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[0003]
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55579 e
A7E 1

MEHE 12 FAHE @7IAEE E3ehs Fed Solfos s s T2RY.

A7+% 2

Alge] z2rE 9 ole} 2ErhEsiA AAH (Operatively linked) 9 F3x5 Edlels WY,
3T7Z 3

A2gre] WEd o3 FA HdFE FAHIAE.

374

A2go] we WE e A3 wE FAHIAER FA [Add FAAS AFA.

3TZ 5

A4gol] A, 7] A AEAH T H(0ryza sativa)dl FAAE A EA.

AT%6

A2gel Mz g Fd A8AA A7) Al FAAE AsAddA 2EAzE 9
g .

et
H
ot
Ql',
(e
i
i
lo
ot
i

AT 7
719 GAES Egste o Bl Sojxor wdyE W JAADA ] AR

AEHsE 12 sz Q7ML E 2Tt ZE2REH 9 o]9} ZFUhssAl A% (operatively linked) <]
FHAAE E3kel= WEHE A ZE= @A,

A7) WE 7L £9sle] Belo] SolHow fAAst wdARE W FAARAE AAsHE B
g 4 A

gy e iglo] Bojdor Wdshe ZRRE, o] ZRREE X¥se 2d WY, o] ¥d WEHEZ FAA3
H FEASA H ole] Azgel #3 Aotk

W g o &

W (Oryza sativa)E AlAloA 7P8 F23 AFAE] suz 37 2003 5t 753 3 o Aoy
AA JAFZ7E FAZ & o 2020d0]H @A 70% o]l Eet= 7S © Albdopnt d P Fofdrt.
a2y Wk AejE e %Xl% AA Aol F3 AR 445 ZFolEL ST 24V He AR f31A
AL 22 o FE&HHA E=ge] 87HL Ak, vHs] BAAAETe] dER oY {FE&FHA ] &
9 FZo] 7bEdHAl Hol & FHAE BE v XS ‘1%8 AEAEel FAHZE] NEL FHAATE 23E
AARAE dgozA o8 71X AYALS fHste FHAA8d Jd54E B8 $39 2 247 "3 .
olgjet FAAZS o] &g AFFT AN Yo7 frte e 2147 AHEIPHA AMYPo R diFee S8y
A7 7MY 2 AR R FAEE AFEAE o= %E% AT = lody Az

AA7EA Lz FAZS pHo R, 8odd] AP A Eodl D@ =2F(Polyethylene glycol (PEG)) 3 #1715
ZAH(electroporation) 2.2 B2 FAHIAE 5o, 90dd Fuk FdAF o]8wo] HHEHSIEHG S
FHo= AAGFAEANA g o] &= kel ol 12 uhe| #F (Agrobacterium) ©]EHE Wol o]&=1 k. 1



[0004]

[0005]

[0006]

[0007]

[0008]

[0009]

[0010]

oul, 1 el W v}%ﬂ dol B 4 vk
ARz AANE fE ZLEHE 5 4 A9 A% 900E fE wapolZ ho)?)
7

(CaMV: cauliflower mosaic virus)2] 35S RNA FARe] T2 RETF gEAQ AEAAEL TR HEHE ALEFH
(e}
o

2 k. B 5o ouolArEg HAAwd % TRRERE W d€(actin) D 55 FHFAE (ubiquithin)
FAR TERRE S FR 01%5101 gtom  HT ¥ AEAE CFHA0s0cl)e] ZRZRE7F ZU A7 <
s M= AR Foll Jrh(FE: THFR/IS 10-0429335). ©]5ES A B

HEYAAT /1B LA el Auvhs
SIEHE THAT AZA ATH FAA B AEE GAAS BAS FE A o) UAs] gow, o
THQ FRAA BRs: fdde ABA W 52 WeaAd ARE W $a%oE melH:
TRuHSot. oled TRVEHE o] Aolxo] 7] wie] FAAAN

d

r_&

-1 e 1o - RS o ] L
Mob ol AA HBAA BHPoRM, HEA AP AQAN/E ANE ZAPT. w£F TzwHe 544
YR A4 MRS BAsE slwel Twslel SR WAN/IA Ruz FAABA AAYe] WolX

A Ht.

EAR, T4 5ol ZEHHE & F Avh. dE:ARJ] dEA B F8 A wild frxe] TR REEEA]

H SF e d(glutelin) ZEZREZL A7A 9 A& FX Hold
& FEste Aol wWol AR o, AHY AEY Fx 5olF IdS fEdled FE AMEHE TR
HEE & i d¥(lectin) ZERY, 85 F Y& (napin) ZEEEH F 7o T2 A4 vt ExR
wg7] Ho]&i(y-tocopherol methyl transferase: y-TMT) 3% 2dS FE3to =24 HEY E A
FAAZL Ao AHgd I F8 DC-3 Z2RE, E7 8 d 94 (oleosin) ZERE Q] F2} Holdd
EEA(Fx: 53EYUT 10-2006-0000783) AtaEl7F k. A7l FA So)
o S

—
=
15 e AFEe 48R ARHE T AEdA & did 54 9 8 2 A 58

ARZ, < Fo 7|g 24 Ho] ZRREHE & F Avh. A T B AN AH FHAY] HEE
Frsls Wel 54 Fe EuAel2 (rbeS: ribulose bisphosphate carboxylase/oxygenase small
subunit) ZREE, ofamubH R frefe] e W BHE FEshs RolD ZEEY, A # 24 5ol &
d fr= " (patatin) ZERYH, EWE {9 #H AHs 5o 2dE fXE FroX (PDS: phytoene
synthase) Z2XH 5] QUT}.

U= gg o] Wy 2 RE o]t} °H7]XPEH ¥ 2 A Al (peroxidase, prxEa)7} i-2]¥ o] ¥g] ol wde
gelatglar, HA vk FHe “HZ frAZ(IbMADS) ©F & A oleltlT] SR 3= vho] R~ uhebA)| (ADP-
glucose pyrophosphatase, AGPase) 27} wel=o] 3|d ZZEE7} i Fo] dS fF=shy T,
ol Bl SolA dAlY wEE fiede Fdste] 53 SH(MEWE S5ME A10-0604186%, Al10-
06041915) ¥ w} Urt.

ool @A o] A& A FolANt, AEAte] oo wet By ™S A wde] Fas 24T

T e A2 ZERYH, gAY 5S4 v, B, o, 7] S)dlArt BdE ook k= Ak, B

A 22 98 2 dgrd 45, 54 7)oy Alelrt 2
|

=
29, 349, 54 orbeE 24, o
=

S2E3 #|10-0987008%

==
(53¢ 0002) diskvl= 5553 A110-0787999%

wige y§
sdse = A



[0011]

[0012]

[0013]

[0014]

[0015]

[0016]

[0017]

[0018]

[0019]

[0020]

[0021]

[0022]

[0023]

[0024]

wouge od gaxe] SRS HBA) Welow FHsle] VAN b ZuEE, o ZEHE X
e wd WE, o ud MEE JAA8E FAABA L oo AxPPS AFetug dh

F71oF e BAE DAs] fjste], # wHAES A& 24 EE V)9 SolHd A BEe 24T F
YE TRHEESS WFFoaH, B 54 27 £ 7T FIAA BFH GFAANES Sojxow Wy *i=
A = g A28 dystuat &k, o] IAeA B el L0C_0s12g160108] TR RE|ZF 29, A, o),
Fu, dE, TA SolAT HAFA Fa el HeolHom wio] o]RolRg QlEtglar, ofd wa 4]
TR REE FR3le] ol xFsE LHWES Ax F olF AEd EYstd FHAAHTAIN FAASTANA
o Bolxo® ZIEH FHA/ HHES FAFo RN 2 AYPS dAstA HUT
BT} AAEHA B aEzEe 3E W oW EG A (affymetrix) AR 983F S FHEAL, olES 17/ 71H
A2 ARFEZ sk, oy EZ A ofdol(affymetrix array)E 3 W AFo 7 57000 £ ZZHo| o3
A OE s A 2d e B4 JleA e, UrEE FRE AW EZ A ool (affymetrix array) AR
o]

[}
A7 B FE2 AEE 22 APAHE Bol FUAG. o] AR Hd Ied 24

il [}
9 24 Sold f0AEe] ReHAT, I FoA ¥ yaEe WA Fod ¥4
=]

ole gt frdatel oA xEHE FHA LAYEE o5 ZTRRE 3' WA GUS reporter FHAE LA
A 2 2de AEA WA S

7Y &% ARE FuZ sl L0C_0s12g160102] AT
PGEM T-o]#] WEo] F2Y3le] A7IM4E A5S 33,

ol Held ZRWEE pGA3383 WHd Hol, dLATE AEAE Ak, EASE A=A AA GUS
HeS AsHeEm, Y TEEEE ol&ate] AEd He 5ol fHA 2dS f2F F deS & o
Ak, AHEES AEHS 1R FAEE 97149 Wl L0C_0s12¢g160109] T2 REE EFrste o 5ol
o2 WYy E TERHE AFI).

ZRERHE FAAY] 4, A7H 9 214 BdS 2dete el a4RA, B Uyl mE He 5ol
A ZREEE ARESte] AEA deA dd #8& FHAe 2E FHE B SolHor FE¥ £ vt

B oatgo el [0C_0s12¢160109] ZRRE2A, 9 Axle] "haoe] Malo] Eoj o o]FXN TR X3}
© e 5ol TmwE(olst ' U] ZzrwH g 3HE AT

LOC_0s12g16010-2 sex determination protein tasselseed—25 &3l , Al 709 exono® FAF o] Ut} 305
Y ol Ato R FAE B FHAAY ZTREREE AIHE 19 9749 S et

g 7] Z2RE 9 o9} s rhsetAl AAH (Operatively linked) €18 FHAE L3t 9H

go} ME L AE 2 AYShE DN BR(E), A BAE ovshd, DAE HAD, SFAEN 594

) 5
o AR £ Ak "RA WE'E BH9 w9 Adn, 54 57 AR Fu7bssl a4 29 A
d& sl A4Ae A ;A LGS FEEE AFE DNA BAE on)dit)h, 3 W= dmdow =
v S vjolels DURRE FASAY, F gl 4sE TRE S o wed, B M A
DNA = RNA 75, o Ad], Zehenl=, obx), A2 vlele]s Ev A S5 A o =9i4], 2234
DNA®] & ﬂ%o}L o HEHE «luldﬁ‘r Adg g WE s Gl 2 A dew, AHAE g/
EE AIAE HolA BAZbse AE R dIForn e AL ke SF AXE A Wl SFHE AES ¥

e,
A7) Bgel dEE B oddel TEREE RQ¥ £ Qb AW ojmu Ao Tusht, mgAsl:
pCAMBIAAIE, pGAAIE, pGWBAIE, oz, pGA3383, pCAMBIA3301, pCAMBIA3300, pGA3426, pGA3780, pGWB12,
pOIBLASH 22 Ti-plasnid % olo] sHYHl WEZ o] Fojzl oA HEg o= shtad 5 ok,

H ol o] kg rﬂlgy— /\10:1131:(5_ 1= _L}\]E]t 037]/\10d§ o]_]_o]z] 6]1)\]— 3_9], 7% x%oi =3 4HS 3'1‘_2;7]]-



[0025]

[0026]

[0027]

[0028]

[0029]

[0030]

[0031]

[0032]

[0033]

[0034]

[0035]

3hc},

"Eooukmo]l TR WE"el "|TAHow FHI HdH"S B ouyel zZauEel AAzon FEI ais

‘JrE]"—HE, AT 12 AT A7IMGER o|Fofxl ity 27 e RS ousitt. oygt ik A
AIHE 1o 714" 71 gF vlaste] 60%, 65%, 70%, 75%, 80%, 85%, 90%, 91%, 92%, 93%, 94%, 95%,

065, 76, 086, 098 T 1 oSl 2 HERE AW, olelE A AAE DAl W Led BANE
spA el olstel ol AAE & ATk, EE, B owdel NAWE 12 BA¥E ZzReE 348
A% AD 4, L0C0s12g160109) ko] gIxehi= Ahm, ALWE 12 BAHE 7] A F A¥st 27 =
= AARgeE B4 W A% A9 4 L0C0s12g160108] 3ol A A AgAe] FAHe] Ao
FE £3hE vty 2 odge) WFel 38 5 Atk

e}

B oagel wd WMEE 3 Wgel 24 wude g At BAHES Sk wgAsle 3 wa
e o S G5 W FA4E 23T S Ak

i)
rr

L £l
Ac)
[

A7) e A He A, e S g2 el 543 wd Aol Folole Fsin. Age] A%
371 fleiAE FE 2o FF 88, 2 A8s Werh 9dsta k. =3 e AEAE A7
i, ojAiARbES FAsrIe vk, Held dda ddd fAREA AW W] ROOT HAIRLESSI, EXPAI7
ol deow, e W e fHAAgR oﬂ?d_tH v el CROWN ROOTLESSI, <r<7<~¢] ROOTLESS CONCERNING
CROWN AND SEMINAL ROOTS ‘5°) 4& 4= Ath. FEE OsNACIOW & ~Ew o) nkgshs 59 o e fx
£ Y Solror w A= 2 Ld WEHE o8 & it

A7) dEWE = e W 2 iyl ZRRHE =Y Ad 4 9lem, ofAy # Wiy ZRNHE =
fletel WHAME S Aotz AL 2 W] Heobe vlwwore] ddxed Ao Wl wEh folshAl A
7Fs sttt

L e A7) WEd o Jd ddkd I A% AxE AT

A7 Az AEE 3, R, EJdaAA, dvide 2 3848 22 FAE 71ES o) 8dte] WY
d sF AE g2 =99 F Ak 79 A o= wHel AX, o5 W, i, 2EERoA
2 8 AR By g Al 3 AE AIEE 23, ofdd AlREA e

Huo] FAAB o §HE "HE AL'E AGle] 4B AR o §ibs. 4B AXE HF AL, WY 2
HE, wEAsAE W AE, Mg 24 Ee W w2 U8 s W
Ei vRehE A% x4, €2 5W oo @4 @
3 S o

z
A Ax, A AA (protoplast), &

2 EA 2 AF3),
"Hodbido] PJAAG AEA" "VTHeR T3 AAY AEA "= AIdHS 12 FIAFHE GUIAER 9
&) o 60%, 65%, 70%, 75%, 80%, 85%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%,
98%, 99% i I ol ME FEAE 7 GNMEE ol&dle] Axd 2 A JEAER, e
P A

o= L
Bk AAHoR FER AL /e JAAF JBAolt),

L] 2] 71 Qo] W o8| ad
Aok, g FEAE e vteA QA 9D () 2F uY 7)10E 7 ZeE gl AE Fo g2Ag
L ojAlE ARG AEMu ol ©xY AE AAE FTT AE Fd fa] dubHo|t). oF S0, 9¥8F
Aol et ZdE/Zeddd Z8F ¥H (Krens, F.A. et al., 1982, Nature 296, 72-74; Negrutiu I. et al.,

June 1987, Plant Mol. Biol. 8, 363-373), ¥dAAe] A7]H-&H(Shillito R.D.et al., 1985 Bio/Technol.
3, 1099-1102), A& QA4 =] #u|FAPH (Crossway A. et al., 1986, Mol. Gen.Genet. 202, 179-185), Z<=&
21E 84(DNA ®= RNA-2HE) 942 AWM (Klein T.M. et al 1987, Nature327, 70), A&=°] A& ©EE
Ao sHE B AXAe] Pl 93t ofazute g FuIhA| \JZ:(Agrobacterlum tumefaciens) wi7l®
QAL Aololl A (v ghdAd) vlole] 2ol o3 7FA(EP 0301316 %) T o2RE sl Agd & gl

woagelx] PR ARAE L AAdelA] ASE B(Oryza sativa LS EIE GG R Bk op
o A ARE AT glo] AL & 3



[0036]
[0037]

[0038]

[0039]

[0040]

[0041]

[0042]

[0043]

[0044]

[0045]

S55461 10-1493170

v s A=, @A AE, ¢ 82 s A= W (0ryza sativa L.)7F AFE-E Y

olelg WolAl= FA de] X A=A el osto] GolstAl AzE 5 vt

TR 2 2 Y] HEE s 9 AEAA A7) Al RS AEAdA Rd@ATE dAE Eeehes
AEe] 94 48 e Asdn

s TRREl pelol Solden wdse Tavded, el 31 Al Aad f05 2
] o & 84 2Eds Wy FAE 9% A B
An
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32 L0C_0s12g16010 Z2REHE ¥ ol GUS A EA AZE 8] AFES e tholojaSs YERd Eo]

m

L

4% LOC_0s12g16010 Z =N E 9] #g] Eold Id& GUS stainings &3 FAAZ AEA A &g Lo

£

ggs YA ek FAF Y&

ot &, HAAldE Gt & WS ¢S AAMS] Ay sl ey, ofgle] AAjde el o]
F7] A% oA W oo ofs| e WUt ASEE A2 ol

AN > Belo] SolFoz HARE ¥ FA4 B 4

gaEd Holxox st FHAE Adsty] flete], /" wlelaRoye]  do]ElHo] 231 NCBI
GEO(http://www.ncbi.nlm.nih.gov/geo/) oA X% 983%—9] B oy EZ A wlolm ol o] (affymetrix
microarray) A8Z 177 7| /ZAEHE AQFA st F-d2F &d B8 dolguo|AE FE3IY ).

ol& 3 1o YEhHAT.

_\L



[0046]

[0047]
[0048]

[0049]

[0050]

[0051]

[0052]

[0053]

[0054]

[0055]

[0056]

on

£501 10-1493170

A AEIES T

1 Hel~ /48 A= 42
2 =i 129
3 =4 121
4 ge] 150
3) #=(shoot) 164
6 =7 8

¥ A Z7KHWhole internode) 9

8 A (SAM) 27
9 A3Z 7 (Panicle) 112
10 #4741 #¥HDeveloping anther) 36
1 d=H 23 (Mature anther) 37
12 Ar/=r e 17
13 W75 #]35(Palea_lemma) 4

4 Ak 32
15 Hl(Embryo) 3

16 B HEmbryvo sac) 27
7 Wl 8 (Endosperm) 15

K-means clustering ¥4 W& o]&3te], A7l & 1o AAE FAx & EAL dolero]lx F el
o] =& §42 1§ £

eVe] K-means clustering &4 WHE ALE-3te] =338l om,

A M
71/ 2 2d 248 doleHlo]a T oA o] A4 84 Fo) FAAE el E T

292 = 1o Yepilt

1o UrEhd b} o), webdle] Ahgas e w@e nol: faAd dgan Herae] Agrs
of wrolxJl T =, 1770e] AFHR FA% dolEulels F Weloq S04 AAL wel saFe] f7
sholg 4 9lglt}

vlo] g 2ol o] dlolEjMlo]A EAS E3F L0C_0s12g16010 FAAFe] Zz2d 9y S-S BAsiglon o1 Ay

=

o

&= 20 YEhlAE

29 e vhat o], el A gk Sl g AR 2low, ol LGOS0 L2
o) fuiae] A WHo] el Koo Uojde melEtt,

<A 3> We] $47 BAS 9B Z2EEH 22y

LOC_0s12¢16010¢] Z=REE FEY3l7] fldte] 2w Zgo|w &3 53X ¥ (Oryza sativa L. japonica
cultivar-group) A% DNAE F3H o= PCRS AAISHGITH. 3 DNAE 100 ng= AR&3Flal, 7 Zgo]m & 5
pmo 12 AR&SH3ITE. PR 232 95Tl 58 F1 95ClA 30%, 55CellA 30%, 63Tl 30025 43] k53t

5 95Tl A 30%, 62ColAl 30%, 68ColA 300%E 353 wHEsla nmlx|eto =z 63T, 10802 3tk PCR

=
=

HEES A1GBeel 271 Felskam, pGiM 7o) e FEdstel 97149 #5 s, F2YE DN
ko)
.

BamH1Z} Xholo. 2 Ahsh =93 AFdagrrE AoE pGA3383 ME (promoter-GUS cloning® #WED S}

o] Aol e 14Tl A 12413k ﬁﬁﬂﬂ%ﬁﬁ} o] Alold AHES Topl0d E.coli HIAHE A 50403 &3tsle] 1.5 ml
Bad &7 s A8 158 AT o]ojA, 37C S 18-S thA] HXxE & 1 ple LB AA wjAE

M

s 7t AAHEE F2YE Lo LB AA af A ]*1 Ax Y 5 vy =3
2 DNAE Ad &2 BamHIZ} Xhol& AMgste] a4 Auk & d7]dsolA ofrtz= A
wEleta MEE RS, ol A A dojxl FRY DNAE Tl 7] AE A48 3ol o7t Als)
LS DNAS AdEdrt. A7 E A& capillary sequencing e ® st om(mfa A o), A7|HY

FIrE wETEOH g v 323 %OJ 37T Ael7 <litHlolE el A WAESIt. ool ElEZALolER AR
[e]

218 NGUS1, RB(right border), Z18]i Z2XE Y HE& o] &3 Zalo|HES AEEIT)



[0057]

[0058]

[0059]
[0060]

[0061]
[0062]

[0063]
[0064]

[0065]

[0066]
[0067]

[0068]

[0069]

[0070]

[0071]

[0072]

[0073]

[0074]

on

£501 10-1493170

Z2RE FRYE ZetolnE ol & 20 YERSITH
F 2. LOC_0s12g160109] ZRRE] 2§ xajo]n

Primer name Sequencing (5'-3% Hl 2
0=s12g16010-pro_BamHI

i GGATCCCCATGCAGGGAATGGTTA B SAAH 129
(MEH= 2) genomic
0=12916010-pro_xhol sequence

_ CTCGAGGGCTACAACGAGATATTG (OJ1134 G0z )
(MEH= 3

X 3. 97 Mg A4S A ZakelH

Primer name Sequencing (5'-3")
NGUST(HEHS 4) AACGCTGATCAATTCCACAG
RB_backbone-F2(HgE8 = 5) TCGCACGGAATGCCAAGCA
0s12g16010-seq_1 (A EH S 6) GIGACCGGTIGGTGCGATGCC
0Os12g16010-seq 2(HEH S 7) CCAGCGTGTGTAGAGGATGC

47 A

=
<A d > YAAG Axe A%

g7 A 10041 A A E R

o

AEHF 1o JeErl e, LOC_0s12g16010 F-A=1e] ATG &Fell 1,978 bp ZEEE A do &3t

E

BE Fashic

ol 158 WA ST, olojA], AR AL 75x W F, 37C 22 5&EE thA
WA E W& ok 3A1%F FQt 28C Aol QlstullolElel A WASSATt. o]olA], H] =3
iAo =dslal 3 ]{% ]E‘raﬂ AAE = 222 (pLe] LB oA mjxloA] AE wjeF & owy g
BamHI#} Xhol& AMgsle] &4 gk & Alo]=E Felatgit}.

47 AR dAdgE ofamute e RS o8kl W A A& AP ARSI
<HA 5> FAAH HEA A

N6D A wfAl A W FAE 7Y AE 28T AGAANA 7194 Wl AexE et A Ao
5 37 AAd 304 d2 AE HEHE JdEHE P A olazutH RS 72AX J AlES E3tste
N6D-Acetosyringone & XE3H3F vx|o| A 22T <bxlg] Ao #x]31%T).

ol1z2ute|g]$ FYWE Al(Agrobacterium tumefaciens LB4404) 5009} 2uge] 224 L@_% HE S E3slo o
e
E

olaguteE]Fol ol AHAE 33 FHFFE ARl 5 AxE Tl W oE N6D Al wiA el A
hygromycin A2-& 1x}(hygromycin 30 mg/L), 2%} (hygromycin 40 mg/L)ell 747?4/‘1 A wjts 3 FaysHA
oh ke 28C AEACA A7 25 A FFElA 4 F st o] Foj K. € A 2E ALsk vl MSR
(hygromycin 40 mg/L) LAMfAl &7 45 28T Fxd A AA XHTE}E =g 5, AEAE NS 1A W
AR &7]aL 79 28T Fx AANA 7193l 2HE HAA AL AEAE 7150

<AAd 6> FAAE HEAE o] & HE ¢4 2 AF

Hm
N

1] 719 Sold (US WAL HAAsH] Astel, AW FA4Z 1044 28TAA 792 wFR F
S @4 Ael s,

GUS €92 0.5M sodium phosphate buffer 200ml, 12.5mM potassium ferricyanide 100ml, 12.5mM potassium
ferrocyanide 100ml, 0.5M EDTA 20ml, 10% Triton X-100 50ml, 10ml ¢ DMSO (dimethyl sulfoxide)ol =<1 X-
gluc 1g¥} Methanol 200mlS Y3l SHF= 1L9 HuE 9o AZXFHUAT. ZF A5 2 EAS =5 15ml9
GUS @A dlol] 24212F Agdk F 70% 23 100% NS £=ap4 oz o] &slo] A-LolA] &Als3it),

3 8

T 4o yERd ukel Zo], FAAF AEAES WA AT QUSEHELS Hola e AL T F
ATt
A7) & 2 9 % 49 ARE EQE L0C_0s12g160109] TR REE By Eolzx oz wHS e E AL 9
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<120> Root-specific promoter, Expression vector comprising the same,
transformed plants thereby and method for preparation thereof

<130> P13-080-KHU

<160> 7

<170> KopatentIn 2.0

<210> 1
<211> 1679
<212> DNA

<213> Oryza sativa
<220><221> promoter
<222> (1)..(1679)

<223> LOC 0s12g16010 promoter

<400> 1

ccatgcaggg aatggttaga aatgaacgtt tccgaaattc tagggtccta tgcgcaaaaa 60
agttccatgc tgggagatat gcgtctaatt ttcagaaaat ctaggaggcet ttccgcaaaa 120
tcgctaatct ctttecttat ttcttettte tttttettet ctccggagat ttcegegtgge 180
tgtcggeggt ggcacgegge tgtegeggeg gegtgeggeg gegecatgeg gggtgeggece 240
ggcgacagtg cgegtegatg cgtceeggtgg cggtgegtgg tggegegege ageagegeca 300
tgcggggtgc gaatgacatc getgegtgge ggtgcgegge ggegetgtge ggtggtegeg 360
gaatcgggceg geggegetgt geggggegeg geegttggte agetegegge ggecacaggge 420
gggggtgcgg tggctcgcaa cggegeegta cggggctege ceggetgtga ctegeggtgce 480
tgggtgtggg gatggeggeg cggeggegac ttgeggeagt geacgegget gecacggegg 540
cgggeggtgg tgeegtgecag ggeactgecg geggeggcetce acagcagtge acacgacggce 600
cgcgactgea ggeggeggea ccgtgeggag tgttgecgge ggegeggtge gacgecatgce 660
cgtggegtgg cegteggege gacgeegtge ggtggegtgg ccggtgaceg gtggtgegat 720
geegtgegge ggegtgtete cgateegtge ttgeattggt gagtttegte tctgecacga 780
tggaggatgc cgagaaaacc ccaatcgttt acatgccgge gactccaagt cggtgatgge 840
ggttttagtt gggagtcaaa aaacggaacg aggaagatgc aaggaattca tttttgcaat 900
tcaatctaca agatgcaaag aggattatcg agtttcttac ctttctccta cattggtctce 960
cggtagaget tcgtgtctga tgacgtatac aagattttgg ggtgagactc tctttactat 1020
tcaatcctce aatcaactgt acaatgagta getcatttct ctttttatat agtgcaatcce 1080

actatataga aagttctgtg atggcccaat aaatatattt gggccagget tttatgggece 1140
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aatcccaaat ttttttaaca gtttccagcg tgtgtagagg atgcatgcac
gtgaattcct tgatgtacaa cttcgttatt attgttatta ttgtttactt

gttggtacgt acacatcgta tactctctta agtaaacaat aataacaagt

aaccttgatg tacaactttg tggtatagaa tattaaaggt ttactttgac
tgacgttgcc aatttaaaga acgtacaata atttacctta tttagaacaa
actttcatcg aattttcaaa gttctctcte tccttttgaa aggaaggcaa
tcaaatattg atagaacaga atagtttttc ataattttgt ggaccagttt
attttttttt ctggctgege gettgectte ttaaggaage tcccactgec
cacctgagcc aacaacgacg accagctcta getcgttgta gceaatatctce
<210> 2

<211> 24

<212> DNA

<213> Artificial Sequence
<220><223> 0s12g16010-pro_BamHI
<400> 2

ggatccccat gcagggaatg gtta

<210> 3
<211> 24
<212> DNA

<213> Artificial Sequence
<220><223>  0s12g16010-pro_Xhol
<400> 3

ctcgagggcet acaacgagat attg

<210> 4
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> NGUS1
<400> 4

aacgctgatc aattccacag

<210> 5

<211> 19

_12_

ttgtgacttc
cgtggegtgt

tggctataat

ttcatcgecg
ttcgcatcgt
gaagattgcc
tattttgaga
tgtgttacca

gttgtagcce

1200

1260

1320

1380

1440

1500

1560

1620

1679

24

24

20
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<212>  DNA

<213> Artificial Sequence
<220><223> RB_backbone-F2
<400> 5

tcgcacggaa tgccaagca

<210> 6
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223>  0s12¢16010-seq_1
<400> 6

gtgaccggtg gtgcgatgee

<210> 7
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> 0s12g16010-seq_2

<400> 7

ccagcgtgtg tagaggatgc

_13_
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