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249 5, Ax 2o PAS vase] FHaES AWHAT.

ZAAl FEE (Supercritical fluid extracts)< ZUA FE7|(Supercritical fluid extractor; Suflux 1L
SC-C02 Extraction system Model: ISA-SCCO-S-1000-500, ILSHIN autoclave, DaeJeon Korea)Z o|-&3lo] F=
AT, FH 5= reservoir 22~25C, extractor 58~62C, separator 39~41C, heater 160C, heater 260C
At. FF 4HE Reservoir 50~52 bar, extractor 345~355 bar, separator 49~51 barQil, |wj7} EE2= &
T 0.02~0.04 L/Minol AT}, FEAZH> 100g2] B2 B 1.5417H A8, 5 Fo Holds T4 22
2 el Axd GEHE AR AEe]l AAHJSE G183

1.3. macrophages Wj<F

o

ot 23 FEEE Wy S a¥3E vu A5 Y3te] 3 macrophage AE G910 RAW264.7 celldt
Bone marrow-derived macrophageE ©|-83}e] AFE S35 tl. RAW264.7 cell2 Korean Cell bankollA] &<
e & 10% FBSSF Penicilin/Streptomycing X33+ DMEM high-glucose complete mediaZs ©]-&3}e] 37C, 5%
02 A Mgt BE AL 5T passage] AEES o] &3t AP3AT).

Bone marrow-derived macrophage(BMDM)+= 8~105F% C57BL/6] 39 QE}E] femur ¢} tibia®lA] haematopoietic

stem cellsE& #&3 3, RBC lysis buffer@ monocyte™<S H7 & %ol , 1mg Macrophage colony-stimulating

factor(MCSF)/mquL 10% FBS9} 1 x Penicilin/Streptomycine ¥3$Het complete DMEMS o] -&3to] njtsait). wj

A 3Y T AR vjAE F7HE St 7Y Fdle dlFte] MEEe] BIDNeR E3E ATt E3hE A
O

& Trypsin-EDTAE °¢]&3te] & & %, b3t Aol ALl
1.4. & 3259 AX F4 a3 vn

T3F7] 918ke] RAW264.7 M|E 5 Hi= BMDME 104 cells/mlZ 96
o ¥, U3 FE9 Lipopolysaccharide (LSP)$} &4 F&E&
S UE BE 335} Xiﬁ]o}oﬂt} 48X 7} %O} vl FE RAW264.7 MEEo| tldle], cell proliferation assay
Z BIOMAXAFS] Quantl -MaxTM WST-8 Cell Viability Assay Kit& o]&3le] ZA3IAT. AL wlgd F3H9
1/109] sl9d3sl= WST-8 solutions F7FgF 3 1A|ZF &<F 37T, 5% C02 ZZAAg A
Axksl7] $18ked 450 nmek 600 nmell A o] FFE=E SASIATE. 600 nmoll A& 3
EFISATE. 450 nme] FFEClA 600 mme] FFEE wlH AA ME F24 29E AN 9
ATH.

1.5. & &89 Nitric oxide AA oA &3

l-ﬂ—u

RAW264.7 A<} BMDME 104 cells/mlZ 96 well plated] MEE BF3ka 2443 St vl &, ohgsdt 5
9] Lipopolysaccharide (LSP)¢ 35 FE&2&58& 27 v st Askith. 4841t &<t ol

A N0o e S43sk7] Hske] NO2-9F N03-2 & BAld 54 4 = PicoSensTM Total Nitric Oxide
Assay Kit (BIOMAX)Z ©]-&3}%it}.

1.6. £ 2224 93 )2 AE phagocytotic activity = &3}

RAW264.7 A EFF BMDMS ©]-&3}o] HJ-SCEQ] phagocytotic activity 52 &3}l EHfL A5 s, 1
x 105 702] RAW264.7 AJE<} BMDME 8 well chamber slide®] 3ol wellol]l HEFSH &, 48717 &<t sk &
wo 3 FEES XFT wMAE o] &dto ﬂ%ﬂﬁﬂ:D%&ilﬂ%gi,ﬁﬁﬁmecmmywdE.wM
(K-12  strain) BioParticle (ThermoFisher)& &g F, 37CoA 1A &t dlgsIATt. 4%
Paraformaldehyde (0.1M PB)&E Zd-2oA 2083+ 1AL ¢ F, PBSE 10% 7HA2= 43 AAHS st
phagocytosis7} dolubA] €& FITC-conjugated E. coli BioParticle A|7A3F 3 VectashieldE o] &3}
slideE AIZ3FA ). Fluorescence image® digital camera® %2H$t Olymphus BH2 fluorescence microscopes
o] &35te] AAEES A4S #93 ¥, phagocytosis?} doJwt FITC-conjugated E. coli BioParticle2] &=
£ ZAs3itt.

1.7. % 2224 938 JAAE pinocytotic activity =3 &3

RAW264.7 AMEFe} BUDME o838t 3 FEE9 viruset o] ZL2 particleEol ™3 pinocytotic
activity % &Il gt AF=S Y3k, 1x105 71e] RAW264.7 A|E<} BMDME 8 well chamber slided]
shtbe] wellell HES g -, 48A1%F S st 559 W-SCEE 233 mjA & o]&3te] widst3ivt. DPBSE
1/1002.2 3] % Fluoresbrite carboxylate microspheres (50 nm particle size, 2.5% aqueous solution,
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3.64x1014 particles/ml, Polysciences, https://www.polysciences.com/default/fluoresbrite-yo-
carboxylate-microspheres—005-m)& &3 & 37ColA 1A7F F<F v]FeA ). 4% Paraformaldehyde (0.1M
PB)Z “d2ollA 2017t A4S g F, PBSE 108 HAo= 43 M-S 218 3}le] pinocytosis7t YoAHA] 9
Fluoresbrite carboxylate microsheresE #|A% ., VectashieldE& ©]&3t] slideE AZ3sISIH.
Fluorescence image®& digital camera® %23l Olymphus BH2 fluorescence microscopeZ ©]-&3le] tAAZE
o ARE #ZEe 5, A MEAA pinocytotic vacules®] EA o §-¢F =5 g3t

RAW264.7 AIEF9F BUDNE o]&ste] &3 FEEo] &ulel &alxHo] e 22 BAFe] §d5d o
pinocytotic activity &% &¥ol thdl AGE neutral red uptake assay@ F 33 th.  RAWZ264.7 A EF9}
BUDM A5 1x106 cells/ml= 96 well plateol HFE 5, 24213 ¢k wigstlty. dhdet s=9 LPS9t &
T FEES 95 B 23] Az Austa Al Neutral rede] #HF F%=7F 0.0075%7F EA H7ME o
S, ABAIZE FRF wFslth. g S A A F, FoldE Neutral redE& PBSE ‘?i AFsEATE. 0.1 ml<]
Cell lysate buffer (ethanol®} 0.01% acetic acid®] H|& = 1:1)E YolF 5, A2 i) BAS 3 3
540 nm¢} 600 nmel Ao FFEE SAHEATE. 540 e FFEolA 600 nmme FHEE AAI} A7 BA"
pinocytosis activity©]t}.

1.8. ¥ FE=d A HHAE vl EZE} 75 F3 4%

Fo

WAAEZ mfo]EZEgol AZHAA 1 ~ 4 (MitoCom 1~1V)e] B4E SA3l7] 9kl o] AFE HHom
Bl k%l RAW264.7 ME 2} BMDM A|EE o] &35} t}. vlo|EE=go) =& 5N (0.25 M sucrose, 5 mM Tris-
HCl, 2 mM EGTA, and 1% BSA, pH 7.4)& o]&3alo] MEE T3 3 4CoA 150xgE 5 7t W—‘ﬂrﬂé}@

TAS FgHs 5, gA 900Xg°ﬂ*1 A Egste] vlolEREgol AAES gR3gint. velEE=gol HAd
EL2 200 pl vlo|EEE ol & dFd37 ZgsiE 3, 22 UFAY. shve FHool= MitoCom 1~111S
%—Xgé}ﬂ 9&te] 155 nlE L*oi Fa, 45 pl7F 9= OE FHE MitolOm IVE 4387 Y3ste] 5 nle 10
n-D-B-D maltosideE #H7}s] FAF. ZE MitoCom I~1Ve] &AL HJ-SCEZ7} F719 A &8 thExT+E ol
6}04 CIRETASIS =

1.9. % FEE9 o3 M= ATPY & FH a7
H

2 wdd WAAFEES 2.5% HCI04 (DaeJung Chemicals & Metals Co.) &%olr =&} v‘%
Azs A3t 2.5 M KOHE F7138F A8+ sk o] & $F, 4T, 13,000 rpmol A 1
%7& AAEeste] e gHsto] AP ankoﬂ ggstal, ez FAES guige] oF —%2401]

83Tt ATP AFS 9kl ATP ZFEAY A5 ATP 54 59 (50 uM Luciferin, 1.25 pg/ml of
Luciferase, 1 mM DTT, 20.875 mM Tricine, 4.175 mM MgSO4, 0.835 mM EDTA, 0.835 NaN3, Merck KGaA)¥} &3+
d TG, AR ATP XF 4‘1"“Q Luminescence® Victor Nivo™ multimode plate reader (PerkinElmer,
Waltham, MA, USA)E o] &3le] ZAS &, ATP BT §HO= AxE BT FAHOZ AR 9 ATPY &S A
g, did FrE BAS .

1.10. Total RNA 3%, cDNA 4 ¥ real time-quantitative PCR A& <3)

Hlol A5 WHoE wWdE hAAMEESCdAN TRIzolS o83t total RNAEZ FE313ith. 5% total RNA9
T AAFE A260/A2809] H]&3} 285 rRNA/18S rRNAS] H]&= #2159t. DNase 1S o] & 0}04 genomic DNAZ
A A &, Superscript IVE ©]&3te cDNAE FAdshSith. thekslh cytokines, chemokines, phagocytosis
receptor$} &A3 FHAES] HE WH3E ARIA MX RT-PCR machine 3} software (Agilent, Santa Clara, CA,
United States)E ol&3to] FPsIqtt. Hx FHAES] 2@ W= 2-A ACT method WP o2 vl B g=F
sheith. & wre ARgd Zgtole s7] & 1ol WERIT

L
PR etolr] Ad
beta-actin F GGGATGTTTGCTCCAACCAA (M EWIE 1)
R GCGCTTTTGACTCAGGATTTA (M &S 2)
CR3 F CCATGACCTTCCAAGAGAATGC (M EH S 3)
R |ACCGGCTTGTGCTGTAGIC (M EW % 4)
Dectin-1 F ACAGTACACCAGACACAGGG (M EWIE 5)

_11_



[0102]
[0103]

[0104]

[0105]

[0106]

[0107]

[0108]

ZIHSd 10-2025-0082121

R | TGGCCAGACAGCATAAGGAA (M GH S 6)
LY96 F | AATACCATTCTCITTCGAGG (M LH 3 7)

R |CTTTTCTTCAGTATCCCCA (Y™ Z 8)
TLR-4 F_ |TTGCTGCCAACATCATCCAG (M EH 3 9)

R |GGTCCAAGTTGCCGITTCIT (M ¥H¥ 3 10)

TNF-alpha F | CCCTCACACTCAGATCATCTTCT (Mg¥ls 11)

R |GCTACGACGTGGGCTACAG (M YW 3 12)
IL-18 F  |ACTGTACAACCGCAGTAATACGG (M g9¥ 3 13)

R |AGTGAACATTACAGATTTATCCC (M E¥3 14)
IL-6 F | CCGGAGAGGAGACTTCACAG (M g¥% 15)

R | CAGAATTGCCATTGCACAAC (M EHZ 16)

INF-gamma F | CACCCAAAGTGCTTCAGTCA (M ¥9¥s 17)

R |CGACTCCTTTTCCGCTTCCTGAG (M E9¥ 3 18)
NK-kB F  |GAAATTCCTGATCCAGACAAAAAC (M YW S 19)

R |ATCACTTCAATGGCCTCTGTGTAG (M YW S 20)
CCL3 F_ |TGCCCTTGCTGTTCTTCTICT (M g9ds 21)

R |GTGGAATCTTCCGGCTGTAG (W3 22)
MCP-1 F  |ACTGAAGCCAGCTCTCTCTTCCTC (M YW S 23)

R |TTCCTTCTTGGGGTCAGCACAGAC (MEW S 24)
MIP-2 F  |GAACAAAGGCAAGGCTAACTGA (M YW S 25)

R |AACATAACAACATCTGGGCAAT (M LW S 26)
COX-2 F | AGGAGACATCCTGATCCTGGT (M EWZ 27)

R |GTTCAGCCTGGCAAGTCITT (M gH 3 28)
iNOS F_ |CCTCCTCCACCCTACCAAGT (M g¥ls 29)

R | CACCCAAAGTGCTTCAGTCA (M ¥H3Z 30)
PTIGIS F_ |CAGACGACCACTCTCCCACAG (M ¥ Z 31)

R |GGAAGAGGAGGAGGCGGT (MW 3 32)
MKP-1 F_ |GCATCCCTGTGGAGGACAACC (M EWZ 33)

R |TCCAGCATCCTTGATGGAGTCTATG (M GH S 34)

2. 4% 2%

2.1. e FEYd & £ £ & 58 v

3 Bdo] Woy F3 gde] tigk Aol e EAE Ese AFE sy Hske, 7AW

MO R 4717 FFo2 2AY T8 222 FH FE2d& AxsIY. 7 5 a8 =99 —r%‘ﬁ% g4

FZ9 (Hot water extraction)o]tt (= 19 A). W23 T2 (White Jade Honglam, WJ)¢] 94 =& a8
3} S

=
[}
31.2 £ 1.28 %, 3% T#(Juhwang Jam HongJam, HJH)9

44 FF 2F %292i 1.59 %, w3 =4
(Daechwang Jam HongJam, DHJ)¢] €< F3& 8 28.3 £ 2.32 %, =523 &4 (Goldensilk HongJam, GS)<
Ad5¢ FE FZES 31.2 + 1.67 % Q). ﬁ§7bﬂ§¢é%%§ﬁ%:%ﬂ@9 frolgk xpol7h glATH(P >
0.01).
ole H|slo] 80% oAlEHE TGS o] &3t FET APole Wi BF+ 10.3 £ 0.54 %, JHJ9] HA9E 13.0 £
0.98 %, DHJ® A%+ 11.35 + 0.88 %, GSO A= 9.55 = 0.79 % QU= 19 B). EF 7o) 80% et
T4 F&5 282 FAXSE FoT Aol= AP > 0.01).
2 FEVIE ol &% T3 229 %%ﬁ%%uiﬂ,wﬂ % E8S 114 £ 0.43 %, JHIY % &2
12.5 £ 0.33 %, DHJ9] & A& 13.2 £ 0.76 %, GS9 & A& 13.3 £ 0.53 % A= 19 ). F5
ﬁﬂéﬂﬂf%%i%%%ﬂ@giﬁﬂﬂfPHs?%q@>oon

] FEE9 WM E RAW264.79 AE 2] &3}

W
9 321 ZnRE ATA] Astel A b W FEE

£79 W g olgate] MAA WelelN FaF Re
st QAAEEAAL) BE FHEAE ) o}o dr g o) W $%2S e F, nacrophage
AEFQ RANZ64.7 AESS] F4 o8 1890 (E
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I AE B W] S FEE(W hot water extracts)< lmg/ml7HAE M Eo] F218 ZolFEAAI,
3 FEAANE T4 advt AEEA At W 80% ke FE=E (W 80% EtOH Extracts)®] 7-9- RAW264.7
ME T2 a37F BEEHA gk, AT, W 29A FEE5 (W Super—critical fluid Extracts, WJ-SCE)<]

fn =
e 7P RE sl RAN264.7 AIE T4 &3 Q1AL Tl P 2 sRAAE H we o4
=t

A OE FEE FoA M2z 294 FEE(White Jade HongJam Super—critical fluid Extract, WJ-
SCE)o] 714 @ ol RAW264.7 ME 2] 37 YATt.

Ao S 2H ol FellA HFEg Wdite] g WolE sy flete] vEhbe AAA ARl d2dol ARt
AR AT g=stolm, A, A, oF 5 Fag dlow WA vk, A OS%— Ao W A
¥ 5ol &k Nitric ox1de(N0)°ﬂ o3l WAL dejx] ormZ  LpSol ¢dte] =% RAW264.7 A|E
o] F7he NO9l <ol W FEE<] A2 fasteAd s A5 {1%0}213}
L 34 B o gle] 37HA e WS A FEECA A N0 A oAl E3h ebste.
T 7HA b2 79 AAEEY g LPSSt WI-SCEE v E& HE Ao e 843

Bone marrow-derived A AE (BMDM)©l LPSE A& shd A7t dAdsievia deix Joernz | LPSE A

& BIDNO] F2] oFE Fdte d7E WS BUDME LPSHY HI-SCEol w=Fe] HW, s& &Aoo
%—*401 S7FeHe BRISHtH(= 4). BMDMZF LPSSF HI-SCEA EAlel o] woj= Al Sl Zsasrt AN

.

RAW264.7 AIEE Fe FEo) LPSel HeA AE $4 &3t AAAT, 1 mg/mlolde] wRdE S4 avr}
WEEA U= 5). H-SCEE 1 mg/ml7HARE Al S4 a3t g oA ez F718kgitt. LPSst HI-
SCEE Aol A3 Z$-oli= H-SCEE 1 mg/ml i 5 mg/mle Aeld A4S S7HEE 4ol B

o2, LPSE APstH W AxEe] N0 Aol F7Hett ¢eA Qerm =2 LPSeF HI-SCEE o5 E+ &
Alell Aelgk &, Nool & At A= AP SSivh. BIDMe) LPSE ‘&%gi A2lshd 100 ng/ml7HA] =
NO Aol T7hE =] 231, 1000 ng/mle] ] AlelRE FojetA F7ettH(E 6). HI-SCEE ©5o= g 74
Folle = /]LE.OE NOQ] ol A3, 1000 ng/ml19] LPSell HI-SCEE ﬂr?]ﬂ e FE gEHSZ NO

RAW264.7 MEZe] LSPE WE o=z X83d S, 100 ng/mlZ 1000 ng/mlel A wF NO2 ko] S9&4A Z7}skg)th.
RAW264.7 A Zd] HI-SCEE wEo= X3l d 0.1 mg/mlol A 5E N0l A oko] S984A 7+Assith. LPSe A
22 Z7hE RAW264.7 MEe] NO BAZFS HI-SCEE HElstd 7HAES RIS (=E 7).

2.5. HJ-SCEel ¢]3t A& MEE 9] Phagocytosis 71% &2 &I}

Innate immunityold tAAMES 714 223 7% 29 s AUR AE3 HAFSS AAde AA =
Z|Holt}, a8jn g, -2l HJ-SCE7} BMDMZ} RAW264.7 A|3E9] phagocytic activityell G&S W X=X ot
AFE Zdskglrt. FITC-labeled E. coliE 1AIZF &< BUDM AMXeo] A& shH, w9 A& 4o FITC-
labeled E. coli”} phagocytosis® A2k, theksl Hxo WI-HJ-SCEE A sl v% ¢EF O =F phagocytosisHE
FITC-E. coli®] 227} Z7}8he shelatalt (= 8).

L3k RAW264.7 A|3EC) thkdt s HJ-SCEE A #dk % FITC-E. c01i9] phagocytosis® A3 Z3}, BMDM
M EQ} B)S=3FA RAW264.7 AIES] phagocytosis T3 o] HI-SCEY wko] o&x oz ZFr7ists elsgdn) (=
9).

2.6. HI-SCEol] &3t A AE2] 50 nm 37]¢] latex particled] th3F pinocytosis 715 53 &3

Macrophage® e theFdt W AlEXe tdd T/ endocytosis 71H& o]&ste] WMY7lsS Fhstar 9l
b, 1 9 37t pinocytosis® 17]7} 200 nm ©|3}e] particleES AASE 7Idolth, vt =
SCE=Z ul<k% BMDMol 50 nm =7]2] latex particle® *2]d}¥, latex particle® pinocytosisdte] &
pinosomeE°] WEaA o] Tt (&= 10). PinosomeS 7FA|= BMDME] WIS HI-SCEQ] &k 2]F&3
74 ERlskaitt.
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w3, 3t Fx9 HJ-SCEZ wik¥l RAW264.7 AFo] 50 nm =719 latex particleS A3 &, AAHLHE
pinosomeS ##sl= A 33} tt (= 11). Pinosomes 7FA1al U= RAW264.7 A|E2] =9} H]S-o] A3t
H-SCRS] e olEA o 28 Felsdr.

$hH, HJ-SCE-S BMDMell A jab goo &3iel &89 pinocytosis activity®™ F7HA7I=7He Eelshy] 9138t
| redE o]€3% AFE JYPsr. 2 AxE By, gt w9 LPSH HI-SCES xmarwa_ BMDM ]

neutral red uptake’} &% &FEH o7 ZFUhsto] FEAT (& 12).
B & g

, HJ-SCES RAW264.7 A|3£el Azlstd §fof &3 A9 pinocytosis activity®e F7MA71=71=2 &
2] e}

3k
t7] $18ko] Neutral reds ©]&3 A5 datqlvt. 1 AdE BH, dg 59 LPSH HI-SCEE A
RAW264.7 A|E2] neutral red uptake’} & EXH o7 F71glo] FIEUT (= 13).

LPS 100 ng/ml¥} 10 ng/m 1S oksk w9 HI-SCESF &3ale] &gk Z$-o = RAW264.7 A|3EQ] neutral red
uptake™ HJ-SCE®] #kol ojEX oz Fr7ehs EIsgint (= 14).

2.6. NJ-SCEl o3+ A Ao} wpo]EZEglol AT~ 75 G

RAW264.7 T2 A= HI-SCER wi<o] =W, FEoE4 2= MitoCom I~I119] 7]5o] TXEHES IRl (=
15). MitoCom IVe] Z-9- SAZAR foldLS glov txa oin] == Aol AST.

BMDM 2l A3E= HI-SCER wi<de] =W, FEo&A 2= MitoCom I ~ IVE] Aol FXEHES IRt (=
16).

A7 A3E B8 H-SCE7F tiA A2 e] mfe|EZ =g o) 75S SAEAS & 5 ATt

2.7. HI-SCEell oJgt th& Mo ATPS & 7t

HI-SCEZ widel 7 TR tAAEA vlo]EFZE=gole] 7|5o] oz M xed EAsh= ATPS]
U =Aste ATE WS STt 2 AFE WA, RAN64.7 AlZEE AE HI-SCE FEo)FEA o7 ATPe]
Fol T7HEE FRlltt (= 17). 123l BUDM WA A2 E=3 sEoEH o2 ATPO] o] F7HES s
o (& 18). oyt A= HI-SCEZ} ti]Mxe] wle|EFZEgole] 7]5S SASAAA dAAES thedst 7]
T8 TAANAE BT k. 2 EE ) HI-SCEo 93 tAAEe] wlolEZ o} VE Fxlo] Wy FH
kel BAAE AETAQ 7S HolFa Q)

2.8 A F83 chemockined} cytokined} anti-inflammatory¥r$-33 F-2x} w33
Aol AgE WHOo R wigE RAW264.7 M FAA t)2 =8, chemockine, cytokine ¥ anti-inflammatory W
A} eLL WHals A,

A3}, Phagocytosis receptor?l CR3¢} Dectin-13} LY963} TLR-4¢] & o] HJ-SCE g olA f9stA =7}

S Fostt (& 18). Cytokine?! TNF-alpha, IL-18, IL-6, IFN-gamma®} o]¢] @3-S %43l NFkB] wt

Ho] HI-SCE A &woll A F7FgS syt (= 19). 18]al Chemokine?l CCL3, MCP-1, MIP- 24 W =7}

s FASAHE 20). F AT AR PIGIS9F GPR1209] Z -+ Tdo] A, MKP-12 F7HE S g9
O

=4

tio

J-SCEZ} oA &8 %A}, cytockines, chemokines, 3 & #F FHAES 24
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A Hot water extraction B 80% EtOH extraction C Super-critcal fluid =
40 16 1 16
g - 144 g
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g 30 = e 21 = 212 1
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g § 6 g 6
0 g 44 g4
5 2 & 2
04 0 o4
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EH2

Relative Optical Density

&

°
“w

k1
N2

o

-

Total NO amounts (uM)
~N

BMDM cells proliferation
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o
a

Optical Density
° °
~ i

0.

o lor | s

WJ-HJ-SCE (mg/ml)

x
olomlotl 10 | 100 | 1000
LPS(ng/ml)

0 | 01 I 5
WJ-HJ-SCE (mg/ml)+LPS
(1000 ng/ml)
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k1 Optical Density tn

Total NO (mM)

k1

Total NO (mM)

w5
RAW264.7 cells proliferation
04
a a a 5 b 2
b 3 z
02 ) < x
I
0 4
1000 0|0||ll5 olmlu
LPS(ng/ml) WJ-HJ-SCE (mg/ml) WJ-HJ-SCE (mg/ml)+LPS
(1000 ng/ml)
H6
5 Total NO amount in BMDM
a a
b
LR B e ab ) ) I b
a
8 I l 1 I b l b b
I b
6 -
4
1000 °I0‘I‘|5|°I°‘I‘ 5
LPS(ng/ml) WJ-HJ-SCE (mg/mi) WJ-HJ-SCE (mg/ml) +
LPS (1ug/ml)
H7
- Total NO amount in RAW264.7
a a
25 I
20 a b
I lx) bc I b p
C
15 P
10
wol| o [oa | 1+ ]| s o Jor | 1 s
LPS(ng/ml) WJ-HJ-SCE (mg/mi) WJ-HJ-SCE (mg/ml) +
LPS (1pg/mi)
H8

Numbers of E. coli in BMDM

WJ-HJ-SCE (mg/mi)
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EH9

Con2

RAW264.7 cells treated with WJ-HJ-SCE (mg/ml)

¢ .
. o e ™
N

- -. 3 ‘ ]
. . - ] .

Numbers of E. coli in RAW264.7

Con

BMDM treated with WJ-HJ-SCE (mg/ml)

001 [ o1 [ o5 | 10 | 50

Pinocytosis rate (%)

WJ-HJ-SCE (mg/ml)

Con

RAW264.7 treated with WJ-HJ-SCE (mg/ml)

0.01 o1 | o5 [ 10 [ 0

Nomalized pinocytosis activity

Pinocytosis rate (%)

WJ-HJ-SCE (mg/mi)

Hi2
Neutral red uptake assay of BMDM cell
15
1
b
05 ab [ e
a a =
x z
0
0 I 0.01 I 0.1 I 1
LPS(ng/mi)

WJ-HJ-SCE (mg/ml)

_17_

10-2025-0082121



o
N

°

Normalized pinocytosis activity

025

Normalized pinocytosis activity
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RAW?264.7 Mitochondria complex | activity
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0.00150 { ¢

Enzyme activity (nmolfmin‘mg)
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Enzyme activity (unitsfmg)

Neutral red uptake assay of RAW264.7 cells

e
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Neutral red uptake assay of RAW264.7 cells
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2 000075
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4 0.00000 4
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RAW264.7 Mitochondria complex Il activity RAW264.7 Mitochondria complex IV activity
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£
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E‘Uﬂmﬁ 1
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WJ-HI-SCE (mg/mi) Control WJ-HJ-SCE (mgimi)

Control
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Enzyme activity (nmolimin/mg)

Enzyme activity (nmol/min/mg)

ATP amount (ATP/jig)

ATP amaunt (ATF/pg)
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0.00400 4
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ATP amount in BMDM
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BMDM Mitochondria complex Il activity

0.00300 -

0,00150 4

Enzyme activity (nmol/min/mg})

Caontrol WJ-HJ-SCE (mg/ml)

BMDM Mitochondria complex IV activity

0.00300

Enzyme activity (nmolfmin/mg)

a a d
ab

Control WJ-HJ-SCE (mag/ml)
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CR3 Dectin-1
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Relative expression level
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Relative expression level
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