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EH2

mRnf43 sequence on Genome

CGATGGGAGAAAAGGACATACCTGCCCCAGAGGTGGGCTGAAAAGGCCATCTTCTGCTCCCAATCA
GGAATACCCCCTGTGCTTGGGAATCTACGT TAGAAAAAGGAAGGACCAGAATCTGACTTGGCTCT
CTGAAACGGAGGGC TAGCACTTCTCCCCATTCGTTTTCTGCATTGAGGACCTGCC

GCAGAAGTGACTCCAGCAGAAGGGAAGCTAATGCAGGCAAGTAGAATGCGGTTCTGTTTTA NN
I CGGTCTTCTTTTAGT TTGGCAAAGCAAAAACCCATGCAAGGGCTTCC

ATTGCTTAGTGTTGCAT TTATTCACGTTTTGTGAAGACATTGCTTTATTGGTAGTGTAAGGCAT

ATTCTTATTTTATAT

EH3

Guide sequence insert site

Er4

Target 1: GCAACCCTGCACGCAGGCTT

Target 2: CACGCAGGCTTCGGACACAC

Target 3: AGGCTTCGGACACACAGGAC

Target 4: CGGACACACAGGACGGGTGC
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EEI0
cas9-mRNF43 confirm (D.0.B. 17.02.15)
IGCA CGCA|JGGE TTCGGACACA C G G
I
" A i . il /\ A " \1 f‘ x B a /& A f\
M VAN WA ANV WA
TG CAC G ( : CTTCGGACACACAGG
o |
q , | IS N4 j\
J J\/ Y '.rﬂ\ “‘ Y RIBTE ¥ '\."I\I’ .f\f\/\ I‘ \ YRLLAY! 1\' '
P
<110> KOREA FOOD & DRUG ADMINISTRATION
Industry Academic Cooperation Foundation, Hallym University
<120> RNF-43 knock-out transgenic animal model and using thereof
<130> 18-FP-018
<160> 4
<170> KopatentIn 2.0
<210> 1
<211> 20
<212> DNA
<213> Artificial Sequence
<220><223> Target1
<400> 1

gcaaccctgce acgcaggcett

<210> 2

<211> 20

<212>  DNA

<213> Artificial Sequence
<220><

223> Target2

<400> 2

cacgcaggct tcggacacac

<210> 3

20

20
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<211> 20

<212> DNA

<213> Artificial Sequence
<220><223> Target3

<400> 3

aggcttcgga cacacaggac

<210> 4
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> Target4
<400> 4

cggacacaca ggacgggtge
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