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L — PSR SO U, Frik SRR PE P A (L 2 -

EOERE

P&zl ;s DL

ARy (scFv) 25 R ;

FH T IR P 45 TGl H g MR BT N EGFRSR I 56— ik 0 AT 45 A R e e T g Gifh
435

FA TR A~ s c VA IO EGFR R R IT 28 — ik A LA 45 S R ek, LA sePv S5 i
it B (gly-gly-gly-gly-ser) MR T A I A 12 B Frik TGl EE R FpAT—A>
[RC- it , ASR R T oGl -1 e ki B2, o ihn 2 1 R 10/ 2855 DL,

Hrp,

Firb B £ 5 SEQ 1D NO 52l /S KER 1 (0 e e ] AR [X

PR TGl HAE A SEQ 1D NO 5T REIEIR T Y Rk AT A2 X, I H.,

Tk SRRV EE R E0 27 SEQ 1D NO 58T RS TR 7 A1 sc v B 747 o

2 ARIEAUR B SR L Bk FROBURR S PR i, LR Tk 1g G B i rp 28 /D — A2 A DAL

B A TgGl E %k,
3 ARAEAUR) EL R LR R (RO8URE S Ve DS fofas , FEFR il S TG L EE 2 2 A JR (b ek A
IgGl Higk,

4 FRPEACRN ER AT R POBCRs SRt b, Hodp Frf et b 20— 2 Al A
5t

5 ARIEAUR SR LA AR [ROBURE e R PY A Brod , HEFh P S B 250 A\ b s At .

6 AR FEAH ER AT (R PO O roda, HE A TR Te GRS/ R AT NTHER3 [ 25 &K 7
PEIT H iR PP v a5 g [R) N HAT T EGFRI & S5 ek

T ARSEAUR ZLR Ak SRS P B pk , Hor iR TeGl Figk b 2 /b — AN ik Ciiy
R SRR

8 ARIEAH ZER T AT SR M DU A , A ik 2 SRR TR 2 M R -

9 ARIEAUR ELR LBk O8RS S EPU M Bopk , H T it TGl - i B e ae ki LI
.
10 AR HEAUR ZR AT R fBCRs SeE PUph opk , P TR TgGl E gk h 2/ D — RS
CHIZEAIH PN SAZ , FrP ik P AN [ ple A\ CH3 S A S o il AR

L1 ARPEBCR R AT R [ROBURE PE U B, FCrb FH TR 1o Gl E i i AR B F
SERIIRA A 2 AR T Y ANSEQ ID NO 56775

12 AR PEBCR R AT R [RDOBURE PR U oA, R T e i 1) 2 35 B8 17 41 4SEQ - 1D
NO 51f7R.

13 ARFEAUR SR L B IR OBURE S PR R , LR BTk T g G 43 H AT XTHER 3R 45 5
SeE O H AT BB R E5 A I H A X EGFRI &5 A e e 1k 5

Horp AT IR T oGl EE 4% « i B (AR A BEF v 5 A3 21 B O S S5 R F 1 4nSEQ 1D NO 56T
o, HLFTRREE 4NSEQ ID NO 5L fEFEHI T 1 o

14 AR ZER TR SR e U Bop , FE A i oAl gnie A= K

15, —FhZm A ARSEACR B3R LR FIHTARI) 7 B AL TR o

2
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16 —Fifa s, Ho A0 S ARIEAU ZOR LSRR i) 5 B HOAZIR

17 ARIEAA R 16 ik ek ik , H AT 4 ] £ i rh ek

18 —FiiE M, H A0 S ARIEAR ZOR L5 FTIR AR -

19, —Fhiid 40, A S AR EOR 16 TR ik Bk

20 ARFAM ZRIOF R A 4l , FLrh k1 SIS Uz A i s A% A «

21 — M= ATk b ok, B S B SR AR AR 25K 18 - 20 rPT— T ffr ik 1) 1 1= 20
Mt A Frd i

22 — M e AR R LT O AR 2R R S R A o

23 . —Fh v S AR BRIk FROBCRR A ME DU DU AR 2477 B AT 352 (R 371 2%
HEW.

24 ARARAUA EOR 23R M S 1), Hodt— DG U R 7 3 s 2 TR Tk
HHAE.

25 AR AR ZOR 24 TR R 25 54 , HL P T iy 7 FO 0 7 71

26 R ZOR 24 TR R 25 54 , HL P T U VE R 20 MU VA 3

27. — M2y 2e &), B A0 S AR AR R 22 ik (1 S R AR AN 2557 b T S22

28 ARHEACR ER TR (R8RS P B UAALE il 76T S e 25 b 1 &

29 ARFEAUH) ER 28 ik (1) F ik, H i Firad i 49 25 SRR EGFR S Je v 2 /D /> il D3 )
iilion

30 . ARSEAUF SR 28 T iR (1) s , HE i deaie 60 5 U S5 1 B s b es Sk 8
Tt SRR N HL AT A R S B/ NI IR e IR BURE R S SR AT R B
It~ B s I 1 B S AT o

31 ARMEACR ER 28Tk 1) i, Horr TR 25 S5 st 1R 7 7 i

32 ARIEACR ER LA 1 i, A TR ias 7 Al S S bk 53697 A Bk L 4 5 .

33 ARMEAUR SR 3L AT IR M s , HE A iR 7697 760 S ot 225771 52 Al s BRAT 1l 511
o H A5

34 ARMEAUF SR 3L AT IR M i , FEA iR 7697 760 25 R At e  Hh 2 e 4
TR A B 5 R e ARG S g I e | SA SRR L SRV R VIR S fE S I RS
W IR HFE AR e AR e GEIERE S E e e e e e e e
= EN——e e | S IENELD Ny A S [ S By e pite v o7 (S R A R =) S

35 AREACR ER SRR 1 i, Fr TRy 7 75 B 2 s il 511 o

36 AR PEAUH BR 31 ik g g, Forh ik 957 70435 PD1 \PDL1 .CTLA4 .4 - 1BB.0X40
GITR\TIM3.LAG3.TIGIT.CD40.CD27 HVEM.BTLA.VISTA.B7HA FATA Mk 4145

3T ARPEAR) ER 28 iR 1y ik , P prd 2105 & A

38 ARFEAUH)ER 1 Fr i PO PR AE il 8 300 1) 32 52 I HER 332 AR (1 AE Wi M ) 259 R )

.

39—t A U AR RASUR) 25K Lo PR OBCR S M DO Bo AR R VA, o rh Tk A
SESAE M .

28
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M is R ESIEMER 7

[0001]  ACHIT5 220154712 H19 HEEA i DR B % R il (FR 155 : 2015800364087 &
B BRI DU ropA S Ho il AN FH 78 19 S FR A

[0002]  AHSCLFIHIEIIAE XS 2%

[0003]  ZKFRIEEER 20144512 H22 54 22 Sl H1 R 55620953485, MR A “BURR 5T
VEPUAR” BIDRIEA 2SN BRI B I EN S

[0004] )?ﬁ]]%%

[0005] 5 FRAGAHDCIBEY 81 252 DA SRS SR 4R AR A TE 2Okt - FLLAS T
T AN A B Tl Fr ISR I SUAR A 402 741135 ST25 0003PCT2. txt . flrik
SRS R Z)227KB, £E20154E12 H18 S5l , 42 HEFS -Web b4 THL THE5Z .

B G
[0006] AT RIS KA ATa BRI, TP K S EATEGRRA IS AN R A 511
BURE DU AR

EREA

[0007]  ErbB/HERSZ ARG A DB UHEGFR \HER2 \HERS \HERA P 1o B ik Fll/ sk ], L85k
HH S R 1A JIRE A A At J A ] o EGFRER FHER2F SR AS NP Bl Ak e AR AR 5, Lk
WA B ITIRE & A2 R IS 5 12« SN EGFRAIHER2AGTE T 7 MEFU AN/ NG - 405151 E At e
T IEm 7577 (Arteaga®: A ,Nature Reviews Clinical Oncology 9 16-32,January
2012) X EGFRE IR L U1, AEGFRFIHER2(Y) FL va [ BTk O 2/ S5 1 (Price® A ., The
Lancet Oncology 15 (6) ,Pages 569-579,May 2014) SLAEB3®EIR 410y (Cohen, Cancer
Treatment Reviews 40(2014)567-577) \FLImANH i (Arteaga® A ,Nature Reviews
Clinical Oncology 9 16-32,January 2012) R K AFAOIR IR SN  JURYA T Mt
EGFRFUA , UG PE 25 B B BT E ZBR AT E ke T U o FR L R 45
W B3 ~ D RS EER AR i s AN 2 e SR RS T 15 (PriceMICohen, Curr Treat Options
Oncol.2012Mar;13 (1) :35-46;BodeZ A\ ,Expert Opin Biol Ther.2012Dec;12(12) :1649-
59) o 2 NSt i A X 8 TR 71 SN I VE 20 IS T4 2o 7SR R Bk ifn i 2k
A= (Jackman®E A . J Clin Oncol 2010;8:357-60) o RIHATYIRAZAE 20 B G (AR 16T T

REAAE

[0008]  ARZTFERAL 7 BURERAEPUA oAk OB PEPY A B i A CO 55 AT PR 25 EE S AT
SRR BEIN IR 16 (Tg6) H857, A K EE e sl R B IR ClON A i A E R PR B A s P
57« T8GR 53 PI AT SHEGFRIR AR — L DA S S AU etk o s e Py AT A SEGFRE RS i
DS A » TG I3 FIPI A s e Fv o) AN I LA BURs S IR S pAGe £ o
AT H RO 2 SCR BEOIITR 2 T TIRE 45 5 AR PO AT 1 240 P ik (e 5 s 51
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B =1 5% BR

[0009]
.

[0010]
[0011]

B SR AR A A e de s it ], o RIS R 5 o U TT

LRt T 90— SR e PR G R ER 1 G (Te6) DURIZS IR A AL ] o
K202 s Y T IR ASL I — AN S, 402 TeGRis s Ai2A s cFv iR oy i S Bilpu 1y
BURs S PEDUA I S5 AR T o

[0012] 3R T SBIPUM BURE P E TR IX T L 1X2 1X3 1X4 . 1X4. 2 IX5ANLX6[1 &5 Kt &%
.

[0013]  [&J47RHH T ST-1X4MIST-1X4. 2.2 [RIIVHES S AU EL L, st 154N S SE R 57 -
[0014]  [KI5FI6 2 R T A HIBLIF SAREGFRES IR o

[0015]  [K|7.8FN9 &7~ T AR S IRELT S5 A 1A

[0016]  [&[10J27~H! T Z¥BGFR ELISARYA.

[0017]  [&11 R T SI-1C5. 2F1ST-1X4 . 2 5 BREGFRIE 1 Oc te t A AT ES &5 20 117
[0018]  [&J12/~HH T ST-1X$ufk 5A43 1404 A i s S o3 #r o

[0019] 1375 H T ST-1X$T1k 5BxPC3 45 A 1 im s Ao A o7 -

[0020] 147 T ST-1X4 . 2414k SFaduZifngs & A 0 4t

[0021]  [&]15/H TSI-1X4. 24k 5 A431 40 &5 A i At #r o

[0022]  [H167H T ST-1IXBUAXTA43 L ARSI/ o

[0023] 177~H T ST-1XBU/A A43 1A (1 FH -

[0024] P18/t T ST- IXHTHAA BxPCIZH IG5 11 1] o

[0025]  [E197H T ST- IXHTHAR BxPCIZH IS5 11 1] o

[0026]  [X]207=HH T SI-1X4. 2404k FaduZh i i) £

(00271 [K210HY ST 1X4. 25O A3 TR IEFE A 11

[0028]  [EI2275H T SI- 1XHTHAK FaduZfaIADCCTE 1 .

[0029]  [&[23~H [ ST-1XHTHAONNCT -H197541 il FrJADCCTG 1

[0030]  [&]24 R HH T ST-IXHUAII PR LA R e P

[0031] K257~ HHST - IXBUAAAE AL RIN RPN R I 2R AR E P

[0032]  [&126 /R~ HIZREGFR AU IIELTSA 1K R PKRFF ST 45 SR A

[0033] (K27 /2 R HIZEHERS B IEL TSA FH TR PRI AT (45 SR A

[0034] K128 2 /< Hi S LELTSA TR B PRI T 45 LA o

[0035]  [&129 2 7 HH /N AR AL 5 Hh 1 2 Tl (AR D R B8 2R

[0036] |30 7 HH /NS AR ARLAF 7 HRED AR 0T i 0l 24

BAEHAR

[00371  AR/NTFHRAE T4 LAl C A BTEGFRBTIAR , AT S S 16 7 e M ol 227 280 B

VEPUY LR o A — A S, BRI EGFR S I Bk 51 , (045 (H AP T-EGFRAIHER3 o
BUREANEPIA T PO AT [ A EGFRATHER 3 /S (15 5 15 5, DA 11 5e HIREGFRA AR 71 5k B v e
PUATRST FRAOIE 251 .

[0038]  AZBE L, WA SCRIAIT SRR R AT BT, BT AU B A3 AR R A5 A PR AR
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R (@) “—A> (an) " PLE “BIr iR (the) ” L B3] “fu55 (comprise) ” s A LI AN “u 25
(comprises)” 5 “fU 7 (comprising) ” NERAR A B R AG (U FE PO 1 3Rl 2 B AR 4115
TR FHAHERRAT A H A g S Rl 5 AR AL 5, R R BON 52, BRAE L T SR AN S H i
.

[0039]  “Pufi A B 6 5 Se BE BRI ER o, e SE BRI Bt I 45 & Xk T AR X Fipdk
B 52 p 4 $5Fv JFab.Fab’ \F (ab’) 2.Fab’ -SH;diabodies; Z&MEHiik (HEE L ) E
56418705 5:442; Zapata®s,Protein Eng.8(10) :1057-1062(1995)) ; HkH A (I
scFv) RAFAEAS AR, HAEREANUEHAS R 32 2 1 HUdaAnB TR g 25 i Joz , (E 2 AR A 1
PNITIN RIS T Dhae D TR B, D, BEkFab B .

[0040] 1 J5 1], BCRs S AN B il DA B 4E FAT PR 2% B AT SR R BE I o B BR B 1 G
(IgG) #57, LA K 5 E Akl 2 5 11 C il N AR iy HEANM B2 W A s e Pyl 4y« Tg Gy i A
EGFRE i 2 — B A5 G IR Ve o sePviridy i BT S EGFR R 2R il A 45 A IR 1 o TG
53 PV sc v o BR A ARUE ME « ACRS S DU Bk AT FE T AKTAIMAPK / ERK I 12 1A% 5 1%
S, HL AT A S0 20k — Bl BT 1 40 i 1 oA 48 i e 4 i A S 10 4 il i
(ADCC) o fE— S FIH , AURE S PEPU iR BRSNS 25 S P A o A2 — S8 S0,
B D UACE AN RS R e ME DTS AR IR 2L S AR BURR PO MY Be AR RSN
AP 5 16 B A B 5 1 R T

[0041]  AE—ASfEB A TR FAT N 2% oG L EHE PR SR BTN 25 FRLBEF v (scFv)
SERIIRTBUES S U BUR - I A5 T oGl I BER R HE TP BUNT EGFR SR 28 — Al i A 25
KPR TgGHEBSY « I scFvES Il FLAT AT EGFR S 56— i AW 45 & e e

[0042]  Jf HAFAscFv a5 A S 55 741 (gly-gly-gly-gly-ser) (BN
G,S) ) M RIE B 2 TgCLHAE I C oA , LABRHE T oG - B 12, ni /DO LI B A5
W0 A PAE2.3.4.5.6.7.8.9.105k 17 S scFvas Ayt H A Nt - 1] A8 i - e 45 Ak - 1]
Ak - CoAty” IR E5 AT o E AR T AT S R 781 (gly-gly-gly-gly-ser) ,WARA
(6,S) mem "] LUE F D25k 2 /D31 B A Wim AT PASE 3456 11812 /£ — 2L 5 i,
TeGlEFE 2 D— AN A N o fE— B85 i atE rp 22/ D— A el BN
N A= PNISR

[0043]  EGFRZJ % 01 I E04EEGFR \HER2 HER3 \ Wik AT AE W o A — 2L 5 Jit 8, EGFRZK
RIS — Bl SR DA EGER VHER2 L o Bl fiT AW o A1 — B8 STt B, EGFRESIE Y 28 Al
ATLUZHERS L Bl AT 4B o A — A XNt , TeGiBor v HAT £ X HERS [N S5 G5 e o £
— ASEBIT, scFvEE RIS AT LA ST ST EGFRIF &5 S S M o 2 — N S, TG4y ]
HAEHERNES Gk , HoscFv a5 gt il DU N EGFRIN &S A e M o 75— 3071
Bilrh, TgGiEs sy T LA EAE ST EGFRIV 45 S M o 78— S HE DI, scFv s Ada i LA LA 5
XTHER3 5 &R ek o A8 — AN ST IR, TeGHsoy il LA HAT SN EGFRIM 25 &5 2%, HoscFv
SERIR T DA BEATHERS I 45 & Sk

[0044]  fr LB HIF, TgGL HHEHIY) — SR E N AR I C R R A — S SRR TR 2L o (A1l A
R A S BICRR - 2 A, B FR k3L PT T gGUEEM CAR i O o # s IR AR FE 1 e O &
B gCl - B BN 2 LS P B A e

[0045] {1255 B, TgGl HTEEFH I — 45 ok U 25 5 A IS AECH3 S5 A3 1) 5848 44

6
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a0, I ZRAR AT DAIRT A Al N CH3 5 A3k il FH e 3

[0046] /¥ —BEshmpH, TgG1 EE ] PLHA S5SEQ 1D NO 7.15.23.31.3947TF127TH &
7195 % 98 % 599 % ARUVE ) 2 L BR T 4] o A —BE I 51, TGl HTEE IR B R MscFvEs 1)
EHATPL A4 5SEQ ID NO 56.66.76.86.98.108. 11871113647 %795 % 98 % 15599 % AL IA:
(2 BEIR T A o AF — 2SI k5% AT A 55SEQ 1D NO 3.11.19.27.35.43.51.61.71,
81.92.103.113.123F113145 %7095 % 98 % 15%,99 % LR 2 IR 7 71 o 71— LE S o v
A Asf2eE ] BT 5SEQ ID NO 4.12.20.28.36.44.52.62.72.82.93.104.114. 124511324
%7095 % 98 % 5599 % ALV E I Sl B /R J7 41 o AF —SE STt b, n] AR Hiit n] H A7 5 SEQ 1D
NO 8.16.24.32.40.48.57.67.77.87.99.109.119.128F113745 % /195 % .98 % ik 99 % #1121
P R T4

[0047]  frE—2E5TEBIH, 1eGiBsy P LA FAA $HNHER3I 45 S 1t , HoscFvas i nT LLF
A EAECFRIV G SR 7 1k o 5 — N S BIH , TaGl B ERZ R s cFv &5 3 L AT SEQ 1D
NO 56[K5A 5L 1L 74, I Hici# et A A SEQ 1D NO 5115 L/ 4  AF— I, 1gG1
B GERL A scFvESFg LA SEQ 1D NO 76[1) 5 34MR 741, I Haiest LA SEQ 1D NO 7111
REIRT AN A — e FIH, TgCLHBE R R M scFvES A3 L ATSEQ ID NO 108125
fe 4, I x5t H A SEQ 1D NO 103[R 4 LR 741

[0048] {25 B, TgGHs sy FATE XA EGFRIVN S A 1k, HoscFv 8 A FLAT 4
HER3[M &5 SR PE o FE— S, TgGl EE 5k B FIscFv a5 Ayt LA SEQ 1D NO66[1
AR T, I Hlig 5t FATSEQ 1D NO 61 R 741 o £ — S, TGl Er sl e 52
PR MscFvE5 I HATSEQ ID NO 86[1Z LM 741, I HihE HATSEQ ID NO 8111
A o AE—AN SR , TGl B ERE AR FNIs cPv S Aa L AT SEQ TID NO9SH S ILiR /-4l , -
Hif25E FAASEQ 1D NO 92/ 238 741 o £E— AN S0, TgGl Hi i 1B A M scFv &5 1)
HHEASEQ ID NO 118IZ SR 74!, 7 Hit s HATSEQ 1D NO 1 I3[E LR 41 o £ —
S, TGl H ik E BRI scPvES A3l HATSEQ ID NO 136/M 25 R 741, I Hdi gk H
ASEQ ID NO 131FJEILIR T4

(00491 BURE S DU Y BroAk A 4o 4 e 25 RO T 1 o A8 e S 91, A & B Pk
Sof H M FREGRE 2R HER 3 HL A5 il 255 %5 (Kd) <80nM.<<50nM. <30nM.<<20nM.<<10nM.zk <
0. InMo Ui AT [N &5 5 PSR o £ — 28 S5, Jrik AR T-50nMFUKd 45 5 EGRFAIHERS
AE—se s e b Pk DR T°40.30.25.20. 19 185 % 10nM[JKd 45 & EGRF A1/ X HERS o £ —
ASEEIH ek DA T 30nMKd 45 A EGRF I H.UAR T-30nMI¥JKd 45 5 HER3 o £ — > St 41
o, HUAR DA T-50nMIKd 45 S5 EGRFFH: FLIFIS AR -50nMfKd 45 5 HER3 .

[0050] {1 by —J51aH AR BE T4 B IAZIR , FAmBS 7 b A TH R8RS S 1 A i
o HA 157 o 453 T DAE TGl HEgk ki ] A2k ol il Ar Bl o

[0051]  f5 5)—J5 1 AN TR BE T B A 70 B IAZIR I RB 2k, AR 4 AT I 2T 11
BRSSP PR sl HA 4 53 o 2R E A5 AN N & P FRak I o 1 240 AT DLUE iz gn i
ok EAZ AN .

[0052]  fE 5 —J5 i, AR TR L T 16 40, H A 7 B AR TR B s X B R - 4
FE R A, AR YA AT M AT TR DU PR

[0053] {1 5 — I v A TR AU e VPO DU 1 5 7 o A — A ST %5



CN 113512120 B W OB P 5/19 7T

AT ERE R FaR s AR e e BTk

[0054] Y5 —TJ5 T, AN TR BE R BRI , H AR AT 1 BURE S PO ik DA
M.

[0055] ¥ A — 5T, AL T 25Mn 2 i o 12 25 W 4H ik ] B0 430 AR SRl AR R 8L Sk
VUM Bk ek e BRI AN 22 1 AT 352 ] o A5 — SR SR rh , 2k Al 0E— 20 R s
VEFRIOZ &R U R VR AT a5

[0056] 75— 5], ARG TR E SR B I 1 o AE— AN SShE I 207 T R4
SARE A R A ST FROBURE S PE PO BRI 20 B A2 0i i P] DL B G R EGFR S Tk
F/DPIAN B L (U FEFI 4IEGFR HER2 \HER3 - Fr Bk AT AE M) B4 e he 7] DU FUI 4517
L R Sk 0 BRI S U SR B A e A E /N e R A TR B I
S lRSER T 1 B S B b s 15 S A -

[0057]  YE—ASChEfii, firad 75 vk T — 20 iR e A 0a 76T 7 123677 A DUE
AR A6 7 750 A0 2P 5 Bk F A0 S o A — SR S D Z065 T AT DU Dot
WA S PRI S BRA I A el 2 AL A — 2 S RE I 27677 7] LU A il £ —
ANSHEBIH 2R T 75 T LA 2 S 37 o £ — 28 S e 51 b, 7597 75 AT L FEPD1 JPDLL |
CTLA4.4-1BB.0X40.GITR.TIM3.LAG 3.TIGIT.CD40.CD27 HVEM.BTLA.VISTA.B7H4.HA74
YA B o A —SE S IR R DG R BB T Hh 22 5t G4 AR b
BEEFT3 R M AR PG S (BT S e | S OKORE SRS DR SO R SE R R ket
W RSB PR R AR E AR BTSSR e R E R B JE
IR VR PEAEE VAURERL B & A 45 A TSI e AT AE Y A — S S BI ,  IRTY
TR E BN

[0058]  YE—ANSf iy, AN AR T I 45 523 2 it P AT 280 O AURR S M DU ik DA
JHIHER SZ A AR TE MR IG T T SR & 1 5 s

[0059]  YE—3Cfia i, AN TR B B A R0k B 18R S PO oA IR I o A — 5K
FEGIH 2R B R E I -

[0060] TGt — M ZEALIAE R L HRR H

[0061] AR LC St BB S P YA AR R S5 A RAE I 2 s o A XS B,
FE PO P i i 4 A\ TGl ETBE 155 AR BERIA 2% BUBEF v (scFv) 543 . 4% A\ 161
FHEM AR BT SO EGFRE G — N B b1 A 25 5 R e M TaGEB Y, T LA scFvai 14
SRR I B SR 7 Algly-gly-gly-gly-ser-gly-gly-gly-gly-ser ((G,S),) Y
TR N TG EBEH I — SR IICASR 7R L « B A s cFv A Mg 4 I T : NA e - 7]
A e - Pk - M AR B - CoRg Bk FH TR [ 41 gy -gly -gly-gly-ser-gly-gly-gly-
gly-ser-gly-gly-gly-gly-ser, W (G,S) AR T BURE = PEPU AN BRI —LL STt
CH1CH2\CH3\ CL 1 HAARE K B - M AR AT 1) o B8R MR DU B AL Bk —
AR A AN PHER3 S G IR R A D) — AR - B N HEGFRES SR ek o — X
PTHERS R A% 51 4 A1 ] AR 2 iy 4 o0 1C1, HLPURTHTEGFR A A% 51 4 1 1] AR 5285 0 il i 44y
1C3.1C5.1C5. 2, 1C6A11C6 . 4 BURF PP HLiAR i #4 9 1X1 . 1X2.1X3 . 1X4.1X4. 2. 1X5,
1X5. 2. 1X6F11X6.4.

[0062] AN, S HEY) S T-104 (644 ST-1C4) £E—SEeRF5e i ] . 104 24 i Schaefer
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45 N\2011 (Schaefer®: A ,Cancer Cell.20110ct 18;20(4) :472-86) frikf)2-in-1°F-5 |
F1 A EGFRAHER3AL) FE BURE S EH A  TCA R 2R T B e BB U 2544 o PIT iR o0 R
Fab® I REZS T EGFREKHERS , (HUE BRI RF D Fabi b [N 35 A HERR

[0063]  WJARERGE | WA B RN EER v (scFv) DNA Py BE4E /NS AR . pis 1 ik BE PR 5 il A ko
Ny - THEBER R BEDNA .y B2 R /NS 7 1 i o 55 DA 5 s A Bl o i FHIPR A1 2 7 i o
DNAZEEEKE Fr BEREICAE i , I ra R R TH T T 7E M FL sh o 4n i o s 2ok i el b« el Ak
AT SEOMVAT AR JE B DA MBI Ze ik Pr RS I FL MR35 A N i oA o i i DNATU 3 36 uE B 45
TgGFR JTokr & A FUYIIDNAFT 71 .

[0064]  Gnr BIALFITA , (5 FH 2RI PET L % B 77 18 M [ HEK 29 3F A0 ity S IR A LA AR (1) I
251k (& WCSHProtocols;2008;doi:10.1101/pdb.prot4977) « U0 B UE , MPT1EE
G P A s AT AT HER AT 2l e A o 1 Superdex 20048k A
Jr i A R 1 e A R T90 % R4l

[0065] WU PEDTIAT] 9677 J A EGFRAHER3 I e ik [l ie IS8, AR HA IR T-45 17
T S SRR 0 e Tries  Ah 2 R IR < JER DR « e R ARG A S he 2

[0066]  SUUR: PR TR FAT VRO e e o SCB P A ] LB S — AN TaG I > scFv, AHEL
TR IED AR LG, HAR L T RIAEINE5 S Je e o S5 ] se P FABURE e o ik
BB TEF A (Lutterbuese®: A, Proceedings of the National Academy of Sciences
of the United States of America 107.28(2010) :12605-12610.PMC.Web.2Dec.2014) Fl
Hofth (91401, US7332585B2) AHEL , TeGAH A3 B2 it T AsUE TEAIGE I IR~ e ] Had Reg =
ADCC, i ARE AL AL MIAREE (140, UST332585B2) o PUA/y A 4 S P A Joi B S
PEDTAR TR AL T — Se A OSCRE e ME D UA I AIN &5 S5 88 71, Ja B — IR & & — Rl
(SchanzerZE A ,Antimicrob.Agents Chemother.2011,55(5) :2369;EP272942A1)

[00671 T AGARTT L, BURE DU T A S HAHDC SRR AE 31

[0068] 1 AURF A R HUARIIAZH R AN B2 7 A1 sl HAH D AL IR AN S R - A1 RO A
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SI-ICI &3

SEQ 1D NO 1 SI-1C1 B8 &K HIRIT5

SEQ ID NO 2 SI-1C1 B8En BRI TR IT 7

SEQ ID NO 3 SI-1C1 B KEELRTF]. FRIZLI o EN « 6T 558

SEQ ID NO 4 SI-1C1 42 R A R ITH] . T RIZH A2 FAME Y E X

SEQ ID NO 5 SI-1C1 HEEE &K HIRIT

SEQ ID NO6 SI-1C1 HEgEn] B H g % 7 51

SEQ 1D NO 7 SI-1C1 EH A KEEMmFT . TRETOR-N v -1 g

SEQ ID NO 8 ST-1C1 AT A HRER LM T I TRILI AL HAMERE X

S1-1C3 %)

SEQ ID NO 9 SI-1C3 B KZHR T

SEQ ID NO 10 SI-1C3 ek n] R B R 7 51

SEQ ID NO 11 SI-1C3 BEAKEAHERTY] . TRLH RN « [HELS WIS
[0069] SEQ ID NO 12 ST-1C3 BRI AR HRALRITF] . T RIZH & TAMESEX

SEQ ID NO 13 SI-1C3 EFE L KAZF R T 7

SEQ ID NO 14 S1-1C3 HEEn A HEEEZ IR IT 7

SEQ 1D NO 15 SI-1C3 EHAKALBRTT]. FTRILH 52N v-1 Ll

SEQ ID NO 16 SI-1C3 Bt A HBHAILLTH] . TRILHM R TAMERE X

SI-1C4 J£%1

SEQ ID NO 17 SI-1C4 BEERKIZETR T

SEQ ID NO 18 SI-1C4 %255 n] AR BE AT B 7 7]

SEQ ID NO 19 SI-1C4 B4 KEHEMR T . FRILH 22N « 625 iR

SEQ ID NO 20 SI-1C4 R AR A LERITF] . T RIZH 5 & TAMEISE X

SEQ ID NO 21 SI-1C4 HEE 4 KZHRITS

SEQ ID NO 22 S1-1C4 HgEn] 248§ BE A% 17 1 17 71

SEQ ID NO 23 SI-1C4 EH A KEAEMTI] . FRILT TN v-1 i

SEQ ID NO 24 SI-1C4 W n[ P HEEEALRTH]. TR 52 BAMEDUE X

10
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[0070]

SI-1C5 F¢3

SEQ 1D NO 25 SI-1C5 RH 4 KRR IFH

SEQ ID NO 26 SI-1C5 R n] BB AT RR T3

SEQ 1D NO 27 SI-1C5 BEE K EIERR T . TRILIH 52N « 80T L5015
SEQ ID NO 28 SI-1C5 S AR IR D). T RIZH 22 TEAME g E X
SEQ 1D NO 29 SI-1C5 EHEEKEFRRITFF

SEQ 1D NO 30 S1-1C5 N AL i R 51

SEQ 1D NO 31 SI-1C5 EES KEIERITH . FRILH SN v -1 Zii

SEQ ID NO 32 ST-1C5 HEE N R HHRILMRIT . T RIZH 22 TAMERE X
SI-1C5. 2 J7%1)

SEQ ID NO 33 SI-1C5. 2 B K H R IT 5

SEQ 1D NO 34 ST1-1C5. 2 B4k n] R L RT3

SEQ 1D NO 35 SI-1C5. 2 R A KEIER A . TRIZH RN « 10z L5
SEQ ID NO 36 SI-1C5. 2 BN B R ALY . N RIZLH 22 HAMEYLE X
SEQ ID NO 37 SI1-1C5. 2 EHEEKIZTRRIT 5

SEQ 1D NO 38 S1-1C5. 2 i n] 4% B AT ER 751

SEQ ID NO 39 SI-1C5. 2 EHEAKEZILRFY . FTRILEHZAN v -1 G5
SEQ ID NO 40 ST1-1C5. 2 i L B A LR TP . T RIS 42 HAME g X
SI-1C6 F¥31

SEQ ID NO 41 S1-1C6 4 KIZ TR F 5

SEQ ID NO 42 S1-1C6 FEEm BB AT RR T 51

SEQ ID NO 43 SI-1C6 BH &KL FF .. TR AN « 16 5% 55015
SEQ ID NO 44 SI-1C6 B BRI ITF] . TR 2L TAME L E X
SEQ 1D NO 45 SI-1C6 EHE 4 KL ERIE 7

SEQ 1D NO 46 S1-1C6 5 n] AL g% 1 e 7 71

SEQ ID NO 47 SI-1C6 EHEARKEALRTT] . TRILIH SN v -1 L

SEQ 1D NO 48 SI-1C6 HEFE N A EHEILRTFH . T REH 52 TAMEYE X
SI-1X1 5%l

SEQ ID NO 49 ST 1X1 B4 KT 3

SEQ 1D NO 50 SI-1X1 B n] LR R

SEQ ID NO 51 SI-1X1 B KEAILRITH . FRILH 2N « [HES
SEQ ID NO 52 SI-1X1 BB BRI IEF] . FREH 2 2L TAME R E X
SEQ 1D NO 53 ST 1X1 XUFRttE B Kz ERIT 5

SEQ 1D NO 54 ST-1X1 X4 1 6 B ] A% L T IR 1P 31

SEQ 1D NO 55 SI-1X1 XUE R T 8E SCRV 17 FR P31

SEQ 1D NO 58 SI-1X1 XU e E RS KE LR T, FRIGH N v-1 414
o ' 1, RUETE SRR, HUAT S scFv

SEQ 1D NO 57 SI-1X1 XS EF B EHEERITI] . FRILH 52 A E

11
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[0071]

ST 1X1 X451 EE schv LM ER . T VH-8:3L-VL, TF%I

. B BT AME SRR . IR TS ek
SI-1X2 &%)
SEQ ID NO 59 SI-1X2 BREE L KZTRITS
SEQ 1D NO 60 SI-1X2 B REn] BT )
SEQ ID NO 61 ST-1X2 RHA KL T . TRILH LN « 1HEEHE
SEQ ID NO 62 SI-1X2 B4 n| AR E IR T I . FRIZGH oL TAMEREX
SEQ ID NO 63 ST-1X2 X4 5 8 = KAZ T ER 7 7))
SEQ ID NO 64 ST-1X2 X4 e 1 B B ] X R Z TR 17 5
SEQ ID NO 65 ST-1X2 XUF R EEE scFv I ERIF
- SI-1X2 XfF M EE A KR T, TRLH 52 s
X, RHATRS REAE, AT & scFy
SEQ 1D NO 67 SI-1X2 WFF e vE EREn] B E 2 ERT 5. T RIZRE 52 B AME
) PLsE X
- ST-1X2 WU - Pk % scFv ,’ﬁ%ﬁiﬁﬁf‘»@]u_ﬁﬁﬁﬁ?: VH-$23k-VL. TXI
LR e TAME Y E X . I RHA TS o A ek
SI-1X3 3%
SEQ ID NO 69 SI-1X3 R &= RKER TS
SEQ ID NO 70 SI- 1X3 BHEn] BRI R T 51
SEQ ID NO 71 SI- 1X3 RS KEIRITH|. TRELIH LN « {HELE-IE
SEQ ID NO 72 ST- 1X3 B n] WA LR IF A . T RIZL A9 HAMEYLE X
SEQ ID NO 73 SI-1X3 XUFr Pk 5 4 K R 751
SEQ ID NO 74 ST-1X3 XUfF - Pk T B n] A8 kT B P 5|
SEQ 1D NO 75 ST-1X3 BUAF Mk B scFv I RIT 7
SEG D WD 76 SI-1X3 Apr M ERE R K AT I. PRIAHPRA v -1 451
1, BUEIR AR, AT A scFv
SE0 10 59 77 SI-1X3 XFFF M EMn B EH AR T FTRILH S & THME
] YLsE X
- ST-1X3 BUF M EEE scFv @R H. WF: VH-$:k-VL. T
] Lo e HAME Y E X . I RHATE 9 Ak
SI-1X4 7%
SEQ 1D NO 79 SI-1X4 R RKEFRRITFH
SEQ 1D NO 80 SI-1X4 ¥ n] BREZ TR T
SEQ 1D NO 81 SI-1X4 R4 KEZIER T . FRLH oSN « fHE 5K
SEQ 1D NO 82 ST-1X4 2B BRI IT T . T RIZH 722 FAME PLE X
SEQ ID NO 83 SI-1X4 XUF R B8 S KZH R
SEQ ID NO 84 SI-1X4 XUFs 7 P 5 n] B E AT R TS
SEQ 1D NO 85 ST-1X4 WU - M % scFv AR5
- SI-1X4 AF M ER A RKEIER T . FRILT /N v-1 45
W, BMATS R, HATRID A scEv
SEG T W0 8 SI-1X4 XfFmME BB n B HE R TF]. TRIZH 52 TrhE
- SI-1X4 XU M E5E scFv AEREBTFH. WiF: VH-$L-VL. TR

LA R BAMEYUE X . IR RHA T 2k

12
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ST-1X4. 2 %]

SEQ 1D NO 89 SI-1X4. 2 B KZ T3
SEQ 1D NO 90 S1-1X4. 2 B hEn] R EZ TR IT 5
SEQ ID NO 91 SI-1X4. 2 B n] B REZHRITY], LFMARAHT CHo Fi&
SEQ ID NO 92 SI-1X4. 2 REESRKFZILMFH . TRIZLH oA « 1HE 51
SEQ ID NO 93 ST-1X4. 2 R n[ LR A LR T 7. T RIZHE 42 HAME e X
SEQ 1D NO 94 SI-1X4. 2 XM E i 4 KA R P 7]
SEQ 1D NO 95 ST-1X4. 2 BUe S d % m] A8 A% 1T 8 7 91

] ST-1X4. 2 WArR M EH B HEEZ TR Y, 5N T
SEQ ID NO 96 CHO Sk
SEQ 1D NO 97 SI-1X4. 2 XM EHE scFv i 1FFRIF 3

ST-1X4. 2 XUFF At B2 REILMITF . TRIZH 22N v -1 4

WA ] T R i, PR, R R scFy
SEQ 1D NO 99 SI-1X4. 2 WM EMn B EBEEILRTF]. FRIZREH D & TR
] P PLE X
SEQ 1D NO 100 SI-1X4. 2 A M E4E scPv @IEEEES . 5. VH-8:L-VL, F
J ' RN H 5 TAME Ve X . IR RMA TS 5 & 43k
SI-1X5 7]
SEQ 1D NO101 SI-1X5 BE#EE K& H KRS

SEQ ID NO 102 ST-1X5 BHEn] BB AT BRI 7

[0072] SEQ ID NO 103 ST-1X5 BB A RKZERITH . TRIGH 52N « 10 E I
SEQ ID NO 104 ST-1X5 B AR RIMITF . T RILH 52 TAMEPUE X
SEQ 1D NO105 SI-1X5 XU P 8 4= KA T 31

SEQ 1D NO 106 ST-1X5 MU o n] A8 L RE A% 1 R 17 7

SEQ ID NO 107 ST-1X5 XUF - ME EHE scFv 71

SI-1X5 XUfr R EHE A KZER T . PRI /N v-1 45
1, SUET DR, AT A scFv

SI-1X5 X4Fm M ER ] A E R TF. FRIZH 5 & TAME
ST-1X5 MAHF M EEE scFv @HERFH. WF: VH-$Hek-VL. T
Lo HAMAE Y E X . I RHA TS 4 Ak

SEQ ID NO 108

SEQ ID NO 109

SEQ ID NO 110

SI-1X6 3%
SEQ 1D NO 111 SI-1X6 B4 KIZHFERIF 5
SEQ 1D NO 112 SI-1X6 #24En] B R #Z R P 7

SEQ ID NO 113 SI-1X6 BE KA. TRILIH 52N « 855z L5 i5%

SEQ ID NO 114 SI-1X6 R BN B2 BRI H . T R o2& B AME Y E X

SEQ ID NO 115 ST-1X6 X4 e B 8 4 K iZ T B 7

SEQ ID NO 116 ST-1X6 X4 5 M 7 ] A8 L BEAZ Y R Y )

SEQ ID NO 117 ST-1X6 XW4E M EBE scFv RT3

SI-1X6 XUfF Mk E R 2 KZIER . FRIZM SN v-1 451
W, FHER A e, MEHSE scFy

SEQ ID NO 118

13
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SI-1X6 XUfF s tE dfEn] A E W E LR IT 5. T RIZGH 942 FAME
Wz X

ST-1X6 XUHF 7Pk % scFv ZERRFH. WFF: VH-$Hz3k-VL. T
LRI R T AMEVLE X o IRAHMA TS Bk

SEQ ID NO 119

SEQ ID NO 120

SI-1C6. 2 J¥71)
SEQ ID NO 121 SI-1C6. 2 #24E &= KAZ T ER 77
SEQ 1D NO 122 SI-1C6. 2 ] AR TR

SEQ 1D NO 123 SI-1C6. 2 RS KALER Y. FREH> LN « HE g

SEQ ID NO 124 SI-1C6. 2 B4 n] WAL ITH] . TRIZL I 2 HAMEYLE X

SEQ ID NO 125 SI-1C6. 2 EHES KIZTTERIF
SEQ 1D NO 126 SI-1C6. 2 H ik n] 45 FEEEZ R

SEQ ID NO 127 SI-1C6. 2 EHESRKAERITH|. FTRILH >SN v -1 G

SEQ ID NO 128 S1-1C6. 2 EHET B EM AL ITF]. FRIZGH 52 TrMEkEX

SI-1X6. 4 J¥%1)
SEQ 1D NO 129 SI-1X6. 4 24 KT R IE S
SEQ ID NO 130 SI-1X6. 4 #28En] B EEZ TR 7

SEQ ID NO 131 SI-1X6. 4 2 4SKAILEREY] . PRLH D2 A « HEE R

[0073]

SEQ ID NO 132 S1-1X6. 4 B n] LRI F . FRIZH 52 AMEoE X
SEQ ID NO 133 SI-1X6. 4 X% 5 Sk 4 KAZ T R 1 71

SEQ ID NO 134 ST-1X6. 4 XURy 7 M 7 55 ] AP L TR P 51

SEQ ID NO 135 ST-1X6. 4 AU 7 M EBE scFv ZTHRRIT 5

SI-1X6. 4 A A M EH KA T .. TR EAN v-145
Pdl o RHATE 4 R . scFv ATHLAE

ST-1X6. 4 XRS5V E B n] B EHZ LM TR o2& H b
P X

SI-1X6. 4 X5 I o scPv ZEFRFH . FP: VH-E3k-VL, F
R85 3 A B AME YT X o IR 3k

SEQ ID NO 136

SEQ ID NO 137

SEQ ID NO 138

[0074] =244

[0075]  FRARDA N SCER BEAE A5 B A, i F R, (2 AR R G
ZA G MR RIS FIS AR SCEE S, X S HOT i P B e A A A EARIR] SR
[ 4k

[0076]  SEAHI1.SI-1X4A0SI-1X4. 27 Al F A 2

[0077]  ST-1X4.225ST-1X457 AR, S0 R N2 IR i TKabat 44 5 R4 M
V71AT75SNT6SA93THISIOTT o X T-—2E{7 1, K5 A& 75 T6 F19347 , L SRIXME 37 AN T
CDRIX, {H 2 A 1A S & AN EAE T, AT 45 S RE R A - 47R H T ST-1X4. 211
ST-1X4 2[RI FR 2= 5

[0078]  Szffi2.: fili FHBLISRAEPT a2 AR KA F-52 4k (EGFR) Hifk

[0079] il dBLItz{Y# (ForteBiosy wl) AEWIEZT95 1 (BLI) &5 4156 e buik 5
EGFRIUSNGE AL I SR 45 B8 7 o ¥425g /mLIIST - 1C3.ST-104.ST-1C6.ST-1X1.ST-1X2,
SI-1X5HIST-1X6HFE T-PBSHIH 22 120FMF kAPt N 1gG Fe BLItzAEMME Eas 0 o2

14
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it T PBSHAPEIA30F) , SRS #6722 588nM EGFR (ProSpecBio, PKA-344) FEALH T T-45 6 o £
120FP1 &5 A I TAIN  EGFR ECD 5 2im &5 Sl o AR E TSRS (Anm) A
PBSHIIFNZL AR 252408 (W Z+ST- LCOI MM ESIN [HI{CH 1207D) B AI61E R T MEGFR 5 112K
PURI S R 1 45520 BRI AR 850 « 25 B R T SN SR HE BRI ST - 1C4 1%
Lt

[0080] - F-ST-1C3MIST-1X23L H e I LAFab s HHFIEGFRES 3k, B AT IR0 45 &5 A DL
SR TST-1X1 PR scFvIE L (B16) o H5ST-1C4AHEL , BEAFX EGER FAT A E 18 110 fift 29 ik
2, BN INE Sl 5200 . ST- 1IXIAE SEGFRES I Al G/~ ARSI 4 i (H o
ORFFIR RIS G o AL B HER B &, FOHpST-1C6 MIST-1X6_F R HEGFRES S 1)
FabZZfRVALEST-1X5 P s R IR seFv i R &5 & o ABURE e MR D TR I Fab I 3 A
EGFRES A A2 AR T s c FVAR PR IN £ G it 2 &5 1, (R I AR A R 12 o3 o A XA
I FRARH) Y, ST-1X3HIST - 1X47% A R ILH FRAKEGFRE, &, /8 NI AYELISAH, 1T
T IREGFREE ST -

[0081] 54513 : ffi FBLIZRAFHIEGFRAHer 3pPTiA

[0082]  LSEGFRANHer 3 /NE1IACR; 45 A AEBLT t2{¥ % (ForteBioAF]) VAW
T3 BLD 54 R dE T &« F200nMST-1C1.ST-1C3,SI-1C4.SI-1C6.ST-1X1.S1-
1X2.ST-1X3.ST-1X4.S1-1X5H1ST - IX6FF T-1XZh 11725 kKB (ForteBioZy ) HHIT4:120
WMFIRAEDTA LG Fe BLItz AEWME AR 10 I O T KBHIPERR 304D, SR 5 #6552 200nM
EGFRFf! (ProSpecBio, PKA-344) H 454 « AE120FD [0 45 &I [A] PN, EGFR  ECD 540 1 4%
FICRNEYIRE T EES (Anm) S0 R KBHIFIELRZ 604D . JTlHer3 ECDAE
(Sino Biological,10201-HO8H-10) £200nM N 545 12 FE120F0, DL M AEKBHR 3RS TAHARY
R B P ER60FD . 8- 10 7-910 5% | MEGFR 5 T4 #ifi R L A3 10 45 & 0 BT a4k
P PUAAE N Fe 85 5 BML s TN BRI I HH [T IR s e 1 45 A EGFR MIHer 3 o 41A 7 F11A8
HH T ARZL S, s oW Fab (ST-1X2.ST-1X6) IUEGFREE S Lb B A T scFvIE R, (43 3 h ST -
1X1.SI-1X5) 7E&5 G I HAT B o [ &5 5 2% o LI, EGFRATHe r 3P 5 #B 3 I HI AR R [ Fab> >
scFvES G 24 . ST-1X3MIST - 1X43 A R I 5 BUREGFRES 5, AR1f , 1E BT FUI1A B
P, & HAEBA A g5 G Her 31 HE

[0083] X TR i ARSI - 1X1.ST-1X2.ST- 1X5MIST- 1X655aHer 345 &5
I 7E NI MIELISAHRRFSTST - 1X3FNST - 1X4[1) — 2REGFRZE &«

[0084]  =f54. " HREGFR ELISAIES

[0085] i G BBk B W22 211, AEBLTIAEG HP ST - LX3HIST - IX4A RS & FAARTE A
EGFR (I%19) o & T f#iST-1C5.ST-1X3FNST - 1X47H i 1) aEGFREE &k 7E /N SEGFREE &, A A
R T AN S (Perez R N I IRIMVEE 27245201453 (1) :5) o o8 T AT HAHATIES , AHXS
T H A FHEGFR —BIE AU HIEGFREE S huiA, oA PEELTSA I T-Huik s &5

[0086]  fi ] 5 5246 = H I el A1) —2FEGFR ECDIAFST-2C1 R JE 1 TELTSA . #FEGFR
PA3ug/mLAEPBSHI{EAC M #fiMaxi sorpHa Rt (Nunc) b 47 o BE AL == b 3 %
BSAHI0. 05 % Tween20J-PBSHIE 12/ NI o 5 T ST-1C5ST-1X3F1ST - 1X4iE2 4R 50ug/mL (LA
nMigsR) A, HiHAG 4G LA 10ug/mLAE %500 M AF5k LN, BT A7 #37EPBST (1% BSA) FHdEA T35 #
B AL 1L FEP T A TgG-HRPH A (Jackson ImmunoResearch,109-035-098) 7EPBST (1% BSA)
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FR LT 20008 B FE R M HTAR I F e 343, HFAETMB (Thermo Scientific) Hiig 4551, J
H2SO4F M2 1 VAT o 7 &N 3R 2 [R] FHPBST (1 % BSA) a5 — 7K - A A TR B B3 T =K
T, IFAE450nm M (E10) o S5 HE A FAHEE , fEIZELTSATS s UFHST-1C5.ST-1X3H1ST -
IXAHSVA E ik i 5 — 22EGFR ECD4E & o

[0087]  SZjiw A5 . fifi FT1Oc te t 5 1C5. 2F11X4 . 21 &5 557 20 112

[0088]  {ii LA Hi \FetE)&as/JForteBio Octet Red96/¥#s (ForteBio, AHC#18%-5060)
WIE 2 112 855 SKEE AR 1000RPMI i N 1-30°C N dE4T - EGFRER 1[5 AEGFRIF) e AN
(Met1-Ser645) , H H A CRuG 2 H A RIRZS o T A FF S &M B T- 10X B) 122 2% Ml
(ForteBio#18%-5032) H1,1C5. 2. 1X6/11X4. 24 [1VA10pg/m1 A EI8 ME Ees |-, 113005,
SR T AEL0XEN 12422 i A IS £ 607D . DA PR 3k B I EGFR 25 1137 (300.100.33.33,11.11
3.705.1.235.0.4116F10nM) & ME S 3E1 TEGEREE [ 5145 300D . 4R, 7E10X5h f12¢
22 MR PR ES 900D . 1 TH R Y 17 1C5. 2R11X4 . 2R S 4 A RN s Hh 28

[0089]  fifi FForteBioZdia /o Mk v . Od-ATE A 20 o« HEA TR B 26905, X T 4% 1C5. 2
(F52) \1X4.2 (3%3) FI1X6 (F24) , 1 FHPUAS i A ph 284005 T OV S LAMEKD k (554) Filk
(FRES) oSI-1C5.2F1S1-1X4 . 2 KDY B 19. 2nMAN18 . 4nM. ST - 1C6[1) - I4IKDSE3 . 04nM.
AT TR , 5 105 FNXAAHED , 105 2F11X4 . 2754 5N FEFR R Y, o 24 S 10FR 414 1C5
FILXAT= A= AR ARLE I, X 2527 T BONEGFR  ECDI &S &G -

[0090]  3K2 1C5.2KD KONFIKDISIIMEE

[0091]

EGER (NM) KD (M) KON (1/MS) KDIS (1/S)
SI-1C5.2 300 3.74E-08 4 .61E+04 1.72E-03
SI-1C5.2 100 2.23E-08 7.89E+04 1.76E-03
SI-1C5.2 33.3 9.94E-09 1.60E+05 1.59E-03
SI-1C5.2 11.1 7.08E-09 2.12E+05 1.50E-03
SEE 1.92E-08 1.24E+05 1.64E-03
[0092] &3 1X4.2[KJKD KONFIKDISIHIMERS
EGFR (NM) KD (M) KON (1/MS) KDIS (1/S)
[0093] SI-1X4.2 | 300 3. 69E-08 4. 63E+04 1. 71E-03
SI-1X4. 2 100 3. 69E-08 7. 88E+04 1. 65E-03
SI-1X4, 2 33.3 9. 44E-09 1. 58E+05 1. 49E-03
[0094] SI-1X4. 2 11.1 6. 19E-09 2. 18E+05 5. 14E-02
SEE 1. 84E-08 1. 25E+05 1. 35E-03
[0095] 34 1X6[UKDKONFHIKDISIIMEHT
[0096] EGFR (\M) KD (M) KON (1/MS) KDIS (1/S)
SI-1C6 300 3.04E-09 4.11E+05 1.25E-03
SI-1C6 100 3.04E-09 4.11E+05 1.25E-03
SI-1C6 33.3 3.04E-09 4.11E+05 1.25E-03
SI-1C6 11.1 3.04E-09 4.11E+05 1.25E-03
SEYE 3.04E-09 4.11E+05 1.25E-03

(0097 52916 SR T P A R A R M4 £ DU
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[0098] ik 37 4N AR IR B S PP AAST - 1X1 . ST-1X2.ST-1X3.ST-1X4.SI- IX5HISI -
1X6, DA M [FI BUGE PR BT S g 4n it 554431 (G S A% , ATCCCRL - 1555) FIBxPC3 (JFfiRH ,
ATCC CRL-1687) [45 4 « A K- T2 10 % G- 175 IRPMI - 164055 75 He rh A Fe ki 2k
KU G T2 A7 - 5x 106 411 % S A AEPBS H e v — 2K, SR I B B T-250p 1 [IPBS+1 %
JEAFIIIE (BSA) FRIFAEAC 8578155 B ARH 1H 4R B0 T4 M E 45 o B (EPBS /1 % BSA
HHARE 22 10pg/m1 R 250p L BTN B4 FR DA B Spg /m PR SR - 4RI AE TR AR
FACNE D RFRUING SRS, 40 FH Im 1 [EIPBS /1 % BSAREIA PN, SR 5 TE AL T-500u1 1
PE- 1B/ NPT A LgG-Fe I AETR A1 T-4°C M 4550 Bl A4 FH 1m1 [IPBS /1 % BSAFR-IK
PRk, F5 8 T-300m L {1 PBSH (i IFACS cal iburim AN 34T o X T A , £EFL-2
BB HSHE 10000/ B R AL 15 . i FTIFCS ExpressffhAE i /5B, HST-1X 5 5 B 5 R
X AR BUARALAEAT BI 0 B B & D0 B SRR S e D B sA D T He s g 45 5 1o i
Qa1 B RN RS 2B R AE I 12 (A431411 25 5) FE 13 (BxPC34I LS &) HhioH

[0099]  SEAI7 . a i AN 45 5 i ge R AEST-1C5. 2M1ST-1X4. 2

[0100] i Ji AT AR MR S P E B TARST - 1X4 . 2 R S PE TS T - 165 2F1ST-1C10A
SRR R dok S R 4 :RA431 (R AR, , ATCC CRL-1555) (&]14) F1FaDu (BxPC3 (AR
i fis , ATCC HTB-43) (K115) U455 - 4ili B K T3 A 10 % B2 F LI FORPMI - 164085 77 5L Fh I
FEFREUE KRB F 204 o AN AEPBS Hh e 14— IR, SRS PASx 1062 /m L 1) 9 i T
TPBS+5% G4 Il 25 1 (FBS) HJf/E4°C M E5FR1547 PP PARH - 40 gt A 7 FARs e 1 4
F o 100l S 4 IIN 96 FLAR FH 1 100p 1 S i (L AEPBS+5 % FBSHIFRS) i o At 10K
AR E 455 B SRS 41 JT1200u 1 [FIPBS+5 % FBSHE I I IK , S8 Jm HE & T-100u1 [JPE
I/ N BT TG -Fe Tk 107 7 3043 B A4k FH200p 1 FrIPBS+5 % FBS FRR P i P IR ,
= TF200u1 [FPBS 1 HHFACS cal i burif AANMAL o3 M7 o 4 T &AL, ZEFL - 230 18 Hh e £
10000555 R i o i TIFCS Express® A pE T, HIE & B G 510 ) U~ F- 12
JEHEEE (GMFT) o1 ad 1 HGraphpad PrismERAFGMEF TARS Ak i 2B Sk e ECH 045 15
(B BURE S EPUIARST - 1X4 . 27: 1 5 R S HUEGFRE TS T - 1C5 . 2L 25503 , 2 A
¢ 2 B AR UIECS0 o Hofth B S M HiHer 3T ST - 1C1 5 X M R 4545059, X
FIBESE T Her S7EANIZRIA]_I IR KRR an il v ik , 5 1C5 11 X44HEE , 1C5. 21
1X4. 25 5N RAFRAAY « SR A IXAMLL X B T - S AR AN 45 5 G
[0101] 524518 ST- IXBTiAK IR 41 A BTt /e

[0102] [ v PitHer3/EGFRBURE S JUAR I A KA IR B8 , MG T-A431 4112 (ATCC
CRL-1555,Manassas, Va.) 5 17E F , A43 1402 28 5 A E588 IReg 40 i &R o i U1
TS M s Z2BxPC3 (ATCC CRL-1687 ,Manassas, Va.) [F385E F7E N T 840 2, 401
PA6000™4HD / FLIR 5 B AP 2] 100 1155 1 % A+ 137 URPMI - 1640355 3L Fh 196 FL 41141
BrFf > o A/ 2 7, JINO . 0015nM%E 100n M 2 [H]E BB PN [ ANk B I 4k » 4nie
FEMNAH TS FAE T REFRT2/N0 o 0] 2N FLH I 20p] FIMTS 137 (Promega , Madison,W1) , H.
NAE3TC I IF & 2/ N MTSTRA 5 Mgy (I BEFE AN ETN , 105 pl FPE AR 52 il
490nMIEe K E) L ARTE o b BB AR B 2 )5, i TIBioTek (Winooski, VT) ELx800M
JCEESE N 0D490E o Sy v FEHEARURTG 2, R PAX AP 2N Hoik 2 gnfia b, PR
A0S 20 0D 49 0nMIR AR Dby xS B AN BN AR « o H50 P 15 A7 2/ /NS 0D 490 Hh i 5 i
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FEEODA9O T UM E A AR LA T 252U BRI % Sk s W B 1 % = ()
TRIZE /N ) %100,

[0103] & FiAURs M pier3/ HIEGFRY A T-A43 1 41854 (0 7E FHAE I 16 AR 1 7TrR 7
HH L ST-1X2JE 7 H EE BEH RS T- 161 (BitHer3) +SI1-1C3 ($7LEGFR) 5ESI-1C1HISI-1C35k 1158
A HTESAEH  ST-IX TR R By 1 H R4 KRB AT T-ST1-1C3HIST-1C145S1-1C3
(A A FT IR L o 3 Hh £ DA K TC50fE AR 1 THR 7R HY o 6 1-ST - 1IX5HIST - 1X6 M £ 2 AHACL
gE HHST-1X6EEST- IX5 AN BHTAS1-1C1 (iHer3) AR, 4RI T 2= H Y 530 T
{AS1-1C6 (PTEGFR) FNST-1C15ST- 1C6[I AL AL TSI E « 1IX ]2 [F] TC50{E — e DL -
E17H,

[0104]  JAMERIX LS - 7EBxPCIZNAE A I PTsE /E H (B 18FNE19) o ST-1X2 LR Bk
HH RS BEBTARST - 1C1 (hiHer3) ST-1C3 (FTEGFR) BRST-1C1HIST - 1C3H A 2 s 1
FH.ST-1X1EEST-1C1 AR, {HEEST- 1C3HFNST- 101 55 ST- 1031 2H &5 o 4RI 28 AT C5 018 7
AR 19V, S5 a FEHTAST - 161 (tHer3) JSI-1C6 (1-EGFR) 5k SI-1CLAIST - ICSEH & AHLL ,
BxPC3HEFH # ST - IX5HIST - IX6 P 7 B o AT i) o 1285 12 [ TCH 0 —ke DL F- 1A 19+,

[0105] 5459 ST-1C5. 2F1ST - 1X4 . 25 [IWEa 4mie 2 it /e

[0106] 25 T #FAHiHer3/EGFRUE A UAR I AEKAPHIEHE , M T-FaDu (S AREs R
TJfadEs £, ATCC HTB-43) Fl1A431 (FE R FEREATCC CRL-1555) 4R 45 (1 7E T - 411 PL6 000
AR/ FLI S FE B R 211000 125 1 % G 2F LS IRPMI - 1640157 5 1) 96 FLZH 2185774k
ZH G A/NI 2 S5, N0 0015nMZE 100n M 2[RI S A 11 25 IR FE R o 4 o 4R i A ik
PUALTAE NEEFRT2/N o ZE AL N T B /R B 5 357 (Thermo Scientific) , 4MffY
{E37°C P REFR2/INI o [ /R LA TR 50 M i (P M AE AN RN, 18 I, SR o b BB 7R
BRI R I B s A AR 2 I CVE e R R 2, 2 el T 01X 22 7] (Sunnyvale,
CA)FilterMax F5Z AR Az IS AT 5 , 122352 B FH5 3 5nm )38 & I K- AN595nmif) A&
S AT FE AT B, LA AT SIS UAR R 4 , DA R 2 B A E oS
Y2 AR o SYFH PT I 1k AT 27N 2 AR R ik 256 BB AE 2 6ok T BT JE TR BRiAR
VLT 2 AR HREL R 9% Sk 2R 5 AR % = (RIS /% S %100,

[0107]  SI-1C5.2F1SI-1X4. 2% T-FadufA43 LR a5 (K E 45 BIAE B 20 FIE 2 R
LEXP NG R, ST-1X4 . 2 R U EE A B TARST-1C5. 2 (FLEGFR Mab) .SI-1C1 (1
Her3Mab) ) Bk SI-1C1HFNST - 1CTIE FHMGE A 2 i e T -

[0108]  SZ45110.: ST - IR Bk IFADCCIE ME

[0109]  MRAST- IXPUANSA I 2 AR AN R 4RI SRR AR 7 SRIOE H ERE R
A I o IR SRR IR 22 b /K (PBS) R o 14 20m 1 5475 AR B IR/ N Ol 45 R T
156m1[JFicol Pacque PLUS(GE Life SciencesH%517-1440-02;Pittsburgh,PA) | .5
EAE300g NASAINT 0000 Bl AE B O I, NI R RS IO IR =, I ARSI LAR
A B e/ NHOARF N O AZ R I TR 25 €1 = (25 A7 PBMC) « PBMCE N 50m1 [0 N I N
PBSPA AR AR AT (E A 22 50m] o RS ZE1300RPM N 25,00 10438, /Nt F i . 4 i i
T-40m1 IPBSH IR U o 12 R TR PR IR B o A i — R, 4R EE A -30m1
[FJRPMI-1630+10 % FBSHIJf-/E37°C N 115 % CO, FH L 577

(01101 S 0 2 i 2 S AL M IR 24 it Jr 2 ity ZAFaDu (ATCC HTB-43,Manassus, VA) F1HE
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/NG s 4R ZANC T -H1975 (ATCC CRL-5908 ,Manassus , VA) o 41 N Iraks , F1] 145 4t 22
FricRAniE . i DLR R AE KRS 4N L i & 5 MG /AN s ORPMI A e %
NP Iml 4x106/N400/m1 A0 5 Iml RPMI (NS5 +20pMAG 47 25 AM (Sigma
FI3+5C1359; St . Louis, MO) {R A o KFANAE /37 C N E53000 81, A5 10 Bt A IR ATR &5
Fric)a, A 14ml RPMI+10%FBS+2 . suMpAfiaT GRS ET 7R AL Yei A iy ok . P sidT (Sigma
FI5k5P8761;St . Louis,M0) & A izt A M0 ik D anfe N #5 i £k 2%
(1 F AR A B e 20m L BB 7R 3L Fh O 5o VFAE37°C L, 5% €0, MK IZ 2/NI o SR )=, )
PR s L e A — T AR 22200, 00048 /m1 15001 (10,000 41 fif) 4574k 2%
Fruc 4RI & 31U S 43 v N2 96 FLIRECFAR T o $550p1 A (PA3XIe 2k ) & 4n e
HRIFFAEVK b SR 4554053 i K FHT—RIIPBMCAE300g T 250554381, B A L 20m LFT i it
R OB E6x 1051 /ml o F50ul PBMC (300, 000) JIANFEA AL HAE3T
‘C,5%C0, I, ¥ VA ea/ NN R NPTl L0 SRR — U= i e, N50nMI T 4R
FFi 98210 . 00005nM o 1 HE 7 AEPUARFIR S ARMEAATAE N 2 E Frid BRI AL A &
BRI R B T2k o

[0111]  {F4/NIN IR R 45 oI, K1 501 2548 % IGEPALCA-630 (Sigma FH 5% 518896
St.Louis,MO) [IREE R 7R 3L IIN L&A FRic SEAN I ok FR AL (PADNSE B KA B 4k 2 B
T o FFE0uL IR 7= AP A HA AL A REAS FLIR SRR 220001 o (-4 £ 2000RPM
NELOL0 BFFRE 150 IR DAL VI EC96 AL AR H o (X 26 V- 4 AE2000RPM
B0 B R 100m] FIETU IO RS 2] B 0, B R 96 FL AR 7

[0112]  jExsk ) JHAS5nMIP 8 & K- A5 35nMI) & B E R AR IO 2 ek o 1 B i
WIS LR 25 R R e M SR A be i N R

[0113] o kS 24R = [ RS - FERERO / (e KB - 1 AR50 1%100

[0114]  Fdln R AE I 22 R 23 o 6T PRI &, ST-1X6. 4N AT & (HHA RS 51
L B TAST-106. 2.ST-1C7 5k ST-1C6. 2+ST-1CT[H L& H AR S1-1X6 . 4PALLFRAT I
FEHEHUAST - 1CA B ARIUECS 0 S AN &M X TP AP &R, ST-1X4 . 2DL 50 ik R E
AAIA FORE NS a5 1 AR, HAE N S s 5 T, AN IEAEST - 1CATB 2 A 30 o X AT
BESCARST-1X4 . 2/ AbE .

[0115]  SZf11.ST- XU e bk i e e

[o116]  3H1TEE FEEREH ST H 148 A PEaE MR i « 37 M B 1 R R 2 i R
ARG (Applied Biosystems) HIE MRS - 7 20 T, 2001 SRR A1 A
g5 5l 8 A PRS2 il RN2 . 5l SXAR BRI AR A RS vkl T IR IR 4k
PBSRACIE o 45 I SLTR A0 M e roAmp Yt s WK 3 1) M ¢ roAmp Y27kt 75 751 i
BE AR A T AL fEApplied Biosystem3ZHSPCR AL M 25E190°CLAT %
A TR FURIR R , AR5 A1) R I BB RSB " 0T o 240 HE T ST-1X2.ST-1X4. 2,
SI-1X6.4.SI-1C3.SI-1C3.S1-1C6.2.SI-1C5.2Ff1ST - 1CTHIRMRINES . 65 R H T x4y 1
(1 Tmo Tm 78 XA AT E:50 % 5 [ BT A5 (IR OB 40 - 1X2 . 1X4 . 2F11X6 AR H A7 266
‘C¥Tm, iX S5 A MAb (163.1C6.2.1C5. 2) FlFc-scFv (1C7) 43424

[0117]  3£5

[0118] %Elgﬁf( Tm (°C)
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SI-1X2 66.52
SI-1C3 70.06
SI-1X4.2 66.94
SI-1C5.2 70.26
SI-1X6.4 66.50
SI-1C6.2 70.12
SI-1C7 66.40

[0119] 54512, ST- DOMFRME AR I R FE P
[0120]  7E37°C NAE95% A2 (Atlanta Biologies,S40110) H1LL100pg/mLE5F70. 3740
TRIN AL DA S B TR 11055 °C NI TR i DASR A A A= ) RIS F i, 1 ELTSALE 3R
43f-SI-1C5.2.S1-1C6.2.SI-1X4.2F1S1-1X6.4 5 H{AEGFR ECDJ4h & 2K M X 84511
HRENE ) JT13ug/mLELAEGFR ECD (SI-2R4) [APBSTE4°C N AUBYELTSASFARGE % - 7125 °C
A3 %BSA PBSTES A1 B¢ ELTSASY Al 2/ NI, SR 1) FHIPBSTHE 332K o FJ 111 % BSA PBST
PL1: 10F4HEST-1C6. 2F1ST - 1X6 . AT/ HAN b b DA 4x AR . M) 1 %BSA PBSTLAL : 28R
SI-1C5.2H0ST-1X4. 2FFAEREAPAR | DAAREARE , DA S AE25°C 151/ N 1 FHPBSTHE
B3R ORIG A F1pg/mL Her3 ECDHIgGl (SI-1R1) £F25°C F7EL %BSA PBSTHIH TR ESR 1/
I o F) FPBSTHRE 132K, ARG 7E25°C R HEINLAL : 5000838 11 % BSA PBSTHI I “E i
IgG-HRP (Bio-Rad 172-1019) 3, fR4F1/NN o K] FHPBS TR It e 3YK, SRX 5 Al FH100p 1
Pierce 1-step Ultra TMB ELISA(Pierce,34028) ‘i {41048, F| H100p12M H2S04 2425
1N o £5450nm N IBCFAR o KEELISAZUE B 41 T]GraphPad Prism 67744k,
[0121]  ELTSARYZS A i EI25H FECS 010 5% H XY PRFFAE 3T C I Fe I H DV B AR (1 ) s
fiF o M B 155 CI, Ko T2 el ac A, T LAECS 0R2 5 29— A X $5 . £137°C 1, SI-1C5. 2
ECS0MELM ZE 0K 1589 . TpMAZ A 58 7K 1755 . 2pM (A 165 . 5pM) HAE55°C M N EE TR
6.522nM (A 5932.3pM) . 7E37°C |, SI-1C6[IECS0{E M EE0R 1218 . 2pMAZ M 557 K 1226 . 6pM
(A8.4pM) HAEB5°C FAE T RIY1.322nM (A 1103pM) 7E37°C |, SI-1X4. 2[ECSOE M 55
0K [R429. 3pMAE N BT R 1466 . TpM (A 37.4pM) HAES5C AR &7 RIK4. 248nM (A
3818.7pM) o ££37°C |, ST~ 1X6[JECSO{EM SE0 1209 . 3SpMAZ A 557 K 11237 . 3pM ( A 28pM) 7F
55°C MFEHN 57 R4 . 112nM (A 3902. 7TpM) .
[0122] 54§13 ST- 1X9 T IHPKF ]
[0123] 7R AAR N ], AESDR B FR 2-A T 258 5l 10 o KBRS 7 PP Ab s [ FRLZK
kN B B ik 5 (1C6 10mg/kg1X6 10mg/kg~1X2 10mg/kg.1X4 32mg/kg) &5 V&R Hi[E
P (190-212g7E D) (194 SUE R FREH o 71 R I T AHREE 1 5 AIERUM 7 (~ 150u1)
A BRI, AR -80°C N ELEI T A FRF N TR 28 K
[0124] ) F] = NELTSAREEIE Dk T o /51565 1 b (EGFR ECDE# [JELISA) | K Hi 4
EGFR- SR et 2 AR L, R TIPBST (AT 0. 05 % it IR BAIR $h 2% #6710 BEIEALIF AT %
BSA[PBSTES A1 o SR I AN ML B IMLIE FoRE AR HERD , B J PBSTHE VR , S IIHRPHRIC I S T A
1gG (BOSTER) , F-FHRPBSTH 15 o SR S R I TMBI - AE S ALK AR 552 . 5431 o 18 5 R N 2M A
FRZ I EBIEE SN o AE450nmB A R ZHCT AR A 11505652 (Her SELHZIELTISA) |, F 2 {UELTSA
R T , (F 2K HEZHHER3 - Hi s FIWEAF AR LA o 4 T-10863 GOLELTSA) |, B4 R 41 HERS -
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His, A OIS S E MR OFRIE YD , SR T PBSTIE , AN EGFR - S Fe [UPBST, FE K PBST:
B o SR E UR IIHRPARICIA LU 2E 3% 1 eG (BOSTER) o K1) FHAE 5 2 AN 2 PKS A

[0125]  [&]26-287~H 143 B0 F = A RSS2 DU PR o s ik B 45 s « e rh 4
PEOR N PRI 7T AUl & PKS E0 . PRI (35 1 200, LSRR RAE DA M IS KBRIOBAHPA K
Cmax , Cmax# 7 WEE B i AL IR , AUC, HA& Rk RS ]l 28 N T A

[0126] 3£6

B i TR (h) | Gmax (pg/ml) | AUC (ug/ml*h)
SI-1X6 159 325.5 18250. 6
EGFR 414 119 SI-1X2 130 280. 3 18889. 8

ELISA SI-1X4. 2 146 627. 8 31317

SI-1C6 130 196. 4 3790. 3
[0127] . SI-1X6 142 236. 7 14213.6
”eré’fsﬁﬁﬂ{] SI-1X2 136 251.8 19012. 2
SI-1X4. 2 124 715.6 40063. 4
SI-1X6 136 301.6 14182.6
Jéits ELISA ST-1X2 123 297. 6 17203.9
SI-1X4. 2 211 518.9 34874. 6

[0128] 54514 . /NSRRI ST

[01291  SZF adu i PR AT AR TR (K AR 240 it s S5 AP RS ARAR D) v f B BHIBTEGER o
HER3[¥JST-1X2.ST-1X4. 2FST- 1X6[ P3G PEH EA N PO 28 BT PH 2 SRt - HER3 ¢
R E O TR

[0130] P /NS AT 2 R (Institutional Animal care) #E4THARTEHR
SITEHME N Z RS2 77 %€ o N LRI BEMEBalb /e M AL X Vital River
Laboratoriesl3EH A 2 St BE M E At , 2R T 12/ N 1) I AR A R R U AN
IK o THELEN AL RS DA 25 % 1) 2R A 4L 58 7 4 2 RIS 42 55, B 80 % I Ih 3%
A0 O LR P{EL o 5T S MR AR I i = /NSRS AT O[] 565 b o P 216 B ki 7 4 - P29
NAEE M T Eh WS 5 T 40 2 KR A S MR AR T, /N A T B B
2x106Fadufl150p] (AR (B /N «

[0131]  — H a2k 2100 - 250mm’ [ SRR, B/ INGUBBH Y. 94, A4 75 6 LU/ N o
FIX R, 1C6 (25mg/kg) ~1C4 (25mg/kg) 1C6+1C1 (25mg/kg+50mg/kg) ~SI-1X2 (25mg/kg) SI-
1X6 (10mg/kg) SI-1X6 (25mg/kg) FNST-1X4.2 (10mg/kg) ST-1X4 (25mg/ke) o Wk ik N7 4
B W — e T T A R 1 ot o 72 AN TR T IR 3 R o 207 XA ROE g R T B =X
M RAR 1/ 2x K x B8 2 o A B — VR4S 20 3/ N A e T DA M B T A 80 7 JI R o 4
BRIl %

[0132]  E5RHPENT AR (5 TG ST-1X4 . 210mg/kg4H) #HEL, ST-1X2.ST-1X6DA M ST-1X4.2
FIST-1X6415 1 AT A DU A B Sl = 2 Jhg 2B AT (B129-30) I B, A7R9 7 51k fe2 A
A WEL R, % 7RIS - 1X4. 210mg/ kg4l 4h.

[0133]  ZGeH &)

[0134]  RiE “RE" ST IR T OR (B 52 ol P) I 25 &« 29
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FAAIEAEIT , G RSO A 25 ATl (B0an, A — R B IR IR E 5t 1E) DL SR BIRFAERY
— AN EEA, EAEAIR T, R AR e 4R R A iis sh R IRiE NN R R E
IR R R AR A o HL B SRR AE N, A 28R I 298 24 e F el N i 2 T A T A
N Rl 2 Rl Gl s L R AR B NIRRT (Bl AR R R A R
FER RO — N MR GER IO A AT A B AR R (B d, Bilan , &5
Wi 57 5k 58 A R) A BCE DILEA S I TR o £E— e RERE 1, 25HmT RHL AT AR AR/ S0k S B A o
A0, H B A A AN/ Sen i

[0135] ST heHga sl (BN 2R 7 B S B A S RIiRd, vhR SO A
ATFRPUR G120 C R 2575 b T2 I BITR Sl 4L, iIX T Fr e B e FH 3
{2 XS SCH A TR ROTT IR Bt PR B R PR 1, 18 A e FH s e A | 2 S g ok
FEAZAVSE IR, T CRE I 21

[0136]  ERARVF 2 Jits TP A2 PTRERY , (ELE — Bl T 52 Se v S IV, s A2
TR RN BRI EE S ol RS E H A S AR 2 b i B O S
70, A EANBIR T2 i AT TG R AU B RGUE T SRR i ] R E AR T SR L VR IR
TR EATBIRER LR ML SRR T PR AT A, (EANRT 2R LAY » SR E 77 T A H
ARFABEH

(01371 [FlF, BN IR E A LRI TR (BIAREE) SR T AU I A 80 B
IREEIRE T« HA S E (Bl an 25 b 22 R o3 O EE B s PR ERIIIER) AT BN
U R, o 2o a1, P S  i B ] & AR T 20122 2920 41 2 2
10mg LA /ml o S L AT DURH AR 290 152920 291 2 £)5mg /K R H . S5t AR
LS EAR TR — R i =K.

[0138]  HIRAATT N AT S MU E St B S BN LASA , (HU2 R T, Sl i ]
PERIA BT 2T N BRI QR SRR o A A SR N A AT TR A2 U BOR
N DU W11 5 WL o 1K B8 ELA St A RN TR 5 A A A T IRYEIRL N o BRI , A A T VE L
FITBRPAORCM ZORFRGE -t R BB S8
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[0001]  FAIEk

[0002]  <110> PG GRe/AH]

[0003]  <120> BUREFPEPUHTDTiR M L&A 574

[0004]  <130> EMO1.0003PCT1

[0005]  <140> PCT/US15/66951

[0006]  <141> 2015-12-19

[0007]  <150> US 62095348

[0008] <151> 2014-12-22

[0009] <160> 138

[0010] <170> PatentIn version 3.5

[0011] <210> 1

[0012]  <211> 654

[0013]  <212> DNA

[0014]  <213> AT ¥4l

[0015]  <220>

[0016]  <223> &%

[0017]  <400> 1

[0018] cagtctgcece tgactcagee tgectecegtg tctgggtete ctggacagte gatcaccate 60
[0019] tcctgecactg gaaccagecag tgacgttggt ggttataact ttgtctecctg gtaccaacaa 120
[0020] cacccaggca aagcccccaa actcatgatc tatgatgtca gtgatcggee ctcaggggtg 180
[0021] tctgatcget tcteeggete caagtctgge aacacggect ccctgatcat ctcetggecte 240
[0022] caggctgacg acgaggctga ttattactge agctcatatg ggagcagcag cactcatgtg 300
[0023] attttcggeg gagggaccaa getgaccgtce ctacgtacgg tggetgecace atctgtette 360
[0024] atcttcccge catctgatga gcagttgaaa tctggaactg cctetgttgt gtgectgetg 420
[0025] aataacttct atcccagaga ggccaaagta cagtggaagg tggataacgc cctccaatcg 480
[0026] ggtaactccc aggagagtgt cacagagcag gacagcaagg acagcaccta cagcctcage 540
[0027] agcaccctga cgctgagcaa agcagactac gagaaacaca aagtctacge ctgcgaagtce 600
[0028] acccatcagg gcctgagetce geccgtcaca aagagcecttca acaggggaga gtgt 654
[0029] <210> 2

[0030] <211> 333

[0031]  <212> DNA

[0032] <213> A LJ¥4

[0033]  <220>

[0034]  <223> A%

[0035]  <400> 2

[0036] cagtctgcce tgactcagee tgcctcegtg tctgggtete ctggacagte gatcaccate 60
[0037] tcctgecactg gaaccagcag tgacgttggt ggttataact ttgtctecctg gtaccaacaa 120
[0038] cacccaggca aagcccccaa actcatgatc tatgatgtca gtgatcggee ctcaggggtg 180
[0039] tctgatcget tcteceggete caagtctgge aacacggect ccctgatcat ctcetggecte 240
[0040] caggctgacg acgaggctga ttattactge agctcatatg ggagcagcag cactcatgtg 300
[0041] attttcggcg gagggaccaa gectgaccgte cta 333
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[0042] <210> 3

[0043] <211> 218

[0044]  <212> PRT

[0045]  <213> A LJ¥4

[0046]  <220>

[0047]  <223> &%

[0048]  <400> 3

[0049] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln

[0050] 1 5 10 15
[0051] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[0052] 20 25 30

[0053] Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[0054] 35 40 45

[0055] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[0056] 50 55 60

[0057] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[0058] 65 70 75 80
[0059] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[0060] 85 90 95
[0061] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg
[0062] 100 105 110

[0063] Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
[0064] 115 120 125

[0065] Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
[0066] 130 135 140

[0067] Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
[0068] 145 150 155 160
[0069] Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
[0070] 165 170 175
[0071] Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
[0072] 180 185 190

[0073] His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
[0074] 195 200 205

[0075] Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

[0076] 210 215

[0077] <210> 4

[0078] <211> 110
[0079]  <212> PRT
[0080] <213> A T34
[o081]  <220>

[0082]  <223> &k
[0083]  <400> 4
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[0084] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln

[0085] 1 5 10 15

[0086] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr

[0087] 20 25 30

[0088] Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu

[0089] 35 40 45

[0090] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe

[0091] 50 55 60

[0092] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu

[0093] 65 70 75 80

[0094] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser

[0095] 85 90 95

[0096] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val

[0097] 100 105 110

[0098]  <210> 5

[0099]  <211> 1344

[0100]  <212> DNA

[0101]  <213> A TJ¥4

[0102]  <220>

[0103] <223> %

[0104]  <400> 5

[0105] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[0106] tcctgtgecag cctetggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[0107] ccagggaagg ggctggagtg ggtggecaac ataaaccgeg atggaagtge gagttactat 180
[0108] gtggactctg tgaagggccg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[0109] ctgcaaatga acagcctgag agctgaggac acggctgtgt attactgtge gagagatcgt 300
[0110] ggggtggget acttcgatet ctggggeegt ggecaccetgg tcaccgtcete gagegetage 360
[0111] accaagggcc catcggtctt ccccetggea cectecteca agagecaccte tgggggeaca 420
[0112] gcggeectgg getgeetggt caaggactac ttccccgaac cggtgacggt gtegtggaac 480
[0113] tcaggcgecee tgaccagegg cgtgecacace ttccecggetg tcctacagte ctcaggacte 540
[0114] tactccctca gcagegtggt gaccgtgeee tccageaget tgggcaccca gacctacate 600
[0115] tgcaacgtga atcacaagcc cagcaacacc aaggtggaca agagagttga gcccaaatct 660
[0116] tgtgacaaaa ctcacacatg cccaccgtge ccagcacctg aactcctggg gggaccgtca 720
[0117] gtctteetet tcecccccaaa acccaaggac accctcatga tctcccggac cectgaggte 780
[0118] acatgcgtgg tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgtg 840
[0119] gacggcgtgg aggtgcataa tgccaagaca aagccgeggg aggagcagta caacagcacg 900
[0120] taccgtgtgg tcagegtcct caccgtectg caccaggact ggetgaatgg caaggagtac 960
[0121] aagtgcaagg tctccaacaa agccctccca geccccatcg agaaaaccat ctccaaagee 1020
[0122] aaagggcagc cccgagaacc acaggtgtac accctgecce catcccggga ggagatgace 1080
[0123] aagaaccagg tcagcctgac ctgectggte aaaggettct atcccagega catcgecgtg 1140
[0124] gagtgggaga gcaatgggca geccggagaac aactacaaga ccacgectce cgtgetggac 1200
[0125] tccgacgget ccttetteet ctatagcaag ctcaccgtgg acaagagecag gtggeageag 1260
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[0126]
[0127]
[0128]
[0129]
[0130]
[0131]
[0132]
[0133]
[0134]
[0135]
[0136]
[0137]
[0138]
[0139]
[0140]
[0141]
[0142]
[0143]
[0144]
[0145]
[0146]
[0147]
[0148]
[0149]
[0150]
[0151]
[0152]
[0153]
[0154]
[0155]
[0156]
[0157]
[0158]
[0159]
[0160]
[0161]
[0162]
[0163]
[0164]
[0165]
[0166]
[0167]

gggaacgtct tctcatgetc cgtgatgecat gaggetctge acaaccacta cacgcagaag 1320

agcctcteee tgtcteceggg taaa 1344

<210> 6
<211> 354
<212> DNA

213> N T4

220>
223> HK
<400> 6
caggtgcagce
tcctgtgeag
ccagggaagg
gtggactctg
ctgcaaatga
ggggtgggct
210> 7
211> 448
<212> PRT

tgcaggagtc
cctctggatt
ggctggagtg
tgaagggcceg
acagcctgag

acttcgatct

213> NTLF4l

220>

223> HK
<400> 7

Gln Val Gln
1
Ser Leu Arg
Ser
35

Ile

Trp Met

Ala Asn

50

Lys Gly Arg

65

Leu

Gln Met

Ala Arg Asp

Val Thr
115

Pro

Leu

Ala
130

Leu

Leu

Cys Val

145

Leu Gln

Leu Ser
20
Trp Val

Asn Arg

Phe Thr
Ser
85
Gly

Asn

Arg
100
Val Ser

Ser Ser

Lys Asp

Glu

Cys

Arg

Asp

Ile

70

Leu

Val

Ser

Lys

Tyr

g8ggggagsgc
cacctttagt

ggtggccaac
attcaccatc
agctgaggac
ctggggcecegt

Ser Gly

Ala Ala

Gln Ala
40
Gly Ser
55
Ser Arg

Arg Ala

Gly Tyr

Ala Ser
120
Ser Thr
135

Phe Pro

150

ctggtcaagc
agttattgga
ataaaccgcg
tccagagacg
acggctgtgt
ggcaccctgg

Gly Gly Leu

10
Ser Gly Phe
25
Pro

Gly Lys

Ala Ser Tyr
Ala
75

Thr

Asp Asp

Glu Asp
90
Phe Asp
105

Thr

Leu

Lys Gly

Ser Gly Gly

Glu Val

155

Pro

26

ctggagggtce
tgagctgggt
atggaagtgc
acgccaagaa
attactgtgce

tcaccgtcte

Val Lys Pro

Thr Phe Ser

30

Gly Leu Glu

45

Tyr Val Asp

60
Lys

Asn Ser

Ala Val Tyr

Gly Arg
110
Val

Trp

Ser
125
Ala

Pro

Thr
140
Thr

Ala

Val Ser

cctgagactc 60
ccgecagget 120
gagttactat 180
ctcactgtat 240
gagagatcgt 300
gagc 354

Gly
15

Ser

Gly

Tyr

Trp Val

Ser Val

Leu Tyr
80
Tyr Cys
95
Gly Thr

Phe Pro

Gly

Leu

Asn
160

Trp
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[0168] Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln
[0169] 165 170 175
[0170] Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
[0171] 180 185 190

[0172]  Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser
[0173] 195 200 205

[0174]  Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr
[0175] 210 215 220

[0176] His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
[0177] 225 230 235 240
[0178] Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
[0179] 245 250 255
[0180] Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
[0181] 260 265 270

[0182] Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
[0183] 275 280 285

[0184] Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val
[0185] 290 295 300

[0186] Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
[0187] 305 310 315 320
[0188] Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
[0189] 325 330 335
[0190] Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
[0191] 340 345 350

[0192]  Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
[0193] 355 360 365

[0194] Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
[0195] 370 375 380

[0196] Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
[0197] 385 390 395 400
[0198] Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
[0199] 405 410 415
[0200] Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
[0201] 420 425 430

[0202] Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
[0203] 435 440 445

[0204]  <210> 8

[0205] <211> 118

[0206]  <212> PRT

[0207]  <213> A TJ¥¥

[0208]  <220>

[0209]  <223> A%
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[0210]  <400> 8

[0211]  GIn Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[0212] 1 5 10 15
[0213] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[0214] 20 25 30

[0215] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[0216] 35 40 45

[0217] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val
[0218] 50 55 60

[0219] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[0220] 65 70 75 80
[0221] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[0222] 85 90 95
[0223] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[0224] 100 105 110

[0225] Leu Val Thr Val Ser Ser

[0226] 115

[0227] <210> 9

[0228] <211> 642

[0229]  <212> PRT

[0230]  <213> A TJ¥4

[0231] <220>

[0232] <223> &%

[0233]  <400> 9

[0234] Gly Ala Cys Ala Thr Cys Cys Ala Gly Ala Thr Gly Ala Cys Cys Cys
[0235] 1 5 10 15
[0236] Ala Gly Thr Cys Thr Cys Cys Ala Thr Cys Cys Thr Cys Cys Cys Thr
[0237] 20 25 30

[0238] Gly Thr Cys Thr Gly Cys Ala Thr Cys Thr Gly Thr Ala Gly Gly Ala
[0239] 35 40 45

[0240] Gly Ala Cys Ala Gly Ala Gly Thr Cys Ala Cys Cys Ala Thr Cys Ala
[0241] 50 55 60

[0242] Cys Thr Thr Gly Cys Cys Ala Gly Gly Cys Gly Ala Gly Thr Cys Ala
[0243] 65 70 75 80
[0244] Gly Gly Ala Cys Ala Thr Cys Ala Gly Cys Ala Ala Cys Thr Ala Thr
[0245] 85 90 95
[0246] Thr Thr Ala Ala Ala Thr Thr Gly Gly Thr Ala Thr Cys Ala Gly Cys
[0247] 100 105 110

[0248] Ala Gly Ala Ala Ala Cys Cys Ala Gly Gly Gly Ala Ala Ala Gly Cys
[0249] 115 120 125

[0250] Cys Cys Cys Thr Ala Ala Ala Cys Thr Cys Cys Thr Gly Ala Thr Cys
[0251] 130 135 140
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[0252] Thr Ala Cys Gly Ala Thr Gly Cys Ala Thr Cys Cys Ala Ala Thr Thr
[0253] 145 150 155 160
[0254] Thr Gly Gly Ala Ala Ala Cys Ala Gly Gly Gly Gly Thr Cys Cys Cys
[0255] 165 170 175
[0256] Ala Thr Cys Ala Ala Gly Gly Thr Thr Cys Ala Gly Thr Gly Gly Ala
[0257] 180 185 190

[0258] Ala Gly Thr Gly Gly Ala Thr Cys Thr Gly Gly Gly Ala Cys Ala Gly
[0259] 195 200 205

[0260] Ala Thr Thr Thr Thr Ala Cys Thr Thr Thr Cys Ala Cys Cys Ala Thr
[0261] 210 215 220

[0262] Cys Ala Gly Cys Ala Gly Cys Cys Thr Gly Cys Ala Gly Cys Cys Thr
[0263] 225 230 235 240
[0264] Gly Ala Ala Gly Ala Thr Ala Thr Thr Gly Cys Ala Ala Cys Ala Thr
[0265] 245 250 255
[0266] Ala Thr Thr Thr Cys Thr Gly Thr Cys Ala Ala Cys Ala Cys Thr Thr
[0267] 260 265 270

[0268] Thr Gly Ala Thr Cys Ala Thr Cys Thr Cys Cys Cys Gly Cys Thr Cys
[0269] 275 280 285

[0270] Gly Cys Thr Thr Thr Cys Gly Gly Cys Gly Gly Ala Gly Gly Gly Ala
[0271] 290 295 300

[0272] Cys Cys Ala Ala Gly Gly Thr Gly Gly Ala Ala Ala Thr Thr Ala Ala
[0273] 305 310 315 320
[0274] Ala Cys Gly Thr Ala Cys Gly Gly Thr Gly Gly Cys Thr Gly Cys Ala
[0275] 325 330 335
[0276] Cys Cys Ala Thr Cys Thr Gly Thr Cys Thr Thr Cys Ala Thr Cys Thr
[0277] 340 345 350

[0278] Thr Cys Cys Cys Gly Cys Cys Ala Thr Cys Thr Gly Ala Thr Gly Ala
[0279] 355 360 365

[0280] Gly Cys Ala Gly Thr Thr Gly Ala Ala Ala Thr Cys Thr Gly Gly Ala
[0281] 370 375 380

[0282] Ala Cys Thr Gly Cys Cys Thr Cys Thr Gly Thr Thr Gly Thr Gly Thr
[0283] 385 390 395 400
[0284] Gly Cys Cys Thr Gly Cys Thr Gly Ala Ala Thr Ala Ala Cys Thr Thr
[0285] 405 410 415
[0286] Cys Thr Ala Thr Cys Cys Cys Ala Gly Ala Gly Ala Gly Gly Cys Cys
[0287] 420 425 430

[0288] Ala Ala Ala Gly Thr Ala Cys Ala Gly Thr Gly Gly Ala Ala Gly Gly
[0289] 435 440 445

[0290] Thr Gly Gly Ala Thr Ala Ala Cys Gly Cys Cys Cys Thr Cys Cys Ala
[0291] 450 455 460

[0292] Ala Thr Cys Gly Gly Gly Thr Ala Ala Cys Thr Cys Cys Cys Ala Gly
[0293] 465 470 475 480
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[0294] Gly Ala Gly Ala Gly Thr Gly Thr Cys Ala Cys Ala Gly Ala Gly Cys
[0295] 485 490 495

[0296] Ala Gly Gly Ala Cys Ala Gly Cys Ala Ala Gly Gly Ala Cys Ala Gly
[0297] 500 505 510

[0298] Cys Ala Cys Cys Thr Ala Cys Ala Gly Cys Cys Thr Cys Ala Gly Cys
[0299] 515 520 525

[0300] Ala Gly Cys Ala Cys Cys Cys Thr Gly Ala Cys Gly Cys Thr Gly Ala
[0301] 530 535 540

[0302] Gly Cys Ala Ala Ala Gly Cys Ala Gly Ala Cys Thr Ala Cys Gly Ala
[0303] 545 550 555 560
[0304] Gly Ala Ala Ala Cys Ala Cys Ala Ala Ala Gly Thr Cys Thr Ala Cys
[0305] 565 570 575

[0306] Gly Cys Cys Thr Gly Cys Gly Ala Ala Gly Thr Cys Ala Cys Cys Cys
[0307] 580 585 590

[0308] Ala Thr Cys Ala Gly Gly Gly Cys Cys Thr Gly Ala Gly Cys Thr Cys
[0309] 595 600 605

[0310] Gly Cys Cys Cys Gly Thr Cys Ala Cys Ala Ala Ala Gly Ala Gly Cys
[0311] 610 615 620

[0312] Thr Thr Cys Ala Ala Cys Ala Gly Gly Gly Gly Ala Gly Ala Gly Thr
[0313] 625 630 635 640
[0314] Gly Thr

[0315]  <210> 10

[0316] <211> 321

[0317]  <212> DNA

[0318] <213> A LJ7%

[0319]  <220>

[0320]  <223> A%

[0321]  <400> 10

[0322] gacatccaga tgacccagtc tccatcctce ctgtctgecat ctgtaggaga cagagtcacce 60
[0323] atcacttgcc aggcgagtca ggacatcage aactatttaa attggtatca gcagaaacca 120
[0324] gggaaagccc ctaaactcct gatctacgat gcatccaatt tggaaacagg ggtcccatca 180
[0325] aggttcagtg gaagtggatc tgggacagat tttactttca ccatcagcag cctgcagect 240
[0326] gaagatattg caacatattt ctgtcaacac tttgatcatc tcccgetcge tttcggegga 300
[0327] gggaccaagg tggaaattaa a 321

[0328] <210> 11

[0329] <211> 214

[0330]  <212> PRT

[0331]  <213> A_LJ74

[0332]  <220>

[0333]  <223> 5k

[0334] <400> 11

[0335] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
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[0336] 1 5 10 15
[0337] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr
[0338] 20 25 30

[0339] Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0340] 35 40 45

[0341] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[0342] 50 55 60

[0343] Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro
[0344] 65 70 75 80
[0345] Glu Asp Ile Ala Thr Tyr Phe Cys Gln His Phe Asp His Leu Pro Leu
[0346] 85 90 95
[0347] Ala Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
[0348] 100 105 110

[0349] Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
[0350] 115 120 125

[0351] Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
[0352] 130 135 140

[0353] Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
[0354] 145 150 155 160
[0355] Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
[0356] 165 170 175
[0357] Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
[0358] 180 185 190

[0359] Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
[0360] 195 200 205

[0361] Phe Asn Arg Gly Glu Cys

[0362] 210

[0363] <210> 12

[0364] <211> 107

[0365] <212> PRT

[0366] <213> A TJ¥4

[0367]  <220>

[0368]  <223> %

[0369]  <400> 12

[0370] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0371] 1 5 10 15
[0372] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr
[0373] 20 25 30

[0374] Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0375] 35 40 45

[0376] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[0377] 50 55 60
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[0378] Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro

[0379] 65 70 75 80

[0380] Glu Asp Ile Ala Thr Tyr Phe Cys Gln His Phe Asp His Leu Pro Leu

[0381] 85 90 95

[0382] Ala Phe Gly Gly Gly Thr Lys Val Glu Ile Lys

[0383] 100 105

[0384] <210> 13

[0385]  <211> 1347

[0386]  <212> DNA

[0387]  <213> A TJ¥4

[0388] <220>

[0389]  <223> &k

[0390]  <400> 13

[0391] caggtgcage tgcaggagtc gggcccagga ctggtgaage cttcggagac cctgteccte 60
[0392] acctgcactg tctctggtgg ctcegtcage agtggtgatt actactggac ctggatcegg 120
[0393] cagtccccag ggaagggact ggagtggatt ggacacatct attacagtgg gaacaccaat 180
[0394] tataacccct ccctcaagag ccgactcacc atatcaattg acacgtccaa gactcagttc 240
[0395] tccetgaage tgagttctgt gaccgetgeg gacacggeca tttattactg tgtgegagat 300
[0396] cgagtgactg gtgcttttga tatctgggge caagggacaa tggtcaccgt ctcgageget 360
[0397] agcaccaagg gcccatcggt cttceccecetg geaccetect ccaagagecac ctcetggggge 420
[0398] acagcggecce tgggetgeet ggtcaaggac tacttccceg aaccggtgac ggtgtegtgg 480
[0399] aactcaggcg ccctgaccag cggegtgeac accttcecgg ctgtectaca gtcectcagga 540
[0400] ctctactcce tcagcagegt ggtgaccgtg ccctccagea gettgggeac ccagacctac 600
[0401] atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagagagt tgagcccaaa 660
[0402] tcttgtgaca aaactcacac atgcccaccg tgeccagcac ctgaactcet ggggggacceg 720
[0403] tcagtcttce tcttcceccece aaaacccaag gacaccctca tgatctcceg gacccctgag 780
[0404] gtcacatgcg tggtggtgga cgtgagecac gaagaccctg aggtcaagtt caactggtac 840
[0405] gtggacggeg tggaggtgca taatgccaag acaaagccge gggaggagea gtacaacage 900
[0406] acgtaccgtg tggtcagegt cctcaccgtc ctgcaccagg actggetgaa tggcaaggag 960
[0407] tacaagtgca aggtctccaa caaagccctc ccagccccca tcgagaaaac catctccaaa 1020
[0408] gccaaaggge agccccgaga accacaggtg tacaccctge ccccatcecg ggaggagatg 1080
[0409] accaagaacc aggtcagcct gacctgectg gtcaaagget tctatcccag cgacatcgee 1140
[0410] gtggagtggg agagcaatgg gcagecggag aacaactaca agaccacgee tccegtgetg 1200
[0411] gactccgacg getecttett cctectatage aagetcaccg tggacaagag caggtggcag 1260
[0412] caggggaacg tcttctcatg ctccgtgatg catgaggetc tgcacaacca ctacacgcag 1320
[0413] aagagcctct ccctgtetee gggtaaa 1347

[0414] <210> 14

[0415]  <211> 357

[0416]  <212> DNA

[0417]  <213> ALF4

[0418]  <220>

[0419]  <223> HAk
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[0420]  <400> 14

[0421] caggtgcage tgcaggagtc gggeccagga ctggtgaage cttcggagac cctgteccte 60
[0422] acctgcactg tctctggtgg ctecgtcage agtggtgatt actactggac ctggatcegg 120
[0423] cagtccccag ggaagggact ggagtggatt ggacacatct attacagtgg gaacaccaat 180
[0424] tataacccct ccctcaagag ccgactcacc atatcaattg acacgtccaa gactcagttce 240
[0425] tccctgaage tgagttcetgt gaccgetgeg gacacggeca tttattactg tgtgegagat 300
[0426] cgagtgactg gtgcttttga tatctgggge caagggacaa tggtcaccgt ctcgage 357
[0427] <210> 15

[0428] <211> 449

[0429]  <212> PRT

[0430]  <213> AT ¥4l

[0431]  <220>

[0432] <223> &%

[0433]  <400> 15

[0434] Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
[0435] 1 5 10 15

[0436] Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Val Ser Ser Gly
[0437] 20 25 30

[0438] Asp Tyr Tyr Trp Thr Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu
[0439] 35 40 45

[0440] Trp Ile Gly His Ile Tyr Tyr Ser Gly Asn Thr Asn Tyr Asn Pro Ser
[0441] 50 55 60

[0442] Leu Lys Ser Arg Leu Thr Ile Ser Ile Asp Thr Ser Lys Thr Gln Phe
[0443] 65 70 75 80

[0444] Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ile Tyr Tyr
[0445] 85 90 95

[0446] Cys Val Arg Asp Arg Val Thr Gly Ala Phe Asp Ile Trp Gly Gln Gly
[0447] 100 105 110

[0448] Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
[0449] 115 120 125

[0450] Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
[0451] 130 135 140

[0452] Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
[0453] 145 150 155 160
[0454] Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
[0455] 165 170 175

[0456] Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
[0457] 180 185 190

[0458] Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro
[0459] 195 200 205

[0460] Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys
[0461] 210 215 220
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[0462] Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
[0463] 225 230 235 240
[0464] Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
[0465] 245 250 255
[0466] Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
[0467] 260 265 270

[0468] Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
[0469] 275 280 285

[0470] Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val
[0471] 290 295 300

[0472] Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
[0473] 305 310 315 320
[0474] Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
[0475] 325 330 335
[0476] Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
[0477] 340 345 350

[0478] Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr
[0479] 355 360 365

[0480] Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
[0481] 370 375 380

[0482] Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
[0483] 385 390 395 400
[0484] Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
[0485] 405 410 415
[0486] Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
[0487] 420 425 430

[0488] Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
[0489] 435 440 445

[0490] Lys

[0491]  <210> 16

[0492] <211> 119

[0493]  <212> PRT

[0494]  <213> AT JE4

[0495]  <220>

[0496]  <223> &%

[0497]  <400> 16

[0498] Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
[0499] 1 5 10 15
[0500] Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Val Ser Ser Gly
[0501] 20 25 30

[0502] Asp Tyr Tyr Trp Thr Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu
[0503] 35 40 45
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[0504] Trp Ile Gly His Ile Tyr Tyr Ser Gly Asn Thr Asn Tyr Asn Pro Ser
[0505] 50 55 60

[0506] Leu Lys Ser Arg Leu Thr Ile Ser Ile Asp Thr Ser Lys Thr Gln Phe
[0507] 65 70 75 80

[0508] Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ile Tyr Tyr
[0509] 85 90 95

[0510] Cys Val Arg Asp Arg Val Thr Gly Ala Phe Asp Ile Trp Gly Gln Gly
[0511] 100 105 110

[0512] Thr Met Val Thr Val Ser Ser

[0513] 115

[0514]  <210> 17

[0515] <211> 642

[0516] <212> DNA

[0517]  <213> A L4

[0518]  <220>

[0519]  <223> Ak

[0520]  <400> 17

[0521] gatatccaga tgacccagtc cccgagctce ctgtcecgeet ctgtgggega tagggtcace 60
[0522] atcacctgee gtgeccagtca gaatattget actgatgtag cctggtatca acagaaacca 120
[0523] ggaaaagctc cgaagcttct gatttactcg geatccttee tctactctgg agtcecttet 180
[0524] cgettetetg gtageggtte cgggacggat ttcactctga ccatcagecag tctgecagecg 240
[0525] gaagacttcg caacttatta ctgtcagcaa agtgagccgg agccgtacac gttcggacag 300
[0526] ggtaccaagg tggagatcaa acgtacggtg gctgecaccat ctgtcttcat cttccegeca 360
[0527] tctgatgage agttgaaatc tggaactgec tctgttgtgt gectgetgaa taacttctat 420
[0528] cccagagagg ccaaagtaca gtggaaggtg gataacgcce tccaatcggg taactcccag 480
[0529] gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcageag caccctgacg 540
[0530] ctgagcaaag cagactacga gaaacacaaa gtctacgcct gegaagtcac ccatcaggge 600
[0531] ctgagctcge ccgtcacaaa gagcttcaac aggggagagt gt 642

[0532] <210> 18

[0533] <211> 321

[0534]  <212> DNA

[0535]  <213> A TJ¥4

[0536]  <220>

[0537]  <223> &%

[0538]  <400> 18

[0539] gatatccaga tgacccagtc cccgagetce ctgtcecgeet ctgtgggega tagggtcace 60
[0540] atcacctgcc gtgccagtca gaatattget actgatgtag cctggtatca acagaaacca 120
[0541] ggaaaagctc cgaagettct gatttactcg gecatccttee tctactetgg agtcceccttet 180
[0542] cgcttctctg gtageggttc cgggacggat ttcactctga ccatcagecag tctgcageeg 240
[0543] gaagacttcg caacttatta ctgtcagcaa agtgagccgg agccgtacac gttcggacag 300
[0544] ggtaccaagg tggagatcaa a 321

[0545] <210> 19
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[0546] <211> 214

[0547]  <212> PRT

[0548]  <213> AT J74

[0549]  <220>

[0550]  <223> &k

[0551]  <400> 19

[0552] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0553] 1 5 10 15
[0554] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asn Ile Ala Thr Asp
[0555] 20 25 30

[0556] Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[0557] 35 40 45

[0558] Tyr Ser Ala Ser Phe Leu Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly
[0559] 50 55 60

[0560] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
[0561] 65 70 75 80
[0562] Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Glu Pro Glu Pro Tyr
[0563] 85 90 95
[0564] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
[0565] 100 105 110

[0566] Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
[0567] 115 120 125

[0568] Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
[0569] 130 135 140

[0570] Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
[0571] 145 150 155 160
[0572]  Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
[0573] 165 170 175
[0574] Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
[0575] 180 185 190

[0576] Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
[0577] 195 200 205

[0578] Phe Asn Arg Gly Glu Cys

[0579] 210

[0580] <210> 20

[0581] <211> 107

[0582]  <212> PRT

[0583]  <213> A_LJ¥4

[0584]  <220>

[0585]  <223> 5k

[0586]  <400> 20

[0587] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
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[0588] 1 5 10 15

[0589] Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asn Ile Ala Thr Asp

[0590] 20 25 30

[0591] Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile

[0592] 35 40 45

[0593] Tyr Ser Ala Ser Phe Leu Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly

[0594] 50 55 60

[0595] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro

[0596] 65 70 75 80

[0597]  Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Glu Pro Glu Pro Tyr

[0598] 85 90 95

[0599] Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys

[0600] 100 105

[0601] <210> 21

[0602]  <211> 1353

[0603]  <212> DNA

[0604]  <213> A T4

[0605]  <220>

[0606]  <223> &%

[0607]  <400> 21

[0608] gaggtgcage tggtcgagtce tggeggegga ctggtgecage ccggtggete tetgegactg 60
[0609] tcttgtgeeg cctetggett caccctcagt ggegattgga tccactgggt gegacagget 120
[0610] cccggaaagg gectggagtg ggtgggtgag atctetgetg ccggtggeta caccgattac 180
[0611] gcecgactetg tgaagggecg attcaccatc tctgecgaca cctctaagaa caccgectac 240
[0612] ctgcagatga actctctgeg agccgaggac accgetgtgt actactgtge acgagaaagt 300
[0613] agagtttcct tcgaagccge catggactac tggggecagg geaccctggt gaccgtgtee 360
[0614] tctgetagea ccaagggecce atcggtctte ccecetggeac cctecteccaa gagcacctet 420
[0615] gggggcacag cggccetggg ctgectggte aaggactact tccccgaace ggtgacggtg 480
[0616] tcgtggaact caggegececet gaccagegge gtgecacacct tcecggetgt cctacagtee 540
[0617] tcaggactct actccctcag cagegtggtg accgtgecct ccagecagett gggcacccag 600
[0618] acctacatct gcaacgtgaa tcacaagccc agcaacacca aggtggacaa gagagttgag 660
[0619] cccaaatctt gtgacaaaac tcacacatgc ccaccgtgece cagcacctga actcctgggg 720
[0620] ggaccgtcag tcttcctett ccccccaaaa cccaaggaca ccctcatgat ctccecggace 780
[0621] cctgaggtca catgegtggt ggtggacgtg agccacgaag accctgaggt caagttcaac 840
[0622] tggtacgtgg acggegtgga ggtgecataat geccaagacaa agccgeggga ggagcagtac 900
[0623] aacagcacgt accgtgtggt cagcgtcctc accgtecctge accaggactg getgaatgge 960
[0624] aaggagtaca agtgcaaggt ctccaacaaa gccctcccag cccccatcga gaaaaccate 1020
[0625] tccaaagcca aagggcagec ccgagaacca caggtgtaca ccctgeccee atccegggag 1080
[0626] gagatgacca agaaccaggt cagcctgacc tgectggtca aaggettcta tcccagegac 1140
[0627] atcgccgtgg agtgggagag caatgggeag ccggagaaca actacaagac cacgectcec 1200
[0628] gtgctggact ccgacggete cttettecte tatagcaage tcaccgtgga caagagecagg 1260
[0629] tggcagcagg ggaacgtctt ctcatgetce gtgatgecatg aggetctgea caaccactac 1320
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[0630]
[0631]
[0632]
[0633]
[0634]
[0635]
[0636]
[0637]
[0638]
[0639]
[0640]
[0641]
[0642]
[0643]
[0644]
[0645]
[0646]
[0647]
[0648]
[0649]
[0650]
[0651]
[0652]
[0653]
[0654]
[0655]
[0656]
[0657]
[0658]
[0659]
[0660]
[0661]
[0662]
[0663]
[0664]
[0665]
[0666]
[0667]
[0668]
[0669]
[0670]
[0671]

acgcagaaga gcctctceet gtectececgggt aaa 1353
<210> 22
<211> 363
<212> PRT
213> A LFF3
220>
223> HK
<400> 22
Gly Ala Gly Gly Thr Gly Cys Ala Gly Cys Thr
1 5 10
Ala Gly Thr Cys Thr Gly Gly Cys Gly Gly Cys
20 25
Gly Gly Thr Gly Cys Ala Gly Cys Cys Cys Gly
35 40
Thr Cys Thr Cys Thr Gly Cys Gly Ala Cys Thr
50 55
Gly Thr Gly Cys Cys Gly Cys Cys Thr Cys Thr
65 70 75
Cys Ala Cys Cys Cys Thr Cys Ala Gly Thr Gly
85 90
Thr Gly Gly Ala Thr Cys Cys Ala Cys Thr Gly
100 105
Gly Ala Cys Ala Gly Gly Cys Thr Cys Cys Cys
115 120
Gly Gly Gly Cys Cys Thr Gly Gly Ala Gly Thr
130 135
Gly Gly Thr Gly Ala Gly Ala Thr Cys Thr Cys
145 150 155
Cys Cys Gly Gly Thr Gly Gly Cys Thr Ala Cys
165 170
Thr Thr Ala Cys Gly Cys Cys Gly Ala Cys Thr
180 185
Ala Ala Gly Gly Gly Cys Cys Gly Ala Thr Thr
195 200
Thr Cys Thr Cys Thr Gly Cys Cys Gly Ala Cys
210 215
Thr Ala Ala Gly Ala Ala Cys Ala Cys Cys Gly
225 230 235
Cys Thr Gly Cys Ala Gly Ala Thr Gly Ala Ala
245 250
Thr Gly Cys Gly Ala Gly Cys Cys Gly Ala Gly
260 265
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Gly
Gly
Gly
Gly
60

Gly
Gly
Gly
Gly
Gly
140
Thr
Ala
Cys
Cys
Ala
220
Cys

Cys

Gly

Gly

Gly

Thr

45

Thr

Gly

Cys

Gly

Gly

125

Gly

Gly

Cys

Thr

Ala

205

Cys

Cys

Thr

Ala

Thr

Ala

30

Gly

Cys

Cys

Gly

Thr

110

Ala

Gly

Cys

Cys

Gly

190

Cys

Cys

Thr

Cys

Cys
270

Cys
15

Cys
Gly
Thr
Thr
Ala
95

Gly
Ala
Thr
Thr
Gly
175
Thr
Cys
Thr
Ala
Thr

255
Ala

Gly

Thr

Cys

Thr

Thr

80

Thr

Cys

Ala

Gly

Gly

160

Ala

Gly

Ala

Cys

Cys

240

Cys

Cys
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[0672] Cys Gly Cys Thr Gly Thr Gly Thr Ala Cys Thr Ala Cys Thr Gly Thr
[0673] 275 280 285

[0674] Gly Cys Ala Cys Gly Ala Gly Ala Ala Ala Gly Thr Ala Gly Ala Gly
[0675] 290 295 300

[0676] Thr Thr Thr Cys Cys Thr Thr Cys Gly Ala Ala Gly Cys Cys Gly Cys
[0677] 305 310 315 320
[0678] Cys Ala Thr Gly Gly Ala Cys Thr Ala Cys Thr Gly Gly Gly Gly Cys
[0679] 325 330 335
[0680] Cys Ala Gly Gly Gly Cys Ala Cys Cys Cys Thr Gly Gly Thr Gly Ala
[0681] 340 345 350

[0682] Cys Cys Gly Thr Gly Thr Cys Cys Thr Cys Thr

[0683] 355 360

[0684] <210> 23

[0685] <211> 451

[0686]  <212> PRT

[0687]  <213> A_LJ¥4

[0688]  <220>

[0689]  <223> %

[0690]  <400> 23

[0691] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0692] 1 5 10 15
[0693] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Ser Gly Asp
[0694] 20 25 30

[0695] Trp Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[0696] 35 40 45

[0697] Gly Glu Ile Ser Ala Ala Gly Gly Tyr Thr Asp Tyr Ala Asp Ser Val
[0698] 50 55 60

[0699] Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr
[0700] 65 70 75 80
[0701] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[0702] 85 90 95
[0703] Ala Arg Glu Ser Arg Val Ser Phe Glu Ala Ala Met Asp Tyr Trp Gly
[0704] 100 105 110

[0705] Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
[0706] 115 120 125

[0707] Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala
[0708] 130 135 140

[0709] Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
[0710] 145 150 155 160
[0711]  Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
[0712] 165 170 175
[0713] Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
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[0714] 180 185 190

[0715]  Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His
[0716] 195 200 205

[0717] Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys
[0718] 210 215 220

[0719] Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
[0720] 225 230 235 240
[0721] Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
[0722] 245 250 255
[0723] Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
[0724] 260 265 270

[0725] Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
[0726] 275 280 285

[0727] His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
[0728] 290 295 300

[0729] Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
[0730] 305 310 315 320
[0731] Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
[0732] 325 330 335
[0733] Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
[0734] 340 345 350

[0735] Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser
[0736] 355 360 365

[0737] Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
[0738] 370 375 380

[0739] Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
[0740] 385 390 395 400
[0741] Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
[0742] 405 410 415
[0743] Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met
[0744] 420 425 430

[0745] His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
[0746] 435 440 445

[0747]  Pro Gly Lys

[0748] 450

[0749] <210> 24

[0750] <211> 121

[0751]  <212> PRT

[0752]  <213> A TF&4

[0753]  <220>

[0754] <223> &AL

[0755]  <400> 24
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[0756] Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
[0757] 1 5 10 15

[0758] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Ser Gly Asp
[0759] 20 25 30

[0760] Trp Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

[0761] 35 40 45

[0762] Gly Glu Ile Ser Ala Ala Gly Gly Tyr Thr Asp Tyr Ala Asp Ser Val

[0763] 50 55 60

[0764] Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr
[0765] 65 70 75 80

[0766] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[0767] 85 90 95

[0768] Ala Arg Glu Ser Arg Val Ser Phe Glu Ala Ala Met Asp Tyr Trp Gly
[0769] 100 105 110

[0770] Gln Gly Thr Leu Val Thr Val Ser Ser

[0771] 115 120

[0772] <210> 25

[0773] <211> 657

[0774]  <212> DNA

[0775]  <213> A LJ¥4

[0776]  <220>

[0777]  <223> %

[0778]  <400> 25

[0779] gatattcaaa tgactcaatc tccttcttct ctttetgett ctgttggtga tecgtgttact 60
[0780] attacttgtc gttcttctca aaatattgtt cattctaatg gtaatactta tcttgattgg 120
[0781] tatcaacaaa ctcctggtaa agctcctaaa cttcttattt ataaagtttc taatcgtttt 180
[0782] tctggtgtte cttetegttt ttetggttet ggttetggta ctgattttac ttttactatt 240
[0783] tcttectette aacctgaaga tattgctact tattattgtt ttcaatattc tcatgttcct 300
[0784] tggacttttg gtcaaggtac taaacttcaa attactcgta cggtggetge accatctgte 360
[0785] ttcatcttce cgeccatctga tgagcagttg aaatctggaa ctgectetgt tgtgtgectg 420
[0786] ctgaataact tctatcccag agaggccaaa gtacagtgga aggtggataa cgecctccaa 480
[0787] tcgggtaact cccaggagag tgtcacagag caggacagca aggacagcac ctacagcctc 540
[0788] agcagcaccc tgacgctgag caaagcagac tacgagaaac acaaagtcta cgcctgegaa 600
[0789] gtcacccatc agggcctgag ctcgecegte acaaagaget tcaacagggg agagtgt 657
[0790] <210> 26

[0791] <211> 336

[0792]  <212> DNA

[0793]  <213> A TJ¥4l

[0794]  <220>

[0795]  <223> 5%

[0796]  <400> 26

[0797] gatattcaaa tgactcaatc tccttcttct ctttectgett ctgttggtga tegtgttact 60
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[0798] attacttgtc gttcttctca aaatattgtt cattctaatg gtaatactta tcttgattgg 120
[0799] tatcaacaaa ctcctggtaa agctcctaaa cttcttattt ataaagtttc taatcgtttt 180
[0800] tctggtgtte cttetegttt ttetggttet ggttetggta ctgattttac ttttactatt 240
[0801] tcttctette aacctgaaga tattgctact tattattgtt ttcaatattc tcatgttcct 300
[0802] tggacttttg gtcaaggtac taaacttcaa attact 336

[0803]  <210> 27

[0804] <211> 219

[0805]  <212> PRT

[0806] <213> ATJ¥4

[0807]  <220>

[0808]  <223> Ak

[0809]  <400> 27

[0810] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0811] 1 5 10 15

[0812] Asp Arg Val Thr Ile Thr Cys Arg Ser Ser Gln Asn Ile Val His Ser
[0813] 20 25 30

[0814] Asn Gly Asn Thr Tyr Leu Asp Trp Tyr Gln Gln Thr Pro Gly Lys Ala
[0815] 35 40 45

[0816] Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro
[0817] 50 55 60

[0818] Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile
[0819] 65 70 75 80

[0820] Ser Ser Leu Gln Pro Glu Asp Ile Ala Thr Tyr Tyr Cys Phe Gln Tyr
[0821] 85 90 95

[0822] Ser His Val Pro Trp Thr Phe Gly Gln Gly Thr Lys Leu Gln Ile Thr
[0823] 100 105 110

[0824] Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu
[0825] 115 120 125

[0826] Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
[0827] 130 135 140

[0828] Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln
[0829] 145 150 155 160
[0830] Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser
[0831] 165 170 175

[0832] Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
[0833] 180 185 190

[0834] Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser
[0835] 195 200 205

[0836] Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

[0837] 210 215

[0838] <210> 28

[0839] <211> 112
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[0840] <212> PRT

[0841]  <213> AT ¥4l

[0842]  <220>

[0843]  <223> &%

[0844]  <400> 28

[0845] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[0846] 1 5 10 15

[0847] Asp Arg Val Thr Ile Thr Cys Arg Ser Ser Gln Asn Ile Val His Ser
[0848] 20 25 30

[0849] Asn Gly Asn Thr Tyr Leu Asp Trp Tyr Gln Gln Thr Pro Gly Lys Ala
[0850] 35 40 45

[0851] Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro
[0852] 50 55 60

[0853] Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile
[0854] 65 70 75 80

[0855] Ser Ser Leu Gln Pro Glu Asp Ile Ala Thr Tyr Tyr Cys Phe Gln Tyr
[0856] 85 90 95

[0857] Ser His Val Pro Trp Thr Phe Gly Gln Gly Thr Lys Leu Gln Ile Thr
[0858] 100 105 110

[0859] <210> 29

[0860] <211> 1359

[0861]  <212> DNA

[0862] <213> AT ¥4l

[0863]  <220>

[0864]  <223> A%

[0865]  <400> 29

[0866] caagttcaac ttcaacaatc tggtgctgaa gttaaaaaac ctggttcttc tgttaaagtt 60
[0867] tcttgtaaag cctctggtta tacttttact aattattata tttattgggt tcgtcaaget 120
[0868] cctggtcaag gtcttgaatg gattggtggt attaatccta cttctggtgg ttctaatttt 180
[0869] aatgaaaaat ttaaaactcg tgttactatt actgttgatg aatctacgaa cactgcttat 240
[0870] atggaacttt cttctcttcg ttctgaagat actgettttt atttttgtge gegtcaaggt 300
[0871] ctttggtttg attctgatgg tcgtggtttt gatttttggg gtcaaggttc cactgttact 360
[0872] gtctcgageg ctagcaccaa gggeccatcg gtcttccecee tggecaccete ctccaagage 420
[0873] acctctgggg gcacagegge cctgggetge ctggtcaagg actacttcee cgaaccggtg 480
[0874] acggtgtcgt ggaactcagg cgeccctgacce ageggegtge acaccttceee ggetgtecta 540
[0875] cagtcctcag gactctactc cctcagcage gtggtgaccg tgccctccag cagettggge 600
[0876] acccagacct acatctgcaa cgtgaatcac aagcccagca acaccaaggt ggacaagaga 660
[0877] gttgagccca aatcttgtga caaaactcac acatgcccac cgtgeccage acctgaacte 720
[0878] ctggggggac cgtcagtctt cctettecee ccaaaaccca aggacaccct catgatctec 780
[0879] cggacccctg aggtcacatg cgtggtggte gacgtgagee acgaagacce tgaggtcaag 840
[0880] ttcaactggt acgtggacgg cgtggaggtg cataatgcca agacaaagcec gegggaggag 900
[0881] cagtacaaca gcacgtaccg tgtggtcage gtcctcaccg tcctgecacca ggactggetg 960
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[0882] aatggcaagg agtacaagtg caaggtctcc aacaaagccc tcccageccce catcgagaaa 1020
[0883] accatctcca aagccaaagg gcagccccga gaaccacagg tgtacaccct geccccatce 1080
[0884] cgggaggaga tgaccaagaa ccaggtcage ctgacctgee tggtcaaagg cttctatcece 1140
[0885] agcgacatcg ccgtggagtg ggagagcaat gggeagecgg agaacaacta caagaccacg 1200
[0886] cctceegtge tggactccga cggetectte ttectctata gecaagetcac cgtggacaag 1260
[0887] agcaggtggc agcaggggaa cgtcttctca tgetccgtga tgecatgagge tctgecacaac 1320
[0888] cactacacgc agaagagcct ctccetgtet ccgggtaaa 1359

[0889] <210> 30

[0890] <211> 369

[0891]  <212> DNA

[0892]  <213> AL J¥4

[0893]  <220>

[0894]  <223> &%

[0895]  <400> 30

[0896] caagttcaac ttcaacaatc tggtgctgaa gttaaaaaac ctggttcttc tgttaaagtt 60
[0897] tcttgtaaag cctctggtta tacttttact aattattata tttattgggt tcgtcaaget 120
[0898] cctggtcaag gtcttgaatg gattggtggt attaatccta cttctggtgg ttctaatttt 180
[0899] aatgaaaaat ttaaaactcg tgttactatt actgttgatg aatctacgaa cactgcttat 240
[0900] atggaacttt cttctcttcg ttctgaagat actgettttt atttttgtge gegtcaaggt 300
[0901] ctttggtttg attctgatgg tcgtggtttt gatttttggg gtcaaggttc cactgttact 360
[0902] gtctcgage 369

[0903] <210> 31

[0904] <211> 453

[0905] <212> PRT

[0906] <213> A TJ¥%

[0907]  <220>

[0908]  <223> Ak

[0909]  <400> 31

[0910] Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

(09111 1 5 10 15

[0912] Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr

[0913] 20 25 30

[0914] Tyr Ile Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile

[0915] 35 40 45

[0916] Gly Gly Ile Asn Pro Thr Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe

[0917] 50 55 60

[0918] Lys Thr Arg Val Thr Ile Thr Val Asp Glu Ser Thr Asn Thr Ala Tyr

[0919] 65 70 75 80

[0920] Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys

[0921] 85 90 95

[0922] Ala Arg Gln Gly Leu Trp Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe

[0923] 100 105 110
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[0924] Trp Gly Gln Gly Ser Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[0925] 115 120 125

[0926] Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
[0927] 130 135 140

[0928] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[0929] 145 150 155 160
[0930] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[0931] 165 170 175
[0932] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[0933] 180 185 190

[0934] Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val
[0935] 195 200 205

[0936] Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys
[0937] 210 215 220

[0938] Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu
[0939] 225 230 235 240
[0940] Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
[0941] 245 250 255
[0942] Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
[0943] 260 265 270

[0944] Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
[0945] 275 280 285

[0946] Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser
[0947] 290 295 300

[0948] Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
[0949] 305 310 315 320
[0950] Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
[0951] 325 330 335
[0952] Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
[0953] 340 345 350

[0954] Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln
[0955] 355 360 365

[0956] Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
[0957] 370 375 380

[0958] Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
[0959] 385 390 395 400
[0960] Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
[0961] 405 410 415
[0962] Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser
[0963] 420 425 430

[0964] Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
[0965] 435 440 445
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[0966] Leu Ser Pro Gly Lys

[0967] 450

[0968]  <210> 32

[0969]  <211> 123

[0970]  <212> PRT

[0971]  <213> A TF#4

[0972]  <220>

[0973]  <223> &%

[0974]  <400> 32

[0975] Gln Val Gln Leu GIn Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
[0976] 1 5 10 15

[0977] Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
[0978] 20 25 30

[0979] Tyr Ile Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
[0980] 35 40 45

[0981] Gly Gly Ile Asn Pro Thr Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe
[0982] 50 55 60

[0983] Lys Thr Arg Val Thr Ile Thr Val Asp Glu Ser Thr Asn Thr Ala Tyr
[0984] 65 70 75 80

[0985] Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys
[0986] 85 90 95

[0987] Ala Arg Gln Gly Leu Trp Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe
[0988] 100 105 110

[0989] Trp Gly Gln Gly Ser Thr Val Thr Val Ser Ser

[0990] 115 120

[0991]  <210> 33

[0992] <211> 657

[0993]  <212> DNA

[0994]  <213> A TJ¥4

[0995]  <220>

[0996]  <223> %

[0997]  <400> 33

[0998] gatattcaaa tgactcaatc tccttcttct ctttctgett ctgttggtga tcgtgttact 60
[0999] attacttgtc gttcttctca aaatattgtt cattctaatg gtaatactta tcttgattgg 120
[1000] tatcaacaaa ctcctggtaa agctcctaaa cttcttattt ataaagtttc taatcgtttt 180
[1001] tctggtgtte cttetegttt ttetggttet ggttetggta ctgattttac ttttactatt 240
[1002] tcttctette aacctgaaga tattgctact tattattgtt ttcaatattc tcatgttcct 300
[1003] tggacttttg gtcaaggtac taaacttcaa attactcgta cggtggectge accatctgte 360
[1004] ttcatcttce cgecatctga tgagcagttg aaatctggaa ctgectetgt tgtgtgcctg 420
[1005] ctgaataact tctatcccag agaggccaaa gtacagtgga aggtggataa cgecctccaa 480
[1006] tcgggtaact cccaggagag tgtcacagag caggacagca aggacagcac ctacagcctce 540
[1007] agcagcaccc tgacgctgag caaagcagac tacgagaaac acaaagtcta cgectgegaa 600
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[1008]
[1009]
[1010]
[1011]
[1012]
[1013]
[1014]
[1015]
[1016]
[1017]
[1018]
[1019]
[1020]
[1021]
[1022]
[1023]
[1024]
[1025]
[1026]
[1027]
[1028]
[1029]
[1030]
[1031]
[1032]
[1033]
[1034]
[1035]
[1036]
[1037]
[1038]
[1039]
[1040]
[1041]
[1042]
[1043]
[1044]
[1045]
[1046]
[1047]
[1048]
[1049]

gtcacccatc agggcctgag ctcgecegte acaaagaget tcaacagggg agagtgt 657

<210> 34
211> 336
<212> DNA

213> AT 74

220>
223> HK
<400> 34
gatattcaaa
attacttgtc
tatcaacaaa
tctggtgtte
tcttetette
tggacttttg
<210> 35
211> 218
212> PRT

tgactcaatc
gttcttctceca
ctcctggtaa
cttctegttt
aacctgaaga

gtcaaggtac

213> N T4

220>

223> K
<400> 35
Gln Ser Ala
1
Ser

Ile Thr

Phe Val
35

Tyr

Asn

Ile
50
Gly

Met

Ser Ser

65

Gln Ala Asp

Ser Thr His

Thr Val Ala

115

Leu Lys Ser

130

Pro Arg Glu

145
Gly

Asn Ser

Leu Thr Gl
Ile
20

Ser

Ser Cy

Trp Ty

Asp Val Se
Gl
70

Al

Lys Ser
Glu
85
Ile

Asp

Val
100
Ala

Ph

Pro Se

Gly Thr Al

Ala
15
Se

Gln Glu

Val

tcettettet
aaatattgtt
agctcctaaa
ttctggttet
tattgctact

taaacttcaa

n Pro Ala

s Thr Gly

r Gln Gln
40
r Asp Arg
55
y Asn Thr

a Asp Tyr

e Gly Gly

r Val Phe
120
a Ser Val
135
Gln
0

r Val Thr

ctttetgett
cattctaatg
cttettattt
ggttctggta
tattattgtt
attact 336

Val
10

Ser

Ser Ser

Thr
25
His

Ser

Pro Gly

Pro Ser Gly

Ala Leu
75

Ser

Ser

Cys
90
Thr

Tyr

Gly
105
Ile

Lys

Phe Pro

Val Cys Leu

Val Asp
155
Asp

Glu Gln

47

ctgttggtga tcgtgttact 60
gtaatactta tcttgattgg 120
ataaagtttc taatcgtttt 180
ctgattttac ttttactatt 240
ttcaatattc tcatgttcct 300

Gly Gly Gln
15

Gly

Ser Pro

Val Gly
30

Pro

Asp Tyr

Ala
45

Ser

Lys Lys Leu
Val
60

Ile

Asp Arg Phe

Ile Gly Leu

80

Ser

Ser

Gly Ser
95

Leu

Ser Tyr

Thr Val
110

Asp

Leu Arg

Ser Glu Gln

125

Asn

Pro

Leu Asn Phe Tyr

140
Asn Ala Gln Ser
160

Thr

Leu

Ser Lys Asp Ser
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[1050] 165 170 175

[1051] Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys

[1052] 180 185 190

[1053] His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
[1054] 195 200 205

[1055] Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

[1056] 210 215

[1057] <210> 36

[1058] <211> 111

[1059] <212> PRT

[1060]  <213> A_LF¥4l)

[1061]  <220>

[1062]  <223> &k

[1063]  <400> 36

[1064] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[1065] 1 5 10 15

[1066] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[1067] 20 25 30

[1068] Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[1069] 35 40 45

[1070] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[1071] 50 55 60

[1072] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[1073] 65 70 75 80

[1074] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[1075] 85 90 95

[1076] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu

[1077] 100 105 110

[1078] <210> 37

[1079]  <211> 1356

[1080]  <212> DNA

[1081]  <213> A TJ¥4

[1082] <220>

[1083]  <223> &k

[1084]  <400> 37

[1085] caggtgcage tgcagcagag cggegecgag gtgaagaage ccggeageag cgtgaaggtg 60
[1086] agctgcaagg ccagcggeta caccttcacc aactactaca tctactgggt geggcaggee 120
[1087]  cccggecagg gectggagtg gatcggegge atcaacccca ccageggegg cagecaactte 180
[1088] aacgagaagt tcaagacccg ggtgaccatc accgccgacg agagcageac caccgectac 240
[1089] atggagctga gcagcctgeg gagegaggac accgecttet acttctgeac ceggeaggge 300
[1090] ctgtggttcg acagecgacgg ccggggette gacttetggg gecagggeac caccgtgace 360
[1091] gtgagcagecg ctagcaccaa gggeccateg gtecttcecece tggeaccete ctccaagage 420
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[1092] acctctgggg gcacagegge cctgggetge ctggtcaagg actacttcee cgaaccggtg 480
[1093] acggtgtcgt ggaactcagg cgeccctgacce ageggegtge acaccttcecee ggetgtecta 540
[1094] cagtcctcag gactctactc cctcagcage gtggtgaccg tgccctccag cagettggge 600
[1095] acccagacct acatctgcaa cgtgaatcac aagcccagca acaccaaggt ggacaagaga 660
[1096] gttgagccca aatcttgtga caaaactcac acatgcccac cgtgeccage acctgaacte 720
[1097] ctggggggac cgtcagtctt cctettecee ccaaaaccca aggacacccet catgatctec 780
[1098] cggacccctg aggtcacatg cgtggtggte gacgtgagee acgaagacce tgaggtcaag 840
[1099] ttcaactggt acgtggacgg cgtggaggtg cataatgcca agacaaagcec gegggaggag 900
[1100] cagtacaaca gcacgtaccg tgtggtcage gtcctcaccg tcctgecacca ggactggetg 960
[1101] aatggcaagg agtacaagtg caaggtctcc aacaaagccc tcccagecce catcgagaaa 1020
[1102] accatctcca aagccaaagg gcagccccga gaaccacagg tgtacaccct geccccatce 1080
[1103] cgggatgage tgaccaagaa ccaggtcage ctgacctgee tggtcaaagg cttctatcce 1140
[1104] agcgacatcg ccgtggagtg ggagagcaat gggcagecgg agaacaacta caagaccacg 1200
[1105] ccteceegtge tggacteccga cggetectte ttectctata gecaagetcac cgtggacaag 1260
[1106] agcaggtgge agcaggggaa cgtcttctca tgetccgtga tgcatgagge tctgeacaac 1320
[1107] cactacacgc agaagagcct ctccetgtet ccgggt 1356

[1108] <210> 38

[1109] <211> 369

[1110]  <212> DNA

(11111 <213> A LF4

[1112]  <220>

[1113]  <223> H%

[1114]  <400> 38

[1115] caggtgcage tgcagcagag cggegecgag gtgaagaage ccggecageag cgtgaaggtg 60
[1116] agctgcaagg ccagcecggeta caccttcacc aactactaca tctactgggt geggecaggee 120
[1117] cceggecagg gectggagtg gatcggegge atcaacccca ccageggegg cagecaactte 180
[1118] aacgagaagt tcaagacccg ggtgaccatc accgccgacg agagcagcac caccgectac 240
[1119] atggagctga gcagcctgeg gagegaggac accgecttet acttctgeac ccggeaggge 300
[1120] ctgtggttcg acagcgacgg ccggggctte gacttctggg gecagggeac caccgtgace 360
[1121] gtgagcagc 369

[1122] <210> 39

[1123] <211> 452

[1124] <212> PRT

[1125]  <213> AT 74

[1126]  <220>

[1127]  <223> %

[1128]  <400> 39

[1129] Gln Val Gln Leu GIn Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

[1130] 1 5 10 15

[1131] Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr

[1132] 20 25 30

[1133] Tyr Ile Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
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[1134] 35 40 45

[1135] Gly Gly Ile Asn Pro Thr Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe
[1136] 50 55 60

[1137] Lys Thr Arg Val Thr Ile Thr Ala Asp Glu Ser Ser Thr Thr Ala Tyr
[1138] 65 70 75 80
[1139] Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys
[1140] 85 90 95
[1141] Thr Arg Gln Gly Leu Trp Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe
[1142] 100 105 110

[1143] Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[1144] 115 120 125

[1145] Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
[1146] 130 135 140

[1147] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[1148] 145 150 155 160
[1149] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[1150] 165 170 175
[1151]  Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[1152] 180 185 190

[1153] Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val
[1154] 195 200 205

[1155] Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys
[1156] 210 215 220

[1157] Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu
[1158] 225 230 235 240
[1159] Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
[1160] 245 250 255
[1161] Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
[1162] 260 265 270

[1163] Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
[1164] 275 280 285

[1165] Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser
[1166] 290 295 300

[1167] Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
[1168] 305 310 315 320
[1169] Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
[1170] 325 330 335
[1171] Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
[1172] 340 345 350

[1173]  Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln
[1174] 355 360 365

[1175] Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
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[1176] 370 375 380

[1177] Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
[1178] 385 390 395 400
[1179] Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
[1180] 405 410 415
[1181] Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser
[1182] 420 425 430

[1183] Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
[1184] 435 440 445

[1185] Leu Ser Pro Gly

[1186] 450

[1187]  <210> 40

[1188] <211> 123

[1189]  <212> PRT

[1190]  <213> A LJ+4)

(11911  <220>

[1192]  <223> &k

[1193]  <400> 40

[1194] Gln Val Gln Leu GIn Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
[1195] 1 5 10 15
[1196] Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
[1197] 20 25 30

[1198] Tyr Ile Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
[1199] 35 40 45

[1200] Gly Gly Ile Asn Pro Thr Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe
[1201] 50 55 60

[1202] Lys Thr Arg Val Thr Ile Thr Ala Asp Glu Ser Ser Thr Thr Ala Tyr
[1203] 65 70 75 80
[1204] Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys
[1205] 85 90 95
[1206] Thr Arg Gln Gly Leu Trp Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe
[1207] 100 105 110

[1208] Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser

[1209] 115 120

[1210] <210> 41

[1211]  <211> 642

[1212]  <212> DNA

[1213]  <213> A T4l

[1214]  <220>

[1215]  <223> &Gk

[1216]  <400> 41

[1217] gacatcttge tgactcagtc tccagtcatc ctgtctgtga gtccaggaga aagagtcagt 60
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[1218] ttctcctgea gggecagtca gagtattgge acaaacatac actggtatca gcaaagaaca 120
[1219] aatggttctc caaggcttct cataaagtat gettctgagt ctatctctgg gattccttcee 180
[1220] aggtttagtg gcagtggatc agggacagat tttactctta gcatcaacag tgtggagtct 240
[1221] gaagatattg cagattatta ctgtcaacaa aataataact ggccaaccac gttcggtgct 300
[1222] gggaccaagc tggagctgaa acgtacggtg getgeaccat ctgtcttcat cttceccgeca 360
[1223] tctgatgage agttgaaatc tggaactgec tctgttgtgt gectgetgaa taacttctat 420
[1224] cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480
[1225] gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 540
[1226] ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcaggge 600
[1227] ctgagctcge ccgtcacaaa gagcttcaac aggggagagt gt 642

[1228] <210> 42

[1229] <211> 321

[1230] <212> DNA

[1231]  <213> A LJ7%)

[1232] <220>

[1233]  <223> 5%

[1234]  <400> 42

[1235] gacatcttge tgactcagtc tccagtcatc ctgtctgtga gtccaggaga aagagtcagt 60
[1236] ttctcetgeca gggeccagtca gagtattgge acaaacatac actggtatca gcaaagaaca 120
[1237] aatggttctc caaggcttct cataaagtat gecttctgagt ctatctctgg gattccttce 180
[1238] aggtttagtg gcagtggatc agggacagat tttactctta gcatcaacag tgtggagtct 240
[1239] gaagatattg cagattatta ctgtcaacaa aataataact ggccaaccac gttcggtget 300
[1240] gggaccaagc tggagctgaa a 321

[1241] <210> 43

[1242] <211> 214

[1243] <212> PRT

[1244]  <213> AT )74

[1245]  <220>

[1246]  <223> HAL

[1247]  <400> 43

[1248] Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly
[1249] 1 5 10 15

[1250] Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn
[1251] 20 25 30

[1252] 1Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
[1253] 35 40 45

[1254] Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
[1255] 50 55 60

[1256] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser
[1257] 65 70 75 80

[1258] Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn Trp Pro Thr
[1259] 85 90 95
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[1260] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr Val Ala Ala
[1261] 100 105 110

[1262] Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
[1263] 115 120 125

[1264] Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
[1265] 130 135 140

[1266] Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
[1267] 145 150 155 160
[1268]  Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
[1269] 165 170 175
[1270] Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
[1271] 180 185 190

[1272] Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
[1273] 195 200 205

[1274]  Phe Asn Arg Gly Glu Cys

[1275] 210

[1276] <210> 44

[1277]  <211> 107

[1278]  <212> PRT

[1279] <213> A L4

[1280]  <220>

[1281] <223> &k

[1282]  <400> 44

[1283] Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly
[1284] 1 5 10 15
[1285] Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn
[1286] 20 25 30

[1287] 1Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
[1288] 35 40 45

[1289] Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
[1290] 50 55 60

[1291] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser
[1292] 65 70 75 80
[1293]  Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn Trp Pro Thr
[1294] 85 90 95
[1295] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

[1296] 100 105

[1297]  <210> 45

[1298] <211> 1347

[1299] <212> DNA

[1300] <213> ATJ#%

[1301]  <220>
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[1302] <223> &%

[1303]  <400> 45

[1304] caggtgcage tgaagcagtc aggacctgge ctagtgcage cctcacagag cctgtccate 60
[1305] acctgcacag tctctggttt ctcattaact aactatggtg tacactgggt tcgecagtet 120
[1306] ccaggaaagg gtctggagtg getgggagtg atatggagtg gtggaaacac agactataat 180
[1307] acacctttca catccagact gagcatcaac aaggacaatt ccaagagcca agttttcttt 240
[1308] aaaatgaaca gtctgcaatc taatgacaca gccatatatt actgtgccag agccctcace 300
[1309] tactatgatt acgagtttge ttactgggge caagggactc tggtcactgt ctctageget 360
[1310] agcaccaagg gcccatcggt cttcccecetg geaccetect ccaagagecac ctcetggggge 420
[1311] acagcggece tgggetgeet ggtcaaggac tacttccceg aaccggtgac ggtgtegtgg 480
[1312] aactcaggcg ccctgaccag cggegtgecac accttcecegg ctgtectaca gtectcagga 540
[1313] ctctactcce tcagcagegt ggtgaccgtg ccctccagea gettgggeac ccagacctac 600
[1314] atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagagagt tgagcccaaa 660
[1315] tcttgtgaca aaactcacac atgcccaccg tgeccagcac ctgaactcet ggggggacceg 720
[1316] tcagtcttce tcttcceccece aaaacccaag gacaccctca tgatctcceg gacccctgag 780
[1317] gtcacatgeg tggtggtgga cgtgagecac gaagaccctg aggtcaagtt caactggtac 840
[1318] gtggacggeg tggaggtgea taatgccaag acaaagccge gggaggagea gtacaacage 900
[1319] acgtaccgtg tggtcagegt cctcaccgtc ctgcaccagg actggetgaa tggcaaggag 960
[1320] tacaagtgca aggtctccaa caaagccctc ccagccccca tcgagaaaac catctccaaa 1020
[1321] gccaaagggc agccccgaga accacaggtg tacaccctge ccccatcceg ggaggagatg 1080
[1322] accaagaacc aggtcagcct gacctgectg gtcaaagget tctatcccag cgacatcgee 1140
[1323] gtggagtggg agagcaatgg gcagecggag aacaactaca agaccacgee tccegtgetg 1200
[1324] gactccgacg getecttett cctectatage aagetcaccg tggacaagag caggtggcag 1260
[1325] caggggaacg tcttctcatg ctccgtgatg catgaggetc tgcacaacca ctacacgcag 1320
[1326] aagagcctct ccctgtcetec gggtaaa 1347

[1327] <210> 46

[1328]  <211> 357

[1329] <212> DNA

[1330] <213> A LJ¥¥

[1331]  <220>

[1332]  <223> &AL

[1333]  <400> 46

[1334] caggtgcage tgaagcagtc aggacctgge ctagtgcage cctcacagag cctgtccate 60
[1335] acctgcacag tctctggttt ctcattaact aactatggtg tacactgggt tcgecagtet 120
[1336] ccaggaaagg gtctggagtg gectgggagtg atatggagtg gtggaaacac agactataat 180
[1337] acacctttca catccagact gagcatcaac aaggacaatt ccaagagcca agttttcttt 240
[1338] aaaatgaaca gtctgcaatc taatgacaca gccatatatt actgtgccag agccctcacc 300
[1339] tactatgatt acgagtttge ttactgggge caagggactc tggtcactgt ctctage 357
[1340]  <210> 47

[1341]  <211> 449

[1342] <212> PRT

[1343]  <213> A LJF4l
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[1344]  <220>

[1345]  <223> &AL

[1346]  <400> 47

[1347] Gln Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln Pro Ser Gln
[1348] 1 5 10 15
[1349] Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
[1350] 20 25 30

[1351] Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu
[1352] 35 40 45

[1353] Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
[1354] 50 55 60

[1355] Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Phe
[1356] 65 70 75 80
[1357] Lys Met Asn Ser Leu Gln Ser Asn Asp Thr Ala Ile Tyr Tyr Cys Ala
[1358] 85 90 95
[1359] Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly
[1360] 100 105 110

[1361] Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
[1362] 115 120 125

[1363] Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
[1364] 130 135 140

[1365] Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
[1366] 145 150 155 160
[1367] Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
[1368] 165 170 175
[1369] Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
[1370] 180 185 190

[1371]  Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro
[1372] 195 200 205

[1373] Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys
[1374] 210 215 220

[1375] Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
[1376] 225 230 235 240
[1377] Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
[1378] 245 250 255
[1379] Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
[1380] 260 265 270

[1381] Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
[1382] 275 280 285

[1383] Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val
[1384] 290 295 300

[1385] Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
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[1386] 305 310 315 320
[1387] Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
[1388] 325 330 335
[1389] Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
[1390] 340 345 350

[1391] Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr
[1392] 355 360 365

[1393] Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
[1394] 370 375 380

[1395] Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
[1396] 385 390 395 400
[1397] Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
[1398] 405 410 415
[1399] Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
[1400] 420 425 430

[1401] Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
[1402] 435 440 445

[1403] Lys

[1404]  <210> 48

[1405] <211> 119

[1406] <212> PRT

[1407]  <213> ALJ¥4l

[1408]  <220>

[1409]  <223> &AL

[1410]  <400> 48

[1411]  Gln Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln Pro Ser Gln
[1412] 1 5 10 15
[1413] Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
[1414] 20 25 30

[1415] Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu
[1416] 35 40 45

[1417]  Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
[1418] 50 55 60

[1419]  Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Phe
[1420] 65 70 75 80
[1421] Lys Met Asn Ser Leu Gln Ser Asn Asp Thr Ala Ile Tyr Tyr Cys Ala
[1422] 85 90 95
[1423] Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly
[1424] 100 105 110

[1425] Thr Leu Val Thr Val Ser Ser

[1426] 115

[1427] <210> 49
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[1428] <211> 654

[1429] <212> DNA

[1430]  <213> A TJ#%

[1431]  <220>

[1432] 223> HHK

[1433] <400> 49

[1434] cagtctgeece tgactcagee tgectecegtg tetgggtete ctggacagte gatcaccate 60
[1435] tcctgecactg gaaccagcag tgacgttggt ggttataact ttgtctcctg gtaccaacaa 120
[1436] cacccaggca aagcccccaa actcatgatc tatgatgtca gtgatcggee ctcaggggtg 180
[1437] tctgatcget tcteccggete caagtctgge aacacggect ccctgatcat ctetggecte 240
[1438] caggctgacg acgaggectga ttattactge agctcatatg ggagcagcag cactcatgtg 300
[1439] attttcggeg gagggaccaa gectgaccgtc ctacgtacgg tggetgecace atctgtette 360
[1440] atcttccecge catctgatga gcagttgaaa tctggaactg cctectgttgt gtgectgetg 420
[1441] aataacttct atcccagaga ggccaaagta cagtggaagg tggataacge cctccaatcg 480
[1442] ggtaactccc aggagagtgt cacagagcag gacagcaagg acagcaccta cagcctcage 540
[1443] agcaccctga cgctgagcaa agcagactac gagaaacaca aagtctacge ctgegaagtce 600
[1444] acccatcagg gcctgagetce geccgtcaca aagagcttca acaggggaga gtgt 654
[1445]  <210> 50

[1446]  <211> 333

[1447]  <212> DNA

[1448]  <213> A TJF4

[1449]  <220>

[1450] 223> HK

[1451] <400> 50

[1452] cagtctgece tgactcagee tgecteegtg tectgggtete ctggacagte gatcaccatce 60
[1453] tcctgecactg gaaccagcag tgacgttggt ggttataact ttgtctecctg gtaccaacaa 120
[1454] cacccaggca aagcccccaa actcatgatc tatgatgtca gtgatcggee ctcaggggtg 180
[1455] tctgatcget tcteceggete caagtctgge aacacggect ccctgatcat ctetggecte 240
[1456] caggctgacg acgaggctga ttattactge agetcatatg ggagcagecag cactcatgtg 300
[1457] attttcggeg gagggaccaa getgaccgte cta 333

[1458] <210> 51

[1459] 211> 218

[1460] <212> PRT

[1461]  <213> A TJ#%

[1462] 220>

[1463] 223> Bk

[1464]  <400> 51

[1465] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[1466] 1 5 10 15

[1467] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[1468] 20 25 30

[1469] Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
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[1470] 35 40 45

[1471] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[1472] 50 55 60

[1473] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[1474] 65 70 75 80
[1475] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[1476] 85 90 95
[1477] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg
[1478] 100 105 110

[1479] Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
[1480] 115 120 125

[1481] Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
[1482] 130 135 140

[1483] Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
[1484] 145 150 155 160
[1485] Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
[1486] 165 170 175
[1487] Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
[1488] 180 185 190

[1489] His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
[1490] 195 200 205

[1491] Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

[1492] 210 215

[1493] <210> 52

[1494] <211> 111

[1495]  <212> PRT

[1496]  <213> AT J¥4

[1497]  <220>

[1498]  <223> &Gk

[1499]  <400> 52

[1500] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[1501] 1 5 10 15
[1502] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[1503] 20 25 30

[1504] Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[1505] 35 40 45

[1506] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[1507] 50 55 60

[1508] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[1509] 65 70 75 80
[1510] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[1511] 85 90 95
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[1512] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu

[1513] 100 105 110

[1514] <210> 53

[1515]  <211> 2100

[1516]  <212> DNA

[1517]1  <213> A T4

[1518]  <220>

[1519]  <223> &k

[1520]  <400> 53

[1521] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[1522] tcctgtgecag cctetggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[1523] ccagggaagg ggctggagtg ggtggecaac ataaaccgeg atggaagtge gagttactat 180
[1524] gtggactctg tgaagggecg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[1525] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[1526] ggggtggect acttcgatct ctggggccgt ggcaccetgg tcaccgtete gagcgetage 360
[1527] accaagggcc catcggtctt cccecctggea ccctecteca agagecaccte tgggggeaca 420
[1528] gcggcectgg getgeetggt caaggactac ttccccgaac cggtgacggt gtegtggaac 480
[1529] tcaggecgeee tgaccagegg cgtgecacace ttccecggetg tcctacagte ctcaggacte 540
[1530] tactccctca gecagegtggt gaccgtgece tccagcaget tgggecaccca gacctacatce 600
[1531] tgcaacgtga atcacaagcc cagcaacacc aaggtggaca agagagttga gcccaaatct 660
[1532] tgtgacaaaa ctcacacatg cccaccgtge ccagcacctg aactcctggg gggaccgtca 720
[1533] gtcttcetet tccccccaaa acccaaggac accctcatga tctcceggac cecctgaggte 780
[1534] acatgcgtgg tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgtg 840
[1535] gacggegtgg aggtgecataa tgccaagaca aagccgeggg aggagcagta caacagcacg 900
[1536] taccgtgtgg tcagcgtcect caccgtcctg caccaggact ggectgaatgg caaggagtac 960
[1537] aagtgcaagg tctccaacaa agccctccca geccccatcg agaaaaccat ctccaaagee 1020
[1538] aaagggcagc cccgagaacc acaggtgtac accctgeccee catcccggga ggagatgace 1080
[1539] aagaaccagg tcagcctgac ctgcctggtc aaaggettct atcccagega catcgecgtg 1140
[1540] gagtgggaga gcaatgggca gccggagaac aactacaaga ccacgectce cgtgetggac 1200
[1541] tccgacgget cettettect ctatagcaag ctcaccgtgg acaagagecag gtggecagecag 1260
[1542] gggaacgtct tctcatgetc cgtgatgeat gaggctctge acaaccacta cacgcagaag 1320
[1543] agcctecteee tgtctececggg taaaggeggt ggaggatceg geggtggtgg atcacaggtg 1380
[1544] cagctgcagg agtcgggeec aggactggtg aagccttcgg agaccetgte cctcacctge 1440
[1545] actgtctctg gtggetcegt cagcagtggt gattactact ggacctggat acggecagtcecce 1500
[1546] ccagggaagg gactggagtg gattggacac atctattaca gtgggaacac caattataac 1560
[1547] cccteecteca agagecgact caccatatca attgacacgt ccaagactca gttctcecectg 1620
[1548] aagctgagtt ctgtgaccge tgcggacacg gecatttatt actgtgtgcg agatcgagtg 1680
[1549] actggtgett ttgatatctg gggccaaggg acaatggtca ccgtctcgag cggtggagge 1740
[1550] ggttcaggeg gaggtggttc cggeggtgge ggctecgaca tccagatgac ccagtctcca 1800
[1551] tcctecetgt ctgecatctgt aggagacaga gtcaccatca cttgecagge gagtcaggac 1860
[1552] atcagcaact atttaaattg gtatcagcag aaaccaggga aagcccctaa actcctgatce 1920
[1553] tacgatgcat ccaatttgga aacaggggtc ccatcaaggt tcagtggaag tggatctggg 1980
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[1554]
[1555]
[1556]
[1557]
[1558]
[1559]
[1560]
[1561]
[1562]
[1563]
[1564]
[1565]
[1566]
[1567]
[1568]
[1569]
[1570]
[1571]
[1572]
[1573]
[1574]
[1575]
[1576]
[1577]
[1578]
[1579]
[1580]
[1581]
[1582]
[1583]
[1584]
[1585]
[1586]
[1587]
[1588]
[1589]
[1590]
[1591]
[1592]
[1593]
[1594]
[1595]

acagatttta ctttcaccat cagcagcctg cagcctgaag atattgcaac atatttctgt 2040

caacactttg atcatctccc gectecgettte ggeggaggga ccaaggtgga aattaaacgt 2100

<210>
Q211>
212>
213>
220>
223> HK
<400> 54

caggtgcagce

54
354
DNA

tcctgtgeag
ccagggaagg
gtggactctg
ctgcaaatga
ggggtgggcet
<210> bb

211> 726
<212> DNA
213>
220>
223> HK
<400> 55

caggtgcagce
acctgcactg
cagtccccag
tataacccct
tccectgaage
cgagtgactg
ggaggceggtt
tctccatect
caggacatca
ctgatctacg
tctgggacag
ttctgtcaac
aaacgt 726
<210> 56

211> 700
<212> PRT
213>
220>
223>
<400>

A
56

NLFH1

tgcaggagtc
cctctggatt
ggctggagtg
tgaagggcceg
acagcctgag

acttcgatct

NLFH1

tgcaggagtc
tctctggtgg
ggaagggact
ccctcaagag
tgagttctgt
gtgettttga
caggcggags
ccetgtetge
gcaactattt
atgcatccaa
attttacttt
actttgatca

NLFH1

g8ggggagsgc
cacctttagt

ggtggccaac
attcaccatc
agctgaggac
ctggggcecegt

gggccecagga
ctcegteage
ggagtggatt
ccgactcacce
gaccgctgeg
tatctggggce
tggttcegge
atctgtagga
aaattggtat
tttggaaaca
caccatcagc

tcteecegete

ctggtcaagc
agttattgga
ataaaccgcg
tccagagacg
acggctgtgt
ggcaccctgg

ctggtgaagc
agtggtgatt
ggacacatct
atatcaattg
gacacggcca
caagggacaa
ggtggcgget
gacagagtca
cagcagaaac
ggggtcccat
agcctgcage

gcttteggeg

60

ctggagggtce
tgagctgggt
atggaagtgc
acgccaagaa
attactgtgce

tcaccgtcte

cttcggagac
actactggac
attacagtgg
acacgtccaa
tttattactg
tggtcaccgt
ccgacatcca
ccatcacttg
cagggaaagc
caaggttcag
ctgaagatat

gagggaccaa

cctgagactce
ccgecagget
gagttactat
ctcactgtat
gagagatcgt
gagc 354

cctgteecte
ctggatacgg
gaacaccaat
gactcagttc
tgtgcgagat
ctcgageggt
gatgacccag
ccaggcgagt
ccctaaacte
tggaagtgga
tgcaacatat

ggtggaaatt

120
180
240
300

60

120
180
240
300
360
420
480
540
600
660
720
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[1596] Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[1597]1 1 5 10 15
[1598] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[1599] 20 25 30

[1600] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[1601] 35 40 45

[1602] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val
[1603] 50 55 60

[1604] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[1605] 65 70 75 80
[1606] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[1607] 85 90 95
[1608] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[1609] 100 105 110

[1610] Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
[1611] 115 120 125

[1612] Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
[1613] 130 135 140

[1614] Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
[1615] 145 150 155 160
[1616] Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln
[1617] 165 170 175
[1618] Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
[1619] 180 185 190

[1620] Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser
[1621] 195 200 205

[1622] Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr
[1623] 210 215 220

[1624] His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
[1625] 225 230 235 240
[1626] Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
[1627] 245 250 255
[1628] Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
[1629] 260 265 270

[1630] Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
[1631] 275 280 285

[1632] Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val
[1633] 290 295 300

[1634] Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
[1635] 305 310 315 320
[1636] Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
[1637] 325 330 335
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[1638] Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
[1639] 340 345 350

[1640] Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
[1641] 355 360 365

[1642] Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
[1643] 370 375 380

[1644] Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
[1645] 385 390 395 400
[1646] Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
[1647] 405 410 415
[1648] Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
[1649] 420 425 430

[1650] Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
[1651] 435 440 445

[1652] Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val Gln Leu Gln Glu
[1653] 450 455 460

[1654] Ser Gly Pro Gly Leu Val Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys
[1655] 465 470 475 480
[1656] Thr Val Ser Gly Gly Ser Val Ser Ser Gly Asp Tyr Tyr Trp Thr Trp
[1657] 485 490 495
[1658] Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Ile Gly His Ile Tyr
[1659] 500 505 510

[1660] Tyr Ser Gly Asn Thr Asn Tyr Asn Pro Ser Leu Lys Ser Arg Leu Thr
[1661] 515 520 525

[1662] Ile Ser Ile Asp Thr Ser Lys Thr Gln Phe Ser Leu Lys Leu Ser Ser
[1663] 530 535 540

[1664] Val Thr Ala Ala Asp Thr Ala Ile Tyr Tyr Cys Val Arg Asp Arg Val
[1665] 545 550 555 560
[1666] Thr Gly Ala Phe Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser
[1667] 565 570 575
[1668] Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[1669] 580 585 590

[1670] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1671] 595 600 605

[1672] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr
[1673] 610 615 620

[1674] Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1675] 625 630 635 640
[1676] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1677] 645 650 655
[1678] Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro
[1679] 660 665 670
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[1680]
[1681]
[1682]
[1683]
[1684]
[1685]
[1686]
[1687]
[1688]
[1689]
[1690]
[1691]
[1692]
[1693]
[1694]
[1695]
[1696]
[1697]
[1698]
[1699]
[1700]
[1701]
[1702]
[1703]
[1704]
[1705]
[1706]
[1707]
[1708]
[1709]
[1710]
[1711]
[1712]
[1713]
[1714]
[1715]
[1716]
[1717]
[1718]
[1719]
[1720]
[1721]

Glu Asp Ile Ala Thr Tyr Phe

675

Ala Phe Gly Gly Gly Thr Lys

690
<210> 57
211> 118
<212> PRT
213> N T34l
220>
223> HK
<400> 57
Gln Val GIn Leu
1
Ser Leu Arg Leu
20
Trp Met Ser Trp
35
Ala Asn Ile Asn
50
Lys Gly Arg Phe
65
Leu Gln Met Asn

Ala Arg Asp Arg
100
Leu Val Thr Val
115
<210> 58
211> 242
<212> PRT
213> NT %)
220>
223> HK
<400> 58
Gln Val GIn Leu
1
Thr Leu Ser Leu
20
Asp Tyr Tyr Trp
35
Trp Ile Gly His
50

Gln

Ser

Val

Arg

Thr

Ser

85

Gly

Ser

Gln

Thr

Thr

Ile

Glu

Cys

Arg

Asp

Ile

70

Leu

Val

Ser

Glu

Cys

Trp

Tyr

695

Ser

Ala

Gln

Gly

55

Ser

Arg

Gly

Ser

Thr

Ile

Tyr
55

Cys Gln His Phe Asp His Leu Pro Leu

680

Val Glu Ile Lys Arg

Gly

Ala

Ala

40

Ser

Arg

Ala

Tyr

Gly

Val

40

Ser

Gly

Ser

25

Pro

Ala

Asp

Glu

Phe
105

Pro
Ser
25

Gln

Gly

63

Gly
10

Gly
Gly
Ser
Asp
Asp

90
Asp

Gly
10
Gly

Ser

Asn

Leu

Phe

Lys

Tyr

Ala

75

Thr

Leu

Leu

Gly

Pro

Thr

700

Val

Thr

Gly

Tyr

60

Ala

Trp

Val

Ser

Gly

Asn
60

685

Lys

Phe

Leu

45

Val

Asn

Val

Gly

Lys

Val

Lys
45
Tyr

Pro

Ser

30

Glu

Asp

Ser

Tyr

Arg
110

Pro
Ser
30

Gly

Asn

Gly
15

Ser
Trp
Ser
Leu
Tyr

95
Gly

Ser
15
Ser

Leu

Pro

Gly

Val

Val

80

Cys

Thr

Glu

Gly

Glu

Ser
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[1722] Leu Lys Ser Arg Leu Thr Ile Ser Ile Asp Thr Ser Lys Thr Gln Phe
[1723] 65 70 75 80

[1724] Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ile Tyr Tyr
[1725] 85 90 95

[1726] Cys Val Arg Asp Arg Val Thr Gly Ala Phe Asp Ile Trp Gly Gln Gly
[1727] 100 105 110

[1728] Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
[1729] 115 120 125

[1730] Ser Gly Gly Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro Ser Ser
[1731] 130 135 140

[1732] Leu Ser Ala Ser Val Gly Asp Arg Val Thr Ile Thr Cys Gln Ala Ser
[1733] 145 150 155 160
[1734] Gln Asp Ile Ser Asn Tyr Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys
[1735] 165 170 175

[1736] Ala Pro Lys Leu Leu Ile Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val

[1737] 180 185 190

[1738] Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr
[1739] 195 200 205

[1740] Ile Ser Ser Leu Gln Pro Glu Asp Ile Ala Thr Tyr Phe Cys Gln His
[1741] 210 215 220

[1742]  Phe Asp His Leu Pro Leu Ala Phe Gly Gly Gly Thr Lys Val Glu Ile
[1743] 225 230 235 240
[1744] Lys Arg

[1745] <210> 59

[1746] <211> 642

[1747]  <212> DNA

[1748]  <213> A TJ¥4

[1749]  <220>

[1750]  <223> &AL

[1751]  <400> 59

[1752] gacatccaga tgacccagtc tccatcctce ctgtctgecat ctgtaggaga cagagtcacc 60
[1753] atcacttgcc aggcgagtca ggacatcage aactatttaa attggtatca gcagaaacca 120
[1754] gggaaagccc ctaaactcct gatctacgat gcatccaatt tggaaacagg ggtcccatca 180
[1755] aggttcagtg gaagtggatc tgggacagat tttactttca ccatcagcag cctgcagect 240
[1756] gaagatattg caacatattt ctgtcaacac tttgatcatc tcccgetcege tttecggegga 300
[1757] gggaccaagg tggaaattaa acgtacggtg gctgcaccat ctgtcttcat cttccecgeca 360
[1758] tctgatgage agttgaaatc tggaactgec tctgttgtgt gectgetgaa taacttctat 420
[1759] cccagagagg ccaaagtaca gtggaaggtg gataacgccce tccaatcggg taactcccag 480
[1760] gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 540
[1761] ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcaggge 600
[1762] ctgagctcge ccgtcacaaa gagcttcaac aggggagagt gt 642

[1763] <210> 60

64
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[1764] <211> 321

[1765] <212> DNA

[1766]  <213> A TJ#%

[1767]  <220>

[1768]  <223> %

[1769]  <400> 60

[1770] gacatccaga tgacccagtc tccatcctce ctgtctgecat ctgtaggaga cagagtcacc 60
[1771] atcacttgcc aggcgagtca ggacatcage aactatttaa attggtatca gcagaaacca 120
[1772] gggaaagccc ctaaactcct gatctacgat gcatccaatt tggaaacagg ggtcccatca 180
[1773] aggttcagtg gaagtggatc tgggacagat tttactttca ccatcagcag cctgcagect 240
[1774] gaagatattg caacatattt ctgtcaacac tttgatcatc tcccgetcge tttecggegga 300
[1775] gggaccaagg tggaaattaa a 321

[1776] <210> 61

(17771  <211> 214

[1778]  <212> PRT

[1779]  <213> AT J¥4

[1780]  <220>

[1781]  <223> &Gk

[1782]  <400> 61

[1783] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1784] 1 5 10 15

[1785] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr
[1786] 20 25 30

[1787] Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1788] 35 40 45

[1789] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1790] 50 55 60

[1791]  Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro
[1792] 65 70 75 80

[1793] Glu Asp Ile Ala Thr Tyr Phe Cys Gln His Phe Asp His Leu Pro Leu
[1794] 85 90 95

[1795] Ala Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
[1796] 100 105 110

[1797] Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
[1798] 115 120 125

[1799] Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
[1800] 130 135 140

[1801] Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
[1802] 145 150 155 160
[1803] Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
[1804] 165 170 175

[1805] Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
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[1806] 180 185 190

[1807] Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
[1808] 195 200 205

[1809] Phe Asn Arg Gly Glu Cys

[1810] 210

[1811]  <210> 62

[1812] <211> 107

[1813]  <212> PRT

[1814]  <213> A L4

[1815]  <220>

[1816]  <223> %

[1817]  <400> 62

[1818] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[1819] 1 5 10 15

[1820] Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr
[1821] 20 25 30

[1822] Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
[1823] 35 40 45

[1824] Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
[1825] 50 55 60

[1826] Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro
[1827] 65 70 75 80

[1828] Glu Asp Ile Ala Thr Tyr Phe Cys Gln His Phe Asp His Leu Pro Leu
[1829] 85 90 95

[1830] Ala Phe Gly Gly Gly Thr Lys Val Glu Ile Lys

[1831] 100 105

[1832] <210> 63

[1833]  <211> 2109

[1834]  <212> DNA

[1835]  <213> A T34

[1836]  <220>

[1837]  <223> &%

[1838]  <400> 63

[1839] caggtgcage tgcaggagtc gggceccagga ctggtgaage cttcggagac cctgteccte 60
[1840] acctgcactg tctctggtgg ctcecgtcage agtggtgatt actactggac ctggatccgg 120
[1841] cagtccccag ggaagggact ggagtggatt ggacacatct attacagtgg gaacaccaat 180
[1842] tataacccct ccctcaagag ccgactcacc atatcaattg acacgtccaa gactcagttc 240
[1843] tccectgaage tgagttctgt gaccgetgeg gacacggeca tttattactg tgtgegagat 300
[1844] cgagtgactg gtgcttttga tatctgggge caagggacaa tggtcaccgt ctcgageget 360
[1845] agcaccaagg gcccatcggt cttcecectg gecacccteet ccaagageac ctetggggge 420
[1846] acagcggece tgggetgect ggtcaaggac tacttccceg aaccggtgac ggtgtegtgg 480
[1847] aactcaggcg ccctgaccag cggegtgeac accttcecegg ctgtectaca gtectcagga 540
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[1848] ctctactcce tcagcagegt ggtgaccgtg ccctccagea gettgggeac ccagacctac 600
[1849] atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagagagt tgagcccaaa 660
[1850] tcttgtgaca aaactcacac atgcccaccg tgeccagcac ctgaactcet ggggggacceg 720
[1851] tcagtcttce tcttcceccece aaaacccaag gacaccctca tgatctcceg gacccctgag 780
[1852] gtcacatgcg tggtggtgga cgtgagecac gaagaccctg aggtcaagtt caactggtac 840
[1853] gtggacggeg tggaggtgea taatgccaag acaaagecge gggaggagea gtacaacage 900
[1854] acgtaccgtg tggtcagegt cctcaccgtc ctgcaccagg actggetgaa tggcaaggag 960
[1855] tacaagtgca aggtctccaa caaagccctc ccagecccca tcgagaaaac catctccaaa 1020
[1856] gccaaaggge agccccgaga accacaggtg tacaccctge ccccatcecg ggaggagatg 1080
[1857] accaagaacc aggtcagcct gacctgectg gtcaaagget tctatcccag cgacatcgee 1140
[1858] gtggagtgge agagcaatgg gcagcecggag aacaactaca agaccacgcec tccegtgetg 1200
[1859] gactccgacg gectecttett cctctatage aagctcaccg tggacaagag caggtggecag 1260
[1860] caggggaacg tcttctcatg ctccgtgatg catgaggetc tgcacaacca ctacacgcag 1320
[1861] aagagcctct ccctgtetee gggtaaagge ggtggaggat ccggeggtgg tggatcacag 1380
[1862] gtgcagctge aggagtcggg gggaggectg gtcaagectg gagggtccct gagactctce 1440
[1863] tgtgcagect ctggattcac ctttagtagt tattggatga getgggtcececg ccaggetcca 1500
[1864] gggaaggggc tggagtgggt ggccaacata aaccgegatg gaagtgegag ttactatgtg 1560
[1865] gactctgtga agggccgatt caccatctcc agagacgacg ccaagaactc actgtatctg 1620
[1866] caaatgaaca gcctgagagc tgaggacacg getgtgtatt actgtgegag agatcgtggg 1680
[1867] gtgggctact tcgatctctg gggccgtgge accetggtea cegtetegag cggtggagge 1740
[1868] ggttcaggeg gaggtggtte cggeggtgge ggeteccagt ctgecctgac tcagectgee 1800
[1869] tcecgtgtetg ggteteetgg acagtcecgate accatctcct gecactggaac cagcagtgac 1860
[1870] gttggtggtt ataactttgt ctcctggtac caacaacacc caggcaaagce ccccaaactc 1920
[1871] atgatctatg atgtcagtga tcggccctca ggggtgtetg atcgettcte cggetccaag 1980
[1872] tctggecaaca cggectecet gatcatctet ggectccagg ctgacgacga ggetgattat 2040
[1873] tactgcagct catatgggag cagcagcact catgtgattt tcggeggagg gaccaaggtg 2100
[1874] accgtccta 2109

[1875]  <210> 64

[1876] <211> 357

[1877]  <212> DNA

[1878] <213> A TJ¥4

[1879]  <220>

[1880]  <223> %

[1881]  <400> 64

[1882] caggtgcage tgcaggagtc gggeccagga ctggtgaage cttcggagac cctgteccte 60
[1883] acctgcactg tctctggtgg ctecgtcage agtggtgatt actactggac ctggatcegg 120
[1884] cagtccccag ggaagggact ggagtggatt ggacacatct attacagtgg gaacaccaat 180
[1885] tataacccct ccctcaagag ccgactcacc atatcaattg acacgtccaa gactcagttce 240
[1886] tccctgaage tgagttctgt gaccgetgeg gacacggeca tttattactg tgtgegagat 300
[1887] cgagtgactg gtgcttttga tatctgggge caagggacaa tggtcaccgt ctcgage 357
[1888] <210> 65

[1889] <211> 732
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[1890]  <212> DNA

[18911  <213> A L4

[1892]  <220>

[1893]  <223> &%

[1894]  <400> 65

[1895] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[1896] tcctgtgeag cctetggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[1897] ccagggaagg ggctggagtg ggtggeccaac ataaaccgeg atggaagtge gagttactat 180
[1898] gtggactctg tgaagggeeg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[1899] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[1900] ggggtggget acttecgatet ctggggeegt ggecaccetgg tcaccgtcete gageggtgga 360
[1901] ggcggttcag geggaggtgg ttccggeggt ggeggetece agtetgecet gactcageet 420
[1902] gceteegtgt ctgggtetee tggacagteg atcaccatct cctgecactgg aaccagecagt 480
[1903] gacgttggtg gttataactt tgtctcctgg taccaacaac acccaggcaa agcccccaaa 540
[1904] ctcatgatct atgatgtcag tgatcggcce tcaggggtgt ctgatcgett ctecggetee 600
[1905] aagtctggca acacggcecte cctgatcate tctggectece aggetgacga cgaggetgat 660
[1906] tattactgca gctcatatgg gagcagcage actcatgtga ttttcggegg agggaccaag 720
[1907] gtgaccgtce ta 732

[1908] <210> 66

[1909] <211> 703

[1910] <212> PRT

[19111  <213> A L4

[1912]  <220>

[1913]  <223> &AL

[1914]  <400> 66

[1915]  Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
[1916] 1 5 10 15

[1917]  Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Val Ser Ser Gly
[1918] 20 25 30

[1919]  Asp Tyr Tyr Trp Thr Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu
[1920] 35 40 45

[1921] Trp Ile Gly His Ile Tyr Tyr Ser Gly Asn Thr Asn Tyr Asn Pro Ser
[1922] 50 55 60

[1923] Leu Lys Ser Arg Leu Thr Ile Ser Ile Asp Thr Ser Lys Thr Gln Phe
[1924] 65 70 75 80

[1925] Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ile Tyr Tyr
[1926] 85 90 95

[1927] Cys Val Arg Asp Arg Val Thr Gly Ala Phe Asp Ile Trp Gly Gln Gly
[1928] 100 105 110

[1929] Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
[1930] 115 120 125

[1931]  Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
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[1932] 130 135 140

[1933] Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
[1934] 145 150 155 160
[1935] Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
[1936] 165 170 175
[1937]  Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
[1938] 180 185 190

[1939] Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro
[1940] 195 200 205

[1941] Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys
[1942] 210 215 220

[1943] Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
[1944] 225 230 235 240
[1945] Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
[1946] 245 250 255
[1947] Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
[1948] 260 265 270

[1949]  Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
[1950] 275 280 285

[1951] Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val
[1952] 290 295 300

[1953] Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
[1954] 305 310 315 320
[1955] Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
[1956] 325 330 335
[1957] Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
[1958] 340 345 350

[1959] Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr
[1960] 355 360 365

[1961] Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
[1962] 370 375 380

[1963]  Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
[1964] 385 390 395 400
[1965] Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
[1966] 405 410 415
[1967] Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
[1968] 420 425 430

[1969] Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
[1970] 435 440 445

[1971] Lys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val Gln Leu Gln
[1972] 450 455 460

[1973]  Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu Arg Leu Ser
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[1974] 465 470 475 480
[1975] Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Trp Met Ser Trp Val
[1976] 485 490 495
[1977] Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Asn Ile Asn Arg
[1978] 500 505 510

[1979] Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr
[1980] 515 520 525

[1981] Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser
[1982] 530 535 540

[1983] Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Arg Gly
[1984] 545 550 555 560
[1985] Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr Leu Val Thr Val Ser
[1986] 565 570 575
[1987] Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[1988] 580 585 590

[1989]  Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[1990] 595 600 605

[1991] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[1992] 610 615 620

[1993] Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[1994] 625 630 635 640
[1995] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[1996] 645 650 655
[1997]  Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[1998] 660 665 670

[1999] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[2000] 675 680 685

[2001] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Val Thr Val Leu
[2002] 690 695 700

[2003] <210> 67

[2004] <211> 119

[2005] <212> PRT

[2006]  <213> A_LF¥4l)

[2007]  <220>

[2008]  <223> &%

[2009]  <400> 67

[2010] Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
[2011] 1 5 10 15
[2012] Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Val Ser Ser Gly
[2013] 20 25 30

[2014]  Asp Tyr Tyr Trp Thr Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu
[2015] 35 40 45
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[2016] Trp Ile Gly His Ile Tyr Tyr Ser Gly Asn Thr Asn Tyr Asn Pro Ser
[2017] 50 55 60

[2018] Leu Lys Ser Arg Leu Thr Ile Ser Ile Asp Thr Ser Lys Thr Gln Phe
[2019] 65 70 75 80
[2020] Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ile Tyr Tyr
[2021] 85 90 95
[2022] Cys Val Arg Asp Arg Val Thr Gly Ala Phe Asp Ile Trp Gly Gln Gly
[2023] 100 105 110

[2024] Thr Met Val Thr Val Ser Ser

[2025] 115

[2026] <210> 68

[2027] <211> 243

[2028] <212> PRT

[2029] <213> AN LJ7%)

[2030]  <220>

[2031]  <223> 5%

[2032]  <400> 68

[2033] Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[2034] 1 5 10 15
[2035] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[2036] 20 25 30

[2037] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[2038] 35 40 45

[2039] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val
[2040] 50 55 60

[2041] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[2042] 65 70 75 80
[2043] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[2044] 85 90 95
[2045] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[2046] 100 105 110

[2047] Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[2048] 115 120 125

[2049] Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser
[2050] 130 135 140

[2051] Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser
[2052] 145 150 155 160
[2053] Asp Val Gly Gly Tyr Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly
[2054] 165 170 175
[2055] Lys Ala Pro Lys Leu Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly
[2056] 180 185 190

[2057] Val Ser Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu
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[2058] 195 200 205

[2059] Ile Ile Ser Gly Leu Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser
[2060] 210 215 220

[2061] Ser Tyr Gly Ser Ser Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys
[2062] 225 230 235 240
[2063] Val Thr Val

[2064] <210> 69

[2065] <211> 654

[2066]  <212> DNA

[2067]  <213> A TJ¥4

[2068] <220>

[2069]  <223> &%

[2070]  <400> 69

[2071] cagtctgece tgactcagee tgecteegtg tctgggtete ctggacagte gatcaccatce 60
[2072] tcctgecactg gaaccagcag tgacgttggt ggttataact ttgtctcctg gtaccaacaa 120
[2073] cacccaggca aagcccccaa actcatgatce tatgatgtca gtgatcggee ctcaggggtg 180
[2074] tctgatcget tctecggete caagtctgge aacacggect ccctgatcat ctetggecte 240
[2075] caggctgacg acgaggcetga ttattactge agetcatatg ggagcagecag cactcatgtg 300
[2076] attttcggeg gagggaccaa getgaccgtce ctacgtacgg tggetgecace atctgtette 360
[2077] atcttcccge catctgatga gcagttgaaa tctggaactg cctetgttgt gtgectgetg 420
[2078] aataacttct atcccagaga ggccaaagta cagtggaagg tggataacge cctccaatcg 480
[2079] ggtaactccc aggagagtgt cacagagcag gacagcaagg acagcaccta cagcctcage 540
[2080] agcaccctga cgctgagcaa agcagactac gagaaacaca aagtctacge ctgecgaagtc 600
[2081] acccatcagg gcctgagetc geccgtcaca aagagcttca acaggggaga gtgt 654
[2082] <210> 70

[2083]  <211> 333

[2084]  <212> DNA

[2085]  <213> A TJ¥4l

[2086]  <220>

[2087]  <223> &%

[2088]  <400> 70

[2089] cagtctgeece tgactcagee tgecteegtg tetgggtete ctggacagte gatcaccatce 60
[2090] tcctgecactg gaaccagcag tgacgttggt ggttataact ttgtctecctg gtaccaacaa 120
[2091] cacccaggca aagcccccaa actcatgatc tatgatgtca gtgatcggee ctcaggggtg 180
[2092] tctgatcget tcteccggete caagtctgge aacacggect ccectgatcat ctetggecte 240
[2093] caggctgacg acgaggctga ttattactge agctcatatg ggagcagcag cactcatgtg 300
[2094] attttcggcg gagggaccaa gctgaccgtc cta 333

[2095] <210> 71

[2096] <211> 218

[2097]  <212> PRT

[2098] <213> A T34

[2099] <220>
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[2100]  <223> &%

[2101]  <400> 71

[2102] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[2103] 1 5 10 15
[2104] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[2105] 20 25 30

[2106]  Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[2107] 35 40 45

[2108] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[2109] 50 55 60

[2110] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[2111] 65 70 75 80
[2112]  Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[2113] 85 90 95
[2114]  Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg
[2115] 100 105 110

[2116] Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
[2117] 115 120 125

[2118] Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
[2119] 130 135 140

[2120] Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
[2121] 145 150 155 160
[2122] Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
[2123] 165 170 175
[2124] Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
[2125] 180 185 190

[2126] His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
[2127] 195 200 205

[2128] Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

[2129] 210 215

[2130] <210> 72

[2131] <211> 111

[2132] <212> PRT

[2133] <213> A T4

[2134] <220>

[2135]  <223> A%

[2136]  <400> 72

[2137] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[2138] 1 5 10 15
[2139] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[2140] 20 25 30

[2141]  Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
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[2142] 35 40 45

[2143] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe

[2144] 50 55 60

[2145] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu

[2146] 65 70 75 80

[2147] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser

[2148] 85 90 95

[2149] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu

[2150] 100 105 110

[2151] <210> 73

[2152] <211> 2127

[2153]  <212> DNA

[2154]  <213> AL J#41

[2155]  <220>

[2156]  <223> &%

[2157]  <400> 73

[2158] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[2159] tcctgtgeag cctetggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[2160] ccagggaagg ggctggagtg ggtggeccaac ataaaccgeg atggaagtge gagttactat 180
[2161] gtggactctg tgaagggeeg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[2162] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[2163] ggggtggget acttecgatet ctggggeegt ggecaccetgg tcaccgtcete gagegetage 360
[2164] accaagggcc catcggtctt ccccctggea ccctectecca agagecaccte tgggggeaca 420
[2165] gcggeeetgg getgectggt caaggactac ttccccgaac cggtgacggt gtegtggaac 480
[2166] tcaggecgecee tgaccagegg cgtgcacace ttcceggetg tcctacagte ctcaggacte 540
[2167] tactccctca gecagegtggt gaccgtgece tccageaget tgggcecaccca gacctacatce 600
[2168] tgcaacgtga atcacaagcc cagcaacacc aaggtggaca agagagttga gcccaaatct 660
[2169] tgtgacaaaa ctcacacatg cccaccgtge ccagcacctg aactcctggg gggaccgtca 720
[2170] gtcttectet tcccecccaaa acccaaggac accctcatga tctcceggac cectgaggte 780
[2171] acatgcgtgg tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgtg 840
[2172] gacggegtgg aggtgcataa tgccaagaca aagccgeggg aggagcagta caacagcacg 900
[2173] taccgtgtgg tcagecgtcect caccgtectg caccaggact ggetgaatgg caaggagtac 960
[2174] aagtgcaagg tctccaacaa agccctccca geccccateg agaaaaccat ctccaaagee 1020
[2175] aaagggcagc cccgagaacc acaggtgtac accctgecce catcccggga ggagatgace 1080
[2176] aagaaccagg tcagcctgac ctgcctggtc aaaggettct atcccagcga catcgeegtg 1140
[2177] gagtgggaga gcaatgggca gccggagaac aactacaaga ccacgectee cgtgetggac 1200
[2178] tccgacgget ccttettect ctatagecaag ctcaccgtgg acaagagcecag gtggecagecag 1260
[2179] gggaacgtct tctcatgetc cgtgatgecat gaggetctge acaaccacta cacgcagaag 1320
[2180] agcctctecce tgtcteccggg taaaggeggt ggaggatceg geggtgetgg atcacaagtt 1380
[2181] caacttcaac aatctggtgc tgaagttaaa aaacctggtt cttctgttaa agtttcttgt 1440
[2182] aaagcctctg gttatacttt tactaattat tatatttatt gggttcgtca agectcctggt 1500
[2183] caaggtcttg aatggattgg tggtattaat cctacttctg gtggttctaa ttttaatgaa 1560
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[2184] aaatttaaaa ctcgtgttac tattactgtt gatgaatcta cgaacactgc ttatatggaa 1620
[2185] ctttcttctc ttcgttctga agatactget ttttattttt gtgcgegtca aggtctttgg 1680
[2186] tttgattctg atggtcgtgg ttttgatttt tggggtcaag gttccactgt tactgtctceg 1740
[2187] agcggtggag geggttcagg cggagetgst tccggeggte geggetcega tattcaaatg 1800
[2188] actcaatctc cttcttcetet ttetgettet gttggtgate gtgttactat tacttgtcgt 1860
[2189] tcttctcaaa atattgttca ttctaatggt aatacttatc ttgattggta tcaacaaact 1920
[2190] cctggtaaag ctcctaaact tcttatttat aaagtttcta atcgtttttce tggtgttcecet 1980
[2191] tctegttttt ctggttetgg ttectggtact gattttactt ttactatttc ttctcttcaa 2040
[2192] cctgaagata ttgctactta ttattgtttt caatattctc atgttccttg gacttttggt 2100
[2193] caaggtacta aacttcaaat tactcgt 2127

[2194] <210> 74

[2195] <211> 354

[2196]  <212> DNA

[2197]  <213> A L4

[2198]  <220>

[2199]  <223> A%

[2200]  <400> 74

[2201] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[2202] tcctgtgecag cctectggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[2203] ccagggaagg ggctggagtg ggtggecaac ataaaccgeg atggaagtge gagttactat 180
[2204] gtggactctg tgaagggccg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[2205] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[2206] ggggtggget acttecgatet ctggggeegt ggecaccetgg tcaccgtete gage 354

[2207] <210> 75

[2208] <211> 753

[2209]  <212> DNA

[2210]  <213> A TJ¥%

[2211]  <220>

[2212]  <223> &AL

[2213]  <400> 75

[2214] caagttcaac ttcaacaatc tggtgctgaa gttaaaaaac ctggttcttc tgttaaagtt 60
[2215] tcttgtaaag cctctggtta tacttttact aattattata tttattgggt tcgtcaaget 120
[2216] cctggtcaag gtcttgaatg gattggtggt attaatccta cttctggtgg ttctaatttt 180
[2217] aatgaaaaat ttaaaactcg tgttactatt actgttgatg aatctacgaa cactgcttat 240
[2218] atggaacttt cttctcttcg ttctgaagat actgettttt atttttgtge gegtcaaggt 300
[2219] ctttggtttg attctgatgg tcgtggtttt gatttttggg gtcaaggttc cactgttact 360
[2220] gtctcgageg gtggaggegg ttcaggegga ggtggttecg geggtggegg ctecgatatt 420
[2221] caaatgactc aatctccttc ttctectttet gettetgttg gtgatcegtgt tactattact 480
[2222] tgtcgttcett ctcaaaatat tgttcattct aatggtaata cttatcttga ttggtatcaa 540
[2223] caaactcctg gtaaagctcc taaacttctt atttataaag tttctaatcg tttttctggt 600
[2224] gttcettete gtttttetgg ttetggttet ggtactgatt ttacttttac tatttcttcet 660
[2225] cttcaacctg aagatattgc tacttattat tgttttcaat attctcatgt tccttggact 720
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[2226]
[2227]
[2228]
[2229]
[2230]
[2231]
[2232]
[2233]
[2234]
[2235]
[2236]
[2237]
[2238]
[2239]
[2240]
[2241]
[2242]
[2243]
[2244]
[2245]
[2246]
[2247]
[2248]
[2249]
[2250]
[2251]
[2252]
[2253]
[2254]
[2255]
[2256]
[2257]
[2258]
[2259]
[2260]
[2261]
[2262]
[2263]
[2264]
[2265]
[2266]
[2267]

tttggtcaag gtactaaact tcaaattact cgt 753
<210> 76
<211> 709
<212> PRT
213> A LFF3
220>
223> HHK
<400> 76
Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu
1 5 10
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
20 25
Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys
35 40
Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr
50 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala
65 70 75
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
85 90
Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu
100 105
Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
115 120
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
130 135
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
145 150 155
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
165 170
Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
180 185
Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val
195 200
Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys
210 215
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu
225 230 235
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
245 250
Thr Pro Glu Val Thr Cys Val Val Val Asp Val
260 265

76

Val

Thr

Gly

Tyr

60

Lys

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

Asn

Ser

220

Leu

Leu

Ser

Lys

Phe

Leu

45

Val

Asn

Val

Gly

Ser

125

Ala

Val

Ala

Val

His

205

Cys

Gly

Met

His

Pro

Ser

30

Glu

Asp

Ser

Tyr

Arg

110

Val

Ala

Ser

Val

Pro

190

Lys

Asp

Gly

Ile

Glu
270

Gly
15

Ser

Ser
Leu
Tyr
95

Gly

Phe

Leu

Leu
175
Ser
Pro
Lys
Pro
Ser

255
Asp

Gly

Tyr

Val

Val

Tyr

80

Cys

Thr

Pro

Gly

Asn

160

Gln

Ser

Ser

Thr

Ser

240

Arg

Pro
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[2268] Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
[2269] 275 280 285

[2270] Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val
[2271] 290 295 300

[2272] Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
[2273] 305 310 315 320
[2274] Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
[2275] 325 330 335
[2276] Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
[2277] 340 345 350

[2278] Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
[2279] 355 360 365

[2280] Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
[2281] 370 375 380

[2282] Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
[2283] 385 390 395 400
[2284] Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
[2285] 405 410 415
[2286] Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
[2287] 420 425 430

[2288] Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
[2289] 435 440 445

[2290] Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val Gln Leu Gln Gln
[2291] 450 455 460

[2292] Ser Gly Ala Glu Val Lys Lys Pro Gly Ser Ser Val Lys Val Ser Cys
[2293] 465 470 475 480
[2294] Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr Tyr Ile Tyr Trp Val Arg
[2295] 485 490 495
[2296] Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile Gly Gly Ile Asn Pro Thr
[2297] 500 505 510

[2298] Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe Lys Thr Arg Val Thr Ile
[2299] 515 520 525

[2300] Thr Val Asp Glu Ser Thr Asn Thr Ala Tyr Met Glu Leu Ser Ser Leu
[2301] 530 535 540

[2302] Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys Ala Arg Gln Gly Leu Trp
[2303] 545 550 555 560
[2304] Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe Trp Gly Gln Gly Ser Thr
[2305] 565 570 575
[2306] Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
[2307] 580 585 590

[2308] Gly Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser
[2309] 595 600 605
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[2310] Ala Ser Val Gly Asp Arg Val Thr Ile Thr Cys Arg Ser Ser Gln Asn
[2311] 610 615 620

[2312] Ile Val His Ser Asn Gly Asn Thr Tyr Leu Asp Trp Tyr Gln Gln Thr
[2313] 625 630 635 640
[2314]  Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe
[2315] 645 650 655
[2316] Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe
[2317] 660 665 670

[2318] Thr Phe Thr Ile Ser Ser Leu Gln Pro Glu Asp Ile Ala Thr Tyr Tyr
[2319] 675 680 685

[2320] Cys Phe Gln Tyr Ser His Val Pro Trp Thr Phe Gly Gln Gly Thr Lys
[2321] 690 695 700

[2322] Leu Gln Ile Thr Arg

[2323] 705

[2324] <210> 77

[2325] <211> 118

[2326] <212> PRT

[2327]  <213> A L4

[2328] <220>

[2329]  <223> Bk

[2330]  <400> 77

[2331] GIn Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[2332] 1 5 10 15
[2333] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[2334] 20 25 30

[2335] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[2336] 35 40 45

[2337] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val
[2338] 50 55 60

[2339] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[2340] 65 70 75 80
[2341] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[2342] 85 90 95
[2343] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[2344] 100 105 110

[2345] Leu Val Thr Val Ser Ser

[2346] 115

[2347] <210> 78

[2348] <211> 251

[2349]  <212> PRT

[2350] <213> A LJ#%

[2351]  <220>
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[2352]  <223> &%

[2353]  <400> 78

[2354] Gln Val Gln Leu GIn Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
[2355] 1 5 10 15
[2356] Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
[2357] 20 25 30

[2358] Tyr Ile Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
[2359] 35 40 45

[2360] Gly Gly Ile Asn Pro Thr Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe
[2361] 50 55 60

[2362] Lys Thr Arg Val Thr Ile Thr Val Asp Glu Ser Thr Asn Thr Ala Tyr
[2363] 65 70 75 80
[2364] Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys
[2365] 85 90 95
[2366] Ala Arg Gln Gly Leu Trp Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe
[2367] 100 105 110

[2368] Trp Gly Gln Gly Ser Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser
[2369] 115 120 125

[2370] Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Gln Met Thr Gln
[2371] 130 135 140

[2372]  Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr Ile Thr
[2373] 145 150 155 160
[2374] Cys Arg Ser Ser Gln Asn Ile Val His Ser Asn Gly Asn Thr Tyr Leu
[2375] 165 170 175
[2376] Asp Trp Tyr Gln Gln Thr Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr
[2377] 180 185 190

[2378] Lys Val Ser Asn Arg Phe Ser Gly Val Pro Ser Arg Phe Ser Gly Ser
[2379] 195 200 205

[2380] Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro Glu
[2381] 210 215 220

[2382] Asp Ile Ala Thr Tyr Tyr Cys Phe Gln Tyr Ser His Val Pro Trp Thr
[2383] 225 230 235 240
[2384] Phe Gly Gln Gly Thr Lys Leu Gln Ile Thr Arg

[2385] 245 250

[2386] <210> 79

[2387] <211> 657

[2388]  <212> DNA

[2389] <213> A_LJF¥4

[2390]  <220>

[2391]  <223> &AL

[2392]  <400> 79

[2393] gatattcaaa tgactcaatc tccttcttct ctttectgett ctgttggtga tegtgttact 60
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[2394] attacttgtc gttcttctca aaatattgtt cattctaatg gtaatactta tcttgattgg 120
[2395] tatcaacaaa ctcctggtaa agctcctaaa cttcttattt ataaagtttc taatcgtttt 180
[2396] tctggtgtte cttetegttt ttetggttet ggttetggta ctgattttac ttttactatt 240
[2397] tcttctette aacctgaaga tattgctact tattattgtt ttcaatattc tcatgttcct 300
[2398] tggacttttg gtcaaggtac taaacttcaa attactcgta cggtggectge accatctgte 360
[2399] ttcatcttce cgecatctga tgagcagttg aaatctggaa ctgectetgt tgtgtgcctg 420
[2400] ctgaataact tctatcccag agaggccaaa gtacagtgga aggtggataa cgccctccaa 480
[2401] tcgggtaact cccaggagag tgtcacagag caggacagca aggacagcac ctacagcctce 540
[2402] agcagcaccc tgacgctgag caaagcagac tacgagaaac acaaagtcta cgectgegaa 600
[2403] gtcacccatc agggecctgag ctcgecegte acaaagaget tcaacagggg agagtgt 657
[2404]  <210> 80

[2405] <211> 336

[2406] <212> DNA

[2407]  <213> A TJ#%

[2408]  <220>

[2409]  <223> A%

[2410]  <400> 80

[2411] gatattcaaa tgactcaatc tccttcttct ctttcectgett ctgttggtga tecgtgttact 60
[2412] attacttgtc gttcttctca aaatattgtt cattctaatg gtaatactta tcttgattgg 120
[2413] tatcaacaaa ctcctggtaa agctcctaaa cttcttattt ataaagtttc taatcgtttt 180
[2414] tctggtgtte cttetegttt ttetggttet ggttetggta ctgattttac ttttactatt 240
[2415] tcttctette aacctgaaga tattgctact tattattgtt ttcaatattc tcatgttcct 300
[2416] tggacttttg gtcaaggtac taaacttcaa attact 336

[2417] <210> 81

[2418] <211> 219

[2419]  <212> PRT

[2420]  <213> AT )74

[2421]  <220>

[2422]  <223> &AL

[2423] <400> 81

[2424] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2425] 1 5 10 15

[2426] Asp Arg Val Thr Ile Thr Cys Arg Ser Ser Gln Asn Ile Val His Ser
[2427] 20 25 30

[2428] Asn Gly Asn Thr Tyr Leu Asp Trp Tyr Gln Gln Thr Pro Gly Lys Ala
[2429] 35 40 45

[2430] Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro
[2431] 50 55 60

[2432] Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile
[2433] 65 70 75 80

[2434] Ser Ser Leu GIn Pro Glu Asp Ile Ala Thr Tyr Tyr Cys Phe Gln Tyr
[2435] 85 90 95
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[2436] Ser His Val Pro Trp Thr Phe Gly Gln Gly Thr Lys Leu Gln Ile Thr
[2437] 100 105 110

[2438] Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu
[2439] 115 120 125

[2440] Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
[2441] 130 135 140

[2442]  Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln
[2443] 145 150 155 160
[2444] Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser
[2445] 165 170 175
[2446] Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
[2447] 180 185 190

[2448] Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser
[2449] 195 200 205

[2450] Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

[2451] 210 215

[2452] <210> 82

[2453] <211> 112

[2454]  <212> PRT

[2455]  <213> A LJ¥4

[2456]  <220>

[2457]  <223> &AL

[2458]  <400> 82

[2459] Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
[2460] 1 5 10 15
[2461] Asp Arg Val Thr Ile Thr Cys Arg Ser Ser Gln Asn Ile Val His Ser
[2462] 20 25 30

[2463] Asn Gly Asn Thr Tyr Leu Asp Trp Tyr Gln Gln Thr Pro Gly Lys Ala
[2464] 35 40 45

[2465] Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro
[2466] 50 55 60

[2467]  Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile
[2468] 65 70 75 80
[2469] Ser Ser Leu GIln Pro Glu Asp Ile Ala Thr Tyr Tyr Cys Phe Gln Tyr
[2470] 85 90 95
[2471]  Ser His Val Pro Trp Thr Phe Gly Gln Gly Thr Lys Leu Gln Ile Thr
[2472] 100 105 110

[2473] <210> 83

[2474] <211> 2121

[2475] <212> DNA

[2476]  <213> A T4

[2477]  <220>
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[2478]  <223> &%

[2479]  <400> 83

[2480] caagttcaac ttcaacaatc tggtgctgaa gttaaaaaac ctggttcttc tgttaaagtt 60
[2481] tcttgtaaag cctctggtta tacttttact aattattata tttattgggt tcgtcaaget 120
[2482] cctggtcaag gtcttgaatg gattggtggt attaatccta cttetggtgg ttctaatttt 180
[2483] aatgaaaaat ttaaaactcg tgttactatt actgttgatg aatctacgaa cactgcttat 240
[2484] atggaacttt cttctcttcg ttctgaagat actgettttt atttttgtge gegtcaaggt 300
[2485] ctttggtttg attctgatgg tcgtggtttt gatttttggg gtcaaggttc cactgttact 360
[2486] gtctecgageg ctagcaccaa gggeccateg gtettcecece tggecaccete ctceccaagage 420
[2487] acctctgggg gcacagegge cctgggetge ctggtcaagg actacttcee cgaaccggtg 480
[2488] acggtgtcgt ggaactcagg cgeccctgacce ageggegtge acaccttcecee ggetgtecta 540
[2489] cagtcctcag gactctactc cctcagcage gtggtgaccg tgecctccag cagettggge 600
[2490] acccagacct acatctgcaa cgtgaatcac aagcccagca acaccaaggt ggacaagaga 660
[2491] gttgagccca aatcttgtga caaaactcac acatgcccac cgtgeccage acctgaacte 720
[2492] ctggggggac cgtcagtett cctetteecee ccaaaaccca aggacaccct catgatctcee 780
[2493] cggacccetg aggtcacatg cgtggtggtg gacgtgagee acgaagacce tgaggtcaag 840
[2494] ttcaactggt acgtggacgg cgtggaggtg cataatgcca agacaaagcc gecgggaggag 900
[2495] cagtacaaca gcacgtaccg tgtggtcage gtcctcaccg tcctgecacca ggactggetg 960
[2496] aatggcaagg agtacaagtg caaggtctcc aacaaagccc tcccagecce catcgagaaa 1020
[2497] accatctcca aagccaaagg gcagecccga gaaccacagg tgtacaccet geccecatce 1080
[2498] cgggaggaga tgaccaagaa ccaggtcage ctgacctgece tggtcaaagg cttctatcce 1140
[2499] agcgacatcg ccgtggagtg ggagagcaat gggcagecgg agaacaacta caagaccacg 1200
[2500] ccteecegtge tggactccga cggetectte ttectctata gecaagectcac cgtggacaag 1260
[2501] agcaggtggc agcaggggaa cgtcttctca tgctccgtga tgcatgagge tctgecacaac 1320
[2502] cactacacgc agaagagcct ctccetgtet ccgggtaaag geggtggagg atceggeggt 1380
[2503] ggtggatcac aggtgcaget gcaggagtcg gggegaggee tggtcaagee tggagggtcee 1440
[2504] ctgagactct cctgtgecage ctctggatte acctttagta gttattggat gagetgggte 1500
[2505] cgccaggete cagggaaggg getggagtgg gtggecaaca taaaccgega tggaagtgeg 1560
[2506] agttactatg tggactctgt gaagggccga ttcaccatct ccagagacga cgccaagaac 1620
[2507] tcactgtatc tgcaaatgaa cagcctgaga gctgaggaca cggetgtgta ttactgtgeg 1680
[2508] agagatcgtg gggtgggeta cttegatcte tggggeegtg geaccetggt caccgteteg 1740
[2509] agcggtggag geggttcagg cggaggtggt tccggeggtg geggetecca gtetgecetg 1800
[2510] actcagcctg ccteegtgte tgggtctecet ggacagtcga tcaccatctc ctgcactgga 1860
[2511] accagcagtg acgttggtgg ttataacttt gtctcctggt accaacaaca cccaggcaaa 1920
[2512] gcccccaaac tcatgatcta tgatgtcagt gatcggecet caggggtgte tgatcgettce 1980
[2513] tcecggetceca agtctggecaa cacggectee ctgatcatet ctggecteca ggetgacgac 2040
[2514] gaggctgatt attactgcag ctcatatggg agcagcagca ctcatgtgat tttcggegga 2100
[2515] gggaccaagg tgaccgtcct a 2121

[2516] <210> 84

[2517] <211> 369

[2518]  <212> DNA

[2519]  <213> A LJ¥4
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[2520]  <220>

[2521]  <223> &AL

[2522]  <400> 84

[2523] caagttcaac ttcaacaatc tggtgctgaa gttaaaaaac ctggttcttc tgttaaagtt 60
[2524] tcttgtaaag cctctggtta tacttttact aattattata tttattgggt tcgtcaaget 120
[2525] cctggtcaag gtcttgaatg gattggtggt attaatccta cttctggtgg ttctaatttt 180
[2526] aatgaaaaat ttaaaactcg tgttactatt actgttgatg aatctacgaa cactgcttat 240
[2527] atggaacttt cttctcttcg ttctgaagat actgettttt atttttgtge gegtcaaggt 300
[2528] ctttggtttg attctgatgg tcgtggtttt gatttttggg gtcaaggttc cactgttact 360
[2529] gtctcgage 369

[2530] <210> 85

[2531] <211> 732

[2532] <212> DNA

[2533] <213> AN LJ7%)

[2534]  <220>

[2535]  <223> &AL

[2536]  <400> 85

[2537] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[2538] tcctgtgecag cctcectggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[2539] ccagggaagg ggctggagtg ggtggecaac ataaaccgeg atggaagtge gagttactat 180
[2540] gtggactctg tgaagggccg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[2541] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[2542] ggggtggget acttcgatet ctggggeegt ggecaccetgg tcaccgtcete gageggtgga 360
[2543] ggcggttcag geggaggtgg ttceggeggt ggeggetecee agtetgecet gactcagect 420
[2544] geeteegtgt ctgggtetee tggacagtecg atcaccatct cctgecactgg aaccagecagt 480
[2545] gacgttggtg gttataactt tgtctcctgg taccaacaac acccaggcaa agcccccaaa 540
[2546] ctcatgatct atgatgtcag tgatcggecce tcaggggtgt ctgatcgett cteeggetee 600
[2547] aagtctggeca acacggecte cctgatcatc tctggectee aggetgacga cgaggetgat 660
[2548] tattactgca gctcatatgg gagcagcage actcatgtga ttttcggegg agggaccaag 720
[2549] gtgaccgtcec ta 732

[2550] <210> 86

[2551]  <211> 707

[2552] <212> PRT

[2553]  <213> AT 74

[2554]  <220>

[2555]  <223> HAk

[2556]  <400> 86

[2557] Gln Val Gln Leu GIn Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
[2558] 1 5 10 15

[2559] Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
[2560] 20 25 30

[2561] Tyr Ile Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
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[2562] 35 40 45

[2563] Gly Gly Ile Asn Pro Thr Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe
[2564] 50 55 60

[2565] Lys Thr Arg Val Thr Ile Thr Val Asp Glu Ser Thr Asn Thr Ala Tyr
[2566] 65 70 75 80
[2567] Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys
[2568] 85 90 95
[2569] Ala Arg Gln Gly Leu Trp Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe
[2570] 100 105 110

[2571] Trp Gly Gln Gly Ser Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[2572] 115 120 125

[2573]  Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
[2574] 130 135 140

[2575] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[2576] 145 150 155 160
[2577] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[2578] 165 170 175
[2579] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[2580] 180 185 190

[2581] Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val
[2582] 195 200 205

[2583] Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys
[2584] 210 215 220

[2585] Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu
[2586] 225 230 235 240
[2587] Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
[2588] 245 250 255
[2589] Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
[2590] 260 265 270

[2591]  Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
[2592] 275 280 285

[2593] Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser
[2594] 290 295 300

[2595] Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
[2596] 305 310 315 320
[2597] Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
[2598] 325 330 335
[2599]  Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
[2600] 340 345 350

[2601]  Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln
[2602] 355 360 365

[2603] Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
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[2604] 370 375 380

[2605] Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
[2606] 385 390 395 400
[2607] Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
[2608] 405 410 415
[2609] Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser
[2610] 420 425 430

[2611]  Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
[2612] 435 440 445

[2613] Leu Ser Pro Gly Lys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
[2614] 450 455 460

[2615] Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser
[2616] 465 470 475 480
[2617] Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Trp
[2618] 485 490 495
[2619] Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala
[2620] 500 505 510

[2621] Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val Lys
[2622] 515 520 525

[2623] Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr Leu
[2624] 530 535 540

[2625] Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala
[2626] 545 550 555 560
[2627] Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr Leu
[2628] 565 570 575
[2629] Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
[2630] 580 585 590

[2631] Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly
[2632] 595 600 605

[2633] Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp
[2634] 610 615 620

[2635] Val Gly Gly Tyr Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys
[2636] 625 630 635 640
[2637] Ala Pro Lys Leu Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val
[2638] 645 650 655
[2639]  Ser Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile
[2640] 660 665 670

[2641] Ile Ser Gly Leu Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser
[2642] 675 680 685

[2643] Tyr Gly Ser Ser Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Val
[2644] 690 695 700

[2645] Thr Val Leu
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[2646] 705

[2647] <210> 87

[2648] <211> 123

[2649]  <212> PRT

[2650]  <213> A_LJ74

[2651]  <220>

[2652]  <223> &AL

[2653]  <400> 87

[2654] Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
[2655] 1 5 10 15
[2656] Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
[2657] 20 25 30

[2658] Tyr Ile Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
[2659] 35 40 45

[2660] Gly Gly Ile Asn Pro Thr Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe
[2661] 50 55 60

[2662] Lys Thr Arg Val Thr Ile Thr Val Asp Glu Ser Thr Asn Thr Ala Tyr
[2663] 65 70 75 80
[2664] Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys
[2665] 85 90 95
[2666] Ala Arg Gln Gly Leu Trp Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe
[2667] 100 105 110

[2668] Trp Gly Gln Gly Ser Thr Val Thr Val Ser Ser

[2669] 115 120

[2670] <210> 88

[2671] <211> 244

[2672]  <212> PRT

[2673]  <213> A L4

[2674]  <220>

[2675] <223> &AL

[2676]  <400> 88

[2677]  Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[2678] 1 5 10 15
[2679] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[2680] 20 25 30

[2681] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[2682] 35 40 45

[2683] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val
[2684] 50 55 60

[2685] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[2686] 65 70 75 80
[2687] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
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[2688] 85 90 95

[2689] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[2690] 100 105 110

[2691] Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[2692] 115 120 125

[2693] Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser
[2694] 130 135 140

[2695] Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser
[2696] 145 150 155 160
[2697] Asp Val Gly Gly Tyr Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly
[2698] 165 170 175

[2699] Lys Ala Pro Lys Leu Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly
[2700] 180 185 190

[2701]  Val Ser Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu
[2702] 195 200 205

[2703] Ile Tle Ser Gly Leu Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser
[2704] 210 215 220

[2705] Ser Tyr Gly Ser Ser Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys
[2706] 225 230 235 240
[2707] Val Thr Val Leu

[2708] <210> 89

[2709] <211> 657

[2710]  <212> DNA

[2711]  <213> A L4

[2712]  <220>

[2713]  <223> &Gk

[2714]  <400> 89

[2715] gatattcaaa tgactcaatc tccttcttct ctttetgett ctgttggtga tegtgttact 60
[2716] attacttgtc gttcttctca aaatattgtt cattctaatg gtaatactta tcttgattgg 120
[2717] tatcaacaaa ctcctggtaa agctcctaaa cttcttattt ataaagtttc taatcgtttt 180
[2718] tctggtgtte cttetegttt ttetggttet ggttetggta ctgattttac ttttactatt 240
[2719] tcttctettec aacctgaaga tattgctact tattattgtt ttcaatattc tcatgttcct 300
[2720] tggacttttg gtcaaggtac taaacttcaa attactcgta cggtggectge accatctgte 360
[2721] ttcatcttce cgecatctga tgagcagttg aaatctggaa ctgectetgt tgtgtgectg 420
[2722] ctgaataact tctatcccag agaggccaaa gtacagtgga aggtggataa cgccctccaa 480
[2723]  tcgggtaact cccaggagag tgtcacagag caggacagca aggacagcac ctacagecte 540
[2724] agcagcaccc tgacgctgag caaagcagac tacgagaaac acaaagtcta cgcctgegaa 600
[2725] gtcacccatc agggcctgag ctcgecegte acaaagaget tcaacagggg agagtgt 657
[2726] <210> 90

[2727] <211> 336

[2728] <212> DNA

[2729] <213> AL/
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[2730]  <220>

[2731]  <223> &AL

[2732]  <400> 90

[2733] gatattcaaa tgactcaatc tccttcttct ctttctgett ctgttggtga tecgtgttact 60
[2734] attacttgtc gttcttctca aaatattgtt cattctaatg gtaatactta tcttgattgg 120
[2735] tatcaacaaa ctcctggtaa agctcctaaa cttcttattt ataaagtttc taatcgtttt 180
[2736] tctggtgtte cttetegttt ttetggttet ggttctggta ctgattttac ttttactatt 240
[2737] tcttctette aacctgaaga tattgectact tattattgtt ttcaatattc tcatgttcct 300
[2738] tggacttttg gtcaaggtac taaacttcaa attact 336

[2739] <210> 91

[2740] <211> 336

[2741]  <212> DNA

[2742]  <213> A LJF4

[2743]  <220>

[2744]  <223> G

[2745]  <400> 91

[2746] gacatccaga tgacccagtc cccttccage ctgtcecgett cegtgggega cagggtgace 60
[2747] atcacctgca ggtcctccca gaacatcgtg cactccaacg gcaataccta cctggactgg 120
[2748] taccagcaga cccccggecaa ggeccctaag ctgetgatcet acaaggtgag caaccggtte 180
[2749] agcggegtge cttecceggtt ttceggatee ggetccggea cagacttcac cttcaccate 240
[2750] tcctecetge aacccgagga catcgecace tactactget tccagtacte ccatgtgece 300
[2751] tggaccttcg gccagggecac caagetgecag atcacc 336

[2752] <210> 92

[2753] <211> 218

[2754]  <212> PRT

[2755]  <213> A LJ+4)

[2756]  <220>

[2757]  <223> &k

[2758]  <400> 92

[2759] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[2760] 1 5 10 15

[2761] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[2762] 20 25 30

[2763]  Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[2764] 35 40 45

[2765] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[2766] 50 55 60

[2767] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[2768] 65 70 75 80

[2769] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[2770] 85 90 95

[2771]  Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg
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[2772] 100 105 110

[2773] Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
[2774] 115 120 125

[2775] Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
[2776] 130 135 140

[2777]  Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
[2778] 145 150 155 160
[2779] Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
[2780] 165 170 175
[2781] Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
[2782] 180 185 190

[2783] His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
[2784] 195 200 205

[2785] Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

[2786] 210 215

[2787] <210> 93

[2788] <211> 111

[2789]  <212> PRT

[2790] <213> A TJ#%)

[2791]  <220>

[2792]  <223> &%

[2793]  <400> 93

[2794] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[2795] 1 5 10 15
[2796] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[2797] 20 25 30

[2798] Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[2799] 35 40 45

[2800] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[2801] 50 55 60

[2802] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[2803] 65 70 75 80
[2804] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[2805] 85 90 95
[2806] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu
[2807] 100 105 110

[2808] <210> 94

[2809] <211> 2118

[2810]  <212> DNA

[2811]  <213> A_LJ¥4

[2812]  <220>

[2813]  <223> &AL
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[2814]  <400> 94

[2815] caggtgcage tgcagcagag cggegecgag gtgaagaage ccggecageag cgtgaaggtg 60
[2816] agctgcaagg ccagcecggceta caccttcacc aactactaca tctactgggt geggecaggee 120
[2817] cceggecagg gectggagtg gatcggegge atcaacccca ccageggegg cagecaactte 180
[2818] aacgagaagt tcaagacccg ggtgaccatc accgccgacg agagcagcac caccgectac 240
[2819] atggagctga gcagcctgeg gagegaggac accgecttet acttctgeac ceggeaggge 300
[2820] ctgtggttcg acagcgacgg ccggggctte gacttctggg gecagggeac caccgtgace 360
[2821] gtgagcagecg ctagcaccaa gggcccatcg gtcttececee tggeaccete ctccaagage 420
[2822] acctctgggg gecacagegge cctgggetge ctggtcaagg actacttcee cgaaccggtg 480
[2823] acggtgtcgt ggaactcagg cgecctgace ageggegtge acaccttece ggetgtecta 540
[2824] cagtcctcag gactctactc cctcagecage gtggtgaccg tgecctccag cagettggge 600
[2825] acccagacct acatctgcaa cgtgaatcac aagcccagca acaccaaggt ggacaagaga 660
[2826] gttgagccca aatcttgtga caaaactcac acatgcccac cgtgcccage acctgaactc 720
[2827] ctggggggac cgtcagtctt cctcttcecee ccaaaaccca aggacaccct catgatctce 780
[2828] cggacccctg aggtcacatg cgtggtggtg gacgtgagee acgaagaccce tgaggtcaag 840
[2829] ttcaactggt acgtggacgg cgtggaggtg cataatgcca agacaaagec gegggaggag 900
[2830] cagtacaaca gcacgtaccg tgtggtcage gtcctcaccg tcctgeacca ggactggetg 960
[2831] aatggcaagg agtacaagtg caaggtctcc aacaaagcce tcccagecce catcgagaaa 1020
[2832] accatctcca aagccaaagg gcagccccga gaaccacagg tgtacaccct geccccatce 1080
[2833] cgggatgagc tgaccaagaa ccaggtcage ctgacctgee tggtcaaagg cttctatcce 1140
[2834] agcgacatcg ccgtggagtg ggagagcaat gggcageecgg agaacaacta caagaccacg 1200
[2835] cctccegtge tggactccga cggetectte ttcctctata gecaagetcac cgtggacaag 1260
[2836] agcaggtgge agcaggggaa cgtcttctca tgetcegtga tgecatgagge tctgecacaac 1320
[2837] cactacacgc agaagagcct ctccctgtet ccgggtggeg gtggagggte cggeggtggt 1380
[2838] ggatcacagg tgcaattgca ggagtcgggg ggaggectgg tcaagectgg agggtceectg 1440
[2839] agactctcct gtgcagcctc tggattcacc tttagtagtt attggatgag ctgggtcege 1500
[2840] caggctccag ggaagggget ggagtgggtg gecaacataa accgegatgg aagtgegagt 1560
[2841] tactatgtgg actctgtgaa gggccgattc accatctcca gagacgacge caagaactca 1620
[2842] ctgtatctge aaatgaacag cctgagagct gaggacacgg ctgtgtatta ctgtgegaga 1680
[2843] gatcgtgggg tgggctactt cgatctetgg ggecgtggea ccecetggtecac cgtetegage 1740
[2844] ggtggaggcg gttcaggegg aggtggttee ggeggtggeg getcccagte tgecctgact 1800
[2845] cagcctgeet cegtgtetgg gtectectgga cagtcgatca ccatctcetg cactggaace 1860
[2846] agcagtgacg ttggtggtta taactttgtc tcctggtacc aacaacaccc aggcaaagec 1920
[2847] cccaaactca tgatctatga tgtcagtgat cggccctcag gggtgtetga tegettetee 1980
[2848] ggctccaagt ctggcaacac ggecctcectg atcatctctg gectccagge tgacgacgag 2040
[2849] gctgattatt actgcagetc atatgggage agcagcactc atgtgatttt cggeggaggg 2100
[2850] accaaggtga ccgtccta 2118

[2851] <210> 95

[2852] <211> 369

[2853]  <212> DNA

[2854]  <213> A TJ¥4l

[2855]  <220>
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[2856]  <223> &%

[2857]  <400> 95

[2858] caggtgcage tgcagcagag cggegecgag gtgaagaage ccggeageag cgtgaaggtg 60
[2859] agctgcaagg ccagcggeta caccttcacc aactactaca tctactgggt geggcaggee 120
[2860] cccggecagg gectggagtg gatcggegge atcaacccca ccageggegg cagecaactte 180
[2861] aacgagaagt tcaagacccg ggtgaccatc accgecgacg agagcagcac caccgcctac 240
[2862] atggagctga gcagcctgeg gagegaggac accgecttet acttctgeac ceggeaggge 300
[2863] ctgtggttcg acagecgacgg ccggggette gacttcetggg gecagggeac caccgtgace 360
[2864] gtgagcage 369

[2865] <210> 96

[2866] <211> 369

[2867] <212> DNA

[2868]  <213> ALJ¥4l)

[2869]  <220>

[2870]  <223> &%

[2871]  <400> 96

[2872] caggtgcage tgcagcaatc cggecgecgag gtgaagaage ctggetccag cgtgaaggtg 60
[2873] tcctgecaagg cctececggeta caccttcacce aactactaca tctactgggt gaggcagget 120
[2874] cctggecagg gactggagtg gatcggegge atcaacccta ccteeggegg ctecaactte 180
[2875] aacgagaagt tcaagacccg ggtgaccatc accgecgatg agagctccac caccgectac 240
[2876] atggagctgt cctcecctgag gtccgaggac accgectttt acttctgecac caggeaggga 300
[2877] ctgtggttcg actccgacgg ccggggette gatttttggg gecagggeac cacagtgace 360
[2878] gtgtcctee 369

[2879] <210> 97

[2880] <211> 732

[2881]  <212> DNA

[2882] <213> A TJ¥%

[2883]  <220>

[2884]  <223> HAk

[2885]  <400> 97

[2886] caggtgcaat tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[2887] tcctgtgecag cctetggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[2888] ccagggaagg ggctggagtg ggtggecaac ataaaccgeg atggaagtge gagttactat 180
[2889] gtggactctg tgaagggccg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[2890] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[2891] ggggtggget acttcgatet ctggggeegt ggcaccetgg tcaccgtcete gageggtgga 360
[2892] ggcggttcag gcggaggteg ttccggeget ggeggetece agtetgeect gactcagect 420
[2893] gceteegtgt ctgggtetee tggacagtecg atcaccatct cctgecactgg aaccagecagt 480
[2894] gacgttggtg gttataactt tgtctcctgg taccaacaac acccaggcaa agcccccaaa 540
[2895] ctcatgatct atgatgtcag tgatcggecce tcaggggtgt ctgatcgett ctecggetee 600
[2896] aagtctggeca acacggecte cctgatcatc tctggectce aggetgacga cgaggetgat 660
[2897] tattactgca gctcatatgg gagcagcage actcatgtga ttttcggegg agggaccaag 720

91



CN 113512120 B Fo5l & 70/101 7
[2898] gtgaccgtece ta 732

[2899] <210> 98

[2900] <211> 706

[2901]  <212> PRT

[2902] <213> A T4l

[2903]  <220>

[2904]  <223> &AL

[2905]  <400> 98

[2906] Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
[2907] 1 5 10 15
[2908] Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
[2909] 20 25 30

[2910] Tyr Ile Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
[2911] 35 40 45

[2912] Gly Gly Ile Asn Pro Thr Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe
[2913] 50 55 60

[2914] Lys Thr Arg Val Thr Ile Thr Ala Asp Glu Ser Ser Thr Thr Ala Tyr
[2915] 65 70 75 80
[2916] Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys
[2917] 85 90 95
[2918] Thr Arg Gln Gly Leu Trp Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe
[2919] 100 105 110

[2920] Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly
[2921] 115 120 125

[2922] Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
[2923] 130 135 140

[2924] Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
[2925] 145 150 155 160
[2926] Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
[2927] 165 170 175
[2928] Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
[2929] 180 185 190

[2930] Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val
[2931] 195 200 205

[2932] Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys
[2933] 210 215 220

[2934] Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu
[2935] 225 230 235 240
[2936] Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
[2937] 245 250 255
[2938] Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
[2939] 260 265 270
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[2940] Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
[2941] 275 280 285

[2942]  Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser
[2943] 290 295 300

[2944] Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
[2945] 305 310 315 320
[2946] Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
[2947] 325 330 335
[2948] Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
[2949] 340 345 350

[2950] Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln
[2951] 355 360 365

[2952] Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
[2953] 370 375 380

[2954] Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
[2955] 385 390 395 400
[2956] Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
[2957] 405 410 415
[2958] Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser
[2959] 420 425 430

[2960] Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
[2961] 435 440 445

[2962] Leu Ser Pro Gly Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val
[2963] 450 455 460

[2964] Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu
[2965] 465 470 475 480
[2966] Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Trp Met
[2967] 485 490 495
[2968] Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Asn
[2969] 500 505 510

[2970] Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val Lys Gly
[2971] 515 520 525

[2972] Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr Leu Gln
[2973] 530 535 540

[2974] Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg
[2975] 545 550 555 560
[2976] Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr Leu Val
[2977] 565 570 575
[2978] Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
[2979] 580 585 590

[2980] Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser
[2981] 595 600 605
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[2982] Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val
[2983] 610 615 620

[2984] Gly Gly Tyr Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala
[2985] 625 630 635 640
[2986] Pro Lys Leu Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser
[2987] 645 650 655
[2988] Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile
[2989] 660 665 670

[2990] Ser Gly Leu Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr
[2991] 675 680 685

[2992] Gly Ser Ser Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Val Thr
[2993] 690 695 700

[2994] Val Leu

[2995] 705

[2996]  <210> 99

[2997] <211> 123

[2998]  <212> PRT

[29991  <213> A_LJ¥4

[3000]  <220>

[3001]  <223> 5%

[3002]  <400> 99

[3003] GIn Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
[3004] 1 5 10 15
[3005] Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
[3006] 20 25 30

[3007] Tyr Ile Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
[3008] 35 40 45

[3009] Gly Gly Ile Asn Pro Thr Ser Gly Gly Ser Asn Phe Asn Glu Lys Phe
[3010] 50 55 60

[3011] Lys Thr Arg Val Thr Ile Thr Ala Asp Glu Ser Ser Thr Thr Ala Tyr
[3012] 65 70 75 80
[3013] Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Phe Tyr Phe Cys
[3014] 85 90 95
[3015] Thr Arg Gln Gly Leu Trp Phe Asp Ser Asp Gly Arg Gly Phe Asp Phe
[3016] 100 105 110

[3017] Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser

[3018] 115 120

[3019]  <210> 100

[3020] <211> 244

[3021]  <212> PRT

[3022] <213> A LJ#%l

[3023]  <220>
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[3024] <223> &%

[3025]  <400> 100

[3026] Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[3027] 1 5 10 15
[3028] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[3029] 20 25 30

[3030] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[3031] 35 40 45

[3032] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val
[3033] 50 55 60

[3034] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[3035] 65 70 75 80
[3036] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[3037] 85 90 95
[3038] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[3039] 100 105 110

[3040] Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[3041] 115 120 125

[3042] Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser
[3043] 130 135 140

[3044] Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser
[3045] 145 150 155 160
[3046] Asp Val Gly Gly Tyr Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly
[3047] 165 170 175
[3048] Lys Ala Pro Lys Leu Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly
[3049] 180 185 190

[3050] Val Ser Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu
[3051] 195 200 205

[3052] Ile Ile Ser Gly Leu Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser
[3053] 210 215 220

[3054] Ser Tyr Gly Ser Ser Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys
[3055] 225 230 235 240
[3056] Val Thr Val Leu

[3057] <210> 101

[3058] <211> 654

[3059]  <212> DNA

[3060]  <213> A LJ+4l)

[3061]  <220>

[3062]  <223> &%

[3063]  <400> 101

[3064] cagtctgeee tgactcagece tgectecegtg tectgggtete ctggacagte gatcaccate 60
[3065] tcctgecactg gaaccagcag tgacgttggt ggttataact ttgtctecctg gtaccaacaa 120
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[3066] cacccaggca aagcccccaa actcatgatce tatgatgtca gtgatcggee ctcaggggtg 180
[3067] tctgatcget tcteccggete caagtctgge aacacggect ccctgatcat ctetggecte 240
[3068] caggctgacg acgaggctga ttattactge agctcatatg ggagcagcag cactcatgtg 300
[3069] attttcggcg gagggaccaa gctgaccgte ctacgtacgg tggetgecace atctgtette 360
[3070] atcttccecge catctgatga gcagttgaaa tctggaactg cctetgttgt gtgectgetg 420
[3071] aataacttct atcccagaga ggccaaagta cagtggaagg tggataacge cctccaatcg 480
[3072] ggtaactccc aggagagtgt cacagagcag gacagcaagg acagcaccta cagcctcage 540
[3073] agcaccctga cgctgagcaa agcagactac gagaaacaca aagtctacge ctgegaagtce 600
[3074] acccatcagg gcctgagete geccgtcaca aagagcttca acaggggaga gtgt 654
[3075] <210> 102

[3076] <211> 333

[3077]  <212> DNA

[3078]  <213> A LJ¥4

[3079]  <220>

[3080] <223> &%

[3081]  <400> 102

[3082] cagtctgcce tgactcagee tgectcegtg tctgggtete ctggacagte gatcaccate 60
[3083] tcctgecactg gaaccagecag tgacgttggt ggttataact ttgtctectg gtaccaacaa 120
[3084] cacccaggca aagcccccaa actcatgatc tatgatgtca gtgatcggee ctcaggggtg 180
[3085] tctgatcget tcteeggete caagtctgge aacacggect ccctgatcat ctcetggecte 240
[3086] caggctgacg acgaggctga ttattactge agctcatatg ggagcagcag cactcatgtg 300
[3087] attttcggcg gagggaccaa gctgaccgte cta 333

[3088] <210> 103

[3089] <211> 218

[3090]  <212> PRT

[3091]  <213> A LJ¥41

[3092]  <220>

[3093] <223> &%

[3094]  <400> 103

[3095] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[3096] 1 5 10 15

[3097] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[3098] 20 25 30

[3099]  Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[3100] 35 40 45

[3101] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[3102] 50 55 60

[3103] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[3104] 65 70 75 80

[3105] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[3106] 85 90 95

[3107]  Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg
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[3108] 100 105 110

[3109] Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
[3110] 115 120 125

[3111] Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
[3112] 130 135 140

[3113]  Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
[3114]1 145 150 155 160
[3115] Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
[3116] 165 170 175
[3117] Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
[3118] 180 185 190

[3119] His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
[3120] 195 200 205

[3121] Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

[3122] 210 215

[3123]  <210> 104

[3124] <211> 111

[3125] <212> PRT

[3126]  <213> A TJ¥4

[3127]  <220>

[3128]  <223> &%

[3129]  <400> 104

[3130] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[3131] 1 5 10 15
[3132] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[3133] 20 25 30

[3134] Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[3135] 35 40 45

[3136] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[3137] 50 55 60

[3138] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[3139] 65 70 75 80
[3140] Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[3141] 85 90 95
[3142] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu
[3143] 100 105 110

[3144] <210> 105

[3145]  <211> 2100

[3146]  <212> DNA

[3147]  <213> A LJ¥4

[3148] <220>

[3149]  <223> HAk
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[3150]  <400> 105

[3151] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[3152] tcctgtgecag cctectggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[3153] ccagggaagg ggctggagtg ggtggecaac ataaaccgeg atggaagtge gagttactat 180
[3154] gtggactctg tgaagggccg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[3155] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[3156] ggggtggect acttcgatct ctggggccgt ggecaccetgg tcaccgtete gagegetage 360
[3157] accaagggcc catcggtctt cccecectggea ccctecteca agagecaccte tgggggeaca 420
[3158] gcggeectgg getgeetggt caaggactac ttccccgaac cggtgacggt gtegtggaac 480
[3159] tcaggcgeee tgaccagegg cgtgecacace ttcceggetg tcctacagte ctcaggacte 540
[3160] tactccctca gecagegtggt gaccgtgece tccageaget tgggcaccca gacctacatce 600
[3161] tgcaacgtga atcacaagcc cagcaacacc aaggtggaca agagagttga gcccaaatct 660
[3162] tgtgacaaaa ctcacacatg cccaccgtge ccagcacctg aactcctggg gggaccgtca 720
[3163] gtcttectet tececccccaaa acccaaggac accctcatga tctcccggac ccectgaggte 780
[3164] acatgcgtgg tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgtg 840
[3165] gacggcgtgg aggtgcataa tgccaagaca aagccgeggg aggagcagta caacagcacg 900
[3166] taccgtgtgg tcagegtcct caccgtectg caccaggact ggectgaatgg caaggagtac 960
[3167] aagtgcaagg tctccaacaa agccctccca geccccatcg agaaaaccat ctccaaagee 1020
[3168] aaagggcagc cccgagaacc acaggtgtac accctgecce catcccggga ggagatgace 1080
[3169] aagaaccagg tcagcctgac ctgectggtc aaaggettct atcccagega catcgecgtg 1140
[3170] gagtgggaga gcaatgggca gccggagaac aactacaaga ccacgectee cgtgetggac 1200
[3171] tccgacgget ccttettect ctatagcaag ctcaccgtgg acaagagcecag gtggecagecag 1260
[3172] gggaacgtct tctcatgete cgtgatgecat gaggectctge acaaccacta cacgcagaag 1320
[3173] agcctctcce tgtctceggg taaaggeggt ggaggatceg geggtggtgg atcacaggtg 1380
[3174] cagctgaage agtcaggacc tggectagtg cagceccctcac agagectgtce catcacctge 1440
[3175] acagtctctg gtttctcatt aactaactat ggtgtacact gggttcgeca gtctccagga 1500
[3176] aagggtctgg agtggetggg agtgatatgg agtggtggaa acacagacta taatacacct 1560
[3177] ttcacatcca gactgagcat caacaaggac aattccaaga gccaagtttt ctttaaaatg 1620
[3178] aacagtctgc aatctaatga cacagccata tattactgtg ccagagccct cacctactat 1680
[3179] gattacgagt ttgcttactg gggccaaggg actctggtca ctgtctctag cggtggagge 1740
[3180] ggttcaggcg gaggtggttc cggeggtgge ggetecgaca tettgetgac tcagtcteca 1800
[3181] gtcatcctgt ctgtgagtcc aggagaaaga gtcagtttct cctgcaggge cagtcagagt 1860
[3182] attggcacaa acatacactg gtatcagcaa agaacaaatg gttctccaag gcttctcata 1920
[3183] aagtatgctt ctgagtctat ctctgggatt ccttccaggt ttagtggcag tggatcaggg 1980
[3184] acagatttta ctcttagcat caacagtgtg gagtctgaag atattgcaga ttattactgt 2040
[3185] caacaaaata ataactggcc aaccacgttc ggtgetggga ccaagetgga getgaaacgt 2100
[3186] <210> 106

[3187]  <211> 354

[3188]  <212> DNA

[3189]  <213> A LJ¥4

[3190]  <220>

[3191]  <223> ik
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[3192]  <400> 106

[3193] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[3194] tcctgtgecag cctectggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[3195] ccagggaagg ggctggagtg ggtggeccaac ataaaccgeg atggaagtge gagttactat 180
[3196] gtggactctg tgaagggeeg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[3197] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[3198] gggegtggect acttcgatct ctggggccgt ggecaccetgg tcaccgtete gage 354
[3199]  <210> 107

[3200] <211> 726

[3201]  <212> DNA

[3202] <213> ALF¥4

[3203]  <220>

[3204]  <223> &AL

[3205]  <400> 107

[3206] caggtgcage tgaagcagtc aggacctgge ctagtgcage cctcacagag cctgtccate 60
[3207] acctgcacag tctctggttt ctcattaact aactatggtg tacactgggt tcgecagtcet 120
[3208] ccaggaaagg gtctggagtg gctgggagtg atatggagtg gtggaaacac agactataat 180
[3209] acacctttca catccagact gagcatcaac aaggacaatt ccaagagcca agttttcttt 240
[3210] aaaatgaaca gtctgcaatc taatgacaca gccatatatt actgtgccag agccctcacc 300
[3211] tactatgatt acgagtttgc ttactggggc caagggactc tggtcactgt ctctagecggt 360
[3212] ggaggcggtt caggeggagg tggttccgge ggtggegget ccgacatett getgactcag 420
[3213] tctccagtca tcctgtetgt gagtccagga gaaagagtca gtttctecctg cagggecagt 480
[3214] cagagtattg gcacaaacat acactggtat cagcaaagaa caaatggttc tccaaggctt 540
[3215] ctcataaagt atgcttctga gtctatctct gggattcctt ccaggtttag tggcagtgga 600
[3216] tcagggacag attttactct tagcatcaac agtgtggagt ctgaagatat tgcagattat 660
[3217] tactgtcaac aaaataataa ctggccaacc acgttcggtg ctgggaccaa getggagetg 720
[3218] aaacgt 726

[3219]  <210> 108

[3220] <211> 700

[3221] <212> PRT

[3222] <213> A LJ¥4

[3223]  <220>

[3224]  <223> %

[3225]  <400> 108

[3226] Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[3227] 1 5 10 15

[3228] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[3229] 20 25 30

[3230] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

[3231] 35 40 45

[3232] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val

[3233] 50 55 60
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[3234] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[3235] 65 70 75 80
[3236] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[3237] 85 90 95
[3238] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[3239] 100 105 110

[3240] Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
[3241] 115 120 125

[3242] Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
[3243] 130 135 140

[3244] Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
[3245] 145 150 155 160
[3246] Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln
[3247] 165 170 175
[3248] Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
[3249] 180 185 190

[3250] Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser
[3251] 195 200 205

[3252] Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr
[3253] 210 215 220

[3254] His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
[3255] 225 230 235 240
[3256] Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
[3257] 245 250 255
[3258] Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
[3259] 260 265 270

[3260] Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
[3261] 275 280 285

[3262] Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val
[3263] 290 295 300

[3264] Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
[3265] 305 310 315 320
[3266] Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
[3267] 325 330 335
[3268] Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
[3269] 340 345 350

[3270] Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
[3271] 355 360 365

[3272] Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
[3273] 370 375 380

[3274] Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
[3275] 385 390 395 400
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[3276] Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
[3277] 405 410 415
[3278] Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
[3279] 420 425 430

[3280] Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
[3281] 435 440 445

[3282] Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val Gln Leu Lys Gln
[3283] 450 455 460

[3284] Ser Gly Pro Gly Leu Val Gln Pro Ser Gln Ser Leu Ser Ile Thr Cys
[3285] 465 470 475 480
[3286] Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr Gly Val His Trp Val Arg
[3287] 485 490 495
[3288] Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu Gly Val Ile Trp Ser Gly
[3289] 500 505 510

[3290] Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr Ser Arg Leu Ser Ile Asn
[3291] 515 520 525

[3292] Lys Asp Asn Ser Lys Ser Gln Val Phe Phe Lys Met Asn Ser Leu Gln
[3293] 530 535 540

[3294] Ser Asn Asp Thr Ala Ile Tyr Tyr Cys Ala Arg Ala Leu Thr Tyr Tyr
[3295] 545 550 555 560
[3296] Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser
[3297] 565 570 575
[3298] Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[3299] 580 585 590

[3300] Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly
[3301] 595 600 605

[3302] Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn
[3303] 610 615 620

[3304] Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
[3305] 625 630 635 640
[3306] Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
[3307] 645 650 655
[3308] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser
[3309] 660 665 670

[3310] Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn Trp Pro Thr
[3311] 675 680 685

[3312] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg

[3313] 690 695 700

[3314]  <210> 109

[3315] <211> 118

[3316] <212> PRT

[3317]  <213> A L4
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[3318]  <220>

[3319]  <223> &%

[3320]  <400> 109

[3321] Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[3322] 1 5 10 15
[3323] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[3324] 20 25 30

[3325] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[3326] 35 40 45

[3327] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val
[3328] 50 55 60

[3329] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[3330] 65 70 75 80
[3331] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[3332] 85 90 95
[3333] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[3334] 100 105 110

[3335] Leu Val Thr Val Ser Ser

[3336] 115

[3337] <210> 110

[3338] <211> 242

[3339]  <212> PRT

[3340] <213> A TJ#%l

[3341]  <220>

[3342]  <223> A%

[3343]  <400> 110

[3344] Gln Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln Pro Ser Gln
[3345] 1 5 10 15
[3346] Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
[3347] 20 25 30

[3348] Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu
[3349] 35 40 45

[3350] Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
[3351] 50 55 60

[3352] Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Phe
[3353] 65 70 75 80
[3354] Lys Met Asn Ser Leu Gln Ser Asn Asp Thr Ala Ile Tyr Tyr Cys Ala
[3355] 85 90 95
[3356] Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly
[3357] 100 105 110

[3358] Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
[3359] 115 120 125
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[3360] Ser Gly Gly Gly Gly Ser Asp Ile Leu Leu Thr Gln Ser Pro Val Ile
[3361] 130 135 140

[3362] Leu Ser Val Ser Pro Gly Glu Arg Val Ser Phe Ser Cys Arg Ala Ser
[3363] 145 150 155 160
[3364] Gln Ser Ile Gly Thr Asn Ile His Trp Tyr Gln Gln Arg Thr Asn Gly
[3365] 165 170 175

[3366] Ser Pro Arg Leu Leu Ile Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile
[3367] 180 185 190

[3368] Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser
[3369] 195 200 205

[3370] Ile Asn Ser Val Glu Ser Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln
[3371] 210 215 220

[3372] Asn Asn Asn Trp Pro Thr Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu
[3373] 225 230 235 240
[3374] Lys Arg

[3375] <210> 111

[3376]  <211> 642

[3377]  <212> DNA

[3378]  <213> ATJ¥4

[3379]  <220>

[3380] <223> &k

[3381]  <400> 111

[3382] gacatcttge tgactcagtc tccagtcatc ctgtctgtga gtccaggaga aagagtcagt 60
[3383] ttctcetgea gggecagtca gagtattgge acaaacatac actggtatca gcaaagaaca 120
[3384] aatggttctc caaggcttct cataaagtat gcttctgagt ctatctctgg gattccttee 180
[3385] aggtttagtg gcagtggatc agggacagat tttactctta gcatcaacag tgtggagtct 240
[3386] gaagatattg cagattatta ctgtcaacaa aataataact ggccaaccac gttcggtget 300
[3387] gggaccaagc tggagctgaa acgtacggtg getgecaccat ctgtcttcat cttccegeca 360
[3388] tctgatgage agttgaaatc tggaactgee tctgttgtgt gectgetgaa taacttctat 420
[3389] cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480
[3390] gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagecag caccctgacg 540
[3391] ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcaggge 600
[3392] ctgagctcge ccgtcacaaa gagcttcaac aggggagagt gt 642

[3393] <210> 112

[3394] <211> 321

[3395]  <212> DNA

[3396]  <213> A LJ+4)

[3397]  <220>

[3398]  <223> &%

[3399]  <400> 112

[3400] gacatcttge tgactcagtc tccagtcatc ctgtctgtga gtccaggaga aagagtcagt 60
[3401] ttctecctgea gggecagtca gagtattgge acaaacatac actggtatca gcaaagaaca 120
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[3402]
[3403]
[3404]
[3405]
[3406]
[3407]
[3408]
[3409]
[3410]
[3411]
[3412]
[3413]
[3414]
[3415]
[3416]
[3417]
[3418]
[3419]
[3420]
[3421]
[3422]
[3423]
[3424]
[3425]
[3426]
[3427]
[3428]
[3429]
[3430]
[3431]
[3432]
[3433]
[3434]
[3435]
[3436]
[3437]
[3438]
[3439]
[3440]
[3441]
[3442]
[3443]

aatggttctc caaggcttct cataaagtat gcttctgagt ctatctctgg gattccttee 180

aggtttagtg gcagtggatc agggacagat tttactctta gcatcaacag tgtggagtct 240

gaagatattg cagattatta ctgtcaacaa aataataact ggccaaccac gttcggtget 300

gggaccaagc tggagctgaa a 321
<210> 113
211> 214
<212> PRT
213> N T34l
220>
223> HK
<400> 113

Asp Ile Leu

1
Glu

Ile

Lys

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

Arg

His

Tyr

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val
Trp
35

Ala
Ser
Ile
Gly
Val
115
Ser
Gln
Val
Leu
Glu

195
Arg

<210> 114
211> 107
<212> PRT

Leu
Ser
20

Tyr
Ser
Gly
Ala
Ala
100
Phe
Val
Trp
Thr
Thr
180

Val

Gly

Thr

Phe

Gln

Glu

Thr

Asp

85

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Gln

Ser

Gln

Ser

Asp

70

Tyr

Thr

Phe

Cys

Val

150

Gln

Ser

His

Cys

Ser

Cys

Arg

Ile

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Pro

Arg

Thr

40

Ser

Thr

Cys

Leu

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Val
Ala
25

Asn
Gly
Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp

185

Leu

104

Ile
10

Ser
Gly
Ile
Ser
Gln
90

Leu
Asp
Asn
Leu
Asp
170

Tyr

Ser

Leu

Gln

Ser

Pro

Ile

75

Asn

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Ser

Ser

Pro

Ser

60

Asn

Asn

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Val

Ile

Arg

45

Arg

Ser

Asn

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Ser
Gly
30

Leu
Phe
Val
Trp
Val
110
Lys
Arg
Asn
Ser
Lys

190
Thr

Pro
15

Thr
Leu
Ser
Glu
Pro
95

Ala
Ser
Glu
Ser
Leu
175

Val

Lys

Gly

Asn

Ile

Gly

Ser

80

Thr

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser
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[3444] 213> N T4

[3445]  <220>

[3446]  <223> A%

[3447]  <400> 114

[3448] Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly
[3449] 1 5 10 15

[3450] Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn
[3451] 20 25 30

[3452] Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
[3453] 35 40 45

[3454] Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
[3455] 50 55 60

[3456] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser
[3457] 65 70 75 80

[3458] Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn Trp Pro Thr
[3459] 85 90 95

[3460] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

[3461] 100 105

[3462] <210> 115

[3463] <211> 2109

[3464]  <212> DNA

[3465]  <213> AT ¥4l

[3466]  <220>

[3467]  <223> &Gk

[3468]  <400> 115

[3469] caggtgcage tgaagcagtc aggacctgge ctagtgcage cctcacagag cctgtccate 60
[3470] acctgcacag tctctggttt ctcattaact aactatggtg tacactgggt tcgccagtcet 120
[3471] ccaggaaagg gtctggagtg gctgggagtg atatggagts gtggaaacac agactataat 180
[3472] acacctttca catccagact gagcatcaac aaggacaatt ccaagagcca agttttcttt 240
[3473] aaaatgaaca gtctgcaatc taatgacaca gccatatatt actgtgccag agccctcacc 300
[3474] tactatgatt acgagtttgc ttactggggc caagggactc tggtcactgt ctctagecget 360
[3475] agcaccaagg gcccatcggt cttcececeetg gecaccctect ccaagagecac ctetggggge 420
[3476] acagcggeee tgggetgeect ggtcaaggac tacttccceg aaccggtgac ggtgtegtgg 480
[3477] aactcaggcg ccctgaccag cggegtgecac accttcecegg ctgtectaca gtectcagga 540
[3478] ctctactcce tcagcagegt ggtgaccgtg ccctccagea gettgggeac ccagacctac 600
[3479] atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagagagt tgagcccaaa 660
[3480] tcttgtgaca aaactcacac atgcccaccg tgcccagecac ctgaactcct ggggggaccg 720
[3481] tcagtcttce tcttccececece aaaacccaag gacaccctca tgatctceceg gacccctgag 780
[3482] gtcacatgcg tggtggtgga cgtgagecac gaagaccctg aggtcaagtt caactggtac 840
[3483] gtggacggecg tggaggtgeca taatgccaag acaaagecge gggaggagea gtacaacage 900
[3484] acgtaccgtg tggtcagegt cctcaccgte ctgecaccagg actggetgaa tggcaaggag 960
[3485] tacaagtgca aggtctccaa caaagccctc ccageccccca tcgagaaaac catctccaaa 1020
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[3486] gccaaaggge agccccgaga accacaggtg tacaccctge ccccatceceg ggaggagatg 1080
[3487] accaagaacc aggtcagcct gacctgectg gtcaaagget tctatcccag cgacatcgee 1140
[3488] gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgec tccegtgetg 1200
[3489] gactccgacg getcettett cctetatage aagetcaccg tggacaagag caggtggeag 1260
[3490] caggggaacg tcttctcatg ctcecgtgatg catgaggetce tgcacaacca ctacacgecag 1320
[3491] aagagcctct ccctgtctee gggtaaagge ggtggaggat ccggeggtgg tggatcacag 1380
[3492] gtgcagctge aggagtcggg gggaggectg gtcaagectg gagggtccct gagactctee 1440
[3493] tgtgcagect ctggattcac ctttagtagt tattggatga getgggtceccg ccaggetcca 1500
[3494] gggaagggge tggagtgggt ggccaacata aaccgegatg gaagtgegag ttactatgtg 1560
[3495] gactctgtga agggccgatt caccatctcc agagacgacg ccaagaactc actgtatctg 1620
[3496] caaatgaaca gcctgagagc tgaggacacg getgtgtatt actgtgegag agatcgtggg 1680
[3497] gtgggctact tcgatctcetg gggecgtgge accetggtea ccgtetegag cggtggagge 1740
[3498] ggttcaggeg gaggtggttc cggeggtgge ggetcccagt ctgecctgac tcagectgee 1800
[3499] tcegtgtetg ggtetectgg acagtcgate accatctcct gecactggaac cagcagtgac 1860
[3500] gttggtggtt ataactttgt ctcctggtac caacaacacc caggcaaage ccccaaactc 1920
[3501] atgatctatg atgtcagtga tcggeccctca ggggtgtetg atcgettete cggeteccaag 1980
[3502] tctggcaaca cggecteceet gatcatctet ggecteccagg ctgacgacga ggetgattat 2040
[3503] tactgcaget catatgggag cagcagcact catgtgattt tcggeggagg gaccaaggtg 2100
[3504] accgtccta 2109

[3505] <210> 116

[3506] <211> 357

[3507]  <212> DNA

[3508] <213> AT ¢4l

[3509] <220>

[3510]  <223> %

[3511]  <400> 116

[3512] caggtgcage tgaagcagtc aggacctgge ctagtgcage cctcacagag cctgtccate 60
[3513] acctgcacag tctctggttt ctcattaact aactatggtg tacactgggt tcgccagtcet 120
[3514] ccaggaaagg gtctggagtg gctgggagtg atatggagtg gtggaaacac agactataat 180
[3515] acacctttca catccagact gagcatcaac aaggacaatt ccaagagcca agttttcttt 240
[3516] aaaatgaaca gtctgcaatc taatgacaca gccatatatt actgtgccag agecctcace 300
[3517] tactatgatt acgagtttge ttactgggge caagggactc tggtcactgt ctctage 357
[3518] <210> 117

[3519] <211> 732

[3520]  <212> DNA

[3521]1  <213> AN LJ¥%)

[3522]  <220>

[3523]  <223> Ak

[3524]  <400> 117

[3525] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[3526] tcctgtgecag cctcectggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[3527] ccagggaagg ggctggagtg ggtggecaac ataaaccgeg atggaagtge gagttactat 180
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[3528] gtggactctg tgaagggccg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[3529] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[3530] ggggtggget acttcgatct ctggggeegt ggcaccetgg tcaccgtcete gageggtgga 360
[3531] ggcggttcag geggaggtgg ttceggeggt ggeggeteee agtetgecet gactcagect 420
[3532] gceteegtgt ctgggtetee tggacagtecg atcaccatct cctgecactgg aaccagecagt 480
[3533] gacgttggtg gttataactt tgtctcctgg taccaacaac acccaggcaa agcccccaaa 540
[3534] ctcatgatct atgatgtcag tgatcggccc tcaggggtgt ctgatcgett ctecggetec 600
[3535] aagtctggeca acacggcecte cctgatcatc tctggectce aggetgacga cgaggetgat 660
[3536] tattactgca gctcatatgg gagcagcage actcatgtga ttttcggegg agggaccaag 720
[3537] gtgaccgtece ta 732

[3538] <210> 118

[3539] <211> 703

[3540]  <212> PRT

[3541]  <213> A L4

[3542]  <220>

[3543]  <223> ik

[3544]  <400> 118

[3545] Gln Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln Pro Ser Gln
[3546] 1 5 10 15

[3547] Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
[3548] 20 25 30

[3549] Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu
[3550] 35 40 45

[3551] Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
[3552] 50 55 60

[3553] Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Phe
[3554] 65 70 75 80

[3555] Lys Met Asn Ser Leu Gln Ser Asn Asp Thr Ala Ile Tyr Tyr Cys Ala
[3556] 85 90 95

[3557] Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly
[3558] 100 105 110

[3559] Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
[3560] 115 120 125

[3561] Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
[3562] 130 135 140

[3563] Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
[3564] 145 150 155 160
[3565] Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
[3566] 165 170 175

[3567] Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
[3568] 180 185 190

[3569] Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro
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[3570] 195 200 205

[3571] Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys
[3572] 210 215 220

[3573] Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
[3574] 225 230 235 240
[3575] Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
[3576] 245 250 255
[3577] Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
[3578] 260 265 270

[3579] Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
[3580] 275 280 285

[3581] Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val
[3582] 290 295 300

[3583] Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
[3584] 305 310 315 320
[3585] Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
[3586] 325 330 335
[3587] Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
[3588] 340 345 350

[3589] Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr
[3590] 355 360 365

[3591] Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
[3592] 370 375 380

[3593] Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
[3594] 385 390 395 400
[3595] Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
[3596] 405 410 415
[3597] Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
[3598] 420 425 430

[3599] Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
[3600] 435 440 445

[3601] Lys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val Gln Leu Gln
[3602] 450 455 460

[3603] Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu Arg Leu Ser
[3604] 465 470 475 480
[3605] Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Trp Met Ser Trp Val
[3606] 485 490 495
[3607] Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Asn Ile Asn Arg
[3608] 500 505 510

[3609] Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr
[3610] 515 520 525

[3611] Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser
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[3612] 530 535 540

[3613] Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Arg Gly
[3614] 545 550 555 560
[3615] Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr Leu Val Thr Val Ser
[3616] 565 570 575
[3617] Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[3618] 580 585 590

[3619] Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
[3620] 595 600 605

[3621] Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
[3622] 610 615 620

[3623] Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
[3624] 625 630 635 640
[3625] Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe
[3626] 645 650 655
[3627] Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu
[3628] 660 665 670

[3629]  Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser
[3630] 675 680 685

[3631] Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys Val Thr Val Leu
[3632] 690 695 700

[3633] <210> 119

[3634] <211> 119

[3635] <212> PRT

[3636] <213> A LJ¥%

[3637]  <220>

[3638]  <223> Ak

[3639]  <400> 119

[3640] Gln Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln Pro Ser Gln
[3641] 1 5 10 15
[3642] Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
[3643] 20 25 30

[3644] Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu
[3645] 35 40 45

[3646] Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
[3647] 50 55 60

[3648] Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Phe
[3649] 65 70 75 80
[3650] Lys Met Asn Ser Leu Gln Ser Asn Asp Thr Ala Ile Tyr Tyr Cys Ala
[3651] 85 90 95
[3652] Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly
[3653] 100 105 110
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[3654] Thr Leu Val Thr Val Ser Ser

[3655] 115

[3656]  <210> 120

[3657]  <211> 244

[3658]  <212> PRT

[3659]1  <213> A TJ¥4

[3660]  <220>

[3661]  <223> &%

[3662]  <400> 120

[3663] Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[3664] 1 5 10 15
[3665] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[3666] 20 25 30

[3667] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[3668] 35 40 45

[3669] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val
[3670] 50 55 60

[3671] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[3672] 65 70 75 80
[3673] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[3674] 85 90 95
[3675] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[3676] 100 105 110

[3677] Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[3678] 115 120 125

[3679] Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser
[36801] 130 135 140

[3681] Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser
[3682] 145 150 155 160
[3683] Asp Val Gly Gly Tyr Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly
[3684] 165 170 175
[3685] Lys Ala Pro Lys Leu Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly
[3686] 180 185 190

[3687] Val Ser Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu
[3688] 195 200 205

[3689] Ile Tle Ser Gly Leu Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser
[3690] 210 215 220

[3691] Ser Tyr Gly Ser Ser Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys
[3692] 225 230 235 240
[3693] Val Thr Val Leu

[3694] <210> 121

[3695] <211> 642
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[3696]  <212> DNA

[3697]1  <213> AL ¥4

[3698]  <220>

[3699]  <223> &%

[3700]  <400> 121

[3701] gacatcttge tgactcagtc tccagtcatc ctgtctgtga gtccaggaga aagagtcagt 60
[3702] ttctecctgea gggecagtca gagtattgge acaaacatac actggtatca gcaaagaaca 120
[3703] aatggttctc caaggcttct cataaagtat gcttctgagt ctatctctgg gattccttee 180
[3704] aggtttagtg gcagtggatc agggacagat tttactctta gcatcaacag tgtggagtct 240
[3705] gaagatattg cagattatta ctgtcaacaa aataataact ggccaaccac gttcggtget 300
[3706] gggaccaagc tggagctgaa acgtacggtg getgcaccat ctgtcttcat cttecececgeca 360
[3707] tctgatgage agttgaaatc tggaactgec tctgttgtgt gectgetgaa taacttctat 420
[3708] cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480
[3709] gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagecag caccctgacg 540
[3710] ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcaggge 600
[3711] ctgagctcge ccgtcacaaa gagcttcaac aggggagagt gt 642

[3712] <210> 122

[3713] <211> 321

[3714]  <212> DNA

[3715]  <213> A LJ¥4

[3716]  <220>

[3717]  <223> %

[3718]  <400> 122

[3719] gacatcttge tgactcagtc tccagtcatc ctgtctgtga gtccaggaga aagagtcagt 60
[3720] ttctcetgea gggecagtca gagtattgge acaaacatac actggtatca gcaaagaaca 120
[3721] aatggttctc caaggcttct cataaagtat gettctgagt ctatctctgg gattccttee 180
[3722] aggtttagtg gcagtggatc agggacagat tttactctta gcatcaacag tgtggagtct 240
[3723] gaagatattg cagattatta ctgtcaacaa aataataact ggccaaccac gttcggtget 300
[3724] gggaccaagc tggagctgaa a 321

[3725] <210> 123

[3726] <211> 214

[3727] <212> PRT

[3728] <213> ALF¥4

[3729]  <220>

[3730] <223> &%

[3731]1  <400> 123

[3732] Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly
[3733] 1 5 10 15

[3734] Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn
[3735] 20 25 30

[3736] Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
[3737] 35 40 45
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[3738] Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
[3739] 50 55 60

[3740] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser
[3741] 65 70 75 80
[3742]  Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn Trp Pro Thr
[3743] 85 90 95
[3744] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr Val Ala Ala
[3745] 100 105 110

[3746] Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
[3747] 115 120 125

[3748] Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
[3749] 130 135 140

[3750] Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
[3751] 145 150 155 160
[3752] Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
[3753] 165 170 175
[3754] Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
[3755] 180 185 190

[3756] Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
[3757] 195 200 205

[3758] Phe Asn Arg Gly Glu Cys

[3759] 210

[3760] <210> 124

[3761] <211> 107

[3762]  <212> PRT

[3763]  <213> A TJ&4

[3764]  <220>

[3765]  <223> &%

[3766]  <400> 124

[3767] Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly
[3768] 1 5 10 15
[3769] Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn
[3770] 20 25 30

[3771] 1Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
[3772] 35 40 45

[3773] Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
[3774] 50 55 60

[3775] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser
[3776] 65 70 75 80
[3777]  Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn Trp Pro Thr
[3778] 85 90 95
[3779] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys
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[3780] 100 105

[3781] <210> 125

[3782] <211> 1344

[3783]  <212> DNA

[3784]  <213> A TJ¥¥

[3785]  <220>

[3786]  <223> ik

[3787]  <400> 125

[3788] caggtgcage tgaagcagtc aggacctgge ctagtgcage cctcacagag cctgtecate 60
[3789] acctgcacag tctctggttt ctcattaact aactatggtg tacactgggt tcgecagtet 120
[3790] ccaggaaagg gtctggagtg gctgggagtg atatggagtg gtggaaacac agactataat 180
[3791] acacctttca catccagact gagcatcaac aaggacaatt ccaagagcca agttttcttt 240
[3792] aaaatgaaca gtctgcaatc taatgacaca gccatatatt actgtgccag agccctcacc 300
[3793] tactatgatt acgagtttge ttactgggge caagggactc tggtcactgt ctctageget 360
[3794] agcaccaagg gcccatcggt cttccceetg geaccectect ccaagagecac ctcetggggge 420
[3795] acagcggece tgggetgeet ggtcaaggac tacttccceccg aaccggtgac ggtgtegtgg 480
[3796] aactcaggcg ccctgaccag cggegtgeac accttcecegg ctgtectaca gtecctcagga 540
[3797] ctctactcce tcagcagegt ggtgacegtg ccctccagea gettgggeac ccagacctac 600
[3798] atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagagagt tgagcccaaa 660
[3799] tcttgtgaca aaactcacac atgcccaccg tgcccagecac ctgaactcct ggggggaccg 720
[3800] tcagtcttce tcttcececcece aaaacccaag gacaccctca tgatctcceg gacccctgag 780
[3801] gtcacatgcg tggtggtgga cgtgagecac gaagaccctg aggtcaagtt caactggtac 840
[3802] gtggacggeg tggaggtgea taatgccaag acaaagccge gggaggagea gtacaacage 900
[3803] acgtaccgtg tggtcagegt cctcaccgte ctgcaccagg actggectgaa tggcaaggag 960
[3804] tacaagtgca aggtctccaa caaagccctc ccagccccca tcgagaaaac catctccaaa 1020
[3805] gccaaaggge agccccgaga accacaggtg tacaccctge ccccatcecg ggatgagetg 1080
[3806] accaagaacc aggtcagcct gacctgectg gtcaaagget tctatcccag cgacatcgee 1140
[3807] gtggagtgge agagcaatgg gcagccggag aacaactaca agaccacgec tccegtgetg 1200
[3808] gactccgacg getecttett cctetatage aagetcaccg tggacaagag caggtggeag 1260
[3809] caggggaacg tcttctcatg ctccgtgatg catgaggete tgcacaacca ctacacgecag 1320
[3810] aagagcctct ccctgtetec gggt 1344

[3811] <210> 126

[3812]  <211> 357

[3813]  <212> DNA

[3814]  <213> AT ¥4l

[3815]  <220>

[3816]  <223> &%

[3817]  <400> 126

[3818] caggtgcage tgaagcagtc aggacctgge ctagtgcage cctcacagag cctgtccate 60
[3819] acctgcacag tctctggttt ctcattaact aactatggtg tacactgggt tcgccagtcet 120
[3820] ccaggaaagg gtctggagtg getgggagtg atatggagtg gtggaaacac agactataat 180
[3821] acacctttca catccagact gagcatcaac aaggacaatt ccaagagcca agttttcttt 240
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[3822]
[3823]
[3824]
[3825]
[3826]
[3827]
[3828]
[3829]
[3830]
[3831]
[3832]
[3833]
[3834]
[3835]
[3836]
[3837]
[3838]
[3839]
[3840]
[3841]
[3842]
[3843]
[3844]
[3845]
[3846]
[3847]
[3848]
[3849]
[3850]
[3851]
[3852]
[3853]
[3854]
[3855]
[3856]
[3857]
[3858]
[3859]
[3860]
[3861]
[3862]
[3863]

aaaatgaaca gtctgcaatc taatgacaca gccatatatt actgtgccag agccctcacce 300

tactatgatt acgagtttgc ttactgggge caagggactc tggtcactgt ctctage 357

<210>
Q211>
212>
213>
220>
223> HK
<400> 127
Gln Val GIn
1

Ser

127
448
PRT

NLF51

Leu

Ile
20

Leu Ser

Val His
35
Ile

Gly

Val
50
Arg

Gly Trp

Ser Leu Ser

65
Lys Ser

Met Asn

Ala Thr
100
Thr

Arg Leu

Thr Val
115
Ala

Leu

Leu Pro
130

Cys

Pro

Gly Leu Val

145
Asn Ala

Ser Gly

Gln Gly
180

Gly

Ser Ser
Leu
195
Thr

Ser Ser

Asn Lys
210
His

Ser

Thr
225

Ser

Thr Cys

Val Phe Leu

Arg Thr Pro Glu

Lys

Thr

Val

Ser

Ile

Leu

85

Tyr

Val

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe

245
Val

Gln

Cys

Arg

Gly

Asn

70

Gln

Tyr

Ser

Ser

Asp

150

Thr

Tyr

Gln

Asp

Pro

230

Pro

Thr

Ser

Thr

Gln

Gly

55

Lys

Ser

Asp

Ser

Lys

135

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Gly
Val
Ser
40

Asn
Asp
Asn
Tyr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200

Arg

Pro

Val

Pro

Ser

25

Pro

Thr

Asn

Glu

105

Ser

Thr

Pro

Val

Ser

185

Ile

Val

Ala

Pro

Val

114

Gly

10

Gly

Gly

Asp

Ser

Thr

90

Phe

Thr

Ser

Glu

His

170

Ser

Cys

Glu

Pro

250
Val

Leu

Phe

Lys

Tyr

Lys

75

Ala

Ala

Lys

Gly

Pro

155

Thr

Val

Asn

Pro

Glu

235

Asp

Asp

Val

Ser

Gly

Asn

60

Ser

Ile

Tyr

Gly

Gly

140

Val

Phe

Val

Val

Lys

220

Leu

Thr

Val

Gln

Leu

Leu

45

Thr

Gln

Tyr

Trp

Pro

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Ser

Pro

Thr

30

Glu

Pro

Val

Tyr

Gly

110

Ser

Ala

Val

Ala

Val

190

His

Cys

Gly

Met

His

Ser
15

Asn

Phe

Phe

Cys

95

Gln

Val

Ala

Ser

Val

175

Pro

Lys

Asp

Gly

Ile

255
Glu

Gln

Tyr

Leu

Thr

Phe

80

Ala

Gly

Phe

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp



CN 113512120 B Fo5l & 93/101 7
[3864] 260 265 270

[3865] Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
[3866] 275 280 285

[3867] Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val
[3868] 290 295 300

[3869] Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
[3870] 305 310 315 320
[3871] Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
[3872] 325 330 335
[3873] Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
[3874] 340 345 350

[3875] Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr
[3876] 355 360 365

[3877] Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
[3878] 370 375 380

[3879] Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
[3880] 385 390 395 400
[3881] Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
[3882] 405 410 415
[3883] Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
[3884] 420 425 430

[3885] Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
[3886] 435 440 445

[3887] <210> 128

[3888] <211> 119

[3889]  <212> PRT

[3890] <213> A L4l

[3891]  <220>

[3892]  <223> Ak

[3893]  <400> 128

[3894] Gln Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln Pro Ser Gln
[3895] 1 5 10 15
[3896] Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
[3897] 20 25 30

[3898] Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu
[3899] 35 40 45

[3900] Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
[3901] 50 55 60

[3902] Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Phe
[3903] 65 70 75 80
[3904] Lys Met Asn Ser Leu Gln Ser Asn Asp Thr Ala Ile Tyr Tyr Cys Ala
[3905] 85 90 95
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[3906] Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly
[3907] 100 105 110

[3908] Thr Leu Val Thr Val Ser Ser

[3909] 115

[3910]  <210> 129

[3911]  <211> 642

[3912]  <212> DNA

[3913]  <213> AT 74

[3914]  <220>

[3915]  <223> &%

[3916]  <400> 129

[3917] gacatcttge tgactcagtc tccagtcatc ctgtctgtga gtccaggaga aagagtcagt 60
[3918] ttctcetgea gggecagtca gagtattgge acaaacatac actggtatca gcaaagaaca 120
[3919] aatggttctc caaggcttct cataaagtat gecttctgagt ctatctctgg gattccttee 180
[3920] aggtttagtg gcagtggatc agggacagat tttactctta gcatcaacag tgtggagtct 240
[3921] gaagatattg cagattatta ctgtcaacaa aataataact ggccaaccac gttcggtget 300
[3922] gggaccaagc tggagctgaa acgtacggtg getgeaccat ctgtcttcat cttccegeca 360
[3923] tctgatgage agttgaaatc tggaactgee tctgttgtgt gectgetgaa taacttctat 420
[3924] cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480
[3925] gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagecag caccctgacg 540
[3926] ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcaggge 600
[3927] ctgagctcge ccgtcacaaa gagcttcaac aggggagagt gt 642

[3928] <210> 130

[3929] <211> 321

[3930]  <212> DNA

[3931]  <213> A LJ¥4

[3932]  <220>

[3933] <223> &%

[3934]  <400> 130

[3935] gacatcttge tgactcagtc tccagtcatc ctgtctgtga gtccaggaga aagagtcagt 60
[3936] ttctecctgea gggecagtca gagtattgge acaaacatac actggtatca gcaaagaaca 120
[3937] aatggttctc caaggcttct cataaagtat gecttctgagt ctatctctgg gattccttcecce 180
[3938] aggtttagtg gcagtggatc agggacagat tttactctta gcatcaacag tgtggagtct 240
[3939] gaagatattg cagattatta ctgtcaacaa aataataact ggccaaccac gttcggtget 300
[3940] gggaccaagc tggagctgaa a 321

[3941] <210> 131

[3942] <211> 214

[3943]  <212> PRT

[3944]  <213> A T4

[3945]  <220>

[3946]  <223> &%

[3947]  <400> 131
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[3948] Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly
[3949] 1 5 10 15
[3950] Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn
[3951] 20 25 30

[3952] Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
[3953] 35 40 45

[3954] Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
[3955] 50 55 60

[3956] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser
[3957] 65 70 75 80
[3958] Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn Trp Pro Thr
[3959] 85 90 95
[3960] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr Val Ala Ala
[3961] 100 105 110

[3962] Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
[3963] 115 120 125

[3964] Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
[3965] 130 135 140

[3966] Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
[3967] 145 150 155 160
[3968] Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
[39691] 165 170 175
[3970] Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
[3971] 180 185 190

[3972] Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
[3973] 195 200 205

[3974] Phe Asn Arg Gly Glu Cys

[3975] 210

[3976] <210> 132

[3977] <211> 107

[3978]  <212> PRT

[3979]1  <213> A TJ¥4

[3980] <220>

[3981]  <223> &k

[3982]  <400> 132

[3983] Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly
[3984] 1 5 10 15
[3985] Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn
[3986] 20 25 30

[3987] Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
[3988] 35 40 45

[3989] Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
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[3990] 50 55 60

[3991] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser

[3992] 65 70 75 80

[3993] Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn Trp Pro Thr

[3994] 85 90 95

[3995] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

[3996] 100 105

[3997] <210> 133

[3998] <211> 2106

[3999] <212> DNA

[4000]  <213> AT ¥4l

[4001]  <220>

[4002]  <223> &AL

[4003]  <400> 133

[4004] caggtgcage tgaagcagtc aggacctgge ctagtgcage cctcacagag cctgtccate 60
[4005] acctgcacag tctctggttt ctcattaact aactatggtg tacactgggt tcgecagtet 120
[4006] ccaggaaagg gtctggagtg gctgggagtg atatggagtg gtggaaacac agactataat 180
[4007] acacctttca catccagact gagcatcaac aaggacaatt ccaagagcca agttttcttt 240
[4008] aaaatgaaca gtctgcaatc taatgacaca gccatatatt actgtgccag agccctcacce 300
[4009] tactatgatt acgagtttgc ttactggggc caagggactc tggtcactgt ctctageget 360
[4010] agcaccaagg gcccatcggt cttcececeetg gecaccctect ccaagagecac ctetggggge 420
[4011] acagcggece tgggetgeet ggtcaaggac tacttccccg aaccggtgac ggtgtegtgg 480
[4012] aactcaggcg ccctgaccag cggegtgecac accttccegg ctgtectaca gtectcagga 540
[4013] ctctactcce tcagcagegt ggtgaccgtg ccctccagea gettgggeac ccagacctac 600
[4014] atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagagagt tgagcccaaa 660
[4015] tcttgtgaca aaactcacac atgcccaccg tgcccagecac ctgaactcct ggggggaccg 720
[4016] tcagtcttce tcttcecececece aaaacccaag gacaccctca tgatctceceg gacccctgag 780
[4017] gtcacatgecg tggtggtgga cgtgagccac gaagaccctg aggtcaagtt caactggtac 840
[4018] gtggacggeg tggaggtgea taatgeccaag acaaagecge gggaggagea gtacaacage 900
[4019] acgtaccgtg tggtcagegt cctcaccgtce ctgecaccagg actggetgaa tggcaaggag 960
[4020] tacaagtgca aggtctccaa caaagccctc ccageccccca tcgagaaaac catctccaaa 1020
[4021] gccaaaggge agccccgaga accacaggtg tacaccctge ccccatceceg ggatgagetg 1080
[4022] accaagaacc aggtcagcct gacctgectg gtcaaagget tctatcccag cgacatcgee 1140
[4023] gtggagtgge agagcaatgg gcagecggag aacaactaca agaccacgece tccegtgetg 1200
[4024] gactccgacg gctecttett cctctatage aagectcaccg tggacaagag caggtggeag 1260
[4025] caggggaacg tcttctcatg ctcecgtgatg catgaggetce tgcacaacca ctacacgecag 1320
[4026] aagagcctct ccctgtctec gggtggcgst ggagggtcecg geggtggtge atcacaggtg 1380
[4027] caattgcagg agtcgggggg aggectggte aagectggag ggtcecctgag actctectgt 1440
[4028] gcagcctctg gattcacctt tagtagttat tggatgaget gggtccgeca ggctccaggg 1500
[4029] aaggggctgg agtgggtgge caacataaac cgegatggaa gtgegagtta ctatgtggac 1560
[4030] tctgtgaagg geccgattcac catctccaga gacgacgeca agaactcact gtatctgcaa 1620
[4031] atgaacagcc tgagagctga ggacacgget gtgtattact gtgcgagaga tcgtggggtg 1680
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[4032] ggctacttcg atctctgggg cegtggeace ctggtcaccg tctecgagegg tggaggeggt 1740
[4033] tcaggecggag gtggtteegg cggtggegge tcccagtetg cectgactca gectgectee 1800
[4034] gtgtctggegt ctectggaca gtcgatcace atctcctgea ctggaaccag cagtgacgtt 1860
[4035] ggtggttata actttgtctc ctggtaccaa caacacccag gcaaagccce caaactcatg 1920
[4036] atctatgatg tcagtgatcg gccctcaggg gtgtectgate getteteecgg ctecaagtet 1980
[4037] ggcaacacgg cctccctgat catctctgge ctccaggetg acgacgagge tgattattac 2040
[4038] tgcagctcat atgggagcag cagcactcat gtgattttcg geggagggac caaggtgace 2100
[4039] gtccta 2106

[4040] <210> 134

[4041]  <211> 357

[4042]  <212> DNA

[4043] <213> AN T4

[4044]  <220>

[4045]  <223> A%

[4046]  <400> 134

[4047] caggtgcage tgaagcagtc aggacctgge ctagtgcage cctcacagag cctgtccate 60
[4048] acctgcacag tctctggttt ctcattaact aactatggtg tacactgggt tcgccagtcet 120
[4049] ccaggaaagg gtctggagtg getgggagtg atatggagtg gtggaaacac agactataat 180
[4050] acacctttca catccagact gagcatcaac aaggacaatt ccaagagcca agttttcttt 240
[4051] aaaatgaaca gtctgcaatc taatgacaca gccatatatt actgtgccag agecctcace 300
[4052] tactatgatt acgagtttge ttactgggge caagggactc tggtcactgt ctctage 357
[4053] <210> 135

[4054] <211> 732

[4055] <212> DNA

[4056]  <213> A T4l

[4057]  <220>

[4058]  <223> A%

[4059]  <400> 135

[4060] caggtgcage tgcaggagtc ggggggagge ctggtcaage ctggagggte cctgagacte 60
[4061] tcctgtgecag cctectggatt cacctttagt agttattgga tgagetgggt ccgecagget 120
[4062] ccagggaagg ggctggagtg ggtggecaac ataaaccgeg atggaagtge gagttactat 180
[4063] gtggactctg tgaagggecg attcaccatc tccagagacg acgccaagaa ctcactgtat 240
[4064] ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagagatcgt 300
[4065] ggggtggget acttcgatet ctggggeegt ggecaccetgg tcaccgtcete gageggtgga 360
[4066] ggcggttcag geggaggtgg ttceggeggt ggeggetecee agtetgecet gactcagect 420
[4067] gceteegtgt ctgggtetee tggacagtcg atcaccatct cctgecactgg aaccagecagt 480
[4068] gacgttggtg gttataactt tgtctcctgg taccaacaac acccaggcaa agcccccaaa 540
[4069] ctcatgatct atgatgtcag tgatcggecce tcaggggtgt ctgatcgett ctecggetee 600
[4070] aagtctggca acacggecte cctgatcate tctggectee aggetgacga cgaggetgat 660
[4071] tattactgca gctcatatgg gagcagcage actcatgtga ttttcggegg agggaccaag 720
[4072] gtgaccgtcc ta 732

[4073] <210> 136
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[4074] <211> 702

[4075] <212> PRT

[4076]  <213> A L4

[4077]  <220>

[4078]  <223> A%

[4079]  <400> 136

[4080] Gln Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln Pro Ser Gln
[4081] 1 5 10 15
[4082] Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
[4083] 20 25 30

[4084] Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu
[4085] 35 40 45

[4086] Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
[4087] 50 55 60

[4088] Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Phe
[4089] 65 70 75 80
[4090] Lys Met Asn Ser Leu Gln Ser Asn Asp Thr Ala Ile Tyr Tyr Cys Ala
[4091] 85 90 95
[4092] Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly
[4093] 100 105 110

[4094] Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
[4095] 115 120 125

[4096] Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
[4097] 130 135 140

[4098] Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
[4099] 145 150 155 160
[4100] Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
[4101] 165 170 175
[4102]  Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
[4103] 180 185 190

[4104] Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro
[4105] 195 200 205

[4106] Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys
[4107] 210 215 220

[4108] Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
[4109] 225 230 235 240
[4110] Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
[4111] 245 250 255
[4112]  Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
[4113] 260 265 270

[4114] Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
[4115] 275 280 285
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[4116] Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val
[4117] 290 295 300

[4118] Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
[4119] 305 310 315 320
[4120] Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
[4121] 325 330 335
[4122] Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
[4123] 340 345 350

[4124] Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr
[4125] 355 360 365

[4126] Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
[4127] 370 375 380

[4128]  Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
[4129] 385 390 395 400
[4130] Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
[4131] 405 410 415
[4132] Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
[4133] 420 425 430

[4134] Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
[4135] 435 440 445

[4136] Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val Gln Leu Gln Glu
[4137] 450 455 460

[4138] Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu Arg Leu Ser Cys
[4139] 465 470 475 480
[4140] Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Trp Met Ser Trp Val Arg
[4141] 485 490 495
[4142]  Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Asn Ile Asn Arg Asp
[4143] 500 505 510

[4144]  Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr Ile
[4145] 515 520 525

[4146] Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu
[4147] 530 535 540

[4148] Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Arg Gly Val
[4149] 545 550 555 560
[4150] Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser
[4151] 565 570 575
[4152] Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
[4153] 580 585 590

[4154] Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
[4155] 595 600 605

[4156] Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
[4157] 610 615 620
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[4158] Phe Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
[4159] 625 630 635 640
[4160] Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly Val Ser Asp Arg Phe Ser
[4161] 645 650 655
[4162] Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Ile Ile Ser Gly Leu Gln
[4163] 660 665 670

[4164] Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Gly Ser Ser Ser
[4165] 675 680 685

[4166] Thr His Val Ile Phe Gly Gly Gly Thr Lys Val Thr Val Leu

[4167] 690 695 700

[4168] <210> 137

[4169] <211> 119

[4170] <212> PRT

[4171]  <213> A L4

[4172]  <220>

[4173]  <223> %

[4174]  <400> 137

[4175]  Gln Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln Pro Ser Gln
[4176] 1 5 10 15
[4177]  Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
[4178] 20 25 30

[4179] Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu
[4180] 35 40 45

[4181] Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
[4182] 50 55 60

[4183] Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Phe
[4184] 65 70 75 80
[4185] Lys Met Asn Ser Leu Gln Ser Asn Asp Thr Ala Ile Tyr Tyr Cys Ala
[4186] 85 90 95
[4187] Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly
[4188] 100 105 110

[4189] Thr Leu Val Thr Val Ser Ser

[4190] 115

[4191] <210> 138

[4192] <211> 244

[4193]  <212> PRT

[4194]  <213> AT ¥4

[4195]  <220>

[4196]  <223> &%

[4197]  <400> 138

[4198] Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[4199] 1 5 10 15
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[4200] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[4201] 20 25 30

[4202] Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[4203] 35 40 45

[4204] Ala Asn Ile Asn Arg Asp Gly Ser Ala Ser Tyr Tyr Val Asp Ser Val
[4205] 50 55 60

[4206] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ala Lys Asn Ser Leu Tyr
[4207] 65 70 75 80
[4208] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[4209] 85 90 95
[4210] Ala Arg Asp Arg Gly Val Gly Tyr Phe Asp Leu Trp Gly Arg Gly Thr
[4211] 100 105 110

[4212] Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[4213] 115 120 125

[4214]  Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser
[4215] 130 135 140

[4216] Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser
[4217] 145 150 155 160
[4218] Asp Val Gly Gly Tyr Asn Phe Val Ser Trp Tyr Gln Gln His Pro Gly
[4219] 165 170 175
[4220] Lys Ala Pro Lys Leu Met Ile Tyr Asp Val Ser Asp Arg Pro Ser Gly
[4221] 180 185 190

[4222] Val Ser Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu
[4223] 195 200 205

[4224] Ile Tle Ser Gly Leu Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Ser
[4225] 210 215 220

[4226] Ser Tyr Gly Ser Ser Ser Thr His Val Ile Phe Gly Gly Gly Thr Lys
[4227] 225 230 235 240
[4228] Val Thr Val Leu
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