st

S==5 10-2158714 [=1

(19) HaI=ZE3F A (KR) (45) 2L 2020:409€22%
= e — (11) SE¥3E 10-2158714
(12) 55331 (B1) (24) S22 2020098162
(51) AEHEF(Int. Cl.) (73) E31HA
C12Q 1/6883 (2018.01) st AP EG
(52) CPCES A= FHA FHUEd 1, FHYG(SHS)
C12q 1/6883 (2018.05) (72) A
C12Q 2600/156 (2013.01) A A
(21) %%%i 10-2019-0039219 Aelw 234 AEm 77
(22) =944 20191304903 (74) el
AL 2019304903 2 %@T
(56) A3 7|EFAEH
Journal of Clinical Medicine (2019.02.25.)
8:275%
(R #==)
AA Z4&d 0 F 113 A PARSEY

(54) o]l 3 TCF24 AR ddHA7I08AS X8 E H59F I8 S\WP 1A

(57) 8 o

e TCF24 frake] SNPE Edshs, HeWs JAws SNP vir] 248, A7) SN v S HE Ee SF
& e AAE 2Eeke Heus AdE 248, A7 2HES TekE HeHE JdE VE, 9 )
248 B 7EE o83 HeUF IS AT AR Ale ¥l B Aot

2oyl HEdE Adg SN vk 2A4E, HeuE Jdds 24w, HEdR JAdd 71E 9 HEdyE g
< A% AR A el wEw, TCFR24 FA7k o] SdA7Ivdd (NP S = B opAopled A 5
ol B 9Y oS e AdE A vARA ol & v

o X E-x%1

SNP(rs112859779)

I
=

TCF24 gene




S=50dl 10-2158714

(52) CPCE3|&F (56) AP7l=xArtwd
C12Q 2600/158 (2013.01) Yonsei Medical Journal (2017) 58(5):1006-1011

World Neurosurgery (2018) 110:e823-e829
KR101974786 B1
KR101211280 Bl
KR102009838 B1
KR101412649 B1
CN105969889 A

US20150044239 Al
US20100158811 Al
KR1020090117896 A

NCBI, dbSNP, Submitted SNP(ss) Details:
551928903327 (2015.10.16)*

sz Al o3l QW wa

A LFHE 2017M3A9E8033223

237 NEEESE)

SAwe (AR) 7)Y BRATA D

ATFAFA LRA7ENEA

AT A Y Multiple risk assessment of intracranial aneurysm using protein coding
variants and non-genetic factor in a Korean population

7] o & 1/1

I ) 7] o sh S A Y

AT-717k 2018.01.01 ~ 2019.02.28

SAAAAE A




SS50dl 10-2158714

7 A A
FrHY
ATE 1

TCF24(transcription factor 24) A WAdA7ItbE A (single nucleotide polymorphism, SNP)<I
rsl112859779% E3tshe, ¥EWHF g SNP wkA

AT 2
A1l ol A,

A7) TCF24 -7 =Fe] SNPO) rs112859779% M AWM E 29| 26HA FEelLelo|=2 F3et= A9, Wi
o8 SNP Ml 2AE

=

A+ 3

ALl delA, 47 2=

1) GBA(Glucocerebrosidase) F-%1=}2] SNPQI rs75822236,

2) OLFML2A(Olfactomedin Like 24) &4 =}F¢] SNPSI rs79134766,

3) ARHGAP32(Rho GTPase Activating Protein 32) 2 %xFe] SNPSI rs371331393,
4) CD163L1(CD163 Molecule Like 1) -7 %*}2] SNPSI rs138525217,

5) CUL4ACcullin 4A) F3#k2] SNPQI rs74115822,

6) L0C102724084 {7 =Fe] SNP9I rs75861150,

7) LRRC3(Leucine rich repeat containing 3) &%) SNPQI rs116969723,
8) RNF144A(Ring Finger Protein 144A) f-7%#}2] SNPSl rs6741819,

9) FLJ45964 7 A2] SNPQI rs59626274,

10) SPCS3(Signal Peptidase Complex Subunit 3) %12+ SNPSI rs17688188,
11) LINGO2(Leucine Rich Repeat And Ig Domain Containing 2) -A=F2] SNPQI rs56942085, 2

12) MINK1(misshapen/Nck-interacting kinase(NIK)-related kinase 1) OXJX}-O/] SNPQl rs72835045%2 o] Fo] %l
T A AEEE sy o]de] SNPE FUER ESShE B, WEHF g NP vhAH A E.

AT 4
TCF24 A =F2] SNPQI rs1128597798 A& v FZE = A& AAE L¥sl+=, He9HF g =A4E

A3 5
A4glol] lolA, 7] 2AHEL
1) GBA S =Fe] SNPSl rs75822236,

2) OLFML2A -7 =}e] SNPSI rs79134766,



S=S0ol 10-2158714

3) ARHGAP32 -7 #}] SNP?I rs371331393,
4) CD163L1 f71=2ke] SNPQI rs138525217,

5) CUL4A F1AF2] SNPQI rs74115822,

6) L0C102724084 - #F2] SNPSI rs75861150,
7) LRRC3 F3AF2] SNPQ! rs116969723,

8) RNF144A fr-71=ke] SNPSI rs6741819,

9) FLJ45964 -7=2ke] SNPQI rs59626274,

10) SPCS3 7=ke] SNPQI rs17688188,

11) LINGO2 -4 AFe] SNPQI rs56942085, 2

12) MINKL #+312ke] SNPQ1 rs72835045% o]F-o1xl <ol M AEls= sl o] el SNPE A& Ev o3 5 9
= AAE SRR ZFete ], Heus Ads 2=

3736
MAZSE e A=ohs AnRsE, 1024 fiAke] SNl rs1128597799] @S ddste dAE %

Fohs, HEUR AWe 9% 4 AT P,

TCF24 A=k SNPCl rs1128597792] tH&E do] TS ZH§-, HEWF7F wslx] ge Aoz #d
_ e

kel
SAL WY AW R FFEOR AFFHE AR F4E TFSHE A, HEUR WS A% 4n AT W

A7 8

Aeaell AoIA,

71 e MARRE EeE A=A AsRNE,
1) GBA A =}Fe] SNPQI rs75822236,

2) OLFML2A -2 =}Fe] SNPQI rs79134766,

3) ARHGAP32 +x=}Fe] SNPQI rs371331393,
4) CD163L1 -4 =Fe] SNPQI rs138525217,

5) CUL4A -2 =}e] SNPQ rs74115822,

6) LOC102724084 A =}F2] SNPS1 rs75861150,
7) LRRC3 2#F2] SNPQ! rs116969723,

8) RNF144A -7 =Fe] SNPSI rs6741819,

9) FLJ45964 +x=Fe] SNPQI rs59626274,

10) SPCS3 -7 #Fe] SNPQl rs17688188,

11) LINGO2 frAFe] SNPSI rs56942085, %



[0001]

[0003]

S=50l 10-2158714

12) MINK1 f-#=}e] SNPSl rs72835045=2 ©] it ool SNPel WHE A S AAsE

A 7t 2dshs, Hedlys Ads A

ol @
)
2 f
ok 2
o =
rE
)
il
rir
ol

2AT% 9

A8l A, 7] B

flo

1) GBA A A}2] SNPQl rs75822236¢] @& Ao
2) ARHGAP32 €72+ SNP¢I rs371331393¢] th@ & o] ¢ A9,

3) (D163L1 &= =}2] SNPSI rs138525217<] W@ o] €8l A,

5) LINGOZ fr7d=x}e] SNPQI rs56942085<] tif
e oz wEsAG wy 9Y
B A Au AT P

o

373 10
Agedell I, 37 B
1) OLFML2A f-:1xke] SNPQ1 rs79134766°] i@ deo] A 25,

2) L0C102724084 &A=k SNPSI rs75861150¢] thgd do] Cel A $-,

3) LRRC3 #-d=F2] SNPel rs1169697232] thyd do] AQl 7-¢-

4) RNF144A -4 =}2] SNPQl rs67418199] thH & do] T 75,

5) FLJ45964 2 A}2] SNPQI rs596262749] @& Ao] Tl -9,

6) SPCS3 - =F2] SNPel rs176881882] thH & do] Al 7-¢-

7) MINKL f-82ke] SNPQ) rs728350459] th@@ Aol AQ) A%, Ei o]E F B ool 2Fe A, HEFUF}
W sl] ke Ao AL WY S Ge RO JFdE dAE FUIE 2= Zd, HEWURF
S 93k Ju AT P

AT 11

A6aol] oA,

71 JNAIE gl o ofAJoll]l A1, HEHR kS 93 R AlF Y

utgo] A

7l & & of

& S TF24 302k SNPE ek, HE s AEE S\ mh 2A4E, 37] SN e S e Ee oF
g e AAE XFeE Heui IATE 2AAE, ] 2AES X2 HEUF JAdE JE, 4 A
ZAE 2 7|EE o] &3 HeuF AES Y3 AR AT wHo| B3I Holr),

I B

AAGAA BHEA (Genome-wide association study; GWAS)S A3 @ okE uh-gAd st §44 890&
FAMoR FAss AT e wetr, A 0|3t 0zaki(2002) LEAIA HEE AlRE A5 Y
o|th. HapMap EZZAEQ] ¢t P wmpo]mRojgo] 7| w43 Aoz {3 thagAdol] &t AAFHA



10-2158714
50%7FA

p

L

s, o

[<)

SES3
HA ¥CT

Z}A]

=

=

=

=

HA =] o]

g)o] oF 85%

o

=
=

Ay

B

al5
LS

=d (A5

=
=

1, =271,

olo] ¢1x

}

~

3

[0004]

oy
A

s
7K
Ar
e

o

[0005]

o

pE
=

¢

] o
=

!

[}

nucleotide
=

Q713 (single

)
T

24)
A2 Z2HE, TCF24 F7#F9] SNPSI rs112859779¢] f

factor

A=Fe] SNPQI rs112859779

)

7

TCF24(transcription

)

[e]
He

polymorphism, SNP)2l rs112859779
& AR

A

1

-

.

F&]
Al

o}

s

(B3 &3 0001) thetdl=r F/HES] #]10-2017-0134203%
Aol A 2 =W, TCF24

wig o] g
welel
wele] A 4

&

i

[0007]
[0008]
[0009]
[0010]
[0011]

)
—_—

oy

S

O]

o]

o

(single nucleotide
=

71

EREL]
= B9y

L

=i}
=

”

[e]
i

24)

o4 AAE Zhzkel A
ARERRICIEECR

o]

<9

SERE

2o}, "SNP(single nucleotide polymorphism)

L

L

TCF24(transcription factor

)

ol A AF-8-5

A

= [e)
sue

polymorphism, SNP)Ql rs112859779
17-9]ell Al o8] 714 DNA 9171

Tl
=

]
[e]

g AIA

Aol

LR

2
A

S

B2 E e

X
L

[0013]
[0015]
[0016]

skl 7He

=

E50] 9l

il

Al

s

“SNP” o} &85

p
o

e ws}

A

st Ay

5

o

=

=

2.0}7]

o] &

L

L

4], "v}# (marker)"

L

L

ol A A8

A

&l

g A4

pid

&

=

X
L

[0017]

B

0

N

Hlo

=
T

FAN B

L
L

bel

Eu
pul

o] o7t g

=
ke

g o)

L

)

=i

Hr, ¥E

]

o

£, "%E"WF(cerebral aneurysm i+ brain aneurysm)"
A

L
L

MZE X

ol A AR5

A

A

g AIA

fl

3

(Intracranial aneurysm.

X
L

[0018]



[0019]

[0020]

[0021]

[0022]

[0023]

[0024]

[0025]

[0026]

[0027]

I w
At
2
]
2
tlo
ol
l
O

offl |
g
=
I~y
=
0Q
@
=
IS
5
@
=
=
<
w
=]
rlr

. 2 F9F(small aneurysm)+= 15 mm v wke] 2L
ge)(15 WA 25mm), EE (giant)(25 WA 50mm), B ZEH S (super giant)(50mm Z3})o 2 EF
F2 X, 38 F9F(saccular  aneurysm)E 3 EZ(saccular  outpouching)<

wWFol 7 &3k Heolth, @]y FURE BE B B ke 28 ZE 9y 5

42N ot T o 2 e

duorr 2 8

)
F(fusiform aneurysm)©= =7|7} gl B9 5Fol).

e i
ok o
10
11
o
it
r 0
2,

o rix
rr e

PRI /7
o, e

, 737] TCF24 3 =ke] SNPQI rs112859779% A
™ A7) rs1128597799] 9719 HEF LS ¢ =
. A7) rs112859779¢] 4719 tigd Aol Col AL} 1o Ar A

1
1S 92 FEor g5

e
)

Lo,

e

=y

2t

2,

>

o &

[t

2
ELLU
N

o L = A for

i oo o
ol
ol
s
Y,
o,
H
mO

o Do

1o,

&

e T

)

oL o

2

O

e

ok

ol

B

&2

rlo

po

o

il

2

T,

ol

ol

Y

v

e

W)

o

ol
o ¥O

r .

rﬁ: )

i [UE .
o
[ep)
re,
o
o
Mo
offt >

4>
o o o

N 2Rk
s
lo
f
N
L 30

Lo

1 Of

a0

i)
offl > ox,

o
o
=
2
re
rJ
o ML
i
iy,
B
-
wm
2
-
[N}
[o¢]
al
©
AN
3
©
N
)
M
offt g
=
i
™
o)
=2
X0
2

4
T
il

o
&
A AN AR S "tEEE" B "EadaA s

wel v AN A FAA Ao EA
3 H AHgEYIE e, ), S\Pe

be @ fadel ol K vad. dYaade tEde e

25 olg, ol Bol T FR9 WuyAL 2En

=
2ol oA o] wad, A7) HEWHF JAgg SNP vk FAELS 1) GBA(Glucocerebrosidase) A AH]
SNPQI rs75822236, 2) OLFML2A(Olfactomedin Like 2A) 71*}2] SNPQI rs79134766, 3) ARHGAP32(Rho GIPase
Activating Protein 32) -+ SNPQl rs371331393, 4) CD163L1(CD163 Molecule Like 1) - =}2] SNP<Sl
rs138525217, 5) CUL4A(cullin 4A) 2 AF2] SNPQ1 rs74115822, 6) L0C102724084 A =Fe] SNPQI rs75861150,
7) LRRC3(Leucine rich repeat containing 3) A=} SNPQl rs116969723, 8) RNF144A(Ring Finger Protein
144A) FAAFe] SNPQI rs6741819, 9) FLJ45964 A AFe] SNPCl rs59626274, 10) SPCS3(Signal Peptidase
Complex Subunit 3) F&x}¢] SNPel rs17688188, 11) LINGO2(Leucine Rich Repeat And Ig Domain Containing
2) FAAFe] SNPel rs56942085, % 12) MINK1(misshapen/Nck-interacting kinase(NIK)-related kinase 1)
ZApe] SNPQI rs728350450.% o] -ofxl el A A EE= s oo SNPE bR Adshe A g o
olof Agty= AL ofr}.

ELe o Fade] w2 A7) GBA(Glucocerebrosidase) A2l SNPQI rs75822236+= A AHIE 19 26WH A
FEYoEelEE xdel= AY £ lon | AY] rs758222369 G719 HHIAL ¢ £E 1Y 4 Q. B o
ol o AAlofo] whEW | A7) rs758222369] 1719 tig@ Ao] ColAY 19] AR A 7)o I Aol G
A9, HemRrr 2y AoR JdsAY Iy ES 2 TR 5T 4 k. 249 o AAde
w2H, AGRAA A BA AF rs758222367F MR ] oA e FAH Fo4S ze AS &
AR vHEAA oA 1.00)(F 2), 7] NPE o] &5t a&2oR HeuFs Wast 5= Q.

ool o Faoo] whEw, A7) OLFML2A - 2Fe] SNPSI rs79134766+= A AWM & 39| 26H 4 732 QEfo| =2
x3ete Y 7 don, A7) rs791347669 9719 HIFAL ¢ e AY g AT B I A Ao
WER, g7] rs79134766° 719l HHP Aol AojAY Lo FRAQL @S] qiHF o] T B, ¥ e HFIt
WHEA] e Fog FusAY Iy S WE FFEoR 453 & k. 2o A AAde] wmEw, A
FHAA A% B4 AT rs791347667F Mo R el oA e FAH FoAHS e AL FAEGE vl
(AR §9974 0.96) (& 2), 7] SNPE o] 83l E&H o2 HeuFsE Agdsd 5 gl

2ol o Fa oo wEw | A7) ARHGAP32 F-A=Fe] SNPSI rs371331393% M AWM 49 26 A w2 QElol=
& Adets Ad g glow, 7] rs3713313939] 9719 MHBEL ¢ e AY 5 vk 2 2] o AAl

_7_



10-2158714

s=sq

EG bl = R R m TN "R R EOE o W woE RO Mo bl T BT W T N ® iy
%@% ﬂﬂ%@% LT ok © R o _ ,ﬂaﬁ Eﬂwﬁa:ﬂ Eﬂwrﬁwn ﬂﬂ%ﬂ% I = -l i)
ER- (R R T X E oF o ﬂo%ﬂ% ﬂﬂ%m«ﬂ ﬂﬂs__/v,u wE T o X EOE o
B o o, B X W R o & X mo W s Y W~ = B o o, . WP e ) 22 gy
o n % T %ok B of ,F ® ™ Fw 5" of o . T B o g M B T % o of _ T ow D ol
e ow g R T T R T Ew D G i =
o = FE o = mogr o B 3R O Rl el mee w % FoE o R Mg ook o o
SSSCIRRe 25 5 o JFEome T on % e R g _ JE =y TG JE o w I oy =
Cﬂ# ﬂu Gﬂ# B o ) U o B, X T o T = 7 A%J.OAT B —
TN BaTc® P FY Tipept xPlagll  wrpmcae Pmwsiom TP K
o X o X — W _ K o _
KL S gL M%CMﬂ [ s s w%ﬂmﬂym F- PR S .1 kW w%wm%dr. fix
B N dﬂﬂF.o]LA]AZ .0 B o _EATUEH.oWwJ N ﬂa%%o»Z%A]% Mﬂdr_odrj.ﬁ N Lo RN
o 0 O o MM ot O oR q ﬂa < w ) q - ﬂL q 7 X0 AT — o 1JA q o MM s MM ,_AI q R o) OE oR o
= o#a = o#a dﬂ‘l.A_o.lE N ‘mﬂ‘l.A H.Ht ) o ,mv Ny S — B EE dﬂ,lA_o,l_. °
o AR o o b © oK < g = R = © R B I ) o=k = — o5 T oo A N
o X0 _i il = %o i Lt . 3 O N S EE = . O_H oV e’ X o OE ;& il AT Eo EW — e .ht X —
T T E T T W b m P RT T B AR R AT W o RB N o oy T El A R
— o oY — m) = = I — g ) X o 2L ol of = - of & o
N oF W B e N oF W B _ T oy T W o5 B o = %mgo»z]{ ﬁc;a T o o= N W iﬁio i o AR
e T T e ® BT @ng gow sl FER oL Falatn v 0 TH T pdagr® @
= —~ = =~ = = ~ ~ — —_ — T = -
o R T E o o %aﬂaa m%@ T P STl g g M Ty R
X ok = o XN o WE ) wd - of 2 o Ry WY o &Y ST = SRRSO B Mo pi 11
H_._ ﬁl = N HT_ il = N B = q ﬂd Lo _AE ) _ 2] 1 _éﬁ iﬁ Eo <2} BR il EE N H._ o 7 Lt o oy s =r
hy poE R ol L bE ° A I ol 2% QoW = = ° Mo p= & ol RN O W oo B3
g Bon ek BORRIT BBF L Fe 5O HT ow 2T o F STogma ZOT ok S
g PF BpguME Zed Ew SPT e S eugy TORMUE SR B BodT 07 3
0 - RER 0 - e Nro EO EW O,._U_Hl ﬂvL ;ﬂ o N Z.L © Ot X ‘Iiﬁ EO 0 o o) =) © xu WA..O T 2
T X e@NT Xn 5o & 2 JUM%J =g O o LT T oZwmn e R s o W8
PEMO_ 1n_tuUriM2 r_aumﬂ___&ﬁ%u SMV&AX% om H W 0 O T - T Vo 2T oo g o £
T BT Tard O pElx R g M JurmurATWOM_ 5 a0 o WAM%mﬁ% L A
THTH ZxowT ® & " 4 S L - P ZE R g B e 2 T o
0 ~ o = X h - - K " ol e 5 2
S A B JMuCAT%_ﬁ N I " g o) B o RGN B oo i I R T Wmﬂj_/ltWL_E 7
T L P g e dxd EINFEy NS L TTT N % e N e Mmoo
o o X oo 2 o mrwuo% o L Bo o BR oy = o K~ 7% o B X o "N =Z 9 mn 2 K o
X oo o~ wox 2 b S EWEPEE X o R ® Do KN w2 T T X
o%ev % oinev X — k= oy 86apa_n/vw zmﬂo.,%%] & ogn 5 XK = osz,mo7] X = oy = ]
_ CIR SN T g oo Ly 2 RF P R RE F O Ok _ = gy S L AT W o BE P
auo#agoo Zmuoﬂagoo oF N o) F N SN ok Qoo oo o 2 + O T QR s QRE o o oF
‘U_LHJﬁ 15U_LH11D & ) XL 73@4%11. o~ ‘mO‘L!EE < o O mp H &O o N © WI& o oF
PAyp 22 27y s8R TEH g-d 8w 2w Ne IZwlkhe SXTFTAR 0 oo oy o«
FgT s ST 8 SHEGEDR S il - £S28F783 FopTx, Thocd 88Tege o
2] — = ! ~ ! —
TEADP S ENPRD cmuuu@ﬂo% S if Eocor2r 2hEr P 2 e ay 530 wg s g
FEEY RRTPRL 2 IV s o2l g PR s IFFSE Nelel v~ EY <
TTRT 2 g 27N g W T2 pms 275828 - egr B 2 © F 2xXcd8? L
STE - SR E S o eTHRRE B0 8 e Bfa hegEs LT TS L eTag o
~ - ~ : 2 -5 T . e : I - : oo~ -
Sl @%mamz B ,qqml ﬂo»%ﬂﬁml B Ty B LB S . @wmo_ﬂfo Bo.gR =N g
RErH MBI NESoEL N T e IEEMRE NE WS gk BPa UEETE o 0
ERAX FCERAX FARBESC F gt Wy Foldod g Foog®RA L, wT R T WOy WX B
2SS g e Kok s o S RNTYEE RSV S5 =R Wl A% = — R Z S -
2™ . T 2™ . T E W] T T = T =M T <X T S RO T £ ol = T
oo T o TSR T AR BN THEELNTR TETRE TSRS T
DRI e B oW D W g %ériﬂ,\\ %wrmm%@ﬂ B r%wﬁmﬂ B9 R g %ﬁwﬂﬂov% %ér%%mo w
.A]r‘._l.ﬂdﬂ JI .A]r‘._l.ﬂdﬂ Jlm;AﬂO_ﬁEm/ ?%UE#LEOWEO Jl,mﬂﬂ] O_H Jl,ml.AFOE | TO Jlt ﬂ.olﬁro‘l(ﬂ ll,ml,Aﬂ}wmﬂLMﬂ JI
J g g OF wwmb,%oﬁa% P PRTE FHEARE @, 5 17ﬂ%ﬂhx S g A i
mﬂweo@o“mmwﬂmao@o%,7wt0o‘ N o%,%uﬁzﬂobtuoo@wmo%ﬂma,%o%,ﬂﬂ@.o
gL R Ty Re I ER T GWTE N T By O X R T ooy L B TR BN R o q
ﬂ@%% ﬂ@%%@g%%ﬂ oy T OEOE B %R o e E e %R H ~ m e %@g%%%%
Tkl BT oroEl HMHEBBT O Mo XM BHERXTET MMM EET MWT TS BHE @l o
% = =) = = = = =
N N o o o on on on
S S (=] =] =] (=] (=3 (=3
= = = = = S S S



10-2158714

s=sq

TRNR K TN T E TN AN T G G G . - Ly T I nE o - B W
T OE R T OO L, B o8 BB o N N N ~ o . o N R T 2 = T D bo oo
A ofF o ° < F OB T o om e ® 3 3 3 TR A o L 3 5 £ Mo Wk H R
WP = Wy X ST Xm o F F o F  _®T A X =5 25 F By o
L H R of  EmE P o B E E 2 2 0 - 1 0 X 3 W P
o y 2 5 T gs TI OXT XTI FE T Ty TT S o W
- = Ry = ~ ~ ~ ~ = "
TAhWE Mgt ®  mr=S HEooodE o HE W5 Po AR p8 0 Ew oy
5 o1 . T X i <0 B <0 B X9 0 <O of oF = == <F 0 X NS =
P w Fom R oo X == mﬂﬂﬁ : . =~ 7 K B o = o Ko =
U= =P e kg T T TTT T D TG o T T ® 2 %o W g B
o — wr o X s Moo N H Rk xRk oY= o_u_vdr N o VLE 7o
¥ ¥ Cedky 3TELT =) =) ) v c o Ty g O Ry
o M o#a N T 9 X — % Lt ﬂwm MW T ‘w M.o ‘Ul M.o AT ‘Ul N_.o AT ‘UI T M o N wie 11L|_| ‘ul Nro " m d_l Lt MAE ~
TR gw gy ® EgH oy 0K T_ow N _w Nogh °F S8 0z Zq w3
5 B I o B o 2 % °© LT T T T T T o B s Mg o T -
oR Al ® R 70 A 8 %o Uy ol T & & Ari S o8 %o o 2 AN o 5 %) =
™oy o R ooy = oA LE M M = M | =] o T M o= ™ KA
FEIRE g w0 q® T oRyT o T T T T 2 =N ZE8 X 2 &
- T ooy R W o FFE ZuwITTT o2 wid mEe pn T SN w2 S Wb nE
mmﬂ%mwa. LT o ® 22T Uy wpE mi® opli® o g SR g & o W R
o™ H%wuomﬂ% g% 3 P B S mELH mTB omL R she w2 woE wm E” ﬂﬁ%
ko] ;OE A EO SCﬁO _/‘Iﬂ‘:'_u S7ﬂ ﬂ._HI ol [ ]EE Oﬂ
Mo, o F ¥~ i & =S w e T B B 5973 3" = R =
Ty M BE s G T L=y s 2 - 0 IE S BE Sy & 5 0 Mmoo my ww W
CRRRET S OoR e B mANE Tp 2pT ap? cozwew 2o op  TEH OB oo o BB
g Ew g THF LT ETE pgEmy mEdk pwb g R ommy WEL R M i
N = SO LTy imﬂwﬁ%x FL OFTF CmF _mpewnl Mgy _ w5 eRR My 7 ol
B oo oy B OR 2 ° & Ty ®FR_C X T Tog = _ W o o K % = b
%M_émﬂ% m%_ﬂno_%% Mﬂn%ﬂ%ﬂ BT BT L mg D %WMQQMW%WMAT X Mdrwrw iy ol
=l w ogm (PR LTy Loer L 28K RRE g o0 P S~ LTE P oo 2 do
=~ T A, AR 0 Wlo],j.ﬂoq [ F Em © BB F oor N Wﬂucu ™ ogn W Tm O R & Wmﬁ 5 =
TEMEM GTIT g E8® Pueling g0 g0 g0 gxB22Z® 525 g0 o ~ 7 i
N o o = 9 N oo Nm dois o o = 25T BET BFXT BmERN® 4 0% BET ZNH _ dM e &N
PSR R T Ko o mp i yT SE L SE L AE L S T F o LK By 72 mF B o
e ) — = f ) 10 o —~ =
ﬂﬂ#aﬂﬁ DT T W do T A g N A HSy MEx Mg BT - ﬁ%%wwﬂ By PE N L
Lo ‘WE OC ]_ Te) ‘WE \_ﬂmm EO o — 5 BH = m‘._ ‘.W_A m‘._ ..LE mL ..LE HL 0 ~ ‘Mv EW ) iﬁ = E - X EW ﬂAE — 5.0
Cpu®e Tdmpaw, ER2LC &k 2IX 83l 9Tl piely EMe DTV Ve oo o5 T
N — 0 My B o 1 a5 T a3 T =35 7T o R = B TR T 0 CUCE R = "
S m 2 3w X o X o X o T W . S 1 &
SedEE ER5ERE PERNT L _gB B _gF _ZEER ko g g ¥ RS RE ZE
re) B == m R F B3 = N N N oF N ST T & N o — ® - o Nr
25 o o oo S — 3n_AIEWﬂ1ﬂro Nromx_o Nromx_ NromL %0 o0 o x0E Mo . 79 T * =
]oﬂmﬂﬂ% W]oﬂuu%bo Wﬁw ,HVOE B mo B mo B oo ,_E%QM ﬂm_zT B ome B OE W Woﬁ Howm T
SEEes CREI8T T a® L @7 g8 g7 ghaly ©dy BT o0z *x U7 &
- o ~ - = — — — kel - — w0 °% «© - —
,Mﬂa%m e ,dﬂwr‘_mnz ﬁ%@l%ﬂ%ﬂl Ew_v,mﬂ Ew_v,mﬂ Ew_v,mﬂ EuAann_Z- m.‘_WE N <° = Jm_.‘_cl BN S e
TR TN EL2R AT 0 il 1.?@%%@%%@%%@ o 5T g N W CUE WS g MR 5
BT g =G = T JF PR - R - SR S L T oo T o (I
of gL S I ﬁa)mﬂL;eﬂﬁ_t T N T N TN T o B oo ' =~ =N £l B oo X
wI o - g M3 = TP Tl TLR L TGy =B T g M o I - %
o T B QoS =9 kWl 9 i ~ ~ © = 5 m < T oo T X T o ol o
O et [aN] ) [aN] X . ) ;om o < ﬁo ﬂ < ﬁo ﬂ < ﬁo ﬂ < - JyAl ..Lﬁ ) mL ‘)IA ﬁo ﬂ o ‘m: 0 3 =
G+ 8 R FTHE RS T 8T Ny a o AT T T S Tz To T
Enm Lt Wi L. q L q L q L o — N — q = —_— v o
—_ wOOw o, ~ %O e e o o o o N =0 B e wW - o (o B < x AT
- Mo X L P — e AT @l O™ O™ GO m o _w TP RS oo < N
Wbo R Tiewd TR I O o O Zof C o T g P g o T Ty T o
CRT S P, _F @A ET T T T TLRAET PR Lo @l @y P T
3. T PR T " TR 3 HO Y HO Ry HO Ry BO Y o B o T Mo X o s ﬁ_ﬂ = !
,ﬂOI \mﬂ_ a; n_mo dﬂ ‘HOI \mﬂ_ ‘HOI ﬂAlL ,JN dﬂ <t Z.L © m_x ME ,_@o ‘m.._ q‘m& ,_@o ‘mL mmE ,_@o ,mL ME ,_@o ﬁo — lE ‘Mﬂ ~o HE ,_&.o ,mL dﬂ “W — Mﬂ ﬂL Mﬂ Mﬂ ,NL
ey PR FwMRE, FOFgNG o TWE m = m = O NI R A
HME DT EFE Tl oI T T WTS HTINT H I T o ®mW S o o ose m ok
) = % = ) = = ) 5 ) ) =)
S fse) S IS < < < < < < < <
S S =] =] (=] (=] (=] (o] o o o o
=) =) S S =) S =) =) =) =) =) =)



[0049]

[0050]

[0051]

[0052]

[0053]

[0054]

[0055]

[0056]

SSS0ol 10-2158714

o}

ol A pHdo wzw ] HEdF AaE ZAHAELS 1) GBA FAAe] SNPS] rs75822236, 2) OLFML2A -F
AxFe] SNPSI rs79134766, 3) ARHGAP32 A =Fe] SNPSI rs371331393, 4) CD163L1 -dAke] SNPSl rs138525217,
5) CUL4A f-31#F2] SNPQI rs74115822, 6) LOC102724084 A=k SNPSl rs75861150, 7) LRRC3 H# &kl SNP<I
rs116969723, 8) RNF144A 7 =}e] SNPQI rs6741819, 9) FLJ45964 - =}e] SNPQI rs59626274, 10) SPCS3 3
2] SNPQ! rs17688188, 11) LINGO2 f-A=be] SNPSl rs56942085, % 12) MINKL frAzke] SNPl rs72835045%
o] ol FolA MEEHE Fu o] SNPE HE i FES £ e AAE FE xFeE AY £ Qo

U, old] Al#EE A ot
A

s

b

rr ol

w

A ARANA AgEE gol, "S\PE AEE i AAT = A7) P v 2RO EFE P
NPl Eoldom AFel AT 4 YEF

“SNP mFAE TEE e AAT = 7] SNP mk

ol

ol
w2
=
o
lo,

(L7
2,
il

o T o g

1 jo Jz E\ N
ol
B
4
e
(&
vl
%)
i)
o
rlr
m
%)
1
(o
fr
N,
ol
5
4
e
(K
fr
.
i
3
P,L‘
rlr
PO
o,

fr g
> of\ £

fo 4 [
o g

T
+

f
N
w2
Z,
o
of\
el
2
>
oo
i

Ir

K
)
o
o
s
o
i)

ot o

o
AL X
o
k=)
i)
i)
ki)
i)
=
30,
(o
+
f
o
&
=
>
8
4
g
=
to
Rufi

i fr
ofk
_V;‘
R
o
rot
s
oX,
—_>‘4-"4
Gl
oflt
oX,
P,E
N
o
:Iol:t
>
fr ©
nj
N
o
o rlo
ki

[e]

S B
%
ol
=
to
fu)
r
to
o
Y
P,L‘
)
ox
f
)
o
e
fo
e 7
©
(o
o
o
N,
w2
=
o)
Gl
ke
%
P,L‘
rir
il
ic)
r
it
=

WA AR N AFEE = Fof "ZEfol "=, FS AF 31 Wk A48l (free 3' hydroxyl group)E 7h
A7 MEE FEAR HEHolE(template)$} H71% (base pair) & FAE + JiL FF 7t BALE 9
g e S MIS uidit. Zdlolvs HHEI GF LN L 2nN TS (S,
A Moz B AHAER)S A A F Aol 4714 wEY Al = ER X AT o]EL] EA|3lol A
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o] rs371331393, 4) (D163L1 -+A=e] SNPSl rs138525217, 5) CUL4A 2=Fe] SNPel rs74115822, 6)
L0C102724084 712k} SNPQI rs75861150, 7) LRRC3 f-7AFke] SNPQI rs116969723, 8) RNF144A f-72Fe] SNPQI
rs6741819, 9) FLJ45964 -7 =Fe] SNPSl rs59626274, 10) SPCS3 f-2Ake] SNPel rs17688188, 11) LINGO2 %
ZFe] SNPSl rs56942085, 2 12) MINKI -FrA=te] SNPQl rs72835045% o] Folzl oA HEEE s} o4t
SNPe] HEAS AAst= dAE FUHE Eddste AY = .

2o A oo waw, A7) HEdF AdS 3 AR AF EE 1) GBA AR SNPSI rs758222362
Ea gl Cel A9, 2) ARHGAP32 Hx1=}¢] SNPQl rs371331393¢] tida do] Gl 49, 3) CDI163L1 HA=Ate]
SNPSl rs138525217¢] thg@ o] ¢l ZH9-, 4) CUL4A 1A SNPQ rs74115822¢] tig&E o] 61 A$-, 5)
LINGO2 =12k SNPQIl rs569420852] tie€d@do] 6ol A9, BE o5 & & o9 =3 4%, HsWF7t
el Zlo g AgetAY i YIS =& FFEoR dFFE BAE FUE E3sE Ad F Ut
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29 o FEod mEw, 4] Hesui As A AR AF WES 1) OLFML2A ko] SNPd
rs7913476691 P do]l ASl AL, 2) L0C102724084 =1 =}e] SNPSI rs7586115091 g o] ol 4%, 3)
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T = oY =¥ AS, H5uUFsr 2 2e Ao AdeAY By 9Fe Be FFog dFde
GAE F7tE x¥sE AY U

e A FEde wEW, Y] Heas Jus 9% AR A Wy 7Hzﬂi$E1 2od A2 AR
HE, LOX FH1A T A9 149 Ade] 2054 7] (rs2303656), AEHE 159 A Ho] 488WA 1~
(rs3900446), A g3 159 A g9l 678HA 7] (rs763497) 2 o] 59 =3e] rﬂ%@é%l% golste SAE
T2 E3ste A 5 Q).
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v d Fddel mad, A7) Heus JAds A8 AR A P2 AAERE
3

vaE BB ARR
o] MEwE 389 Aol 3264 971(rs1072737)9] AP EAE A= dAE F7h=

F TS 9% AR AF WielAdr] SN oA e AEL I
&8l WS o] &3t TAAMY & F don, oF B9, AFUE t-7A
t-test), ZFo]-=#Ho] ZA(Chi-square test), A

analysis), thd¥z 228 37 EA (multiple logistic regression analysis), WEF ¥4 (meta-analysis) %
S B3] ¥& A5 W (continuous variables), Ao ¥4 (categorical variables), t-5H](odds ratio, OR)

=
3 3N EA(linear regression line
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SSE4d 10-2158714
W 95% A F7F(confidence interval, CI) 59 WS o]&3slo] BAE 4= 9},

9o 5
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2 9% AR AT PRl hEw, TR FAR 4] GAAVITEA (WP E BT E olAolRlolq Y
ol Wy 9% ol mE ATE A ARA ol 8T + v

EHe] 7l
<1. 13719 =H&AF JAEE SNP vFA 7>
T 12 GBA A SNPE o] &3 HEFWF Adk S vERd o),

T 2% GWAS Z2¥E wistet Z3o2 vehd Zdoe|t)h, Wikbde AGFAaA 24 dAH (P-value= 5 x 10-
8)& FEAlskE Aot
T3S ARHGAP32 £-A=Fe] SNPQl rs371331393 ®WolAle] $1x] + 500kbol sk A9 =
s EHOoRA, 7] =W 2509 HEWF 2} P 204% o] tiRzat (A=, g, 1¥st, %hﬂé, A
5, ¥4 2 M F8 845 2A)AA rs3713313939F | E W0k %*é% YEbdth, XFS A%
AA (M) E JERNIL, YEHS P-3E -loge® W& FAE Jepdr. 2y mlERE 29U GWASAIA 71

Sou)F Avde UERRE rs371331393 WolAlE LFERNM (P = 9.3X10 ), 39S rs371331393 #o] A9
500kb W& ©& SNPE UERTE.

=49 AE RNF144A -AAFe] SNPSI rs6741819 WHolAe] 91x](+ 500kb)ol] ik xS
el EHSREA, 7] EHE 25089 HEHF A 9 2049e] dx2a (A", 4
AEF, F94 2 U F8& 845 2A)ANAY rs67418199F =5 W Fobe %*é% LPEMJB}. X%% A A
AA ML) E VYERNAL, YEHFES P-#E -logp= W FXE JEhdr. Bl ntERE 249 GVASelA 9

rs6741819 WMol A= LFERHH (P = 4.0X10 ), 3] MAE 6741819 Wo]# <] 500kb ] the SNPE vpEbwiT),
s

T 49 BE ©od- xiu eQILE o] &-3}o] HAl A (n=175)° 4] rs6741819 WolA|e] wdTFS el
oo X F2 AR vehla, ¥ 52 £9-%Estd {4 2d SE5S UEhdn 4
%&%(Ref)/tﬂ%ﬁé(m) Ny AL o)A /uloly dgPF A FUsIt.
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S 2A, 7] EHE 25089 WEWF 2 9 2049e] gzt (<
=, —E—OL 9 47kx] F2 245 )M rs10522709F w5 Fole] A
Ab)E eI, Y5S P-#e -logp® W& FAE yehdn. HepAd v

AEY, T, A

rs1052270 Mol A2 LERNH (P = 4.0X10 ), 3| AAE 11052270 Hol ] 500kb Ule] th= SNPE vhEbuITH

% 49 DE THA-AE QLS o]&ate] 3k A (n=225)°1 4] rs1052270 WolAe] wAFES UE Ew o)
. X F& FAAEE e, ¥ 2 &9-558tE fAA dd S yEpdth, Adr] WolAl fAxE e
F2H Rel)/NEF (Alt) HEF AL wlo] A /utoly dHF A7} L3It

= 59 A& EDNRA f-31#Fe] SNPQI rs6841581 wlolAe] 91X (£ 500kb)ell thgh X|H EFZ(regional plot)<S U
Elle EHo A, A7 =W 25089 wHewR a9 204% o] dixa (A%, A, 1d¥8st, Iy, 1K
g3, A 2 A F8 242 A9 rs67418199F M Fele] AW Uehit. XEFL G4 ¢
A1) E YERNAL, YHS P-3S -logp® WS 25 vepdth, R nfERE 299 GVASH A <

rs6841581 WMol A= LR (P = 4.0X10 ), 3] MAE rs6841581 WMo & <] 500kb o] the SNPES vbebwic),

= 59 B 2 (= WAU-AE QILS o] gate] A=A (B) (3587 AZ, effect size = 0.38, p = 5.2X10 )
ER D TR %
rs6841581 WolAe
W FES e

R (H2AE)C) (3357) W, effect size = 0.21, p = 1.2X10 )ollA<]
EHolth, X F2 FAAE S vEda, ¥ F& ¢9-g53d FdA
A3 o] A2 (Ref)/tNH t‘é(Alt) fHdde do]A /o]y tiyHE Azt

= L
_Q
OL
N
e

o

2

o

20

N
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[0082]

[0084]
[0086]

[0088]

[0089]

[0090]

[0092]

[0094]

[0096]

[0098]

[0099]

sE50] 102158714
sYstrt.
<2. LOX(Lysyl oxidase) fAX}2] SNP o83 HFHF o>
6 Al 4o o] ] Em o 107]9] SNPoke] At &
72 A 40 A 9] wEmFel 10712 SNPe] uiAlE AuA B AaES yepig.
<3. SOX17(SRY-box 17) frZA+e] SNP o] &% HTHF Ach>
& AN 4ol ] wEulFel 47)2] SNPebe] Ak #4 AntE ek
AN 4ol o] v EuF vt 4709 SNPe] 1A A AnE depd,

1%
i)
K%
Ll
T
o
£
v

k1

k1

k1
¢

k1
©
rr

ofst 1AL Axd % APAE Fajo] mrk A A
GNHoz AP A% A0 BAY W o5 AA

<1. 13719 ¥HEAF AGFE SNP vpA >

= oF
e o
2 ne
i)
2
2 —_—
= L
_?L _4
0_1_4 (
i il
e
>~
=
rlo £
o Y2
o
L o
Lo
2
r
i)
ot
tlo

®owgds $£33%r] 93 ZIE(cohort)E FH AAM |
FAER e, dolguel~ =18 H8, 284 = Y HEFTY
el x5 233em, GWAS dAollA, d& (saccular) 2 AFEA (sporadic) ¥H &

2 e
o BAE BASYT. =, 79, AR, 994, % A9 SUF, @ Y B e s

1=
BT
©

N

= F AW EE A% AL A9 AN 9 Y wE A7) B

A9 29 we B, 2) HEANY, FAY Y w43 2 44T FuA 2, 3

e ARIAAN MEUR wE AFuE 2Ee] U@ AEHe] 9, 4) FNEW EE dzselnyol
A

T3, AY, d¥, Bgd HEWRF == F0e F9y g I A, n8Y, I, aAg8E, 4, ¥
wFo 7158 T o WeE sl oR 7SS AESNen, FuFe A7), AW £33 1 7
3, B (G e B0 fid g9z HEE AESNY. B AFE 21 A4 Hde 94 AF ¢
A3l 9d FA=ATH(No. 2016-3, 2017-9)

HAlY 2: FARE A (Genotyping) B ME FF #&] (sample quality control)

A% DNAE HiGeneTM Genomic DNA Prep Kit (BIOFACT, Whdl, 3t=p)E o] &35te] At L tixae dxgdoo
ZRE F539T. AV AEEY FHAE B4 98, <13F Al version 19(build 37)& 7|Hlo R §fal,
FHolAol A4S EHe, 5wkl At miAE xS 757 SNP7F EEE AxiomTM Asia Precision
Medicine Research Array (PMRA) 7]E (Thermo Fisher Scientific, MA, USA)E Al&stgtt. zH& Abl/A4
(indels)E E8lali= 798,1487]9] Wo] & 508,192719] Wol7} tg 7|Ze T4 Hryl AAS ER59 (A
A% call rate = 95%, holul th@fax WEOAR) = 0.01, % 3hc]-upelw FHNE) p-gk = 1X10),
I WolE o] &3le GWASE 3 3}Sitt.

AAd 3. BAH A

w4 (Descriptive analysis)> 7H8¢ % WFE W FAF(NEE)E AHEste] #2
FE ZAET. 2 a3y = 27HA FgE g AT ol

3 7ol wEk JAA(FE, o], Y, G S

gt a4 (multivariate logistic analysis)S <33R o &

TX, USA)S o] &3te] afakaint. ma AdfAda 48 248 47 779 ugd dAE =4e F, —’"‘?7} 4
A g BE Slel A HewlR e tigh $E FH WolE gRlekr] s 3

@ (https://www.cog-genomics.org/plink/1.9/)% ©] &3},

vl1l.2 (Stata Corp.,

E, GIASIA ] FAH A4 AP S Boe] AF EAA fol4 (statistics pover) & AT e,
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3719 e 7HAe &3], Genetic Power Calculator (http://pngu.mgh.harvard.edu/~purcell/gpc/)ES A}
£} 5% FE HEWF IH; HrH 53 2d(additive effect model)ollAe] Q =n](odds-ratio,

OR): D-prime 0.8: 1:1.189] A& F-thz HE: 2 5X10 (AZGAA §o ) B3] 1 og 1)

.
FrHH o R AF o] BAA 15149 AFustEd W 999 o] HudA HEUH 3kap Alolo] A AHAS
HrrstR o, GNASA A AAdFAAe ABAdS depdE /I Heolxle id FFo gk f31%8 d%S (3
3}7] 9lall, Genotype-Tissue Expression (GTEx v7) (https://gtexportal.org/home/)S ©o]&3fe] ©d %= W
3 FAHA FHAF (expression quantitative trait loci, eQIL)ES ®Astgith. wslet Z3 (Manhatt
plot) ¥ X9 #H ZF(regional association plot)S Z+z2+ R #71A v3.4.09 "qgman" "=
(https://cran.r-project.org/web/packages/qgman) L LocusZoom v1.3 (http://locuszoom.org/)
o] tt.

A3 1: AT 9@ dixTe] FAF EA &9l
Ao 1o 7IAE 7EoR A (AFPT) E dE2T(uEap) S FFHEgen, oo B4 7] # 14 7IAH
o] 9}, FAHoR, 546 =, 250 HEWF(intracranial aneurysm, [A) AR EFHa, YA

o 2 8

2062 HgAH(HNEL)Z EFEAY. 7] F 2570 A¥E, 28 (Hypertension, HTN), Tz (Diabetes
mellitus, DM), 22X ¥ Z(hyperlipidemia) % & W& E74]7H zZlol = i, HERTde HeUF SFxHg
A (p < 0.001). A7 HsWF 32} T AF9Ys} &4 (subarachnoid hemorrhage, SAH) % H|3dA w5
F (unruptured intracranial aneurysm, UIA)7} A% 3xte= Z42; 1517 (60.4%) 2 999 (39.6%) Sk, =3t
HEdWF gz T e A5 95 (Anterior—circulation aneurysms)al(n=221, 88.4%), 7] A€t
s Fe T s (niddle cerebral artery)(n=71), HnlE%5 ™ (anterior communicating artery) T A

)] 59 (anterior cerebral artery) (n=50), W75 (internal carotid artery)(n=38) % ZuEzw

(posterior communicating artery)(n=53) 9 = i}e}ytt}.

#£ 1

b MEDT (=250) CHED (a=296) P
o}, ) 146 (58.4) 154 (52.0 0.74
HE, A 593408 52.1+1.0 < 0.001
02 U (Hypertension), B (%) 93 (37.2) 88(29.7) 0.865
S (Diabetes mellitus), H(%) 17 (6.8) 37(12.5) 0.001
X2 FHyperlipidemia). Z(%) 29 (11.6) 27(9.1) 0476
= H(Cigarette smoking). (%) 26 (10.4) 37(12.5) 0.615
T8 8- (Principal components), E*

=8 841 0.0014 -0.0012 0.169

=0 R[4 2 -0.0002 0.0001 0.656

8 84 3 -0.0010 0.0008 0.039

=8 84 4 -0.0011 0.0009 0.031
IHE ArEH(Rupture status), N (%)

HIZIEE ==Y FUIA) 99 (39.6) - -

A|F=afor EE(SAH) 151 (60.4) : =

s ar E9] HolHE B £ L BF + EFOA HAT
¢ b P ghe T =ead 39 mudA Bobe.

* 0l TR QAT MY FHSHE Fo 24 A4S Fdste] FAE.
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9 47k F8 84 (principal components)E AT T, WAAFAA ATEA (genome-wide association
study, GIAS)S %3, p-gtel 1X10° wluke] QA4 AwAdS Yehli, 5 315709 S\P(indel ¥£3)E H33}
A= 2)

tgo =2, Ao 315782 SNP % pairwise A#E 9 (linkage disequilibrium)o] 0.8 "Wkl SNPE A A3}A
i, ARGAA §o4 A A (genome-wide significance threshold)Sl 5 x 10 mwhe] p-zke UEU= % 29
el SNPE AdEekgivh. AEE SNPel FAIARD W& 8] & 2] ZIAISHAT.

b3

#Z 2

A=
FER SHH.  sNp S (class) Mm® MAF  OR° L85 Ues’ 7

Folg®
FRDMZ 1p36.21 161773133 inmwen C/A 016041 032 023 043 3.6E-13 042
GBA 1q22 1s73822236 RI3SH CT 033001 16140 5386 48360 11E-19 100
FMO4 19243 13737926  E281F CT 016037 036 027 050 18E-10 032
RNFId44 2p251 16741819 inwon CT 013037 025 018 036 40E-14 .72
FLI45964 2q373 99626274  stop-gained  C/T 013036 026 018 037 S8E-14 071
LINC01237 2q373 178458145 inton G/A 01704 02 017 033 31E-15  0.68
SPES3 49342 rs17688188  intergenic G/A 011033 027 019 038 60E-13 073
TCF24 8q13.1 112859779 G1418 CT 01033 019 012 028 33E-16 094
Corfa2 9223 112330582 intergenic AG 033018 243 179 331 15E08 020
LINGG? 9p211 156042085  infron G/A 01003 611 320 1164 39E-08 078
TMOD! 092233 1052270 inwon CT 027042 041 030 056 27E-08 015
SUSDI 9313 170461840 intron T/C 013002 692 355 1349 14E08 063
LINCO0474 9331 14079583 interzenic CT 041024 245 182 331 46E-09 024
OLFMI24 99333 170134766  A20ST G/A 00737 014 000 021 LTE-19 0.9
MTEOV 11q133 176853873  intron CT 016037 033 024 046 1IE11 043
ARHGAP3? 11q243 1371331393 stop-pained  G/A 032002 4357 2184 8603 03E-27T 100
CDI3L1 12p1331 1s138525217  splice-site C/T 031001 7588 3213 17970 62E-23  1.00
SLC2414 12p1331 1118107419 intron C/A 014039 025 017 035 14E-14 067
DRAMI 12q232  1s7964241°  intergenic AG 033021 240 181 342 20E-08 025
CUL44 13g34  rsT4115822  intergenic G/A 019003 625 358 1090 11E-10  0.80
LINCG2130 16p13.12 1s11646803  inwon CT 028048 045 035 0358 43E-10 006
LIOCIO2724084 16q232  1s75861150  infron T/C 002016 014 007 028 13E-08  1.00
SCARFI 17p133 13744644 E630D G/C 018035 039 028 0354 60E09 026
MINE1 17pi32 72835043 inwen G/A 011033 025 047 037 LTE1Z 079
SLC#7AL 17pl12  r2440154  intron G/A 028013 267 190 375 14E-08 026
NAP4-451 19q1332 35300389  inwon GC 032/04 038 029 049 34E-13 023
DSCAM 2Mq222 15727333 infron C/A 014038 026 018 036 3TE-14 (.60
LRRC3 219223 1s116969723 P3P G/A 0114035 024 016 034 38E-15 081

SLCI44-481 22g123 5117308778 intron TC 021007 374 243 373 2.0E-09 0.36

* L95, lower 95% confidence interval; OR, odds ratio; U95, upper 95% confidence interval.
% ar M/m, & HESE A (major allele type)/% HHE A (minor allele type)

* b MAF, A (9d%) 2 g2 (LE2%)9 dHFdAE E(ninor allele frequency)

¢t OR, 95% A= 73 2 P-gk& A=, A4, 18¢, 99, IAES, 59 2 1 8 848 2%
T, g =gy 39 E4dA4 —%Xé%.
¢ d: z+ SNPE] =A4A 24 (power )= A-714t2] Genetic Power Calculator

(http://zzz.bwh.harvard.edu/gpc/cc2.html)S ©]838t] FAHHAL, 3719 IFeHE AH&siglth: 5% &
o] ¥FWF Wy, tixat Ao MAF, F714 &7 BP9 OR, D-prime 0.8; 1:1.189 AF-djxa H&

(U 2060 /A8 2504 = 1.18), 2 5X10 (AZGAA Go F2)e 6 1 o] 1L

« e pairwise AT BHFWD, r < 0.8)o]A ERE 1709 SNP: rs7964241 2 rs56168082 (r =0.81):
8

rs2440154 2 rs228966 ( =1.0)

o

TA RO ARHGAP32 (11q24.3) Aol 91X8}= rs3713313937F HEwF Ao glojA 7F4 Fon s AaA
EFom (R = 43.57, 95% A T7F 21.84-86.95: p = 9.3X10 ) (= 3), GBI 44 Ao 9)xat=
rs75822236 SNP S Mg wlF FAo| oA Fowd ARHS YEHeH(0R = 161.46, 95% CI 53.86-
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[0137]
[0139]

[0141]

[0142]

[0144]
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483.60; p = 1.1 X10 ), A7) wole] A% mzwolAe] "' fadFAE HEUF Ao "¢ fPPA
o H)3l FFAWCHMAF = 0.01 vs 0.33). S, (DIG3LI §AA 3' BHA H (untranslated region, UTR) 4
o 93k rs138525217 SNPelA e "T" tigd AL cE2A Yelhue, 2 g3 I (effect size)E HojFrh

(MAF 2315 /t] %% = 0.31/0.01, OR = 75.98; p = 6.2X10 ).

wal, F7bH oz 4709 SNP[rs75822236 (R535H, GBA, 1¢22), rs112859779 (G141S, 7CF24, 8ql3.1),
rs79134766 (A208T, OLFML2A, 9q33.3), rs3744644 (E639D, SCARFI, 17pl13.3)] = Z=7F&el W2 SNPel
rsb9626274 (stop-gained, FLJ45964, 2q37.3)& A dAte] <dsstel v adz A=< 21432 daio] 98-S
133l

ARA o WEwF wwln fpeEsle] | GBA, TCF24, OLFMLZA, ARHGAP32, CDI63L1, CUL4A, LOC102724084, 2
LRRC3 +72F el 91418 SNPE 0.8 o) SAIA fods JeblW, RNFI444, FLJ45964 SPCS3, LINGOZ,
MINKI 5722 Zdell $1x18k= SNPE= 0.7 UlA] 0.89] SAIA #F9948 Y= vb, 7] 13719 SNPE o] §-35}¢]

A=)

Hee] 2 AdE dServ d ofFE gk d f85H o8 4 3.

A5d 3. GU-AFE QTL ¥4

7] AEle] 2014 AEE SNP vhA Q] Ao dHARE A5ty Y sy F2 AYS sttt
TAFo R, 45709 QIZF Ao 2RE AL 707 o] AMES o] &3 TFU-ME eQTL(single-cell eQTL) &
Ao A, 37e] SNP7F waake] Golmer FolE EMATHp < 1X10). TFARHOZ . rs6741819 (RVFI444,
202515 p = 4.0X10 )= 2A zAoA slak-2AHA (1757 ME . effect size = -0.36, p = 1.5X10 )
= 4A, B), rsl052270 (TMODI. 9q22.33; p = 2.7X10 )= w8 2 oA Arek-z 4w e (2257) AMZ  effect
. -10

size = 0.42, p = 8.6X10 ) (& 4C, D).

-4

WSk, rs6841581 (EDNRA, 4931.22; p = 6.5X10 )= A=(F=) (3587 ME, effect size = 0.38, p = 5.2X
107) 2 o] wHE X PO FR(ATAR) (3357 BE, effect size = 0.21, p = 1.2X10) B5FolA 4
F-2HE A (%= 5).

<2. LOX(Lysyl oxidase) f-d#}2] SNP o] &% HFHF >

AAd 1. 9T g

T V)l A BARdSH o2 ¥ (saccular shape) & 2t Aoz SlE HEHF Ak 807, AL
xpe] vo] 2 AW viRE tixs 808 EAST. 7] HEHFolA, B d e 5 A '
TR mE A9 THRE At dxae, 49 718, T 28 Be A T Ze v
2 A Ags ALY, e I B A Ae f& datst b9 39 £ A7) o @9 29es
e, wiRE SRR AT, A, A9, Had HeuR Be AFdgst 89 22 494 34, ¥
oh, B, aAES, 54, 97 75 S ol ¥MaE agste] 98 US5e ARSI, e A7,
AANCIY =& E= 9 &), 2 F(dEs = 59)d tid daxd ¥es A=y, & A= 4
A el o Ald fl1dslel ofs) s A=A (No. 2016-31).

AE A, AU FATAA, e 5 438 (53.80) 0L, H A" 57.1 + 1294, AFHs
=9 T2 41851300 Aol AN dEkstt. EuE xek ddste], e di(n = 73, 91.3%)7F
Uaat o] ZEHE[dY: WAdEH, n = 15 duee = ddiHs™, n = 21; SAWHEH, 0= 25; #
TuEEY, n =12, Fd FUFI AdE A 759 (93.80) 0, AFHE FH] Mo gle A
AT, F kel LS, B, aAES R FAo TAELS FosH vE=EA &gt

LOX 32 e ddd”] gd-d9 Hesodi 3 7eAde dBdeS A6 f18ke, digddel gt
SNPinfo(https://snpinfo.niehs.nih.gov/)¢] LD TAG SNP A=A (TagSNP)ZXF-E]e] UE 9 Z==-(JPT+CHB)

HapMap ©lo] €M 6] 2 (Phase 11)ol4] 9172373 (linkage disequilibrium, LD; r < 0.8)& A8&d & LOX &
AALY] 5'-AFF e} 3'-5LF Alolo] 9XE 1070 Bl L(tag) SNPE AP rh(AEdHE 14 A AGHE 21 F

_17_
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k1
o

SNP

k!

A9
e

rs2303656

5'-TACGCATGATGTCCTGTGTAGCGAATGTCACAGCGCACAACATTGTTGGTATAGTCAGATTCAGGAACCAGGTAGCT
GGGGTTTACACTGACCTGGGCAACACAAAGAGTTCCTCAGTATTTCTTTTTCCATAGGGCTACAATAAGGAAATTGTTAA
TGAGGACTTAGCTAAATCAAGCAGGGAAGGGATTTTAACTTAAGTAA[G/T I TGGTTAAACTCTGGAGACGTTATGGAAA
GAGACTGCATATTTTCCCCTGAAGTTCTTTAAAATAAGACAGATTAGATTAGATTAGATTGTTTATAAATAGTTTGAGGA
TGTATAATTGCTTCCAATACCATGATTATTTAACATTTGAATCCAGAGAAGAGGGCCTATTGATCTGCAATATCAATATA
TGATATATTTTCAAAGGTCTTTACCTTTAGGATATAGTTTCCAGGTTTTACATCTGTAATATCAATCCACTGGCAGTCTA
TGTCTGCACCATAGGTATCATAACAGCCAGG-3'

14

3900446 =
rs763497"

5'-

GAGCATGCAACCTAAATCCCTCATATGCACAGTTCACAATGGGGTTCACGCTCATATGAGAATCTAATGCCATGATTGAT
CTGACAGGAAGCAAAGCTCAGGTGGTAATGTGAGGAAAGAGGATCTTGGTAAACATGCTATTGTAAGTTTAATGTCTCTA
CTCCCCTTCCGAGAACCCCATGTCTCCTTACTGGGAAACTTCAAGTCAAATGGTTTTAGGATTTACTGACAGAGGTTACT
TGCTAGTATGAATTTGAGAAATTCATGGGAGGTACCTCACCAGGAACCCAAAAAATGGAATTTTTGACGTGGGGAGTGTC
TGTAAATACAGATGAAGCTTCACTTGCTGGCCCACTGCTCACCTCCTGCTGTGCAGCCCAGTTCCTAACAGGGATGGTAC
TGGTCCGTGTCCTGGGGTTTGGGAACCACTGGTTTATTGAAAAGACATTCTGCTGGGTTGGTATGGAGCCCAAGTTATAT

TTGGGTT[A/G] CACATTAGGGACTACTTCTTGTGATTTTGAGCCTAAATTATAATAAACTCTAGATATACACACCCTA
TGCCTATCAGAATAGTAATGAAGGGGTAAATGGCCCCCAACACAAGTGGCAATGGTTTTTGGAATAATACCAAAAGCCAA

CGAAATGTGATGGAGATTTACTGAAGCTAAGCIA/G "TTAATTTTGGGGATAGGATGTTCTCGATGTAGGCCTAGATGT
ATGCAGCATCGTGTAAGGCTATCTATTAAAGAAGTCTAAAAAATTCACTTGTGATATTGAGTCATAAAGTTGGTTTTTAA
TCCATTCTCAACAGACTCTCAATTT-3'

15

rs10040971

5'-TCTAGCTCAGGGCATCAACAAACAGTACAAAAATGAGAGTGCAAATGAATAAATAAATGGAGAATGGATGAATAAAT
TAAGGAATTATAAAAATTAAGAAAAAACTAATCTGTTTATTTAAGTGCAAATTATTTTAGCTTAAATTATAATGGTGTTC
TGGCGGTGGGGGTCGGGGGTTGGTTCTACTATAACCAACTCCACACAATATGGGCCATAAAACCTGCCAGGTTTTCTGTG
CTGTGGGCATGTTCAGAAGAATGTATGTGACTCTGTTTTTTCAGTGCTATCCTTTTGCTATCACAGGCTTCATCTATCTC
TAALT]GTTGTGACAACACTTGTAAAGCACAGTCTCTGCTTCTTTATGTAGAAAGTCCTGGGTTTTTGTATCAGGCAGAA
ATTTCTATTAATTATGAGATTCTAGTATAGCTCTGCTATACCTGTCTGTATGATCCAGTGGCACTGGTGGTTCTCCAGTG
ACAAAGCAAAGCTGATGAGTGTTGAGTATCATTCCAATGGAAATAGTATTCTCATTGTTGGGAAGGCATAACTCAAGTGG
CATATGTAATTATAATCTAGCACCCAGCAACACTTGGGGAGGTAGTGC -3’

16

rs17148773"

9 163792801"

5'-
AATAGGCAGAAACTGGACCAAAGCTAATCAATCAAATATTACTGTCTTTAAATGTGACCATAGATCTTCATGTAAGGAAG
TGAAAATTCACTTATTCAAATCATAAACTACCAATTTCCAAACAGTAAATTCTGTGAGGAGAAAAAAAAAAACTTACATA

GTATCTTATAACTGAAAGAAGCCTCAGAGTCACCTGGTCIC] GTACATTTTGTTTCAGTGAGGAAAATGAAGGAGAGAG
GGTACATTAACAGCACATACCTATTCAACTATTTACTGGGTGGCTTTTACACATCAACAGAATGCTCTTAAATATCTGGC
AGGAAAAGCAATCAGTGAACTGATACATGATATGTCTTCAGAGTCACACTCACTGCTGCTTACACAGCCACCAGACTGAC
CTGATGGCCTTAGGCAAGTTACACTTCCTGCTCAAAAAGCTTCAGCCTCCCACTGCCTCCAGAATAAATTTTAGCCTGCT

CTTCAGGGCTGTCTTCCATCTGGCTCAACTTACTTTTCCATCCTTTTTGTCCAACTCGTAACTCCACAAAATqigﬂPATG
CTTTAGCCAAACTAGAAGACTTGTTTTTCCAAACATGCCCTGCAGTTTCCTCCTGCCATGCAAGTTGCCTGTGACGTTGA
CTTGCCCTGGGCTTCCTTTCCTTAATGCTCCCCGGTGCATTCCCCAGACTTCAAGGCTCAA-3 '

17

rs10519694

5'-CTACATGAGGGGCTATTATCTCCATTTTATAGATGAGAAAACTAAGGCACACTAAGATCAAATAACTTACCCAAGGG
TATCCAGCCTAGTAAGTGGCTAAGCTGGTTTTGAGTTTAGGTAATCAAGGTCCAGAGTCCCTGTTCTTAACTACCCCACT
ATACTCTCTCTCATACAGTCACTGAAATATGACATATTTTGTTGAAGGGGTAAATGCATGACTAAATTGATGAATGCCAC
ATCACTCCACTTGCTAAAATATTCACATCAATAAGTAAATGAATG[C]CTTCTACAGGCTGGGAGGAGAAAAATATAACA
AATACAATCCTTGCTTTTAAGAATGTTATAGTCTAGAGAAGTTTCCTCAGATTGGAGTCTGTAGGTATATTCTTGATTCC
ATTAGTTCTTCACAAAAAGTTTTAACTTGTATTTTTATTCTAATAGTAATTTAAATTCAAAGTACATGCTAGATTCATTT
TAACTCAATACTGCCATTCAATTCTAGCAACCAATATTGCTTTGCTGTTTAAGATCACTTTGGTCACCCAAGAG-3'

18

rs1800449

5'-
CCGGGACTGCAAAGCAATGTGAAAAGGAAGCAGGAGGGGCCAGACGCGCGGTTTGCACTGGATTCCAGGGCTGCCACTGC
AGGCGCGTGGGGGAGGGATCGGATCTGCGAGGACCGGGGCCCGCCGCGCCCAGGCAGCCACGTCGAGAAGCCACATAGCT
GGGGACCAGGTGCACGGGTGCTTCCAGCGGACTTGGGGGTACTTACCGTACTGGAAGTAGCCAGTGCCGTATCCGGGCCG
GTACCTGCCCCCAGGTCTGGGCCTTTCATAAGTATCGTAGTAGTTGTAATAAGGGTTGTCGTCAGAGTACTTGTAGGGGT
TGTAAGGGTCGTCGCCCACCATGCCGTCCACGCGGCTGGGOGGCICIGCAGGTTACTGAGCGCAGGAACTTCTCCCGGCG
CTGTCTGGTTCTCCGCGCGCGAGGCGCCAGCTTCGCGGGCTCTAGATGTCGAGTAGCCAGCTTGGAACCAGTGACGGGCG
GTGGGCCTGGGGCGGCCAGCGGTGACTCCAGATGAGCCGGCCGTCCGCGTTCGCGCCGCGGCGGTGCGGTTGTCGCGGAT
CAGCAGGATCGGAGTGCGGGGCTGCTGGGCGGAGGCGTTGGCTGCACCAGGGACGGCGGCGCCCGGGTCCCGGEGGCGET
GAGGCTGGTACTGTGAGCCCAGGCTCAGCAAGCTGAACACCTGCCCGTTGTTCTCCCATTGGATCTGC-3

19
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[0150]

[0152]

[0154]

[0156]

[0158]

[0159]

S=50dl 10-2158714

rs2956540 |5'- 20
GATCTGGGCGGGAGTCAAATTATAATGTCCTTTTACAAATTAGGGTTTCATATGGAAATACTGACATAGATTTTAACTGA
CACGCATTTTCCAATGATAAAACATGCAAACTGCTTAGTTCAGCACTACTTTAAAAAAATCCATCCAAACAACATCTGAC
ATCAATTATACTGTAGATTTAAATATATATGTGTGGAGAAAGAAATGGTGTCCTTCTGCTCTTATTTGCATTATTAAAAG
AGGCAACTTTTTAAAGTGCTTTTAAAGAAACTTATTTTTCCTCCATTTGCTAACCLGICAACCACTATTCTATTTTCAGC
ATAAAACAGAAGGAAGGAATGGTTTCACAGGTGAAAAAACAGAGATATCTTTTTTTACAGTTATTTACTAAGCCGGTTAA
GGAATACAGAATGGGTGCATATGTTGTCAACCATTCAGACTTTTTCAGAGAGTAAATTTTTGTTCTTCATTGTGGACTGT
AACAAGGACCCACACTGACCTGTGATC-3'

rs3853401 |5'- 21
CTACCCTTTGTCACACATGCTAATGAAAAGCTTAGTTGATTTTCACTCTCCTTCATTTCCTCTAAAATCTCTCTGGCTTA
GGACTCTGTCAGCTGAAAAACAAACATGTGGCTACCACATTTGGGGACAATACAGTGTTTGCAAGCCCTGCGGGAGATAA
TCTAGCCACACATTGTGTTCCCTGTTCAATAACAAAACTATTATTCACAAAATTGGAGAAACCATAGTTCCTTTCCACTC
AAATCTGAGATGATAATGATGATGACAATAATAATAATAAGCCACGGCTACATCAAGATACAAACAGCTTTTTTTGCTTT
GATAAGATCCACAGCTGATTTCACTTTTGACCATGAGATTTTCTTCTC [G] TGAACAATTCTGCAGTATGTGCCATAAGA
GAAGGGAAGGAATGTTGCTAATTCTTTTTTTGAGTTTCTAGCCCATCAATATCAAATCTTTAAATGGCAATGTCTGGCCC
ATTGGCCAAGAAATGAAAGTTGTTGTAATGCTATGTTCCTGGTATTTGTTAAATACATTTATTTTTGTAGGACATTTCAC
ATAAATGGAAAACAGAAAGCCGAAACCATAAAGCAGGGCCTCTGAATTGCAGAAGCCAGAACAGTAATGCCACATTCAAA

GCAATCAGGTTCAAGTGTAAATTCTTTTGTTTGAGGCTCAAGAAGCTCATACAAAGCTTG-3'

10749] Bl SNPe] 5728 4] (genotyping) S 918, HiGene Genomic DNA 281 7]E(BIOFACT, thdl, &)
2 o]g3le], HFA 160He] Wx dMogHE Al DNAE FE3Udk. 10719 NP Zalo]ws Zglo]u-3
v.0.4.0 T2 (http://bioinfo.ut.ee/primer3-0.4.0/)& A&l AAEdon, AR Zlolmi= 317]
¥ 40 YEeERNSIH.

F 4
SNP X gto] ™ g AE¥ls
rs2303656 vk 5'-CGCATGATGTCCTGTGTAGC-3' 22
oA upsr 5' -TGGCTGTTATGATACCTATGGTG-3' 23
rs3900446, A uak 5'-CATGCAACCTAAATCCCTCAT-3' 24
rs763497 o npa} 5' ~TTGAGAGTCTGTTGAGAATGGA=3 25
rs10040971 v}k 5'-AGCTCAGGGCATCAACAAAC-3" 26
o upsr 5' -CTACCTCCCCAAGTGTTGCT-3' 27
rs17148773, A uak 5'-AGGCAGAAACTGGACCAAAG-3" 28
rs3792801 o npa} 5' ~AGCCTTGAAGTCTGGGGAAT-3" 29
rs10519694 v}k 5'-CATGAGGGGCTATTATCTCCA-3' 30
ke 5' -TTGGGTGACCAAAGTGATCTT-3' 31
rs1800449 Ak 5'-GGACTGCAAAGCAATGTGAA-3" 32
ke 5 ' -GATCCAATGGGAGAACAACG-3" 33
r$2956540 Ak 5'-CTGGGCGGGAGTCAAATTAT-3" 34
o upsr 5' -CACAGGTCAGTGTGGGTCCT-3' 35
rs3853401 v}k 5'-CCCTTTGTCACACATGCTAATG-3" 36
oA upsr 5'-GCTTTGTATGAGCTTCTTGAGC-3' 37

7] % 49 Zekolme} Solg 2X Taq PCR Pre-Mix(Solgent, thdl, &3)2 o] &ate] a4 92wk (PCR)
S FHIAT. oH] WAL 95TelA 57 AL, 95T A 30x3F WA, 63TCAA 303 4™, 72T
oA 187 A%, & 72TA 587F HF:ATFo] 34ALolF FHEHAJTE. 1.5% ob7tE22~ A 7] G o3 5

Zg 9m\e selsla, Solg PR AAl 71E(SolGent, W7, d=)= A4 3, ABI PRISM 3730XL 5-417]
(Applied Biosystems, ZBZ]EYo}, USA)e] olal zZ IS B s,

Al 3. §A4 £A4

I ~Z-ge) ~(Kruskal-Wallis) AAS

of gt AtolE H . TA AFEHA

LOX 32} Zdell #1x]8k= 10702] SNP Abele] dig #AE H7lstr] Ha = AT,
A

F4 AN, BUF o] uhE ¥Eug

do
o

[«0

2L

o
Ky
1o
[y
)
=
e

2
2
lo
o
ﬂi
o2
o
o
ML
>
S
vl
t
o
5
N
lo
R

_19_




[0160]

[0162]

[0164]

[0165]

[0166]

[0167]

[0169]
[0171]

[0173]

[0174]

SS90l 10-2158714

FE=(his SNPE] ool whe} &Edfold YdES-olA EE 7bsdt dujAge] )& X388, A4 Jlol-Alx &
AL F3 dujAF-5Fold Ad A4S AFSS FUdE AAGES F5to] HesWFole] fo3 LAy Ad
e AASEY. A7 FZAAA 10719 SNPE AREste] 7hsst 23] 0.01 wIREe] wholy duAE R (MH
F)E zZte dujAd F2& A3k

chd SNP 2 AujAE ATl ZhzE 0.01 2 0.0019] T ¥l B 2 A H FE pike Alge &, Eye
U (Bonferroni)-® A9 §98 pgk 0.005 mlwk 2 2.0 x 10 ©jwloz A 8319t 712 2 wwWE BAe
STATA AZE9]o] v.11.2(Stata Corp., College Station, BJAlZ, m|F)e) & F3h=HATt. F-H1xE EF&

(genotyping call rate, GCR), wlold dTIHFAA WIXAF), 3to-vld¥ . HE (Hardy Weinberg
equilibrium, HWE) pzxt %= ¥  LD(pairwise LD)E  #H7lslr] 93, Haploview v.4.2
(https://www.broadinstitute.org /haploview/haploview)S AF&3}e] 10712 SNPoll thdh +2 &g HAAS &
Pttt A 9@ dujAE dBAdS PLINK Z2 73 v.1.07(http://zzz.bwh.harvard.edu/plink/)& A&
sto] A sSI T

AAle] 4. G997 A HFHFoe] fH4 dAAe HE

4 #e HAH =, &

0

3 (HWE) pat2

F&(GCR), vhol W™

A7) Al 2014 AEE 10719 BE SNP=, & Kl B
] 05 23, A8 ABEFH (D) 0.8 2335

AR WIE(MAR)E= 0.01 %3}, 3foj-nFas L

i

107§¢] SNP = 370¢] SNP(rs2303656, rs3900446 @ rs763497)E HEwlFel EAZ 07 F93 ARAdS B
CHp < 0.05)(% 6). 2709 SNP(rs2303656 2 rs3900446)% EH2Y-RAGH F9 —’F—fr(p < 0.005)°]
=2, rs39004462] C H FAAE HEsHFe de] SrtehAA 7 fovsia

(OR = 20.15, p = 4.8 Y 10 ). Who)&, rs2303656°] A g SAAE HEmEd 55 537 Aw, 2

X eghth(p = 8.2 Y 10). rs763497¢] G UY FAAE

ATHOR = 2.26, p = 0.009). 2, o]F9] FAeA HEWFE 7Hx 0H ] 2 T H&E

NPE= AT (p > 0.05).

RLIE 03_%*3011 o FUW 2 HAAA, 45719 EEfold ¢ E°(SNP AME)NA HA 24770 LA Fx
05 mREe] A pgts Bylow, 17719 AuiAIE S HEHF} AlA ABAdSs BAATH(EEA

p < 0.001, = 7). 10701 SNP UwlAlE %3 T rs39004463f rs7634974 G =%e &g SN BAMHF =

e
e
w2

0.113, A4 p = 1.3 ¥ 10 )elA o3 Aa4e Hgrt,

Aol A 6702] SNP(rs10040971, rs17148773, rs3792801, rs10519694, rs2956540 2 rs1800449)7} &
#Eo] YAE= EUA N, o]E SNPE rs2303656, rs3900446 = rs7634973 e dwjAE 12
= AuAg BAelA ol #Meh(6.5Y10 <p<7.5Y10 ).

<3. SOX17(SRY-box 17) #Z=}e] SNP o] &3 HEHF >

AAle 1. AT g

@ 7B (EH AA Hd)olA WApMErE o 7 Y (saccular shape)S ZHe Aow ¥ ]
873 sk, gabwel fabel el oMt v dixd 3RS RHSH(EA RodEae] nE
1:29D). A7 A9 H ] g 9
3 F
=

& fla dakst o e dy 29ES v Ak, A4, d¥, H|
g HEHF £ AFdel 283 22 A T4, 188, 9k, X8 F, 4, TUFRY E5E T oY
HEE 1dete] 95 V|ES AESNY. $UR A7, AXGEY £38 £ S 3, ¥ F(dEF B
Ea)ol digh g3tz BsE AESGT. 2 dFE £ A4 w9 Y A fdsel o8 A=A
(No. 2017-9)

AE A7, HeHF A4 9 gzTdA], o949 =5 27 1084 (57.8%) 2 2129 (57.9%) 3L, B A
< 77 58.2 £ 11541 % 56.9 + 14.2A%0THP = 0.305). 8, B, IAEFT % FA JHE Eddhe=
e 8R1Ee 7 o o A vEA Gk, AFdel 28 A4S 958 (50.80) 0] Al AA UERTE. F
WE x| e} Besle], AW EWF(n = 167; 89.3%)7F vha3 o] =Wk WAEW, n = 34; AuE
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ol m AREE, o= 39; FOAUHED, 0= 56 D FHEEY, o= 38, B DB HEURe sj=
g e e,

[0176] AAd 2. BUR] A Ad 2 AR

[0178] SON17 A7 Abel welely] T HEuF Wy sbsAdel AwAe A Sk, Folaolel B £

=
ol A AHAuow FAHE oA GWASERE] o]ldo] Ra¥E SNP 570 (rsl072737, rsl1504749, rs10958409,
rs12541742 2 rs9298506) S MBS ATHE 52 JIHET 38 WA MEHZE 42 FF).

E5
[0180] SNP EE! o
s

rs1072737 5'- 38

GACATGGTTTTGCCATGTTGGCCCGGCTGGTATCAAACTCCTGGCCTCAGGTGATCCACCTGCCTCGGCCTCCCAAA
GTGCTGGGATTATAGGCGTGAGCCACCGTGGCTTAACCTAAACTTCTAGATATGAAAACTATAATGTCTGAGGTGAA
AAATAGACTGGAGGAAGAAAAAGGCAGATTGGACATTGTAGAAGAAAGGCGAGATCAGTGAAATTAAAAGTGTGGCA
ATGAAAACTACCCAAAATAAAACACGCAGAAAATAAAATTCCAAAAAATGAAAAAGCATAAGTGATATGTGGGATAG
TTTCAGTGGCCTAATAC[A/C]TGAGTAACTGGAGTCCCTGAAGAAGAAAGACTGAAAAATATATTTTTAGAAATAA
TGGCTGAAAAATTTCCAAACTTAGTGAAGCTATAAACCTACAGATCTAAGCTCAATGAACACCAAGAAAAATAAACA
TGAAAATAACTACCCCAAATTACAGCATAAGTTACTAAAAAACAATGACAAAGAGAAAAATCTGACAGCCAGAAAAT
ATACCCGTATTACATCCAGAGAAACAAAGATAAGGCTG-3'

rs1504749 | 5'-CGTGCTGGCAAACTTGAAATCTGATGAACCCACTACCTTCACTACACTCACTGTCTGGTCTCTCTCAGGTAGCT | 39
GAGGACTGAGAAACACCCCAGCCAGGCAGGTTGGGGTCACTATAAATTCACAGTCACCAACCACACATGGTGCTCTG
TTTGGCTGGCCATCTCATTATACCTGTCTGACTTGCTTACTGTCCTGCCCTCCGAAAAAGCTTTTCAAACACTATCT
CCTTCTGCCTCAAATGT[A]TCACCTCCCCCTCAATGACTTTGCTTCATATGTGACACAAAGAAATGTTAATACCAG
CCAAGACCTTCCTCAACTTCCGGCCAGCAAATCTGGAACACAAGCTGCATCTGTCCTGGTTTGCCTCTTCTCTCTTC
TCGTTACAGTAGAGTAGCCATTCCTCTTCTAAAAAACACTGATCTCCCATCCTGCTCTGGACATTAAAGTACTGAGA
AGTGGTTTTGTGTTCCCAGCAATATGGGAGTCATTGG=3'

rs10958409  |5'-AAGTGATCCACCCACCTGAGCCTCCCAAAGTTCTGGGATTACAGGCTTGAGCCACTGCGCCCAGCTATAACCTIT | 40
CACGTTCAAAGCACTCTCCCATCTATTATTAAGGCCTCTGAGAAAATCTCCTTTTTATATATATTCTCAAGTCAGAA
TTATTAGTCTCCATCTTTCATCTTAGTCTTCTTCAAATACCAAACTCTTTACTAAGCAGTTAGACACAAGTAGTTTC
ACCAGTTCTATCACTCAAATACGGTTTCATAAGTTCTGCCTAGTGATTGCCCATCAGAGGGGATATGGATTT[G] TG
GGCAGGAAATAGAATAGAAACCTAACTCTAACTCTTCTGTGAAATGTAGTGTTTAGGTTAATATTCTTCCTTAACTG
CCATCTGCTTTTTTTTGTTTGTTTAACACTTTGTCCAAATCTCTCAAACCTTACACCGCAGAATCATGGA-3'

rs12541742 | 5'-GCTTTCATGGTGTGGGCTAAGGACGAGCGCAAGCGGCTGGCGCAGCAGAATCCAGACCTGCACAACGCCGAGTT | 41
GAGCAAGATGCTGGGTGAGTCCGAGTCGCAGACCCAGGCGGCCGGGCGCGCTGGCGCGAATCGCTAGGCCGATTTCT
TAAACCCCAAACTGTTCTTTGCGAGCCTGACGCCCAAAACCAGGGGTGTGTAGCGGCCACGTCCTTTCTTAAGGCTC
TGGGTTCCLCITTCCCGCTTCCCGCCCTCCGACCCTCCAAAGCAGCTTTCCGCCTTGCTCTCCGGCTCCCGGATTCC
CCAGGTGGCCGGGGGCGCGGGTCCAACGGCTCTGGGAAGGCGACTTCCCGGCACCTCCGGGCGGCGCGAGAGCACCC
TTGGCCCTGAACTGGGCCGGTTGTGTCCATCCCTCGACCCCTTCCCTAGTTAGGTGTCCTTTTCTGTTTTTCGAACG
ACCGGGTGATGGGTGAGCGGAAAGCCGCTTCCAGGAGACCAAAAGAAAGGGGTGCCTTTAGAGGACGGGTGTTCCCC
AAGGGCTCGGACTCAGGAGTCCCAGATCTCCCTC=3'

rs9298506  |5'- 42
AGGTGTACCAACCCCAGACACTGGCAGAACGCTCTCTTTATGTAAGACCTCAAAATCTTACTGGTTGGTGTCTGCTG
ACTTGTTTTTCTCTGTTATCTTGCCTGTCTGCAGTGACAAATTCAGTGCAGCTCTAACTCATGTGGACAGGGAGGAA
ATGATTCTAGGATTGAGGACTTAAGGGTGTCTGGAAGAGAAGAGAATTGTTTTGTTTTGTTTTGTTTTGTTAGTTGT
TGTTTTCCTCAGACAGGACCTTGTCA[A]CGCTTTCAAATATGTAGGCTGTTTGCTGTTTCCTTTATGTTGGTCCCT
GAGAAGGATCTGCCCTTCTACCCTGTTTCCCTGGGGGGTGTGGACAGAGCCTTTGTCTTTGGGGAAGGGGGTCATCT
TGGGAAAAGGAGAACAGGGCATCCTGAGGACCTGCTCCGTCTAAGGAGAGAAAGCCGAACAGATGGCAGCTGCCACG
CAGAGGGCACTTTGTAGGAACTCTGGCTGGAGCAGGCTTCCTGCGCTCCAATGCCAAATCCTTCCCTTC-3'!

[0182] 57019] SNPe] A3 4] (genotyping)S 213, HiGene  Genomic DNA & J|E(BIOFACT, 4, 3t=)& o] &
stol, HgA} 559 o] Tz Ao 2RE Am DNAE FF3F3Uth. 5719 SNP Zefo]m= Zelolw-3 v.0.4.0 =
2 (http://bioinfo.ut.ee/primer3-0.4.0/)& AHEsto] AAHoH, A Ze|HE 7] # 69 LHE}

ATt
¥ 6
[0184] SNP Zgtoln g AE¥E
rs1072737 vk 5'-GACATGGTTTTGCCATGTTG-3" 43
Aurak 5'—CAGCCTTATCTTTGTTTCTCTGG-3" 44
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[0186]

[0188]

[0190]

[0192]

[0194]

[0195]

[0197]

S=50dl 10-2158714

rs1504749 ek 5'-CGTGCTGGCAAACTTGAAAT-3! 45
ke 5' -CCAATGACTCCCATATTGCTG-3' 46
rs10958409 Ak 5'-AAGTGATCCACCCACCTGAG-3" 47
ke 5'-TCCATGATTCTGCGGTGTAA-3' 48
rs12541742 ek 5'-GCTTTCATGGTGTGGGCTA-3" 49
oA upsr 5' -GAGGGAGATCTGGGACTCCT-3' 50
rs9298506 ek 5'-AGGTGTACCAACCCCAGACA-3' 51
ke 5' -GAAGGGAAGGATTTGGCATT-3' 52

A7) % 69 Zekolm st Solg 2X Taq PCR Pre-Mix(Solgent, WA, &)= o] gato] a2 <12k (PCR)
S st on] WAL 95TolA 587 FE A, 95TelA 30Z3F WA, 63TolA 30x7 o d™, 72T
oA 183 A%, 2 72TCoA 583 HFAFo] 34AtolE FAHUY. 1.5% o722~ A A7] gFol g3l =

g 9me sHelsla, Solg PR AAl 71E(SolGent, W7, d=)= A4 3, ABI PRISM 3730XL 5-417]
(Applied Biosystems, ZBZ]EYo}, USA)e] ol&l z IS EA s},

Al 3. §A4 4

ER FALF 2 FA HF NG BT 18793 2T 3729 3e] Aol g Hrts
7] &) e ZA ¥ 3]7] EA(Univariate logistic regression analysis)S 3 3vh. dmsle A3
& g Sfo A HEHFel SOX17 FHA g Alele] fd ARAES Hrts] 93
5101 95% ’LEHL{]'(C )7 SRR E FAYT. F5 A4 8= F9F ddd b HE5HF 53‘301
= BN, Awd 2 oA 248 Stata [1.2(StataCorp LLC, College Station
Eﬂ/\]-i, I E=S /\]-%6}0% FaEATH. A48 BEFE(genotyping call rate, GCR), vlolyl tHF-# =} HJ
(MAF), stt]-uFel¥ 1 3 (Hardy Weinberg equilibrium, HWE) pzt @ 23 LD(pairwise LD)E H7}sl7] 93],
Haploview 4.2(https://www.broadinstitute.org/haploview/haploview)S AF&3Fe] SOX17 AR &2 E=
SO0X17 32 el $1x1&k 5719 SNpell digh #2 &8 HAS FAArE. FAAE L duiAE ABHES
PLINK Z=Z 7% 1.07(http://zzz.bwh.harvard.edu/plink/)S AF&3le] 22819 T,

A4 4. B997] GAT HEAFse] 4498 ARyl PE

5

[s]
2~ 5
I3

EF4 By AR F, A7) AAG 2004 HAE®E 5709 NP F 47 AT FAAE EFE(GR), vlold di¥
A EMAR) = 10% ¥, strf-ukelw 33 (HWE) P«akﬁ 0.05 =7, 44 ABEAFHAD)S 0.8
Z39drh. SOX17 FARe] JER ool AT rs125417425 shr]-nlIw 1 FHHWE) wiio] 2 A3 A
o A A 23Tt

a7Me] SNP 5 22 1709 SNP, = SOX17 3 =ke] 5'-ujld < (5'-UTR) .2 HE oF 41kbe] A7/ FHd ¢
S

g rs10727372] vholy C iy f-AAREe] HEwFel TAFCRE Fold AdAdS WATHOR = 0.69, 95% CI
0.49-0. 96, P = 0.03) (&= 8). o] WF2 FHA =& AdS ¥sh= o A9k vaste] vt g3 7]
=2 Ueldt(ZH2E, OR = 0.69 2 OR = 1.02). % B4 4719 SNP & H59F g3 d#Ed SNPE ¢lgd

(P > 0.2, £9).

opgel MPomRE, B wHol &3k slERoks] YAt B wdol 1 J1%d Abgol} B4 4L W
Ao A e FA4 G AAE 5 otk AL oldld 5 2l Aelth, olsh Baske], ol4elA
e AAAES BE WolA a2 Flelm @42 Ae] opd ow oldslokt @k, ¥ wHel WY
o) AT ARucs et 58 3w on 2 wsl a9n o $ob ldosiy EEEe &
£ mE a9 Fesk B oage] Wele] £3u Aom siasojok gt
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SNP(rs112859779)
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SNP marker for diagnosis of intracranial aneurysm comprising SNP

Industry Academic Cooperation Foundation, Hallym University

Homo sapiens

of TCF24 gene
KoPatentIn 3.0
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<110>
<120>
<130>
<160>
<170>
<210>
<211>
<212>
<213>



<400>

ccttgagtat ctgctccatc actggygacg ccacaggtag gtgtgaatgg a

<210>
<211>
<212>
<213>

<400>

tgcttcagaa actgaccagt agcacygatg tacaatcttg atcgcatggg c

<210>
<211>
<212>
<213>

<400>

cctccagcetg ctgcagaagg atgcecrccge cgeccctgec accectgeca ¢

<210>

<211>

<212>

<213>

<400>

ttgtggttca gtcttaaaga ttcttrcccg gatgcagcat attttactcc a

<210>

<211>

<212>

<213>

<400>

ttcacaagtc ggacatctgt atatcytagg aggagacaag gccatagaag a

<210>

<211>

<212>

<213>

<400>

gaatccacgt tgaaaaatct gtccarggct cacccagtat caacaatagt g

<210>

1

2

51

DNA

Homo sapiens

2

3

51

DNA

Homo sapiens

3

4

51

DNA

Homo sapiens

4

5

51

DNA

Homo sapiens

5

6

51

DNA

Homo sapiens

6

7
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el

51

51

51

51

51

51
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<211>
<212>
<213>

<400>

51
DNA
Homo sapiens

7

atatctttct gtgcctttat

<210>
<211>
<212>
<213>

<400>

8

51

DNA

Homo sapiens

8

ttcaggaggt ccccgaggac

<210>
<211>
<212>
<213>

<400>

9

51

DNA

Homo sapiens

9

ttattytgca tatgttaaaa gtggatgagg ¢

atcccrgceca acaccgtget cctgaagete g

tattgaacag atagaacaaa cgggcygege tgcccacacc accgettete t

<210>

<211>

<212>

<213>

<400>

10
51
DNA
Homo sapiens

10

gaggcecgag aaccaggeac

<210>

<211>

<212>

<213>

<400>

11

51

DNA

Homo sapiens

11

acagagaaaa tgtgggaggc

<210>

<211>

<212>

<213>

<400>

12
51
DNA
Homo sapiens

12

gccgaygaca gcacacttcec agectgagag ¢

aatacrgtga cagtggtgta attaaaatgt t

_30_

oin
1]
Jm
el

51

51

51

51

51

10-2158714



aagttttgac tattctactg gecctgrattt atctaacttg tgttgtactt t

<210>

<211>

<212>

DNA

<213>

<400>

13

51

Homo sapiens

13

ctcagtctca gggggactgg

<210>
<211>
<212>
<213>

<400>

14
504
DNA
Homo sapiens

14

tacgcatgat gtcctgtgta

tcaggaacca ggtagctggg

ttctttttcc atagggectac

gggaagggat tttaacttaa

catattttcc cctgaagttc

aatagtttga ggatgtataa

gaagagggcc tattgatctg

taggatatag tttccaggtt

accataggta tcataacagc

<210>

<211>

<212>

<213>

<400>

15
815
DNA
Homo sapiens

15

gagcatgcaa cctaaatccc

aatctaatgc catgattgat

ggatcttggt aaacatgcta

tgtctcctta ctgggaaact

tgctagtatg aatttgagaa

tttttgacgt ggggagtgtc

gaagarggaa ggacaaaagg atggtggccc t

gcgaatgtca
gtttacactg
aataaggaaa

gtaagtggtt

tttaaaataa
ttgcttccaa
caatatcaat
ttacatctgt

cagg

tcatatgcac

ctgacaggaa
ttgtaagttt
tcaagtcaaa
attcatggga

tgtaaataca

cagcgcacaa
acctgggcaa
ttgttaatga

aaactctgga

gacagattag
taccatgatt
atatgatata

aatatcaatc

agttcacaat

gcaaagctca
aatgtctcta
tggttttagg
ggtacctcac

gatgaagctt

cattgttggt atagtcagat
cacaaagagt tcctcagtat
ggacttagct aaatcaagca

gacgttatgg aaagagactg

attagattag attgtttata
atttaacatt tgaatccaga
ttttcaaagg tctttacctt

cactggcagt ctatgtctge

ggggttcacg ctcatatgag

ggtggtaatg tgaggaaaga
ctccecttec gagaacccca
atttactgac agaggttact
caggaaccca aaaaatggaa

cacttgctgg cccactgetce

_31_
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acctcctget gtgcagecca

gggaaccact ggtttattga

ttgggttaca cattagggac

gatatacaca ccctatgcect

gtggcaatgg tttttggaat

gctaagcatt aattttgggg

gtgtaaggct atctattaaa

tggtttttaa tccattctca

<210>
<211>

<212>

<213>

<400>

16
603
DNA

Homo sapiens

16

tctagctcag ggcatcaaca

agaatggatg aataaattaa

agtgcaaatt attttagctt

ttctactata accaactcca

tgggcatgtt cagaagaatg

caggcttcat ctatctctaa

atgtagaaag tcctgggttt

tatagctctg ctatacctgt

gcaaagctga tgagtgttga

gcataactca agtggcatat

tgc

<210>
<211>
<212>
<213>

<400>

17
696
DNA
Homo sapiens

17

gttcctaaca

aaagacattc

tacttcttgt
atcagaatag
aataccaaaa
ataggatgtt
gaagtctaaa

acagactctc

aacagtacaa
ggaattataa
aaattataat
cacaatatgg
tatgtgactc
tgttgtgaca

ttgtatcagg

ctgtatgatc
gtatcattcc

gtaattataa

gggatggtac

tgctgggttg

gattttgagc
taatgaaggg
gccaacgaaa
ctcgatgtag
aaattcactt

aattt

aaatgagagt
aaattaagaa
ggtgttetgg
gccataaaac
tgttttttca
acacttgtaa

cagaaatttc

cagtggcact
aatggaaata

tctagcaccce

tggtcegtgt

gtatggagcc

ctaaattata
gtaaatggcc
tgtgatggag
gcctagatgt

gtgatattga

gcaaatgaat
aaaactaatc
cggtgggggt
ctgccaggtt
gtgctatcct
agcacagtct

tattaattat

ggtggttctce
gtattctcat

agcaacactt

cctggggttt

caagttatat

ataaactcta
cccaacacaa
atttactgaa
atgcagcatc

gtcataaagt

aaataaatgg
tgtttattta
cgggggttgg
ttctgtgctg
tttgctatca
ctgcttettt

gagattctag

cagtgacaaa

tgttgggaag

ggggaggtag

aataggcaga aactggacca aagctaatca atcaaatatt actgtcttta aatgtgacca

tagatcttca tgtaaggaag tgaaaattca cttattcaaa tcataaacta ccaatttcca

_32_
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aacagtaaat tctgtgagga

gcctcagagt cacctggtcece

acattaacag cacataccta

gctcttaaat atctggcagg

tcacactcac tgctgcttac

cttcectgetc aaaaagcettce

cagggctgtc ttccatctgg

ccacaaaatt chatgcttta

tttcectectg ccatgcaagt

tgctceeecgg tgcattecce

<210>
<211>
<212>
<213>

<400>

18
549
DNA
Homo sapiens

18

ctacatgagg ggctattatc

aataacttac ccaagggtat

atcaaggtcc agagtccctg

gaaatatgac atattttgtt

actccacttg ctaaaatatt

gagaaaaata taacaaatac

ctcagattgg agtctgtagg

cttgtatttt tattctaata

caatactgcc attcaattct

acccaagag

<210>

<211>

<212>

<213>

<400>

19
706
DNA
Homo sapiens

19

gaaaaaaaaa
gtacattttg
ttcaactatt
aaaagcaatc
acagccacca
agcctcccac

ctcaacttac

gccaaactag
tgcctgtgac

agacttcaag

tccattttat
ccagcctagt

ttcttaacta

gaaggggtaa
cacatcaata
aatccttgct
tatattcttg
gtaatttaaa

agcaaccaat

aacttacata
tttcagtgag
tactgggtgg
agtgaactga
gactgacctg
tgcctccaga

ttttccatce

aagacttgtt
gttgacttge

gctcaa

agatgagaaa
aagtggctaa

ccccactata

atgcatgact
agtaaatgaa
tttaagaatg
attccattag
ttcaaagtac

attgctttgce

gtatcttata
gaaaatgaag
cttttacaca
tacatgatat
atggccttag
ataaatttta

tttttgtcca

tttccaaaca

cctgggcttc

actaaggcac

getggttttg

ctctctctca

aaattgatga
tgccttctac
ttatagtcta
ttcttcacaa
atgctagatt

tgtttaagat

actgaaagaa
gagagagggt
tcaacagaat
gtcttcagag
gcaagttaca
geetgetett

actcgtaact

tgcectgcag

ctttcecttaa

actaagatca
agtttaggta

tacagtcact

atgccacatc
aggctgggag
gagaagtttc
aaagttttaa
cattttaact

cactttggtc

ccgggactgce aaagcaatgt gaaaaggaag caggaggggce cagacgcegeg gtttgeactg

gattccaggg ctgccactgce aggegegtgg gggagggatc ggatctgega ggaccgggge

_33_
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ccgeegegee caggeageca

cttccagcgg acttgggggt

gtacctgecece ccaggtcetgg

gtcagagtac ttgtaggggt

cggccgceagg ttactgageg

ggcgcecaget tcgegggcetce

gggeetgggg cggecagegg

ggtgeggttg tcgeggatca

tgcaccaggg acggeggcegce

gctcagcaag ctgaacacct

<210>
<211>

<212>

<213>

<400>

20
505
DNA

Homo sapiens

20

gatctgggcg ggagtcaaat

ctgacataga ttttaactga

cagcactact ttaaaaaaat

aaatatatat gtgtggagaa

aggcaacttt ttaaagtgct

cactattcta ttttcagcat

agatatcttt ttttacagtt

gttgtcaacc attcagactt

caaggaccca cactgacctg

<210>

<211>

<212>

<213>

<400>

21
698
DNA
Homo sapiens

21

ctaccctttg tcacacatgc

cgtcgagaag
acttaccgta

gcctttcata

tgtaagggtc

caggaacttc
tagatgtcga
tgactccaga
gcaggatcgg
ccgggtececeg

geeegttgtt

tataatgtcc
cacgcatttt
ccatccaaac
agaaatggtg
tttaaagaaa
aaaacagaag

atttactaag

tttcagagag

tgatc

ccacatagct
ctggaagtag
agtatcgtag

gtcgeccacce

tcceggeget
gtagccagct
tgagccggcec
agtgceggggc
gcggegetga

ctcccattgg

ttttacaaat
ccaatgataa
aacatctgac
tcettetget
cttatttttc
gaaggaatgg

ccggttaagg

taaatttttg

ggggaccagg
ccagtgccgt
tagttgtaat

atgccgtcca

gtctggttcet
tggaaccagt
gtcegegttce
tgetgggegg
ggctggtact

atctgce

tagggtttca
aacatgcaaa
atcaattata
cttatttgca
ctccatttgc
tttcacaggt

aatacagaat

ttcttcattg

tgcacgggtg
atccgggcecg
aagggttgtc

cgeggetggg

ccgegegega
gacgggeggt
gcgecgeggce
aggecgttggce

gtgagcccag

tatggaaata
ctgcttagtt
ctgtagattt
ttattaaaag
taaccgcaac
gaaaaaacag

gggtgcatat

tggactgtaa

taatgaaaag cttagttgat tttcactctc cttcatttcc

tctaaaatct ctctggctta ggactctgtc agctgaaaaa caaacatgtg gctaccacat

ttggggacaa tacagtgttt gcaagccctg cgggagataa tctagccaca cattgtgtte

_34_
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cctgttcaat aacaaaacta ttattcacaa aattggagaa

aaatctgaga tgataatgat gatgacaata ataataataa
caaacagctt tttttgcttt gataagatcc acagctgatt
ttcttctcgt gaacaattct gcagtatgtg ccataagaga
tctttttttg agtttctage ccatcaatat caaatcttta
tggccaagaa atgaaagttg ttgtaatgcet atgttcctgg
ttttgtagga catttcacat aaatggaaaa cagaaagccg

tgaattgcag aagccagaac agtaatgcca cattcaaagc

tcttttgttt gaggctcaag aagctcatac aaagcttg

<210> 22
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 22

cgcatgatgt cctgtgtage

<210> 23
<211> 23
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 23

tggctgttat gatacctatg gtg

<210> 24
<211> 21
<212> DNA

<213> Artificial Sequence
<220><223>  primer (Fwd)
<400> 24

catgcaacct aaatccctca t
<210> 25

<211> 22

accatagttc

gccacggceta
tcacttttga
agggaaggaa
aatggcaatg
tatttgttaa
aaaccataaa

aatcaggttc

_35_

ctttccactc

catcaagata
ccatgagatt
tgttgctaat
tctggeccat
atacatttat
gcagggcectce

aagtgtaaat

240

300
360
420
480
540
600

660

698

20

23

21
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<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 25

ttgagagtct gttgagaatg ga

<210> 26
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 26

agctcagggce atcaacaaac

<210> 27
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 27

ctacctccec aagtgttget

<210> 28
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 28

aggcagaaac tggaccaaag

<210> 29
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 29

agccttgaag tctggggaat

oin
1]
Jm
el

22

20

20

20

20
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<210> 30
<211> 21
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 30

catgaggggce tattatctcc a

<210> 31
<211> 21
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 31

ttgggtgacc aaagtgatct t

<210> 32
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 32

ggactgcaaa gcaatgtgaa

<210> 33
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 33

gatccaatgg gagaacaacg

<210> 34
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)

<400> 34

oin
1]
Jm
el

21

21

20

20
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ctgggcggga gtcaaattat

<210> 35
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 35

cacaggtcag tgtgggtcct

<210> 36
<211> 22
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 36

ccctttgtca cacatgctaa tg

<210> 37
<211> 22
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 37

gctttgtatg agettcttga gc

<210> 38
<211> 573
<212> DNA

<213> Homo sapiens

<400> 38

gacatggttt tgccatgttg geccecggetgg

tgccteggee tcccaaagtg ctgggattat
ttctagatat gaaaactata atgtctgagg
gattggacat tgtagaagaa aggcgagatc
acccaaaata aaacacgcag aaaataaaat

tgggatagtt tcagtggcct aatacatgag

ctggcctcag gtgatccacc

caccgtggcet taacctaaac
actggaggaa gaaaaaggca
aaagtgtggc aatgaaaact
gaaaaagcat aagtgatatg

ccctgaagaa gaaagactga

_38_
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aaaatatatt

tttagaaata

acagatctaa gctcaatgaa

cagcataagt

cgtattacat

<210> 39

tactaaaaaa

ccagagaaac

<211> 494

<212> DNA

<213> Homo sapiens

<400> 39

cgtgctggca
tctctcaggt
ttcacagtca

gacttgctta

aatgtatcac
cagccaagac
ggtttgectce
gatctcccat

atgggagtca

<210> 40

aacttgaaat
agctgaggac
ccaaccacac

ctgtcctgcec

ctcececectcea
cttcctcaac
ttctetette
cctgetcetgg

ttgg

<211> 450

<212> DNA

<213> Homo sapiens

<400> 40

aagtgatcca

ccagctataa
tctecttttt
tcttcaaata
actcaaatac
gtgggcagga
ttaatattct

ctctcaaacc

cccacctgag

ccttcacgtt
atatatattc
ccaaactctt
ggtttcataa
aatagaatag
tccttaactg

ttacaccgca

atggctgaaa

caccaagaaa

caatgacaaa

aaagataagg

ctgatgaacc
tgagaaacac
atggtgctct

ctccgaaaaa

atgactttgc
ttccggcecag
tcgttacagt

acattaaagt

cctcccaaag

caaagcactc
tcaagtcaga
tactaagcag
gttctgecta
aaacctaact
ccatctgctt

gaatcatgga

aatttccaaa cttagtgaag

aataaacatg aaaataacta

gagaaaaatc tgacagccag

ctg

cactaccttc actacactca
cccagccagg caggttgggg
gtttggetgg ccatctcatt

gcttttcaaa cactatctcce

ttcatatgtg acacaaagaa
caaatctgga acacaagctg
agagtagcca ttcctcettcet

actgagaagt ggttttgtgt

ttctgggatt acaggcttga

tcccatctat tattaaggcc
attattagtc tccatctttc
ttagacacaa gtagtttcac
gtgattgccc atcagagggg
ctaactcttc tgtgaaatgt

ttttttgttt gtttaacact

_39_

ctataaacct

ccccaaatta

aaaatatacc

ctgtctggtc
tcactataaa
atacctgtct

ttctgectca

atgttaatac
catctgtcct
aaaaaacact

tcccagcaat

gccactgege

tctgagaaaa
atcttagtct
cagttctatc
atatggattt
agtgtttagg

ttgtccaaat
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<210> 41
<211> 56
<212> DN
<213> Ho
<400> 41
gctttcatgg
cacaacgccg
cgegetggeg
acgcccaaaa
ccgettececeg

tccccaggtg

cgggcgegcgce
cttcectagt
gcegettceca
tcggactcag
<210> 42
<211> 52
<212> DN
<213> Ho
<400> 42
aggtgtacca

ctggttggtg

cagtgcagct
gtgtctggaa
cagacaggac
gtccctgaga
gtetttggeg
cgtctaagga

ctctggcetgg

<210> 43
<211> 20

<212> DN

8
A

mo sapiens

tgtgggctaa
agttgagcaa
cgaatcgcta
ccaggggtgt
ccctecgacce

gCCg8esecyg

gagagcaccc
taggtgtcct
ggagaccaaa

gagtcccaga

9
A

mo sapiens

accccagaca

tctgctgact

ctaactcatg
gagaagagaa
cttgtcaacg
aggatctgcc
aagggggtca
gagaaagccg

agcaggcttc

A

ggacgagcegce
gatgctgggt
ggccgatttce
gtagcggceca
ctccaaagca

cgggtccaac

ttggcectga
tttctgtttt

agaaaggggt

tcteecte

ctggcagaac

tgtttttcte

tggacaggga
ttgttttgtt
ctttcaaata
cttctaccct
tcttgggaaa
aacagatggc

ctgcgctcca

aageggetgg
gagtccgagt
ttaaacccca
cgteectttet
gcettteegee

ggctetggga

actgggcegg
tcgaacgacc

gcctttagag

gctctettta

tgttatcttg

ggaaatgatt
ttgttttgtt
tgtaggctgt
gtttceetgg
aggagaacag
agctgccacg

atgccaaatc

cgcagcagaa
cgcagaccca
aactgttctt
taaggctctg
ttgctctceeg

aggcgacttc

ttgtgtccat

gggtgatggg

gacgggtgtt

tgtaagacct

cctgtctgcea

ctaggattga
ttgttagttg
ttgctgttte
ggggtgtgga
ggcatcctga
cagagggcac

cttcectte

_40_

tccagacctg
ggcgeccgeg
tgcgagectg
ggttcectte
gctcecggat

ccggceacctce

ccctegaccc

tgagcggaaa

CCccaaggsgc

caaaatctta

gtgacaaatt

ggacttaagg
ttgttttect
ctttatgttg
cagagccttt
ggacctgctce

tttgtaggaa
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<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 43

gacatggttt tgccatgttg

<210> 44
211> 23
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 44

cagccttate tttgtttcte tgg

<210> 45
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 45

cgtgctggca aacttgaaat

<210> 46
<211> 21
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 46

ccaatgactc ccatattgct g

<210> 47
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223>  primer (Fwd)
<400> 47

aagtgatcca cccacctgag

<210> 48

<211> 20

_41_
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<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 48

tccatgattc tgcggtgtaa

<210> 49
211> 19
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 49

gctttcatgg tgtgggcta

<210> 50
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 50

gagggagatc tgggactcct

<210> 51
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Fwd)
<400> 51

aggtgtacca accccagaca

<210> 52
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer (Rev)
<400> 52

gaagggaagg atttggceatt
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