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(19) W3R =537 (KR)

)

(11) Iz

10-2023-0075217

(12) /N5 FH(A) (43) FALA 2023305931

(51) = A58+ (Int. CL.) (71) &9

C12Q 1/6883 (2018.01) A= UG ngsd g
(52) CPCS& 7 A E AFEA AFAE 501 (7HE)

C12q 1/6883 (2022.01) (72) LA

C12Q 2600/178 (2013.01) z87
(21) =l 10-2021-0161606 TR AR SddlzeeeHd 50, CE
(22) =17 2021114922 19043 (1%, Ui AED2E

AT 20219119229 (74) dgel

8
A A7 0 F 9@
(54) o] 3 AT U I8 miRNA wlojemtA H ]9 &
(57) 8 °F
w e Al S AEE niRNA vholert] B oole] el w3t Aom, Al diwlste] AlulE
S oA, o] 128 miRNA RER] 2w) ol AF Ee g xAHER, ofF A3lMls Hud A
dol A EoHow 88 9l
o] Z £- %1
2:8: ©/

264
2.4
2.24
2.0
1.8
1.6+
1.4
1.24

-log,o(P value)

1.0
0.8
0.6+
0.4
0.2
0.

&
T

T T T T
12 10 8 6

4 2 0

T T T

log,(Fold Change)

@ hsa-miR-30d-5p

@ hsa-miR-320a

® hsa-miR-877-3p

@ hsa-miR-6879-5p
® hsa-miR-6777-5p
® hsa-miR-548e-3p

@ hsa-miR-6834-5p
® hsa-miR-6864-5p
@ hsa-miR-3156-5p
@© hsa-miR-6728-5p
@ hsa-miR-6717-5p
@ hsa-miR-4458
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g Al A

F7H )

A7 1

hsa—miR-30d-5p, hsa—-miR-320a, hsa-miR-3156-5p, hsa—miR-4458, hsa-miR-6717-5p, hsa-miR-6728-5p, hsa-
miR-6777-5p, hsa—-miR-6834-5p, hsa—miR-6864-5p, hsa-miR-6879-5p, hsa—-miR-877-3p ¥ hsa-miR-548e-3p <9Il
A A9 sht ol el microRAE FEAEOR TS ARME ¥ Aeg volen 2YE

A7 2

A1k oA, A7) hsa-miR-30d-5p, hsa—miR-320a, hsa-miR-3156-5p, hsa-miR-4458, hsa-miR-6717-5p,
hsa-miR-6728-5p, hsa-miR-6777-5p, hsa-miR-6834-5p, hsa-miR-6864-5p, hsa-miR-6879-5p, hsa-miR-877-3p %
hsa-miR-548e-3pt= 717t Als 1 UIA 128] A7 LR o]Rojzl AL SPow s AZNE Sl Aw
& volowA 248

A% 3

hsa—miR-30d-5p, hsa—-miR-320a, hsa-miR-3156-5p, hsa—miR-4458, hsa-miR-6717-5p, hsa-miR-6728-5p, hsa-
miR-6777-5p, hsa—-miR-6834-5p, hsa—miR-6864-5p, hsa-miR-6879-5p, hsa—-miR-877-3p % hsa-miR-548e-3p <ol
A AdEE s o] o] microRNAE A& F v AAE 2&steE AAv s SUE 9§ =45,

AT 4

A3k oA, A7) hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-4458, hsa-miR-6717-5p,
hsa-miR-6728-5p, hsa-miR-6777-5p, hsa-miR-6834-5p, hsa-miR-6864-5p, hsa-miR-6879-5p, hsa-miR-877-3p %

hsa—miR-548e-3p= 747} MAME 1 WA 129] G7|AF & o]Folx AL EFoz st AAME Hud 7

| AR

A3 5

A3 WA A5 5 o= g o] 2AES e ARHE S IAdE J|E.
T3

Aol doAA, A7 71E ,

nfo] A 7o o] L9 AL EHOR = ANE sUH Jdg 7 E.

379 8

e = dH oA, hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-4458, hsa-miR-6717-5p, hsa-

miR-6728-5p, hsa-miR-6777-5p, hsa—miR-6834-5p, hsa—-miR-6864-5p, hsa-miR-6879-5p, hsa-miR-877-3p %
hsa-miR-548e-3p FolA AelH st ]2 microRNAS HdFES S43= A, 2

A7) miRNA 9 S A iz AR #E niRNA 2d 5 vlasts @A E 2des AslbE Sy
go] AVS A ARES A W,

A7 9

AgEel oA, A7l dHAFEL MY A7]ME B4 (Next generation sequencing; NGS), T+@d a4

Sl
(PCR), GAAL a2 AH WS (RT-PCR), 2AAX7F FFE LA 92 (Real-time PCR), RNase H.3Z 2% (RNase

EN

h

X
protection assay; RPA), wlo]zZojdo](microarray), ¥ =% E3¥ (northern blotting) FolA A

_3_
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7l & & oF
B g2 A S5l AEE niRNA vlolerpr] 9l ole] gro gk Fojt},

=ge AAAGoR 30 AW AR 3 shelrl, uskegel ANA £ FRd ARNE FEEe 5

g wAsk ddo] glow, A" v How AEev|de] wWie] gk, zhar akqk 54 A1 fibrillar
%

o
oft
o
Aui
00,
oX,
=)
2
=
L
2
ro
i
N,
=
il
ofN
o
(U
o
o
ok [t

Lysyl oxidase-like 1(LOXL1) &Azb= ARBYS ZF73le] B Ao os)

gkom | ol2] single nucleotide poly-morphisms (SNPs)oll thall A= thoksl Q1% oA ?i:rLﬂ 5101 gk}, st
Aek, Ay AAE LOXLL allele] diFardlA A #&A Wolo] WL WY Fow, BE

1 23 34 Wolr} FHsA %LEP.

r«O

gk, LOXL1 #& ¥ SNPe] w7} A

AAHE ZF2 Y L 39 710 AgslelE PEE 4] a—m.

o[

SN

MicroRNAE 21~237] FEHQE= Axo & mwrd RNA X2, §da HdS xdss Aoz dex

ATH, thE-E<] mRNAS] sz 5% mRNAQ o] o&ty, UFE= dld 2ol W (translation)2] A

A stgExdo] dojdn, AxE E3), 4, AEAFE, JIE 23, AZRgAL &gt AESHA 28
[e3]

s, Fgelt wvky e oje] Wheo] WA ¥ o] M4 n}ol
QupAR o] &3 4= gltka k. el microRNAYE W 7hx]9] thE %A mRNAES FAsta, e 4
t}59] microRNAY] <& x4 HAr}t, Alre] whald Tq &2 xte] oF 60%7F miRNAY o] ZAET),
! —’Fb ArA 2 Ao FRAHORE 7ol 7% s, 53] W extracellular miRNAs(lEE9, hsa-
b-3p)¢ W3E mUHY Foux A2 753 biomarkerES AT F = 7Aool ki ).
old dAtollA Alehe] Wl A% microRNAZF HE FHdow | FH T WA Ay dubsutztsu g
AFell A microRNAS #HE3Y], I ZoldS wa . T3, ARRESWE AT W<=ol A microRNAS
Ested, 2 A3E MEAsuid Exbel Adle] W microRNASE Mgk it AR o). SHAIRE o] AF
@A QT A o]Fojx Fo] ofyun], WAz =19 E3tE oA AlYHAY. ThE AT 943}1;3, A7
o] ¢txzel ARA, Zh g3 AfFoA % microRNAZF AE H AT, microRNAE mRNAS} tjxz o=z A}
AN (biofluid)ol X A3 eFFA (stability)S 7FATH HWhpols A ¥ olyg) thekslt A =4 QA
2 biomarkerS ¥3tslal Qo TNF-a, IL-6, IL-10 59 cytokine ¥ VEGF & growth factor®= <ol A
HE0] =W, ofg] A7k Al nvl Ao,
TS W ok A W oopyEk o Tl fElA], WErEs 2 s, Alag Age
st AAlelth. o AT WEW SuU%e] pathogenesis ol miRNAZF ThE2A 4%
miR-93-5p= PTENS Ao = &}, Wb A A A Z 9 NMDA-induced autophagys Z&3rha sho),

2orr o

=

EI

P 5 535] A15857945 ¢ miRNAE o] &3k <ttt Aghe] o e Xzl ek 7]so] MAlEe Qlar, HlEs
W7 (exfoliation glaucoma) W= A W82t 57 (primary open-angle glaucoma) $HA}e] whamoll A
%)= microRNAY| ™3l Human Molecular Genetics(2018, Vol. 27, No. 7 pl263-1275)e /A= o] glor}, of
A7bA] & o] AR s S g miRNA HpolewbA F o]o] ol tis) JHAlE uf gl
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woage 471sh ge el od mEHE oA, B Uye AsuE Huld g mikNA ol onlA 3
ole] §EE AFehn, Bl dulstel ARl HUlgEelA, ¥ o] nikNA wAFe] 2u] ol A w
v oo 248 A4S Bgond, B e d4sqn.

He] dEd T

A7) EBAE 9AEy] 9ste], ¥ W hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-4458,
hsa—miR-6717-5p, hsa—miR-6728-5p, hsa—miR-6777-5p, hsa—miR-6834-5p, hsa—-miR-6864-5p, hsa—-miR-6879-5p,
hsa-miR-877-3p % hsa-miR-548e-3p oA AeE 3}t o] microRNAE FaAdEo=z ¥3ste= AAHE

U g vpejevtA] 24=E Aledit.

Tk, B w2 hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-4458, hsa-miR-6717-5p, hsa-miR-
6728-5p, hsa-miR-6777-5p, hsa-miR-6834-5p, hsa-miR-6864-5p, hsa—-miR-6879-5p, hsa-miR-877-3p % hsa-
miR-548e-3p FolA AEH s} o] microRNAE HET F A& AAE EFst= AAvE s g8

ZAES Aedt.

T3, 2 Ay A 2AES TEkE ABHlE SUE 98 71EE Al

weh, B odme Ay = dAHo A, hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-4458, hsa-
miR-6717-5p, hsa—miR-6728-5p, hsa—miR-6777-5p, hsa—miR-6834-5p, hsa-miR-6864-5p, hsa-miR-6879-5p, hsa-
miR-877-3p 2 hsa—miR-548¢-3p TollA] A& = 3t} o]d2] microRNAS] T3 FFS S WA, 2

]
ulls

s

i

A7) miRNA 2 L AN gz A8 Y niRNA 28 +F3 vustE 9A S TistE AR

Ao A 98 Ang ATt U ATa).

wigo] g7

Boage ARuE 50 AE nikNA vl onkA R ole] §mol wd Aoz, FgTol thulstel ARuE
STIA, B owe] 12% nikNA W@Fol 26 oY 4T Ei 8F 2FHEE, oF AZHE W A
Holx EvdoR B8 F 9

Aol A ddlF WEr 2 1259 miRNAS A S

ot

T 1& Wl EA8HE niRNA FollA AAME s

gy S g #ek FAE Ul

B O hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-4458, hsa-miR-6717-5p, hsa-miR-6728-
5p, hsa-miR-6777-5p, hsa-miR-6834-5p, hsa-miR-6864-5p, hsa-miR-6879-5p, hsa-miR-877-3p % hsa-miR-
518e-3p FOIA AEE s} ool microRAZ FEAECD Takas AZNE Hul g ol x
ol Ba Ao,

o
T

A}7] hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-4458, hsa-miR-6717-5p, hsa-miR-6728-5p,
hsa-miR-6777-5p, hsa-miR-6834-5p, hsa-miR-6864-5p, hsa-miR-6879-5p, hsa-miR-877-3p % hsa-miR-548e-
3p 27t NGNS 1 A 129 G/ ool o] migrasAu ole] §sHE AL opyt,

B oo A, mho] & RNA(MIRNA)E 4 RNAS] 3 (degradation)E ZAA7| AL EE 259 WS oA A

4 st £ 71 EZ UERRE miRNA
B|al olugl A7) miRNAS] A A (pre-miRNA, pri-miRNA), ©lE3 AE3A 7)%5o] T3 nikNA, o= =49
FEA(S, TEREO By &R0, FAAGE T ®HolA, Hd fFEAE ),

Bodgo] v e 54 AW F= Fgo digk g AA S5 dAF oidabe] 74 (suscept ibility) & B sHE
2, % A7 B Ay e J8S A4 MR JdEA RS A A, EF ZH =E F3 49 g
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AA 9] o S (prognosis)E WA= A L HEFHEZY X2 (therametrics) (7], X5 &5 disk dHE A
F3t7] fste] AA ] AeE EUHP = A) S xdete Jidolrt.
Tk, B w2 hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-4458, hsa-miR-6717-5p, hsa-miR-

6728-5p, hsa-miR-6777-5p, hsa-miR-6834-5p, hsa-miR-6864-5p, hsa—-miR-6879-5p, hsa-miR-877-3p % hsa-
miR-548e-3p FollA AEE 3ht o] microRNAE A& & e AAE xdste A3vs SWd A4

A=l 3 Aol

A}7] hsa—miR-30d-5p, hsa-miR-320a, hsa—miR-3156-5p, hsa—-miR-4458, hsa-miR-6717-5p, hsa—-miR-6728-5p,
hsa-miR-6777-5p, hsa-miR-6834-5p, hsa—-miR-6864-5p, hsa-miR-6879-5p, hsa-miR-877-3p ™ hsa-miR-548e-
spi Z17F AQs 1 UA 120 @r)NAR o] Fojxl Aol wgrHa A olo] @el AL opr,

&7 AAE 7] microRNAol AEF o2 Ajtsle] 14E 4 A7k, 7] microRNAE TFAZASF e AA=
A, FAH QAEE niRUE SolHoR JET F Ut dEs eunFUeHs, Seol, xt 2w
19l Zo] kA AN o]o] FHSHE AL ok,

71 AA= 2371 microRNASl BHE % 5SS fl8 A Ee MHHeR mAE g v AR, A
FA= 3=, HlE=(bead), WAM #F, B, VI, BEJIA, oAA, dF=d, sETdEd,
Az, el 2 AR ol of&E ¢ o, ofd AFEA =t ol AFdHA vk, FAHY =,
71 Y= vpol o', opHd g AESEoHY Fo] ¥, V] &idl= FAF ok, oA tho}
A R e AREAGeA] Fo] xEY, 7] dFedde EFedAd, Frid, 2ud, daddEd %
Arxzuulil SRete]E(9Abs U= Texas red) S0l E3EY, old AFdHA =tt. ol¥T HE 7t
FA=E oA ZAE dFEol AMgE ¢ glal, BgAebE 2ol 540 v Add A es A9 ¢

E g A AMEEE go] "nl7] E Y mlA(diagnosis marker)"@ ARHE HUAS 7R AAE A
AE = AN A PR a5 v BEE, A Axe vste ARHE HuFe] Wy e
BE AE E=5 AN T7F BE A4S Holve ZYEE, Wil e (4 nRNA 5), AE, THH,
Fud £ FH(HAIFH, olIFH, 2¥IEH ) T L f7] AA BEAES ey, 2wl 5A0,
2 gl o] AAHE U A ntAE A AE e 2Z o Ao H|Ee, AAHE HUETY A ZdA
SolHo Wy £ AolE Hol= miRNA Ei= S miRNAS] eyt

2 Aol gof, "etolm"= F2 A 31 9wk $4H 7] (free 3' hydroxyl group)E 7HAlE AVIAMEERA,
AR A0l BlZyo]E(template) 2t A7 (base pair)S FAT ¢ Jdu FF 7te BAS 93 AlF HHow
715 st A AES ousitr. 2 g, A7 FAR] mRNA FFHC AN E = ZEtolH e, g ¥
9 Fo AHg 2A(AE EH, 19 HE wEYSEE EZXLTolE I DNA, RNA ZEHEhA = A}
849 2e F3A) 2 A3 = A FH-XA DNA Ao ANFHors FEgEd S e dUrte &
dawEdleE=sF 2 4 dud, A7 Zegtolne] HHE Hole AHg HF ug debd 4 k. Ay =X
gho]™ AMFL 7] miRNAS] ZEwEHULEE EE o] ARAQ FwEUE = ddsiA JRAY Ha
v flon, E43e AR T8I dHAo|H ALgMEsi

w ool AbgE

|
2AE @ Y

ol F e AT F @] X
oujst=dl, SYHIAFEUEHE
(oligonucleotide) X2H  WA7}= DNA(single stranded DNA) X 2H  o|ZF7}5 DNA(double stranded DNA)
ZEH,RNA ZEH Fo PR Azkd ¢ A, Bt &olatA HAEs7] Hste] sShEgd ¢ vt B ER

ES
Zgtoln By IREHE XAFEoln|tolE x| XA ¥, e 7|E 9 3A"H WS AREEke] §45hA
o2 FAY F Ak, o) FAAMELE D3l Foboll FAE B FHS o]&ste WIAL 4 v, o)
Mol vl-AA dEZe wEs, A, AA FEILEE sty o)t FHARY X3 2 w2 Eo]
= ko] WY, o E W, SHHEA &2 A4A (d: WY EAFYOE, EALEZAHE, EAYZolH|H
olE, JhupHlolE %) mE Fdd AAA|(o: EFAXREQMOE, FAXZUEQO|E )R HFPo]
ATk,

2 oA o] &HE AVIAEL AESH R 45 TS ZE ®WolE nEItd, MEEF JA" Ad
3} AAH FUX(substantial identity)S YEIE AE® X35t Aoz sjAgct. A o, 24X
A sUAF'S B A AEH ¢ tE AMEs AE EHES dakl(align)star, FAlNA E4A
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g g, A 60%0] e, Hs FAHLE 70%

Kel
=
714, 95 B 2 AEAol 70%
= drAgE B g Wl &

1, T3
e Aew A Holel et
wa, B odwe B owye) 242E mgat A SuE A9g sed Bd ol

2 ol JEE 7] ARAHE S IdE 2A4ES o839 47] hsamiR-30d-5p, hsa-miR-320a, hsa-

miR-3156-5p, hsa—-miR-4458, hsa—-miR-6717-5p, hsa—-miR-6728-5p, hsa-miR-6777-5p, hsa—-miR-6834-5p, hsa-
miR-6864-5p, hsa—miR-6879-5p, hsa—miR-877-3p ™ hsa-miR-548e-3p oAl A& =® 3}} o] A2 microRNAS]
ArEe SAToRA AZNE SUES AV 5 At PALeR, 4] JEE RI-PR 712 & dou,

=4

ofell Ags= AL ofdrk. FAARL dz, 7] 7|E= RI-PRS F33H7] 98] d83 A5 848 ¥3she
71EY = 9tk dE 5], RT-P(R 7|E+=, 47] hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-
4458, hsa—miR-6717-5p, hsa—miR-6728-5p, hsa—-miR-6777-5p, hsa-miR-6834-5p, hsa-miR-6864-5p, hsa-miR-
6879-5p, hsa—miR-877-3p 2 hsa—miR-548e-3p FolA] A&= 3t} ©]2] microRNAo| thdlk Eo]x 9l Z}zteo] =
golv] Slow HAE Fu mE gE A% Adold, e $FAGH B g FEE vep), USARE
Y 2B =(dNTPs), TIHEA] 28 LB =(ddNTPs), Tag-E&|wefobAl B A AlaA~et 22 &4, DNase, RNAse
oA A, DEPC——’F(DEPC—water), A 5% XY F glon, A iR o ® AMEE = DNA, RNA & miRNA
of Holxjel xetolv) B LY 5 AUk,

wek, B odme Ay = dAHo A, hsa-miR-30d-5p, hsa-miR-320a, hsa-miR-3156-5p, hsa-miR-4458, hsa-
miR-6717-5p, hsa—miR-6728-5p, hsa—miR-6777-5p, hsa—miR-6834-5p, hsa-miR-6864-5p, hsa-miR-6879-5p, hsa-
miR-877-3p % hsa-miR-548e-3p T olA A& st} ool microRNAS] BdHFES SHs= A &

A7) miRNA 28 FE32S A4 2T A 859 Y niRNA 28 F£E3 HlwskE 9GS Z3elE AARE S
o] Ak 93k ARE A Fehs Wl &3 Hol).
A7) EHREES A A7) E EA (Next generation sequencing; NGS), T &EAAWHS(PCR), HAAL =

o

=
P AAHS(RT-PCR), AANT FFF5A2A9-S(Real-time PCR), RNase H3E #21M(RNase protection
assay; RPA), mlo]laZo]# o] (microarray), % *=4¢ —S—%%}(northern blotting) TolA AEF = 1F o]
o R SAHE= Ao upgstA| g oo st & ofyt).

i)

ojt, HAAE o 3}0:1 ks
Moz daty] g Aew & dwe] Wert o) o ATHA devhe e G sleopl
o A& 74 AelA g Oi A ek Aol

24

& WA AR B AlRE AR SoE 92 F U pEs ARE @ oA ZATE flIY fAE
FE AA S

ABME WA (PEX) #4692 =h of=wk ARgste] /b Ao welsila, & el PR gl
79 ARy dA s diE2T PAE A=Ealth

Mg = el 30 Aol whsS AREER] oF 80~1200] WHE I3 WHE d53hs HAdAM B
T ARAES 9dslel FAste] Axe] dEw Ei Ao F 299 e AT, S 2E
AR SA QAR A SR nastslt

e

= e}

(GNUCH-2019-06-001-002) 7]+ ©]
& uanh. Be e 3 A3 il w0

oA AAE dAAHe F
(e}
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a8 oEw g

# a5 o] | A Eye Baseline Topical Medication
Laterality 10P,
mmHg
1 PEX G 69 F Right 31 Dorzolamide/timolol
PEX G 65 M Left 17 Dorzolamide/timolol, brimonidine

3 PEX G 67 M Right 17 Dorzolamide/timolol, brimonidine,
bimatoprost

4 PEX G 55 M Left 35 Brinzolamide/timolol, brimonidine,
Tafluprost

5 PEX G 64 M Left 37 Dorzolamide/timolol, brimonidine,
travoprost

6 PEX G 83 M Right 20 Dorzolamide/timolol, brimonidine,
latanoprost

7 PEX G 57 M Right 36 Brinzolamide, timolol

8 PEX G 89 M Right 25 brimonidine, bimatoprost

9 PEX G 63 F Right 18 Dorzolamide/timolol

10 PEX G 78 M Left 11 Dorzolamide/timolol

11 PEX G 86 F Right 32 Dorzolamide/timolol, brimonidine,
latanoprost

12 NTG 56 F Left 13 Latanoprost

13 NTG 57 M Left 13 Latanoprost

14 NTG 55 M Left 17 Dorzolamide/timolol

15 NTG 77 F Right 14 Dorzolamide/timolol

16 NTG 72 F Right 15 Latanoprost

17 NTG 76 F Right 17 Tafluprost

18 NTG 76 F Right 14 Latanoprost

19 NTG 74 F Left 12 Dorzolamide/timolol

20 Control 75 F Left 14 None

21 Control 57 F Right 14 None

22 Control 76 F Right 15 None

23 Control 54 M Left 18 None

24 Control 53 M Right 16 None

25 Control 71 F Right 17 None

26 Control 61 M Right 19 None

I0P; <Fek, NIG; A4 <ret =ud(Normal tension glaucoma), PEX; ARAHE HWd(Pseudoexfoliation),
PhacotPCL; A A3} (acoemulsification) B Z¢tal =4+ (posterior intraocularlens insertion), Trab;

A2 A% (trabeculectomy)

2. RNA £

Z RNAE A=A A Ao wre} Ebo]Z(Trizol) LS AICH(RIMIEZAN, v]5)S ARl FE31%ITE. RNAS] &
A2 RNA 6000 Pico Chip(lAHE HAEZA 2, UEHZ)S AFES] Agilent 2100 AE 472 H7lslSd
3, RNA®] “g=gl= NanoDrop 2000 E3FEA A|2~R(ME M 7e, v=)S ARgste] AASHSIT).

3. ZholB g FH 3 RNA A|EA

2z 2 S22 RNAS A FAFY] A H o ulgl NEBNext Us 48 glolBe]g] 4] 7] E(NEBNext Multiplex
Small RNA Library Prep kit)(New England BioLabs, Inc., Ipswich, MA, USA)E o]&35le] zlo|lB g & =48}
At

Zb Al ZF RNA 180pgS oWiE] 1ugoll =polAlolAdstr] f13te] ALg3tia, o]F ofHEH Hol4 =Zeto)m 9l
@ﬂﬁumfzﬂ slo] cDNAE 3Adsisith.golrey] FES 98, ﬂﬁm §$M§%ﬂ€§lﬂiiﬂﬁiﬁ
# 3k Wrro Al microRNAS NGS(Next Generation Sequencing)”]¥ <l RNA sequencings AF&3le] W gAS &

A3} t).
I A3, =1 9 F 20 AAIE vhel o], Mo EAI3I= miRNA Tol A tiERT iy AREE S $4



[0050]

ZIHSd 10-2023-0075217

woll Ao LA Wyl & 12F 9 miRNAE AEsEla, AEE 12F9] miRNA 2E FFo] 7] & 26 iAg
uhe} ol EH T giH] AARE S Sakrel A ”?i%ko] 2vf o) F7F e fASGtE A4S HE )
3H3lth
*x 2
gz o] AR E S Szl ddsko] S e A4S miRNA
miRNA AL (5'->3") 4| Accession Fold | p-value | 2&d&d
Gk Number change W 3}
(Log2)
hsa—miR-30d-5p | UGUAAACAUCCCCGACUGGAAG 1 MIMAT0000245 [ 82.070 0.019 Up
hsa—-miR-320a Cuccccuccaecuucucuuceeaauuc) 2 MI0000542 27.603 0.032 Up
UUCCCGGAGUCGGGAAAAGCUGGGUUG
AGAGGGCGAAAAAGGAUG
hsa—miR-3156-5p [AAAGAUCUGGAAGUGGGAGACA 3 MIMAT0015030 | 0.430 0.034 Down
hsa-miR-4458 GAGCGCACAGAGGUAGGUGUGGAAGAA| 4 MI0016804 0.198 0.036 Down
AGUGAAACACUAUUUUAGGUUUUAGUU
ACACUCUGCUGUGGUGUGCUG
hsa—miR-6717-5p [AGGCGAUGUGGGGAUGUAGAGA 5 MIMAT0025846 | 0.172 0.031 Down
hsa-miR-6728-5p | UUGGGAUGGUAGGACCAGAGGGG 6 MIMAT0027357 | 0.394 0.047 Down
hsa—miR-6777-5p [ ACGGGGAGUCAGGCAGUGGUGGA 7 MIMAT0027454 | 0.210 0.018 Down
hsa-miR-6834-5p | GUGAGGGACUGGGAUUUGUGG 8 MIMAT0027568 | 0.391 0.026 Down
hsa—miR-6864-5p [ UUGAAGGGACAAGUCAGAUAUGCC 9 MIMAT0027628 | 0.401 0.029 Down
hsa—miR-6879-5p [ CAGGGCAGGGAAGGUGGGAGAG 10 | MIMAT0027658 | 0.200 0.011 Down
hsa-miR-877-3p | UCCUCUUCUCCCUCCUCCCAG 11 | MIMAT0004950 | 0.263 0.001 Down
hsa—miR-548e-3p [AAAAACUGAGACUACUUUUGCA 12 | MIMAT0005874 | 0.162 0.020 Down
=35}
9]
3.0 .
2.8 @/
2.6+
2.4-
2.2-
g 2.0
S s
9—'3 1.6-
S 147

1.2+
1.0
0.8
0.6
0.4+
0.2

0.0

log,(Fold Change)

@ hsa-miR-30d-5p
@ hsa-miR-320a

® hsa-miR-877-3p
@ hsa-miR-6879-5p
® hsa-miR-6777-5p
® hsa-miR-548e-3p

@ hsa-miR-6834-5p
hsa-miR-6864-5p
® hsa-miR-3156-5p
@ hsa-miR-6728-5p
@ hsa-miR-6717-5p
® hsa-miR-4458
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