , 22ME 3 ;60 C 4E
{HH30min,

[0056] (=) I f7 J A 43 #r

[0057] A4 S P 52 I AR N 08 & ST, i e S SN 51 AR FE A DA AR B e P AE w1
EMPF45 GEEThermo Fisher ScientificA A Ton TorrentBlE FEE 1 1uminaA &)
fiMiseq) 58RI ;

[0058] R A H AT % 5 WIBED SCAFBEAT g Je 45 R

[0059]  SILAEIAMEL , A KHEAU N A s8R

[0060] AR B FRAIL 1 — Pfr BT e & I P s ARORE N SR [RI 20 27 34> SNPA. s #E AT FEAT Hor
DR R, A ST AR A U o 4 S 5 R 3 A 5 o AR I R T s 16 5 U B AR A SNP
A7 s AT FAT I 5 76 2 B s A5 B 0 Rk AT DA SR ECM 387 2048 S {5 S 5 B e ] BAZR
HW 22158 384 FEAAE2T 3N SNPAZ s B 2 8145 8, 17 29 DNARE A& Rk IS 7] 5 v B SRS
T-200bp LA, i A TVAERR 22 B a7

B (E135E BA
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[0061] 1 4 S 40t iy 8 5 I P SNPAE i K 7 R

BREHES T

[0062] A< B BT Ik (1) SNPAS i Aoy 0 7) A5 1) = 22 jl 40 £ 4 < PCRYT 3844 R AFEARDNA (7]
NFRAE SR DNA 9947A kRVE S DNA 9948) , PCRY™ 14k 2 HAK G H52. 5 X PCR e B 22 vk 1T
(ris—HCL\KCLMgCl2.dNTP) .5 X 5| #2440 (273~ SNPAL 5 (K SCE R 22 51406, 7 51 N SEQ
ID NO:1-SEQ ID NO:546F77R) Taq%E &8 (B A A2 PEIDNASE A1) LA K3 7K 3
FEAN AR 240 250l 2.5 X PCRIC M MR 1T . 2uL 5 X 5| MHEY), 20 Taq®R &, 10ng-
Ingf¥JREASDNA (A 9 1uLARYE S DNA 9947A (10ng/ul) BLIRLFRAEFDNA 9948 (10ng/ul)) BL &%
LIRLZ B F7K o Hodr, 273ANSNPAL s B A7 55 B FIR R LR, 2734 SNPAL s 1 473 514
FEF I IR R 2FTR .

[0063] "IN [HI &5 & B B RSt 461, XA e BH () B AR 52 it 75 SAE i — DR DL S 111
FH T SE N3 4 b il BH AR R B B AR 75 22, AN B8 DA ISR B il A i BH R AR Y

[0064] s f51

[0065] S 45 b ifE A DNA99A8IH) 43 71 &5

[0066] AT VA R -

[0067]  ABE%1) BR1uLbRAEFHDNA994S (10ng/uL) 34T SCFEM)EE , PCRIA £ 20ul, Hirp &5l
2.5 XPCRIX MMV I, 20l 5 X BIWNEEY, 1ul TagZ & (2U) , LLLARAEMDNA 9948 K
V1L 2 B K o SCER EEPCREEAF 1 95 C A M 11min; 94°C30s,60°C60s,70°C60s , 221
£ 560°C ZEfH130min

[0068]  R2) X0 U 1) MR IR SCEE AT AL A2 & - 240 R H Ampure B ER 5E % , & & 1]
K HQubi tBLaPCRYT R o AR K FHaPCRIE LS 78 & o

[0069]  JDR3) X PR2) 58 & i SCPE AT Bk AT 51 )i 4z o

[0070]  JDUR4) XD IR3) fill % 1) SCEAE s il &0 f7°F & (GEE Thermo Fisher Scientific
NAEITon TorrentB3EE 11 1uminaA & HIMiseq) 58T o

[0071]  JDIRS) KA F5 5 . R H AT 9n S I BED SCAF X 25 B8 4) R AU I 37 ST A 3047 i
5 B 2 B4 i s JEEARNEF AP FASTARE 20 7 A5 B R B AT 9 5 4 A1 25 4T 27 3> SNPA. 14 (1)
S5 R4y B oy A A AL B SNP I e 4%, L 45 R A B L7 o AR R DNA 994843 B 25 LWL R
xR, HTHELRKRESE.

...... MPS 4R R
SNP S MR E A C G T Fuan (%)
151490413 GG 989 1 0 988 0 99.9
1S7520386  AG 1057 538 0 499 0 51.88
[0072] 10914803 GG 1396 8 0 1388 0 99,43
1510430105 AG 1909 894 0 1015 0 53.17
1510888979  AA 1154 1153 0 0 I 99.91
1510880636  AA 1969 1965 3 1 0 99.8
15681968  GT 1323 0 0 639 634 517
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wp MPS JlF#4 e
) Ayl M A C el T Fviar (%)
153767382 AA 1063 1060 0 3 0 99,72
4847034 GG 900 9 0 877 14 97.44
136687760 AA 1026 1024 0 2 0 99 .81
15560681 AG 2312 1152 0 1160 0 50.17
7$859400 cC 892 0 892 0 0 100
156697503 cr 1553 6 785 0 764 50.48
5874718 AC 1484 758 723 1 2 51.08
1510863256  AG 1597 781 0 815 1 51.03
151294331 CT 1572 0 850 ] 722 54.07
rs10495407  AG 2586 1296 0 1287 3 50.12
15891700 GG 1148 4 0 1144 0 99.65
sl413212. €C 1107 0 1106 0 1 99,91
1$876724 or 1813 1 934 0 878 51.52
151109037  AA 1727 1722 0 5 0 99.71
152068834 TT 2067 a Q @ 2067 100
1512622958  AC 1469 770 699 0 0 5242
14411759 AG 1419 742 0 677 0 52.29
rs2561892 CT 1897 0 923 0 974 51.34
32113418 AG 1491 784 ] 706 1 52.58
[0073] 1513411044 GG 1893 2 0 1891 0 99.89
16993934 AA. 1273 1271 0 2 y 99.84
$7597826 AG 1437 720 1 715 1 50,1
15164605 CG 1308 ] 666 648 0 50,46
rs2033849 GG 872 0 0 872 0 100
r$12997453 GG 922 1 0 920 1 99.78
1513019672  AA 1599 1591 5 Q 3 99,5
151914267 CcT 1220 0 591 0 629 51.56
1513034774  AC 1622 857 765 0 52.84
8907100 cG 1559 1 777 781 0 30.1
rs9809528.  AA 706 706 0 0 0 100
152254931 GT 1262 1 0 589 672 53.25
rs11128935 €T 1722 1 880 0 841 51.1
34364205 GG 1247 2 0 1245 0 99.84
159866013 CT 689 0 308 0 381 553
1812714757  CT 69 0 32 0 37 53.62
rs34309901  OF 1060 0 470 1 589 5557
152399332 GG 1371 0 ] 1560 11 993
rs1872575  AG 2088 1031 0 1057 0 50.62
154678083 cG 1209 2 612 595 0 50.62
146439466 GG 1152 0 0 1152 0 100
51900861 cc 827 0 826 1 99.88
151355366 CcT 903 0 413 0 490 54:26
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. MPS Wi FPeh £
SNP — - i
Gy 8l MR A ¢ G T Fiar (%

156444724 ccC 730 0 730 0 0 100
152046361 AA 1518 1515 0 0 3 99.8
rs10034991  CT 1628 a 803 0 825 50,68
15279844 Al 1304 638 ] 0 666 51.07
151401907  AA 892 892 0 0 0 100
rs4484354 AT 1518 766 0 1 751 50.46
rs13134862 GG 1980 0 0 1980 0 100
1s10005781  CT 1780 0 892. 0 888 50.11
51405154 GG 1520 0 0 1519 1 99.93
159307465 CT 1264 1 637 0 626 504
1396000  AA 1457 1457 0 0 0 100
16857303 AG 799 437 0 361 1 54.69
151554472 AG 1360 657 1 6499 3 514
rs6811238 GG 1996 0 0 1996 0 100
1510003686  AG 945 463 0 482 0 51.01
1979255 GG 999 0 1 998 0 999
152672757 TT 1430 0 0 i 1429 99.93
s159606. GG 1386 0 0 1386 0 100
51156358  AG 1230 570 0 660 0 53.66

[0074] rs158803 GT 1577 0 0 785 792 50.22
16299081 cr 1152 0 585 0 567 50,78
rs10079086  CG 1862 1 930 931 0 50
153763070 CT 1014 0 538 1 475 53.06
$841933 GG 1576 0 0 1576 0 100
132162739 cC 834 0 834 0 0 100
rs13182883 GG 1402 0 0 1402 0 100
187704770 GG 1170 1 0 1168 1 99.83
16315791 AC 981 491 489 0 1 50.05
8338882 AA 3397 3382 1 12 2 99.56
rs1029047 AT 310 238 0 0 72 76.77
1513218440  AG 1467 699 0 768 0 52.35
192206597 GG 1512 0 0 1512 0 100
152811231 CC 1564 0 1564 0 0 160
rs998828 AG 1895 963 0 932 0 50.82
rs1478829 NN 3 0 0 0 3 0
1<1338856  AC 1347 643 702 2 0 52.12
12503107 AA 1623 1623 0 0 0 100
151022690 cr 1332 0 621 0 711 53.38
152272998  €C 1547 i) 1547 0 0 100
1$214955 cr 900 0 439 0 461 51.22
15727811 TT 1644 0 0 0 1644 100
156955448 CT 1696 0 862 1 833 50.83
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. MPS Wi Freh £
SNP E—— - e
Gy 8l WIS A ¢ G T Fiag (%

51019029  AA 1254 1253 0 1 0 99.92
12701077 IT 1356 1 0 1355 99.93
152237427 T 1153 ‘ 548 1 604 5239
15730437 AC 1804 940 863 1 0 52.11
1510499822  TT 1994 ) 11 0 1983 99,45
15362633 AG 604 304 1 299 0 50.33
152189011 cT 52 4 29 0 23 5577
£$321198 Tr 552 0 2 0 550 99.64
K10155700 GG 2103 0 0 2103 0 100
15740136 GG 1642 4 0 1633 5 99.45
15763869 AG 314 147 0 167 0 53.18
153802268  AA 1350 1348 0 2 0 99.85
1510092491  IT 1692 § 0 0 1692 100
156474513 ce 2915 0 2914 0 1 99.97
133735973 AA. 1218 1218 g 1] 0 100
1510098647  CI 1113 ] 524 0 391 53
151380896 cc 738 0 738 0 0 100
16473257  €C 1523 0 1523 0 0 100
53808378 TT 684 0 1 0 683 99.85

[0075] 54288409 ce 1086 3 1083 0 0 99.72
134606077 60 814 0 813 0 1 99.88
sl015250 GG 1026 0 0 1020 0 100
1001389  AA 1675 1673 1 0 1 99.88
142270529 TT 1200 0 0 0 1200 100
17041158 cr 1215 ] 637 0 578 52.43
1510973637  CC 1045 0 1045 0 0 100
157849853 GT 845 2 0 403 440 52.07
1$334355 AG 487 182 0 305 0 62.63
31000709 TT 2287 1 0 g 2286 99.96
151463729 cC 2290 0 2789 a i 99.96
151360288 cT 342 0 163 0 179 52.34
11003416 AA 787 784 1 2 0 99.62
1510776839  TT 1859 0 2 44 1813 97.53
rs826472 CcT 1237 0 617 0 620 50.12
1510444205  CT 1793 0 797 0 996 35,55
183780962 GG 1381 4 0 1375 2 99.57
54749273 TT 1276 8 0 0 1262 99.37
132435344 cc 1234 0 1206 ] 28 97.73
134415704 cr 1907 0 510 0 497 50.65
134414169 GG 911 1 1 961 8 98,9
151668172 AA 1390 1389 1 G 99.93
1510437508  AG 1612 517 0 495 51.09
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SNP S MPS P52 R y e
- Ay EL M A C G T Faar (%)
rs1410059 cr 1301 0 680 0 621 52.27
157088884 CT 1211 0 587 0 624 51.53
r§740598 AA 828 822 2 3 1 99.28
15964681 Tr 1046 6] ] 1 1045 99.9
1510500617  TT 1794 0 2 0 1792 99.89
11498553 NN 3 0 3 0 0 0
r$901398 cC 1649 0 1647 1 1 99.88
rs2711823 AG 1735 745 1 979 10 56.43
rs4237677 AC 473 231 242 ] 0 5L.16
154939141 AG 2069 1029 2 1038 0 50.17
157937238  IT 993 § 4 1] 989 99.6
17104420 GG 1650 0 0 1650 0 100
156591147 ae 1071 § 1070 0 1 99.91
1510488710 CG 1081 1 556 324 0 51.43
15590162 CcT 963 4 435 1] 528 54.83
152076848  TT 2230 2 4 0 2224 99.73
152255301 cc 1030 0 1020 0 10 99.03
132269355 GG 2079 1 3 2074 1 99.76
57962675 GG 1682 0 0 1082 0 100
[0076] 132920816  AG 219 75 0 144 0 65.75
12730648 T 2515 0 8 0 2507 99.68
rs6581429  AC 574 268 306 0 0 53.31
1511178999 GG 1146 0 0 1140 0 100
1510506847  CC 331 0 330 1 99.7
18959897 TT 1535 0 1535 160
rs2111980 TT 897 0 0 a 897 100
151007469  AG 1858 923 2 932 1 50.16
107737600 AG 1979 1003 0 974 0 50.78
rs1335873 AA 2356 2348 1 3 4 99.66
1s11617748  GT 1041 1 0 539 501 51.78
1595272200 AG 1105 557 1 547 0 50.41
51413577 AT 139 75 1 0 63 53.96
139546538 TT 969 0 0 0 969 100
151058083 GG 1339 2 0 1337 0 99.85
18354439 AT 951 437 1 0 313 53.94
151454361 AT 2574 1242 1 0 1331 51,71
rs7141285 NN 18 ] 0 a 18 0
15722290 GG 170 0 176 0 100
1512431779 AA 962 961 0 1 0 99.9
rs1004667 cc 945 0 944 4] I 99.89
4530059  AG 976 603 0 373 0 6178
152016276 CT 1119 0 572 a 547 51.12
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wp MPS JlF#4 e
) Ayl M A C el T Fviar (%)
rs1821380 cC 2037 0 2036 1 ) 99.95
158037429 TT 1944 0 1 2 1941 99:85
rs1528460 TT 1506 Q 0 0 1506 100
1510519137  CG 1380 ¢ 700 679 1 50.72
1512442886  CC 1497 40 1400 4 53 93,52
15698500 cr 846 0 404 0 442 52.25
152342747 AG 1233 572 0 661 0 53.61
157205345 G 1079 0 0 1076 3 99.72
4781878  AA 1570 1566 0 i 0 99.75
138052258 TT 356 0 0 0 356 160
159928480 TT 1662 0 2 a 1660 99.88
154315319 cT 397 0 210 0 187 529
1s430046 TT 1050 § 1 0 1049 99.9
151382387  AC 1410 613 794 0 3 36.31
©9903977 GG 900 4 g 900 0 100
154796362  AG 840 377 1 462 0 55
51015308 €C 634 0 631 0 3 99.53
rs8070085  AA 2350 2350 0 0 0 100
1004357 AG 2165 1066 ] 1696 3 50:62
[0077] 151027895  AG 1665 843 0 822 0 50.63
16116187 AG 1395 700 0 695 y 30,18
1$938283 cc 1965 1 1964 0 4] 99.95
158078417 cC 1416 0 1409 7 0 99.51
52291395 AG 1464 747 1 716 0 51.02
153744163 GG 1106 0 0 1106 0 160
51493232 AA 652 643 7 0 2 98.62
159951171 AG 2554 1207 0 1345 2 52.66
187229946 GG 890 0 0 890 0 100
15983492 AG 916 477 0 439 0 52.07
18521861 GG 2375 1 3 2312 50 97.35
151736442 cC 1003 0 1001 0 2 99.8
511665111  TT 1128 5 0 0 1128 100
151108414  CC 375 0 371 4 0 98.93
5719366 AG 850 434 ] 416 0 51.06
rs1014440 Ccr 1225 D 637 0 588 52
14376261 AA 455 455 0 0 0 100
rs10413687 AG 1335 716 0 619 0 53.63
157259841 cc 1579 1 1577 0 1 99.87
51010870 GG 1575 0 2 1573 0 99.87
151031825  AC 1731 913 818 4] 0 52.74
1s12480506° AA 861 861 0 0 0 100
152567608 CT 2071 0 976 0 1095 52.87
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SNP S MPS B4 R y e
) Ayl M A C el T Fviar (%)
51005533 AA 1170 1170 0 0 0 100
131024283 cG 2127 ) 1135 991 1 53.36
rs1523537 TT 1008 Q Q 1 1007 99.9
152009308 TT 2324 4] 1 0 2323 99.96
16722098 AA 785 785 0 0 0 100
15464663 TT 989 1 1 0 987 998
£82831700 AA 1272 1272 0 0 0 100
152833736 GG 819 0 0 819 0 100
1004663 cG 1045 0 539 506 0 51.58%
8914165 GG 1340 0 0 1340 0 100
15221956 cc 1678 0 1077 0 1 99.91
155746846 GG 102§ 0 0 1025 3 99.71
52073383 cr 810 § 368 0 442 54,57
15733164 GG 1255 0 1 1253 1 99.84
1987640 AT 1585 786 2 0 797 50.28
rs112603 TT 3239 ] 11 4] 3248 99.66
11028528  AG 2095 994 1 1100 0 52.51
1s6639398  AA 302 302 0 0 0 100
52214174 GG 728 2 2 721 3 99.04
[0078] rs3980274  CC 847 0 842 0 5 99.41
151458178  AA 996 995 0 1 0 99.9
155986751 TT 807 0 0 807 100
156631828 TT 754 0 0 754 100
rs12688347  AA 376 376 [ 0 0 100
157060326 ce 818 ] 818 0 0 100
151887801 TT 644 0 0 0 644 100
159781645 TT 359 0 0 0 359 100
15915052 GG 15 0 0 15 0 100
rs12844754  IT 1364 0 0 3 1361 99.78
152209420 cc 450 0 450 a 0 100
17471388 GG 881 1 2 878 0 99.66
154826248 T 432 0 0 0 432 100
52768595 Tr 366 0 0 6 366 100
55984589 AA 717 715 0 ] 2 99,72
rs2808742 1T 526 0 0 0 526 160
185917032 GG 577 0 1 576 0 99.83
155916781 GG 196 a 0 196 5} 100
1512846665  AA 836 810 2 1 23 96.89
82430212 TT 572 0 0 0 s72 100
136649211  AA 536 $35 1 0 0 99.81
15594031 GG 715 0 0 715 100
156529455 cC 855 0 855 0 0 100
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SNP Sy WP A c G T Fyn (%)
195931302 GG 774 0 0 773 1 99.87
183908324  AA 579 579 0 0 100

1628900 cC 298 0 298 0 0 100
185925134 GG 149 0 0 149 0 100
156643690 T 757 0 0 757 100

[0079] rs.l‘6?806’01 A 611 610 1 0 99.84
159786043 T 71 0 0 0 71 100
1517269816 c 728 0 728 0 0 100
1817316592 T 942 ] 0 0 942 100
117276358 G 595 0 0 595 0 106
159786247 G 568 0 1 567 0 99.82
511096432 T 490 0 1 0 489 99.8
153900 G 326 0 0 326 0 100
159786401 C 86 0 86 0 0 100

[0080] st 512
[0081] S 1 Ay AR T B P it £ SNPASE st P9 e I 771 5 A8 = IBRAA R G 48 e SE AR AR T R

AR 2 o
[0082]  — W =IRARSEGAT I GRAT 0 S AEBE- %1 () — R BE S o K IS 1 it (14 s
PR (P

[0083]  FET-CEFHARMKISTREG ML IR « 2R A FPCR-CEA: Il 7 & Goldeye 20A (b5t Kk £
INENAE DA PR 2 7)) X196 G AR STRAL PR R EAT A I, R B AE B 5 #4721 94 STREE (A
B |58 ARG BRI A, Al 5L 5 A AE2A STREE R (vWARITFGA) R AE— DA,
WA, RBUEAUEEICPT A378. 361, HiHlE =ik o5+ %5 br it , Joik AW n] 5E L 5 %+
2 AFAEEF 5 Z o D 7SR 0 EL A 3AN 4 B S TRAG MU s Mk Ak 3 7 85 (Goldeye  18NCHS M 77
£ AGCU 21+ 1K M5 & Investigator HDplexks MU £r) Ao 284N 57 3845 Y (A A& STR AL
ER] Jo8 S AT 20 RS D), 45 T O T BT 3 S TR [R] FED3 S 45293 PR Jog & A= — 41 5 A8 o B4 4 74>
STRIE [R] i rft % B34S STRIE K] BB (VWA \FGAD3S4529) KA —H 5848

[0084]  FL-T-MPSELA K SNPHG I 45 5 - K AR St _Bid b AL A AT K v 1 & 00 e A6
W, &5 PR, ZAFEARTE 23405 Yo AR SNPAL 15 1) 43 T 45 I FF A iR i AL 2 i, %+
(L) 5 AT G X AE 304 X-SNPAL 4 [ 45 SR RF A XYt il ast AL Ar it it AL e i, S5 R WL T R
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X-SNP AR BT WERX XSNe 4B BT WER

1$6639398 AG AG  AA 2808742 TT  CT  CC

12214174 AG  AG GG 15917032 CC €CC CC

£$3980274 CC CT  TT  1s5916781 AA  AA  AA

rs1458178 AA  AA  AA 1812846665 AA  AA  AA

r§5986751 TT TT  TT 12430212 TT TT  TT

186631828 TT CT  CC 156649211 AA  AA  AA

rs12688347 AG  AG GG 1594031 AG GG GG

1s7060326 CT €T TT 156520455 AA  AA  AA

rs1887801 CT TT T 155931302 CC  CC cc

r$9781645 CC CT  TT  1s5908324 GG GG GG

152209420 CC AC  AA 28900 AC CC CC

157471388 CG  CG GG 15925134 GT GG GG

rs4826248 CT CT  TT 156643690 €T C€C  €C

142768595 TT AT  AA 15915052 TT TG GG

r$5984589 AT AT AA  1sl2844754 TT TG GG
[0086]  SEjifif413
[0087] AL 5] 9 AR I BH BT IR R SNPASE s ) It 77 B 7250 44 T8 - v v e 2
A
[0088] SR FH Sk i 491 1 Py ah FET ARG U 5 2 6 5.0 44 T8 R AN IR AE AR BEAT K600 - 50 42 44 Ry 76
[0089] 45,
[0090] (1) 50 ZAMATE 23445 Yt SNPAT £ J2 304X~ SNPA. i 24145 31| 5g 48 43 7, Ho 25
44 B PEANMETE 9N Y-SNPAT 245 3 52 52 43 7
[0091]  (2) MR 450 4 Fo I M LE273ANSNPAT 5 AT B , R I 2344055 Yot AR SNPAT. 14
AEE RS, T AR R BB IR B2 N 1-1.49E8-62, FI T A SERUE 2 1 AR EE
SCHEBR 2 1-2.98E-12, T IR SRS 2 ) BRARAESCHERR 2 9 1-3.51E-23, 7] LA 2
SEFR TAE R SR o 30 X—SNPAZ A5 1946 DU B 87, 76 & PERFAR o 1) BARAMA R B 1 -
1.13738E-12, /& S HERFAA H 19 RAAME A ZE 16 . 23849E-09, 91N Y-SNPAE 25 44 53 P4
PR R L6 AP A, DL X-SNPFIY-SNPA i (18t 4% 45 B AT PASE 40 R AW i1 3
BEEE.
[0092] DA B4 BH ) ELAR St 45 04T 7 VEARREIA A0 H R ), 48k B AN FR il
TLA BRI BARSC ] A T AR SURE AR N RO T AT 1% 52 B AT B SR FAZ OO &
AR HRAE A B 1 R 2 R o DRI, 75 AN I B AR BH (0 4 Fi R T P A 1) 380 S A8 e
A, B SR 25 7E AR B IR TE A

[0085]
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SEQUENCE LISTING

<110> AR AlA % B A BORWT ST

120> — i -T ey 20 2 0 7 P SNPASE st AR I 771 8 B FL A N v

<160> 546

<{170> PatentIn version 3.5

210> 1

211> 26

<212> DNA

213> NLF3

<400> 1

ggagattggt gcagataatt aagcac 26
210> 2

211> 22

<212> DNA

213> AL

<400> 2

gtccacacct gaaccagaca ct 22
<210> 3

211> 22

<212> DNA

213> NP3

<400> 3

caatggagga tccagcactt ca 22
210> 4

211> 20

<212> DNA

213> NLF3

<400> 4

cctacctgeg gtacccaaga 20
<210> 5

211> 22

<212> DNA

213> NLF3

<400> 5

atgcagtgac aaatggccct at 22
<210> 6

211> 27

<212> DNA
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213> NLFF3

<400> 6

tatgcctcectt attttccagg cecttttt 27
210> 7

211> 22

<212> DNA

213> NLFP3

<400> 7

gggtgagatg ggatgtacca gt 22
<210> 8

211> 26

<212> DNA

213> NLF3

<400> 8

gaaggtcttg ctgtctactt agttga 26
<210> 9

211> 28

<212> DNA

213> NP3

<400> 9

ccatgcaaag tatttctgag ctcttaca 28
<210> 10

211> 29

<212> DNA

213> NP3

<400> 10

ggttacatgg ctaagtaaat cctttgttg 29
210> 11

211> 24

<212> DNA

213> NLF3

<400> 11

accagtggtg attgctgaat atgg 24
<210> 12

211> 30

<212> DNA

213> NLFF3

<400> 12

tctttctecac ctctaattgt cttattcecct 30
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<210> 13

211> 23

<212> DNA

213> NP3

<400> 13

cgaccaagaa agtcttcacc cat 23
<210> 14

211> 30

<212> DNA

213> NLF3

<400> 14

ggagtagaga gaaggaaaat aacttctctg 30
<210> 15

211> 31

<212> DNA

213> AL

<400> 15

tggctaagaa ccttaaattt ttaccatctc a 31
<210> 16

211> 33

<212> DNA

213> NP3

<400> 16

aaagtttcga ttattcttac aaggttgaaa tct 33
210> 17

211> 27

<212> DNA

213> NLF3

<400> 17

attaacagtg ctgcaattaa catggag 27
<210> 18

211> 24

<212> DNA

213> NLFF3

<400> 18

gagaaggtag attggtgcag ctat 24
<210> 19

211> 27

<212> DNA
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213> NLFF3

<400> 19

gatttcatta ggaggaaatc cactcct 27
<210> 20

211> 26

<212> DNA

213> NLFP3

<400> 20

ttccaaagaa aacccaaata cctcct 26
210> 21

211> 24

<212> DNA

213> NLF3

<400> 21

catggagaag cagtgaaaat cacc 24
<210> 22

211> 26

<212> DNA

213> NP3

<400> 22

aaagaatcag tcaggatgca aactct 26
<210> 23

211> 23

<212> DNA

213> NP3

<400> 23

tttttecttt gaccgtgtga aga 23
<210> 24

Q211> 21

<212> DNA

213> NLF3

<400> 24

gaaagtgctg ccacaggtag a 21
<210> 25

211> 24

<212> DNA

213> NLFF3

<400> 25

tgcatgttga gttggttgeca ttac 24
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<210> 26

211> 23

<212> DNA

213> NP3

<400> 26

cccacactca ggacattcct atg 23
<210> 27

211> 23

<212> DNA

213> NLF3

<400> 27

gecgttattca gagectgtgaa gtg 23
<210> 28

211> 30

<212> DNA

213> AL

<400> 28

cagggagata tcagccattc ttaataagaa 30
<210> 29

211> 33

<212> DNA

213> NP3

<400> 29

tcttaacaat actactttaa gecgttgatta tct 33
<210> 30

211> 33

<212> DNA

213> NLF3

<400> 30

tttttggegtt ttgatatttg tttgtttaac cta 33
<210> 31

211> 28

<212> DNA

213> NLFF3

<400> 31

cgaaaaaccc ttccaaattc tctgtatg 28
<210> 32

211> 30

<212> DNA
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213> NLFF3

<400> 32

tggagtttta tgtgttgcta catttgttte 30
<210> 33

211> 24

<212> DNA

213> NLFP3

<400> 33

ggttcttaca ggtctaccect ctet 24
<210> 34

211> 28

<212> DNA

213> NLF3

<400> 34

atgtgagatg ataatttcgt tctcccaa 28
<210> 35

211> 29

<212> DNA

213> NP3

<400> 35

tacacttttt cagaggtggt atttctage 29
<210> 36

211> 29

<212> DNA

213> NP3

<400> 36

ctttecettgt gttttetteca atcacttet 29
<210> 37

211> 27

<212> DNA

213> NLF3

<400> 37

tgatttagca aaagattgga caggcta 27
<210> 38

211> 24

<212> DNA

213> NLFF3

<400> 38

cactcttctg aatcctggtc aaca 24
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<210> 39

211> 22

<212> DNA

213> NP3

<400> 39

gagcacaaaa cgtgacagcet tt 22
<210> 40

211> 26

<212> DNA

213> NLF3

<400> 40

gaatatctat gagcaggcag ttagca 26
<210> 41

211> 25

<212> DNA

213> AL

<400> 41

acaaacacaa cctttggtga tagga 25
<210> 42

211> 22

<212> DNA

213> NP3

<400> 42

gccagtgega gatgaaagte tt 22
<210> 43

211> 27

<212> DNA

213> NLF3

<400> 43

tgttctgagt tcctatccet gaattcet 27
<210> 44

211> 22

<212> DNA

213> NLFF3

<400> 44

cgagaggcca gtatggttca ga 22
<210> 45

211> 22

<212> DNA
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213> NLFF3

<400> 45

gggttgcact aggctagaca at 22
<210> 46

211> 26

<212> DNA

213> NLFP3

<400> 46

attttcagca tcattctgtt tgccaa 26
<210> 47

211> 30

<212> DNA

213> NLF3

<400> 47

agaagtagca tctaaacaca tggtttacaa 30
<210> 48

211> 28

<212> DNA

213> NP3

<400> 48

gggaaaacct tctccaactc atactaaa 28
<210> 49

211> 30

<212> DNA

213> NP3

<400> 49

agtccaaaaa tgttcatata tcacagcaga 30
<210> 50

211> 25

<212> DNA

213> NLF3

<400> 50

gttcccatca tggaacttac caaca 25
<210> 51

211> 22

<212> DNA

213> NLFF3

<400> 51

gagcaggtcc atgetcttet tt 22
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<210> 52

211> 22

<212> DNA

213> NP3

<400> 52

accctcccat agtgttectg tt 22
<210> 53

211> 22

<212> DNA

213> NLF3

<400> 53

ggatcgacag gatggagact ca 22
<210> 54

211> 29

<212> DNA

213> AL

<400> 54

ggatgaacaa gaagatttta tgtcccaca 29
<210> 55

211> 25

<212> DNA

213> NP3

<400> 55

ttgctttgta aggcaataga gcaaa 25
<210> 56

211> 30

<212> DNA

213> NLF3

<400> 56

gggctaaaat ttgaatgaca tttcttcact 30
<210> 57

211> 25

<212> DNA

213> NLFF3

<400> 57

cttgttgtta cagaggcaag acaac 25
<210> 58

211> 23

<212> DNA
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213> NLFF3

<400> 58

caaatctttg gtggaagcce aat 23
<210> 59

211> 27

<212> DNA

213> NLFP3

<400> 59

tctcattgtt cctaacccat tttecte 27
<210> 60

211> 30

<212> DNA

213> NLF3

<400> 60

ccatgaattg tttcaaatge tttgtgaaat 30
<210> 61

211> 25

<212> DNA

213> NP3

<400> 61

gaggaagatt caacctcaga cttga 25
<210> 62

211> 22

<212> DNA

213> NP3

<400> 62

tgcttageca getgettaag tt 22
<210> 63

211> 29

<212> DNA

213> NLF3

<400> 63

accaaagatc ctaagtctga tcaattgtt 29
<210> 64

211> 29

<212> DNA

213> NLFF3

<400> 64

acattttagg gcagaagact gtgaaatat 29
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<210> 65

211> 28

<212> DNA

213> NP3

<400> 65

tgattaaaga cccaggatca aaatctcc 28
<210> 66

211> 29

<212> DNA

213> NLF3

<400> 66

aatcaatgca ttagatagcc ttcagaagt 29
<210> 67

211> 26

<212> DNA

213> AL

<400> 67

ccaacaagac atttgtgtag actctg 26
<210> 68

211> 26

<212> DNA

213> NP3

<400> 68

cacacaaaac ccaattatgg gtttct 26
<210> 69

211> 32

<212> DNA

213> NLF3

<400> 69

gtgccatgta caattattat gaaagctgta tt 32
<210> 70

211> 30

<212> DNA

213> NLFF3

<400> 70

ttgatagaaa tctgccttct acctataagt 30
210> 71

211> 22

<212> DNA
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213> NLFF3

<400> 71

cccagggagt tcctgataac ga 22
210> 72

211> 30

<212> DNA

213> NLFP3

<400> 72

gtecttggtet ttgetattgg aaatcctata 30
<210> 73

211> 25

<212> DNA

213> NLF3

<400> 73

cctctgatge tatttcagta ctgea 25
<210> 74

211> 24

<212> DNA

213> NP3

<400> 74

gccaagaaag agatctaggt tgct 24
<210> 75

211> 28

<212> DNA

213> NP3

<400> 75

cctttcaaac cctgatagat atgatcct 28
<210> 76

211> 28

<212> DNA

213> NLF3

<400> 76

cctgtctaat aacgaagcat gaaaacac 28
210> 77

211> 22

<212> DNA

213> NLFF3

<400> 77

gcaagaggta gctgeccattt tg 22
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<210> 78

211> 24

<212> DNA

213> NP3

<400> 78

cacatcacca gctaacctct tctc 24
<210> 79

211> 30

<212> DNA

213> NLF3

<400> 79

caaagttaaa caatacttgt aacccagcaa 30
<210> 80

211> 28

<212> DNA

213> AL

<400> 80

attcattcac catttgatag ccatttgg 28
<210> 81

211> 27

<212> DNA

213> NP3

<400> 81

ccttcagaac ctttgagatc tgattct 27
<210> 82

211> 22

<212> DNA

213> NLF3

<400> 82

ctgtaggttt ccagctcacc at 22
<210> 83

211> 30

<212> DNA

213> NLFF3

<400> 83

acctatagcc ctcttaaatt tagctaagga 30
<210> 84

211> 30

<212> DNA
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213> NLFF3

<400> 84

gtgeccatttt taaatggcat taatttcaca 30
<210> 85

211> 29

<212> DNA

213> NLFP3

<400> 85

ggcacaatgt tcaatttgtt catattcct 29
<210> 86

211> 27

<212> DNA

213> NLF3

<400> 86

tatgaactgce caaggagtga taatgac 27
<210> 87

211> 32

<212> DNA

213> NP3

<400> 87

ttttgagaag tatctgttca tgtattttge tg 32
<210> 88

211> 19

<212> DNA

213> NP3

<400> 88

gatcgttgtc ccagctget 19
<210> 89

211> 23

<212> DNA

213> NLF3

<400> 89

tctttgtace aaactgecca cat 23
<210> 90

211> 22

<212> DNA

213> NLFF3

<400> 90

tgtgcecteca cagttaaage tt 22
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<210> 91

211> 23

<212> DNA

213> NP3

<400> 91

ggaacttctg agcataagag cct 23
<210> 92

211> 30

<212> DNA

213> NLF3

<400> 92

cctgttgett tctctgacat tatcttttac 30
<210> 93

211> 22

<212> DNA

213> AL

<400> 93

ctcaaggcag gaacataagc ca 22
<210> 94

211> 30

<212> DNA

213> NP3

<400> 94

tgcccaaata ccaattattt accagtagtt 30
<210> 95

211> 29

<212> DNA

213> NLF3

<400> 95

gttcttagaa atctagctcce atctggttg 29
<210> 96

211> 29

<212> DNA

213> NLFF3

<400> 96

gttcgaatgt gtacaaatga agtcagaag 29
<210> 97

211> 26

<212> DNA
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213> NLFF3

<400> 97

cctttactca aagctgcaag aagaag 26
<210> 98

211> 30

<212> DNA

213> NLFP3

<400> 98

attcttgtgt cttaaaaccce atgattttcet 30
<210> 99

211> 24

<212> DNA

213> NLF3

<400> 99

aacctttgga tgttgttctg gcta 24
<210> 100

211> 27

<212> DNA

213> NP3

<400> 100

cacttcctac tccgtagtaa atgagag 27
<210> 101

211> 29

<212> DNA

213> NP3

<400> 101

atttatgttc agttctcaat actgccaga 29
<210> 102

211> 29

<212> DNA

213> NLF3

<400> 102

tgccaaatgt atccttacct ttaagactt 29
<210> 103

211> 27

<212> DNA

213> NLFF3

<400> 103

tagaaactgg agagaacttt ggaaagc 27
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<210> 104

211> 23

<212> DNA

213> NP3

<400> 104

actcaggtgg gcagtaagat aca 23
<210> 105

211> 30

<212> DNA

213> NLF3

<400> 105

catttacaaa tggcaacttc tgataaagga 30
<210> 106

211> 30

<212> DNA

213> AL

<400> 106

gcaaaaacac agagtgcatt atctcttaga 30
<210> 107

211> 26

<212> DNA

213> NP3

<400> 107

agatctgaat tccacattgt ggtctt 26
<210> 108

211> 28

<212> DNA

213> NLF3

<400> 108

ctaaaagaca gcaaagacaa gatgttgt 28
<210> 109

211> 28

<212> DNA

213> NLFF3

<400> 109

aaaattgcta cactgcttcc atttttac 28
<210> 110

211> 30

<212> DNA
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213> NLFF3

<400> 110

tttgattttg aacttccaaa acaattagca 30
<210> 111

211> 25

<212> DNA

213> NLFP3

<400> 111

gtacgaagca cttgaattge ttaca 25
<210> 112

211> 26

<212> DNA

213> NLF3

<400> 112

tctataagge aaggatgaac aggtct 26
<210> 113

211> 26

<212> DNA

213> NP3

<400> 113

catgactaac tgtcatcaca ctgtga 26
<210> 114

211> 22

<212> DNA

213> NP3

<400> 114

gtggagtgtg cctctaggaa ag 22
<210> 115

211> 22

<212> DNA

213> NLF3

<400> 115

gggtgttcgg gattcttagg aa 22
<210> 116

211> 29

<212> DNA

213> NLFF3

<400> 116

ccaatcagtt aaccagtctt gttgttttt 29
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210> 117

211> 25

<212> DNA

213> NP3

<400> 117

ttcaataacc tgtcacacac acctt 25
<210> 118

211> 23

<212> DNA

213> NLF3

<400> 118

tactctgtgt getggtettt gte 23
<210> 119

211> 24

<212> DNA

213> AL

<400> 119

tttttgccat gcacatgeta tagt 24
<210> 120

211> 29

<212> DNA

213> NP3

<400> 120

tttacgtagt ttttactcca atgtgccta 29
<210> 121

211> 29

<212> DNA

213> NLF3

<400> 121

ctatgctgeca gacatttcta aaaagtcaa 29
<210> 122

211> 29

<212> DNA

213> NLFF3

<400> 122

agaaaatcca ggttggtgtt aatatttgce 29
<210> 123

211> 26

<212> DNA
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213> NLFF3

<400> 123

tctattctgt getgtatcet gtaget 26
<210> 124

211> 25

<212> DNA

213> NLFP3

<400> 124

tgaagatgtg aagattcaag gtgca 25
<210> 125

211> 24

<212> DNA

213> NLF3

<400> 125

gccaaattta tcccagggaa ggaa 24
<210> 126

211> 22

<212> DNA

213> NP3

<400> 126

ctcaaagcac caggcatttg ac 22
210> 127

211> 22

<212> DNA

213> NP3

<400> 127

ctagatgcga tgggtgecat ta 22
<210> 128

211> 29

<212> DNA

213> NLF3

<400> 128

aattgatatt tgttgggttt tgtctggat 29
<210> 129

211> 28

<212> DNA

213> NLFF3

<400> 129

gggtttttga agactttcgt aagaatgce 28
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<210> 130

211> 25

<212> DNA

213> NP3

<400> 130

tccacgaaag ttcttctcct atgga 25
<210> 131

211> 29

<212> DNA

213> NLF3

<400> 131

ccaatatcct atagcagtga gtctttcaa 29
<210> 132

211> 26

<212> DNA

213> AL

<400> 132

actgcaccat ttttcaacac tacttc 26
<210> 133

211> 27

<212> DNA

213> NP3

<400> 133

tgttattttt ggttgtgage acaaaca 27
<210> 134

211> 29

<212> DNA

213> NLF3

<400> 134

tatgatccac attgtatggt ttttaggca 29
<210> 135

211> 26

<212> DNA

213> NLFF3

<400> 135

gattcaaagc atggttctga catcac 26
<210> 136

211> 30

<212> DNA
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213> NLFF3

<400> 136

gccaatatgg aattcctect attttcaaaa 30
<210> 137

211> 27

<212> DNA

213> NLFP3

<400> 137

gtaggaaata ttccctgett tccttet 27
<210> 138

211> 30

<212> DNA

213> NLF3

<400> 138

gtactctget ctaggaagag tttctagtat 30
<210> 139

211> 24

<212> DNA

213> NP3

<400> 139

gtttgctgaa ggtaagagag caga 24
<210> 140

211> 25

<212> DNA

213> NP3

<400> 140

gggagacaga acgcttgtaa attag 25
<210> 141

211> 28

<212> DNA

213> NLF3

<400> 141

tctatatggg agaattctat gcagccat 28
<210> 142

211> 27

<212> DNA

213> NLFF3

<400> 142

cataatcctg tcatcttaag gcaaggt 27
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<210> 143

211> 23

<212> DNA

213> NP3

<400> 143

ccaaagagga ccatggctac cta 23
<210> 144

211> 30

<212> DNA

213> NLF3

<400> 144

ctcacgattg caaaagctta atagtaatca 30
<210> 145

211> 30

<212> DNA

213> AL

<400> 145

acctctaatg cttatgtctt tctaaaagct 30
<210> 146

211> 29

<212> DNA

213> NP3

<400> 146

atgatttcta caggtgtgag aataacaca 29
<210> 147

211> 27

<212> DNA

213> NLF3

<400> 147

aaactcaaat gctcaagata agccaac 27
<210> 148

211> 22

<212> DNA

213> NLFF3

<400> 148

ggtgtcgecag atggtttcat ga 22
<210> 149

211> 26

<212> DNA
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N 107012226 A F % 3R 24/85 T

213> NLFF3

<400> 149

actatgaggt gtgtctctet tttgtg 26
<210> 150

211> 22

<212> DNA

213> NLFP3

<400> 150

gtctgetcat gtttgtgeece ta 22
<210> 151

211> 22

<212> DNA

213> NLF3

<400> 151

gceccatcectac ccaagecattg ta 22
<210> 152

211> 27

<212> DNA

213> NP3

<400> 152

gggttagtaa tcctgtggca aaatgaa 27
<210> 153

211> 28

<212> DNA

213> NP3

<400> 153

tgatgatggt gattaatgag cattgagt 28
<210> 154

211> 27

<212> DNA

213> NLF3

<400> 154

gctagtgget accaaattgt acataga 27
<210> 155

Q211> 21

<212> DNA

213> NLFF3

<400> 155

agggaccaag tcaagagctc t 21
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<210> 156

Q211> 21

<212> DNA

213> NP3

<400> 156

ctggegtetg tettetetet ¢ 21
<210> 157

211> 32

<212> DNA

213> NLF3

<400> 157

atgcatttct aaactctaaa acaaacattt ga 32
<210> 158

211> 33

<212> DNA

213> AL

<400> 158

tctacttatt aatttgtgga ataaactgaa ggc 33
<210> 159

211> 29

<212> DNA

213> NP3

<400> 159

ttttcecctga atctettgag tetttttet 29
<210> 160

211> 25

<212> DNA

213> NLF3

<400> 160

agagacatga ggcattttca tggag 25
<210> 161

211> 25

<212> DNA

213> NLFF3

<400> 161

gggtgtgaag gtcctttagt tttce 25
<210> 162

211> 25

<212> DNA
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213> NLFF3

<400> 162

ctetttgett gagagatttg gacac 25
<210> 163

211> 30

<212> DNA

213> NLFP3

<400> 163

gaggattgag aaagaaaaat acttccctca 30
<210> 164

211> 24

<212> DNA

213> NLF3

<400> 164

tttttcaggg ctggttttaa cctg 24
<210> 165

211> 22

<212> DNA

213> NP3

<400> 165

cggtgtcect gtetgtttea at 22
<210> 166

211> 27

<212> DNA

213> NP3

<400> 166

gtgatgtggt atttgatgte atccatc 27
<210> 167

211> 27

<212> DNA

213> NLF3

<400> 167

tggaagtaga ttagagattg ctgggaa 27
<210> 168

211> 27

<212> DNA

213> NLFF3

<400> 168

aaaaagaaag ccacacccaa ttaatca 27

57



N 107012226 A F % 3R 27/85 I

<210> 169

211> 27

<212> DNA

213> NP3

<400> 169

aagtagaggce tgttttatcc cattage 27
<210> 170

211> 26

<212> DNA

213> NLF3

<400> 170

ctgecacttat actacaagca tcctgt 26
<210> 171

211> 30

<212> DNA

213> AL

<400> 171

tttgataatc caaaaggagt gttgtatcca 30
<210> 172

211> 28

<212> DNA

213> NP3

<400> 172

gttcatgtgt taaagcttgc aagtagag 28
<210> 173

211> 26

<212> DNA

213> NLF3

<400> 173

tgacatatgce aagaatgttc agacca 26
<210> 174

211> 24

<212> DNA

213> NLFF3

<400> 174

tggtaaaagc agttacagca ccaa 24
<210> 175

211> 30

<212> DNA
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213> NLFF3

<400> 175

actttaatca tctagttttg cttctgectt 30
<210> 176

211> 30

<212> DNA

213> NLFP3

<400> 176

ggagaaagac ttactttctt tccacttctg 30
<210> 177

211> 23

<212> DNA

213> NLF3

<400> 177

aaggcctttc gaaatctttg ctg 23
<210> 178

211> 27

<212> DNA

213> NP3

<400> 178

gtgaggtaag tgcacattct aagaact 27
<210> 179

211> 27

<212> DNA

213> NP3

<400> 179

acttaatatt tcatgcccac agagcaa 27
<210> 180

211> 25

<212> DNA

213> NLF3

<400> 180

ctcatgagecg ttttecctetg ttttt 25
<210> 181

211> 25

<212> DNA

213> NLFF3

<400> 181

ctcctgttag aaagaggaaa ggcat 25
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N 107012226 A F % 3R 29/85 I

<210> 182

211> 30

<212> DNA

213> NP3

<400> 182

gtggagttat tcttatgtaa tcgtcatcca 30
<210> 183

211> 26

<212> DNA

213> NLF3

<400> 183

gcagtcactc ctgatcttag atttca 26
<210> 184

211> 30

<212> DNA

213> AL

<400> 184

tcagatctag agatgatcaa ggataagctc 30
<210> 185

211> 25

<212> DNA

213> NP3

<400> 185

cccteccatag aggacatacc aattce 25
<210> 186

211> 30

<212> DNA

213> NLF3

<400> 186

atgaatgatc tcatttattc ctcacaacct 30
<210> 187

211> 22

<212> DNA

213> NLFF3

<400> 187

tgggcttaag caggaaaact gg 22
<210> 188

211> 24

<212> DNA
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213> NLFF3

<400> 188

tccttgataa aaggetgttg caca 24
<210> 189

211> 21

<212> DNA

213> NLFP3

<400> 189

actgccatgg agaggaagtc t 21
<210> 190

211> 20

<212> DNA

213> NLF3

<400> 190

gtgtgagett gegtctcaga 20
<210> 191

211> 24

<212> DNA

213> NP3

<400> 191

aaaaagccca tctcgattag gaga 24
<210> 192

211> 24

<212> DNA

213> NP3

<400> 192

gtatgctcag agacacgttt tagc 24
<210> 193

211> 29

<212> DNA

213> NLF3

<400> 193

gcttttaaga gaacaatgat gactggagt 29
<210> 194

211> 30

<212> DNA

213> NLFF3

<400> 194

gtgacttaat gaatctcaag cttctaaacg 30
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N 107012226 A F % 3R 31/85 T

<210> 195

211> 30

<212> DNA

213> NP3

<400> 195

tcaatgttca agttaggtat gctacatgac 30
<210> 196

211> 26

<212> DNA

213> NLF3

<400> 196

atagagagac aagtaacgga ctcaca 26
<210> 197

211> 26

<212> DNA

213> AL

<400> 197

taaggaagct gtgttccttt ctecta 26
<210> 198

211> 23

<212> DNA

213> NP3

<400> 198

gggactggga aaaatgccaa aaa 23
<210> 199

211> 22

<212> DNA

213> NLF3

<400> 199

gcaagaagcce tcagectcttt gt 22
<210> 200

211> 22

<212> DNA

213> NLFF3

<400> 200

ctatgggtgt tagctgtggg tt 22
<210> 201

211> 22

<212> DNA
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N 107012226 A F % 3R 32/85 T

213> NLFF3

<400> 201

ctcggtcage gettgataat tc 22
<210> 202

211> 24

<212> DNA

213> NLFP3

<400> 202

atggcagaaa cctgacccaa acac 24
<210> 203

211> 29

<212> DNA

213> NLF3

<400> 203

acactctttt taagcataac ccaaagagt 29
<210> 204

211> 28

<212> DNA

213> NP3

<400> 204

ccatatcaag tgctttctgt tgacattt 28
<210> 205

211> 27

<212> DNA

213> NP3

<400> 205

tggttgttaa gcctgecagaa ataaaga 27
<210> 206

211> 23

<212> DNA

213> NLF3

<400> 206

atgcaggceta ttttctaggt gea 23
<210> 207

211> 22

<212> DNA

213> NLFF3

<400> 207

cctggatacc tctgggecat at 22
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N 107012226 A F % 3R 33/85 T

<210> 208

211> 27

<212> DNA

213> NP3

<400> 208

ccctgagagt tttaaccagt ttcaaaa 27
<210> 209

211> 22

<212> DNA

213> NLF3

<400> 209

ccteeetgte ctagaaaage ct 22
<210> 210

211> 30

<212> DNA

213> AL

<400> 210

cttectacce ttettecttt ctttttetat 30
<210> 211

211> 30

<212> DNA

213> NP3

<400> 211

ctgtgcattg tgtatagttg gatgtatagt 30
<210> 212

211> 30

<212> DNA

213> NLF3

<400> 212

tttccacgtg actgttacaa agtattatca 30
<210> 213

211> 28

<212> DNA

213> NLFF3

<400> 213

catgtgttgg aagtttactt ttcagtgt 28
<210> 214

211> 26

<212> DNA
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N 107012226 A F % 3R 34/85 T

213> NLFF3

<400> 214

gcaattgeta ctgtcatttt gttgca 26
<210> 215

211> 28

<212> DNA

213> NLFP3

<400> 215

gggatactta ttaccataaa cgatgtgt 28
<210> 216

211> 32

<212> DNA

213> NLF3

<400> 216

tttttctaga aaaccagaaa attagcacat ag 32
210> 217

211> 29

<212> DNA

213> NP3

<400> 217

ttgtcctaaa atgaatgtct gtgagtcat 29
<210> 218

211> 27

<212> DNA

213> NP3

<400> 218

cccatctggg acaagaaggt aaaatat 27
<210> 219

211> 24

<212> DNA

213> NLF3

<400> 219

gcatcgcaaa gagaagaagg agtt 24
<210> 220

211> 22

<212> DNA

213> NLFF3

<400> 220

agagagaaga ggccacttge ta 22
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<210> 221

211> 26

<212> DNA

213> NP3

<400> 221

tttttgeectt ggagtaagaa aaccac 26
<210> 222

211> 24

<212> DNA

213> NLF3

<400> 222

accactttcc tttgctagaa caca 24
<210> 223

211> 23

<212> DNA

213> AL

<400> 223

ctcaactcca aggcagacac caa 23
<210> 224

211> 23

<212> DNA

213> NP3

<400> 224

gatttgcatc ccagtgaaag cac 23
<210> 225

211> 26

<212> DNA

213> NLF3

<400> 225

aagaacatgt aacctccctt agggta 26
<210> 226

211> 28

<212> DNA

213> NLFF3

<400> 226

gacatgggaa atgtcagatc ataagaca 28
210> 227

211> 26

<212> DNA
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N 107012226 A F % 3R 36/85 T

213> NLFF3

<400> 227

tttcgaggat atcatgtttt ctgget 26
<210> 228

211> 30

<212> DNA

213> NLFP3

<400> 228

tttaagtcce tggattagtt gaaattaccc 30
<210> 229

211> 22

<212> DNA

213> NLF3

<400> 229

caactggtce tttgggaagg aa 22
<210> 230

211> 22

<212> DNA

213> NP3

<400> 230

gctgggecag aaacacactt aa 22
<210> 231

211> 22

<212> DNA

213> NP3

<400> 231

gcaatggtga gaggttgatg gt 22
<210> 232

211> 29

<212> DNA

213> NLF3

<400> 232

aaggaatttc tgagaataac attgcctcet 29
<210> 233

211> 22

<212> DNA

213> NLFF3

<400> 233

tttggaacac aactcccagg tt 22
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<210> 234

211> 22

<212> DNA

213> NP3

<400> 234

gcecttecaca geatctetee ta 22
<210> 235

211> 28

<212> DNA

213> NLF3

<400> 235

aacaaggagt aatgagtgaa acagtgaa 28
<210> 236

211> 29

<212> DNA

213> AL

<400> 236

acggctatgt tgcaagattt aatagatga 29
<210> 237

211> 30

<212> DNA

213> NP3

<400> 237

tctttgagat tgtggttatt ttctccaact 30
<210> 238

211> 30

<212> DNA

213> NLF3

<400> 238

cctaagagac tgtttcctga gtaaacatta 30
<210> 239

211> 25

<212> DNA

213> NLFF3

<400> 239

ccctaagecac tacatctgtt cttcce 25
<210> 240

211> 30

<212> DNA
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213> NLFF3

<400> 240

cataaaaatc acacatgtag ccaagttacc 30
<210> 241

211> 27

<212> DNA

213> NLFP3

<400> 241

taaccatttg agaatatggg cacatgt 27
<210> 242

211> 22

<212> DNA

213> NLF3

<400> 242

cgcetgtace tgcaactatce ag 22
<210> 243

211> 22

<212> DNA

213> NP3

<400> 243

cagactctct gtgtgtgget tt 22
<210> 244

211> 24

<212> DNA

213> NP3

<400> 244

agcttcgett tgetactcectt caaa 24
<210> 245

211> 23

<212> DNA

213> NLF3

<400> 245

cacagctagt aaggaacgaa cca 23
<210> 246

211> 24

<212> DNA

213> NLFF3

<400> 246

ccagatgttg tcacactgaa caag 24
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210> 247

Q211> 21

<212> DNA

213> NP3

<400> 247

acctgcgaaa tcccaaaatg c 21
<210> 248

211> 20

<212> DNA

213> NLF3

<400> 248

ccegtegtat ctagcagage 20
<210> 249

211> 32

<212> DNA

213> AL

<400> 249

attttacaat gatgctgaat tttgtctctg tt 32
<210> 250

211> 30

<212> DNA

213> NP3

<400> 250

agttttaatt tcccagcaaa aacttctttt 30
<210> 251

211> 24

<212> DNA

213> NLF3

<400> 251

ccattcagta agctaggagg acaa 24
<210> 252

211> 22

<212> DNA

213> NLFF3

<400> 252

tcagagcaca cacacattcg aa 22
<210> 253

211> 27

<212> DNA
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213> NLFF3

<400> 253

cctcaaaaac aaagaaacat gggatga 27
<210> 254

211> 24

<212> DNA

213> NLFP3

<400> 254

cattgatcct tccaaaccct ctgt 24
<210> 255

211> 28

<212> DNA

213> NLF3

<400> 255

gaacaaaact gcacttgtac ccaattta 28
<210> 256

211> 22

<212> DNA

213> NP3

<400> 256

tgceccattga cctcactgtt tt 22
<210> 257

211> 19

<212> DNA

213> NP3

<400> 257

gccectettggg ttggeactg 19
<210> 258

211> 22

<212> DNA

213> NLF3

<400> 258

gaggacaagg cttagcatgg ag 22
<210> 259

211> 29

<212> DNA

213> NLFF3

<400> 259

cttgtgtgtt tagaggtctc agagtaatg 29
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<210> 260

211> 30

<212> DNA

213> NP3

<400> 260

taagtctaaa gggtataaag ctgagacagt 30
<210> 261

211> 22

<212> DNA

213> NLF3

<400> 261

gtgcettgee tagaactcte tt 22
<210> 262

211> 28

<212> DNA

213> AL

<400> 262

acatttgtat tttatcccgt aggcatga 28
<210> 263

211> 22

<212> DNA

213> NP3

<400> 263

ggtcctcatg catgagcaga ag 22
<210> 264

211> 22

<212> DNA

213> NLF3

<400> 264

cctgagcagt ggttcaagga ag 22
<210> 265

211> 23

<212> DNA

213> NLFF3

<400> 265

gcagaaatga cagcactctg agt 23
<210> 266

211> 22

<212> DNA
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213> NLFF3

<400> 266

agaatccaag tggacattge ca 22
<210> 267

211> 25

<212> DNA

213> NLFP3

<400> 267

cccaaaacaa gagtggctte taaat 25
<210> 268

211> 22

<212> DNA

213> NLF3

<400> 268

ttaggtcage accaggecca at 22
<210> 269

211> 30

<212> DNA

213> NP3

<400> 269

agcttgaaag atttaaatcg gcaattaagg 30
<210> 270

211> 24

<212> DNA

213> NP3

<400> 270

cccatcagga agctggaaat atgg 24
<210> 271

211> 28

<212> DNA

213> NLF3

<400> 271

actttagaaa tgccttctca ggtaatgg 28
<210> 272

211> 22

<212> DNA

213> NLFF3

<400> 272

tccgggatgt ccegtettat ta 22
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<210> 273

Q211> 21

<212> DNA

213> NP3

<400> 273

aggaaggtac ctggaggtga t 21
<210> 274

211> 30

<212> DNA

213> NLF3

<400> 274

gggactttga ctattaaatg aacatggtaa 30
<210> 275

211> 26

<212> DNA

213> AL

<400> 275

ccctcaccat ttgtaaatge cataaa 26
<210> 276

211> 26

<212> DNA

213> NP3

<400> 276

agggtaacat ggagaaagtc tggtta 26
<210> 277

211> 30

<212> DNA

213> NLF3

<400> 277

ttactactgt tttctctcag ctgcaattaa 30
<210> 278

211> 27

<212> DNA

213> NLFF3

<400> 278

ctcatttatc cagagacctg ttctctg 27
<210> 279

211> 24

<212> DNA
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213> NLFF3

<400> 279

ggctagagag agcagctatt tacc 24
<210> 280

211> 22

<212> DNA

213> NLFP3

<400> 280

caacgccacc atcatacaga ct 22
<210> 281

211> 32

<212> DNA

213> NLF3

<400> 281

accagtatta cattaattta atgaggctta cc 32
<210> 282

211> 22

<212> DNA

213> NP3

<400> 282

tgctgtggtt gtacagectt tt 22
<210> 283

211> 30

<212> DNA

213> NP3

<400> 283

cagtcttgat atttgttctt tctgcatgtg 30
<210> 284

211> 30

<212> DNA

213> NLF3

<400> 284

tccagttatt gctagggttt ttgttcataa 30
<210> 285

211> 24

<212> DNA

213> NLFF3

<400> 285

ccctecattte agtggettaa tgtg 24
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<210> 286

211> 23

<212> DNA

213> NP3

<400> 286

ggactctgag gctctagaga gac 23
<210> 287

211> 22

<212> DNA

213> NLF3

<400> 287

ggtctgtgge ctctectaag at 22
<210> 288

211> 25

<212> DNA

213> AL

<400> 288

ctattgtttg gctgetgtca agatg 25
<210> 289

211> 22

<212> DNA

213> NP3

<400> 289

gaggcctgag ctgatacaac tg 22
<210> 290

211> 22

<212> DNA

213> NLF3

<400> 290

cccaaatggg aatgcaaage tc 22
<210> 291

211> 25

<212> DNA

213> NLFF3

<400> 291

tctcaacaga acctgtaagt ctgga 25
<210> 292

211> 24

<212> DNA
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213> NLFF3

<400> 292

gttgctgtaa actgtcactc ctca 24
<210> 293

211> 27

<212> DNA

213> NLFP3

<400> 293

tctcatcgat ccctcaaaag gaatttg 27
<210> 294

211> 28

<212> DNA

213> NLF3

<400> 294

ggttttactg tattaggagt tcccactt 28
<210> 295

211> 29

<212> DNA

213> NP3

<400> 295

tgcaagctgt tgtcaatact tactttaga 29
<210> 296

211> 26

<212> DNA

213> NP3

<400> 296

aaattcctca tacaaagcac ccgata 26
<210> 297

211> 25

<212> DNA

213> NLF3

<400> 297

ccttagtgac atcagaaact cccat 25
<210> 298

211> 22

<212> DNA

213> NLFF3

<400> 298

gggttgecatc aaattcacca gt 22
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<210> 299

211> 22

<212> DNA

213> NP3

<400> 299

tgctgcaact gggtaagtte tc 22
<210> 300

211> 22

<212> DNA

213> NLF3

<400> 300

gcaccacttt ctttcectga gt 22
<210> 301

Q211> 21

<212> DNA

213> AL

<400> 301

cccttactge tgtaggaage t 21
<210> 302

Q211> 21

<212> DNA

213> NP3

<400> 302

agttctgttg tggctegtet t 21
<210> 303

211> 29

<212> DNA

213> NLF3

<400> 303

gttcatgaaa tgactaccat tgatgttgg 29
<210> 304

211> 28

<212> DNA

213> NLFF3

<400> 304

ctgtctgaaa tgccaaatgg gaatatac 28
<210> 305

211> 25

<212> DNA
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213> NLFF3

<400> 305

caggaacaag gtaaggagat atgca 25
<210> 306

211> 27

<212> DNA

213> NLFP3

<400> 306

cattgattct ctacagttct gcaggta 27
<210> 307

211> 22

<212> DNA

213> NLF3

<400> 307

caaatggcaa caccatccaa ca 22
<210> 308

211> 27

<212> DNA

213> NP3

<400> 308

gagcctgtee tctaaattte tatcctce 27
<210> 309

211> 29

<212> DNA

213> NP3

<400> 309

actttctgag acagctaatt tctcacttt 29
<210> 310

211> 24

<212> DNA

213> NLF3

<400> 310

gttgtttcct cctgatcatc ctga 24
<210> 311

211> 29

<212> DNA

213> NLFF3

<400> 311

tgatggaata atgaaagcaa tacaccact 29
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<210> 312

211> 30

<212> DNA

213> NP3

<400> 312

gactaggacc tggatacatt tttatttcgt 30
<210> 313

211> 29

<212> DNA

213> NLF3

<400> 313

tgctgtctaa ttttactcett gggttaacce 29
<210> 314

211> 30

<212> DNA

213> AL

<400> 314

acaaattgtc actgttcaca tttctctaga 30
<210> 315

211> 29

<212> DNA

213> NP3

<400> 315

cctttcaage aaaggattaa atttaccca 29
<210> 316

211> 22

<212> DNA

213> NLF3

<400> 316

ccttgecttg tgtccagaaa ac 22
<210> 317

211> 26

<212> DNA

213> NLFF3

<400> 317

aaaaacaaac tgatcctatg cagcaa 26
<210> 318

211> 30

<212> DNA
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213> NLFF3

<400> 318

ttgttttcte tttttatcce tttectgtet 30
<210> 319

211> 21

<212> DNA

213> NLFP3

<400> 319

ggceccetettt cctcagacat g 21
<210> 320

Q211> 21

<212> DNA

213> NLF3

<400> 320

ccctggetac acctaccagt t 21
<210> 321

211> 22

<212> DNA

213> NP3

<400> 321

gggcetette tcattttegg ta 22
<210> 322

211> 23

<212> DNA

213> NP3

<400> 322

gtacgacatc atcacagcca tca 23
<210> 323

211> 25

<212> DNA

213> NLF3

<400> 323

ctcectgacte ttggecaattt cattt 25
<210> 324

211> 22

<212> DNA

213> NLFF3

<400> 324

gacctactgc acgtggatga ta 22
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<210> 325

211> 24

<212> DNA

213> NP3

<400> 325

acttctcetgt ttgetttetg tect 24
<210> 326

211> 28

<212> DNA

213> NLF3

<400> 326

tgtaatcttc agacagatac agacacct 28
<210> 327

211> 33

<212> DNA

213> AL

<400> 327

cctgatcact aggacctata ttacctatat tgt 33
<210> 328

211> 33

<212> DNA

213> NP3

<400> 328

tgcttgcaaa attactattg taacctatat aca 33
<210> 329

211> 32

<212> DNA

213> NLF3

<400> 329

atttatctca aaggcagata ggtaagaatg tc 32
<210> 330

211> 33

<212> DNA

213> NLFF3

<400> 330

aacaatcata tttatgccag ttttacactt ttt 33
<210> 331

211> 23

<212> DNA
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213> NLFF3

<400> 331

atctggctag ggaatgcetga aag 23
<210> 332

211> 22

<212> DNA

213> NLFP3

<400> 332

gggctgtgaa ctcgttaagg aa 22
<210> 333

211> 27

<212> DNA

213> NLF3

<400> 333

ctccatgaaa cttgggttaa ttttgcet 27
<210> 334

211> 22

<212> DNA

213> NP3

<400> 334

agggatcgtt tctcctette ct 22
<210> 335

211> 24

<212> DNA

213> NP3

<400> 335

agtttgecctg cgtactgata agag 24
<210> 336

211> 22

<212> DNA

213> NLF3

<400> 336

ggtgttetgg tggettcetet tt 22
<210> 337

211> 22

<212> DNA

213> NLFF3

<400> 337

tttgggtgag gectgagtta tc 22
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<210> 338

211> 25

<212> DNA

213> NP3

<400> 338

tggaacacat caaaaaccac catct 25
<210> 339

211> 32

<212> DNA

213> NLF3

<400> 339

taccttgttc tagattgtga aaattcttga gg 32
<210> 340

211> 33

<212> DNA

213> AL

<400> 340

gagtaatcac caaaatatta atggcatttc aca 33
<210> 341

211> 29

<212> DNA

213> NP3

<400> 341

tacgttcaga gtatatatgg tgtgtgtga 29
<210> 342

211> 27

<212> DNA

213> NLF3

<400> 342

cttatctaaa atgctggtcce caaggta 27
<210> 343

211> 30

<212> DNA

213> NLFF3

<400> 343

tcttcatgeca aattaaattt gtgtcacact 30
<210> 344

211> 30

<212> DNA
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213> NLFF3

<400> 344

agtttactct ttcaaagaac gctatctcaa 30
<210> 345

211> 30

<212> DNA

213> NLFP3

<400> 345

tgctggatgt tgtgatgttg tatttttatg 30
<210> 346

211> 28

<212> DNA

213> NLF3

<400> 346

gtatggaagg aactgatggt cattaagt 28
<210> 347

211> 27

<212> DNA

213> NP3

<400> 347

gttacattat cacagaaaaa tgcacca 27
<210> 348

211> 18

<212> DNA

213> NP3

<400> 348

gcttcecggag accagcaa 18
<210> 349

211> 32

<212> DNA

213> NLF3

<400> 349

gtctggtttt atgataaact tgaaactcaa ga 32
<210> 350

211> 22

<212> DNA

213> NLFF3

<400> 350

catctggectc actggttgtt tg 22
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<210> 351

211> 23

<212> DNA

213> NP3

<400> 351

agaaggagca ctctttcctt gtc 23
<210> 352

211> 23

<212> DNA

213> NLF3

<400> 352

agtgcaagac aagcgattga aag 23
<210> 353

211> 29

<212> DNA

213> AL

<400> 353

ctgggttaga aattgcagtt tatttctce 29
<210> 354

211> 26

<212> DNA

213> NP3

<400> 354

tgaaaagtgce tacgtaagag gtcatt 26
<210> 355

211> 22

<212> DNA

213> NLF3

<400> 355

gcactccttg geccaagtgat tt 22
<210> 356

211> 23

<212> DNA

213> NLFF3

<400> 356

gggtgaccag tagttctatg agc 23
<210> 357

211> 22

<212> DNA
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213> NLFF3

<400> 357

cgaacaccgt cctgacctaa ag 22
<210> 358

211> 22

<212> DNA

213> NLFP3

<400> 358

gactctgecat agtcgcagat ct 22
<210> 359

211> 22

<212> DNA

213> NLF3

<400> 359

cccatgggee tctataatgg tt 22
<210> 360

211> 26

<212> DNA

213> NP3

<400> 360

attcctgttt caccaatatt caccct 26
<210> 361

211> 23

<212> DNA

213> NP3

<400> 361

ctgeettggg caatatatca cca 23
<210> 362

211> 22

<212> DNA

213> NLF3

<400> 362

gctagetcag ttgettcagt ga 22
<210> 363

211> 30

<212> DNA

213> NLFF3

<400> 363

tagataggac ccttgttttc aaaaagttgt 30
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<210> 364

211> 25

<212> DNA

213> NP3

<400> 364

acataatgga cacagggatc caatg 25
<210> 365

211> 22

<212> DNA

213> NLF3

<400> 365

tgcacccttg ggtcatctet at 22
<210> 366

211> 29

<212> DNA

213> AL

<400> 366

aactcttcta catcataggg aaacaatgg 29
<210> 367

211> 29

<212> DNA

213> NP3

<400> 367

tctttaagtg gttattttce atgetccaa 29
<210> 368

211> 30

<212> DNA

213> NLF3

<400> 368

ccatgttctc agcagtaata taaagtttcc 30
<210> 369

211> 22

<212> DNA

213> NLFF3

<400> 369

ccaggtcctt ggagtgtgaa ta 22
<210> 370

211> 22

<212> DNA

88



N 107012226 A F % 3R 58/85 T

213> NLFF3

<400> 370

ccgecactcte acagacaaag ac 22
<210> 371

211> 22

<212> DNA

213> NLFP3

<400> 371

acacacctca cttctcccat ga 22
<210> 372

211> 22

<212> DNA

213> NLF3

<400> 372

acatctcagg gctttgtcca ag 22
<210> 373

211> 23

<212> DNA

213> NP3

<400> 373

cctaatgcaa acgtgatgac caa 23
<210> 374

211> 30

<212> DNA

213> NP3

<400> 374

gacattttta tacagctaga tctgcaggaa 30
<210> 375

211> 22

<212> DNA

213> NLF3

<400> 375

tgaatgccaa gctgggaate tt 22
<210> 376

211> 23

<212> DNA

213> NLFF3

<400> 376

ggagtcaagg catttgacca tct 23
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210> 377

211> 23

<212> DNA

213> NP3

<400> 377

gttgcacggt tctgtgtaac aag 23
<210> 378

211> 27

<212> DNA

213> NLF3

<400> 378

ctgtttttet tcattcccat gttgtgt 27
<210> 379

211> 28

<212> DNA

213> AL

<400> 379

cacactacga taaggaaaat tcatgagc 28
<210> 380

211> 28

<212> DNA

213> NP3

<400> 380

cagacaaaac catgacaatg atcttagg 28
<210> 381

211> 21

<212> DNA

213> NLF3

<400> 381

tgcattctge acctatgacce ¢ 21
<210> 382

211> 28

<212> DNA

213> NLFF3

<400> 382

gacacaggtc acaacaaaga taaatctc 28
<210> 383

Q211> 21

<212> DNA
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213> NLFF3

<400> 383

tctccacage actgaactga ¢ 21
<210> 384

211> 22

<212> DNA

213> NLFP3

<400> 384

gggaagggaa gaatgggtgt tg 22
<210> 385

211> 30

<212> DNA

213> NLF3

<400> 385

tgtgtaggta aagggaaatt aattgtaccc 30
<210> 386

211> 24

<212> DNA

213> NP3

<400> 386

gggaacataa ttttgcctgg cttt 24
<210> 387

211> 22

<212> DNA

213> NP3

<400> 387

acatgcgatg agctcatcct tc 22
<210> 388

211> 26

<212> DNA

213> NLF3

<400> 388

cttgctggea gaacagagag atatta 26
<210> 389

211> 23

<212> DNA

213> NLFF3

<400> 389

ccacatggag gagtcttaga gga 23
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<210> 390

211> 26

<212> DNA

213> NP3

<400> 390

tttcttccat gacagccaca tagtac 26
<210> 391

211> 22

<212> DNA

213> NLF3

<400> 391

ctcaggcttg gatgctgaag ta 22
<210> 392

211> 22

<212> DNA

213> AL

<400> 392

tgaaacctcg gatgctggaa tg 22
<210> 393

211> 26

<212> DNA

213> NP3

<400> 393

tgcacccttc tattatggac tgaatc 26
<210> 394

211> 30

<212> DNA

213> NLF3

<400> 394

tctgtgtect aatcttette tcttagaagg 30
<210> 395

211> 23

<212> DNA

213> NLFF3

<400> 395

accagtttga gcacagagat tca 23
<210> 396

211> 22

<212> DNA
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213> NLFF3

<400> 396

tgtgagaaga gcctcaagga ca 22
<210> 397

211> 22

<212> DNA

213> NLFP3

<400> 397

aaaggaagct tcaggtggag ac 22
<210> 398

211> 22

<212> DNA

213> NLF3

<400> 398

acaccagaat caagcccaca tc 22
<210> 399

211> 22

<212> DNA

213> NP3

<400> 399

gggtcttggg cagtttecett tt 22
<210> 400

211> 22

<212> DNA

213> NP3

<400> 400

ctaagcagcce cagatgcaga ga 22
<210> 401

211> 27

<212> DNA

213> NLF3

<400> 401

gcatctcaag gaattaatca ccaaagc 27
<210> 402

211> 30

<212> DNA

213> NLFF3

<400> 402

agattcacag tgatccatac actaaaacaa 30
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<210> 403

211> 29

<212> DNA

213> NP3

<400> 403

cacaacagta agtctttata gacggttct 29
<210> 404

211> 22

<212> DNA

213> NLF3

<400> 404

cggaggtcac gagctcaatt tt 22
<210> 405

211> 27

<212> DNA

213> AL

<400> 405

aaaaatgaaa gaaggaaaca tccagca 27
<210> 406

211> 29

<212> DNA

213> NP3

<400> 406

tttacatttc actgtaaaga aggctctga 29
<210> 407

211> 22

<212> DNA

213> NLF3

<400> 407

gcctgecaaga gttatcetgtg ct 22
<210> 408

211> 27

<212> DNA

213> NLFF3

<400> 408

cttctecttt aatcaaagga gccagtt 27
<210> 409

211> 22

<212> DNA
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213> NLFF3

<400> 409

gcteccaacge atccttctag tt 22
<210> 410

211> 28

<212> DNA

213> NLFP3

<400> 410

tacattttcc tggataaatg actggcat 28
<210> 411

211> 22

<212> DNA

213> NLF3

<400> 411

ggattgagag cgcttgtctg aa 22
<210> 412

211> 30

<212> DNA

213> NP3

<400> 412

cccagectect cttttettta aaatgataac 30
<210> 413

211> 25

<212> DNA

213> NP3

<400> 413

gggagegaca aagcecttatta ttgtg 25
<210> 414

211> 26

<212> DNA

213> NLF3

<400> 414

ccctacctta acacaatgga aaacct 26
<210> 415

211> 22

<212> DNA

213> NLFF3

<400> 415

tcttcactgg gtcacagcaa ag 22
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<210> 416

211> 24

<212> DNA

213> NP3

<400> 416

gtgaacgaac gcacagactg agat 24
<210> 417

211> 27

<212> DNA

213> NLF3

<400> 417

aattgagaga cgataggtct gtaagga 27
<210> 418

211> 27

<212> DNA

213> AL

<400> 418

gtgagtgttt atggaatgag tcacttc 27
<210> 419

211> 23

<212> DNA

213> NP3

<400> 419

acagaaactg gttgcctttt cca 23
<210> 420

211> 22

<212> DNA

213> NLF3

<400> 420

ccttectagg getttetetg gt 22
<210> 421

211> 25

<212> DNA

213> NLFF3

<400> 421

atagaaggtg caaatgtgca aatgg 25
<210> 422

211> 27

<212> DNA

96



N 107012226 A F % 3R 66/85 7

213> NLFF3

<400> 422

tttgtttgtt tgttgatgat agtggca 27
<210> 423

211> 20

<212> DNA

213> NLFP3

<400> 423

ctgatgtgge aagaatggcea 20
<210> 424

Q211> 21

<212> DNA

213> NLF3

<400> 424

caaatcgcac atgatgctce a 21
<210> 425

Q211> 21

<212> DNA

213> NP3

<400> 425

tgtgaggaca ggacacgatc a 21
<210> 426

211> 21

<212> DNA

213> NP3

<400> 426

ccagcccaca ggttctaatg g 21
<210> 427

211> 23

<212> DNA

213> NLF3

<400> 427

ccttcagete tggaatctga gtc 23
<210> 428

211> 23

<212> DNA

213> NLFF3

<400> 428

acttcttctec actgttgtgg caa 23
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<210> 429

211> 23

<212> DNA

213> NP3

<400> 429

tggactttgt gttcttctte cgt 23
<210> 430

211> 22

<212> DNA

213> NLF3

<400> 430

gcetttaagt gecaagecect at 22
<210> 431

211> 22

<212> DNA

213> AL

<400> 431

gagagtgtgg tgttgggtaa gt 22
<210> 432

211> 23

<212> DNA

213> NP3

<400> 432

ccatgttgtg agcttagaac cca 23
<210> 433

211> 21

<212> DNA

213> NLF3

<400> 433

tcaaccacgt gtcccttate ¢ 21
<210> 434

Q211> 21

<212> DNA

213> NLFF3

<400> 434

gcagtggcat agtagtccag g 21
<210> 435

211> 24

<212> DNA
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213> NLFF3

<400> 435

gcttcacagg gtttcaaaag gaaa 24
<210> 436

211> 21

<212> DNA

213> NLFP3

<400> 436

cagtcctcca gectecttatg c 21
<210> 437

211> 26

<212> DNA

213> NLF3

<400> 437

tttttgccaa agcacttatt tccact 26
<210> 438

211> 28

<212> DNA

213> NP3

<400> 438

ccaccatgac tggctgtatt atttattc 28
<210> 439

211> 30

<212> DNA

213> NP3

<400> 439

agcecttteca tattttatge ctatagaage 30
<210> 440

211> 25

<212> DNA

213> NLF3

<400> 440

caacctgtct ttggagttac tgtga 25
<210> 441

211> 19

<212> DNA

213> NLFF3

<400> 441

gcecttgggac aaacgaggt 19
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<210> 442

211> 20

<212> DNA

213> NP3

<400> 442

cagcccttga ccacatcaga 20
<210> 443

211> 25

<212> DNA

213> NLF3

<400> 443

gggaagagga catataccta cagtc 25
<210> 444

211> 30

<212> DNA

213> AL

<400> 444

tttttgttgg gtaaagaaat attcagcaca 30
<210> 445

211> 28

<212> DNA

213> NP3

<400> 445

ccactctttg ttaagtacac agtgttte 28
<210> 446

211> 25

<212> DNA

213> NLF3

<400> 446

tgctgtgttt gaatggttte ctact 25
<210> 447

211> 22

<212> DNA

213> NLFF3

<400> 447

ggcagtgagg aatagctgat gt 22
<210> 448

211> 22

<212> DNA
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213> NLFF3

<400> 448

gtctgtgtag ccaacacaca ct 22
<210> 449

211> 22

<212> DNA

213> NLFP3

<400> 449

aggcaccatg gtgttgtcat ta 22
<210> 450

211> 25

<212> DNA

213> NLF3

<400> 450

tgttgaaaat gcatgaggac acttg 25
<210> 451

211> 28

<212> DNA

213> NP3

<400> 451

ttcccaaatg ttcttctcaa tcttgtet 28
<210> 452

211> 30

<212> DNA

213> NP3

<400> 452

gaatatgatt agaacacaaa ttgcaggcaa 30
<210> 453

211> 22

<212> DNA

213> NLF3

<400> 453

gggaccctgt ggaaagagaa ac 22
<210> 454

211> 29

<212> DNA

213> NLFF3

<400> 454

gcatgaaagt accttataaa tcacggagt 29
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<210> 455

211> 22

<212> DNA

213> NP3

<400> 455

gttgtctgtg tgtcctetga ga 22
<210> 456

211> 22

<212> DNA

213> NLF3

<400> 456

ctttggaget tggtgatgag tg 22
<210> 457

Q211> 21

<212> DNA

213> AL

<400> 457

ggctcacage tgagaaagect t 21
<210> 458

211> 22

<212> DNA

213> NP3

<400> 458

cgagttgtgg ctctgtcagt tc 22
<210> 459

211> 22

<212> DNA

213> NLF3

<400> 459

ctgcagaatc cacagagcca ga 22
<210> 460

Q211> 21

<212> DNA

213> NLFF3

<400> 460

cagtgccact cttcactgag g 21
<210> 461

211> 25

<212> DNA
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213> NLFF3

<400> 461

gggatgtggt aattagatga tggca 25
<210> 462

211> 22

<212> DNA

213> NLFP3

<400> 462

ggttgagtce atgccaagac aa 22
<210> 463

211> 27

<212> DNA

213> NLF3

<400> 463

gctccaaaat aattgaaage tactcca 27
<210> 464

211> 22

<212> DNA

213> NP3

<400> 464

gggcaatgag ctgtttaagg gt 22
<210> 465

211> 22

<212> DNA

213> NP3

<400> 465

caacagccag cacctattgt ct 22
<210> 466

211> 22

<212> DNA

213> NLF3

<400> 466

cctatgggtg ctgtgctaag tt 22
<210> 467

211> 25

<212> DNA

213> NLFF3

<400> 467

ttacagaact ttagcgagtg ccatt 25
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<210> 468

211> 22

<212> DNA

213> NP3

<400> 468

atgcccaagg gaggatgaag gt 22
<210> 469

211> 27

<212> DNA

213> NLF3

<400> 469

ggaaattcta caaacctgtc cagaaag 27
<210> 470

211> 30

<212> DNA

213> AL

<400> 470

cagtgttcta ctctcattct ttccttaaca 30
<210> 471

211> 22

<212> DNA

213> NP3

<400> 471

cacagccatt ctcagtgtge ta 22
<210> 472

211> 25

<212> DNA

213> NLF3

<400> 472

ggctttagga gtgttcaaaa ttccc 25
<210> 473

211> 27

<212> DNA

213> NLFF3

<400> 473

agtgcataaa gcagagtaga aaggatc 27
<210> 474

211> 25

<212> DNA
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213> NLFF3

<400> 474

tgttttggag actgctatca ctgag 25
<210> 475

211> 22

<212> DNA

213> NLFP3

<400> 475

cctgtggaag tgatgctgaa ac 22
<210> 476

211> 22

<212> DNA

213> NLF3

<400> 476

atgtcctgte cactcctace tt 22
<210> 477

211> 22

<212> DNA

213> NP3

<400> 477

ctctactcag cccacacagt tc 22
<210> 478

211> 27

<212> DNA

213> NP3

<400> 478

gatgtccata tcttggagtt gaaggaa 27
<210> 479

211> 22

<212> DNA

213> NLF3

<400> 479

agccaccagg taagcaaaga tc 22
<210> 480

211> 30

<212> DNA

213> NLFF3

<400> 480

gggtaattat acttcccaaa ttttctggga 30
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<210> 481

211> 26

<212> DNA

213> NP3

<400> 481

ggctcttcca gaaataaaaa tggtge 26
<210> 482

211> 28

<212> DNA

213> NLF3

<400> 482

tgaagttgtg tatttcttca ccatagca 28
<210> 483

211> 30

<212> DNA

213> AL

<400> 483

tggttttgtg agatcagaag aatcatttct 30
<210> 484

211> 26

<212> DNA

213> NP3

<400> 484

tcaagtgact gccatgtctt atttcce 26
<210> 485

211> 30

<212> DNA

213> NLF3

<400> 485

gtgagagtct gaaaccttta aaatccatct 30
<210> 486

211> 27

<212> DNA

213> NLFF3

<400> 486

aatatgcatt ccaaaagaaa atgggca 27
<210> 487

211> 29

<212> DNA

106



N 107012226 A F % 3R 76/85 T

213> NLFF3

<400> 487

gcaaaatact actctaggge attcatttt 29
<210> 488

211> 29

<212> DNA

213> NLFP3

<400> 488

acccagcaag acaaactata tactaagga 29
<210> 489

211> 32

<212> DNA

213> NLF3

<400> 489

atgagcttgt tgtgatgtca aatatttaat ac 32
<210> 490

211> 32

<212> DNA

213> NP3

<400> 490

aaacaaacaa aataagtgag aaatcaagac ct 32
<210> 491

211> 26

<212> DNA

213> NP3

<400> 491

aggtctgtgg ttattgatac getttt 26
<210> 492

211> 27

<212> DNA

213> NLF3

<400> 492

tggacaaaat tacctctcat tccctte 27
<210> 493

211> 25

<212> DNA

213> NLFF3

<400> 493

acagactaat acacccggta accaa 25
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<210> 494

211> 28

<212> DNA

213> NP3

<400> 494

taagtcagge atgggaagac aaatattg 28
<210> 495

211> 22

<212> DNA

213> NLF3

<400> 495

ggctcttatg ctcatggett ct 22
<210> 496

211> 26

<212> DNA

213> AL

<400> 496

gacctgacct atcagtcaaa catgaa 26
<210> 497

211> 27

<212> DNA

213> NP3

<400> 497

gcaagctgac attttaaage tctatgt 27
<210> 498

211> 23

<212> DNA

213> NLF3

<400> 498

ggcagatgga aacatgacaa cag 23
<210> 499

211> 30

<212> DNA

213> NLFF3

<400> 499

gaaaaggaga atactgcatg aattttggaa 30
<210> 500

211> 30

<212> DNA
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213> NLFF3

<400> 500

tcaccaaggc aacattctta gaattagtaa 30
<210> 501

211> 29

<212> DNA

213> NLFP3

<400> 501

atatgaacat atgcagaaaa gttcctggt 29
<210> 502

211> 22

<212> DNA

213> NLF3

<400> 502

actcatgact ggccagaaat cc 22
<210> 503

211> 24

<212> DNA

213> NP3

<400> 503

ctaaaacagg gctgaatcaa gcag 24
<210> 504

211> 27

<212> DNA

213> NP3

<400> 504

ctgaatattc aaccacctat ggaggaa 27
<210> 505

211> 25

<212> DNA

213> NLF3

<400> 505

ttgtcttttg agacctcace acttt 25
<210> 506

211> 29

<212> DNA

213> NLFF3

<400> 506

catcataaat cccttgatag atgcacaga 29
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<210> 507

211> 29

<212> DNA

213> NP3

<400> 507

agagaaaggg aaagaaagaa aggcatatt 29
<210> 508

211> 30

<212> DNA

213> NLF3

<400> 508

gcactatcat tatgcagcca ttaaaaagaa 30
<210> 509

211> 23

<212> DNA

213> AL

<400> 509

cacacacaac accacacagt ttt 23
<210> 510

211> 27

<212> DNA

213> NP3

<400> 510

ctgggecttt ccatatttct acaagat 27
<210> 511

211> 27

<212> DNA

213> NLF3

<400> 511

aagaacacat tctgaactct aatgcca 27
<210> 512

211> 29

<212> DNA

213> NLFF3

<400> 512

gacaagattg agatattcag tggaaatgc 29
<210> 513

211> 25

<212> DNA
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213> NLFF3

<400> 513

attcttctga tccttcctee tcact 25
<210> 514

211> 27

<212> DNA

213> NLFP3

<400> 514

gggagctaaa ttgattgect acataag 27
<210> 515

211> 23

<212> DNA

213> NLF3

<400> 515

gggaaagtga gaaaaggcag atg 23
<210> 516

211> 25

<212> DNA

213> NP3

<400> 516

gctgectggt acatgagaaa acaat 25
<210> 517

211> 22

<212> DNA

213> NP3

<400> 517

gcagatgtca gggacagaca ag 22
<210> 518

211> 26

<212> DNA

213> NLF3

<400> 518

gctatcteee tctactctet gtetet 26
<210> 519

211> 26

<212> DNA

213> NLFF3

<400> 519

attagaatag accctgccat ctagct 26
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<210> 520

211> 26

<212> DNA

213> NP3

<400> 520

aagccttgat tttgttcagg gaacta 26
<210> 521

211> 24

<212> DNA

213> NLF3

<400> 521

atgtacctct gacacgtgaa ttcc 24
<210> 522

211> 30

<212> DNA

213> AL

<400> 522

tactcctact gctactacta gtaatccctt 30
<210> 523

211> 22

<212> DNA

213> NP3

<400> 523

ctaagtgacg gcgatggett at 22
<210> 524

211> 28

<212> DNA

213> NLF3

<400> 524

atgctagacc ggaaaagaga agccaaag 28
<210> 525

211> 24

<212> DNA

213> NLFF3

<400> 525

tctgtggatc taaaaggcaa agca 24
<210> 526

211> 30

<212> DNA
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213> NLFF3

<400> 526

ttcagaagac agacaacaag acagaatgag 30
<210> 527

211> 28

<212> DNA

213> NLFP3

<400> 527

cacgtgccca tttagacata tatgtaca 28
<210> 528

211> 28

<212> DNA

213> NLF3

<400> 528

cagaggaaat agccattaat tctggtca 28
<210> 529

211> 30

<212> DNA

213> NP3

<400> 529

agtagttcct tctctataaa cgacttctca 30
<210> 530

211> 29

<212> DNA

213> NP3

<400> 530

acctactcat tgtggaagag ttatgattc 29
<210> 531

211> 25

<212> DNA

213> NLF3

<400> 531

cccttecact tagtaacact cagaa 25
<210> 532

211> 30

<212> DNA

213> NLFF3

<400> 532

cacacacata gaattcctcc atcataaaga 30
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<210> 533

211> 24

<212> DNA

213> NP3

<400> 533

catggtctct ttgggtgaaa gact 24
<210> 534

211> 30

<212> DNA

213> NLF3

<400> 534

agagcataag tggctaactt ctaaatatgg 30
<210> 535

211> 25

<212> DNA

213> AL

<400> 535

tcatgtatct gatccctggt tcaca 25
<210> 536

211> 23

<212> DNA

213> NP3

<400> 536

ccctettaag tetttetgge ctt 23
<210> 537

211> 22

<212> DNA

213> NLF3

<400> 537

gaggccageg aaatgatgac ta 22
<210> 538

211> 29

<212> DNA

213> NLFF3

<400> 538

gaatccacta gagaaagcta cataggatg 29
<210> 539

211> 29

<212> DNA

114



N 107012226 A F % 3R 84/85 T

213> NLFF3

<400> 539

atttaaatgt gaagcatcag taaggtcct 29
<210> 540

211> 23

<212> DNA

213> NLFP3

<400> 540

gttatgacag gctagcacce aaa 23
<210> 541

211> 24

<212> DNA

213> NLF3

<400> 541

accaaaaagt gtgggataca gtga 24
<210> 542

211> 30

<212> DNA

213> NP3

<400> 542

gttttcttet tctagetttg ggtttagttt 30
<210> 543

211> 22

<212> DNA

213> NP3

<400> 543

caaggaattc gctgcagecat at 22
<210> 544

211> 30

<212> DNA

213> NLF3

<400> 544

cataatgaag taagcgctac cttacttaca 30
<210> 545

211> 31

<212> DNA

213> NLFF3

<400> 545

aaaaagatca ggagtcatta tatcagacaa a 31
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<210> 546

211> 23

<212> DNA

213> NP3

<400> 546

tatatgtcag gtgctccagg gtt 23
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