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70%2] W&, °oF 50% WX °F 70%<) WE, = °oF 60% WX F 70%2] %163 % Aolr s M}é@ﬁ} AN A A
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g, oF 40% WA ok 60%e] W, T oF 50% WA oF 60%e] WH F &*015 shsE et AR
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-
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21, oF 227 o]de] WMEE xgeth. AR HAAIGHA, EAA A= Holw oF 1, ¢F 2, 9 3, °%F 4, ¢
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4

oF 21, o 227) olge] WHW FRASHSE EIh QY ANFEelA, BN BAE v e %
ok A% AAGHelA, FaARW B 2 olgel e mywth 9% Axgeeld, Feay w1
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Folth, A% AAFHA, 2B T Pl FAAY o
& 2712 DD ARSIl 8, 23, 35, 43, 44, 45, 50, 51, 52, 53,
1e DD AR o 239 Aolth, AX AAFH A, E

/\
ek b A A= OP; S :%“J, (1)794 ﬂ?i% ey
<3}sh4 (1)>

A-X-B

&7 AellA,

Y AN G A, Fela B4 AL ] R (1D FEE ZFch

X= 2% ©£E= Al 9AZ PRI,
Y& 4% e A2 9AZ #4894

00 A, EeEA B4 AL 0] e (11D T2 ZFwch

e THA=E AT,
X= 2% = Al 9AZR FAH

© A T A2 AR AT

AN HAIGEA, Hol® shte] 2 WYY FEUHEE REEYe, 2'-0-vd, 2'-0-"EAE(2'-0-
MOE), 2'-O-opwji=Z 2, 2'-El&A], T-4&A-2'-EF2=, 2'-0-o| =223 (2'-0-AP), 2'-0-Hudoln|
o &l(2'-0-DMACE), 2'-O-tm|€oln =29 (2'-0-DMAP), T-O-trlEo}n| o &Ao" (2'-0-DMAROE), ==
2'-0-N-E ol Eopn| = (2'-0-NMA) WM FIHASE=E Xdstrh. A5 HAA|GHA, Fojx st 2" ¥
FE FEYE=E g FAANA), ogd FAHENA), FE= SAH(PNA) S FEHeich, AR A g ol A,

o dhite] 2" WYY wEULHEE REZERE XTSI Fefell A, Holm shtel of9e Oﬂ7
RololE= Aok dhite] wWrkolrh, AR AAIFEjA, AHojx shte] WEE FEYUQEER A4S XX
ZE|QO|E A FE XAXIUEQOE AZAS et AR AAGHA, I Eabe] Aol
Ao oF 10 WA oF 30719 wEHLE = dojolth. AR AA Y Sk Aol Aol oF 15 WA
oF 3070, <F 18 Ul®] <F 2570, oF 18 WA <F 247, °F 19 WX oF 237), = oF 20 WA F 22 T QE =
Mol wEHLE= do] T Holk hufoltt. AR AAFHANA, Zeldit Bxke] dole= Hox of 16, 17,
18, 19, 20, 21, 22, 23, 24, B& 25709 wEEQEE Zololth, AN AAIGHA, Fdrt EA= oF 5%
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WAl ok 100%9] W, oF 10% WA oF 100%9] W, °oF 20% WA °F 100%°] WA, °F 30% WA °F 100%]
A, oF 40% WA oF 100%2] W, oF 50% WA oF 100%] W, °F 60% WA °F 10099 W, °F 70% X
°F 100%°] ¥, °F 80% WAl °F 100%] Wd, 2 oF 90% WA °F 100%2] WH F Holx s Tde. o
B A gl A, ZEeat EabE oF 106 WA oF 90%e] WE, oF 200 WA oF 90%e] W@, °F 30% WA °oF
90%e] WM, oF 40% WA oF 90%e] WM, °F 50% WA °F 90%e] W, °F 60% WH oF 90%e] WM, °F 70% U
Aok 90%e] WME, B ooF 80% WA oF 100%2] WE F Aok shbE Eetdrh. AR AAlGEClA, Ee it
A= oF 10% WA oF 80%2] W, <F 20% WA oF 80%2] W, oF 30% WA <F 80%e] WA, °F 40% WA oF
80%e] WM, oF 50% WA oF 80%e] WM, °F 60% WA oF 80%e] WM, H oF 70% WA °F 80%e] WY T Ao
EostuE EEehh. A AAGECA, FE el ke oF 10% WA oF 70%e] W, oF 20% WA oF 70%<]
W, oF 30% WA oF 70%9] W, oF 40% WA oF 70%S] WA, °F 50% WA °F 70%°] W, B °F 60% A
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oF 20% WA oF 60%e] WF, °F 30% WA °F 60%e] W, oF 40% WA oF 60%] W, B oF 50% WA °F 60%
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WA oF 50%e] W, oF 30% WA oF 50%e] W, B ooF 40% WA oF 50%e] ME T A% shuE I
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o 20% WA oF 30%e] Wd F Aol stuE X AF AAFHAA, ELA EA= oF 100 WA
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& 54-972¢} Hol% 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, WX 100%2] A]
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(11D 722 Tgach

7l R 57 A S A,
2'-0-vle, 2 ovﬂEAloﬂ%@ -0-MOE), 2'-O-o}n| -2 2
2 (2'-0-AP), 2'-0-tjd|do}r] o &l (2'-0-DMAOE), 2'-
EE 2 -0-N-H|DopA] Eojr] =
shtel 2" Wgy wEULE=E 3
Aoz shfe] 2 W

;EH oA, Aol

)
Pl FEUSHEE EEZYLE st 54 AAGHCA, Hojr shutel d9E 7] EolojEE Ao
T o] wekelty, B AAGH A, Holk Jhte] WMEE FEUHQEEI AL IAXFTEQOE
A T IAXIUEQYOE A4S 2§t 54 AAISHlA, Edi 4= HolE oF 10 WA ¢F 30
Mol wEHQE = dolE xsheitt. 54 HAAFHA, it EX= Hoj& oF 15%, 20%, 30%, 40%, 50%,
60%, 70%, 80%, 90%, 95%, W& 99%2] WS xshsitt, B4 AAYHA, N EaE @l 7tEs X
gy, B AANGEAA, EA F2= 27 o] vhee xEett. B AAgEHCA, EAA EAE
Al EYwEdHE, 2 Al SR EHE stolHg=slsle] oF 7te it BxE At A2
ZYFEASEHEE x3ett. 54 AAIGHNA, A2 EYFEULHEE HoE e WES ¥, &
g AA G A, Al ZYwEdUEE 9 A2 £ JQLE| == RNA #45 23svr. 54 AA S A,
Al ZYFEULE= 2 A2 ZEFEFULEEE siRNA B2 g3t 54 AAYHA, X Agolt}.
54 AAGHCA, X 2 Y= SHAoR A3, T4 B, HEdAAd #7, vt 24, == HSEA
4 "HA Tleltk. B3R AAGHCA, X B Y 593z ZAg, 4 2B, HEsd 2A, ddvbsd
B, == HFFAAL FA Yok, BF AANGHEAA, X& C-C &7 7otk §A AAGHAA, X ==Y
= CC &4 7otk 54 AAGHAA, X e Y& -C €4 7loltt. 54 AAGHEdA, 23 Kolojg=
A e a9 A% dyelnt. 54 AAGHAA, A RoloE e A e 1o AF dyeln. 54 A
Fejoll A, A HolojE= A = 1o AF dhyoltt. B AAGH A, (= Eldgd

3 AAFENA, C Eelol =

3' o] PFAG. 54 AAFHAA, Y- B 5 ekl A7

AXGEl A, B PR DR Fob wgaT. AR 2

BelA, B ogwe dow Az AR molold] AF F74E E£FATH. 5 A FeelA,
A% wolofe] AT Frhz EdAT. 54 AAGHeIA, ¥ PEe

aeh,

54 ANFE A, BUINE () EA AZS Eo

A BA ARAE 24 A A% molol B ¥
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A9 @A (b) EABE pre-nRNA ZFebol 24 HeA olofel® EA AL el EAFE pre-nRNA
Al sholnel=alste] EASE pre-nkNA AAAN A 2Fetold oMIES FEFOZH nRNA AAAE A
Aste B 2 (o) dedow, B4 Azl WAl (b)e] mRNA AAAE Aste] duAe WS B
@S, EASE pre-liA QAN 2Fetold oMIES fEshs PHE AN 54 AAFENA
sEetoly olMEL o& 271Felth. 54 AAFE A, 2Fetold oMIEE o AFTAIG. 54 AA
FelolA, AT pre-nRNA AL A EE PolE fEAT. 5P AAGHelN, A8 i goj 47
= AR, 4 AR, o AW, w2 AED 29e mHPnh 59 ANFE6A, Tea Ba g
3 DSl F2E ZSAL, b) ] S (D9 PEE EFAAL, Ex o) 37 B8

<54 (1)>
A-X-B

Yo A% mE A2 g9A2 TAH
<54 (11>

A-X-C-Y-B

54 AAGHeA, e 2 JEAe Aoz st 2" WEE wEEHE, Aol e WIEE
S HEI AZ, EE Aox gt JeE 7] RoloHE o)A oR ¥Isith. 54 AAIGEH A,
AHolw 3hte] 2' Mgy FIFYLEEE REaZEy, 2'-0-dY, 2'-0-WEAAL(2'-0-ME), 2'-0-o}n] =X 2
4, 2'-8SA], T-HSA2'-Z5F90 2, 2'-0-ol =X 27 (2'-0-AP), 2'-0-tjH "ol =& (2'-0-DMAOE), 2'-

O-tld|go}m v 3 7 3 (2" -0-DMAP) -t] H & ofu] ol &l 2-A]of| €l (2' -0-DMAEOE), FE& 2'-0-N-H|E ol A Eolu] =
(2'-0-NA) WEE wEHHEE X3t 54 AA S, Aok st 2" W¥EE wEUdoHEE I
F AH(LNA), oldel SAL(ENA), HE= A(PNA)S ¥g3ith. 54 AA ol A, Hojx el 28 WER
YL EE REZyws 23T 54 AAYHAA, Aol st AE 9A7] EolojHe Aok 3t
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FeoE s dolg g, 5
70%, 80%, 90%, 95%, Hi= 99%<] W
5, %6, %7, %8, k9, %1

of 21, of 227 o]/de] WY

s X
H PA, ARbsd YA, EE

A, X2 GG ¢Z 7otk 54
CCs &4 7] A4, &

al;q T o]_%z_o]xl

54 AN, BT E
A wololelg TP B
Bl mololel Ad W 5
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&lslr}:

A-X-B

B= EElwEdE =R AR
X= 2% £ A1 72 744

X2 2% = Al g9A2 A%,
YE Ag e A2 AR A,

PN
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ZAA EA= Hojw ok 15%, 20%, 30%, 40%, 50%, 60%,
54 AAgHo A, ZE8at Bal Hojm oF 3, oF 4, oF
ok 13, oF 14, ¢k 15, ¢k 16, °F 17, ¢F 18, <F 19, °F 20,
AAGENA, X 2 YE SgAeR A3, 238 ¥, v
71 7oltk. B4 AAGHAA, X Afoltt. 54 AASH
= GG &2 7otk 5A AANYHA, X&=, doHo=w
FTolAEA HAlolth. 5 AANGHNA, Y= FFol 484

:
O

Bl 5' &t
kel 43 aL, A-Xe Bl 3 Ewke] HEn 54 A
e =gt A T)o AgEv. 54 AAIGEAA, & WHS D
;B Aol HeEn. 54 AAGEHCA, & e Hol=

oloe] 8 EAFE pre-mNA Hol4 AZeels x4 EY
HEEA, 1714 EASE premRVA Folq 2Fehels 27
60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%,
Fohs A9, BUAN A AR 2YBL AT, 57

Dl FEE EFSAY, b) a7 e (D€ TxE AL, EE o a7 sty
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morpholino oligomer) AA(ME Mz 2

E 23 wg FEHeHEr g3y ZAXRZEQYOE ¢HEAA SuFIFHLE=(PS  ASO:

phosphorothioate antisense oligonucleotide) AL (AME HZE 29)S =A|3 ZAolt}.

= 2be 9H3] FHE TAXRE|QAOE ¢tEJAlA ] n Y LE|=(PS ASO) MA(ME HE 29)S =A%
Rolt},
E 32 dlul(Tagman) gPCRS AM&3le] & RNA 9] ~7]°9% DMD nRNAS A=slels o Algd WHS =A3
Rolt},

4= 27 FeAg A=vE I (HIC: hydrophobic interaction chromatography) W 25 Ap&3sle] A
e D71 mAb-PMO Whe ER=e] ARmEIRS EAG Sl

E bax 7] A Z2rtE 29 (SEC: size exclusion chromatography) ¥ 18 AR&3le] AAw (D71
mAbe] A ZwlETIS EA|E Zlojt),

X 5b= A7) WAl AERvE2HI(SEC) W 18 AF&ste] Al 3CD71 mAb-PMO DAR 1,2¢] IA=RvlE 1L
ZEA]gE Flojt),

T 5ce A7) A A RvfE2H T (SEC) W 18 AFEsle] A" D71 mAb-PMO DAR >29] AZufEIa S &
A1k Flo|t},

E 6av a4 AeAd ARvtEIIHIC) B 25 ARSStel AW F0D7L mAbe] ARVIEISS EAE
7

ol

E 6be A AE5FE AZvEIHYMHIC) W 25 Agste]l AAE AAE D71 mAb-PMO DAR 1,2 HE

T e AT AESAE IARMEZHIHIC) MY 25 AFRSe] AW AAE 3CD71 mAb-PMO DAR >2 HEA)
Rolt},

E 7Tat &5A Aszg 32vtEad 9 dI0) WY 32 ARE3E (D71 Fab-PMOS] a1d: whuld oy 3 2vlE

23] (FPLC: fast protein liquid chromatography) A9 AZrlE 1S A8 Ao},

il

E 7bE SEC WY 18 AFg3&te] A" 3HCD71 Fabo] ARvIEIZHS A3 Zlo|u},

E 7¢E SEC W

e
—
o

Abg3te] WA E BCD71 Fab-PMO DAR 1 H&Ae] aznEaxlS A3 AHolt},

% 7dE SEC W 1S Ab&slke] AW 3CD71 Fab-PMO DAR 2 A ¢Ale] ARvE 29SS A3 Zolt},
% 7ex SEC ¥ 1S AM&3le] 4w 3CD71 Fab-PMO DAR 3 A gAle] ARvtEa#S A3 Zolt),
L 7fE HIC Y 42 ARgste] A (D71 Fabe] ARvpeEa3E ©AJ3 AHolr},

X 7gE HIC W9 45 ALg3to] QA% (D71 Fab-PMO DAR 1 HtA|e] Aznteams EA)3 Ao},
X 7hE HIC #9453 AL&3to] QA% (D71 Fab-PMO DAR 2 HetA|e] Aznteams EA)3 Ao},
E 7iE HIC W9 45 AL&3to] A% (D71 Fab-PMO DAR 3 HetA|e] aznteams EA)3 Ao},
% 8at SAX WM 2Z ARg-slo] AAE 3HCD71 mAb-PS ASO wHE EgE o] FEutE S EAE Holt),
= 8bt SEC WMWY 18 AMg3te] AAdE (D71 mAbe] ARWEIMS TAS Aot}

E 8¢+ SEC W

e
—
o

ALg3te] A E 3CD71 mAb-PS ASO DAR 1 H3etA|e] A ZnlEa=:S EA|3F Ao},
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T 8dE SEC W 18 AMg3ske] A12dE (D71 mAb-PS ASO DAR 2 A Aol ARwEINS EAG Flolt),

T 8el= SEC W 18 AMg3ske] A1dE (D71 mAb-PS ASO DAR 3 A Aol ARwEINS TAG Holt},

= 8gi= SA

C
C

T 8f: SAX WY 28 Abgste] AAE D71 mAb-PS ASO DAR 1 HgHAe] ARvtE RS ZAE Ho|t),
X 9 25 ARgske] A4 E CD71 mAb-PS ASO DAR 2 HAe A2vE RS ZAIE Aot}
X

T 8hi SAX WM 28 Algske] AAE D71 mAb-PS ASO DAR 3 HEAe] ARvE NS ©A Zlolt},

5 9= PMO 2 3MCD71 mAb-PMO A AF&Al £3tE (2012 M XA d& 23 ~7]38L8 A& v AE|= P(RE
FE O oprfR 2 Ag E=AE el

= 102 PMO, 3CD71 mAb-PMO, % 3CD71 Fab-PMO H3HAl AR&A] #3}E (2012 HFEoA A& 23 279 7
3% UAEE PCREF-E Q] ol7t2 2 A& A Aot}

£ 112 PMO, ASO, DAR1®] A3t &(D71 mAb-ASO("ASC-DAR1"), DAR2¢] A3t (D71 mAb-ASO("ASC-DAR2"),
2 DAR3S] AgHE FCD71 mAb-ASO("ASC-DAR3")3Fe] #3}H C2C12 AEoNA e 23 27]8E HEI YAEE=
PCREHFE]S] o}7b2 2 A AR Aot

5 12av ICD71 mAb-PMO H3HAe] & AW FALE Tl oAy ulg-2-9] v IHofA9] & 23 ~
713 & 7A%38 Y 2E S P(RZEEHO o722~ AL TAIE Ao},
T 12b= H]E 28 o wEE o] PR YA B Aekst g To|th

= 12cE 29l PR ol & oRWF vk el mEe SREREe gAY oE 27 4P ad=

ol

% 132 @ AW FAL F obdy spgaziEe) A% 28049 o 23 27198 4ER YAEHE PR
B olrfmAa AL ©AE Ao|t),

14 227109 AEE 2 ok PR BAE(AZ A WS 976-977) ZH-E] 9] DNA T3] A AEA] dlo]E

t R

1523 ®l gPCRS o] &3 oAl & who-ro] HjEz 280 Ao WA A& A7) Hekst g To|r),

f

15b= WAEE PR ol 8@ ofAE mp9o] mEE ZRdMe AAY A& 7% Qs

EEESES
E lsct Ul qPORS ©18@ obdH vhrel GaAn 2ol Aol QA o 271 9] sl el

E 15dt HAHE PRE ol§F oE mhsel AAY IKolde] AAM ole avgel g
EEERIE

E 15et= Bl PRS o] 48 okE vhy-2=o) A 5ol AW o 275 AFs} awzold),
% 15f% VIZAEE PRE ol &3 ok vhgel A9 Zfolae]l QAW ok 27159 APt gmolt),

E 162 9 Au(iv.) FA F, oY mhgao] AT 28 2 A o] (D71 mAb-PHO A A MSIV o<
& =

“d
2 278 FEE AESE PREFEHY opylzs AL
o

2o A 9] (D71 mAb-PMO &A1 MSTV & 2

°

o2

o

==
o~

V) FAL S oRAE mhese] AF o
7

- = = Zz
271 §5E HZeE PREREY o7tz A AL EAE Ao|t},

2o A 2] CD71 mAb-PMO #SHA|S] MSTNV <&

J

T 16cE @Y AW(i.v.) FAF 3, ofAY wpro) MBI 28 2
LLE AZ3E= PRERE Q] otz AL A3 Aot
Z=

E 172 13} vk R A 2] ASGPR mAb-PMO ] §HA| 2] PAH
Tte2a AL EAE Aol

11 27198 §52 A%es PRESE of

L

o gl Au(iLy.) FAF F, ofAY whesmRE o] 7holAlo] ASGPR mAb-PHO AL PAH A4 11 27
T2 AZ3E PREFE o7tz 2~ AL A3 Ao},
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spinal
5
(TALS:
with

TH

= (SMA:
dementia

o

=
=

=
=l

=9

ZAYA (MCAD: medium-chain acyl-CoA dehydrogenase) A=,

SE S

Pz
X

frontotemporal

2] uj-17(FTDP-17:
Z(FCMD: Fukuyama congenital muscular dystrophy), <%=

familial dysautonomia),

II1(DM2: dystrophy type II),
_25_

=
o)

3ol

ApE417 0]/ 5 (FD:
[e)

3

=
A
E}] 1(MOPD1: microcephalic steodysplastic primordial dwarfism type 1)(E]o]H]

tofr}

L

.

<
T

syndrome) ),

ol =
muscular atrophy), &4 oFd-CoA ]

Z
N

retinitis pigmentosa),

ol

dystrophy type 1),
Taybi-Linder
parkinsonism-17),



[0223]

[0224]

[0225]

[0226]

[0227]
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Ab 7332 (ALS: amyotrophic lateral sclerosis), AZH2HEZIZ, % JFITA AFZ(CF: cystic fibrosis)
S XFsh, ol AgEA] gerh. A3 Ee Folld sk «GAA] KRR = [KBKAP, SMN2, MCAD,
LUNA, DMPK, ZNF9, MAPT, FKIN, TDP-43, LDLR, CFTR, DMD, PAH, MSIN, 2 K-RasZ E&3l}, oo A|gtsE =] &

o), 9 AASH oA, FRAR= DD, PAH, MSIN, ¥ K-Raso]th.

Ay Ao, B rjed ZA e A3 BE HolE fFUste fAAe dio] AE-QJQEER AFHE
of Aete F9S TS, L5 AALE A, FHA= TKBKAP, SMN2, MCAD, LMNA, DMPK, ZNF9, MAPT,

FKTN, TDP-43, LDLR, CFTR, DMD, PAH, MSIN, Tt K-Rasolth. A AAjckejolx, Helo] 7]&d Zg|dak 2
A= YSTNG] A& 1, 2, W 39 AEER AFFo] fxeE 9IS T dB ARG A, B
o 7l&® ZEldal BA= USTVG & 29] AERIER AR fAsE d9S mH3eT. A5 A S
oA, Bl 7ed Zdi BAE PAHY I 1, 2, 3 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16,
17, 18, 19, 20, T+= 219 IERIER AT A8l 39S H4g)stt. A5 AAGEHANA, ol 7]
<% ZYPA B P E 119 dE-QQER 3

AR Ao, BWL FAE 2B T Pl FueE FAAe e F AR shie] 5 AEg-dE o
By mE 8 deme agrel NAGE B4 Qe delueisaun., 9y ANGHdn, FaAs

IKBKAP, SMN2, MCAD, LMNA, DMPK, ZNF9, MAPT, FKIN, TDP-43, LDLR, CFTR, DD, PAH, MSIN, 3 K-Raso]c}.
QR ANFeol A, BUo] Z1HH Feleit Al K] ol 1, 2, EE 39] 5 JEE-olE AR Ei
30 AE-QIER APYE EASGT. AR AAGENA, Bl /&8 BHAN BAE SN & 29] 5
JEE-oE ARY EE 3 E-AER ARN 992 BAsAh Ay AAFHAA, B JEE E

11, 12, 13, 14, 15, 16, 17, 18, 19, 20, ®& 219
S AR BAGEA, el A
& A

=
A s £438H9.

e

N
>,
Mo
)

Ir
2
B
2
b
:—*
‘N
©
:&
o
o
N
o0
©
—
9

AR Ao, BWN FAE 2B Tt Pl fueks FAAe OE F Ao shiel 5 AEE-dE
o) AASE TA GA Solueluai, AR AN, FAAS AR S02 W00, LN

DMPK, ZNF9, MAPT, FKIN, TDP-43, LDLR, CFTR, DMD, PAH, MSTIN, X+ K-Raso|t}. 9+
N8 B BAL ISV O 1, 2, EE 39 5 AEE-oE AR 9Ashe )
Folon, Aol 1T FARL BAL WS AE 29 5 AEE-AE Aqrel A Fole

H A X ‘|

T = -

EAstict, AR AAGH A, o Ysd Zgdsk BxE pAre] A% 1, 2, 3, 4, 5, 6, 7, 8,9, 10,

11, 12, 13, 14, 15, 16, 17, 18, 19, 20, ¥¥ 219 5' QIEE-di I x5t J9L TA 33}
E d e 99S

A AAGE A, Sl VIEE Fel et BARs PARE] 9lE 119] 5 QIEE-olE I3l 914
%

= = 5 Aol shhe] 31 AENEE A
ol sfojHe sttt AR AAFENM, FHAAR= TKBEAP, SUN2, MCAD, LMNA,
DUPK, ZNF9, MAPT, F[(TN, TDP-43, LDLR, CFTR, DMD, PAH, NSIN, ®i= K-Rasolt}. A% 1°kEH ol H =90
%8 FYERE Bl 4N 9l 1, 2, EE 39] 3' QIER-dE AR e )
AAGEAA, Bl 7lEE Tt B STV )& 29] 3' RJIEE-IE A %‘10—‘5 0303%

o
oo
o
rN
_>|i
Lo,
2
b
of

=]

T — 1

EAstsity, A5 AAgE A, B rew ZE ik BExls pARe] A& 1, 2, 3, 4, 5, 6, 7, 8, 9, 10,
11, 12, 13, 14, 15, 16, 17, 18, 19, 20, X¥ 219 3' QIEE-di AT Y5t J9L TA 33}
QB X FEjo A, Eo] 7|eH Za|dA EalE PAFY d& 119 3 QIER-dE AR 9xstE d9S
EA s},

Qw FSol, welo] 71&E Feld A A% wE golE FUsE fA%e] A& Advels niE
x5 = IKBKAP, SMN2, MCAD, LMNA, DMPK, ZNF9, MAPT, FKIN, TDP-43, LDLR,
CFIR, DUD, PAH, NSIV, i K-Rasolth, 9% AAFeilA, Belo] /1&8 Felaid At omel o1& 1,

2, E= 39 2Febolz ¥9)8 WARAT. AR AAFHeIN, Belol J1EH FWN BAL SN oI 2
o 3" xZelolz RUFE EHSAUTIANL ANGUNA, Bo) leE BUNN Bt pae) A& 1, 2, 3,
4, 5,6, 7, 8,9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, & 219] ~ZT o] F9E FH s}t
QY AAFEN, Belo] ) Felalat BA el & 119 AZeols $9E BASHT. Bl
AgEE b, sEwels RoE RN Aol dE mNA QAN A, AN, FB, E: A4S F
Ese] o 279 Ei o ABTAES GET 5 o, Gt sEvtels V9|, AYPY Adeex By =
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= oAE sEeels ¥oE THw.
QR G, Belo] A1&H FHA B A EE FIE FUsHE 049 e FREOR(EE 5
ZHEH) o= 1,000 wEULE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40

nt, 30 nt, 20 nt, 10 nt, == 5 ntQl FIES AT, G5 AASFHNAN, FHA= [KBKAP, SHN2, MCAD,
LMNA, DMPK, ZNF9, MAPT, FKIN, TDP-43, LDLR, CFTR, DMD, PAH, MSIN, & K-Rasolth. dF 7$-of, E 4
719 ZYIA B JSIV FHAY] & 1, 2, i 39 AFEROE(EE 5'2HE) Fol% 1,000 nt, 500
nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, ¥+ 5 nt¢l 44
S FAgiety. AR Ao, e visd EZAt Exbe MSTV ARt A& 298] FFHOR(EE 5 RN
E) Ao]%= 1,000 nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt,
10 nt, ®+= 5t F9S BASST. AR F 9o, 2 Vs I BAE PAH FAAe] d& 1, 2,
3, 4,5, 6,7, 8, 9,10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, EE 219 AFZOR(EE 5'ERE) A
©]J% 1,000 nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10
nt, T 5 ntel J9E FHI3L. AR F o, o vlsE ZHi BExs A A& 119 AREeR
(B 5'2RE) #Hol% 1,000 nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt,
30 nt, 20 nt, 10 nt, %=E 5 ntd G49S FF 353,

A5 A, 5‘—?48“*& %X}—E A3 e ZolE FUste fHAe dEE T Holk s tiste] AFZel
(e 5'9) SA5ks B4 990l sfolvg|=gtait), A5 AA e, FAR= [KBKAP, SMN2, MCAD, LMNA
DUPK, ZNF9, MAPT, FKIN, TDP-43, LDLR, CFTR, DMD, PAH, MSIN, B+ K-Raso|ti. Y& %o, Zgajx 2z

T MSIN AR A& 1, 2, e 3 F Aok sl dishd o‘lT—uoﬂ( E= 5') EAleteE 314 4l stol
vElesieitt, A Ao, AL EA= STV A dE 2 F Hoj® st digte] ARE OEUEL
5'%) ¢k 5, 10, 15, 20, 50, 100, 200, 300, 400 X=X 500 bp¢l fﬂ oJolo] dlolB g =alalth, AR 9o,
ZaN B PAH SAAe] A& 1, 2, 3, 4, 5,6, 7, 8,9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19,
20, X 21 F Holk shto] thate] AFXROE(EE 5'8) ¢ 5, 10, 15, 20, 50, 100, 200, 300, 400 =
500 bpol E@ °§°ﬂ°ﬂ sfolr el =g}, A Ao, ZF A FAls P FAAY 9 11 F Aok s
o] thale] 4 oR(EE 5'%) ¢ 5, 10, 15, 20, 50, 100, 200, 300, 400 W+ 500 bp¢l ¥Z e alo]
EwﬂEi}f&ﬂr.

AR AHS-ol, B 7w Z i BEale A3 £ Ao fudte fARe] Ao dFEHoR(EE 3
O 2HE) Holx= 1,000 FwFULE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt,
40 nt, 30 nt, 20 nt, 10 nt, %5 5 ntdl YIS BAFS. AF AANGHAN, ¥ [KBEAP, SINZ,
MCAD, LMNA, DMPK, ZNF9, MAPT, FKIN, TDP-43, LDLR, CFTR, DMD, PAH, MSIN, T K-Rasolt}. I 75,
B 7lsd Z ik B STV F-Axe] odE 1, 2, HE 39 SFFZXHOR(EE 3'ERE) FHoX 1,000
FEHLE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10
nt, == 5 ntQl F9E BAHFeT. GF A9, e Ved E A B SIV AR dE 29 g
Z0 2 (LE 3'2HE) Holk 1,000 FEFE 28 =(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60
nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, T& 5 nt¢l FF& FH3}sI}, X Hol, Eof 7isd =
A BRl= PAH AR A1, 2, 3, 4, 5,6, 7, 8,9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, ®=
219 BRZOE(EE 3'ERE) ok 1,000 FFHLE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt,
80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, T== 5 nt¢l F9S FH3T. AF Ao, EYo 7]
=% LA A= PAH FAAEe] 9 119 SHRECE (e 3'EHH) Aolk 1,000 FEHLE=(nt), 500
nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, ¥+ 5 nt¢l 44
= BA 3.
A5 Ao, it %X} A=t
A

= = el sk faxe)
(i 31el) EAGE 54 Aol steluelEshar, 2% A

ol

= Aoj= shel] diste] shFZell
A= IKBKAP, SMN2, MCAD, LMNA,
K-Rasolth. X ZA-g-o, ZHIHA 4
= MSTN Trzsz o 1, 2, EE 3 % ﬂop O}L}oﬂ q]—a—}oq 3} 3'e=®) ¢ 5 10, 15, 20,
50, 100, 200, 300, 400 3= 500 bpQl XA e &lo]H e =3} st Za sl Bab= YSTV S
Azpe] ol 2 F 24015 sl wiste] stFZoR(WwEE 3'o&) ok 5 10, 15, 20, 50, 100, 200, 300, 400
T 500 bpol EA Pl stelHE|=steitt. A5 Ao, FAAF FA= PAH AR d& 1, 2, 3, 4,
5,6, 7,8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, ®¥& 21 F Hol% 3htel] tjsle] sFZo=

2
2
% Ll
rzi
2

v

e,
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oy
4o [‘ll‘
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(E& 3'2®) ¢ 5, 10, 15, 20, 50, 100, 200, 300, 400 Hi= 500 bpel %4 ol stojng=setrt, AR
Agell, el EAbs PAH AR e 11§ Aok shel digte] shRFom(Ee 3'e®) °F 5, 10,

15, 20, 50, 100, 200, 300, 400 ¥+ 500 bpQl F A G| slolB g =3} 3ic),

AF Ao, 2 Yled it 2= A3 e dolE st AR dE Yo uiF d9s 324
shgity. A% AXNEjol A, FHAE= IKBKAP, SUNZ2, MCAD, LMNA, DMPK, ZNF9, MAPT, FKIN, TDP-43, LDLR,
CFIR, DMD, PAH, MSIN, = K-Rasolvh. A5 Z9-oll, o) 7|&d ZYIAi 2= USIV Fdxke] d& 1,
2, = 3 U9 UlF 99S mAssT. A5 A9, e vlEd ZAt BAbe MSIV fdAke] A 2
o] Ui 99e g4sistt. 45 Ao, 24 ried EF

7,8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, &&=

o] 7&d 3k Bale PAT FAAFe] & 11 Ul i

AR Ao, ZYPHA B AAT A3 = FoE xgsts B ASE A Z2AAY nRNA FAAE 43
s}, QX AL, AAZ A3 e FolsE FAAE ZolgdE, HAY ZolggE, rAARAddd oY
o, AR FoldYT, T SV olddToltt. dF ASel, Y EAe FAAE Loldds,
WAY LoldYs, G AE Foldds, MM LolddT, v IUFAY olddse xdste ¥4
FalA Z2AEE nRNA FARAIE A gletth, AR Ao, i BAE FAIAY Zolddss xdske
BASE A ZEAAE nRNA AAAE T A 3so

gy AL, Zgdak Exle FAAE FoldUdTES FUsE D FAA F oEd€olsid JdEs
433t FAIAE FolddTS fEets DD A T EdWolstE oA|KQl dEo g dlE 3 4, 5,

6, 7, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41,
42, 43, 44, 45, 46, 47, 48, 49, 50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, Z 63 X35},
olofl AFE A =tk AR Ao, ZF Exls EoolstE d&o AH3I IS EFIIT. 98 &
of, & 509 AMo]l EASE AS, ZFEEA Exe dE 51 T % &
2719 Ee. © g2 Ao, d& 230 EAWolrt EAstE AS, =
sro @ dE 238 ~A7|ET}

Ay H9of, Eo V" Z A BExl= DD wARRe] A& 3, 4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24,

25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49,
50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, L 639 AENER ARFo 9xs= 49 24

hgith. AR A9, Bdo Yed Z3A B DD AR A& 8, 23, 35, 43, 44, 45, 50, 51, 52,
53, Hi& 559 JdERIER AT A= 99S T et AR H o, 2 Vsd A B4
T DMD AR A 89 AERIER AXF HAEhe 9IS et AR Ao, B rjed &
gt Ex= DD FaAke] A 239 AERIER ARl Xste 9SS mAget. 45 Ae, 24
of 7l&d ZEldit Bl DD FAAe dE 359 AEQIER AXd] Xdte d9S FHse. AR
Ao, 2ol Zled Lt B2 DD FAAke] A& 439] AE-QQER AR F] fAEE s 1A
b, AR Ao, B yEH Zd BE DD fARFe] A& 449 AE-QER AHYF e 3
AL BAHIEL, AH Ao, o] ved ZE A Bl DD FAAY] dE 459 AE-QQER X4
AAsHE G9S FA g3, Y Ao, Bo] e Yt BAE DD FAAe] A 489 dE-QE
2 AR Fol fxEE Jde mHseith. AR A9, Ede vle® T st B2 DD faAke] s 49
o] AEQER Ao AXdle JHS FHeTE, AR Ao, Bl vied ZEdi ExE oD 4
zke] A 509 AERIER Aol fXste 99S Mgty AdF Ao, e Vlsw i £4
T DD fAAke] dlE 519 AERNEE Ao HAsh= 99S BAIS. AR Heo, Eo Jied &
gt Ex= DD FAAke] A 529 AERIER AR Xste 9SS mAget. 45 Ae, 24
of 7l&d ZEldit BAls DD FAAe dE 539 AE-QIER A Xde d9S FHse. AR
Ao, 2ol Zled L B2 DD FAaAke] & 559 AE-QIER AR fAEE s B4
Eia=

AR Feo, Zg| it Bxl= DD FAxke] A& 3, 4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27,
28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49, 50, 52, 53,
54, 55, 56, 57, 58, 59, 60, 61, 62, 2 63 % ZHolx 3h}el 5 AER-oE AXR rE 3 AEINER o
Aol $1Ashe £4 Gl stelug=steitt, AN Agell, AL EX = DD FHAe] A& 8, 23, 35,
43, 44, 45, 50, 51, 52, 53, iz 559 5' QIEE-oE AR L= 3 JE-QEE ARl A s %4

O

o
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Gl sto] B E5hgtnt

AR A9, ZHIA BA= DD AR & 3,4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27,

28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49, 50, 52, 53,

54, 55, 56, 57, 58, 59, 60, 61, 62, ® 63 T Z ok 3}o] 5 JAEE-AE AR Fol 9Xat= 34 A

stolrg =gkt AR Ao, A BX= DD FAREe] dE 8, 23, 35, 43, 44, 45, 50, 51, 52, 53,
ol =

= ’
Ei 559 5 QEE-oE Qo] xss HA Joo] stelnEndc, AR A9, FeU B
1 ] :.-é_

DD FAAe] A 891 5 AEE-lE QR FAS: wA Gl Golnelnaiin, A 5ol Fad
R RAE DD AR o 239) 5 QEE-oE ARl A BH Fol stolwelsaet. A 4
$ol, FLAA BRI DD HAR) A& 359 5 AEE-olE AT SIS HA Fol soln s
TR Aol FRAA Bt DD A o 439 5 QEE-olE ARl ANse 24 g o
lmelmae Qi Afol, FAUL BAE DD FAAS] A 449l 5 Ag-olE dge] A 8
4 qJejo] selnEstaith, A Fol, FeW A DD fA7e oAé 459 5 AEE-AE A%l
AHse BA Gol stolmelsaieh. A Agol, TS BAE I FA%e) o4& 509 5 QEE-
& S, A% A9, Fedd Bt 0§49 o9& 51

o
O,
m

" <

3L A Qo ZEA Bal= DD fAAke] A& 3,4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27,

28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49, 50, 52, 53,

54, 55, 56, 57, 58, 59, 60, 61, 62, 2 ZF Hol= 3l 31 AECQIER AXYF QA= EFH JHd

stolr g =gk, AR Ao, ZHLL —Er }L DD Sr7ARe] o= 8, 23, 35, 43, 44, 45, 50, 51, 52, 53,

EE 559 3" IERQIEE AN 9 EH g sfolrg e}, AR AL, ZE it BAbe
]

DID $707ke) @1 8] 31 AE-QIEE ARYel FASE BA ool stelnelmaiath, A F9ol, EY
= 1=

A 2
A BAE DD FrAAe] Al 239 31 dE-QQER AXFo| XEE 1A Yol stolR=gleitt, dF A
o, Zgldak B2 DD Y] e 359 31 dEQIER AfHol XTI A FHd Ffo]H =35}t
o A Ao, LA B DD FARRY] A 439] 30 AEQIER AYF R XA g 3
olrgl=glglt}, UF Ao, ZAA BExl= DD FARe] g 449 30 AEQER A e H
2 JAo] stojmgl=let;, AR Hgol, Z|Aat Exli= DD FARe] g 459] 31 dE-QEE AR R
A= T2 oo stolrgl=3tsit). AR Ao, ZE A Bxls= DD fAAe] o 509 31 AE-0E
2 AT A= Y 9o slolHg =3tk Ay Ao, Z|gal BEals DD §ARY] 9l 519
3" AERNER AFFol A 1A Yo sfejvgl=getty, A Ao, ZA BAE DD FAAM
AL 529 3" AEQNER AfFo A= HHY FYol| slelrg=giitt, AR Ao, ZYI;A EAE=
DD f-77ke] g 539] 3' AERIER AT Xsl= X2 FYo stolRg=sgleitt, ¥ Ao, =
A VA= DI AR ol 559] 31 dE-QEE YR YAsE BA o) sfolHE =t

AR Hgof | Elof| Y&y Zu|dit BExl= DD FAxke] A& 3, 4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24,
25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49,
50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, X 639 AZglolx RIS {3 AR
745, 2ol H ZAA Bx= DD AR & 8 23, 35, 43, 44, 45, 50, 51, 52, 53, HEE 55

7%
o ~Eehols WA ATV, AY A9, Balo] J£E el BAE DD FA49 A& 8o Aol
P =
h o

o] HOZ EH3FIT, AR Hfo, B red Zdal BExli= DD FARY] d& 239 AZgo]x B
Y2 x5t A5 Aol B VEH Zodst BExle DD FAAe] d<E 359 AZElo]la B9E %
A3lsicl, AR Ao, B ved Zgdal BExeE DD A dlE 439 AZglo]la RS
A sy, A5 AHS- P 22} DD AR oA 4490 AZ ol A RS T A S

o, welel 7158 BN BAE D F4 H A& 459 AZeols PHT ST, AN
Ao, Bgol V%R FTeUN BAL DD FAAe] & 48] sEetols R AT, Q¥ F 9o,
welo] 71&E ELS BAE DD FAAe] A& 490 i—z_—a}ou e AT, A A, e
e BUWN B DD FAA A 509 AZeels RelE mAsET, A% Aol Lo s1%w
ENN PR DD A & 510 ATetels FE HASHT. A% A5, el l%n Feait
PR DD FARE o 520] AFelels ¥elE mASAT. AN A%, Beol sleH Fe A
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DD 73 Ake] s 539] AEwhols 918 HASRIY. AN Ao, 29l Ve EeEit A= DD A
Aol eflE 559] AEEtols Hols wASEY. ol AREEE bh, AEEhels B9l BASE AEete]
8 nRNA AR 9], A, T8, B WAS fEste] o A7 Ere dE JISREE fET 5
S, ATt sEEtels B9, A9Y AEvhols B W ABA Agdtols F9lE 9w

= FAAE 2oldgTel Befshs FF AE, Y, & 3, 4,

R Ao, B A8 FeAN B2
5, 6, 7, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40,
41, 42, 43, 44, 45, 46, 47, 48, 49, 50, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, Ei= 63& XT3
nyAow ~Xdoldd A AAE EAS T,

A5 Hgof, Z Ved AL EX = DD FAAS d& 3, 4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24,
25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49,
50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, X 639 AFZOR(EE 5'Z5EH) Hojk 1,000
S 2E=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10
nt, =t 5t F9& FHIT. AF Ao, Edo vied ZESi Bk DD FAAe] dE 8, 23,
35, 43, 44, 45, 50, 51, 52, 53, = 559 AFXo T (EE 5'ZHE) HolkE 1,000 nt, 500 nt, 400 nt,
300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, %= 5 ntd F9FS FF 33},
AF AHgo, 2o 7led ZYat BA= DD FAAe] A& 89 AFHOR(EE 5'EHE) Hojk 1,000
nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, %+ 5 nt
1l F9s gAslet. A5 Aeo, e vjed it BAE DD FdAke] A 239 ARHoR(EE
5'®#3E) Hol% 1,000 nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt,
20 nt, 10 nt, =¥ 5 ntQl Y95 wAsett. dF A5, 2o Ve=d L 2= DD FARe] o
& 359 AFZEOE(EE 5'2RE) Hol%: 1,000 nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60
nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, =+ 5 ntQd PGS mAgsTE. 5 Ao, 2ol 7eH E29
A B2} DI GAAe] & 439 AFZ o (EE 5'2RE) Zo]% 1,000 nt, 500 nt, 400 nt, 300 nt, 200
nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, ¥ 5 ntel 94L& FHsdr, 97
Ao, Edol Vled YL A= DD AR dE 440] ARFoR(EE 5'EHH) Fojk 1,000 nt,
500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, T== 5 nt<l
FAs FAgety. AR Ao, B JlEd I EAE DD FAAke] A 459 AFHZOoR(EE 5
2XE]) Ao]% 1,000 nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20
nt, 10 nt, =¥ 5 ntQd F9S TAHFSE. AF AH 9o, 2o Ve Tt EAE DD FAxEe] A&
489 AFZo B (wEE 5'2RE) 2Zo]% 1,000 nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt,
50 nt, 40 nt, 30 nt, 20 nt, 10 nt, =¥ 5 ntQl DS FAgeT. R Ao, £ V=" YL
BAE= DD 54 dE 499 AFZEoR(%E 5'2EE) ol 1,000 nt, 500 nt, 400 nt, 300 nt, 200
nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, ¥ 5 ntel JF9E& FHsr. 97
Ao, Eol 7led AL FAE DD AR dE 500 ARFoR(EE 5'EHEH) Fojk 1,000 nt,
500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, T== 5 nt<l
P FAgety. AR Ao, 4 JlEd I BAE DD FAAke] A 519 ARFHoR(EE 5
2XE]) Ao]l% 1,000 nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20
nt, 10 nt, =¥ 5 ntQl F9S TS, AF AH 9o, 2o Ve ZIt EAE DD FAxke] A&
529 AFZEo B (W 5'2RE) Zo]% 1,000 nt, 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt,
50 nt, 40 nt, 30 nt, 20 nt, 10 nt, =¥ 5 ntQl DS FAgeT. AR Ao, £ V=" YL
BAE= DD 54 A& 539 AFZEoR(%E 5'2EE) FHol% 1,000 nt, 500 nt, 400 nt, 300 nt, 200
nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, %= 5 ntel JF9E& FHsdr. 97
Ao, Eol Vled AL FAE DD AR dE 559 ARFoR(EE 5'EHH) Fojk 1,000 nt,
500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, ®== 5 nt<l
3 A 3}SH

AR Feo, Zg| it Bx}= DD FARke] A& 3, 4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27,
28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49, 50, 52, 53,
54, 55, 56, 57, 58, 59, 60, 61, 62, ¥ 63 & ZHoJ= rtd thale] AFZFN(EE 5'9]) EAsE 4 o
Ao ol =3lsitt, AF Ao, ZYIA EAE= DD FAAe] o 8, 23, 35, 43, 44, 45, 50, 51,
52, 53, T 55 T AoZ Skl disty] AFE(EE 5'd) EAE s 4 GG Sfolrg e}, Ay
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g0, ZYAN B DD AR d& 3, 4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28,
29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49, 50, 52, 53, 54,
55, 56, 57, 58, 59, 60, 61, 62, ¥ 63 & Hoj& s}t fdle] FFXoR(wEE 5'F) ¢k 5, 10, 15, 20,
50, 100, 200, 300, 400 H=+ 500 bpsl ¥4 GHd| slo] B r3}3ie},

AR Ao, e Vs YA EX= DD AR A 3, 4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24,
25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49,
50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, L& 639 SFZOE(EE 3'C2FE]) Hol% 1,000
FEFULE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10
nt, =t 5t F9& FHIT. AF Ao, B vied ZESA Bk DD FAAe] ok 8, 23,
35, 43, 44, 45, 50, 51, 52, 53, = 559 FHFZToT(EE 3'O0THE) Holk 1,000 T LE=(nt),
500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, T=x= 5 nt<l
F9E gAY, AF Ao, Eol 7w T Al BAE DD frAAke] I 89 sFFoR(EE 3'S
2XE]) Holk 1,000 FZFHLE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40
nt, 30 nt, 20 nt, 10 nt, %= 5 nt?d FFS A dF Ao, B Vled i Sx= DD
SR A 239] FFZOFT(EE 3'O0RRE) HE 1,000 FFIALE=(nt), 500 nt, 400 nt, 300 nt,
200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, ¥ 5 ntQl F9JS FHs}. AR A
o, Bl 7e® Z A BAE DD FAAke] d& 359 SHRFFHOR(EE 3'22REH) Hojk 1,000 7
2 E]=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt,
EE 5 ntQl F9S FAsteh. A5 Ao, 2o Yled EE L S DD FAaAke] ol 439] SHEE
OR(EE 3'oRRE]) Holk 1,000 FFHLE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60
nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, =+ 5 ntQd PGS mAgsTE, 5 Ao, 2ol 7ed E29
A BAE DD §ARY AE 449 SREZOR(EE 3'0RRE) Hol% 1,000 FEHLE =(nt), 500 nt, 400
nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, %+ 5 ntQl J9JS 723}
b, AR Ao, B yEH Zdi BE D) SRk A& 459 - FHOR(EE 3'ORRE) Z o]
= 1,000 7L El=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt,
20 nt, 10 nt, =¥ 5 ntQl Y95 wAsett. dF A5, 2o Ved L 2= DD FARe] o
£ 489 FFZOR(LEE 3'C2EEH) FHolx 1,000 FEFEE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100
nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, %= 5 nt¢l F9E FASET. AR Fo), B
Zled EFYHA S DD AR A& 499] SRFOR(EE 3'ORFE) Aok 1,000 FEHLLHE=(nt),
500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, ®== 5 nt<l
P FAgety. A Ao, B rlEd I BAE DD FAAke] A 509 sHFHoR(EE 3
o ®RE) Holk 1,000 FFHLE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt,
40 nt, 30 nt, 20 nt, 10 nt, =¥ 5 ntQl FFE& AT, dF Ao, B Vled YN A=
DD f-A=}e] oA 519 SFFZEZOR(EE 3'0R2RE) FHolE 1,000 FFHLE=(nt), 500 nt, 400 nt, 300
nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, ¥ 5 nt¢l J9E& FH3}3. o
T Ao, ol Ved EYA £ DD FEARe] o 529 RFHOE(EE 3'o2HH) Aok 1,000
FEHLE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10
nt, =5 5 ntdl F9E FAHIL, A5 Gl o] el ZEet BEAs DD AR o 539 &
FEOoF(IEE 3'ORRE) Holk 1,000 FZHLE=(nt), 500 nt, 400 nt, 300 nt, 200 nt, 100 nt, 80 nt,
60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, T 5 ntQl F9E T35, AR H9o, o Vjed &
2t EA= DD RS de 559 StREFoR (e 3'O2REH) Hok 1,000 U LE=(nt), 500 nt,
400 nt, 300 nt, 200 nt, 100 nt, 80 nt, 60 nt, 50 nt, 40 nt, 30 nt, 20 nt, 10 nt, == 5 ntQ 9IS &
2 g}ghey.

AR Feo, Zg| it Bx}= DD FAxke] A& 3, 4, 5, 6, 7, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27,
28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49, 50, 52, 53,
54, 55, 56, 57, 58, 59, 60, 61, 62, @ 63 = ok sl}ol tiete] aFZol (= 3'd) EAEE HE o
Aol slojr =3}y, AR FSo, ZYAst BxE= DD AR oA 3, 4, 5, 6, 7, 18, 19, 20, 21,
22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46,
47, 48, 49, 50, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, E 63 = Ho|% i} sl FFEOE(E
= 3'02) ¢ 5, 10, 15, 20, 50, 100, 200, 300, 400 H=i+= 500 bp¢l T2 o] slolv =33}, IR 74

e
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A AA G, ELEE B Al W EASHE R A2 EFnIULEHEE 2T AN Aol
Al FewFdeE=s B4 B4 Nda Aol 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%,
97%, 98%, 99%, L& 100%e] D TUAHL e Ade EFIT. A Ao, A2 FewIdeEss B

E2 Hd3 FHolx 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, EH=i= 100%<2] A
4 TUAE e AES xFer. dF Ao, A BxE B4 24 AL Ao = 50%, 55%, 60%,
65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, T 100%2] M E FIAAHE A= Al ZHFEY
SQE=, 2 B4 %7 I3t FHol:= 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%,
99%, Tz 100%9] ME IS e A2 el EHES 99T

A5 AA A, B 7]ed E A A= RNA E= DNAE ¥t g5 Ao, Zdik #x=
RNAS E3gich. A5 9o, RNAE &S 714 RNA(siRNA: short interfering RNA), ZS 3|o]& RNA(sShRNA:

short hairpin RNA), wFo]Z=RNA(miRNA: microRNA), ©]% 7}= RNA(dsRNA: double-stranded RNA), 4+
RNA(tRNA: transfer RNA), #]X.<% RNA(rRNA: ribosomal RNA), TE=X: o)Al 3 RNA(hnRNA: heterogeneous
nuclear RNA)S ¥33ich. dF 799, RNAE shRNAS ¥33lch, A8 7 9o RNAE miRNAE E33it), I

Afol, RNAE dsRVAS EPRich Q% Z9ol, RNAS (RVAS Xgath A Z9ol, RAS RUS Ega
Q3R 7o), RNAE hnRNAS EFETH Q3 Ao, RNAE SiRNAS EF@TH QR Ao, Zeail Baps
SiRVAE E3Hatct

A AAGEA, Ak EARe] ol oF 10 WA oF 5071e] rEE B = Adojolrh. A -
2k kel Aol oF 10 WA °F 3070, °F 15 WA °F 307K, °F 18 Wix] oF 257, °oF 18 Wix| oF 247, °F
19 WA oF 2370, = oF 20 WA oF 22719 wEH QE = Hololtt,

AR AN FENA, EelAA A Lolt of 504e] FFALEE Pololrh, AR Ao, Eelojit 1A
Aol of 457le] FrRALEE Hololth, AR Fgol, Teld Bare] ol o 4079 HFeOHE Aol
otk AN Aol BN BAe] Aol oF 3579 FHALEE Lololth, AR Ao, Eelit 1A
Aol of 3071e] FrFALEE Hololth, AR Hgol, Teldik Bape] Aol o 2579 HFeSHE Aol
ok, A% Ao, Fela Bl Lol of 2079 FFALEE Aololth. AR B, B LA
Aol of 19719] FrRelQEE Hololth, A% Fgol, Teldik Bape] ol o 1879 HFSHE o]
177)9] 2L E Qololth, A% Fgol, Teldy Erpel

o

r
r_1

P

oI 3 Afol, el Al Aol =

Aol of 1671e] Fr2elQEE Hololth, A% Fgol, Teldik Bate] ol o 1579 HFeoHE o]

olth, AR Hgol, ZEaat Bape] Aol of UAle] R QEE Zolojth, AR RG], ZEat Rajel

Aol of 13709] FFUALEE oot AR Ao, FelaA B Lol o 127)e] FFeLEE Aol
]

13
1179 wE2elQEl= dojojr}, AR Ao, Z3t EA1o

Orrmorrmorrmorrmorr OFF
A A R R %m 2

otk Q¥ Ao, FelW BAhel ol

Aol o W) wEALES Golel DR BPA, FARE 2R Dol ok 10 4 F 509 72
oElt gololth, @ Aol FeAU EA Aot oF 10 A of 4549 rEALEE dololt, Dt
o, FEL 2R YIS o 10 A o 019 TrEALEE Dololct, A A5, Felar £ASl 2
ol oF 10 WA oF 357he] FrEeSE Pololth, AR Ao, Felak Bl ol oF 10 WA oF 307}
o wFUSEE Aololth, A¥ Aol FeSa B ol o 10 UA o 25719 WEUeHS
dololth, A% Ao, Feld Bae] Aol oF 10 A oF 20749] FFALEE Yootk AR A,
Eeea B9 ol ok 15 Ul o 2570e] FRAQEE ololth, A% Fgel, Hejuat Bae ol
oF 15 WAl oF 3079] A LElS dololth, AY Aol Eelaly BAel delx oF 12 WA ok 3079l 3

UL E = dojojtt.

A AAGHAA, FE AL B Al Y EUeHEs AT dF A9, EHEA 2 A2 &
gSdleEss ¥, dF A9, EHt EAe Al ZEwEdeds ¥ A2 ZEwEdeHEE
A A A, Al FIwEEEE AX e Be dialA shgelth. R el A2 &
UL E = QFEAlA b B Tpo] = Tl

A AAGEC M, FREE Bk Al EFRlrEdl e Eeln. o AAGEH M, Al Eeir e E e
Z o] ok

= oF 10 V1A o 50709l W FESEE ololth, AF g, Al FelEeUeEEe] Dol of 10 A
oF 3070, <F 15 WA <F 3070, <F 18 WA <F 2570, <F 18 WA <oF 2470, <F 19 WA <F 2370, == < 20 W
A of 22709] W2 LEE Qololut,

AR Agell, A1 FewEUQE =] ol of 50710 wEUQEE dojojrh. AR Fgol, Al e
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SE= ol o 4p/le] HFALES Dolol, A Afel, AL FATFALE=e) Yol o 407he] fr
ZuleE= Aojolth, AR Agel, Al FelFALE=Y Aot o 35709 FEALES Lololrh, AR 3
ol AL EelirHALEES ol o 5009 RALEE Aololc}. Ay AFe, AL Felir el LH e

dolt o 257hel rEFALEE ololrh, AX Afel, Al FelrFAermel Aol oF 20749 o
= Zojolth, U Ao, Al FrIALEse] Aol o 19749 FFALE S Hololtt, AR A, A
1 By eEse) dolt o 1849 FEASHE Pololrh, UF Ao, Al FelnIdeE=e] Pol

1A AL Aololdh, A% Afol, A1 FelirALels] Aol o 1009 e o)

ojtt. dF Ao, Al FYFIFULE =S Hol= ofF 156719 FEHULEE Ao M. A Ao, Al £
TEHALE =S Aol of 14/ FEHAULEE Zololth, UF ﬁo oﬂ Al FerEdl e =9 Zol= 9F 13
Mol FEdlLE= Hololth, AR A9, Al LIWE 1£E1 o] Zol= ¢F 127H4 FEHLE = Zojo|t),
AN Ao, Al Fer e = Hol= of 119 wEHLEHE Holojth, I Ao, A1 HwEd
Q=] Zol= of 10719 wEHLEE Aol AN 73%011, Al EYwIFE e =] Hdol= oF 10 WA
oF 5071¢] FwEHULE = Aojo|tt. AN Agel, Al ZEFrEElQLE =] Aol oF 10 WA oF 45719 w2
QEE Hojolr}., AR ASel, Al FYFIFULE =] Aoli= oF 10 WA °F 4071¢] wEHSEHE Hololt},
AN Ao, Al FEFEElE =] o= °F 10 WA ¢F 35719 %%aﬂiﬂlz Zojolt}, AX A9, Al
ZEwEUd L= Hol= o 10 WA oF 30712 wEeElQE= Hojolth, AR AL, Al ZEFEULEE
o] Zol= oF 10 WA ¢F 25719 wEHLEE Holorh. AR Ao, Al ZEFrEElE =] Hol= ¢F 10
WA oF 2079] FEHSEE Aojo|t}, AR Ao, Al FelwIFULE =9 dol= ofF 15 WA oF 25719
S EHE Hojolth. AN A5, Al FarZdl el =9 o= ofF 156 WA oF 30719 HoE = Zoo]
o AR Aol Al ZElwEHE = dolx oF 12 A oF 30719 FEElLE = Aojott

AN AAFEf A, EIA B A2 EYREUSE =t A HAAIGEHCA, A2 EEFEElEHE=e
Aol oF 10 WA oF 5071¢] wEHE= Hojolrt. dF Agel, A2 FrEdl =9 o= ¢F 10 WA
oF 3070, <F 15 WA <F 3070, °F 18 WA <F 2571, °F 18 ulA] oF 2470, <F 19 W]x] oF 237], == oF 20 U
A oF 22709 FEUEE dololtt.

AN Ao, A2 FewIdUeE = Hol= of 50719 wEHLEE Hololth, I Ao, A2 HEEd
QE|=e] Aol= oF 457)9] FEHHSEE Aojo|t}, AR Ao, A2 T wIFHLE =9 dol= oF 40719
S HE Hojojth. I Agel, A2 FYRIULEHES ZHol= oF 3579 wEHUE = Holoth. dN A
S, A2 FYwIFULE =S Holx oF 30719 wEHUEHE Hojolrt. Ui 73‘%01] A2 L wEELE =
Aol ofF 25719 FwEHSEE Hololth, AR Ao, A2 ZYFEULE =] Aol ofF 20719 wEH H
= ZJ_OlOlE}. AN Ao, A2 S eE =] Aol of 19719 wEHEE= Hojolrt. dF Agel, A
2 ZYwEULE = dol= oF 1879 wEHQE S dojolrt. AR Ao, A2 TEwIYUE =] dole
oF 177Hﬂ FEHLEE dojolth. dF Holl, A2 FYFEULLEE=S Hole of 16719 wEdSHE do]
ojtt. Ui Ao, A2 FYwIFULEE=S Aol of 156719 FEHUHE Aol AR Agdl, A2 &g
FEULEES oz of 149 wEH U= dojojt}. 47 Agol, A2 ZlwIFalev=9 doj= ¢F 13
N FEHLEE dololtt. A Ag-ol, A2 ZEwIHHEe dole ¢F 12719 wEUSHE Hololtt.
AN Ao, A2 FelwIdUeE = Hole of 1179 wEHSEHE Holojth, dF Ao, A2 HrEd
QE|=e] Zol= oF 10719 wEHEE dojo|th. AF A, A2 FlwIdLE=e Aol oF 10 WA
oF 5071¢] wEHULE = Holo|th. AN Ao, A2 ZEFrEElQE =] Aol oF 10 A oF 45719 2
QHE HoJolrh. AR ASdl, A2 FYFIEULE =] Hol= oF 10 WA °F 4071¢] wEHSEHE= Hololt}.
A Ao, A2 2l =] Hole oF 10 WA ¢F 35719 wEUEE Hololth., AN A, A2
ZYFFULE =9 o= oF 10 WA oF 30709 wEFALE= Holojty, A Ag-o, A2 ZElwEEE=
o] Zol= ofF 10 WA oF 25719 wEHSEE= Zolojrh. AR Age, A2 ZEsrEEleE =] Hol= ¢F 10
WA oF 2079] FEHSEE Aolo|t}, UdF Ao, A2 FewIFHLE =9 dol= oF 15 WA oF 25719
S HE Hojolrh. AN Agel, A2 FewIULE =9 ZHol= of 15 WA °F 30719 FEElHE ZHolo
o AR Ao, A2 ZEwEULE = ol oF 12 WA oF 30719 FEELE = Aojoltt

AF AAFEH A, FEIE EAE Al ZYFEIASEE B A2 ZYwIUSEEE 2dd. A5 B9,
ZgEa Bale Frle #48 dd, oWy, e g9 xS ¥ddich. 48 Agol, 38 4 50 33 o
o, 3 Wg dd, e O F EFoln. o Ao, eWdE 5 eHd, 3" eWdl, e I & EFo|t.
AR Ao, oMy 1, 2, 3, 4,5, 6, 7, 8, 9, = 10719 vd7¥ A FEUALHES 3. AR
Aol eWaS 1, 2, 3, 4, 5, =& 671 vV BN wEULEHEE xSt 45 A, eWde
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Ao, EQo 7l=d Zeda Bx}= JKBKAP, SHN2, MCAD, LMNA, DMPK, ZNF9, MAPT, FKIN, TDP-43, LDLR,
CFTR, DMD, PAH, MSIN, ¥ K-Ras & Aol% 3shvte] @@ stdxdste olF 7MY siRNA EAko|H, o] 7]A],
SIRNA #zbe] 7 7behe oF 15 =] 25, 18 WA 24, EE 19 X & 23719 FEHSEEE X1,
A7IA, ZF 7 U A bE g 7tee] wEY oS ARARD Aok of 14, 17, & 19719 wEHH
=5 IS, dF Ao, Edol vied AL A= IKBKAP, SMN2, MCAD, LMNA, DMPK, ZNF9, MAPT,
FKTN, TDP-43, LDLR, CFIR, DMD, PAH, MSIN, "= K-Ras & FHol% 3shtel wds &3kxdsts= olF 7he
siRNA #2fo]™, o 71A, siRNA #2ke] Zb 7hee o 19 x| ¢F 23709 w2 HSHEE EdstiL, 7|4, Z
7hee yH A thE g 7hee] wEEH T FEAQ AHolx oF 19719 wEYoHEE 23S d4F A5
of, RNAI A2 ME oA A3, T2 F$ofl, RNAT AL e Al Alaeea daysic,

o]

A AAFE A, 2o EE 2t Ak Zold el wels)
)
[e)
o

A = =
vk DMD, DUX4, DYSF, EMD, =X LUNA®] &3] =W RNAS] &S A= RNAL A4S zhet), 7
of, Bol| Ye® Zg st B DD, DUX4, DYSF, EMD, W= LINA & ZHol% shte] wals =
o]% 7}k siRNA Bx}olar, of7|A, ©]F 7}Ek siRNA 2219 A7) 7t Z shvbi= DD, DUX4, DYSF, EiD, ®:
LINA & ZHol% s}, W= DD, DUX4, DYSF, EMD, W= LUNA & #Hol% alijol o8] wwE RNA, & 19
dF-o] FEHUHE Mgl FEA FEUHLHE AEE x§sta, o714, olF 719 siRNA #2¢] A2 7}
o DD, DUX4, DYSF, EMD, = LINA 5 Roi% v}, W= DD, DUX4, DYSF, EMD, W= LINA 5 Hoj% &
Lo o3 ZPE RNA, EE 29 dF9 wEHHE A9 HAAHoRE fARRE wEHLHE AEES EFe
LY Ao, BEdo Ve ZeldAl Bx= DUD, DUX4, DYSF, EMD, =X LUNA 5 ZHol= 3dlite] walS
GZA3 = olF 71E siRNA 2ol | of7|A | siRNA FA}2] ZF 7= oF 15 WX 25, 18 WA 24, = 19
Al oF 23/ FEHLEHES EFbetal, 7|4, ZF e UeA] & g 7] mEYQE = dRAR]
Aoj®= ok 14, 17, T+ 19719 wEULEHEE 23t A5 A9, 4o 7isd AL £2= D,
DUX4, DYSF, EMD, =¥ LUVA & A= 3ol Bdg tFxdste o)lF 7FH siRNA &2Fol, o714, siRNA
Ao 7y behe oF 19 WA oF 23709 wEHLEEE Eseta, o714, ZF tEe uUmA] & 3 JfEe

A=)
B
A
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Aol (AT, o 19 WA o 227)9] FREULEE)E AAE AL 4o, 2 EAs Foo] ARHQ of 3
WA o 1879 FRUALEEE AAE As d9e £Ea

A Ao, WE drIe, s e R glol, Zhzhel A DNA/RNA @71k d1E BAdshe wEE L
171 frAbAlE AR WE 9719 HAR ARl e Gl eAE wkeh o], C-uld, C-vhrd B

ERolE frkAl, Jdd, 3-HERYE, 4-HERIE,
#3 [Loakes, 2001, A} Research, 29, 2437-2447]

i

=
£ RS fuA, olwal,

ofF FHgzolm= ) A
5FUERCE, H -UERAES ¥dsith(dE &
=

AR AAFHNA, Bl % B A= FAAel FAR PAS Agsel BYA FY W/EE &
A golAold WeE Agsel FHHG. o o, FIL BAL AAHoz WHH FFALHES A
AL, mE A ABSY YA FAIAY, it Feldd R4S B4 A4 Aol FYHE €
] gl wgE e Hoz @

=
w2 E3F A5,142,0475; A5,185,4445; A|5,889,13635;
6,111,086%; PCT -&70 AW02009099942%; T 9 370 A|1579015% ¢ 7|&® AS gt} F719] oA

el e 3 [Griffey et al., "2'-O-aminopropyl ribonucleotides: a zwitterionic modification that

ot

enhances the exonuclease resistance and biological activity of antisense oligonucleotides," J. Med.
Chem. 39(26):5100-5109 (1997))1; [Obika, et al. "Synthesis of 2'-0,4'-C-methyleneuridine and
—-cytidine. Novel bicyclic nucleosides having a fixed C3, -endo sugar puckering". Tetrahedron Letters
38 (50): 8735 (1997)1; [Koizumi, M. "ENA oligonucleotides as therapeutics". Current opinion in
molecular therapeutics 8 (2): 144-149 (2006)]; 2 [Abramova et al., "Novel oligonucleotide analogues
based on morpholino nucleoside subunits—antisense technologies: new chemical possibilities," Indian
Journal of Chemistry 48B:1721-1726 (2009)]¢ll 7]=¥ Z1& XEghch, diobx o= Fejdih St Ee 34t
EA7E bEl Al ek (S, AFld Eejdqh EARSE dARE RNAS w4 24 Zef3ah kel ois) bEj Al

d Z
Wgo R AT Zejth oz Auaadyd wd WEE ALEste AEstH oz Az
AN AA Gl A, FE At BAbs, T O7bE BE gde] QI SYawEEE U, BE F5e A9
ol A duE AlFets, ddrbsd Grldd o8 ojAHe] Sl vt EE olTAE sieEdsta, 19
BAE s1&3ts TtHorA ol He WY Y UHS S dEEH
A Ao, ZIA BAs =g, & A A g9e xgdsta, A2 9 B <Al d9E ¥
greb= 21, 270e] AFeldt Siak Ther s "o w N oL dr
8 Sol, B @7 9 ZadolE WYL w95y e Frte] W3 WS (Eckstein et al.)e] A Bl

PCT AIWO 92/07065%.; [Perrault et al. Nature, 1990, 344, 565-568]; [Pieken et al. Science, 1991, 253,
314-317]; [Usman and Cedergren, Trends in Biochem. Sci., 1992, 17, 334-339]; (Usman et al.)e] =A] &
70 PCT AIWO 93/15187%.; (Sproat)<] wl=r 53] #15,334,711% % [Beigelman et al., 1995, J. Biol. Chem.,
270, 25702]; (Beigelman et al.)®] =] PCT &7 AIWO 97/26270%; (Beigelman et al.)®] w= 53 Al
5,716,824%; (Usman et al.)9] w|=F 53] #5,627,053%; (Woolf et al.)e] =A PCT &7 AIWO 98/13526%;
(Thompson et al.)el wm=F Al2]d #160/082,404%.(1998d 4¥ 209 &<¢); [Karpeisky et al., 1998,
Tetrahedron Lett., 39, 1131]; [Earnshaw and Gait, 1998, Biopolymers (Nucleic Acid Sciences), 48, 39-
55]; [Verma and Eckstein, 1998, Annu. Rev. Biochem., 67, 99-134]; % [Burlina et al., 1997, Bioorg.
Med. Chem., 5, 1999-2010]1% >x3etch. 7] 37 £dollE Sl 28 glo] &, 47], 9/Ex Eavo]lE ¥

s
g B2 W A Uz =gehs 91AE Agshs durkel Wy 2 debgel sl%e] gtk

¢

AR A, T2ZREQAOIE, TAEROYQO|E, WEE 5T AT U= AL o437 Y
A RA REUeHEg Ad) Hohg wge AL ARANAR, HEG vge duz 54 fue
G B4S FAANG. TuR, A BAE G40 W, Q3 A9, 47 REALHE Ad e
Azstart, A7) A9, ol @A BE AiE SAL ARA/L, 5 I, 47 BA 5ol
e | A g

-2 el = WA

AR AAFHNA, Feldy FAE By PAZe] AYe A FeREs A I AFEd. 9¥
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ol dhte] ZEFEE A= Hojm shube] Bol AgEth. 4 Agel, Holm shte] Ee)
thel Bl A3Hol A-B AHRAE BT A AAGENA, Holm shte] A= B 5
B el Wi 9], = 2] o] el Aedr. 4 A, Holk shel EZRlE

vk, 4 el AHolx shtel FEHE = A= Hel= 2, 3, 4, 5, 6, 7, 870

AR AAFEAA, Ao shte] FeWEE A= How shtel B B Wkl HEHE v, Holw sh
o Ci= Aolw sibe] Bl whl% wurel HEBOEA ABC HAAE FAUTH AR B9ol, Holw el
WS AL AHolw shite] Be] §% W] FHE W, Hol® shte] G AoE shbe] B Abe] %
B9l HFE, A F9ol, Holw shtel FelPES A Ho® shiel c1 A3 BgEd. 4% 35
o, Holw kel B Holw shpe] (B Bal Holw shtel EFeHES A HHHOR NFH| A-CB HF
A Gy

o} & AHolw st €, @ PelHoR Holw shte] D Holw shtel el
of HEHT. AF Ao, Hol® shite] B We(AT), 5 Wek E 3 BeHol A Holw shel
A B AR B Aol dhel FedEs dol gL oy e,

[

Mo ™ ® o
re
L o
[
=
>

Q)

=

r&]

_—g_

ol sl (= AxAeR, FEe Holk syl BE i A oR Aok sl ZFlE= Adl
Hghenh, Aox ste] BE %611 AR HH s A, Aol 6}%4 Ci= B el Hoj= shvte] Ee3)
El= ASh A7 TekelA, Holkn she] EYIE|E Ach whhH WidelA, H= SHAHoE Y FejdA ]
STk A Ao, Aok shtel F7F EZEFEHE AV Aol shube] ZE|FEE Ao, Bell, Ei= Col 7t
2 A, F7F deel, Aok sl D dejH o Aok shte] EIEFEHE A, Hoi she] Bel,
T Aok s Coll Aoz e der Hogdn. Aol she] e = Adl Ao 4%
HiE 4, Holx st D mE dojHow Holk st Bl HEH A-D-B AEAE FAFAY, T
Yol or Holk shte] B B Aol sl Coll HiE o] A-D-B-C AAE 4T, LF g, Aol
sfute] D= Aol shibe] ZE|FE = Ad ”,3 Ao AHgsar, Aol shte] B B Aol sl Celli= H
Aoz Ao D-A-B-C HFAES I Hol= st ZYFEIE Aol A Hem HEE A, Aok
stutel D= EF oA om Aol st B°ﬂ Aol AB-D HAlE 4sAY, e deHoR Aok

il B3 ol Shpel o WASel ApDC YTAT Fpe. W Afel, Aol Sfrfel 274 #
o= slue] ZEHEI= A9, Boll, &=

A5 AAGFE A, ZEAE Bk ] EAEE vk e RS

QY ANGEA,  EE wA4E s =AsE ds ge PARS zgen
A AAGEA, B BAE s EAHE de ge PR Egen

A-D-B-C
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A% AAGEel A, AT Holofg Ax o] FEolH mUBAltt, A% B, AL o] FEo0|H Fabolth, U¥
Beol, A= olF 504 Flab)'y wholth. A% Agol, A= o]FHo]A wW-schvolth. A% Ao, A% ol

FEo] 4 (schv)0lth. AR ALl A, Ax o] FEo]d tloputieltt. A% AALHelA, Ax olFEo|%

muutcielth. AR AAGEO A, Ax olF 5|4 Egjolrtroltt. thE AAIFEHA, AL o]F5ol4 HEDZ
vitjolth. v AAIFEHA, AT o]F5olA T Alx #of FA(BITE)lt.

AN AAI SRl A, A7 RoloE Ax st 5olA Aotk A5 Ao, As5old A= Flab)'s @ ®
© EgloputE xggth. oA Ao, As A 5olH F(ab)'s delrh, o4 g, As Egjoputrie]t},
AX A G A, A= ¥ [Dimas, et al., "Development of a trispecific antibody designed to

simultaneously and efficiently target three different antigens on tumor cells," Mol. Pharmaceutics,

12(9): 3490-3501 (2015)]19 7]&% nle} e AFEol% &gAolt},

AE AN, AF WoloE] At AE HW @A AAsh: A w10 A% ddolrh. d¥ B
of, A% HolojE] A 5 AXE Ao AX EW duwlAS sl A e 29 A% ddoln. 34 T
9 Ag dHle o) AAFHE dAFed AE B @A ZE Sca-1, (D34, Myo-D, "2 A, MRF4, NCAM,

(D43, % (D95(Fas)E& EFslrt, o] Algx =] k=1,

AR Ao, AE FTH ade B3} 2 AE(CD: cluster of differentiation) A% ZW nAZS ¥3+alc},
da Al D AE EWH mlAEE (D1, CD2, CD3, CD4, CD5, CD6, CD7, CDS, CD9, CD10, CD1lla, CD1lb, CDllc,

CD11d, CDwl2, CD13, (D14, (D15, CD15s, CD16, CDwl7, CD18, CD19, CD20, CD21, CD22, (D23, (D24, CD25,
CD26, CD27, CD28, CD29, CD30, CD31, CD32, CD33, (D34, (D35, CD36, CD37, (D38, CD39, (D40, CD41, CD42,
(D43, (D44, CD45, CD45RO, CDA5RA, CD45RB, CD46, CDA7, (D48, CD49a, CD49b, CD49c, CD49d, CD49e, CD49f,
(D50, (D51, (D52, (D53, (D54, (D55, (D56, CD57, CD58, CD59, CDw60, CD61, CD62E, CD62L(L-A=lel),
CD62P, (D63, (D64, (D65, CD66a, CD66b, CD66c, CD66d, CD66e, CD79(lAT, CD79a, CD79b), CDIO,
CD95(Fas), (D103, CD104, CD125(IL5RA), (D134 (0X40), CD137(4-1BB), CD152(CTLA-4), (D221, (D274,
CD279(PD-1), CD319(SLAMF7), CD326(EpCAM) 5& *3Fslt, old] AghE A b=

g5 Ao, AZ Hololg AE (D AE BWH vAE A A e 19 A dHo|ty, dF g,
A% RoloJ¥] AE (D1, (D2, CD3, (D4, CD5, CD6, (D7, (D8, CD9, CD10, CDlla, CD1lb, CDllc, (D11d,
(Dwl2, (D13, (D14, (D15, CD15s, (D16, CDwl7, (D18, CD19, CD20, CD21, (D22, (D23, (D24, (D25, (D26,
(D27, (D28, (D29, (D30, (D31, CD32, (D33, (D34, (D35, CD36, (D37, (D38, CD39, CD40, (D41, (D42, CD43,
(D44, (D45, CD45R0, CD45RA, CD45RB, (D46, (D47, (D48, CD49a, CD49b, CD49c, (D49d, CD49e, CD49f, CD50,
(D51, (D52, (D53, (D54, (D55, (D56, (D57, (D58, CD59, CDw60, (D61, CD62E, CD62L(L-A=El) (D62P,
(D63, (D64, (D65, (D66a, CD66b, (D66c, CD66d, CD66e, CD79(elATH, CD79a, CD79b), (D90, CDI5(Fas),
(D103, (D104, CD125(IL5RA), CD134(0X40), CD137(4-1BB), CD152(CTLA-4), (D221, (D274, CD279(PD-1),
CD319(SLAMF7), CD326(EpCAM), T 19 Z3FS <l4)ets A = 19 A3 dHo|t),

A AAGEAA, AT RolofE] Aw HSelHor F At EA®)¢ A, 45 Agol, A Rolo]
Bl A M-8 SolA]l wWaem il 7] EE ARHCQ 7S e ES 2AkB)ol At A5
Aol A% HolofE] Av wl-i-9] SolAQl WAow il A7)E Fd EEt AM®)A HeEc. 45
Aol A% Bolof¥] Az vl-5-9] SolAQl A or ARl 7S e F2dat EA®B)e] e
A AN G, A HolofE] Aw 9] SolHl wWaew Fesat FAKB)O M. 45 Ao, 4
& SoloE] A= 9] HolHel Ao #il VE Fa, Azl VS Fa, 5 wEelA, 31 e
HAe opriakS FE, e Aa WEE EE 54 Svigd s FE I 2AM®)6 AdE. o
A, A Zeloldl An 9] HolHel WA eR Al VS Fal EEit LA®)el AskEd. d
Bfoll, Ak WololE] A 9] SolARl Ao AXES] AVE B E A EA®)6 g, 5
Ao, A% HoloE] At 9 FolAQ wAow 5 wrteld ZEi BAMB)A HFHch. d% A9,
A HolofE] A= -9 HolHQl Ao 30 dwd A ek wAB)e HeEh. dF Al A 2ol
o[E] A= -9 SolAql WA om niFd obvwAike B EeSak BAB)C A, dF Al A% 2
ololE] AE H9 Selxel Wjoz a4 WIE EE A Fdstd WVE S EHIAL 2AB)
Ak,
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[0382]

[0383]

[0384]

[0385]

[0386]

[0387]

[0388]

[0389]

[0390]
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et al. "Synthesis of proteins by native chemical ligation," Science 1994, 266, 776-779]1; [Dawson, et
al. "Modulation of Reactivity in Native Chemical Ligation through the Use of Thiol Additives," J. Am.
Chem. Soc. 1997, 119, 4325-4329]; [Hackeng, et al. "Protein synthesis by native chemical ligation:
Expanded scope by using straightforward methodology.," Proc. Natl. Acad. Sci. USA 1999, 96, 10068-
10073]; X% [Wu, et al. "Building complex glycopeptides: Development of a cysteine-free native
chemical ligation protocol," Angew. Chem. Int. FEd. 2006, 45, 4116-4125]°] 7]=% wvle} Zoh, Id%
Ao, AEE v)3 53 A8,036,010500 7148 ks ek, Q% AxGejelA, TeW} P WA ehol
Aol stehs Fall H-9] Seoldom E H|So|dom At Rolojyd FHIHrt.

U Ao, FHYA FAE "E- Q= (traceless)" AE® 7]1E(Philochem)= AFESH H-9 X9 wwe] <3
A3 BolojHe] e, dF Ao, "EXGE" ASEH Ve olFd dusl= Vg sl EE Lt
Ak A3t A7 HolojE] el N HH 1,2-oM|El& 7| E AMESTH(EE [Casi et al., "Site-specific

traceless coupling of potent cytotoxic drugs to recombinant antibodies for pharmacodelivery," JACS
134(13): 5887-5892 (2012)] #=).

A A9, Baak A A% molold Uz =8E mAA opulweabe ol 87 R A4

RoJojgle] HIgErt, AF A5, HHA o=t probAlE A gt (pAcPhe) & 23S AF A
o, pAcPhe®] 71T 7= &FAl-obdl fFreAste 3 RojojElel] dejyor ALY $4 AFS I
(3% [Axup et al., "Synthesis of site-specific antibody-drug conjugates using unnatural amino acids,"
PNAS 109(40): 16101-16106 (2012)] #=).

z}rﬂ]—

=) Wb A= g4 Fost ZRAAE o] &gk 79 XA Wl o3 ZAj HololEe] FiH
o 45 A§ HE SMARENZL(SMARTag)™ 7]< (Redwood) S o438ttt A3 9o, SMARE]Z™
Z1ee dHEls "o EAsted Asl Z2AAE FI xEdaZgdl A a4 (FGE: formylglycine-
generating enzyme)dl 9|gt A|zH|QloREE 24 (FGly) 719 A4 4 slolmgi X w-HHE-~H=
2] (HIPS: hydrazino-Pictet-Spengler) gtolAlo]dE &3 FGlye] dZstol=ebxl-vast Z2|3it Eatol e 5
4 Heks I (EY [Wu er al., "Site-specific chemical modification of recombinant proteins
produced in mammalian cells by using the genetically encoded aldehyde tag," PNAS 106(9): 3000-3005
(2009)1; [Agarwal, et al., "A Pictet-Spengler ligation for protein chemical modification," PNAS

110(1): 46-51 (2013)] #=).

AR AL, 84 St TRAH 2= vAAE EWNFFEN| YA (nTG: microbial transglutaminase)& X3
ok g5 Agel, FYAL FAe MAE ERAEIREUA SZujst Z2AAE o] &ste] Aj Rolojyd A
g 5 A9, G 94 A9 W] SFERIY o= Sof et FE A Ao 15 ofvl Aol
o AFe A4S g, 4§ A9, nlee Z2EFERPoIAL BubllA 2 (Streptomyces
mobarensis) € AAATH(EE  [Strop et al., "Location matters: site of conjugation modulates
stability and pharmacokinetics of antibody drug conjugates," Chemistry and Biology 20(2) 161-167
(2013)] F=x).

A Aol At 2 D Sold EAAFEHUAES olsk PCT &1 #IW02014/140317%°] 7] <=+
el o) A molojEle] Henk

A Ao, 2t Eas wE 58 F/ A|2015/01055395 % #12015/0105540%. 0l 7]=® el o) A
Sk o

H 2

AF- AN G A, Elel Ved ZeE =, @A 2 o] A d)s ZLE =AW, A9
el 83 Aow FgA eAE dole e ARgstel, 53], steh gl ofs Es Axg ddl
ofeff AlzH L, wigAsHA= A2 T 7=l o AzdHH



[0391]

[0392]

[0393]

[0394]

[0395]

[0396]

[0397]

ZIHSdl 10-2019-0104381

2B (A7, £ [Kutmeier et al., 1994, BioTechniques 17:242]°] 71&® wie} o)) sighydoz A=
SYULFEYLEERNYH A8 F 1, ot FAE IAYEE HME dRES FHdleE TH SYdurIFde
B=o] g, 47 SdanEd B =e] ofdd R folAlold, B FholdloldE &ealyrE el L E| 2] PCRO
o3 &S 23T

Yerdow, gAE mPe A Bt e 30 D 5
S PRS2 olal, Ei 54 FA4 4G SoldQl LeluiFUeH s TRnE Agstel FRYFoaH
A FFACAAY, FA DN Foluele), EE WAIRBVL BAsH: Ao 24 wx ALEVE A
4 cDNA eelmele)) oz e Qeldom MyHT.

e 19 A%e d7d, EVY e 5ES UASAA tEEE FAE QTR
A, AW, #& [Kohler and Milstein (1975, Nature 256:495-497)1°] 7]%% wle} 2
o], = &3 [Kozbor et al. (1983, Immunology Today 4:72)] B+ [Cole et al. (1985 in Monoclonal
Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 77-96)1°] 7]<¥ n}¢} o], T GdUdIE IFA S

#4d [Clackson et al., 1991, Nature 352:624]; [Hane et al., 1997 Proc. Natl. Acad. Sci. USA 94:4937]
#Azx) 540,

QY ANGEN A, 4G ARA DAl AW PA BARTE ] GG A AAE F9 5ol v
2 A FARFE S FAAE 2Fdol Ao "yt A" LS fa AEE 73 [Morrison
et al., 1984, Proc. Natl. Acad. Sci. 81:851-855]; [Neuberger et al., 1984, Nature 312:604-608; Takeda
et al., 1985, Nature 314:452-4541)°] AH&®th. 7|Hlet FA= Aol Fio] Folgh F= FozFH frud
AL, A7, B GdEE AR fUE ME 99 = A, 9
o, QIZtst Aol

AR Akl A, @Y ) A ARES A3 AR 7AE |=(v= E3F] A4,694,778%; [Bird, 1988,
Science 242:423-42]; [Huston et al., 1988, Proc. Natl. Acad. Sci. USA 85:5879-5883]; % [Ward et al.,
1989, Nature 334:544-541)°] & 3 A= AZRE &) Mxdt. 9dd ) A= opvest 7w E 538 Fv
FAe T4 ® A dHS AFse] T ) EFYPU=EE AAFToEN FAET. E. FEol(£. coli)olA
7154 Fy @9 oAEHE 9% Ve Te doFor AEHUGEE [Skerra et al., 1988, Science
242:1038-10411).
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B. A9u|Z=B. subtilis)); FA EE 19 A% @A 39 A
H ar (A, AgtREvlol Al d X oF(Saccharomyces Pichia)); 33 Ty 19 A% d# 7Yy H49&
sHe Az wrolgla wd WHZ #Add 2% AX A2E(GAY, wiF2dieldn); AR dvel#a
Y (dad, &Y Exfela wpo]lH 2~ (CaMV: cauliflower mosaic virus)
(TMV: tobacco mosaic virus))=® FFHAY, e A e 19 A3 od 34
gm0y WE (i, Ti EgarE)2 FA[AEE AE AE Al2FH; B
o, AEgEgevd ZERY) B EfFEE Hold (o], ofdmntol 2~
g 7.5 ZEREDERE fo¥ ZEREE 55t A2 3 FAHES B
(o7, COS, CHO, BH, 293, 293T, 313 ME)& EFatrt, o] Ag=A ket
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2 ddste MEFe doyoz xzhy, vlolg s HA) 71HE diete Ud WHE AMEs|EteE, 55
AXE -3 g Ao] aa(dAd, Z2RE, Ad3MA, AL, Ar FEAA, Zlotdidsl ¢ 5)ol 24
Aold DNA, 2 A nAR FAASIAT. 98 DNAY £ 5, olojA, x&Zd AES w5 vjA A 1-2
d Bk AN T, oo, AW AR HA Ferh AR EEavE= dle A¥ ubAE ddEdd s
4e Fosta, AEVF Eefav=E 1o AAA UE PR T, AFste] XAAE P,
Ao Z295o] AEXF2 FFHEE rh, 7] B A £ 9 A% dds HEHse AETE 24
st o fElsk A AHeE 5 g

Ay Ao, g 2 wloly 2 Hud JUA(ZE [Wigler et al., 1977, Cell 11:223]), 3|3xAFE-F-o}
U IATYRAERAHTGA(FS [Szybalska & Szybalski, 192, Proc. Natl. Acad. Sci. USA 48:202]), &
otdly EATHRAEWAHGA (S [Lowy et al., 1980, Cell 22:817]) FAAZ EEsl}, o]o] AdE XA
Ze ool A8 AlAEo] AREHM, o]& Z}Z; tk-, hgprt— EE aprt— MZo|A AM&Eth. mEgH, SAMER
Aol szl fAAE AEsr] $% 7224 AgEY: "WEEMOE digt YAS Fo5E dhfr(Ed

[Wigler et al., 1980, Proc. Natl. Acad. Sci. USA 77:357]; [0'Hare et al., 1981, Proc. Natl. Acad. Sci.
USA 78:15271); wlolmdlEAte] et WA S HoJdt= gpt(E& [Mulligan & Berg, 1981, Proc. Natl. Acad.
Sci. USA 78:2072]); olu]:=ZFgIAE (-4189] whdt WA S Ho3tE neo(#8 [Clinical Pharmacy 12:488-
505]; [Wu and Wu, 1991, Biotherapy 3:87-95]; [Tolstoshev, 1993, Ann. Rev. Pharmacol. Toxicol. 32:573-
596]; [Mulligan, 1993, Science 260:926-932]; X [Morgan and Anderson, 1993, Ann. Rev. Biochem. 62:191-
21715 [May, 1993, TIB TECH 11(5):155-215]) % 3]1=&mjo]rle] digh Ul4dS Hof38l= hygro(iZ @ [Santerre
et al., 1984, Gene 30:147]). Ar&d < Sl= AET DNA 7]&9] okl dnbdoz xd Wy 23
[Ausubel et al. (eds., 1993, Current Protocols in Molecular Biology, John Wiley & Sons, NYI;
[Kriegler, 1990, Gene Transfer and Expression, A Laboratory Manual, Stockton Press, NY]ol|; 2
[Chapters 12 and 13, Dracopoli et al. (eds), 1994, Current Protocols in Human Genetics, John Wiley &
Sons, NY.I; [Colberre-Garapin et al., 1981, J. Mol. Biol. 150:1)]°l] 7]&=o] St}.

AF A5, AL HH FFEe Wy FFo) o) FUMETHERE 8, {3 [Bebbington and Hentschel,
The use of vectors based on gene amplification for the expression of cloned genes in mammalian cells
in DNA cloning, Vol. 3. (Academic Press, New York, 1987)] #%). &AE 2dsl= wlE A]xE Ue] nl7
7t FEIVSE A, S5 AEY wjgEe ESAlEtE A FE Sk v fAAe] gteaE ST A
Aoltt. S%HH 92 A FwEUHE AEF Aol 7] witel, A Ak w3k FUksiAl 2 Flojtk
(%3 [Crouse et al., 1983, Mol. Cell Biol. 3:2571).

C
Fhe gy, 9% 3
A

TEA, W, EelotaEAt, &
A, Eeohn =, EE|Aoprmotad
=z o] E(PETE), el Eev gl = EYg-deiEst oy, 19 EdEs :

AE A etk BdolA AREH = v, EdES eLdE s oA vt olye, =5 TS A dds

H

uy
&
i
=
3
e
i
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5
el A4l

o

=

=

H

i
=)

R CIELE

FFA oI,

L

L

%]

=
=

SGFAZTEEH 5

Al

1.
H

kel

=
K3

= ZeddEd

Al BelefE ¢

2]

oM =(PEI) Ei dlo]==A] od

[0404]

2l
o))
R

N
o

I

-
g

o

1o
el

(el d, PEG)

=

Al FERel A, EE LA 54

]

A

=]
T

]

[e]

[0405]

2]

hupel Z719) 242

Al PEGE 3

/‘\l_

]

ol

=

of, Co] &A%

of, Co =4

600,
2200,
4750,

T

[}
[}

500,
o, o 24

2100,

o
5

[e)
5-

400,

300,
2000,
15 7
of, Co ¥A3-2 <F 600 Daolt}.
735
o, Co] EA&e ok 1100 Daolt}.
153 7
o, Co] EA&e ok 1500 Daolt}.

o
=]
T
[e)

1900,
o)

200,
o, C& EA=LS oF 2000 Dao]

ok
|
1800,

[e]
5

SA=, oY), PEG Al EXAE

e A

1700,

A5
A5
5 S

o, Co RS °F 1700 Dao]t}.
d5 7

]

=]
T

of, C& EAaL& ok 800 Daolt}.
o

=]
T

1600,
)]
o, Co Ex}z& ok 1300 Dao]tr}.

]

ApeFS ek 200, 300, 400, 500, 600, 700, 800, 900,
[e)

A& ek 200, 300, 400, 500, 600, 700, 800, 900,

1500,

R
A=}
RN

i=]
of, C¢ EAa& ok 300 Daolt}.

1450,
5 A5
A5
A5
o, Co EA=E oF 1450 Dao]t}.
SRR
o, Co =S oF 1900 Dao]t}.

of, Co] Exge <k 500 Dao]t}.

]

=]
-5
o

]

(Al AW, PEG)o)aL, 19

1400,

o
_1?!_
o, Co EA=E °F 1000 Dao]t}.

]

[e]

]

L=
[e)

PEGo] 3L, 19

A

(el d, PEG)®

1300,

=

o
-

1200,

1100,
Aol A, C
5 4%
35
5 44
S, Ce EAF=Ee ok 1600 Daolv}.
AR 7
of, Co BAFE ¢k 2100 Dao]t}.
=
.

o, €& Exee <k 700 Daolt}.

]

=

]

[e]

]

=]
T

o
]
o, Co =& oF 1200 Daolt}.

[e]

=]
T

]

1000,
[e)

900,
o, Co Ex}ze& ok 200 Dao|t}.

1400 Dao]t}.

400 Da°]t}.

AFE A, Eea LA
1000, 1100, 1200, 1300, 1400, 1450, 1500, 1600, 1700, 1800, 1900, 2000, 2100, 2200, 2300, 2400, 2500,

2600, 2700, 2800, 2900, 3000, 3250, 3350, 3500, 3750, 4000, 4250, 4500, 4600, 4750, 5000, 5500, 6000,
6500, 7000, 7500, 8000, 10,000, 12,000, 20,000, 35,000, 40,000, 50,000, 60,000, = 100,000 Dac]t}.

]
o
T

=
800,
%]
ok
—
ok
—
%]

A
ok 900 Da©]t}.

=]
B

=]
B
o

o

=]
T

ZpeEe ok 1800 Daott.

]
]

[e]

o

he

o]
=4

1000, 1100, 1200, 1300, 1400, 1450, 1500, 1600, 1700, 1800, 1900, 2000, 2100, 2200, 2300, 2400, 2500,
[e)

2300, 2400, 2500, 2600, 2700, 2800, 2900, 3000, 3250, 3350, 3500, 3750, 4000, 4250, 4500, 4600,

5000, 5500, 6000, 6500, 7000, 7500, 8000, 10,000, 12,000, 20,000, 35,000, 40,000, 50,000, 60,000,
2600, 2700, 2800, 2900, 3000, 3250, 3350, 3500, 3750, 4000, 4250, 4500, 4600, 4750, 5000, 5500, 6000,
6500, 7000, 7500, 8000, 10,000, 12,000, 20,000, 35,000, 40,000, 50,000, 60,000, H 100,000 Dac]t}.

700,
100,000 Da°]t}.

=
i

[0406]
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MMM
o
= 3
o
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o o
HTOC
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X
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o
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g =
8 o
o ©
o o
o ©
_
>
T
oo
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- 8
= 3
o &
T o
- 9
G
X

oy
o

s8]

=2

o

o

™

o &
T o
- o))
oM o
ey
T IR

dF A5, C

U5 Lo,

U5 Lo,

of, Co &A= 2F 5000
off, Co A

(o)
-

of, Co A2 2F 7500
7

=
T

of, Co] Exl=ke oF 50,000 Dao]

]

3350 Dao]t}.

ok 2700 Dao]t}.
& oF
785
785
o

=]
.
of, Co Exake oF 6000 Daoltt.
=]
.

o, Co xS ok 10,000 Daolt}.

]
]

KR
=
o)
<)

o
-

&

A}
o, Co] Exake& oF 3750 Daoltt.

%]

2}

=
T

d, Co Bx}=Ee ¢k 100,000 Daolt}.

]

[e]

<]
o, Co EAR=E oF 4500 Dao]t}.

[e]
2%
o
2%
[e]
2%
o
T

18
n
d, Co EA}=& ok 4750 Dao|t}.
18
n
o, Co] Exae oF 7000 Daolt}.
18
n
o, Co EAF=E °F 20,000 Dao]T}.
7

[e]

[e]
[e]
=]
T

]

L3 A9, C
_58_

[e]

[e]
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off, Co ¥AbEe <F 40,000 Daolt}.

[e]

73

o, Co EA}=& ok 4250 Daolt}.
7

i=]

n
=]
n

o, Co] Exake oF 5500 Dao]t}.
5 7

of, C¢ Ex}a& <F 8000 Daolt}.

]
]
]

o
o
[e]

[e)
[e)
T

7
o, co] xS °F 60,000 Dao]t}.

=]
5

]

d, Co EA}=& ok 2600 Daoltt.
e}

3500 Dao|t}.

O ok
-
A5
Col BAFE ¢F 4600 Dao]tt.
SRR
d, Co EAF=E& ok 12,000 Dao|t}.
[e)
o

R

Ap ek
e
o)

=]

5 4

35,000 Dao]t}.
S|

S
Dao]t}.

ok

.

Col A2 9F 6500 Da©]tt.

Dae]t}.
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AN AAFE A, EHLdAd SA=(AAY, PEG) =
gl SA= e ek o
%!

=

g
)
i)
)
Ao
>,
[
e}
)
e
)
%
S
=
2

©
B
o
2
o
L 2

dojtt. v A, A

A Ao, FIA RolofE] = NE gl SA= 9GS rFehe 2YULLA SA=(AAD, PEG) eIt
A Aol SA KolofE] = oF 4 WA o 48709 o SAE GeE 2T AR A, FHA
WololE] Ci= oF 4, ok 5, 9k 6, o7, <8, o9, oF 10, o 11, ¢ 12, °F 13, <F 14, <F 15, ¢F 16, <}
17, ok 18, oF 19, oF 20, oF 21, oF 22, <F 23, <F 24, <F 25, <F 26, <F 27, <F 28, <F 29, <F 30, ¢F 31,
o 32, oF 33, <F 34, oF 35, °F 36, °F 37, <F 38, °F 39, <F 40, °oF 41, °F 42, <F 43, °F 44, °F 45, oF
46, °oF 47, L= oF 4871 odd SA= T9E 2

A Agol, THA RelolE] = oz, o 4 WA oF 48 oE# SA= @S EFs AN PEGoItH. ¥
Aol FHA ZolofE] C= oW, °F 4, o5, o6, oF 7, 8, o9, °F 10, °F 11, °F 12, °F 13,
o 14, ok 15, oF 16, <k 17, oF 18, °F 19, <F 20, oF 21, <F 22, <F 23, <F 24, <k 25, oF 26, oF 27, oF

o}
28, <F 29, < 30, oF 31, <F 32, <F 33, oF 34, < 35, oF 36, <F 37, <F 38, oF 39, <F 40, oF 41, < 42,
oF 43, oF 44, °F 45, 9F 46, °F 47, T oF 487]19] o€ SAI= G E E s JNE PEGo|t. dF A4S
of, TFA HolojE] C& d7dl, o 479 dEq FAI= G5 xF3= N PEGeIth. U A5, F3HA
HoJolE] Ci= oAZid], <F 5719 g A= A9 E xdeh= AE PEGolth. dF A9, $FA FololE C
= dZd, < 6719 g SAE=E 99 E xFgete M PEGelth. AR Ao, F3A EololE (& JdHdd,
oF 7719 o€ A= T9E xR U PEGolth. AR Ag-ol, FFA REolo¥ (= d7d], o 879
oddll SA= &9 s ¥esl /I PEGoltt. A3 Ao, TFA RololEl Ct oA, <F 97l oddl &

A S TR A PGeIc 9 el FUA solole] G A, o 10s] A $A= v
& s A PEGelth. A% Afel, FEA RololE] C= oA, oF 114 AR SAS BT £F}
R PGelth. 0% A9l B84 elole] ci AR, o 1278 oA A B Thshe A8
PEGeITh, A% 9o, FFA moloje] i eldul, o 13719) oYW A= WIS sk A PEGelth,
AR A5, FHA ZolofE] (= olxn], oF 1Sl PR A= wE T A PEGelT. A% A

o, T3 RojolE] C= dixidh, oF 15709 oldql SA= ©@els xdsh= 7 PEGoIt. 4 A9, =3
A wolofE] C= oA, oF 16719 AEd A= @95 E3eb= /N PEGolth. L% 5o, A Koo
B C= dixdl, oF 17719] "l SA= @915 X8k /N PEGelth. dF Ao, FFA =o I
ZAd, oF 1870 odd SA= ©elE Edbeh= JNE PEGOIh. A Ao, TFA RolojE] (= ddd, oF
1970] ol SA= oS Eedshs /W PEGoIth. A% 5o, T3Al HololEl C= oz, °oF 20749
gl A= G s 3ek= W PEGelth. AN Ao, TFA HolojEl (= o], oF 2174 olddl %A
= oels sk N PRGoItH. AN Ao, TEA BolojE] C= o, of 22709 ldd A= wejE
seksk= N PEGoIth. AN Ao, TEA Woloj¥] (= oid, of 23719 e SA= G E Eieh=
W8 PEGOIT. A Ao, F&A RololE]l C= o, oF 247H¢] odd SA= @95 23ek= /¥ PEG
10 4 Aol T9A ZoloE] C= o, oF 25789 olEdll SA= @els sk N PREGoItH. o

=
[e]

O

=

Al FIA EololE (= lZﬂEH °f 26709 olddl A= whejE ek N PEGelw. AR
Soll, FFA ooy C= ddd, of 27749 dEdl SAl= G915 Eet= N PEGolth. o A9l
g LLololE] Ci= olXdh, °F 287)9] 01]% 1 SAE @918 sk /1 PEGelth. AR Agell, A &
ofe] Ci= olXidh, oF 29749 olddll SAI= @els 23sh 7B PEGoIth. A% Ao, T A Zolof¥ C
7 $HAl FolofE] (=

AT, o 30709l g A= welE sk AW PEGelth. U¥
A, oF 31709 dEd A= G9E ¥35t= N PEGe|t. A

270e] ol SAE welE LS A PEGelth. A% gl
| SAE WelE Eeh A PEGOlTh, A% A5, FFA wolofy)

j C ,
N5 x2FE= /I PEGolth. AN A5, A Eolojg & dxdd), <F 35719 o4

rm.i

3
13
=
=

[xs

oX L pE ot Fil

3= N PEGOlth. A A9, Tz =
PEGelth. A A5, T3A FHolojg C= oz, oF 37719 gl SA= ©e)E xFste E
AR Ao, FFA RolojE]l (= oA, < 3879 dEdd SA= @S ¥3el= JIE PEGo|t}.
o, S Zololg] C& ddd, oF 3970 oddl SA= G S Egst= N PEGoIth. dF H$
ToloE] C& o7ddl, oF 40719 g A= @95 st s PEGoIth. AR Agell, T3

A BolofE] C= olZdl, oF 41719 o SA= @9E 2F8h= JE PEGeIth. Ay A k)
o, oF 4271¢] A A= whe)E b= U PEGeIth. A A g, SFA RolojE (& o

j2ul
o,
i
L m
(@]
a8
2
)
=
JSL
w
(o2}
:“:
o,
2
d
=)

oo > 2 12 2 rff O off o



[0411]

[0412]

[0413]

[0414]

[0415]

[0416]

[0417]

[0418]

[0419]

[0420]

[0421]

[0422]

[0423]
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Adl, <F 43719
4478 ¢] of
g SAE o

3

= /N PEGolth. AR Agell, FFA HolojE] & oA7d], °oF
2 oJofE] Ci= o7, oF 4571¢] o
A 2 %9 = oo A, oF 46719 dgd: LA
= 992 ¥3shE A PEGOITE. AR : , AT g™ SAE b9 E
F3teti= N PEGOIth. A ASoll, THA ZololE] Ci= oA, oF 48719 o A= G9E st
70 PEGo|T}.

i)
S g
=
i

5 Ol
=
o)
)
i)
e,
-z
onl
o
=2
of
?_‘(
M
2oy

rir

o,

AR AAFE A, F3A RolojE] (& Fol>A FAIAE 71Hb FFA (cMAP: cationic mucic acid-based
polymer)& 23Fgit), AF F 9o, cMPAE Aol shue] vhy AMHEA{UES st o] AB{FUEE x3s)
H, MERFYE F2& 7] sk (HE 1dd:

<54 (V)>

NH, H OH OH O
. N A N
H n A n
m
NH,* O OH OH
soba] v
A7 Aol A, me& sHHoRE ZF Al 1, 2, 3, 4, 5, 6, 7, 8, 9, ¥ 10, vtA3AE 4-6 EE 50]3;
ne 5HPAoR ZF Feol 1, 2, 3, 4, & bolth. dF AAGHAA, m 2 nd, dE E°], ¢ 100t}

AR A9, cMAPE PEG Xololglo] F712 HeE o], cMAP-PEG &53A|, mPEG-cMAP-PEGm &2 =3H4), =
= CMAP-PEG-cMAP AHEE F3AE A dF o, PEG ZoloJEl= <F 500 Da A F 50,000 Da B
Ho

ojth. UF A 9-oll, PEG EoJoJEl&= ¢F 500 Da WA 2F 1,000 Da, 1,000 Da Z¥} WA 2F 5,000 Da, 5,000 Da
%3 WA °F 10,000 Da, 10,000 =3 WA ¢k 25,000 Da, 25,000 Da %3 W= F 50,000 Da, == A7) W9
T &= o] Qe et

AR Ao, FA| KoloJE] (= cMAP-PEG TF A, mPEG-cMAP-PEGm AME-2 534, T cMAP-PEG-cMAP 4F
£Z FehAoltt, 9% ASol, A HololE] (& cMAP-PEG &F Aotk ot Ao, A Holojg C
¥ mPEG-cMAP-PEGm AHES F3Aoltt. F7F A5, TFA EololE (= cMAP-PEG-cMAP AHES S3hA| o)t

A5 HAAIGEH A, FFA EoloJE] (= 7] EAE ukel Fo] E AL B2k, AR Holojy, 9
dojHoz, <Ek Falld Holojgd HErt

Ad=& B34 Eolofg

A A FEfol A, 3FsHA] (1)9] #2F: A-X-B-Y-C& F71e] HE Ho|oElE F7t2 ¥e3ith, dF 9,
F71e] A3 BololHE dEg Il Eolojgolg, A A, dxd A EoloHE MX 78 WE
AR, oz, A FAE HME S8 F A9 A, oHd, dxEE, FAF, AXEA(ER: endoplasmic
reticulum), =AA, "AMAT, HZAE, EE AXE e tUE AXAZRFYH wEd F AUe
stgtEolth. AR Ao, =g B FoloE = ded B ZERE =, dud B TEA, d=dE
el AE, e d=d B 2EAE Esith. AR 49, did B EoldEE d=ds B
ZHAE=E £33, T2 A9, dEd B Zo|ojEE drd B ZFAE LI

A 2y FelFE =

Ax AAekeel A, 3FeFA] (1)) #ab: A-X-B-Y-C& A= HajAd ZYFe =9 Fr12 FJatdo, 98 3%
off, el B3l ZEPE == pl o&4 B &4 FHEolth, IR AR, g I EYPEHEE &
g ZYRE =olth. F7F Ae, did S ZERHEE FEEEWA otk IR HAed, EE &
A4 ZFEI=s INF, dgE, w$Al, e 19 38 247t fFEAE g AR Ao, dxd B
A EFYFEEE INF BE 19 FEAE Xt tgE A9, dEE 2 EEHHEE ded B e O
o] FEAE XFgsE. F7F A, dEF FalAd ZEPHEE WA B 19 fFEAE XS

UK G 9-of | INF72 A o] CGIFGEIEELIEEGLENLIDWGNA(A ¥ W& 1), H+ GLFEAIEGFIENGWEGMIDGWYGC(AM<E ®H
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[0425]

[0426]

[0427]

[0428]

[0429]

[0430]
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T 28 X A, 249 v EYHAHE=og. IR Ao, N7 Ee
GLFEAIEGFIENGWEGMIWDYGSGSCG(AE W3 3), GLFEAIEGFIENGWEGMIDG WYG-(PEG)6-NH2(ME W3ZE 4), =
GLFEAIEGF IENGWEGMIWDYG-SGSC-K(GalNAC)2(A < W3 5)o Ag& X&),

QR AL, HAa)el e A do] CLIGAILKVLATGLPTLISWIKNKRKQ(A Y W3 6), X+ GIGAVLKVLTTGLPALISWIKRKRQQ

5 xggste Ao, 26709 ] FE|FEI=o|th, dF Ao, Alee va 53 #18,501,930&
=3 vk} e ZEHEE MES Egei
A

AR AHgol, WAL AL v ABFEA o $-H -2 (Mesobuthus eupeus)d] EACZHEH Fd¥ IvAE AE
Z(AMP: antimicrobial peptide)e|th. AF o, w42 A Ho] [FGAIAGLLKNIF-NH,(AME HE 8)E X3}
= w$-21-13, 2 FFGHLFKLATKIIPSLFQ(M € W& 9)E E3sle w$-21-188 Eghstt),

AR Ao, dxg Bald FEPE=E 19 Ado] INF7 T 19 &4, ded EE 19 FEA, EE
WAl = 3o FEAe Holw 50%, 60%, 70%, 80%, 90%, 95%, Hi 99%2] AE FUAC ZHYJE=E X
3} of, Q= #al4d RoloElE INF7 i 19 A, Wed T 19 fA, E=E v

QY Agol, Amd Bald FololEH: IN7 Ei o] fEACIT. AN Ad, dEd P4 mololEn
AE HE 1-59F Ho]%= 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, L+ 100%
o A BUAHL A ELAEEE meath A A9ol, And B4 RololEi Ad wWs 13} Aol

% 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, H+= 100%2] AME FIAS 1A
t FAAEEE ETRUc. 9 49, ARg Ry mololut AU WS 2-5% Helw 505, 55k, 60%,
65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, Hi= 100%9 ME TLAHE A= FEHPEHEE X
AR By moloElt AY WE 18 ZIWh. A% A9, And By molo]
Bt A% WE 25% EZpAd. 9y ATd, AEd pay weeHt A9 Wi 1= FHad. 2%
Ao, Axd By mololgE A WE 252 T

A5 Agoll, A Fefd HolofEl= el H= o] fEACIY. AR Aol dk=d EaA ZolojE=
Ad WE 6 T 7% HoJ® 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, Ei

TIEE 7 e EYPEHES EFET. I8 A9, dxFE EY EoloEe AE HI 63
ol 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, WX 100%2] MY TIdAHS
7= ZLHEESE E3sit. A5 Ao, dxdF Fed BoldEHE AYE WE 73 Hoj= 50%, 55%, 60%,
65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, W 100%9] MY FAAHE VA= ZEANE=E ¥

gk, A A9, Awd Fad mololH: Ad WE 62 LT A A9, AEF LaA ool
SE AY WE 73 EHEE U Afel, dEE Gay melejes MY WE 0em Fyad. Uy
Ao, Awd By mololele A W 72 TAHWL.

AR Ao, dug Fay molole Ml $Al EE 1o fEAh AR A9, Amd Faly Holojet
Ad W& 8 = 99 HoXE 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, Ei=

100%9] ME sddE 7He ZEPHEE 2330 dF AFoll, d=dF Fad ZolojHE Ad WE 83
ol 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, WX 100%2] MY FTIdAHS
7= ZEHEEE E3st. A5 Ao, dxEdF Fed EoldEHE AE W& 99 Hol= 50%, 55%, 60%,
65%, 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99%, Wi 100%2] AE IS JHAE ZYFPEHE=E E
ek, A5 A9, dEdF B EololHe AYE HIE & st AR Agol, dxFE
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Pep-1 | At &9 2 HIVY] | KETWWETWWTEWSQPKKKRKY | 10 iX}] "
o AA} TA 9 NS A
pVEC VE-Ft=8d LLIILRRRRIRKQAHAHSK 11 1; ;l oA
LAl E
VTS ¥4 99 %:gGDPKGVTVTVTVTVTGKGDP 12 EC;{I] :H N
[}
C105Y | 1-3=8A CSIPPEVKFNKPFVYLI 13 -
Edaze | gohd opaEsa | Gur oAOYHLOKINLKALAALA AT
TP10 Zebd 2 vp2ESE | AGYLLGKINLKALAALAKKIL 15 10;; oA
gl o
HIV gpdl 2 SVA0 T
MPG g NLSS &% B-ANE
NAZEre] 25K GALFLGFLGAAGSTMGA 16 op21 o)
=9
o 5 [} 2 i}l
gH625 st:r 1 HGLASTLTRWAHYNALIRAF 17 FAA o
Fa A g U
23
CADY |PPTGl Bjg= GLWRALWRLLRSLWRLLWRA 18 FA A o
UA
23
GALA | @4 5= XILES‘(\LI::ZALAEALAEHLAEALAE 19 GRNA @
gA
2 3F
B2 o
JNEFAA HA2 &% 14/ pH
INF =T LFEAIEGFIE =P
dge G NGWEGMIDGWYGC | 20 q=A %
a4
He=
2z
AEF A vho) g & G2 o
HA2E5- | X31 25 &% 1}/ pH
TAT Aejco JES R GLFGAIAGFIENGWEGMIDGWYG | 21 qEA 9
HA2 B HYUE a4
e =
QLT 2 A} ulo] Y} 2
SRR vholz~ GLFGAIAGFIENGWEGMIDGRQIKI pH 9 &4
HA2 10125 8% WFQNRRMKW 22 | 984
AUESD | A =2 ABFAA | g
-amide e =
HA2 B HUE
EF AR} utol = o
HAka | %31 T 5% GLFGAIAGFIENGWEGMIDG- 2 ‘;f gglﬁ
Hel= o Q1 EF Az | SSKKKK =
HA2 B HUE i
ojZ = A
HA2E4 e AE 2R GLFEAIAGFIENGWEGMIDGGGYC | 24 gt %‘f:‘é
HA2 B HYUE A==
pH & &A
. GLFHAIAHFIHGGWH 5
HSWYG | HA2 #AH) GLIHGWYG 25 | %A
Y=
GALA- GLFEAIEGFIENGWEGLAEALAEAL pH &4
INF3- | INF3 %% QEl= EALAA- 2 | EA
(PEG)6-NH (PEG)6-NH2 HE =
pH 9 EA
cM18- | M3 E=M-A-d2d, | KWKLFKKIGAVLKVLTTG- 27 o} 343
TATIL | ,,(CM;g) & RE]= | YGRKKRRQRRR g,

_62_



[0433]

[0434]

[0435]

[0436]

[0437]

[0438]

[0439]

[0440]

SIS0l 10-2019-0104381

AR Ao, dAEdk B4 LoloEl: o], Bel-2 W/EE Bel-xd 4& olAdA wAS ARHEE E
E st Bak BH3 ZE|HEH=E ISt AN Ao, dedH Eed =
[Albarran, et al., "Efficient intracellular delivery of a pro-apoptotic peptide with a
carrier," Reactive & Functional Polymers 71: 261-265 (2011)]9] 7]<:%¥ Bak BH3 Zg3g= %

Qr AL dxE Ba)Ad HolojEl:= PCT &7 #IW02013/1661555 = AW02015/0695875 0 7<= nle} 2
2 ZEHPE =AY, NxE B EHREHE)E 23

BA

AR A ke A, oo VEwE HAE Aurledt HA T AlEdrbee JA. dF A, FAE
At gAo . e A9, 9AE v durtsst Ao

A5 Ao, AT vFHAAL DA, vFHAY dASE, T L2 Aﬂ of o3 AdEE= TEFAle] Wb
5 G495 gielkA 2 HAE A, dA-A BEAA FAE -G ¢ 71(dAY, G, Cy, Cs, Co
EEC €2 7D, 5Fo1zHeA A, olFolzeA JiwAl, HE = YA, EHgE(traceless) HFA, A7t
3 (self-immolative) ¥, Zdlojn= 7|uk A, TE 19 23S EgslL}, o] AlghE A gerh, gy
Ao, vEIAA HAE C-C &2 7AW, G5, Cy, Cs, C E=EC 22 7)), BFo|z8A 7luA], ol%
olz-g-A tuAl, FE= HA, EAGE FA, A A FA, dHoln= Nk A, = 29 29¢S X
ol F7F Ao, HTEAAN HAE 2 29 T3 FH HA, AAd, 2 23] FFo|FEA 7tuA,
e 2 279 AHE HAE 2334 Ze F7F ASoll, AL FAE dodHoz g o] ukg
A AeNE T3

AR Ao, B FFA 5 Ao, HsFANL FAE TF

A5 TET T 2 B A5 = P
(e, PEG)E EFehA vk, 45 A5, vSTAE B7= PECE XA &+
AR Aol FA= sFolHEY HrE R ARl wFolEd ¥7= ZHE(Lomant's) /\]‘Dk T
QH|A(FAlolmdZ2v o vo]E) DSP, 3'3'-HEQR|A(FxsAlolnd 23] QY[o] E(DISSP), t2loln]
O] E(DSS), HI=(FXHAlolnd)S: lﬁﬂolE(BS) tsalolmd B2 Ed o] E(DST), HEXsalo ]Ul“‘

(e}
X DSD), oEd ZEan|a(SAlelmdsAlUol E)(EGS), Hsalelmd  SF e o] E(DSG),
N'-ti&2leolnd 7kR Yo E(DSC), dlwdE O}EMUM]O]E(DMA), tu e gdzugo]E(DWP), tHdE FHE
ol o] E(DNS), TIWE-3,3'-TJE H|Ax 23] 2o|udo] E(DIBP), 1,4-U-3'-(2'-FDTEQ)Z =320l
%=)F-EHDPDPB), Hl=Teoln| = Ak(BMH), ol &Efol= & 3H5HE(DFDNB), dlA, 1,5-YEF L2 2-2,4-t]

HEzdA £ 1,3-0Z2F2&2-4 6-tUUERZWA, 4,4'-t|ZF 9 2-3 3" -tUEZHd<%E(DFDNPS), H2~-[8
~(4-olx =g doln =)o & U] ¥ = (BASED), ¥E&ustels, FFEEIUE =, 1,4-FE0E UIEAE
el 2, ol tslo|l=gtX =, FHHSI|EHAE | o-FFo|d, 3,3'-tHedlAd, WA, a,a'-p-to}
nxtsd, tofo]m-p-AA U &EAF, N N'-ddill-nlx(olo] Lol Eolr| =) FEE N N'-3 AL E gll-1]
(oo Lol Eoln| =) & E53l, oo AFEA e

JE A A EHoﬂ}q YAE o]|ZFo|ZeA YAES —Lb‘]— ia= aq] ];Go o]Zo|Z8A HAHE oyl HkS A W Lx
stol=d ZhaA], oG], N-s2lojud 3-(2-FdUH )2 2T 2 |o]E(sPDP), 4l N-FAlolwd
EHE )23 QYo] E(LC-sPDP), T84 Fd N-malojud 3-(2-FgdrE Q) Z2I 0 YolE
sPDP), FAlo|mdSAIF R - a-HE- a-(2-F LU E L) FFAGWPT), EX5210nd-6-[ a-vE-
HOE ) BRI E]AA o o] E(& E-LC-sMPT), SAlelnd-4-(N-Z o] n| v e)Alo] S 28 2-1-
OJE(sNCC), wxslolmd-4-(N-dd o]v| Ere)Ate] S 2 4-1-FH A H o] E(%&2-MCC), m-E o]y
Y-N-3lo]EEAEalo| e o ~H 2 (MBs), m-EH oM EHIFU-N-SFo]EFA SO E o ~H 2 (EkE-
MBs), N-ZAlo]nd (4-0}o] Q olAel)olm] il o o] E(SIAB), <« E&Alo|n]H (4-0}o] @ olAEl)olm] il =

o|E(#Xx-sIAB), FAlolw|d-4-(p-TH o) Esdd)FEHHCE(NPB), wxFAlolnd-4-(p-Zdojn=dd
g o] E(&3X-sMPB), N-(y-Zeoln| =R Ao s o 28 Z((MBs), N-(y-ZHo]n%E aa Al
x| = o ~H 2 (E2-GMBs), F2lolnd 6-((ofo] . molAd)oln| i) Al el o] E(SIAX), =2lolnd
[6-(((e}o] motA’)on| ) S At ol u| [ A AL o O] E(STAXX),  FAloln|d  4-(((o}o] 2 ovﬂ‘ﬂ)o}lﬂl )
W) rte| S 2 A -1-7} 52 o] E(SIAC), Alelnd  6-((((4-ofo] LmolAE)otr| ) W'’ Ao E 2 &) Ak-1-7}
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FE-sANCA), p-UEZAE Topzy| FHO]E(pNPDP), p-UEZHL-2-t{o}x-3,3,3-EEF 2RIy 2]
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4-ofo] @ ol Eopu| = wlzu=—4-To|n| = shRd vk B GukgA shaAl, o Ad), p-opAEwlzd
Sto] =SA = (ABH), ZHEAHOlE wbgA 9 3Nk shaA], dxd], 4-(p-opA e dotu| ) g ol
(AsBA), % o271 wkgAd 81 gwkeAd ZhuAl, oA, p-obAkedld SESAAPG) & E§eh, ol A%
w7 ket

HESd ZhaAl, o7, 4-(4-N-Ze o] =) FE] 24t sfo] =2kA = (MPBH), 4-(N-Z2| o] v v " ) Abo] S
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A4 Aol wregel AW A% EAT. G DAY 7 AE, S
A%, ol ZEIZ, ofFlE, o, o} Yelolm mi A BB EIWT. AW AAGEjelA, wrgy 287
E o gdsisolth, dAFel AMY e stolmebAs, 4, o, selmekdl, BleAn|ukE, shol=etal
ABdolE, U oldstel =t =g Eiwh

F72 Xgsle], gEonEItZZ2 Y (me)S FA
. AR ASe, BAE DEoln =TT Z A (ne)

@k, QR ASel, GAL BeolMEALZAMm) S T
ok, HE A%, wEdv= st wEeMEad 7], daAd, 47 ed
4410 o -4~ (N- e o] o] S0 ) Ape] 2 2 84 1- 721 f ] E (SHCC) E
%20 v D-4-(N-2el o] P) v ) Aol FE S Ab-1-7H 3 A e o] E (& E-sMC0)E EF AT,

AR AN G A, welolu = sl v} Pgsh weloluEolth, A% Afel, At g welol = ¢
obv] w23 LAHDPR)S ARg3tel welolv]mel AHE @A ol 71 mdste] Elekilelns el
FRele] BA ZeAes ATeln, olo] ela] BlEZ-ulolZ(retroNichael) WSS Ed AX WL At

Ao RHE FHeln = AATH. dF Ao, A7t Hgst Heolwl=x= &3 [Lyon, et al., "Self-
hydrolyzing maleimides improve the stability and pharmacological properties of antibody-drug
conjugates," Nat. Biotechnol. 32(10):1059-1062 (2014)]°] 7]<=¥ Zgolu= 7ot} I Ao, #HAE=
A7t sk welolv =g mawTh. A% Aol YAL A} kg Felolv=oluh,

Qw Aol A], YAE AEE Holofel ma@h. A F5ol, WEE Holofel A= 2, 3, 4, 5,
6, 7, 97, = 1 zwle] ohuleat 4712 EgATh Ay A9, PEE RololEt Avbsd AHE ®
olojEl(al AT, Eadom i Hedon)orh. AR Agel, WHE RolojE WAWAsH A= Rol
ofgjolrt. AF Ao, FEE= RolojE= Val-Cit(TR-AEER), Gly-Gly-Phe-Gly(A & W3ZF 973), Phe-
Lys, Val-Lys, Gly-Phe-Lys, Phe-Phe-Lys, Ala-Lys, Val-Arg, Phe-Cit, Phe-Arg, Leu-Cit, Ile-Cit, Trp-Cit,
Phe-Ala, Ala-Leu-Ala-Leu(AMd W3 974), Hi= Gly-Phe-Leu-Gly(Ad W3Z 975)5 Egact. I 9o,
B7= WE= ooy, odd: Val-Cit(E-H-AEEY), Gly-Gly-Phe-Gly(XA¥ W& 973), Phe-Lys, Val-
Lys, Gly-Phe-Lys, Phe-Phe-Lys, Ala-Lys, Val-Arg, Phe-Cit, Phe-Arg, Leu-Cit, Ile-Cit, Trp-Cit, Phe-Ala,
Ala-Leu-Ala-Leu(H¥ W3 974), T Gly-Phe-Leu-Gly(Md ®Z 975)5 X3t AdF A9, FAE=
Val-Cit& x&3eh. 47 Ao, B7+= Val-Citoltt.
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DN EeavEelth T 49el, Axd WEE vlelgx WHelt d
| wpolels WERE ofun <da wlolels, ElEmulolels, oflwplolels, i uujole ARy E

LIRSS
FUE MEE et AW 9o, TR FAE FAY 5 b ARG WEE w1 Azl bgH9
HHE At F7F AolM, EE S Ao AAAR] HEE Alskis vlolel s WMEZE ARG

ol 7]zsko] e 2 A& gt dAF "@A AR G, A, dgskA],
A, FdA, AdDAAA, 7HEAl, bgAl, e, F&A4, YA T8 EFAG. fHow FEd =l
2d2s oppA o, A, FRo|EA olitshyta, g FTHEIEAACIE, HEAZE, TEYAERY, F
AR, At vk, EeHdYEe]=PVP), FH2EE, SUsHE diHE, JHIAMUYES, g A
g, B2, IAYEdEY, QUER, s, dakoldd, AERs B AgRs A, T oo
E, 7hid, RreeAds, deeAds, A3 A3 55 £, ol Al

1=

x| k=t oA, ¢ [Remington: The Science and Practice of Pharmacy, Nineteenth Ed (Easton,
Pa.: Mack Publishing Company, 1995)1; [Hoover, John E., Remington's Pharmaceutical Sciences, Mack
Publishing Co., Easton, Pennsylvania 1975]; [Liberman, H.A. and Lachman, L., Eds., Pharmaceutical
Dosage Forms, Marcel Decker, New York, N.Y., 1980]; % [Pharmaceutical Dosage Forms and Drug Delivery
Systems, Seventh Ed. (Lippincott Williams & Wilkins 1999)1& ZZ3tc}.

AF Ao, okt A= dAd, ofMEAF, BAF, AEEAN, FELN, 14 9 ik
=1
=

AR g2 dFAE Eiehs,
pl Z4A B SSAS F7H2 Eedgrh. 7] A, 7] 3 @SAE 2AdEe] pllE F8Es MR fA

A Ao, Ity AAE SFES A= H AMEE = J4AE FrtE 2Fsked, ol US ¢
A AAES AT 5 7] wFoltt. xAHE gAY 9 &S xS, oldl AlgEA &=, (pH
Aol = fAE Egh Algehs) SFstE &9 Fol &3lE o] FHAlNA A RA o] &HT. 54 A5
of, MAE 4= FHE FTVHA $5S &olsH AU, AEA FHES A8 dHT BT FEe
g At A7) SEEE d7d, gEA AR, T E, ASHE, 92EZAs ugd 52 9
Ad), ohAAvice)”; ol@71A QA QlAtolZg ol4EE; QlAMbAG, QA T4 gEA BT
Azw gEs; A58 AR, 4EA 9, oAW, O-B(Di-Pac)” (Anstar); THUE, stol=EAzz e A%
22, golEFAzedndAER 2~ ofAHOlE ZHolYoE, FaAREA SMA, HA A" da7d A
Za dstE, e ostE; gEAMZS ARsE, H2EdolE; heiEE Algd A, ofdEZ;
szt AERA e 282, 7MY T E, AIUER; ok AlE, HEYUCE & XFst)

AF AL, I AAE 2do Y Ee FoE FHEe FolA e FdlAE 2dst. "EelAl 7o
g foe A HE5S o Fo e g3 E B, EFE xFet. Bl d2e AR,
A7, FA AE, 4784, S5 AR e A AR, Asst "dE, o7dd, uAd 1551(National 1551)

w= ol (Anijel)’ Ei AF AR FeZdolE, oA, TawA(Promogel)’ Ei= o) AZ 2l (Explotab)

®

hul

L AR oA, EAE, dEagd Asssa dAd, o a” oA pHio1, ofu]A” PH102, ofw]Al

=]

PH105, AAul(Elcema)” P100, <52Al(Emcocel)®, HIMFA(Vivacel)®, ™ Elo}(Ming Tia)®, % %72

(Solka-Floc)”, Mg@Agz~ Izaztemar w= wx 239 AZza A4y, wik 289 25 742

AWML AEZ ~(AcDi-Sol ), Wit AT AEAWEAS T = Wi AFE AnssEdzs wx A
H AL, dAY, 2F A& FYFHUE, nux AgE FdA, dAdY, aERA¥NE, uap Asd Zgn)d
JE2YE, G7HE, oY, &k e A d) oAd, AU EE, Fdo], odxd, HA

(Veegum)” HV(vlo1vl4 <50l AgAE), A, AT, of7}, Fof, RAXE W, shehof, #Awl, E: Ee



[0469]

[0470]

[0471]

[0472]

[0473]

[0474]

[0475]

[0476]

[0477]

ME, &F AR 2UDUE, WEUelE, AA AFEA, ANBYA, FA, A, Fol& my A, A
Eds @E, AF 499 LvolE, AR 23 4F 999 &= 52 xea

AR Ao, kA AAE FAA, AT, FES, BALE, QWAE, oAV QNAE, FALH, VA
4 AgRs, AFEs BU, GAERs drEdolE, WiEY, AR, A& A¥, FARS, ALUE,
SEE, WUE, 220E, GSIEF, Ieddd 292 52 L@

74 ,

LX) 4
), mF AL B o) 47 g5 9 2 SRYE G5 9, dd, L5uE, 24, v, ok, 2
®
=il

= = 2, 2H o2 E(Stearowet) , A, A

A, Zoddl SglF (oA, PEG-4000) H+= HEA|Z o gZ, dz9, stR<

AMUEE, AFRAUESE, ZEAE HElolE, ZYdEd FEE, vlaulEd B &F
o

FRoluA Ay, od7d, AREol=(Syloid)™, 7}E—O—Q(Cab—0—511)®, AR, dAd, 5

A ZAUER, oA EAY
=

nANEs B4 AA7E U ALY E e, e 19 HAS 7NV 9% 28 a"AS
A, Zlogdl ZE =, oA, PEG 300, PEG 400, PEG 600, PEG 1450, PEG
, 2 PEG 800, ~Elof=2t, Zzddl ZulE, 24, EgddE ASzs 9 Efohes ¥, hA

7128 AE BEE, gAY, EolAE, EqUAEHE, dE LHooE, dE stz olE, iF oS
4 EYolE, &F EFACIE, HEM E TPGS, tuEolhEocln= N-vEyEgE, N-slo|=EAd ey E
=, ZEnduEgE, Jlo|mEAEZzudeE AER A Jo|EBAERY  Alo|FRUAEY  oEE,

i

n-HEEE olaxrd AdF FYsHE, 95Ad, ZEddEd Z8F 200-600, FEAFE, EdATFE, IR
g9 ZEZ, guE olAiEZH|E T8 Y33},

oA BkAl = BHEE, oA, oo dAsAl, eFA], A, BEA] 5& g},

degA s 385, dAd, ZNdIEE, dAd, ZEddEE, J974Y, ERjdyEdE K12, &
gudg gl K17, EYv)d9 &8 K25, v 2|4 E8E K30, Hld &g =/0ld oMAH o E FF
A(S630), Zoldd ZZ (AT, ZHdEdA ZFFe] BA=FEL ofF 300 WAl 2k 6000, & <F 3350 W
A 9F 4000, T 9F 7000 WA oF 5400), AF JHEAWEAEZA wEHAEZ A SO|EERAIZZIAWEAE

222, S| EEAMYAER 2~ ol AH O E Aol OE, ZAaEHO)E-R), sto|lEFZAdHAERE A A%t
UEF, 7, dxid), 24, EfptE 3 9 olgtAle} A, Fof} A, Ate AL xFshe Ate, F, AEE~
S13HE, dAd, d2A, &F AEAMEAER s WEAEE A AF JMEAWEAERE S So|lEsAzeY
HEAEZ 2~ Solm2Alo PSR~ Esao]E-Q), YNV EF, ZeldEAsty A=uE ok
dolE, ZYo sty et RughedoE, ¥ulE 58 X3t}

ARGAAE 3385, dAd, 2F 398 200 E, &F EFAE, EY 60 EE 80, EdjobAe, HEW
E TPGS, 2=2Hgt BxgoolE, ZgAdddd L2 Ry dolE, ZirIZHoE, ZEAW, ©F
Ak, S2YAE EreHooldolE, dEi A= g SA =9 FFEA, oA ZF 24 (Pluroni

0 3} e ZeSAdgd Ak FeAEs 9 A8 &
o, dAn, ZEANDA60) FAE AuAG; D ESAdgd FAdHE 2 AAY 2, oA
o, SEAE 10, SEAE 408 T}, oo, ARBYAE 2d S ZAAT 9§ EE e
279 98 TIAT

AE ZAAE, dAad, Wy Az dek 74, AEANY AERs solEEATey Aggs do|m
ALz AZ2s sfolEZALZAdY AEZA opaEo]E gl o], do|EEA TR A AT
2 mawole, Aun, Eeud o2 AY|do|E, olFlAlol, F|EAF U 19 23S LT

E8AE 335, dAadg, Sy, FENE ErxsHolgolE, AZHE Ry dolE, AEHE Ry
OB Efjdetgolyl SHdolE, Eueolddl szug Ri-SudoE, ZaeAd g s=uE Tigl
SFolE, AF EFAIE, AF LdolE, 42F 98 EHolE, AF EiAolE, Ejoaw, =9 80,
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[0504]

[0505]

[0506]

[0507]
[0508]

[0509]

[0510]

[0511]
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FTaTRUoluyo]lE RaE S (PM0), EAERE|QOE e A~ L] aFEd S E=(PS ASO),
2 otElAlx gEawE 1OHE(A50 s FAsA.

PMO A 9-S 5'GGCCAAACCTCGGCTTACCTGAAAT3' 17 o}l(AM Y WE 28)olx, 19 o 7
AL T 1o B 4 gtk PMOE AES e A9 3' guke] C3-NH, B3 #AES T3t PMOE %5 o
A4 A TREZS o] gslo] AN 443 oMEYsla, HPLC AolA AAsHAT.
6-GGCCAAACCUCGGCUUACCU(A E WHE 29)olla, 19 det FE4
. PS ASO¢] FEE 100% EAEZRE]QOE oﬂgo E o N
Me W3S 63t¢ITh. PS ASOE 3k M-S s Bx1e] 5 Wk

SRSl TE. PS ASOS B Al EAXgu|tlolE 31t o]g-3te] 1A Aol A3

4
%0
T o

;
F

4
&
o

AAd 2. DD AE =713 A&
H3LE CICI2 AZENA] DD o 25 A7) =4 5l= W

uhs-
1

22 TORAE (2012 MIEE 24 @ Z¥olE F 0.5 mL 10% FBS RPMI 1640 =]l A 50,000-100,000/ €=
ojgstar, 5% CO, skl 37°ColA RS Astulol AT, 244, AxE 3k wix(2% & E7% RPMI 1640
21 oM dED)E F7]aL, 3-5¢ sk AFtHlel AT, Itulold F, AES HUbskaL, 2443 Ft Q5
ol A AT, ME A $F, 1 aLe] Mg A (S3E AlEHE 2¢ o g wASY. M Al & 72
AR MAES FASSE T, AH[EZH RNA A HTS 96 7]E(InviTrap RNA Cell HTS 96 Kit)(B-Bridge
International #7061300400)E o]&3}e] RNAS w]A|7]aL, &lo] FHHAIE] cDNA S HA} 7]E(High Capacity
cDNA Reverse transcription Kit)(ThermoFisher #4368813)E o]-&3}o] HAAAAIZ T, = BTN PCR mlAE 9~
(DreamTagTM PCR Mastermix)(ThermoFisher #K1072)E o]&3}led PCR WSS =38l th. 12 PCRS &
20(Ex20F 5'-CAGAATTCTGCCAATTGCTGAG) (M W% 30) F & 26(Ex26R 5'-TTCTTCAGCTTGTGTCATCC) (M W=
3DAAA ZolHE AFEEte] 3l7] B 29 ZEREFS ojfstomy ~7EyE A 2 Ax7EE BA, B
TE THAFT.

1—1:1

* 2
PCREZZEZ
3 2ElE 95°CoAM 2 &
¥ A 95°C ol A 0.5 &
Zejo)nf o d 50°C 1A} 0.5 %
Zetojw A% 72°C oA 1 ¥
HAE AF 72°C 9| A] 5 ¥
Atol & 10

v~E= PCRY 749, 1A PR ¥H3&ES &2 100X A7, Ul~HE PR REES 93 5 wE ARSI
(& Whs 23y 50 u0). H]Z:E]E PCRE <= 20(Ex20F2: 5'- ACCCAGTCTACCACCCTATC) (M WHZ 32) &
25(Ex25R: 5'= CTCTTTATCTTCTGCCCACCTT) (M W& 33)olA Zdo|wE Alg3le] 317] B 39 TREFZS o|&
gozy ~713dE A 2 A~78" 24, ' EFE AR

_71_
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[0513]

[0514]

[0515]

[0516]

[0517]

[0518]

[0519]

[0520]
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¥ 3

Y AE|JE PCREZIZEF

3 25 E 95°CAN 2 &
WA 95°C oA 0.5 &
Zalold o] d¥ 50°C o)} A} 0.5 &
Zajojn A% 72°C oA 1 &
HF A 72°C oA 5 &
Aol g & 35

4% TAE o}7t= 2~ AL AFE3Fe] PCR WHSES A5Gt oFAE (WD) DD ABAES] oA Z7]= 788 | 7))
A3, 2718 DD A23L 575 7)ol t).

oft
iy

fd

E 55 A= USDA 55 EAH(USDA Animal Welfare Act) 2wk ofyz} "Ad FE9 g & ALES 93
7}o]l=(Guide for the Care and Use of Laboratory Animals)"(&% [National Research Council publication,
8th Ed], 2011 7§l 7HefA o dyd 1A4S F5ohe, d2=Z 22} vpo]l 2 (Explora BioLabs)o] 23
=5 By 9@ AR YY) (IACUC: Institutional Animal Care and Use Committee)o] W& ZTR2EZJ wa 4
Py, RE ne-2E5 Z~ gy 2R E# Z(Charles River Laboratories) ¥+ @ 2tR &7 Z(Harlan
Laboratories) 258 UF38F3t}.

/gJXJ/Ly u]_ oA g

WT CD-1 vF9-2(4-65% )] WA E StEj Al A~ %iﬂ(ASC: oFE] Al Zo g AU (iy) FAS

) FoFaboith. "dlo]7]=" PMO EE = =2 Fokatgleh. 4, 7, e 14
B 5, A B AES 25 24S —r7‘l°P3’— A AielA FEAIZT. EglE(Trizol) B RNoA| &

96 7]E(RNeasy Plus 96 Kit)(Qiagen, #74192)5 A}83led RNAS ©E|A]7]aL, 3lo] ZIHAIE] cDNA S ZA} 7]
(ThermoFisher #4368813)E o]g3slo] AAAA AT, 7]<d uvle} o] UA~EE PR WHeS Falagith. 4%(H
= 1% TAE o}7}2 2 A4 PR WHEES 4% &, WS o] AHZF3}sqirt.

$ES
Aelg vk el 23 A7)E B8y s, DNA TS 4% ol7f2 s ARRE cheA7]al, IR
At
2718 % DMD mRNA 71945 xo%‘tx o7 ZA37] Y3, 2718 DUD mRNA 2 WT DMD mRNAS AF3st 4= %=
= gPCR EE}O]UWEEE NEE YAt (E 3). gPCR FH3 1TSS YAlsta, 371 & 40 AAlE v}
o} & txklE PCR EE}O]U']E o] g3to] PCRS &3l A|ZsA. WT 2 DMDol thdt gPCRE €&, PCR %
733 A7 GHE optE~ ARRE gt 271385 DMAY tid PR EFE flE, dlzEE ZEeH
& AH&EFlT.
gPCR Eglolw/Z 2B o] FZ F&HL o &89 100 HY o TdxE Aoz ZAHHNG. FEAFUL
7(QuantStudio 7) % &WITM PCR §-yYwA m2Elw 2 [1(TagmanTM PCR Universal Mastermix II)(ThermoFisher
#4440041) 0l A A Z2ALe] Aol whEl gPCR WHS-S a8kt

B e OHﬂ

Oll
-
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X 4
REEEEDD TR
DMD A-23, 34 Au+ek Zato]o | 5 GCGCTATCAGGAGACAATGAG
Ex23 35 Qurgk T ajo)o) | 5 GTTITITATGTGATTCTGTAATTTCCC
2788 36 B 5 CTCTCTGTACCTTATCTTAGTGTT
DMD Ex22- |37 AW T alo]H | 5 TGGAGGAGAGACTCGGGAAA
23, WTDMD |38 A4}g} I glo]n] | 5 TTGAAGCCATTTTGTTGCTCTTT
@5 39 B 5" ACAGGCTCTGCAAAGT
DMD Ex20- | 40 AureF T o] o] | 5 AACAGATGACAACTACTGCCGAAA
21, RE 41 o ueF Tafo]n | 5 TTGGCTCTGATAGGGTGGTAGAC
DMD & 42 ot-8-k 5' CTTGTTGAAAACCC
gPCR EZ, |43 A4 e T 2to]o | 5 TGAGGGTGTTAATGCTGAAAGTA
W2 es [44 Au} %} 2 ato]n} | 5 CACCAACTGGGAGGAAAGTT
DMD £
[0521]
[0522] AAe 30 HEFA FA
[0523] B4 5 GA] gy
[0524] 7] & 5-119] wgl B4 2 A WS S},
* 5

A7) WA 2 20E 29 (SEC) ¥

37] wi A 4 o]54d &
A2vtE ¥ (SEC)
W
TR TOSOH 150 mM Z2FH0]E | 1.0 mL/&, 20 ¥
dpol eAfol A2 | Q2 S
(TOSOH
Biosciences),
TSK Z(TSKgel)
G3000SW XL, 7.8 X
300 mm, 5 pM
Wy 2 TOSOH PBS pH 7.4 1.0mL/E, 180 &
Hio] QAFO] AA 2, S0}
TSK 7 G3000SW,
21.5 X 600 mm, 5 uyM
[0525]
#Z 6
244 A3 A4 I2vtE Y HIC) ¥ 1
23 £ Tl
73 %A %B
53
GE, 8tolA3d | £ A:50mM X 2FH0|E ¢F 4|, 1.00 95 5
-9 (HiScreen 0.8M 3R &, pH 7.0 30 0 100
Butyl) HP, 4.7 mL | 8- B: 80% 50 mM X 25| o] E 5 0 100
&34, 20% IPA, pH 7.0
< 1.0mL/E
[0526]
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X7

&4 3524 A=tE DA HIC) B 2

4 2o )
Azt %A %B
HE 4] A:100mM X2 0] E &34, |0.00 100 0
ALo] A €} (Thermo | 1.8 M S+ 2 ¥, pH 7.0 2.00 100 0
Scientific), £ B: 80% 100 mM X Ao E 2200 0 100
Mab ¥ (MAbPac) | €34, 20% IPA, pH 7.0 2500 0 100
HIC-20,46 mmID | §<:0.7 mL/& 26.00 | 100 0
X 10 cm, 5 um 3000 | 100 0
[0527]
Z 8
2543 A5 AE 320 E 2y HIC) ¥ 3
zd £ Fuj
7+ %A %B
55
GE, 3to]23d | 89 A:50mM E230]E &324,0.8 |1 100 0
BEYHP, 47mL | M SAUEE, pH 7.0 25 0 80
£ B: 80% 50 mM XA o] E 1 0 100
k&5, 20% IPA, pH 7.0 2 0 100
£ 1.0mL/E
[0528]
#Z9
254 4344 a=vEads HIC) ¥ 4
Z4 £ )
A1z %A %B
AR Ale] AE]Y, | &u] A: 100 mM E2 50| E 43A), 0.00 100 0
Mab ¥ HIC-20, |1.8M 32125, pH 7.0 5.00 100 0
46mmIDX 10 £-1) B: 80% 100 mM EATH 0] E 20.00 0 100
cm, 5 um 933, 20% IPA, pH 7.0 2500 10 100
9 2. 05 mL/E 26.00 | 100 0
i ha 30.00 | 100 0
[0529]
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H* 10

A Lol ny AzvtE Y (SAX) ¥ 1

3y £ e
T %A %B
_\?_
Ex L4 A: 20 mM TRIS &34, pH 8.0; 0.5 100 0
o] Q Alo] 1Al | 6l B: 20 mM TRIS, 1.5 M NaCL pH | 0:5 80 20
(Tosoh 8.0 17 20 80
Bioscience), £ 6.0 mL/E 0.5 0 100
TSK A 79 Q- 0.5 0 100
SPW(TSKGel
SuperQ-5PW), 21.5
mmID X 15 ¢m,
13 um
¥ 11

2§ gole ng A=ntE T (SAX) W 2

z¥ £ ol

Az [%A %B
AR Alo]AE]F, | Sull A: 80% 10 mM TRIS pH 8, 20% 0.0 90 10
= 29 (ProPac)™ | &t 3.00 90 10
SAX-10, ¥}0] & | £u] B: 80% 10 mM TRIS pH 8,20% | 1700 |0 100
LC(Bio LC)™, 4 | o] gk, 1.5 M NaCl g;-gg g . }go
X250 mm 451 0.75 mL/& 5500 |90 10

FEH=TE T=EA FA

AgE Frhes Edzsd £8A @A i P71 mAbE vhes (D71 i kg Edssd e
1(mTfR1: mouse transferrin receptor 1)o] ZAZ el FE [gG2a ABEF TUAFE AT, A= Hlo] X

A (BioXcel D)ol & A=, o]& FFHoz o] &rlssich(IFlg 21 W& BE0175).
D71 34 REZEyx QEHAA SHAFEFHLEE AEA (FCD71 mAb-PMO)
(D71 mAb-PHO 5 SF

T T 4 7MY EYa@-7HEAdY) A (TCEP) S 718t REolE FA(25 ml &AF HEZRHE,
25 mM NaCl, 1 mM o2& Egjolxl #HEelolAEAL pH 8.0) T ICD71 A (10 mg/mL) S 3HPA]7]aL, 37T
oA 4AZF Tt Aol A AL, 4(N-Z o]u ErE)Alo] SR ATFE AL N-Blo] = A LAlo|m = of |
Z(SMCO)E, DNSO ZF Y2~y arjoludgo]lE REZgy S (PM0)(50 mg/mL)E DMSO & 10 57t
SMCC(10 mg/mL) €} 371 1417t &9t Slfuo] A o2 PMOQl 3' Wtk AFe] 15 olwlo] AZHAZ T MICOS
3 kDa9], ofn|& &Eg-15(Amicon Ultra-15) 9AEe ZE FUEZS Abgato] 3holojyte] oJaf uld g SMCCS
AASRATE. PMO-SMCCE oFAlElolE 5A(10 mM oA EAYEE, pH 6.0)% 330 2 AHsla, vtz A&
ATk A FAES 2.25 F7FF PMO-SMCCSF E738lar, 4TolA WA =S QIwlo] dAZ T, o] A, wkg
=l pHE 7.582 AsHAI7]aL, 8 TUFEe N-dldidoln|=E AeoA 30% Tt EFE HUbste] vk
Al 2EQlS ARG, A5 Ao Ag AZeEIYIHIC) R 20 o whg EFE A A, ugt
A 2 PMogt A BA-PMO HEA7E JEFRTHE 4). = 4% Axd D71 mAb-PMO w3 EFE O A=
ntEIHS HIC WY 28 ol&3ste] YEeld Ao =2A, f7 A (1), F PMO(2), DAR 1(3), DAR 2(4),
DAR 3(5), DAR > 3(6)& HojFar 9ivk. "DAR"> ok of A nlE vehduh, 2 obo] X ARvtED
Aol A e 9 FE vERIT),

olo oo rlob Ol
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[0543]
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A

ahS Z3ES HIC W 1S o] &3te] AKTA o] ~Z & (Explorer) FPLCE BAlstth. ¢k& of 3 v]7} 1(DAR
1) 2 2(DAR 2)21 @?&xﬂ—i— il B8-S 2gsta, DARO] 2 =¥l HstAlelE wE, MICOE 50 kDaol, of
12 SEZH-156 A& ZH FUEE AMEsHY #5213, 558 AFAE 24 e ofvE EZH-15 o
Al ol

= o]
A% dE FUES Aol PBS(RH 7.4)% SHEAE

T

=i
dl

=] ]]]E] =] aLX;/ 2

deld AFAES F7] A FZErtE 29 (SEC) 2 HICO o8 54 Hatelth. SEC WY 1S ARgste] 1
A SRAA R AHE PO EAIEHA fvthe RS SR1EITHE Sa-5¢). = baw AlZE (D71 mAbe] =
ZulE WS SEC W 1S AMESte] HoFE= Ao|th, E 5bi= AlZE ICD71 mAb-PMO DAR 1,29 A =nfE 13
S SEC WY 18 AMg3Eto] HolFE Aot & 5ct AZE D71 mAb-PMO DAR 2 %3¢l A9 A=nEINS
SEC W% 1& AREste] HoF= Ao|th "DAR"S oFE o] A9 vE JERiT

HIC W 22 Alg3le] 244 HPLC 98] A3 £52 A1 HE 6a-6c). = 6a= AZE D71 mAb
o] ARMETNS HIC WY 22 A}&o}oq HolFE= Flo|th, & 6b: AlxH ﬂzﬂ D71 mAb-PMO DAR 1,2 %
FAo] ARvEINS SHIC W 28 ALgale] HolFEE ot & et Al AAE D71 mAb-PMO DAR
>2 A¥A|e] ARvE Y HIC HFH 22 AbRSHe] B % Ao}, 7} A”*L,l 260/280 nm UV &3% HE
PMO 2 &Ao] FXH HH ¥+ A3 vwsle] DARS 18ttt DAR 1,2 =9 o DARS ~1.691 Wb,
DAR 2 %31 AZo] i DARS ~3.7°]t}t. "DAR" 0% o @Ae] HE YERAT.

3(CD71 Fab RE2Z StElAlA 28| aAFEd e = AeA (JCD71 Fab-PMO)
Rl 2k g 3

20 mM ofAlElo]E A (pH 4.0) T FCD71 FA (5 mg/mL)E A SE WX} A 37CoNA AT Tk AFF
wlol A AT, A& AASEL, MWC0E 30 kDa®], ofv]& &E-15 Yilie dEH FUEE A3t ukg &
S2-S PBS(pH 7.4)2 A 3At. AFES FHst2, 7] wiA Z2rE 289 (SEC) Y 25 A3t A A
sto] F(ab')2 @S Al F T,

3}CD71 (Fab)-PMO 73

T F 10 571 TCEPE H7)ste] Heo]lE &45A|(pH 8.0) ¢ F(ab')2 ©H (15 mg/mL)E A 7131, 37
TolA 2A2F &9t AFHlo]AA . SMCCE, DMSO & PMO(50 mg/mL)ES DMSO 5 10 57k SMCC(10 mg/mL)
o} A 1AIZE FoF SlFuHlo)lAA =4 PMOS] 3' Tk 9] 13 oflel {IFAIF Y. MWCOE 3 kDa2], olu|&
22 ZH FUEE 2835t el o3 A3 SMCCE A AT TE. PMO-SMCCE o}AlE| o]
)R 338]ell ZA AHstar, utE ARESISith. EdE F(ab') @ (Fab)S MWCOE 10 kDagl, o}
2 SET-15 dildE] ZH FUEE Abgste] BHeolE dFAl(pH 8.0)2 4FAE wdhstal, 1.75 57
°] PMO-SMCCE F7Fshal, 4TCelA WAIZ=S Aol A ). o]ojA], Whg &3k&9] pHE 7.52 ZskAl7|aL

6 S7tge N-olgTdeoln =g Ao 308 T EFE] Hytste] HEkS AzES AIAAT. 254
AoAg gRvtEIHYHIC) WY 30 o3 vk EE %*—1 A3}, vukg- Fabol 3 D71 (Fab)-PMO &
A7 JeEbgtHE 7a). = 7aE (D71 Fab-PMOY] FPLC AA¢ ARutE WS HIC WE 35 ALgste] ®HolF
= Zlolt}.

A

g EFES HIC B9 38 o] &ake] AKTA ol=Z =8 FPLCZ AAST DAROl 1, 2, % 3 AFAES oI+
she e 2gdta, mE AT, wF5E AGAE 24 Aol WC0E 10 kDao], ofrlE FE-15 €14
= FE FUES o|8&sto] PBS(pH 7.4) 2 &FAE ndslnt

YAE F A A

gE)E AgA| S SEC, 2 HICY 93] &4 9sttl. SEC ¥ 1S /\]-3—5]—0# aRAE XA 2L ujAg PMO

= EAHA geteE A 2 6} Itk E 7h-7eE st & 7bE AxH 3ACD71 Faby JEH}EZ
SEC " 18 Al&3le] RHoFE Aolth, B 7cE zﬂ&% (D71 Fab-PMO DAR 1 &< ELEU}EJ S SEC
W 18 AFR3Sle] Ro]FE Aotk B 7dE AlZ¥ 3CD71 Fab-PMO DAR 2 A grA|e] A =nlE 73S SEC Hgﬂg

S AHgst BRAFE Zojth. & Tew Axd tZ}CD?I Fab-PMO DAR 3 H3tAle] A =ZwlE 13- SEC ”c}‘?.ﬂ 15
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= Zloltk. HIC W 45 AR&ste] #2414 HPLCOl & HEFA e =& A, E 7f-
2 Az, & 7fE Az 3CD71 Fabe) ELEU}E:R“& HIC WY 48 A3l ,H_quL Aotk & Tge
%% 3}CD71 Fab-PMO DAR 1 %3 A9 iiﬂ}il S HIC WY 45 AMRElY] HoFE Aotk & 7he A%
# 3CD71 Fab-PMO DAR 2 A9 iiﬂ}i:’. HIC W 42 ARl HolFE A hﬂr. 7iE
(D71 Fab-PMO DAR 3 H&A¢] ARvET:S HIC WY 45 Agalo] HolFE= Aolth. "DAR"S k2 of &<
HZ ebdth, 2+ W29 260/280 nn UV &3 % H]E PMO 2 Fabd FA9 H]9 F& FH37 ¢
gelakltt.

O

rlo bt E

i
_OL
s
=
=
=]
o

D71 A TAEZE| QY olE AEAA LR FEHLEE HFA (D71 mAb-PS ASO)
3+CD71 mAb-PS ASO

F F 4 S7VEFe] TCEPE FH7lsle] wglo]E A (pH 8.0) ¢ &CD71 ZA(10 mg/mL)S SHAA] 7], 377C
Al 4AXZE b QIFFAlol AT, AN-Z e olv m=r )AL F R FATIE AL N-Slo]|EFA|EAloHE o] ~H 2
(SMCO)E-, 250 mM PB(pH 7.5) 2 DMSO2] 1:1 &3&E F PS ASO(50 mg/mL)E DMSO 5 10 S7FFe] SMCC(10
mg/mL) b A IAIZE Bt AFHlolAA I o2 PS-AS0S] 5' Tt bl 15 ofwle]l F7AIFH T MWCOE 3 kDa
o], ojn|Z FEZ-15 YA E HYH FUEE ARESte] ghelofel] ofa] H]g3t SMCCE AlAS T PS ASO-
SMCCE olAlHlo]E +=Al(pH 6.0)% 33]o] AA AHsta, ulz Ab&stgic. sdd fﬂxﬂe 1.7 5729 PS

ASO-SNCCSF E@3han, 4TolM AES Aol AART. oloiA, Wg EFE piE 742 FHAT, 8
SRSl Voot E g Aol 0% B EgEd Aristel Weg ALHAe WYARL. B o)
& 0 ARUEadA 00 W 29 AT WS BiHE B A WS B D 40 A DAPS 450

H]
AA7F YEFRTHE 8a). av AZE FCD71 mAb-PS ASO HH-& &£3-E9 AZvlEE SAX WUH 28 9]
235lo] el Ao zA, Tra fﬂzﬂ 9 =(1), &2 PS ASO(5), DAR 1(2), DAR 2(3), DAR > 2(4)& HF 9
ok, "DAR"Z & ol IAL H|E YERTH. #E Qhe] FX= ARvEIHGA Y 35 YERT.

e ZIES SAX WM 1S o]&dlo] AKTA olA~Z 2w FPLCE AAlsrgch. o2 o) 34 v](DAR)ZF 1, 2, 2 3
ol HetAl= & R8s 2gsta, R sFA 7|, B4 Hol MNC0Z 50 kDael, oln|# &ET-15 94
2 ZE FUEZ AM&3te] PBS(pH 7.4) 2 &EA1E s,

G E H ] BT

GEE ARAE A7) wiAl ARetE](SEC) B SAXel ofF 54

oH,
ol
ol
32

. A7) Al ARvtE ]

H 1S ARESk] i SRA 2 ¥R A0 EAlEHA] fethe ﬁ% g3t Tt. E 8b-8e2 F 3T},
X 8bx= AlxE FCD71 mAbel A EmFEIWS SEC WY 1S A&Ete] HoFE Aoty E 8cx Alxd D71
mAb-PS ASO DAR 1 #H3Ae] A=ZrtETHMS SEC WY 1& AFEsle] HoFe Aotk E 8de Alxd D71
mAb-PS ASO DAR 2 H3Ale]l AZwrlEIAS SEC WY 1& AFEsle] BT Aolhk, E 8et AlXHE (D71
mAb-PS ASO DAR 3 A &Ae I=ntE 1S SEC Y 1% AHElY] R Aotk SAX WY 2E5 AFES
A7 HPLCAl o8l HEgAe =5 AMHEA . f-8hS Fxeth, & 8fe Al

= . z% 3D71 mAb-PS ASO DAR
1 33A ¢ iiu}ila‘ﬁ SAX Y 28 A}ﬁokﬂ _H_OH‘——E ﬁcﬂ . X 8g= Alx¥ 3CD71 mAb-PS ASO DAR 2
Al AEntEIHS SAX B 28 ARESe] HolFe A 3

A o] ARvEIHS SAX W 28 AR HoFE 3lo] Z

MAe] TAE Ao B SA4 vaste] okF o] 3¢ H(DAR)E 15T

AAE 4: ZCD71 mAb-PMO H A AFF N &4

}CD71 mAb-PMO A EAS AAld 3¢ 7 , B4 skt 43

RS AREEte] UlAEE PRE o] &8 o= AlddY Eshe C12 A Fo A e] &
I 29 s giste] AT, e, "dlel7|E" REE = ASO('PMO") e &F Ek=:
T3 3, O 529 3CD71 mAb-PMO HEgAet wlwadth. xS H|S|E("Veh"), 50 uMe] A3 E W
Z = ("Scr50"), 2 A FA("Neg-Ab")E XTSI AREE PMOS H%EE 50 uM, 1 uM, ¥ 0.02 uM& =
et th. A" 3CD71 mAB-PMO DAR 1,29] %3+ 200 nM, 20 nM, ® 2 nM& X33t} "DAR'S oFE o ¥
Aol vE YeRdATE

cDNA 33 %, 2 Zh=9] PR S35 (12F B HIAHE PR)S AREste] oE-27]8 S AE83ATh. 4% TAE b7}t

_gﬁ
RN
U>‘

oo,

32 9 ot

p
iy
)
Jud
=
o
i
e
2
BN
ol
i)
LRl

¢

_77_



[0561]
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22 AoA PR &S B EATH(E 9).
X 92 Fx3, 3CD71 mAb-PMO &A= E3H (2012 AFEA L "dlo]7|=" PM0 thERTHY o @& =
oA ZA4 bt A 23 27HS AT ofdY AAEe dAF AVE 788 A%, 271 %E DD
A23L 575 A7)8 0T},
27F A3 D71 Fab-PMO H3A 2 &4 dxwo=A FEGFREZ #43hE = PHO("Z-PH0")E EFSItHE
10). AH4E PMO E5E 10 uM 2 2 uMe E3slgich. AFR®E D71 mAb-PMO EEE 0.2 uM 2 0.04 S =
SH
(=]

g3tk FCD71 mAb-PMOS] DARS 2%tk Z-PMOE 0.2 ull F%E AR AL, DARE 291tk FCD71 Fab-PNO®]
&2 0.6 ul B 0.12 ulEs E9Skglh. 0.6 udl B 0.12 uMA D71 mAb-PMOe]l thalod DARe] 77t 1, 2, 4
39 A& AAstals

= 10& s, EdssY S84, G071 mAb-PY0, 2 FCD7L Fab-PUO HEAE o143 F&A Al F5
B 02012 AEAA F "dle]Z]=" PN0 tlETRY o e sl AR A& 23 2798

AFE Rl -PH0RRE SA7Me 9 23 2752 QIa, F071 HIAZRE 2718S At
AA e 5. FCD71-ASO mAb PS AR Al@F A

D71 mAb-PS ASO H3BHAZ AAd] 3¢ 7|9 wpel o] A xstn, EA FHsleth. AIAS AAd 29 &
AV S ALEste] UAEIE PRE ol &FoRA ARl BEE (2012 AT oE 279e AR
4

F 9l a9l 5o diste] Agatant. A, “Lﬂ°171 " X ZE Q0lOE ASO(PS ASO)E] B S T
Hsl & dza2 A, o w59 (D71 mAb-PS A ghA|9F WYk, cDNA A £, 2 HE=9 PR &
E( 2L MAEE PR S sl %—m»—g% go}owr 15 TAE ophm2s Al A PR MBS B3

A= 11). = 11 PMO, ASO, DAR1®] #&® 3CD71 mAb-ASO("ASC-DAR1"), DAR29] H&¥ 3MCD71 mAb-
ASO("ASC-DAR2"), = DAR3¢] H3+¥l (D71 mAb-ASO("ASC-DAR3")2] ol7lz 2~ AL HolFE Ho|tl, "PMO" 2
"ASO"= FA] HEEA 252, FE PMO B ASOE Al "Veh':= HIF|E ©E RS AAHs. AlEH F
£+ 0.2, 1, 25 mpo]A2E(pl)S XT3

rir

E 118 Fx3d, 3D71 mAb-PS ASO &A= E3bd (2012 AlEA 2 "ylo]7]=" PS ASO thxwH T ¥ g
2 FTRAA FAbEE dE 23 A7ES AT oY AAES o AVE 788 AV, A7)
H DMD A23E 575 47180l

O

AAd 6: CD71 mAb-PMO H3Ae AW B4

3CD71 mAb-PMO HEFAE Al 3o 7i&d ule} o] Azxstar, &4 Eso. AA ECD71 mAb-PMO
DARL,2 (D71 2 mAb-PMO DAR>2E A Ald] 29} HALSE WFHS ALE3lo] ofAlE (D-1 ulf-2olA s ~7|3S
vzl 4 e 19 "4 diste] ARgsglth. "DAR"S oF= o] A9 H]E JERT

mAb, H|3|E thxa, H IHAE HAAASOE st7] B 12¢] AFH Hpef 2 §Fo R mhg-Zo] AWy (iv)
FAHE B3 FORSACh DAR'S oFE o) A v vehdrh. "Helsl=" POE E 120] ATE vhet g
o MBT D& U THW FAE T Tkt 4, 7, Bt U F% F, 4P % uBT o8 2
4g A%, oA Azl FRAAE. RAF SN L, AT, WAEE PR WSS A,
1% TAE ob7b22 A4 PR MBS BHT F, WEZQel s st
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¥ 12
AA AF g
T Y EF N | mAb €% | PMO PMO: FANA
(mg/kg) £% mAb 8] (b)
(mg/kg) | (mol/mol)
1 3} CD71 mAb-PMO, DAR1,2 | 3 50 4.8 1.6 96
2 3} CD71 mAb-PMO, DAR1,2 | 3 50 48 1.6 168
3 % CD71 mAb-PMO, DAR],2 | 3 50 48 1.6 336
4 3} CD71 mAb-PMO, DAR>2 | 3 50 10.5 3.7 96
5 %} CD71 mAb-PMO, DAR>2 3 50 10.5 3.7 168
6 3} CD71 mAb-PMO, DAR>2 | 3 50 10.5 3.7 336
7 3 CD71 mAb 3 50 %
8 3} CD71 mAb 3 50 168
9 3} CD71 mAb 3 50 336
10 PMO 3 | 40 ug/inj. 96
11 PMO 3 | 40 ug/inj. 168
12 PMO 3 | 40 ug/inj. 336
13 H) 52 3 96
14 H)3| g 3 168
15 e 3 336

T 12a% 4, 7, EE 149 FoF 3CD71 mAb-PMO DAR 1,2, 3CD71 mAb-PMO DAR>2, 3CD71 mAb, PMO, © H]&|Z
S Foure wpe A2 HEC] HEDS 2§ M5 A AV|dTS BAFTE Fojvt. ofAE AAES oY A=
788 A71%olRar, 2715 DMD A232 575 @718l dtt. D71 mAb-PMO DAR 1,2 % &CD71 mAb-PMO DAR>2
© HET 25oA B "dlo]7] =" PM0 tlEw R ¥ W FRoA SAHIFSE A 23 ~7138S Al
A Aol M=o ZE (% 12a)5 = 12bo] AAE vie} o] W= o3 A3ttt & 12¢= =l gPCR
S o] g3 ofAE whg-x u|ET ZTHoH Y AW A& A7) HFIE BoFE Aot}

T 13at 4, 7, B 149 S D71 mAb-PMO DAR 1,2, D71 mAb PMO DAR>2, (D71 mAb, PMO, % H]3|Z
S Fopld 2R REH AR AEe A A7FES HolF e A 13}. ol AFES o A7) 788 @
ZgelQar, 271588 DD A23E 575 @Yol A de] WiEe] ZE(E 13a)F = 13bel AAE vke}

ol ojsl AFslatglch. viaT 2% WIS fA Ak fr%ﬂaiv}. D71 mAb-PMO DAR 1,2 %
D71 mAb-PMO DAR>2:E H]E Z5o4 @ "ylo]7|=" PM0 TRt o We FEodA SA7Ms3 dE 23
27138 A8

1914, 4% ol7t2 2~ AZHEE DNA @S TA7]a, AEEASST. AEEA dolHE Zd = 149 AlA
H oule} 2o 27 E AAE L oY HAAENN SulE IS Fels)

[}

AN 7. FEAs geluwIALHE A 2 B4

old 1A Fo gold e wAsAE o7 ® 139 AR AzaU

_79_



[0576]

[0577]

[0578]

[0579]

[0580]

[0581]
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X 13
A
A dz *3 PMOAE (5 —3 )
45 ot A t2EZY 59 & | GGCCAAACCTCGGCTTACCTGAAAT
23
46 o}-$- 2 ulo] @ AE}E (MSTN) AGCCCATCTTCTCCTGGTCCTGGGAAGG
9 A& 2
47 a2 Hdgad ATCCTCTTTGGTAACCTCACCTCAC
8to] =54 e} Al (PAH:
phenylalanine hydroxylase)
9 A& 11
48 KRAS-011 (13 9 TCGTCCACAAAATGATTCTGAATTA
49 AgAE CGGTGTGTGTATCATTCTCTAGTGT

AN 8. thE =Ad A9 (D71 mAb-PMO HEFA Y AN 24
(D71 mAb-PMO HEAS A A]
8 (D-1 npS-2oA] i A7)

I 3
M= AAld 28 I 3

=2
N
iy
i,
R
fo
Y
o,
N
N
ol
K
A
o
=
ol
ol
3
n

& whg-2mol] Fofsiglon, Z24& A
gtal, AA HiolA FRHAZT RNAE ©@eA7]aL, AR AL, HA4E Zejo|n/Z2H AEE ]88}
Ao 20 7]&H whe} o] A PR © W2E]= PCR WSS =3ttt 1% TAE o}l7F2 2~ oA PCR W
SES B8t

OFAE (D-1 whg-2=0A] ol 23 27138& wi/lE 4 A& (D71 mAb-PMO A §A S s diste] Agstr] 9
AW AT HARLE: 8171 & 1400 A H 8L

¥ 14
AAN AF A
T Ad EF N |mAb-PMO |PMO PMO:mAb | A A&
mAb §-% % H] )
(mg/kg) (mg/kg) | (mol/mol)
1 NEE: 3 1
2 EE! 3 4
3 CD71-scr, DAR3+ 3 |50 10 3.0 2
4 CD71-DMD PMO, 3 |50 10 3.0 1
DAR3+
5 CD71-DMD PMO, 3|50 10 3.0 2
DAR3+
6 CD71-DMD PMO, 3 |50 10 3.0 4
DAR3+

%= 153, & 15¢, ¥ = 15eE F3tH, "Hdl PCRS o] &3llS w, AU d& 270 ofAE np9-29 H
E(% 15a), F49H(= 15¢) 2 A 2% (& 15e)olA FHEHIAY. = 15b, & 15d, ¥ &= 158 Fxshd,
YlZ~E]= PCRS o] 83191 W, (D71 mAb-PMO A& nlEZ(E 15b), FAHE 15d), L AF 2%
150) A A7 AE23 27185 AT, oFAE AAAES] o4 A7 788 bpSal, 271 % DD A
239 =7]%&= 575 bpth. A Aol wizo] FrE WZHAo| os Adletgal, HolHE oY fyirERR
o] 27138 B (%) ZA AAE ]
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AN 9. w2 MSTN] g CD71 mAb-PMO HEAS AN 24

ul9-2 ulo] @ AElEIS] A& 25 ¥ A 3}SH= (D71 mAb-PMO H3A(AE HE 46)E AAld 39 7|&d wie} &
o] Azxsta, 54 ATt HEA(DART/2 2 DARSH) S A Ao 20 7]&H A FASE HES ALEsle] A
AW okABE CD-1 whg-2ollA o ~7158S v 4 gl 19 Tl diste] AMAslth. 7tEketd, 8l
E 159 AAIE wkeb o], mAb, M]S| E it 2 WAIE ASCE BWAlE o AM(iv) FAME T FoF
a3t

ﬂJ

¥ 15
AAN 4F dAA
T Ay EE N | mAb-PMO PMO PMO:mAb +A
mAb &% £ H| A A
(mg/kg) (mg/kg) | (mol/mol) Co)
1 CD71 mAb-PMO, 3 150 5 1.5 1
DARI1/2
2 CD71 mAb-PMO, 3 |50 5 1.5 2
DARI1/2
3 CD71 mAb-PMO, 3 150 5 1.5 4
DAR1/2
4 CD71 mAb-PMO, 3 |50 10 3.0 1
DAR3+
5 CD71 mAb-PMO, 3 150 10 3.0 2
DAR3+
6 CD71 mAb-PMO, 3 150 10 3.0 4
DAR3+
7 CD71-scr, DAR1/2 3 |50 5 1.5 2
8 CD71-scr, DAR3+ 3 |50 10 3.0 2
9 SEET 3 1
10 SEES 3 2
1 H3= 3 3

ol oﬂ

713, SAALAZ T, AEF ko] v (mMSIN-F CCTGGAAACAGCTCCTAACATC) (M W% 50) 2 Hwuka o]
) (mMSTN-R1: 5' CAGTCAAGCCCAAAGTCTCTC)(H% 51)E o]&3te] PR WHgS FaIATHE AELE: 95T
A2, 95TlA 45% w9k WA, 56°CelAM 303 Bk Zetolw ofdy, 72TA 40% wSF ol A,
35 Ato]=). & 16a-16co] #A|A1E nle} o] 1% TAE o}7fZ 2~ AoA PCR ¥H&ES #4133, (D71 mAb-PMO
AdAE v~ FAT(E 16a), A (= 16b) 2 Hl (X2 16c) &5 ZZHANA FAH7METE I£23 ~7]F S
AT, ok AAAE oA A7)E 622 bpRla, A71HE MSIN A2E 248 bpSlth.

7l G 29 QAT 4 ﬂ% 24 2, 9 AkelA FUAAT. RAE el
5'
HE 5

AA ) 10. PAH §AA ] g ASGPR mAb-PMO HEAS A= &4

o}-9-2 PAFO] 9= 118 %A 38l ASGPR mAb-PMO(5'ATCCTCTTTGGTAACCTCACCTCAC)(ME W E 47) HEgAES 4
Aldl 3l 7"l wkey ol Alxsta, EA st AFAE PCROIHTF
CTAGTGCCCTTGTTTTCAGA-3' (A W 52) B IwraF =Zetolm 5'-AGGATCTACCACTGATGGGT-3')(AE

AREEE] Al 1A} wkg-2s MO A RS- PAR ARl A e 11 2718 wiaE 9l
of tiate] AMASATE. XkEFEbw, ASGPR mAb-PAH PMO H3Ae] &5& #d H|s|E dxad A, s s&e
ASGPR mAb-2Z1 & PMO9} HIAL3FITE. RNAIMAX HE3h HFAE FAAAA717] A8 &4 ﬂJZ?LOiH A}ﬁo}
At E 170 A" wke} o], 1% TAE of7fZ 2~ Ao|A PCR ¥
& ukeh 7Fo], ASGPR mAb-PMO &A1& RNAIMAX 274
AT, ok A E A4 A7 703 bpaL, A71%

AA]e] 11. ASGPR mAb-PMO HEA <] AAN &4

=1 v

o&: i
SE
=
>
—
—
flo
ol
(@)}
©
T
S
2
i)

npe 2~ pAfel A& 115 E43}8lE= ASGPR mAb-PMO(5'"ATCCTCTTTGGTAACCTCACCICAC) (M WZE 47) HEA=S A
Ale] 3ol 7]&® ule} o] Axstar, 54 FHEATE. ATA(DARL/2 2 DARSHE A Al 29 V]&d AGL #
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A e Abgetel A obEY (-1 shgolA oE 2718 E A & gl e sl sk A
weketl, a17] F 1600 AAE vhek o], mib, ¥]aF xR WAE ASCE WAH gFow Ay

x 16
AR AT A
o Alg EF N mAb-ASO | PMO PMO:mAb A ANA
mAb £F | £F L) &)
(mg/kg) (mg/kg) | (mol/mol)
1 ASGPR mAb-PMO, |3 50 5 1.5 1
DAR1/2
2 ASGPR mAb-PMO, |3 50 5 1.5 2
DAR1/2
3 ASGPR mAb-PMO, |3 50 5 1.5 4
DARI1/2
4 ASGPR mAb-PMO, |2 50 10 3.0 1
DAR3+
5 ASGPR mAb-PMO, |2 50 10 3.0 2
DAR3+
6 ASGPR mAb-PMO, |2 50 10 3.0 4
DAR3+
7 ASGPR-Scr, DAR1/2 |3 50 1.5 2
8 ASGPR-Scr, DAR3+ |3 50 3.0 2
9 LIS 3 1
10 H] 3| & 3 2
11 H| 3| & 3 4

FAE 3 2AORHE RNAE SEA7L, GAANAT. AweF Zelolw] 5'-CTAGIGCCCTTGTTTTCAGA-3' (M4
W3S 52) W 9urdk Zalolm 5'-AGGATCTACCACTGATGGGT-3' (M W& 53) o|&3F PCR WHSES = 189 AA|
H upe} 7ol 1% TAE ol7fE 2 AdA A, E 189 AZRE & 4 9lE uhe} o], ASGPR mAb-PMO %
FA= A 23A7A w2 A AT A&l 27]38S AT okE AR oA 7=
703 bpQal, 2718 ¥ PAH A11€ 569 bpRATt.

AAe 12. AE

7] B 172 2o Vled 2AE 9 IS AREste] DD FAA Sl Ay, 24, F5, B2 9AS §=
st daldel T4 MAE qAg Aolth. &7 E 182 EYo Ved AR U WS ALgste] pip FHA
ol A, A4, T8, =t HAS fFEse dAAY wEEEE IS oAE Aotk ] ¥ 19 2 ®
202 FHA F A, A4, F5, 2E A4S fFEs] A e A W dA R A LS ¢A
g Zoltt. 7] ® 212 Edo vlEE 2AE 9 IS ALEste] DD AR Sl A, A, S5, Ee
WA FEdts, DD #42 T2 AEE X838, dlA1E IS AAE Rolt
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3% 17
¥4 & QrE Al A M s
19 5' GCCUGAGCUGAUCUGCUGGCAUCUUGCAGUU 3' 54
19 == 20 | ¥ GCAGAAUUCGAUCCACCGGCUGUUCAAGCCUG
AGCUGAUCUGCUCGCAUCUUGCAGU3’ 55
20 5' CAGCAGUAGUUGUCAUCUGCUC 3' 56
21 5' CACAAAGUCUGCAUCCAGGAACAUGGGUC 3' 57
22 5' CUGCAAUUCCCCGAGUCUCUGC 3' 58
51 5' CUCAUACCUUCUGCUUGAUGAUC 3' 59
05041 52 5' UCCAACUGGGGACGCCUCUGUUCCAAAUCC 3' 60
% 18
GAK | %A AX TEAeHE Ad (5'3) Al
e
DMD H8A(-06+18) GAUAGGUGGUAUCAACAUCUGUAA 61
DMD H8A(-03+18) GAUAGGUGGUAUCAACAUCUG 62
DMD HBA(-07+18) GAUAGGUGGUAUCAACAUCUGUAAG 63
DMD H8A(—06+14) GGUGGUAUCAACAUCUGUAA 64
DMD H8A(-10+10) GUAUCAACAUCUGUAAGCAC 65
DMD H7A(+45+67) UGCAUGUUCCAGUCGUUGUGUGG 66
DMD H7A(+02+26) CACUAUUCCAGUCAAAUAGGUCUGG 67
DMD H7D(+15-10) AUUUACCAACCUUCAGGAUCGAGUA 68
DMD H7A(-18+03) GGCCUAAAACACAUACACAUA 69
[0595] DMD C6A(—10+10) CAUUUUUGACCUACAUGUGG 70
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DMD | C6A(-14+06) UUUGACCUACAUGUGGAAAG 71
DMD | C6A(-14+12) UACAUUUUUGACCUACAUGUGGAAAG 72
DMD | C6A(-13+09) AUUUUUGACCUACAUGGGAAAG 73
DMD | CH6A(+69+91) UACGAGUUGAUUGUCGGACCCAG 74
DMD | C6D(+12-13) GUGGUCUCCUUACCUAUGACUGUGG 75
DMD | C6D(+06-11) GGUCUCCUUACCUAUGA 76
DMD | H6D(+04—21) UGUCUCAGUAAUCUUCUUACCUAU 77
DMD | H6D(+18—04) UCUUACCUAUGACUAUGGAUGAGA 78
DMD | HAA(+13432) GCAUGAACUCUUGUGGAUCC 79
DMD | H4D(+04-16) CCAGGGUACUACUUACAUUA 80
DMD | HAD(-24-44) AUCGUGUGUCACAGCAUCCAG 81
DMD | HAA(+11+40) UGUUCAGGGCAUGAACUCUUGUGGAUCCUU 82
DMD | H3A(+30+60) UAGGAGGCGCCUCCCAUCCUGUAGGUCACUG | 83
DMD | H3A(+35+65) AGGUCUAGGAGGCGCCUCCCAUCCUGUAGGU | 84
DMD | H3A(+30+54) GCGCCUCCCAUCCUGUAGGUCACUG 85
DMD | H3D(+46-21) CUUCGAGGAGGUCUAGGAGGCGCCUC 86
DMD | H3A(+30+50) CUCCCAUCCUGUAGGUCACUG 87
DMD | H3D(+19-03) UACCAGUUUUUGCCCUGUCAGG 88
DMD | H3A(-06+20) UCAAUAUGCUGCUUCCCAAACUGAAA 89
DMD | H3A(+37+61) CUAGGAGGCGCCUCCCAUCCUGUAG 90
DMD | H5A(+20+50) UUAUGAUUUCCAUCUACGAUGUCAGUACUUC | 91
DMD | H5D(+25-05) CUUACCUGCCAGUGGAGGAUUAUAUUCCAAA | 92
DMD | H5D(+10-15) CAUCAGGAUUCUUACCUGCCAGUGG 93
DMD | HSA(+10+34) CGAUGUCAGUACUUCCAAUAUUCAC 94
DMD | H5D(-04-21) ACCAUUCAUCAGGAUUCU 95
DMD | H3D(+16-02) ACCUGCCAGUGGAGGAUU 96
DMD | HSA(-07+20) CCAAUAUUCACUAAAUCAACCUGUUAA 97
DMD | H5D(+18-12) CAGGAUUGUUACCUGCCAGUGGAGGAUUAU o8
DMD | HSA(105135) ACGAUGUCAGUACUUCCAAUAUUCACUAAAU | 99
DMD | HSA(+15+45) AUUUCCAUCUACGAUGUCAGUACUUCCAAUA | 100
DMD | HI0A(—05+16) CAGGAGCUUCCAAAUGCUGCA 101
DMD | HI0A(—05+24) CUUGUCUUCAGGAGCUUCCAAAUGCUGCA 102
DMD | HI0A(+98+119) UCCUCAGCAGAAAGAAGCCACG 103
DMD | HIOA(+130+149) | UUAGAAAUCUCUCCUUGUGC 104
DMD H10A(-33-14) UAAAUUGGGUGUUACACAAU 105
DMD | HIID(+26+49) CCCUGAGGCAUUCCCAUCUUGAAU 106
DMD | HIID(+11-09) AGGACUUACUUGCUUUGUUU 107
DMD | HITA(+118+140) | CUUGAAUUUAGGAGAUUCAUCUG 108
DMD | HI1A(+75+97) CAUCUUCUGAUAAUUUUCCUGUU 109
DMD | HI2ZA(+52+75) UCUUCUGUUUUUGUUAGCCAGUCA 110
DMD | HI2A(-10+10) UCUAUGUAAACUGAAAAUUU 111
DMD | HIZA(+11+30) UUCUGGAGAUCCAUUAAAAC 112
DMD | HI3A(+77+100) CAGCAGUUGCGUGAUCUCCACUAG 113
DMD | HI3A(+55+75) UUCAUCAACUACCACCACCAU 114
DMD | HI3D(+06-19) CUAAGCAAAAUAAUCUGACCUUAAG 115
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DMD

H14A(+37+64)

CUUGUAAAAGAACCCAGCGGUCUUCUGU

116

DMD H14A(+14+35) CAUCUACAGAUGUUUGCCCAUC 117
DMD H14A(+51+73) GAAGGAUGUCUUGUAAAAGAACC 118
DMD H14D(—02+18) ACCUGUUCUUCAGUAAGACG 119
DMD H14D(+14-10) CAUGACACACCUGUUCUUCAGUAA 120
DMD H14A(+61+80) CAUUUGAGAAGGAUGUCUUG 121
DMD HI14A(-12+12) AUCUCCCAAUACCUGGAGAAGAGA 122
DMD HI15A(-12+19) GCCAUGCACUAAAAAGGCACUGCAAGACAUU 123
DMD HI5A(+48+71) UCUUUAAAGCCAGUUGUGUGAAUC 124
DMD H15A(+08+28) UUUCUGAAAGCCAUGCACUAA 125
DMD H15D(+17-08) GUACAUACGGCCAGUUUUUGAAGAC 126
DMD H16A(-12+19) CUAGAUCCGCUUUUAAAACCUGUUAAAACAA 127
DMD H16A(—06+25) UCUUUUCUAGAUCCGCUUUUAAAACCUGUUA 128
DMD H16A(—06+19) CUAGAUCCGCUUUUAAAACCUGUUA 129
DMD H16A(+87+109) CCGUCUUCUGGGUCACUGACUUA 130
DMD H16A(—07+19) CUAGAUCCGCUUUUAAAACCUGUUAA 131
DMD H16A(—07+13) CCGCUUUUAAAACCUGUUAA 132
DMD H16A(+12+37) UGGAUUGCUUUUUCUUUUCUAGAUCC 133
DMD H16A(+92+116) CAUGCUUCCGUCUUCUGGGUCACUG 134
DMD HI16A(+45+67) GAUCUUGUUUGAGUGAAUACAGU 135
DMD HI16A(+105+126) GUUAUCCAGCCAUGCUUCCGUC 136
DMD H16D(+05-20) UGAUAAUUGGUAUCACUAACCUGUG 137
DMD H16D(+12-11) GUAUCACUAACCUGUGCUGUAC 138
DMD HI19A(+35+53) CUGCUGGCAUCUUGCAGUU 139
DMD HI19A(+35+65) GCCUGAGCUGAUCUGCUGGCAUCUUGCAGUU 140
DMD H20A(+44+71) CUGGCAGAAUUCGAUCCACCGGCUGUUC 141
DMD H20A(+147+168) CAGCAGUAGUUGUCAUCUGCUC 142
DMD H20A(+185+203) UGAUGGGGUGGUGGGUUGG 143
DMD H20A(—08+17) AUCUGCAUUAACACCCUCUAGAAAG 144
DMD H20A(+30+53) CCGGCUGUUCAGUUGUUCUGAGGC 145
DMD H20A(-11+17) AUCUGCAUUAACACCCUCUAGAAAGAAA 146
DMD H20D(+08-20) GAAGGAGAAGAGAUUCUUACCUUACAAA 147
DMD H20A(+44+63) AUUCGAUCCACCGGCUGUUC 148
DMD H20A(+149+168 CAGCAGUAGUUGUCAUCUGC 149
DMD H21A(-06+16) GCCGGUUGACUUCAUCCUGUGC 150
DMD H21A(+85+106) CUGCAUCCAGGAACAUGGGUCC 151
DMD H21A(+85+108) GUCUGCAUCCAGGAACAUGGGUC 152
DMD H21A(+08+31) GUUGAAGAUCUGAUAGCCGGUUGA 153
DMD H21D(+18-07) UACUUACUGUCUGUAGCUCUUUCU 154
DMD H22A(+22+45) CACUCAUGGUCUCCUGAUAGCGCA 155
DMD H22A(+125+106) CUGCAAUUCCCCGAGUCUCUGC 156
DMD H22A(+47+69) ACUGCUGGACCCAUGUCCUGAUG 157
DMD H22A(+80+101) CUAAGUUGAGGUAUGGAGAGU 158
DMD H22D(+13-11) UAUUCACAGACCUGCAAUUCCCC 159
DMD H23A(+34+59) ACAGUGGUGCUGAGAUAGUAUAGGCC 160
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DMD | H23A(+18+39) UAGGCCACUUUGUUGCUCUUGC 161
DMD | H23A(+72+90) UUCAGAGGGCGCUUUCUUC 162
DMD | H24A(+48+70) GGGCAGGCCAUUCCUCCUUCAGA 163
DMD | H24A(—02+22) UCUUCAGGGUUUGUAUGUGAUUCU 164
DMD | H25A(+9+36) CUGGGCUGAAUUGUCUGAAUAUCACUG 165
DMD | H25A(+131+156) | CUGUUGGCACAUGUGAUCCCACUGAG 166
DMD | H25D(+16-08) GUCUAUACCUGUUGGCACAUGUGA 167
DMD | H26A(+132+156) | UGCUUUCUGUAAUUCAUCUGGAGUU 168
DMD | H26A(-07+19) CCUCCUUUCUGGCAUAGACCUUCCAC 169
DMD | H26A(+68+92) UGUGUCAUCCAUUCGUGCAUCUCUG 170
DMD | H27A(+82+106) UUAAGGCCUCUUGUGCUACAGGUGG 171
DMD | H27A(—4+19) GGGGCUCUUCUUUAGCUCUCUGA 172
DMD | H27D(+19-03) GACUUCCAAAGUCUUGCAUUUC 173
DMD | H28A(-05+19) GCCAACAUGCCCAAACUUCCUAAG 174
DMD | H28A(+99+124) CAGAGAUUUCCUCAGCUCCGCCAGGA 175
DMD | H28D(+16-05) CUUACAUCUAGCACCUCAGAG 176
DMD | H29A(+57+81) UCCGCCAUCUGUUAGGGUCUGUGCC 177
DMD | H29A(+18+42) AUUUGGGUUAUCCUCUGAAUGUCGC 178
DMD | H29D(+17-05) CAUACCUCUUCAUGUAGUUCCC 179
DMD | H30A(+1221147) | CAUUUGAGCUGCGUCCACCUUGUCUG 180
DMD | H30A(+25+50) UCCUGGGCAGACUGGAUGCUCUGUUC 181
DMD | H30D(+19-04) UUGCCUGGGCUUCCUGAGGCAUU 182
DMD | H31D(+06-18) UUCUGAAAUAACAUAUACCUGUGC 183
DMD | H31D(+03—22) UAGUUUCUGAAAUAACAUAUACCUG 184
DMD | H31A(+05+25) GACUUGUCAAAUCAGAUUGGA 185
DMD | H31D(+04—20) GUUUCUGAAAUAACAUAUACCUGU 186
DMD | H32D(+04—16) CACCAGAAAUACAUACCACA 187
DMD | H32A(+151+170) | CAAUGAUUUAGCUGUGACUG 188
DMD | H32A(+10+32) CGAAACUUCAUGGAGACAUCUUG 189
DMD | H32A(+49+73) CUUGUAGACGCUGCUCAAAAUUGGC 190
DMD | H33D(+09-11) CAUGCACACACCUUUGCUCC 191
DMD | H33A(+53+76) UCUGUACAAUCUGACGUCCAGUCU 192
DMD | H33A(+30+56) GUCUUUAUCACCAUUUCCACUUCAGAC 193
DMD | H33A(+64+88) CCGUCUGCUUUUUCUGUACAAUCUG 194
DMD | H34A(+83+104) UCCAUAUCUGUAGCUGCCAGCC 195
DMD | H34A(+143+165) | CCAGGCAACUUCAGAAUCCAAAU 196
DMD | H34A(—20+10) UUUCUGUUACCUGAAAAGAAUUAUAAUGAA 197
DMD | H34A(+46+70) CAUUCAUUUCCUUUCGCAUCUUACG 198
DMD | H34A(+95+120) UGAUCUCUUUGUCAAUUCCAUAUCUG 199
DMD | H34D(+10-20) UUCAGUGAUAUAGGUUUUACCUUUCCCCAG 200
DMD | H34A(+72+96) CUG UAG CUG CCA GCC AUU CUG UCA AG 201
DMD | H35A(+141+161) | UCU UCU GCU CGG GAG GUG ACA 202
DMD | H35A(+116+135) | CCA GUU ACU AUU CAG AAG AC 203
DMD | H35A(+24+43) UCU UCA GGU GCA CCU UCU GU 204
DMD | H36A(+26+50) UGUGAUGUGGUCCACAUUCUGGUCA 205
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DMD | H36A(—02+18) CCAUGUGUUUCUGGUAUUCC 206
DMD | H37A(+26+50) CGUGUAGAGUCCACCUUUGGGCGUA 207
DMD | H37A(+82+105) UACUAAUUUCCUGCAGUGGUCACC 208
DMD | H37A(+134+157) | UUCUGUGUGAAAUGGCUGCAAAUC 209
DMD | H38A(-01+19) CCUUCAAAGGAAUGGAGGCC 210
DMD | H38A(+59+83) UGCUGAAUUUCAGCCUCCAGUGGUU 211
DMD | H38A(+88+112) UGAAGUCUUCCUCUUUCAGAUUCAC 212
DMD | H39A(+62+85) CUGGCUUUCUCUCAUCUGUGAUUC 213
DMD | H39A(+39+58) GUUGUAAGUUGUCUCCUCUU 214
DMD | H39A(+102+121) | UUGUCUGUAACAGCUGCUGU 215
DMD | H39D(+10-10) GCUCUAAUACCUUGAGAGCA 216
DMD | H40A(—05+17) CUUUGAGACCUCAAAUCCUGUU 217
DMD | H40A(+129+153) | CUUUAUUUUCCUUUCAUCUCUGGGC 218
DMD | H42A(—04+23) AUCGUUUCUUCACGGACAGUGUGCUGG 219
DMD | HA2A(+86+109) GGGCUUGUGAGACAUGAGUGAUUU 220
DMD | H42D(+19-02) ACCUUCAGAGGACUCCUCUUGC 221
DMD | H43D(+10-15) UAUGUGUUACCUACCCUUGUCGGUC 222
DMD | H43A(+101+120) | GGAGAGAGCUUCCUGUAGCU 223
DMD | H43A(+78+100) UCACCCUUUCCACAGGCGUUGCA 224
DMD | HA4A(+85+104) UUUGUGUCUUUCUGAGAAAC 225
DMD | H44D(+10-10) AAAGACUUACCUUAAGAUAC 226
DMD | HA4A(—06+14) AUCUGUCAAAUCGCCUGCAG 227
DMD | H46D(+16-04) UUACCUUGACUUGCUCAAGC 228
DMD | H46A(+90+109) UCCAGGUUCAAGUGGGAUAC 229
DMD | HATA(+76+100) GCUCUUCUGGGCUUAUGGGAGCACU 230
DMD | H47D(+25-02) ACCUUUAUCCACUGGAGAUUUGUCUGC 231
DMD | HATA(-9+12) UUCCACCAGUAACUGAAACAG 232
DMD | H50A(+02+30) CCACUCAGAGCUCAGAUCUUCUAACUUCC 233
DMD | HS0A(+07+33) CUUCCACUCAGAGCUCAGAUCUUCUAA 234
DMD | H50D(+07-18) GGGAUCCAGUAUACUUACAGGCUCC 235
DMD | H51A(-01+25) ACCAGAGUAACAGUCUGAGUAGGAGC 236
DMD | H51D(+16-07) CUCAUACCUUCUGCUUGAUGAUC 237
DMD | H51A(+111+134) | UUCUGUCCAAGCCCGGUUGAAAUC 238
DMD | H51A(+61+90) ACAUCAAGGAAGAUGGCAUUUCUAGUUUGG | 239
DMD | H51A(+66+90) ACAUCAAGGAAGAUGGCAUUUCUAG 240
DMD | H31A(+66+95) CUCCAACAUCAAGGAAGAUGGCAUUUCUAG 241
DMD | H51D(+08-17) AUCAUUUUUUCUCAUACCUUCUGCU 242
DMD | HS1A/D(+08-17) | AUCAUUUUUUCUCAUACCUUCUGCUAG 243
&(-15+) GAGCUAAAA
DMD | H51A(+175+195) | CACCCACCAUCACCCUCUGUG 245
DMD | HS1A(+199+220) | AUCAUCUCGUUGAUAUCCUCAA 246
DMD | H52A(-07+14) UCCUGCAUUGUUGCCUGUAAG 247
DMD | H52A(+12+41) UCCAACUGGGGACGCCUCUGUUCCAAAUCC 248
DMD | H52A(+17+37) ACUGGGGACGCCUCUGUUCCA 249
DMD | H52A(+93+112) CCGUAAUGAUUGUUCUAGCC 250
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DMD H52D(+05-15) UGUUAAAAAACUUACUUCGA 251
DMD H53A(+45+69) CAUUCAACUGUUGCCUCCGGUUCUG 252
DMD H53A(+39+62) CUGUUGCCUCCGGUUCUGAAGGUG 253
DMD H53A(+39+69) CAUUCAACUGUUGCCUCCGGUUCUGAAGGUG 254
DMD H53D(+14-07) UACUAACCUUGGUUUCUGUGA 255
DMD H53A(+23+47) CUGAAGGUGUUCUUGUACUUCAUCC 256
DMD H53A(+150+176) UGUAUAGGGACCCUCCUUCCAUGACUC 257
DMD H53D(+20-05) CUAACCUUGGUUUCUGUGAUUUUCU 258
DMD H53D(+09-18) GGUAUCUUUGAUACUAACCUUGGUUUC 259
DMD HS53A(—12+10) AUUCUUUCAACUAGAAUAAAAG 260
DMD H53A(-07+18) GAUUCUGAAUUCUUUCAACUAGAAU 261
DMD H53A(+07+26) AUCCCACUGAUUCUGAAUUC 262
DMD HS3A(+124+145) UUGGCUCUGGCCUGUCCUAAGA 263
DMD H46A(+86+115) CUCUUUUCCAGGUUCAAGUGGGAUACUAGC 264
DMD H46A(+107+137) CAAGCUUUUCUUUUAGUUGCUGCUCUUUUCC 265
DMD H46A(—10+20) UAUUCUUUUGUUCUUCUAGCCUGGAGAAAG 266
DMD HA46A(+50+77) CUGCUUCCUCCAACCAUAAAACAAAUUC 267
DMD HA45A(—06+20) CCAAUGCCAUCCUGGAGUUCCUGUAA 268
DMD H45A(+91+110) UCCUGUAGAAUACUGGCAUC 269
DMD HA45A(+125+151) UGCAGACCUCCUGCCACCGCAGAUUCA 270
DMD H45D(+16-04) CUACCUCUUUUUUCUGUCUG 271
DMD H45A(+71490) UGUUUUUGAGGAUUGCUGAA 272

* 3 WA B e, 9

WE 77 el Alay W E

vehe], o714,

W_n g myni
-t EE e

AEE Er oA DS thehdl,

Mo 78, C 7D YeRdY, "#'e B4 DD A& HEE
| 7 EE B} 2Evolz Rog Yehdth (x )& od
[s]

* 19
FrAA FEAHEE AY (5'-3Y) AY W
Bel-x TGGTTCTTACCCAGCCGCCG 273
B-Z=w 623 GTTATTCTTTAGAATGGTGC 274
B-z=w 654 TGCTATTACCTTAACCCAGA 275
c-myc CTGTGCTTACCGGGTTTTCCACCTCCC 276
c-myc ATCGTCGTGACTGTCTGTTGGAGGG 277
c-myc GCTCACGTTGAGGGGCATCG 278
c-myc ACGTTGAGGGGCATCGTCGC 279
c-myc GGGGCAUCGUCGUGACUGU/CUGUUGGAGGG 280
c-myc CGUCGUGACUGUCUGUUGGAGG 281
c-myc CGTCGTGACTGTCTGTTGGAGG 282
c-myc GGCAUCGUCGCGGGAGGCUGCUGGAGCG 283
c-myc CCGCGACAUAGGACGGAGAGCAGAGCCC 284
c-myc ACTGTGAGGGCGATCGCTGC 285
c-myc ACGATGAGTGGCATAGTCGC 286
c-myc GGCATCGTCGCGGGAGGCTG 287
c-myc GGGCATCGTCGCGGGAGGCT 288
c-myc GGGGCATCGTCGCGGGAGGC 289
c-myc AGGGGCATCGTCGCGGGAGG 290
c-myc GAGGGGCATCGTCGCGGGAG 291
c-myc TGAGGGGCATCGTCGCGGGA 292
c-myc TTGAGGGGCATCGTCGCGGG 293
c-myc GTTGAGGGGCATCGTCGCGG 294
c-myc CGTTGAGGGGCATCGTCGCG 295
c-myc ACGTTGAGGGGCATCGTCGC 296
c-myc AACGTTGAGGGGCATCGTCG 297
c-myc TAACGTTGAGGGGCATCGTC 298
c-myc CTAACGTTGAGGGGCATCGT 299
c-myc GCTAACGTTGAGGGGCATCG 300
c-myc AGCTAACGTTGAGGGGCATC 301
c-myc AAGCTAACGTTGAGGGGCAT 302
c-myc GAAGCTAACGTTGAGGGGCA 303
BCL-2 (g1 E) CTCCGCAATGCTGAAAGGTG 304
PCNA-1(g5§E) | GGCGUGCCUCAAACAUGGUGGCGG 305
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AR E4 9% | rEdoHE Ad (33) e
s

R c-myc 2553-79 CTGTGCTTACCGGGTTTTCCACCTCCC 306
dE c-myc 4140-64 ATCGTCGTGACTGTCTGTTGGAGGG 307
HE c-myc 4161-80 GCTCACGTTGAGGGGCATCG 308
HE cYP3A2 1155-74 GGTCACTCACCGGTAGAGAA 309
HE cYP3A2 1526-45 GGGTTCCAAGTCTATAAAGG 310
Aztetmz A | 31-44 TGTGTCTTTTCCAG 3
S8 g2

A7ket==z2 A 45-67 TTTGGAGACTGCCAGGGACCATG 312
FEA) d&2

Azket=z Al | 4867 CATGGTCCCTGGCAGTCTCC 313
F4A dg&2

Azt 2 Al 45-80 TCAATGGGCAAAACATGGTCCCTGGCAGTCTCCAAA 314
FEA dE2

Rzt etz A 28-43 TTTGTGTTCTCCCAG 315
S8R A& 3

QA7 Q—Eial 44-66 GGAAACAGAAGTACCTGTGCGCC 316
SR A3
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AZkgtez A | 49-66 GGCGCACAGGTACTTCTG 317
F&A d&3

zbetezA | 44-79 AATCATTTCTGCTGGCGCACAGGTACTTCTGTTTCC 318
FEA A& 3

Q13 HCG-B 1321-38 | CCCCTGCAGCACGCGGGT 319
ABFYE

Q17 HCG-B 1321-57 | GAGGCAGGGCCGGCAGGACCCCCTGCAGCACGCGGGT 320
MBHYE

213t c-myc 450625 | GGCATCGTCGCGGGAGGCTG 321
212t c-myc 4507-26 | GGGCATCGTCGCGGGAGGCT 322
{12} c-myc 4508-27 | GGGGCATCGTCGCGGGAGGC 323
Q1 2t c-myc 4509-28 | AGGGGCATCGTCGCGGGAGG 324
A2k c-mye 451029 | GAGGGGCATCGTCGCGGGAG 325
213t c-myc 4511-30 | TGAGGGGCATCGTCGCGGGA 326
23t c-myc 4512-31 | TTGAGGGGCATCGTCGCGGG 327
213t c-myc 4513-32 | GTTGAGGGGCATCGTCGCGG 328
212t c-myc 4514-33 | CGTTGAGGGGCATCGTCGCG 329
<AzF c-myc 4515-34 | ACGTTGAGGGGCATCGTCGC 330
212} c-myc 4516-35 | AACGTTGAGGGGCATCGTCG 331
A7t c-myc 4517-36 | TAACGTTGAGGGGCATCGTC 332
17t c-myc 4518-37 | CTAACGTTGAGGGGCATCGT 333
213t c-myc 4519-38 | GCTAACGTTGAGGGGCATCG 334
A3t c-myc 4520-39 | AGCTAACGTTGAGGGGCATC 335
212t c-myc 4521-40 | AAGCTAACGTTGAGGGGCAT 336
Q13 c-myc 4522-41 | GAAGCTAACGTTGAGGGGCA 337
213t c-myc 6656-75 | TCCTCATCTTCTTGTTCCTC 338
A7t c-myc 665691 | AACAACATCGATTTCTTCCTCATCTTCTTGTTCCTC 339
13k ps3 11691-708 | CCCGGAAGGCAGTCTGGC 340
Azkps3 11689-724 | TCCTCCATGGCAGTGACCCGGAAGGCAGTCTGGCTG 341
912} abl (ber-abl | 376-94 CTACTGGCCGCTGAAGGGC 342
839 ds)

13t abl (ber-abl | 374-409 | GCTCAAAGTCAGATGCTACTGGCCGCTGAAGGGCTT 343
T3 ds)

HW-1 rev 5517-43 | TCGTCGGTCTCTCCGCTTCTTCTTGCC 344
HW-1 rev 7885-7904 | CTCTGGTGGTGGGTAAGGGT 345
HW-1 rev 7885-7921 | CGGGTCTGTCGGGTTCCCTCTGGTGGTGGGTAAGGGT 346
#E c-myc 4140-69 | GGGGCAUCGUCGUGACUGUCUGUUGGAGGG 347
HE c-myc 4141-62 | CGUCGUGACUGUCUGUUGGAGG 348
B E c-myc 4141-62 | CGTCGTGACTGTCTGTTGGAGG 349
QA3 c-myc 4498-4505 | GGCAUCGUCGCGGGAGGCUG/CUGGAGCG 350
HE c-myc 4364-91 | CCGCGACAUAGGACGGAGAGCAGAGCCC 351
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¥4 FEULE=E M4 (5'-3Y) Ad s
Hu.DMD. 4 & 44.25.001 CTGCAGGTAAAAGCATATGGATCAA 352
Hu.DMD. 9 & 44.25.002 ATCGCCTGCAGGTAAAAGCATATGG 353
Hu.DMD. %] & 44.25.003 GTCAAATCGCCTGCAGGTAAAAGCA 354
Hu.DMD. 9 & 44.25.004 GATCTGTCAAATCGCCTGCAGGTAA 355
Hu.DMD. 9| & 44.25.005 CAACAGATCTGTCAAATCGCCTGCA 356
Hu.DMD. 9| & 44.25.006 TTTCTCAACAGATCTGTCAAATCGC 357
Hu.DMD. 9| & 44.25.007 CCATTTCTCAACAGATCTGTCAAAT 358
Hu.DMD. & 44.25.008 ATAATGAAAACGCCGCCATTTCTCA 359
Hu.DMD. 9 & 44.25.009 AAATATCTTTATATCATAATGAAAA 360
Hu.DMD. ¥ & 44.25.010 TGTTAGCCACTGATTAAATATCTTT 361
Hu.DMD. 9 & 44.25.011 AAACTGTTCAGCTTCTGTTAGCCAC 362
Hu.DMD. %} & 44.25.012 TIGTGTCTTTCTGAGAAACTGTTCA 363
Hu.DMD. ¥ € 44.25.013 CCAATTCTCAGGAATTTGTGTCTTT 364
Hu.DMD. £ 4425.014 GTATTTAGCATGTTCCCAATTCTCA 365
Hu.DMD. & & 44.25.015 CTTAAGATACCATTTGTATTTAGCA 366
Hu.DMD. 94 44.25.016 CTTACCTTAAGATACCATTTGTATT 367
Hu.DMD. & 44.25.017 AAAGACTTACCTTAAGATACCATTT 368
Hu.DMD. ¥ £ 44.25.018 AAATCAAAGACTTACCTTAAGATAC 369
Hu.DMD. & 44.25.019 AAAACAAATCAAAGACTTACCTTAA 370
Hu.DMD. ¥ & 44.25.020 TCGAAAAAACAAATCAAAGACTTAC 371
Hu.DMD. & 45.25.001 CTGTAAGATACCAAAAAGGCAAAAC 372
Hu.DMD. 9} & 45.25.002 CCTGTAAGATACCAAAAAGGCAAAA 373
Hu.DMD. 9 4525.0022 | AGTTCCTGTAAGATACCAAAAAGGC 374
Hu.DMD. 9 45.25.003 GAGTTCCTGTAAGATACCAAAAAGG 375
Hu.DMD. A& 45250032 | CCTGGAGTTCCTGTAAGATACCAAA 376
Hu.DMD. 9 & 45.25.004 TCCTGGAGTTCCTGTAAGATACCAA 377
Hu.DMD. ¥ £ 45.25.004.2 GCCATCCTGGAGTTCCTGTAAGATA 378
Hu.DMD. 9 & 45.25.005 TGCCATCCTGGAGTTCCTGTAAGAT 379
Hu.DMD. 9 & 45.25.005.2 CCAATGCCATCCTGGAGTTCCTGTA 380
Hu.DMD. ¥ & 45.25.006 CCCAATGCCATCCTGGAGTTCCTGT 381
Hu.DMD. &€& 45.25.006.2 GCTGCCCAATGCCATCCTGGAGTTC 382
Hu.DMD. 9 & 45.25.007 CGCTGCCCAATGCCATCCTGGAGTT 383
Hu.DMD. 9 £ 45 25.008 AACAGTTTGCCGCTGCCCAATGCCA 384
HuDMD. 9 £ 45.25.0082 | CTGACAACAGTTTGCCGCTGCCCAA 385
Hu.DMD. 9} & 45.25.009 GTTGCATTCAATGTTCTGACAACAG 386
Hu.DMD. ¥} & 45.25.010 GCTGAATTATTTCTTCCCCAGTTGC 387
Hu.DMD. 9] < 45.25.010.2 ATTATTTCTTCCCCAGTTGCATTCA 388
Hu.DMD. ¥ & 45.25.011 GGCATCTGTTTTTGAGGATTGCTGA 389
Hu.DMD. ¥ & 45.25.011.2 TTTGAGGATTGCTGAATTATTTCTT 390
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Hu.DMD. 9 <= 45.25.012

AATTTTTCCTGTAGAATACTGGCAT

391

Hu.DMD. 9 45.25.012.2

ATACTGGCATCTGTTTTTGAGGATT

392

Hu.DMD. 9 <& 45.25.013

ACCGCAGATTCAGGCTTCCCAATTT

393

Hu.DMD. ¥ £ 45.25.013.2

AATTTTTCCTGTAGAATACTGGCAT

394

Hu.DMD. 9]¢ 45.25.014

CTGTTTGCAGACCTCCTGCCACCGC

395

Hu.DMD. ¥ & 45.25.014.2

AGATTCAGGCTTCCCAATTTTTCCT

396

Hu.DMD. 9] & 45.25.015

CTCTTTTTTCTGTCTGACAGCTGTT

397

Hu.DMD. 9<& 45.25.015.2

ACCTCCTGCCACCGCAGATTCAGGC

398

Hu.DMD. & 45.25.016

CCTACCTCTTTTTTCTGTCTGACAG

399

Hu.DMD. 9 <& 4525.016.2

GACAGCTGTTTGCAGACCTCCTGCC

400

Hu.DMD. 9<& 45.25.017

GTCGCCCTACCTCTTITTTCTGTCT

401

Hu.DMD. 93 45.25.018

GATCTGTCGCCCTACCTCTTTTTTC

402

Hu.DMD. 9 45.25.019

TATTAGATCTGTCGCCCTACCTCTT

403

Hu.DMD. 9= 45.25.020

ATTCCTATTAGATCTGTCGCCCTAC

404

Hu.DMD. 9= 45.20.001 AGATACCAAAAAGGCAAAAC 405
Hu.DMD. 9] <& 45.20.002 AAGATACCAAAAAGGCAAAA 406
Hu.DMD. & & 45.20.003 CCTGTAAGATACCAAAAAGG 407
Hu.DMD. 9 & 45.20.004 GAGTTCCTGTAAGATACCAA 408
Hu.DMD. 9} <& 45.20.005 TCCTGGAGTTCCTGTAAGAT 409
Hu.DMD. 9= 45.20.006 TGCCATCCTGGAGTTCCTGT 410
Hu.DMD. 9 <& 45.20.007 CCCAATGCCATCCTGGAGTT 411
Hu.DMD. 9 & 45.20.008 CGCTGCCCAATGCCATCCTG 412
Hu.DMD. 9 <& 45.20.009 CTGACAACAGTTTGCCGCTG 413
Hu.DMD. 9<= 45.20.010 GTTGCATTCAATGTTCTGAC 414
Hu.DMD. %<& 45.20.011 ATTATTTCTTCCCCAGTTGC 415
Hu.DMD. <= 45.20.012 TTTGAGGATTGCTGAATTAT 416
Hu.DMD. 9= 45.20.013 ATACTGGCATCTGTTTTTGA 417
Hu.DMD. 9 £= 45.20.014 AATTTTTCCTGTAGAATACT 418
Hu.DMD. ¥ 45.20.015 AGATTCAGGCTTCCCAATTT 419
Hu.DMD. 9 & 45.20.016 ACCTCCTGCCACCGCAGATT 420
Hu.DMD. 9} <& 45.20.017 GACAGCTGTTTGCAGACCTC 421
Hu.DMD. & 45.20.018 CTCTTTTTTCTGTCTGACAG 422
Hu.DMD. 9 <& 45.20.019 CCTACCTCTTTTTTCTGTCT 423
Hu.DMD. <& 45.20.020 GTCGCCCTACCTCTTTTTTC 424
Hu.DMD. 9 < 45.20.021 GATCTGTCGCCCTACCTCTT 425
Hu.DMD. 9] <= 45.20.022 TATTAGATCTGTCGCCCTAC 426
Hu.DMD. 9 45.20.023 ATTCCTATTAGATCTGTCGC 427
Hu.DMD. 9 & 46.25.001 GGGGGATTTGAGAAAATAAAATTAC 428
Hu.DMD. 9 46.25.002 ATTTGAGAAAATAAAATTACCTTGA 429
Hu.DMD. 92 46.25.002.2 CTAGCCTGGAGAAAGAAGAATAAAA 430
Hu.DMD. 9= 46.25.003 AGAAAATAAAATTACCTTGACTTGC 431
Hu.DMD. ¥ <& 46.25.003.2 TTCTTCTAGCCTGGAGAAAGAAGAA 432

Hu.DMD. %<& 46.25.004

ATAAAATTACCTTGACTTGCTCAAG

433

Hu.DMD. 9] <& 46.25.004.2

ITTTTGTTCTTCTAGCCTGGAGAAAG

434

Hu.DMD. &< 46.25.005

ATTACCTTGACTTGCTCAAGCTTTTI

435
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Hu.DMD. 9 & 46.25.005.2 TATTCTTTTGTTCTTCTAGCCTGGA 436
Hu.DMD. 9| 46.25.006 CTTGACTTGCTCAAGCTTTTCTTTT 437
Hu.DMD. < 46.25.006.2 CAAGATATTCTTTTGTTCTTCTAGC 438
Hu.DMD. 9| & 46.25.007 CTTTTAGTTGCTGCTCTTTTCCAGG 439
Hu.DMD. 9} & 46.25.008 CCAGGTTCAAGTGGGATACTAGCAA 440
Hu.DMD. 9 & 46.25.008.2 ATCTCTTTGAAATTCTGACAAGATA 441
Hu.DMD. 9} & 46.25.009 AGCAATGTTATCTGCTTCCTCCAAC 442
Hu.DMD. 9 & 46.25.009.2 AACAAATTCATTTAAATCTCTTTGA 443
Hu.DMD. 9 & 46.25.010 CCAACCATAAAACAAATTCATTTAA 444
Hu.DMD. 9] <& 46.25.010.2 TTCCTCCAACCATAAAACAAATTCA 445
Hu.DMD. 9] 46.25.011 TTTAAATCTCTTTGAAATTCTGACA 446
Hu.DMD. 9} & 46.25.012 TGACAAGATATTCTTTTGTTCTICT 447
Hu.DMD. 9 & 46.25.012.2 TTCAAGTGGGATACTAGCAATGTTA 448
Hu.DMD. £ 46.25.013 AGATATTCTTTTGTTCTTCTAGCCT 449
Hu.DMD. ¥ & 46.25.0132 | CTGCTCTTTTCCAGGTTCAAGTGGG 450
Hu.DMD. ¥ & 46.25.014 TTCTTTTGTTCTTCTAGCCTGGAGA 451
Hu.DMD. 9 & 46.25.014.2 CTTTTCTTTTAGTTGCTGCTCTTTT 452
Hu.DMD. 9 & 46.25.015 TTGTTCTTCTAGCCTGGAGAAAGAA 453
Hu.DMD. 9| & 46.25.016 CTTCTAGCCTGGAGAAAGAAGAATA 454
Hu.DMD. 9 & 46.25.017 AGCCTGGAGAAAGAAGAATAAAATT 455
Hu.DMD. 9 < 46.25.018 CTGGAGAAAGAAGAATAAAATTGTT 456
Hu.DMD. 9 & 46.20.001 GAAAGAAGAATAAAATTGTT 457
Hu.DMD. 9 £ 46.20.002 GGAGAAAGAAGAATAAAATT 458
Hu.DMD. ¥ & 46.20.003 AGCCTGGAGAAAGAAGAATA 459
Hu.DMD. 9 <& 46.20.004 CTTCTAGCCTGGAGAAAGAA 460
Hu.DMD. 9 &= 46.20.005 TTGTTCTTCTAGCCTGGAGA 461
Hu.DMD. 9} = 46.20.006 TTCTTTTGTTCTTCTAGCCT 462
Hu.DMD. 9} &= 46.20.007 TGACAAGATATTCTTTTGTT 463
Hu.DMD. 9} & 46.20.008 ATCTCTTTGAAATTCTGACA 464
Hu.DMD. 9] 46.20.009 AACAAATTCATTTAAATCTC 465
Hu.DMD. 9] & 46.20.010 TTCCTCCAACCATAAAACAA 466
Hu.DMD. <& 46.20.011 AGCAATGTTATCTGCTTCCT 467
Hu.DMD. %<& 46.20.012 TTCAAGTGGGATACTAGCAA 468
Hu.DMD. %< 46.20.013 CTGCTCTTTTCCAGGTTCAA 469
Hu.DMD. ¥ & 46.20.014 CTTTTCTTTTAGTTGCTGCT 470
Hu.DMD. 9 <& 46.20.015 CTTGACTTGCTCAAGCTTTT 471
Hu.DMD. %<& 46.20.016 ATTACCTTGACTTGCTCAAG 472
Hu.DMD. 9] & 46.20.017 ATAAAATTACCTTGACTTGC 473
Hu.DMD. 9l 46.20.018 AGAAAATAAAATTACCTTGA 474
Hu.DMD. & 46.20.019 ATTTGAGAAAATAAAATTAC 475
Hu.DMD. 9 & 46.20.020 GGGGGATTTGAGAAAATAAA 476

Hu.DMD. 9 & 47.25.001

CTGAAACAGACAAATGCAACAACGT

477

Hu.DMD. 9 <€ 47.25.002

AGTAACTGAAACAGACAAATGCAAC

478

Hu.DMD. 9 <& 47.25.003

CCACCAGTAACTGAAACAGACAAAT

479

Hu.DMD. 9 £ 47.25.004

CTCTTCCACCAGTAACTGAAACAGA

480
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Hu.DMD. 9 €= 47.25.005

GGCAACTCTTCCACCAGTAACTGAA

481

Hu.DMD. 9 <& 47.25.006

GCAGGGGCAACTCTTCCACCAGTAA

482

Hu.DMD. 9 <= 47.25.007

CTGGCGCAGGGGCAACTCTTCCACC

483

Hu.DMD. 9l <= 47.25.008

TTTAATTGTTTGAGAATTCCCTGGC

484

Hu.DMD. 9 <= 47.25.008.2

TTGTTTGAGAATTCCCTGGCGCAGG

| 485

Hu.DMD. 9 & 47.25.009 GCACGGGTCCTCCAGTTTCATTTAA | 486
Hu.DMD. & 4725.009.2 | TCCAGTTTCATTTAATTIGTTTGAGA 487
Hu.DMD. 9] £ 47.25.010 GCTTATGGGAGCACTTACAAGCACG 488
HuDMD.9 & 47.25.0102 | TACAAGCACGGGTCCTCCAGTTICA 489
Hu.DMD. 9 & 47.25.011 AGTTTATCTTGCTCTTCTGGGCTTA 90 |
Hu.DMD. 9] <= 47.25.012 TCTGCTTGAGCTTATTTTCAAGTTT 491
HuDMD.9& 47250122 | ATCTTGCTCTTCTGGGCTTATGGGA 492
Hu.DMD. <= 47.25.013 CTTTATCCACTGGAGATTTGTCTGC 193
HuDMD.9<& 47250132 | CTTATTTTCAAGTTTATCTTGCTCT 494
Hu.DMD. 9 = 47.25.014 CTAACCTTTATCCACTGGAGATTTG 495
HuDMD.9& 47250142 | ATTTGTCTGCTTGAGCTTATTTTCA 496
Hu.DMD. 9 & 47.25.015 AATGTCTAACCTITATCCACTGGAG 497
Hu.DMD. %<& 47.25.016 TGGTTAATGTCTAACCTTTATCCAC 498
Hu.DMD. 9 <& 4725.017 AGAGATGGTITAATGICTAACCTTIA |49 |
Hu.DMD, 9] <& 47.25.018 ACGGAAGAGATGGTTAATGTCTAAC 500
Hu.DMD. 9} <& 47.20.001 ACAGACAAATGCAACAACGT 501
Hu.DMD. 1< 47.20.002 CTGAAACAGACAAATGCAAC 502
Hu.DMD. 9 <= 47.20.003 AGTAACTGAAACAGACAAAT 503
Hu.DMD. & & 47.20.004 CCACCAGTAACTGAAACAGA 504
Hu.DMD. 9 <& 47.20.005 CTCTTCCACCAGTAACTGAA 505
Hu.DMD. 9 & 47.20.006 GGCAACTCTTCCACCAGTAA 506
Hu.DMD. 9 < 47.20.007 CTGGCGCAGGGGCAACTCTT 507
Hu.DMD. 9] <& 47.20.008 TTGTTTGAGAATTCCCTGGC 508
Hu.DMD. 9 <& 47.20.009 TCCAGTTTCATTTAATTGTT 509
Hu.DMD. 9 & 47.20.010 TACAAGCACGGGTCCTCCAG 510
Hu.DMD. 9 <= 47.20.011 GCTTATGGGAGCACTTACAA 511
Hu.DMD. 9 <= 47.20.012 ATCTTGCTCTTCTGGGCTTA 512
Hu.DMD. 9} <= 47.20.013 CTTATTTTCAAGTTITATCIT 513
Hu.DMD. 9 & 47.20.014 "ATTTGTCTGCTTGAGCTTAT 514
Hu.DMD. 9 & 47.20.015 CTTTATCCACTGGAGATTTG 515
Hu.DMD. 9l & 47.20.016 CTAACCTTTATCCACTGGAG 516
Hu.DMD. 9 <& 47.20.017 AATGTCTAACCTITATCCAC 517
Hu.DMD. 9 <= 47.20.018 TGGTTAATGTCTAACCTTTA 518
Hu.DMD. 9 <& 47.20.019 AGAGATGGTTAATGTCTAAC 519 ]
Hu.DMD. 9 & 47.20.020 ACGGAAGAGATGGTTAATGT 520
| Hu.DMD. 9 & 48.25.001 CTGAAAGGAAAATACATTTTAAAAA 521
Hu.DMD. 9 <= 48.25.002 CCTGAAAGGAAAATACATTITAAAA 522
HuDMD. %< 4825.002.2 | GAAACCTGAAAGGAAAATACATTTT 523
Hu.DMD. %) & 48.25.003 GGAAACCTGAAAGGAAAATACATTT 524
HuDMD. 9 48.25.0032 | CTCTGGAAACCTGAAAGGAAAATAC 525
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Hu.DMD. 9< 48.25.004

GCTCTGGAAACCTGAAAGGAAAATA

526

Hu.DMD. 9 &= 48.25.004.2

TAAAGCTCTGGAAACCTGAAAGGAA

527

Hu.DMD. <& 48.25.005

GTAAAGCTCTGGAAACCTGAAAGGA

528

Hu.DMD. %<& 48.25.005.2

TCAGGTAAAGCTCTGGAAACCTGAA

529

Hu.DMD. ¥ <= 48.25.006

CTCAGGTAAAGCTCTGGAAACCTGA

530

Hu.DMD. 9= 48.25.006.2

GTTTCTCAGGTAAAGCTCTGGAAAC

531

Hu.DMD. 9} < 48.25.007

TGTTTCTCAGGTAAAGCTCTGGAAA

532

Hu.DMD. 95 48.25.007.2

AATTTCTCCTTGTTTCTCAGGTAAA

533

Hu.DMD. 9] <& 48.25.008

TTTGAGCTTCAATTTCTCCTTGTTT

534

Hu.DMD. 9 <& 48.25.008

ITTATTTGAGCTTCAATTTCTCCT

535

Hu.DMD. 9 < 48.25.009

AAGCTGCCCAAGGTCTTTTATTTGA

536

Hu.DMD. 9 <& 48.25.010

AGGTCTTCAAGCTTTTTTTCAAGCT

537

Hu.DMD. 9} 48.25.010.2

TTCAAGCTTTTTTTCAAGCTGCCCA

538

Hu.DMD. 9= 48.25.011

GATGATTTAACTGCTCTTCAAGGTC

539

Hu.DMD. 93 48.25.011.2

CTGCTCTTCAAGGTCTTCAAGCTTT

540

Hu.DMD. 9 <= 48.25.012

AGGAGATAACCACAGCAGCAGATGA

541

Hu.DMD. ¥} <= 48.25.012.2

CAGCAGATGATTTAACTGCTCTTCA

542

Hu.DMD. 9= 48.25.013

ATTTCCAACTGATTCCTAATAGGAG

543

Hu.DMD. ¥ < 48.25.014

CTTGGTTTGGTTGGTTATAAATTTC

| Hu.DMD. 9<€ 4825.014.2

CAACTGATTCCTAATAGGAGATAAC

545

Hu.DMD. 9} <& 48.25.015 CTTAACGTCAAATGGTCCTTCTTGG 546
Hu.DMD. 9 & 48.25.015.2 TTGGTTATAAATTTCCAACTGATTC 547
Hu.DMD. ¥ < 48.25.016 CCTACCTTAACGTCAAATGGTCCTT 548
Hu.DMD. ¥<& 48.25.016.2 TCCTTCTTGGTTTGGTTGGTTATAA 549
Hu.DMD. 9 & 48.25.017 AGTTCCCTACCTTAACGTCAAATGG 550
Hu.DMD. < 48.25.018 CAAAAAGTTCCCTACCTTAACGTCA 551
Hu.DMD. %)< 48.25.019 TAAAGCAAAAAGTTCCCTACCTTAA 552
Hu.DMD. 9 < 48.25.020 ATATTTAAAGCAAAAAGTTCCCTAC 553
Hu.DMD. )<= 48.20.001 AGGAAAATACATTITAAAAA 554
Hu.DMD. &< 48.20.002 AAGGAAAATACATTTITAAAA 555
Hu.DMD. 9 <& 48.20.003 CCTGAAAGGAAAATACATTT 556
Hu.DMD. 9] <& 48.20.004 GGAAACCTGAAAGGAAAATA 557
Hu.DMD. 9 <= 48.20.005 GCTCTGGAAACCTGAAAGGA 558
Hu.DMD. 9} <= 48.20.006 GTAAAGCTCTGGAAACCTGA 559
fiﬂuDMD. <& 48.20.007 CTCAGGTAAAGCTCTGGAAA 560
Hu.DMD. gl< 48.20.008 AATTTCTCCTTGTTTCTCAG 561
Hu.DMD. &< 48.20.009 TTTTATTTGAGCTTCAATTT 562
Hu.DMD. %< 48.20.010 AAGCTGCCCAAGGTCTTTTA 563
Hu.DMD. 9 <= 48.20.011 TTCAAGCTTTTTTTCAAGCT 564
Hu.DMD. 9 <= 48.20.012 CTGCTCTTCAAGGTCTTCAA 565
Hu.DMD. 9 <& 48.20.013 CAGCAGATGATTTAACTGCT 566
Hu.DMD. 9 & 48.20.014 AGGAGATAACCACAGCAGCA 567
Hu.DMD. 9<& 48.20.015 CAACTGATTCCTAATAGGAG 568
Hu.DMD. 9l<= 48.20.016 TTGGTTATAAATTTCCAACT 569
Hu.DMD. 9} < 48.20.017 TCCTTCTTGGTTTGGTTGGT 570
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Hu.DMD. 9] 48.20.018 CTTAACGTCAAATGGTCCTT 571
Hu.DMD. ¥ £ 48.20.019 CCTACCTTAACGTCAAATGG 572
Hu.DMD. ¥ & 48.20.020 AGTTCCCTACCTTAACGTCA 573
Hu.DMD. ¥ 48.20.021 CAAAAAGTTCCCTACCTTAA 574
Hu.DMD. 9 < 48.20.022 TAAAGCAAAAAGTTCCCTAC 575
Hu.DMD. <& 48.20.023 ATATTTAAAGCAAAAAGTTC 576
Hu.DMD. 9= 49.25,001 CTGGGGAAAAGAACCCATATAGTGC 577
Hu.DMD. ¥ <& 49.25.002 TCCTGGGGAAAAGAACCCATATAGT 578
Hu.DMD. 9<& 49.25.002.2 GTTTCCTGGGGAAAAGAACCCATAT 579
Hu.DMD. 9 <& 49.25.003 CAGTTTCCTGGGGAAAAGAACCCAT 580
Hu.DMD. ¥<& 49.25,003.2 TTTCAGTTTCCTGGGGAAAAGAACC 581
Hu.DMD. <& 49.25.004 TATTTCAGTTTCCTGGGGAAAAGAA 582
Hu.DMD. 9} & 49.25.004.2 TGCTATTTCAGTTTCCTGGGGAAAA 583
Hu.DMD. 9 49.25.005 ACTGCTATTTCAGTTTCCTGGGGAA 584
Hu.DMD. 9 & 49.25.005.2 TGAACTGCTATTTCAGTTTCCTGGG 585
Hu.DMD. 9 49.25.006 CTTGAACTGCTATTTCAGTTTCCTG 586
Hu.DMD. 9= 49.25.006.2 TAGCTTGAACTGCTATTTCAGTTTC 587
Hu.DMD. 9 <& 49.25.007 TTITAGCTTGAACTGCTATTTCAGTT 588
Hu.DMD. 9] <& 49.25.008 TTCCACATCCGGTTGTTTAGCTTGA 589
Hu.DMD. 9<& 49.25.009 TGCCCTTTAGACAAAATCTCTTCCA 590
Hu.DMD. ¥ 49.25.009.2 TTTAGACAAAATCTCTTCCACATCC 591
Hu.DMD. ¥ <& 49.25.010 GTTTTTCCTTGTACAAATGCTGCCC 592
Hu.DMD. 9 <& 49.25.010.2 GTACAAATGCTGCCCTTTAGACAAA 593
Hu.DMD. 9] <& 49.25.011 CTTCACTGGCTGAGTGGCTGGTTTT 594
Hu.DMD. 9 < 49.25.011.2 GGCTGGTTTTTCCTTGTACAAATGC 595
Hu.DMD. 9<& 49.25.012 ATTACCTTCACTGGCTGAGTGGCTG 596
Hu.DMD. 9< 49.25.013 GCTTCATTACCTTCACTGGCTGAGT 597
Hu.DMD. 9 <& 49.25,014 AGGTTGCTTCATTACCTTCACTGGC 598
Hu.DMD. 9] <& 49.25.015 GCTAGAGGTTGCTTCATTACCTTCA 599
Hu.DMD. 9 < 49.25.016 ATATTGCTAGAGGTTGCTTCATTAC 600
Hu.DMD. 9)<& 49.20.001 GAAAAGAACCCATATAGTGC 601
Hu.DMD. <& 49.20.002 GGGAAAAGAACCCATATAGT 602
Hu.DMD. 9 <= 49.20.003 TCCTGGGGAAAAGAACCCAT 603
Hu.DMD. 9 <= 49.20.004 CAGTTTCCTGGGGAAAAGAA 604
Hu.DMD. 9 49.20.005 TATTTCAGTTTCCTGGGGAA 605
Hu.DMD. 9] 3= 49.20.006 ACTGCTATTTCAGTTTCCTG 606
Hu.DMD. 9 49.20.007 CTTGAACTGCTATTTCAGTT 607
Hu.DMD. 9} 49.20.008 TTTAGCTTGAACTGCTATTT 608
Hu.DMD. 9} & 49.20.009 TTCCACATCCGGTTGTTITAG 609
Hu.DMD. 9= 49.20.010 TTTAGACAAAATCTCTTCCA 610
Hu.DMD. 9)<& 49.20.011 GTACAAATGCTGCCCTTTAG 611
Hu.DMD. 9] 49.20.012 GGCTGGTTTTTCCTTGTACA 612
Hu.DMD. %< 49.20.013 CTTCACTGGCTGAGTGGCTG 613
Hu.DMD. 9 <& 49.20.014 ATTACCTTCACTGGCTGAGT 614
Hu.DMD. 8l<& 49.20.015 GCTTCATTACCTTCACTGGC 613
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Hu.DMD. 9 49.20.016 AGGTTGCTTCATTACCTTCA 616
Hu.DMD. 9 <& 49.20.017 GCTAGAGGTTGCTTCATTAC 617
Hu.DMD. 9 <& 49.20.018 ATATTGCTAGAGGTTGCTTC 618
Hu.DMD. ¥ <& 50.25.001 CTTTAACAGAAAAGCATACACATTA 619
Hu.DMD. 9]¢ 50.25.002 TCCTCTTTAACAGAAAAGCATACAC 620
Hu.DMD. 9 & 50.25.002.2 TTCCTCTTTAACAGAAAAGCATACA 621
Hu.DMD. 9} & 50.25.003 TAACTTCCTCTTTAACAGAAAAGCA 622
Hu.DMD. 9 <& 50.25.003.2 CTAACTTCCTCTTTAACAGAAAAGC 623
Hu.DMD. 9] & 50.25.004 TCTTCTAACTTCCTCTTTAACAGAA 624
Hu.DMD. 9} <& 50.25.004.2 ATCTTCTAACTTCCTCTTTAACAGA 625
Hu.DMD. 9] & 50.25.005 TCAGATCTTCTAACTTCCTCTTTAA 626
Hu.DMD. <& 50.25.005.2 CTCAGATCTTCTAACTTCCTCTTTA 627
Hu.DMD. 9} 50.25.006 AGAGCTCAGATCTTCTAACTTCCTC 628
Hu.DMD. 9] & 50.25.006.2 CAGAGCTCAGATCTTCTAACTTCCT 629
NG-08-0731

Hu.DMD. ¥ & 50.25.007 CACTCAGAGCTCAGATCTTCTACT 630
Hu.DMD. 9 <& 50.25.007.2 CCTTCCACTCAGAGCTCAGATCTTC 631
Hu.DMD. 9] 50.25.008 GTAAACGGTTTACCGCCTTCCACTC 632
Hu.DMD. 9 £ 50.25.009 CTTTGCCCTCAGCTCTTGAAGTAAA 633
Hu.DMD. 9 <& 50.25.009.2 CCCTCAGCTCTTGAAGTAAACGGTT 634
Hu.DMD. 9 50.25.010 CCAGGAGCTAGGTCAGGCTGCTTITG 635
Hu.DMD. ¥l { 50.25.010.2 GGTCAGGCTGCTTTGCCCTCAGCTC 636
Hu.DMD. 9= 50.25.011 AGGCTCCAATAGTGGTCAGTCCAGG 637
Hu.DMD. 9 £ 50.25.011.2 TCAGTCCAGGAGCTAGGTCAGGCTG 638
Hu.DMD. 9} <& 50.25.012 CTTACAGGCTCCAATAGTGGTCAGT 639
AVI-5038

Hu.DMD. 9 < 50.25.013 GTATACTTACAGGCTCCAATAGTGG 640
Hu.DMD. 9 <& 50.25.014 ATCCAGTATACTTACAGGCTCCAAT 641
Hu.DMD. 9} <€ 50.25.015 ATGGGATCCAGTATACTTACAGGCT 642
NG-08-0741

Hu.DMD. ¥} & 50.25.016 AGAGAATGGGATCCAGTATACTTAC 643
NG-08-0742

Hu.DMD. 9 50.20.001 ACAGAAAAGCATACACATTA 644
Hu.DMD. 9 & 50.20.002 TTTAACAGAAAAGCATACAC 645
Hu.DMD. ¥ <& 50.20.003 TCCTCTTTAACAGAAAAGCA 646
Hu.DMD. 9] <& 50.20.004 TAACTTCCTCTTTAACAGAA 647
Hu.DMD. 9} & 50.20.005 TCTTCTAACTTCCTCTTTAA 648
Hu.DMD. ¥ & 50.20.006 TCAGATCTTCTAACTTCCTC 649
Hu.DMD. ¥ & 50.20.007 CCTTCCACTCAGAGCTCAGA 650
Hu.DMD. 9} & 50.20.008 GTAAACGGTTTACCGCCTTC 651
Hu.DMD. <& 50.20.009 CCCTCAGCTCTTGAAGTAAA 652
Hu.DMD. 2} 50.20.010 GGTCAGGCTGCTTTGCCCTC 653
Hu.DMD. 9& 50.20.011 TCAGTCCAGGAGCTAGGTCA 654
Hu.DMD. ¥ <= 50.20.012 AGGCTCCAATAGTGGTCAGT 655
Hu.DMD. 9 £ 50.20.013 CTTACAGGCTCCAATAGTGG 656
Hu.DMD. g <& 50.20.014 GTATACTTACAGGCTCCAAT 657
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Hu.DMD. 9= 50.20.015 ATCCAGTATACTTACAGGCT 658
Hu.DMD. 9= 50.20.016 ATGGGATCCAGTATACTTAC 659
Hu.DMD. 9 ¢ 50.20.017 AGAGAATGGGATCCAGTATA 660

Hu.DMD. 9 51.25.001-44

CTAAAATATTTTGGGTTTTTGCAAAA

661

Hu.DMD. 9 <= 51.25.002-45

GCTAAAATATTTTGGGTTTTTGCAAA

662

Hu.DMD. 9= 51.25.002.2-
46

TAGGAGCTAAAATATTTTGGGTTTTT

663

Hu.DMD. 94 51.25.003 AGTAGGAGCTAAAATATTTTGGGTT 664
Hu.DMD. 9= 51.25.003.2 TGAGTAGGAGCTAAAATATTTTGGG 665
Hu.DMD. 9= 51.25.004 CTGAGTAGGAGCTAAAATATTTITGGG 666
Hu.DMD. 9<= 51.25.004.2 CAGTCTGAGTAGGAGCTAAAATATT 667
Hu.DMD. 9 <= 51.25.005 ACAGTCTGAGTAGGAGCTAAAATATT 668
Hu.DMD. 9= 51.25.005.2 GAGTAACAGTCTGAGTAGGAGCTAAA 669
Hu.DMD. 9 <& 51.25.006 CAGAGTAACAGTCTGAGTAGGAGCT 670
Hu.DMD. 9 < 51.25.006.2 CACCAGAGTAACAGTCTGAGTAGGAG 671
Hu.DMD. )<= 51.25.007 GTCACCAGAGTAACAGTCTGAGTAG 672
Hu.DMD. <= 51.25.007.2 AACCACAGGTTGTGTCACCAGAGTAA 673
Hu.DMD. 9<= 51.25.008 GTTGTGTCACCAGAGTAACAGTCTG 674
Hu.DMD. 9 <= 51.25.009 TGGCAGTTTCCTTAGTAACCACAGGT 675
Hu.DMD. ¥ <= 51.25.010 ATTTCTAGTTTGGAGATGGCAGTTTC 676
Hu.DMD. ¥$= 51.25.010.2 GGAAGATGGCATTTCTAGTTTGGAG 677
Hu.DMD. g)< 51.25.011 CATCAAGGAAGATGGCATTTCTAGTT 678
Hu.DMD. 9 <= 51.25.011.2 GAGCAGGTACCTCCAACATCAAGGAA 679
Hu.DMD. 9= 51.25.012 ATCTGCCAGAGCAGGTACCTCCAAC 680
Hu.DMD. 9 < 51.25.013 AAGTTCTGTCCAAGCCCGGTTGAAAT 681
Hu.DMD. ¥)< 51.25.013.2 CGGTTGAAATCTGCCAGAGCAGGTAC 682
Hu.DMD. 9 51.25.014 GAGAAAGCCAGTCGGTAAGTTCTGTC 683
Hu.DMD. 9 <& 51.25.014.2 GTCGGTAAGTTCTGTCCAAGCCCGG 684
Hu.DMD. 9)<& 51.25.015 ATAACTTGATCAAGCAGAGAAAGCCA 685
Hu.DMD. ¥ <= 51.25.015.2 AAGCAGAGAAAGCCAGTCGGTAAGT 686
Hu.DMD. 9] <= 51.25.016 CACCCTCTGTGATTTTATAACTTGAT 687
Hu.DMD. ¥ <= 51.25.017 CAAGGTCACCCACCATCACCCTCTGT 688
Hu.DMD. ¥4 51.25.017.2 CATCACCCTCTGTGATTTTATAACT 689
Hu.DMD. 9= 51.25.018 CTTCTGCTTGATGATCATCTCGTTGA 690
Hu.DMD. <& 51.25.019 CCTTCTGCTTGATGATCATCTCGTTG 691
Hu.DMD. ¥< 51.25.019.2 ATCTCGTTGATATCCTCAAGGTCACC 692
Hu.DMD. 9 <& 51.25.020 TCATACCTTCTGCTTGATGATCATCT 693
Hu.DMD. 9 <= 51.25.020.2 TCATTTTTICTCATACCTTCTGCTTG 694
Hu.DMD. 9<& 51.25.021 TTTTCTCATACCTTCTGCTTGATGAT 695
Hu.DMD. 9 & 51.25.022 TTTTATCATTTTTTCTCATACCTTCT 696
Hu.DMD. 9 <= 51.25.023 CCAACTTTTATCATTTTTTCTCATAC 697
Hu.DMD. 9 <& 51.20.001 ATATTTTGGGTTTTTGCAAA 698
Hu.DMD. <= 51.20.002 AAAATATTTTGGGTTTTTGC 699
Hu.DMD. 9 < 51.20.003 GAGCTAAAATATTTTGGGTT 700
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Hu.DMD. 9 <& 51.20.004 AGTAGGAGCTAAAATATTTT 701
Hu.DMD. <& 51.20.005 GTCTGAGTAGGAGCTAAAAT 702
Hu.DMD. ¥ <& 51.20.006 TAACAGTCTGAGTAGGAGCT 703
Hu.DMD. 9 ¢= 51.20.007 CAGAGTAACAGTCTGAGTAG 704
Hu.DMD. 9<= 51.20.008 CACAGGTTGTGTCACCAGAG 705
Hu.DMD. 9 €= 51.20.009 AGTTTCCTTAGTAACCACAG 706
Hu.DMD. 94 51.20.010 TAGTTTGGAGATGGCAGTTT 707
Hu.DMD. 9 ¢ 51,20.011 GGAAGATGGCATTTCTAGTT 708
Hu.DMD. 9 51.20.012 TACCTCCAACATCAAGGAAG 709
Hu.DMD. 9 51.20.013 ATCTGCCAGAGCAGGTACCT 710
Hu.DMD. 9} < 51.20.014 CCAAGCCCGGTTGAAATCTG 711
Hu.DMD. ¥ 51.20.015 GTCGGTAAGTTCTGTCCAAG 712
Hu.DMD. 9] <& 51.20.016 AAGCAGAGAAAGCCAGTCGG 713
Hu.DMD. 9 < 51.20.017 TTTTATAACTTGATCAAGCA 714
Hu.DMD. 9 & 51.20.018 CATCACCCTCTGTGATTTTA 715
Hu.DMD. 9 <= 51.20.019 CTCAAGGTCACCCACCATCA 716
Hu.DMD. 9 & 51.20.020 CATCTCGTTGATATCCTCAA 717
Hu.DMD. 93 51.20.021 CTTCTGCTTGATGATCATCT 718
Hu.DMD. 9 < 51.20.022 CATACCTTCTGCTTGATGAT 719
Hu.DMD. 9 & 51.20.023 TTTCTCATACCTTCTGCTTG 720
Hu.DMD. 9 & 51.20.024 CATTTTTTCTCATACCTTCT 721
Hu.DMD. 9 <= 51.20.025 TTTATCATTTTTTCTCATAC 722
Hu.DMD. 9 < 51.20.026 CAACTTTTATCATTTTTTICT 723
Hu.DMD. 9} & 52.25.001 CTGTAAGAACAAATATCCCTTAGTA 724
Hu.DMD. 9l <= 52.25.002 TGCCTGTAAGAACAAATATCCCTTA 725
Hu.DMD. ¥ <& 52.25.002.2 GTTGCCTGTAAGAACAAATATCCCT 726
Hu.DMD. 9| <= 52,25.003 ATTGTTGCCTGTAAGAACAAATATC 727
Hu.DMD. 9 & 52.25.003.2 GCATTGTTGCCTGTAAGAACAAATA 728
Hu.DMD. <& 52.25.004 CCTGCATTGTTGCCTGTAAGAACAA 729
HuDMD. 9% 5225.0042 | ATCCTGCATTGTTGCCTGTAAGAAC 730
Hu.DMD. 9 & 52.25.005 CAAATCCTGCATTGTTGCCTGTAAG 731
Hu.DMD. 9| £ 52.25.005.2 TCCAAATCCTGCATTGTTGCCTGTA 732
Hu.DMD. 9 < 52.25.006 TGTTCCAAATCCTGCATTGTTGCCT 733
Hu.DMD. 9] < 52.25.006.2 TCTGTTCCAAATCCTGCATTGTTGC 734
Hu.DMD. 9| & 52.25.007 AACTGGGGACGCCTCTGTTCCAAAT 735
Hu.DMD. 9 52.25.007.2 GCCTCTGTTCCAAATCCTGCATTGT 736

Hu.DMD. <= 52.25.008

CAGCGGTAATGAGTTCTTCCAACTG

737

Hu.DMD. 9} 52.25.008.2

CTTCCAACTGGGGACGCCTCTGTTC

738

Hu.DMD. 9] <& 52.25.009

CTTGTTTTTCAAATTTTGGGCAGCG

739

Hu.DMD. 9 <& 52.25.010

CTAGCCTCTTGATTGCTGGTCTTGT

740

Hu.DMD. 9} < 52.25.010.2

TTTTCAAATTTTGGGCAGCGGTAAT

741

Hu.DMD. 9<= 52.25.011

TTCGATCCGTAATGATTGTTCTAGC

742

Hu.DMD. 9} < 52.25.011.2

GATTGCTGGTCTTGTTTTTCAAATT

743

Hu.DMD. 9 & 52.25.012

CTTACTTCGATCCGTAATGATTGTT

744

Hu.DMD. 9 <= 52.25.012.2

TTGTTCTAGCCTCTTGATTGCTGGT

745
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Hu.DMD. 9 52.25.013

AAAAACTTACTTCGATCCGTAATGA

746

Hu.DMD. 9} & 52.25.014 TGTTAAAAAACTTACTTCGATCCGT 747
Hu.DMD, ¥ & 52.25.015 ATGCTTGTTAAAAAACTTACTTCGA 748
Hu.DMD. 9| & 52.25.016 GTCCCATGCTTGTTAAAAAACTTAC 749
Hu.DMD. 9] <& 52.20.001 AGAACAAATATCCCTTAGTA 750
Hu.DMD. 9] <& 52.20.002 GTAAGAACAAATATCCCTTA 751
Hu.DMD. 9 & 52.20.003 TGCCTGTAAGAACAAATATC 752
Hu.DMD. 9} <& 52.20.004 ATTGTTGCCTGTAAGAACAA 753
Hu.DMD. 9 <& 52.20.005 CCTGCATTGTTGCCTGTAAG 754
Hu.DMD. 9} & 52.20.006 CAAATCCTGCATTGTTGCCT 755
Hu.DMD. 9} & 52.20.007 GCCTCTGTTCCAAATCCTGC 756
Hu.DMD. 9} & 52.20.008 CTTCCAACTGGGGACGCCTC 757
Hu.DMD. ¥} 52.20.009 CAGCGGTAATGAGTTCTTCC 758
Hu.DMD. 9} & 52.20.010 TTTTCAAATTTTGGGCAGCG 759
Hu.DMD. 9} £ 52.20.011 GATTGCTGGTCTTGTTTTTC 760
Hu.DMD. 9 £ 52.20.012 TTGTTCTAGCCTCTTGATTG 761
Hu.DMD. 9 ¢ 52.20.013 TTCGATCCGTAATGATTGTT 762
Hu.DMD. 9 & 52.20.014 CTTACTTCGATCCGTAATGA 763
Hu.DMD. 9 & 52.20.015 AAAAACTTACTTCGATCCGT 764
Hu.DMD. 9 & 52.20.016 TGTTAAAAAACTTACTTCGA 765
Hu.DMD. 9 & 52.20.017 ATGCTTGTTAAAAAACTTAC 766
Hu.DMD. 9} & 52.20.018 GTCCCATGCTTGTTAAAAAA 767
Hu.DMD. 9 <& 53.25.001 CTAGAATAAAAGGAAAAATAAATAT 768
Hu.DMD. 9 & 53.25.002 AACTAGAATAAAAGGAAAAATAAAT 769
Hu.DMD. 9 <& 53.25.002.2 TTCAACTAGAATAAAAGGAAAAATA 770
Hu.DMD. 9 $ 53.25.003 CTTTCAACTAGAATAAAAGGAAAAA 771
Hu.DMD. 9} £ 53.25.003.2 ATTCTTTCAACTAGAATAAAAGGAA 772
Hu.DMD. 9} 53.25.004 GAATTCTTTCAACTAGAATAAAAGG 773
Hu.DMD. 9 €& 53.25.004.2 TCTGAATTCTTTCAACTAGAATAAA 774
Hu.DMD. 9 & 53.25.005 ATTCTGAATTCTTTCAACTAGAATA 775
Hu.DMD. <& 53.25.005.2 CTGATTCTGAATTCTTTCAACTAGA 776
Hu.DMD. 9 & 53.25.006 CACTGATTCTGAATTCTTTCAACTA 7177
Hu.DMD. 9 <& 53.25.006.2 TCCCACTGATTCTGAATTCTTTCAA 778
Hu.DMD. 9| & 53.25.007 CATCCCACTGATTCTGAATTCTTTC 779
Hu.DMD. 9] 53.25.008 TACTTCATCCCACTGATTCTGAATT 780
Hu.DMD. 9 & 53.25.008.2 CTGAAGGTGTTCTTGTACTTCATCC 781
Hu.DMD. 9 53.25.009 CGGTTCTGAAGGTGTTCTTGTACT 782
Hu.DMD. 9} & 53.25.009.2 CTGTTGCCTCCGGTTCTGAAGGTGT 783
Hu.DMD. 9} & 53.25.010 TTTCATTCAACTGTTGCCTCCGGTT 784
Hu.DMD. 9 & 53.25.010.2 TAACATTTCATTCAACTGTTGCCTC 785
Hu.DMD. 9 <& 53.25.011 TTGTGTTGAATCCTTTAACATTTCA 786
Hu.DMD. 9 & 53.25.012 TCTTCCTTAGCTTCCAGCCATTGTG 787
Hu.DMD. 9 <& 53.25.012.2 CTTAGCTTCCAGCCATTGTGTTGAA 788
Hu.DMD. & 53.25.013 GTCCTAAGACCTGCTCAGCTTCTTC 789
Hu.DMD. 9 & 53.25.013.2 CTGCTCAGCTTCTTCCTTAGCTTCC 790
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Hu.DMD. 9 <& 53.25.014

CTCAAGCTTGGCTCTGGCCTGTCCT

791

Hu.DMD. 9 53.25.014.2

GGCCTGTCCTAAGACCTGCTCAGCT

792

Hu.DMD. 9 ¢ 53.25.015

TAGGGACCCTCCTTCCATGACTCAA

793

Hu.DMD. 9 53.25.016

TTTGGATTGCATCTACTGTATAGGG

794

Hu.DMD. 9} £ 53.25.016.2

ACCCTCCTTCCATGACTCAAGCTTG

795

Hu.DMD. 9 <& 53.25.017

CTTGGTTTCTGTGATTTTCTTTTGG

796

Hu.DMD. 5= 53.25.017.2

ATCTACTGTATAGGGACCCTCCTTC

797

Hu.DMD. 9}< 53.25.018

CTAACCTTGGTTTCTGTGATTTTCT

798

Hu.DMD. 9 £ 53.25.018.2

TTITCTTTTGGATTGCATCTACTGTA

799

Hu.DMD. 9 & 53.25.019

TGATACTAACCTTGGTTTCTGTGAT

800

Hu.DMD. 9] <& 53.25.020

ATCTTTGATACTAACCTTGGTTTCT

801

Hu.DMD. 9] <& 53.25.021

AAGGTATCTITGATACTAACCTTGG

802

Hu.DMD. 9] & 53.25.022

TTAAAAAGGTATCTTTGATACTAAC

803

Hu.DMD. %€ 53.20.001 ATAAAAGGAAAAATAAATAT 804
Hu.DMD. 9 & 53.20.002 GAATAAAAGGAAAAATAAAT 805
Hu.DMD. 9= 53.20.003 AACTAGAATAAAAGGAAAAA 806
Hu.DMD. 9 € 53.20.004 CTTTCAACTAGAATAAAAGG 807
Hu.DMD. 94 53.20.005 GAATTCTTTCAACTAGAATA 308
Hu.DMD. 9 < 53.20.006 ATTCTGAATTCTTTCAACTA 809
Hu.DMD. 9 &= 53.20.007 TACTTCATCCCACTGATTCT 810
Hu.DMD. 9£= 53.20.008 CTGAAGGTGTTCTTGTACT 811
Hu.DMD. 9 & 53.20.009 CTGTTGCCTCCGGTTCTGAA 812
Hu.DMD. 9 & 53.20.010 TAACATTTCATTCAACTGTT 813
Hu.DMD. 9] 53.20.011 TTGTGTTGAATCCTTTAACA 814
Hu.DMD. 9 £ 53.20.012 CTTAGCTTCCAGCCATTGTG 815
Hu.DMD. 9} <= 53.20.013 CTGCTCAGCTTCTTCCTTAG 816
Hu.DMD. 9 < 53.20.014 GGCCTGTCCTAAGACCTGCT 817
Hu.DMD. 9l ¢ 53.20.015 CTCAAGCTTGGCTCTGGCCT 818
Hu.DMD. 9 & 53.20.016 ACCCTCCTTCCATGACTCAA 819
Hu.DMD. 9]¢ 53.20.017 ATCTACTGTATAGGGACCCT 820
Hu.DMD. 9 £ 53.20.018 TTTCTITTGGATTGCATCTA 821
Hu.DMD. 9<& 53.20.019 CTTGGTTTCTGTGATTTTCT 822
Hu.DMD. 9 & 53.20.020 CTAACCTTGGTTTCTGTGAT 823
Hu.DMD. 9 <& 53.20.021 TGATACTAACCTTGGTTTICT 824
Hu.DMD. 9] €= 53.20.022 ATCTTTGATACTAACCTTGG 825
Hu.DMD. 9 £ 53.20.023 AAGGTATCTTTGATACTAAC 826
Hu.DMD. 9<& 53.20.024 TTAAAAAGGTATCTTTGATA 827

Hu.DMD. 9] & 54.25.001

CTATAGATTTTTATGAGAAAGAGA

828

Hu.DMD. 9} & 54.25.002

AACTGCTATAGATTTTTATGAGAAA

829

Hu.DMD. 9 € 54.25.003

TGGCCAACTGCTATAGATTTTTATG

830

Hu.DMD. 9 <& 54.25.004 GTCTTTGGCCAACTGCTATAGATTT 831
Hu.DMD. 9 <& 54.25.005 CGGAGGTCTTTGGCCAACTGCTATA 832
Hu.DMD. 9]¢ 54.25.006 ACTGGCGGAGGTCTTTGGCCAACTG 833
Hu.DMD. 9 < 54.25.007 TITGTCTGCCACTGGCGGAGGTCTT 834

Hu.DMD. 9]¢ 54.25.008

AGTCATTTGCCACATCTACATTTGT

835
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Hu.DMD. 9} < 54.25.008.2 TTTGCCACATCTACATTTGTCTGCC 836
Hu.DMD. 9 £ 54.25.009 CCGGAGAAGTTTCAGGGCCAAGTCA 837
Hu.DMD. 9 & 54.25.010 GTATCATCTGCAGAATAATCCCGGA 838
Hu.DMD. 9 € 5425.0102 | TAATCCCGGAGAAGTTTCAGGGCCA 839
Hu.DMD. 9)<& 54.25.011 TTATCATGTGGACTTTTCTGGTATC 840
Hu.DMD. 9)& 54.25.012 AGAGGCATTGATATTCTCTGTTATC 841
Hu.DMD. ¥ 54250122 | ATGTGGACTTTTCTGGTATCATCTG 842
Hu.DMD. 9 <= 54.25.013 CTTTTATGAATGCTTCTCCAAGAGG 843
Hu.DMD. 9 ¢ 5425.0132 | ATATTCTCTGTTATCATGTGGACTT 844
Hu.DMD. 9 & 54.25.014 CATACCTTTTATGAATGCTTCTCCA 845
Hu.DMD. 9| & 54.25.014.2 CTCCAAGAGGCATTGATATTCTCTG 846
Hu.DMD. 9} & 54.25.015 TAATTCATACCTTTTATGAATGCTT 847
Hu.DMD. 9]¢ 54250152 | CTTTTATGAATGCTTCTCCAAGAGG 848
Hu.DMD. 9 & 54.25.016 TAATGTAATTCATACCTTTTATGAA 849
Hu.DMD. 9 & 54.25.017 AGAAATAATGTAATTCATACCTTIT 850
Hu.DMD, 9 <= 54.25.018 GTTTTAGAAATAATGTAATTCATAC 851
Hu.DMD. 9 54.20.001 GATTTTTATGAGAAAGAGA 852
Hu.DMD. 9 & 54.20.002 CTATAGATTTITATGAGAAA 853
Hu.DMD. 9] & 54.20.003 AACTGCTATAGATTTITATG 854
Hu.DMD. 9] <= 54.20.004 TGGCCAACTGCTATAGATTT 855
Hu.DMD. 9 &= 54.20.005 GTCTTTGGCCAACTGCTATA 856
Hu.DMD. 9] & 54.20.006 CGGAGGTCTTTGGCCAACTG 857
Hu.DMD. 9 <& 54.20.007 TITGTCTGCCACTGGCGGAG 858
Hu.DMD. 9 & 54.20.008 TTTGCCACATCTACATTTGT 859
Hu.DMD. )& 54.20.009 TTCAGGGCCAAGTCATTTGC 860
Hu.DMD. 9} & 54.20.010 TAATCCCGGAGAAGTTTCAG 861
Hu.DMD. 9= 54.20.011 GTATCATCTGCAGAATAATC 862
Hu.DMD. 9 &= 54.20.012 ATGTGGACTTTTCTGGTATC 863
Hu.DMD. 9} <= 54.20.013 ATATTCTCTGTTATCATGTG 864
Hu.DMD. 9} & 54.20.014 CTCCAAGAGGCATTGATATT 865
Hu.DMD. 9| & 54.20.015 CTTTTATGAATGCTTCTCCA 866
Hu.DMD. 9| & 54.20.016 CATACCTTTTATGAATGCTT 867
Hu.DMD. 9 &= 54.20.017 TAATTCATACCTTTTATGAA 868
Hu.DMD. 9 < 54.20.018 TAATGTAATTCATACCTTTT 869
Hu.DMD. 9= 54.20.019 AGAAATAATGTAATTCATAC 870
Hu.DMD. <& 54.20.020 GTTTTAGAAATAATGTAATT 871
Hu.DMD. 9 55.25.001 CTGCAAAGGACCAAATGTTCAGATG 872
Hu.DMD. 9 & 55.25.002 TCACCCTGCAAAGGACCAAATGTTC 873
Hu.DMD. 9 & 55.25.003 CTCACTCACCCTGCAAAGGACCAAA 874
Hu.DMD. 9 & 55.25.004 TCTCGCTCACTCACCCTGCAAAGGA 875
Hu.DMD. 9 £ 55.25.005 CAGCCTCTCGCTCACTCACCCTGCA 876
Hu.DMD. < 55.25.006 CAAAGCAGCCTCTCGCTCACTCACC 877
Hu.DMD. 9 &= 55.25.007 TCTTCCAAAGCAGCCTCTCGCTCAC 878
HuDMD. 9 & 5525.0072 | TCTATGAGTTTCTTCCAAAGCAGCC 879

Hu.DMD. 94 55.25.008

GTTGCAGTAATCTATGAGTTTCTTC

880
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Hu.DMD. 9 <& 55.25.008.2

GAACTGTTGCAGTAATCTATGAGTT

881

Hu.DMD. 9] < 55.25.009

TTCCAGGTCCAGGGGGAACTGTTGC

882

Hu.DMD. 9] 55.25.010

GTAAGCCAGGCAAGAAACTTTTCCA

883

Hu.DMD. 9}<= 55.25.010.2

CCAGGCAAGAAACTTTTCCAGGTCC

884

Hu.DMD. 9 & 55.25.011

TGGCAGTTGTTTCAGCTTCTGTAAG

885

Hu.DMD. 9 <& 55.25.011.2

TTCAGCTTCTGTAAGCCAGGCAAGA

886

Hu.DMD. 9 & 55.25.012

GGTAGCATCCTGTAGGACATTGGCA

887

Hu.DMD. 9 & 55.25.012.2

GACATTGGCAGTTGTTTCAGCTTCT

888

Hu.DMD. 9 <& 55.25.013

TCTAGGAGCCTTTCCTTACGGGTAG

889

Hu.DMD. < 55.25.014

CTTTTACTCCCTTGGAGTCTTCTAG

890

Hu.DMD. 9 <& 55.25.014.2

GAGCCTTTCCTTACGGGTAGCATCC

891

Hu.DMD. 9l & 55.25.015 TTGCCATTGTTTCATCAGCTCTTTT 892
Hu.DMD. 9} & 55.25.015.2 CTTGGAGTCTTCTAGGAGCCTTTCC 893
Hu.DMD. 9} £& 55.25.016 CTTACTTGCCATTGTTTCATCAGCT 894
Hu.DMD. %< 55.25.016.2 CAGCTCTTTTACTCCCTTGGAGTCT 895
Hu.DMD. ¥ & 55.25.017 CCTGACTTACTTGCCATTGTTTCAT 896
Hu.DMD. %<& 55.25.018 AAATGCCTGACTTACTTGCCATTGT 897
Hu.DMD. 9} <& 55.25.019 AGCGGAAATGCCTGACTTACTTGCC 898
Hu.DMD. 9} & 55.25.020 GCTAAAGCGGAAATGCCTGACTTAC 899
Hu.DMD. 9] <& 55.20.001 AAGGACCAAATGTTCAGATG 900
Hu.DMD. ¥} <& 55.20.002 CTGCAAAGGACCAAATGTTC 901
Hu.DMD. 9| & 55.20.003 TCACCCTGCAAAGGACCAAA 902
Hu.DMD. 9] & 55.20.004 CTCACTCACCCTGCAAAGGA 903
Hu.DMD. 9 £ 55.20.005 TCTCGCTCACTCACCCTGCA 904
Hu.DMD. 9] & 55.20.006 CAGCCTCTCGCTCACTCACC 905
Hu.DMD. 9] 55.20.007 CAAAGCAGCCTCTCGCTCAC 906
Hu.DMD. 9 & 55.20.008 TCTATGAGTTTCTTCCAAAG 907
Hu.DMD. 9} < 55.20.009 GAACTGTTGCAGTAATCTAT 908
Hu.DMD. 9 £ 55,20.010 TTCCAGGTCCAGGGGGAACT 909
Hu.DMD. 9} £ 55.20.011 CCAGGCAAGAAACTTTTCCA 910
Hu.DMD. 9} <& 55.20.012 TTCAGCTTCTGTAAGCCAGG 911
Hu.DMD. 9} <& 55.20.013 GACATTGGCAGTTGTTTCAG 912
Hu.DMD. 9 <= 55.20.014 GGTAGCATCCTGTAGGACAT 913
Hu.DMD. 9] 55.20.015 GAGCCTTTCCTTACGGGTAG 914
Hu.DMD. 9 55.20.016 CTTGGAGTCTTCTAGGAGCC 915
Hu.DMD. 9} <= 55.20.017 CAGCTCTTTTACTCCCTTGG 916
Hu.DMD. < 55.20.018 TTGCCATTGTTTCATCAGCT 917
Hu.DMD. 9 < 55.20.019 CTTACTTGCCATTGTTTCAT 918
Hu.DMD. 9} <& 55.20.020 CCTGACTTACTTGCCATTGT 919
Hu.DMD. 9 <& 55.20.021 AAATGCCTGACTTACTTGCC 920
Hu.DMD. %<& 55.20.022 AGCGGAAATGCCTGACTTAC 921
Hu.DMD. 9} <& 55.20.023 GCTAAAGCGGAAATGCCTGA 922

H50A(+02+30)-AVI-5656

CCACTCAGAGCTCAGATCTTCTAACTTCC

923

H50D(+07-18)-AVI-5915

GGGATCCAGTATACTTACAGGCTCC

924

H50A(+07+33)

CTTCCACTCAGAGCTCAGATCTTCTAA

925
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HS51A(+61490)-AVI-4657 | ACATCAAGGAAGATGGCATTTCTAGTTTGG 926
HS1A(+66+95)-AVI-4658 | CTCCAACATCAAGGAAGATGGCATTTCTAG 927
HS1A(+111+134) TTCTGTCCAAGCCCGGTTGAAATC 928
HS1A(+175+195) CACCCACCATCACCCTCYGTG 929
H51A(+199+220) ATCATCTCGTTGATATCCTCAA 930
H51A(+66+90) ACATCAAGGAAGATGGCATTTCTAG 931
H51A(-01+25) ACCAGAGTAACAGTCTGAGTAGGAGC 932
h51AONI1 TCAAGGAAGATGGCATTTCT 933
h51AON2 CCTCTGTGATTTTATAACTTGAT 934
H51D(+08-17) ATCATTTTTTCTCATACCTTCTGCT 935
H51D(+16-07) CTCATACCTTCTGCTTGATGATC 936
hAON#23 TGGCATTTCTAGTTTGG 937
hAON#24 CCAGAGCAGGTACCTCCAACATC 938
H44A(+61+84) TGTTCAGCTTCTGTTAGCCACTGA 939
H44A(+85+104) TTTGTGTCTTTCTGAGAAAC 940
h44AON1 CGCCGCCATTTCTCAACAG 941
H44A(—06+14) ATCTGTCAAATCGCCTGCAG 942
H45A(+71+90) TGTTTTTGAGGATTGCTGAA 943
h45A0ON1 GCTGAATTATTTCTTCCCC 944
h45A0NS GCCCAATGCCATCCTGG 945
H45A(—06+20) CCAATGCCATCCTGGAGTTCCTGTAA 946
H53A(+39+69) CATTCAACTGTTGCCTCCGGTTCTGAAGGTG 947
H53A(+23+47) CTGAAGGTGTTCTTGTACTTCATCC 948
h53AON1 CTGTTGCCTCCGGTTCTG 949
HS3A(—12+10) ATTCTTTCAACTAGAATAAAAG 950
huEx45.30.66 GCCATCCTGGAGTTCCTGTAAGATACCAAA 951
huEx45.30.71 CCAATGCCATCCTGGAGTTCCTGTAAGATA 952
huEx45.30.79 GCCGCTGCCCAATGCCATCCTGGAGTTCCT 953
huEx45.30.83 GTTTGCCGCTGCCCAATGCCATCCTGGAGT 954
huEx45.30.88 CAACAGTTTGCCGCTGCCCAATGCCATCCT 955
huEx45.30.92 CTGACAACAGTTTGCCGCTGCCCAATGCCA 956
huEx45.30.96 TGTTCTGACAACAGTTTGCCGCTGCCCAAT 957
huEx45.30.99 CAATGTTCTGACAACAGTTTGCCGCTGCCC 958
huEx45.30.103 CATTCAATGTTCTGACAACAGTTTGCCGCT 959
huEx45.30.120 TATTTCTTCCCCAGTTGCATTCAATGTTCT 960
huEx45.30.127 GCTGAATTATTTCTTCCCCAGTTGCATTCA 961
huEx45.30.132 GGATTGCTGAATTATTTCTTCCCCAGTTGC 962
huEx45.30.137 TTTGAGGATTGCTGAATTATTTCTTCCCCA 963
huEx53.30.84 GTACTTCATCCCACTGATTCTGAATTCTTT 964
huEx53.30.88 TCTTGTACTTCATCCCACTGATTCTGAATT 965
huEx53.30.91 TGTTCTTGTACTTCATCCCACTGATTCTGA 966
huEx53.30.103 CGGTTCTGAAGGTGTTCTTGTACTTCATCC 967
huEx53.30.106 CTCCGGTTCTGAAGGTGTTCTTGTACTTCA 968
huEx53.30.109 TGCCTCCGGTTCTGAAGGTGTTCTTGTACT 969
huEx53.30.112 TGTTGCCTCCGGTTCTGAAGGTGTTCTTGT 970
huEx53.30.115 AACTGTTGCCTCCGGTTCTGAAGGTGTTCT 971
huEx53.30.118 TTCAACTGTTGCCTCCGGTTCTGAAGGTGT 972

oA 1: T o]u] =-PEG-NHS, ©]o1A], siRNA-DMD FHghAehe] 3bAl At

FrirEz2y FAE X EAHE SSA(pH 7.4)2 Wi, 5 mg/ml F=7F @ Wb B 7] &
Mo 2 S7FEFS] SMCC ¥ 7 TE wao]nm =-PREGxkDa-NHS(x = 1, 5, 10, 20)& H7lalar, A-&o|A 4A1zF =<t
5| A A1 71Tk, 50 kDa MWCO o}v]& 23 HE] 2 PBS pH 7.4 o] &3le] ~3 o]sle] H|EES =g o|n] =-PEGE
AAgE. FA-PEGMal HEFAE FHstr, v HEE k. ® 13- 17oﬂ AAE MALS o] gale] thokat
SIRNA A A2 A get. RTolA siRNA-DID A& A2 S7FE)E PBS & FA-PEG-Zelo]v] =el H7bskar, A
T2 AN, v TYEES B SAX 2 aRntEagye] o) BAslar, Bvks- 3A] 2 siRNASH )
AA7F B

oA 2: AA

Z Hre TIRS So|e wI AZwEIHEE AlEsle] AKTA ~Z 27 FPLCO| 938 AAS}. 8FA-PEG-

= =]

DMD AEAS 93t B3S E8sla, £2A)7)3, PBS, pH 7.42 4EA2 wdat), sikNA 2ol 71 %3}
o] SMCC ¥#], PEGlkDa, PEGSkDa = PEG10kDag 7}A|+= 3}A] siRNA A&7} Ee g},

@A 3: AAE HEA B4
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SEQUENCE LISTING
<110> AVIDITY BIOSCIENCES LLC

<120> NUCLEIC ACID-POLYPEPTIDE COMPOSITIONS AND METHODS OF INDUCING
EXON SKIPPING

<130> 45532-715.601

<140><141><150> 62/561,939

<151> 2017-09-22

<150> 62/443,514

<151> 2017-01-06

<160> 977

<170> PatentIn version 3.5

<210> 1

<211> 24

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 1

Cys Gly Ile Phe Gly Glu Ile Glu Glu Leu Ile Glu Glu Gly Leu Glu

1 5 10 15
Asn Leu Ile Asp Trp Gly Asn Ala
20
<210> 2
<211> 24
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 2
Gly Leu Phe Glu Ala Ile Glu Gly Phe Ile Glu Asn Gly Trp Glu Gly
1 5 10 15
Met Ile Asp Gly Trp Tyr Gly Cys
20

<210> 3

- 143 -



<211> 27

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 3

Gly Leu Phe Glu Ala Ile Glu Gly Phe Ile Glu Asn Gly Trp Glu Gly

1 5 10 15

Met Ile Trp Asp Tyr Gly Ser Gly Ser Cys Gly

20 25

<210> 4

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 4

Gly Leu Phe Glu Ala Ile Glu Gly Phe Ile Glu Asn Gly Trp Glu Gly

1 5 10 15
Met Ile Asp Gly Trp Tyr Gly
20
<210> 5
<211> 27
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 5
Gly Leu Phe Glu Ala Ile Glu Gly Phe Ile Glu Asn Gly Trp Glu Gly
1 5 10 15
Met Ile Trp Asp Tyr Gly Ser Gly Ser Cys Lys
20 25

<210> 6
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<211

> 27

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 6

Cys Leu Ile Gly Ala Ile Leu Lys Val Leu Ala Thr Gly Leu Pro Thr

1 5 10 15

Leu Ile Ser Trp Ile Lys Asn Lys Arg Lys Gln

20 25

<210> 7

<211> 26

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 7

Gly Ile Gly Ala Val Leu Lys Val Leu Thr Thr Gly Leu Pro Ala Leu

1 5 10 15
Ile Ser Trp Ile Lys Arg Lys Arg Gln Gln
20 25
<210> 8
<211> 13
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 8
Ile Phe Gly Ala Ile Ala Gly Leu Leu Lys Asn Ile Phe
1 5 10
<210> 9
<211> 18

<212> PRT

- 145 -
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 9
Phe Phe Gly His Leu Phe Lys Leu Ala Thr Lys Ile Ile Pro Ser Leu
1 5 10 15

Phe Gln

<210> 10
<211> 21
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 10
Lys Glu Thr Trp Trp Glu Thr Trp Trp Thr Glu Trp Ser Gln Pro Lys
1 5 10 15
Lys Lys Arg Lys Val
20

<210> 11

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 11

Leu Leu Ile Ile Leu Arg Arg Arg Arg Ile Arg Lys Gln Ala His Ala

1 5 10 15

His Ser Lys

<210> 12

<211> 26

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 12

Asp Pro Lys Gly Asp Pro Lys Gly Val Thr Val Thr Val Thr Val Thr

1 5 10 15
Val Thr Gly Lys Gly Asp Pro Lys Pro Asp
20 25
<210> 13
<211> 17
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 13
Cys Ser Ile Pro Pro Glu Val Lys Phe Asn Lys Pro Phe Val Tyr Leu
1 5 10 15

Ile

<210> 14
<211> 27
<212> PRT

<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Synthetic

peptide
<400> 14
Gly Trp Thr Leu Asn Ser Ala Gly Tyr Leu Leu Gly Lys Ile Asn Leu
1 5 10 15
Lys Ala Leu Ala Ala Leu Ala Lys Lys Ile Leu

20 25

<210> 15
<211> 21

<212> PRT

- 147 -
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 15

Ala Gly Tyr Leu Leu Gly Lys Ile Asn Leu Lys Ala Leu Ala Ala Leu

1 5 10 15
Ala Lys Lys Ile Leu
20
<210> 16
<211> 17
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 16
Gly Ala Leu Phe Leu Gly Phe Leu Gly Ala Ala Gly Ser Thr Met Gly
1 5 10 15

Ala

<210> 17

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 17
His Gly Leu Ala Ser Thr Leu Thr Arg Trp Ala His Tyr Asn Ala Leu
1 5 10 15
Ile Arg Ala Phe
20
<210> 18
<211> 20

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 18

Gly Leu Trp Arg Ala Leu Trp Arg Leu Leu Arg Ser Leu Trp Arg Leu

1 5 10 15

Leu Trp Arg Ala

20

<210> 19
<211> 30
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 19
Trp Glu Ala Ala Leu Ala Glu Ala Leu Ala Glu Ala Leu Ala Glu His
1 5 10 15
Leu Ala Glu Ala Leu Ala Glu Ala Leu Glu Ala Leu Ala Ala
20 25 30
<210> 20
<211> 24
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 20
Gly Leu Phe Glu Ala Ile Glu Gly Phe Ile Glu Asn Gly Trp Glu Gly
1 5 10 15
Met Ile Asp Gly Trp Tyr Gly Cys

20

<210> 21
<211> 23

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 21

Gly Leu Phe Gly Ala Ile Ala Gly Phe Ile Glu Asn Gly Trp Glu Gly

1 5 10 15

Met Ile Asp Gly Trp Tyr Gly

20
<210> 22
<211> 36
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 22
Gly Leu Phe Gly Ala Ile Ala Gly Phe Ile Glu Asn Gly Trp Glu Gly
1 5 10 15
Met Ile Asp Gly Arg Gln Ile Lys Ile Trp Phe Gln Asn Arg Arg Met
20 25 30
Lys Trp Lys Lys
35
<210> 23
<211> 26
<212>
PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 23
Gly Leu Phe Gly Ala Ile Ala Gly Phe Ile Glu Asn Gly Trp Glu Gly
1 5 10 15
Met Ile Asp Gly Ser Ser Lys Lys Lys Lys
20 25

<210> 24
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<211> 24

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 24

Gly Leu Phe Glu Ala Ile Ala Gly Phe Ile Glu Asn Gly Trp Glu Gly

1 5 10 15
Met Ile Asp Gly Gly Gly Tyr Cys
20
<210> 25
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 25
Gly Leu Phe His Ala Ile Ala His Phe Ile His Gly Gly Trp His Gly
1 5 10 15
Leu Ile His Gly Trp Tyr Gly
20
<210> 26
<211> 30

<212> PRT
<

213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 26
Gly Leu Phe Glu Ala Ile Glu Gly Phe Ile Glu Asn Gly Trp Glu Gly
1 5 10 15
Leu Ala Glu Ala Leu Ala Glu Ala Leu Glu Ala Leu Ala Ala
20 25 30

<210> 27
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<211> 29

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 27

Lys Trp Lys Leu Phe Lys Lys Ile Gly Ala Val Leu Lys Val Leu Thr
1 5 10 15
Thr Gly Tyr Gly Arg Lys Lys Arg Arg Gln Arg Arg Arg
20 25
<210> 28
<211> 25
<212> DNA
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
oligonucleotide
<400> 28
ggccaaacct cggcttacct gaaat 25
<210> 29
<211> 20

<212> RNA
<213

> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 29

ggccaaaccu cggcuuaccu 20

<210> 30

<211> 22

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
primer

<400> 30

- 152 -
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cagaattctg ccaattgctg ag
<210> 31

<211> 20

<212> DNA

<213> Artificial Sequence

SIEdl

22

<220><223> Description of Artificial Sequence: Synthetic

primer
<400> 31
ttcttcaget tgtgtcatcce
<210> 32
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

primer
<400> 32
acccagtcta ccaccctatce
<210> 33
<211> 22
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

primer
<400> 33

ctctttatct tctgcccacce tt

<210> 34
<211> 21
<212> DNA

<213> Artificial Sequence

22

<220><223> Description of Artificial Sequence: Synthetic

primer
<400> 34

gcgctatcag gagacaatga g

21
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<210> 35

<211> 26

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
primer

<400> 35

gtttttatgt gattctgtaa tttccc 26

<210> 36

<211> 24

<212> DNA

<213> Artificial Sequence
<220

><223> Description of Artificial Sequence: Synthetic
probe
<400> 36
ctctetgtac cttatcttag tgtt 24
<210> 37
<211> 20
<212> DNA
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
primer
<400> 37
tggaggagag actcgggaaa 20
<210> 38
<211> 23
<212> DNA
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

primer

<400> 38
ttgaagccat tttgttgcte ttt 23

<210> 39
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<211> 16
<212> DNA

<213> Artificial Sequence

=T

<220><223> Description of Artificial Sequence: Synthetic

probe
<400> 39
acaggctctg caaagt
<210> 40
<211> 24
<212> DNA

<213> Artificial Sequence

16

<220><223> Description of Artificial Sequence: Synthetic

primer
<400> 40

aacagatgac aactactgcc gaaa

<210> 41
<211> 23
<212> DNA

<213> Artificial Sequence

24

<220><223> Description of Artificial Sequence: Synthetic

primer
<400> 41
ttggctctga tagggtggta gac
<210> 42
<211> 14
<212> DNA

<213> Artificial Sequence

23

<220><223> Description of Artificial Sequence: Synthetic

probe
<400> 42
cttgttgaaa accc
<210> 43
<211> 23

<212> DNA

14
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<213> Artificial Sequence

<220

><223> Description of Artificial Sequence: Synthetic

primer

<400> 43

tgagggtgtt aatgctgaaa gta

<210> 44

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
primer

<400> 44

caccaactgg gaggaaagtt

<210> 45

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

oligonucleotide

<400> 45

ggccaaacct cggcttacct gaaat

<210> 46

<211> 28

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 46

agcccatctt ctcctggtce tgggaagg

<210> 47

<211> 25

<212> DNA

<213> Artificial Sequence

23
. Synthetic

20
. Synthetic

25
. Synthetic

28

- 156 -
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<220><223> Description of Artificial Sequence
oligonucleotide
<400> 47

atcctctttg gtaacctcac ctcac

<210> 48

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 48

tcgtccacaa aatgattctg aatta

<210> 49

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 49

cggtgtgtgt atcattctct agtgt

<210> 50

<211> 22

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
primer

<400> 50

cctggaaaca gctcctaaca tc

<210> 51

<211> 21

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

. Synthetic

. Synthetic

. Synthetic

. Synthetic

. Synthetic

- 157 -
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primer
<400> 51
cagtcaagcc caaagtctct ¢
<210> 52
<211> 20
<212> DNA
<213> Artificial Sequence
<220><223> Description of Artificial Sequence

primer

<400> 52

ctagtgccct tgttttcaga

<210> 53

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
primer

<400> 53

aggatctacc actgatgggt

<210> 54

<211> 31

<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 54

gccugagcug aucugcuggc aucuugcagu u

<210> 55

<211> 57

<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

oligonucleotide

21
. Synthetic

20
. Synthetic

20
. Synthetic

31
. Synthetic
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<400> 55

gcagaauucg auccaccgge uguucaagec ugagcugauc ugcucgcauc uugceagu 57

<210> 56

<211> 22

<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 56

cagcaguagu ugucaucugc uc

<210> 57

<211> 29

<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 57

cacaaagucu gcauccagga acauggguc

<210> 58

<211> 22

<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 58

cugcaauucc ccgagucucu gc

<210> 59

<211> 23

<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

oligonucleotide

<400> 59

. Synthetic

22
. Synthetic

29
. Synthetic

22
. Synthetic
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cucauaccuu cugcuugaug auc
<210> 60

<211> 30

<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 60
uccaacuggg gacgccucug uuccaaaucc
<210> 61
<211> 24
<212> RNA
<213> Homo sapiens
<400> 61
gauagguggu aucaacaucu guaa
<210> 62

<211> 21
<212

> RNA

<213> Homo sapiens
<400> 62

gauagguggu aucaacaucu g
<210> 63

<211> 25

<212> RNA

<213> Homo sapiens
<400> 63

gauagguggu aucaacaucu guaag
<210> 64

<211> 20

<212> RNA

<213> Homo sapiens
<400> 64

ggugguauca acaucuguaa

<210> 65
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<211> 20

<212> RNA

<213> Homo sapiens
<400> 65

guaucaacau cuguaagcac

<210> 66

<211> 23

<212> RNA

<213> Homo sapiens

<400> 66

ugcauguucc agucguugug ugg
<210> 67

<211> 25

<212> RNA

<213> Homo sapiens

<400> 67

cacuauucca gucaaauagg ucugg
<210> 68

<211> 25

<212> RNA

<213> Homo sapiens

<400> 68

auuuaccaac cuucaggauc gagua
<210> 69

<211> 21

<212> RNA

<213> Homo sapiens

<400> 69

ggcCCuaaaacC acauacacau a

<210> 70
<211> 20
<212> RNA

<213> Canis sp.

- 161 -
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<400> 70

cauuuuugac cuacaugugg
<210> 71

<211> 20

<212> RNA

<213> Canis sp.

<400> 71

uuugaccuac auguggaaag
<210> 72

<211> 26

<212> RNA

<213> Canis sp.

<400> 72

uacauuuuug accuacaugu ggaaag
<210> 73

<211> 22

<212> RNA

<213> Canis sp.

<400> 73

auuuuugacc uacaugggaa ag

<210> 74

<211> 23

<212> RNA

<213> Canis sp.

<400> 74

uacgaguuga uugucggacc cag
<210> 75

<211> 25

<212> RNA

<213> Canis sp.

<400> 75

guggucuccu uaccuaugac ugugg
<210> 76

<211> 17
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20

20

26

22

23

25
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<212> RNA

<213> Canis sp.
<400> 76
ggucuccuua ccuauga
<210> 77

<211> 24

<212> RNA

<213> Homo sapiens
<400> 77

ugucucagua aucuucuuac cuau

<210> 78

<211> 24

<212> RNA

<213> Homo sapiens
<400> 78

ucuuaccuau gacuauggau gaga
<210> 79

<211> 20

<212> RNA

<213> Homo sapiens
<400> 79

gcaugaacuc uuguggaucc
<210> 80

<211> 20

<212> RNA

<213> Homo sapiens
<400> 80

ccaggguacu acuuacauua
<210> 81

<211> 21

<212> RNA

<213> Homo sapiens

<400> 81
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17

24

24

20

20
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aucguguguc acagcaucca g

<210> 82

<211> 30

<212> RNA

<213> Homo sapiens

<400> 82

uguucaggge augaacucuu guggauccuu
<210> 83

<211> 31

<212> RNA

<213> Homo sapiens

<400> 83

uaggaggege cucccauccu guaggucacu g
<210> 84

<211> 31

<212> RNA

<213> Homo sapiens

<400> 84

aggucuagga ggcgecucce auccuguagg u
<210> 85

<211> 25

<212> RNA

<213> Homo sapiens

<400> 85

gcgecuccea uccuguaggu cacug

<210> 86

<211> 26

<212> RNA

<213> Homo sapiens

<400> 86

cuucgaggag gucuaggagg cgccuc
<210> 87

<211> 21

- 164 -

21

30

31

31

25

26

SIHS31 10-2019-0104381



<212> RNA
<213> Homo
<400> 87
cucccauccu
<210> 88
<211> 22
<212> RNA
<213> Homo
<400> 88
uaccaguuuu
<210> 89
<211> 26
<212> RNA
<213> Homo
<400> 89

ucaauaugcu

<210> 90
<211> 25
<212> RNA
<213> Homo
<400> 90
Cuaggagecg
<210> 91
<211> 31
<212> RNA
<213> Homo
<400> 91
uuaugauuuc
<210> 92
<211> 31
<212> RNA
<213> Homo
<400> 92

cuuaccugcc

sapiens

guaggucacu g

sapiens

ugcccuguca gg

sapiens

gcuucccaaa cugaaa

sapiens

ccucccaucc uguag

sapiens

caucuacgau gucaguacuu ¢

sapiens

aguggaggau uauauuccaa a

- 165 -

SIEdl

21

22

26

25

31

31
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<210> 93

<211> 25

<212> RNA

<213> Homo sapiens
<400> 93

caucaggauu cuuaccugec agugg

<210> 94

<211> 25

<212> RNA

<213> Homo sapiens
<400> 94

cgaugucagu acuuccaaua uucac
<210> 95

<211> 18

<212> RNA

<213> Homo sapiens
<400> 95

accauucauc aggauucu
<210> 96

<211> 18

<212> RNA

<213> Homo sapiens
<400> 96

accugccagu ggaggauu
<210> 97

<211> 27

<212> RNA

<213> Homo sapiens
<400> 97

CCaauauuca Cuaaaucaac cuguuaa

<210> 98
<211> 30

<212> RNA
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25

25

18

18

27
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<213> Homo
<400> 98
caggauuguu
<210> 99
<211> 31
<212> RNA
<213> Homo
<400> 99
acgaugucag
<210> 100
<211> 31
<212> RNA
<213> Homo
<400> 100
auuuccaucu
<210> 101
<211> 21
<212> RNA
<213> Homo
<400> 101

caggagcuuc

<210> 102
<211> 29
<212> RNA
<213> Homo
<400> 102
cuugucuuca
<210> 103
<211> 22
<212> RNA
<213> Homo
<400> 103
uccucagcag

<210> 104

sapiens

accugccagu ggaggauuau

sapiens

uacuuccaau auucacuaaa u

sapiens

acgaugucag uacuuccaau a

sapiens

caaaugcugce a

sapiens

ggagcuucca aaugcugcea

sapiens

aaagaagcca cg

- 167 -

30

31

31

21

29

22
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<211> 20

<212> RNA
<213> Homo
<400> 104
uuagaaaucu
<210> 105
<211> 20

<212> RNA
<213> Homo
<400> 105

uaaauugggu

<210> 106
<211> 24
<212> RNA
<213> Homo
<400> 106
cccugaggea
<210> 107
<211> 20
<212> RNA
<213> Homo
<400> 107
aggacuuacu
<210> 108
<211> 23
<212> RNA
<213> Homo
<400> 108
cuugaauuua
<210> 109
<211> 23
<212> RNA
<213> Homo

<400> 109

sapiens

cuccuuguge

sapiens

guuacacaau

sapiens

uucccaucuu gaau

sapiens

ugcuuuguuu

sapiens

ggagauucau cug

sapiens

- 168 -

20

20

24

20

23
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caucuucuga uaauuuuccu guu

<210> 110

<211> 24

<212> RNA

<213> Homo sapiens
<400> 110

ucuucuguuu uuguuageca guca
<210> 111

<211> 20

<212> RNA

<213> Homo sapiens
<400> 111

ucuauguaaa cugaaaauuu
<210> 112

<211> 20

<212> RNA

<213> Homo sapiens
<400> 112

uucuggagau ccauuaaaac
<210> 113

<211> 24

<212> RNA

<213> Homo sapiens
<400> 113

cagcaguugc gugaucucca cuag

<210> 114

<211> 21

<212> RNA

<213> Homo sapiens
<400> 114

uucaucaacu accaccacca u
<210> 115

<211> 25
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24

20

20

24

21
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<212> RNA
<213> Homo
<400> 115
cuaagcaaaa
<210> 116
<211> 28
<212> RNA
<213> Homo
<400> 116
cuuguaaaag
<210> 117
<211> 22
<212> RNA
<213> Homo
<400> 117

caucuacaga

<210> 118
<211> 23
<212> RNA
<213> Homo
<400> 118
gaaggauguc
<210> 119
<211> 20
<212> RNA
<213> Homo
<400> 119
accuguucuu
<210> 120
<211> 24
<212> RNA
<213> Homo
<400> 120

caugacacac

sapiens

uaaucugacc uuaag

sapiens

aacccagcegg ucuucugu

sapiens

uguuugececa uc

sapiens

uuguaaaaga acc

sapiens

caguaagacg

sapiens

cuguucuuca guaa

- 170 -

SIEdl

25

28

22

23

20

24
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<210> 121

<211> 20

<212> RNA

<213> Homo sapiens
<400> 121

cauuugagaa ggaugucuug

<210> 122

<211> 24

<212> RNA

<213> Homo sapiens

<400> 122

aucucccaau accuggagaa gaga
<210> 123

<211> 31

<212> RNA

<213> Homo sapiens

<400> 123

gccaugcacu aaaaaggeac ugcaagacau Uu
<210> 124

<211> 24

<212> RNA

<213> Homo sapiens

<400> 124

ucuuuaaage caguugugug aauc
<210> 125

<211> 21

<212> RNA

<213> Homo sapiens

<400> 125

uuucugaaag ccaugcacua a

<210> 126
<211> 25

<212> RNA

- 171 -

20

24

31

24

21
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<213> Homo
<400> 126
guacauacgg
<210> 127
<211> 31
<212> RNA
<213> Homo
<400> 127
cuagauccge
<210> 128
<211> 31
<212> RNA
<213> Homo
<400> 128
ucuuuucuag
<210> 129
<211> 25
<212> RNA
<213> Homo
<400> 129

cuagauccgce

<210> 130
<211> 23
<212> RNA
<213> Homo
<400> 130
ccgucuucug
<210> 131
<211> 26
<212> RNA
<213> Homo
<400> 131
cuagauccgc

<210> 132

sapiens

ccaguuuuug aagac

sapiens

uuuuaaaaccC uguuaaaaca a

sapiens

auccgcuuuu aaaaccuguu a

sapiens

uuuuaaaacc uguua

sapiens

ggucacugac uua

sapiens

uuuuaaaacc uguuaa

- 172 -

SIEdl

25

31

31

25

23

26
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<211> 20

<212> RNA
<213> Homo
<400> 132
ccgeuuuuaa
<210> 133
<211> 26

<212> RNA
<213> Homo
<400> 133

uggauugcuu

<210> 134
<211> 25
<212> RNA
<213> Homo
<400> 134
caugcuuccg
<210> 135
<211> 23
<212> RNA
<213> Homo
<400> 135
gaucuuguuu
<210> 136
<211> 22
<212> RNA
<213> Homo
<400> 136
guuauccage
<210> 137
<211> 25
<212> RNA
<213> Homo

<400> 137

sapiens

aaccuguuaa

sapiens

uuucuuuucu agaucc

sapiens

ucuucugggu cacug

sapiens

gagugaauac agu

sapiens

caugcuuccg uc

sapiens

- 173 -

20

26

25

23

22
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ugauaauugg uaucacuaac cugug

<210> 138

<211> 22

<212> RNA

<213> Homo sapiens
<400> 138

guaucacuaa ccugugcugu ac
<210> 139

<211> 19

<212> RNA

<213> Homo sapiens
<400> 139

cugcuggeau cuugeaguu
<210> 140

<211> 31

<212> RNA

<213> Homo sapiens
<400> 140

gccugageug aucugcugge aucuugeagu u
<210> 141

<211> 28

<212> RNA

<213> Homo sapiens
<400> 141

cuggcagaau ucgauccacc ggcuguuc

<210> 142

<211> 22

<212> RNA

<213> Homo sapiens
<400> 142

cagcaguagu ugucaucugc uc
<210> 143

<211> 19
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<212> RNA
<213> Homo
<400> 143
ugaugggegug
<210> 144
<211> 25
<212> RNA
<213> Homo
<400> 144
aucugcauua
<210> 145
211> 24
<212> RNA
<213> Homo
<400> 145

ccggeuguuc

<210> 146
<211> 28
<212> RNA
<213> Homo
<400> 146
aucugcauua
<210> 147
<211> 28
<212> RNA
<213> Homo
<400> 147
gaaggagaag
<210> 148
<211> 20
<212> RNA
<213> Homo
<400> 148

auucgaucca

sapiens

guggguugsg

sapiens

acacccucua gaaag

sapiens

aguuguucug agge

sapiens

acacccucua gaaagaaa

sapiens

agauucuuac cuuacaaa

sapiens

ccggeuguuc

- 175 -

SIEdl

19

25

24

28

28

20
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<210> 149

<211> 20

<212> RNA

<213> Homo sapiens
<400> 149

cagcaguagu ugucaucugc

<210> 150

<211> 22

<212> RNA

<213> Homo sapiens

<400> 150

geegguugac uucauccugu ge
<210> 151

<211> 22

<212> RNA

<213> Homo sapiens

<400> 151

cugcauccag gaacaugggu cc
<210> 152

<211> 23

<212> RNA

<213> Homo sapiens

<400> 152

gucugcaucc aggaacaugg guc
<210> 153

<211> 24

<212> RNA

<213> Homo sapiens

<400> 153

guugaagauc ugauagccgg uuga

<210> 154
<211> 24

<212> RNA

- 176 -

SIEdl

20

22

22

23

24
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<213> Homo
<400> 154
uacuuacugu
<210> 155
<211> 24

<212> RNA
<213> Homo
<400> 155
cacucauggu
<210> 156
<211> 22

<212> RNA
<213> Homo
<400> 156
cugcaauucc
<210> 157
<211> 23

<212> RNA
<213> Homo
<400> 157

acugcuggac

<210> 158
<211> 21
<212> RNA
<213> Homo
<400> 158
cuaaguugag
<210> 159
<211> 23
<212> RNA
<213> Homo
<400> 159
uauucacaga

<210> 160

sapiens

cuguagcucu uucu

sapiens

cuccugauag cgca

sapiens

ccgagucucu gc

sapiens

ccauguccug aug

sapiens

guauggagag u

sapiens

ccugcaauuc ccc

- 177 -

24

24

22

23

21

23
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<211> 26

<212> RNA
<213> Homo
<400> 160
acaguggugc
<210> 161
<211> 22

<212> RNA
<213> Homo
<400> 161

uaggccacuu

<210> 162
<211> 19
<212> RNA
<213> Homo
<400> 162
uucagagggc
<210> 163
<211> 23
<212> RNA
<213> Homo
<400> 163
gggcaggceca
<210> 164
<211> 24
<212> RNA
<213> Homo
<400> 164
ucuucagggu
<210> 165
<211> 27
<212> RNA
<213> Homo

<400> 165

sapiens

ugagauagua uaggcc

sapiens

uguugcucuu gc

sapiens

gcuuucuuc

sapiens

uuccuccuuc aga

sapiens

uuguauguga uucu

sapiens

- 178 -

26

22

19

23

24
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cugggcugaa uugucugaau aucacug

<210> 166

<211> 26

<212> RNA

<213> Homo sapiens

<400> 166

cuguuggeac augugaucce acugag
<210> 167

<211> 24

<212> RNA

<213> Homo sapiens

<400> 167

gucuauaccu guuggcacau guga
<210> 168

<211> 25

<212> RNA

<213> Homo sapiens

<400> 168

ugcuuucugu aauucaucug gaguu
<210> 169

<211> 26

<212> RNA

<213> Homo sapiens

<400> 169

ccuccuuucu ggcauagacc uuccac

<210> 170

<211> 25

<212> RNA

<213> Homo sapiens

<400> 170

ugugucaucc auucgugcau cucug
<210> 171

<211> 25

- 179 -

27

26

24

25

26

25
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<212> RNA
<213> Homo
<400> 171
uuaaggeceuc
<210> 172
<211> 23

<212> RNA
<213> Homo
<400> 172
ggggeucuuc
<210> 173
<211> 22

<212> RNA
<213> Homo
<400> 173

gacuuccaaa

<210> 174
<211> 24

<212> RNA
<213> Homo
<400> 174
gccaacauge
<210> 175
<211> 26

<212> RNA
<213> Homo
<400> 175
cagagauuuc
<210> 176
<211> 21

<212> RNA
<213> Homo
<400> 176

cuuacaucua

sapiens

uugugcuaca ggugg

sapiens

uuuagcucuc uga

sapiens

gucuugcauu uc

sapiens

CCaaacuucc uaag

sapiens

cucagcuccg ccagga

sapiens

gcaccucaga g

- 180 -

SIEdl

25

23

22

24

26

21
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<210> 177

<211> 25

<212> RNA

<213> Homo sapiens
<400> 177

uccgccaucu guuagggucu gugec

<210> 178

<211> 25

<212> RNA

<213> Homo sapiens

<400> 178

auuuggguua uccucugaau gucge
<210> 179

<211> 22

<212> RNA

<213> Homo sapiens

<400> 179

cauaccucuu cauguaguuc cc
<210> 180

<211> 26

<212> RNA

<213> Homo sapiens

<400> 180

cauuugagcu geguccaccu ugucug
<210> 181

<211> 26

<212> RNA

<213> Homo sapiens

<400> 181

uccugggeag acuggaugcu cuguuc

<210> 182
<211> 23

<212> RNA

- 181 -

25

25

22

26

26
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<213> Homo
<400> 182
uugceuggge
<210> 183
<211> 24

<212> RNA
<213> Homo
<400> 183
uucugaaaua
<210> 184
<211> 25

<212> RNA
<213> Homo
<400> 184
uaguuucuga
<210> 185
<211> 21

<212> RNA
<213> Homo
<400> 185

gacuugucaa

<210> 186
<211> 24
<212> RNA
<213> Homo
<400> 186
guuucugaaa
<210> 187
<211> 20
<212> RNA
<213> Homo
<400> 187
caccagaaau

<210> 188

sapiens

uuccugagge auu

sapiens

acauauaccu gugc

sapiens

aauaacauau accug

sapiens

aucagauugg a

sapiens

uaacauauac cugu

sapiens

acauaccaca

- 182 -

23

24

25

21

24

20
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<211> 20

<212> RNA
<213> Homo
<400> 188
caaugauuua
<210> 189
<211> 23

<212> RNA
<213> Homo
<400> 189

Cgaaacuuca

<210> 190
<211> 25
<212> RNA
<213> Homo
<400> 190
cuuguagacg
<210> 191
<211> 20
<212> RNA
<213> Homo
<400> 191
caugcacaca
<210> 192
<211> 24
<212> RNA
<213> Homo
<400> 192
ucuguacaau
<210> 193
<211> 27
<212> RNA
<213> Homo

<400> 193

sapiens

gcugugacug

sapiens

uggagacauc uug

sapiens

cugcucaaaa uuggc

sapiens

ccuuugcucce

sapiens

cugacgucca gucu

sapiens

- 183 -

20

23

25

20

24
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gucuuuauca ccauuuccac uucagac

<210> 194

<211> 25

<212> RNA

<213> Homo sapiens

<400> 194

ccgucugeuu uuucuguaca aucug
<210> 195

<211> 22

<212> RNA

<213> Homo sapiens

<400> 195

uccauaucug uagcugccag cc
<210> 196

<211> 23

<212> RNA

<213> Homo sapiens

<400> 196

ccaggcaacu ucagaaucca aau
<210> 197

<211> 30

<212> RNA

<213> Homo sapiens

<400> 197

uuucuguuac cugaaaagaa uuauaaugaa

<210> 198

<211> 25

<212> RNA

<213> Homo sapiens

<400> 198

cauucauuuc cuuucgcauc uuacg
<210> 199

<211> 26

- 184 -

27

25

22

23

30

25
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<212> RNA
<213> Homo
<400> 199
ugaucucuuu
<210> 200
<211> 30

<212> RNA
<213> Homo
<400> 200
uucagugaua
<210> 201
<211> 26

<212> RNA
<213> Homo
<400> 201

cuguagcugc

<210> 202
<211> 21

<212> RNA
<213> Homo
<400> 202
ucuucugeuc
<210> 203
<211> 20

<212> RNA
<213> Homo
<400> 203
ccaguuacua
<210> 204
<211> 20

<212> RNA
<213> Homo
<400> 204

ucuucaggug

sapiens

gucaauucca uaucug

sapiens

uagguuuuac cuuuccccag

sapiens

cagccauucu gucaag

sapiens

gggaggugac a

sapiens

uucagaagac

sapiens

caccuucugu

- 185 -

26

30

26

21

20

20
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<210> 205

<211> 25

<212> RNA

<213> Homo sapiens
<400> 205

ugugaugugg uccacauucu gguca

<210> 206

<211> 20

<212> RNA

<213> Homo sapiens
<400> 206

ccauguguuu cugguauucc
<210> 207

<211> 25

<212> RNA

<213> Homo sapiens
<400> 207

cguguagagu ccaccuuugg gcgua
<210> 208

<211> 24

<212> RNA

<213> Homo sapiens
<400> 208

uacuaauuuc cugcaguggu cacc
<210> 209

<211> 24

<212> RNA

<213> Homo sapiens
<400> 209

uucuguguga aauggcugcea aauc

<210> 210
<211> 20

<212> RNA

- 186 -

25

20

25

24

24

SIHS31 10-2019-0104381



<213> Homo
<400> 210
ccuucaaagg
<210> 211
<211> 25
<212> RNA
<213> Homo
<400> 211
ugcugaauuu
<210> 212
<211> 25
<212> RNA
<213> Homo
<400> 212
ugaagucuuc
<210> 213
<211> 24
<212> RNA
<213> Homo
<400> 213

cuggcuuucu

<210> 214
<211> 20
<212> RNA
<213> Homo
<400> 214
guuguaaguu
<210> 215
<211> 20
<212> RNA
<213> Homo
<400> 215
uugucuguaa

<210> 216

sapiens

aauggaggcc

sapiens

cagccuccag ugguu

sapiens

cucuuucaga uucac

sapiens

cucaucugug auuc

sapiens

gucuccucuu

sapiens

cagcugcugu

- 187 -

20

25

25

24

20

20
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<211> 20

<212> RNA
<213> Homo
<400> 216
gcucuaauac
<210> 217
<211> 22

<212> RNA
<213> Homo
<400> 217

cuuugagacc

<210> 218
<211> 25
<212> RNA
<213> Homo
<400> 218
cuuuauuuuc
<210> 219
<211> 27
<212> RNA
<213> Homo
<400> 219
aucguuucuu
<210> 220
<211> 24
<212> RNA
<213> Homo
<400> 220
gggcuuguga
<210> 221
<211> 22
<212> RNA
<213> Homo

<400> 221

sapiens

cuugagagca

sapiens

ucaaauccug uu

sapiens

cuuucaucuc uggge

sapiens

cacggacagu gugcugg

sapiens

gacaugagug auuu

sapiens

- 188 -
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24
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accuucagag gacuccucuu gc

<210> 222

<211> 25

<212> RNA

<213> Homo sapiens
<400> 222

uauguguuac cuacccuugu cgguc
<210> 223

<211> 20

<212> RNA

<213> Homo sapiens
<400> 223

ggagagagcu uccuguagceu
<210> 224

<211> 23

<212> RNA

<213> Homo sapiens
<400> 224

ucacccuuuc cacaggeguu gea
<210> 225

<211> 20

<212> RNA

<213> Homo sapiens
<400> 225

uuugugucuu ucugagaaac

<210> 226

<211> 20

<212> RNA

<213> Homo sapiens
<400> 226

aaagacuuac cuuaagauac
<210> 227

<211> 20

- 189 -

SIEdl

22

25

20

23

20

20
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<212> RNA
<213> Homo
<400> 227
aucugucaaa
<210> 228
<211> 20

<212> RNA
<213> Homo
<400> 228
uuaccuugac
<210> 229
<211> 20

<212> RNA
<213> Homo
<400> 229

uccagguuca

<210> 230
<211> 25
<212> RNA
<213> Homo
<400> 230
gcucuucugg
<210> 231
<211> 27
<212> RNA
<213> Homo
<400> 231
accuuuaucc
<210> 232
<211> 21
<212> RNA
<213> Homo
<400> 232

uuccaccagu

sapiens

ucgccugceag

sapiens

uugcucaage

sapiens

agugggauac

sapiens

gcuuauggga gcacu

sapiens

acuggagauu ugucugc

sapiens

aacugaaaca g

- 190 -
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20

20

25

27

21
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<210> 233
<211> 29

<212> RNA
<213> Homo

<400> 233

ccacucagag cucagaucuu cuaacuucc

<210> 234
<211> 27

<212> RNA
<213> Homo
<400> 234
cuuccacuca
<210> 235
<211> 25

<212> RNA
<213> Homo
<400> 235
gggauccagu
<210> 236
<211> 26

<212> RNA
<213> Homo
<400> 236
accagaguaa
<210> 237
<211> 23

<212> RNA
<213> Homo
<400> 237

cucauaccuu

<210> 238
<211> 24

<212> RNA

sapiens

sapiens

gagcucagau cuucuaa

sapiens

auacuuacag gcucc

sapiens

cagucugagu aggage

sapiens

cugcuugaug auc

- 191 -
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26
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<213> Homo
<400> 238
uucuguccaa
<210> 239
<211> 30

<212> RNA
<213> Homo
<400> 239
acaucaagga
<210> 240
<211> 25

<212> RNA
<213> Homo
<400> 240
acaucaagga
<210> 241
<211> 30

<212> RNA
<213> Homo
<400> 241

cuccaacauc

<210> 242
<211> 25
<212> RNA
<213> Homo
<400> 242
aucauuuuuu
<210> 243
<211> 36
<212> RNA
<213> Homo
<400> 243
aucauuuuuu

<210> 244

sapiens

gcecgguuga aauc

sapiens

agauggcauu ucuaguuugg

sapiens

agauggcauu ucuag

sapiens

aaggaagaug gcauuucuag

sapiens

cucauaccuu cugcu

sapiens

cucauaccuu cugcuaggag cuaaaa

- 192 -
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30

25

30

25

36
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<400> 244
000

<210> 245
<211> 21
<212> RNA
<213> Homo
<400> 245
cacccaccau
<210> 246
<211> 22
<212> RNA

<213> Homo

<400> 246
aucaucucgu
<210> 247
<211> 21
<212> RNA
<213> Homo
<400> 247
uccugcauug
<210> 248
<211> 30
<212> RNA
<213> Homo
<400> 248
uccaacuggg
<210> 249
<211> 21
<212> RNA
<213> Homo
<400> 249

acuggggacg

<210> 250

sapiens

cacccucugu g

sapiens

ugauauccuc aa

sapiens

uugccuguaa g

sapiens

gacgccucug uuccaaaucc

sapiens

ccucuguucce a

- 193 -
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22

21

30

21
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<211> 20

<212> RNA

<213> Homo sapiens
<400> 250

ccguaaugau uguucuagec
<210> 251

<211> 20

<212> RNA

<213> Homo sapiens
<400> 251

uguuaaaaaa cuuacuucga
<210> 252

<211> 25

<212> RNA

<213> Homo sapiens
<400> 252

cauucaacug uugccuccgg uucug
<210> 253

<211> 24

<212> RNA

<213> Homo sapiens
<400> 253

cuguugccuc cgguucugaa ggug

<210> 254

<211> 31

<212> RNA

<213> Homo sapiens

<400> 254

cauucaacug uugccuccgg uucugaaggu g
<210> 255

<211> 21

<212> RNA

<213> Homo sapiens

<400> 255
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20

25

24
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uacuaaccuu
<210> 256
<211> 25

<212> RNA
<213> Homo
<400> 256
cugaaggugu
<210> 257
<211> 27

<212> RNA
<213> Homo
<400> 257

uguauaggga

<210> 258
<211> 25
<212> RNA
<213> Homo
<400> 258
cuaaccuugg
<210> 259
<211> 27
<212> RNA
<213> Homo
<400> 259
gguaucuuug
<210> 260
<211> 22
<212> RNA
<213> Homo
<400> 260
auucuuucaa
<210> 261
<211> 25

<212> RNA

gguuucugug a

sapiens

ucuuguacuu caucc

sapiens

cccuccuucce augacuc

sapiens

uuucugugau uuucu

sapiens

auacuaaccu ugguuuc

sapiens

cuagaauaaa ag

- 195 -

=T

21

25

27

25

27

22
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<213> Homo sapiens
<400> 261

gauucugaau ucuuucaacu agaau

<210> 262

<211> 20

<212> RNA

<213> Homo sapiens
<400> 262

aucccacuga uucugaauuc
<210> 263

<211> 22

<212> RNA

<213> Homo sapiens
<400> 263

uuggcucugg ccuguccuaa ga
<210> 264

<211> 30

<212> RNA

<213> Homo sapiens
<400> 264

cucuuuucca gguucaagug ggauacuage
<210> 265

<211> 31

<212> RNA

<213> Homo sapiens
<400> 265

caagcuuuuc uuuuaguugc ugcucuuuuc ¢

<210> 266

<211> 30

<212> RNA

<213> Homo sapiens
<400> 266

uauucuuuug uucuucuagc cuggagaaag

- 196 -

SIEdl

25
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22
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<210> 267
<211> 28

<212> RNA
<213> Homo
<400> 267
cugcuuccuc
<210> 268
<211> 26

<212> RNA
<213> Homo
<400> 268
ccaaugccau
<210> 269
<211> 20

<212> RNA
<213> Homo
<400> 269

uccuguagaa

<210> 270
<211> 27
<212> RNA
<213> Homo
<400> 270
ugcagaccuc
<210> 271
<211> 20
<212> RNA
<213> Homo
<400> 271
cuaccucuuu
<210> 272
<211> 20
<212> RNA

<213> Homo

sapiens

caaccCauaaa acaaauuc

sapiens

ccuggaguuc cuguaa

sapiens

uacuggcauc

sapiens

cugccaccge agauuca

sapiens

uuucugucug

sapiens

- 197 -

28

26

20

27

20
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<400> 272

uguuuuugag gauugcugaa
<210> 273

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

oligonucleotide

<400> 273

tggttcttac ccagccgecg

<210> 274

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 274

gttattcttt agaatggtgce

<210> 275

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 275

tgctattacc ttaacccaga

<210> 276

<211> 27

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 276

20
. Synthetic

20
. Synthetic

20
. Synthetic

20
. Synthetic

- 198 -
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ctgtgcttac cgggttttce acctccec
<210> 277

<211> 25

<212> DNA

<213> Artificial Sequence

=T

27

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 277
atcgtcgtga ctgtctgttg gaggg
<210> 278
<211> 20
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 278
gctcacgttg aggggcatcg
<210> 279
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 279
acgttgaggg gcatcgtcge
<210> 280
<211> 30
<212> RNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 280

ggggcaucgu cgugacuguc uguuggageg

30

- 199 -
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<210> 281
<211> 22
<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 281
cgucgugacu gucuguugga gg
<210> 282
<211> 22
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 282

cgtcgtgact gtctgttgga gg

<210> 283
<211> 28
<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 283
ggclaucgucg cgggaggcug cuggageg
<210> 284
<211> 28
<212> RNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 284
ccgegacaua ggacggagag cagagece
<210> 285

<211> 20

Synthetic

22
Synthetic

22
Synthetic

28
Synthetic

28

- 200 -
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 285
actgtgaggg cgatcgetge
<210> 286
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 286
acgatgagtg gcatagtcgc
<210> 287
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 287
ggcatcgtcg cgggaggctg
<210> 288
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 288
gggcatcgtc gcgggaggct
<210> 289
<211> 20

<212> DNA

Synthetic

Synthetic

Synthetic

Synthetic

- 201 -

20

20

20

20
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 289

ggggcatcgt cgcgggaggc

<210> 290
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 290
aggggcatcg tcgecgggagg
<210> 291
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 291
gaggggcatc gtcgegggag
<210> 292
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 292
tgaggggcat cgtcgeggga
<210> 293
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20

- 202 -
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 293
ttgaggggea tcgtcgeggg
<210> 294
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 294
gttgaggggc atcgtcgegg
<210> 295
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 295
cgttgagggg catcgtegeg
<210> 296
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 296

acgttgaggg gcatcgtcge

<210> 297
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

- 203 -
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oligonucleotide
<400> 297
aacgttgagg ggcatcgtcg
<210> 298
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 298
taacgttgag gggcatcgtc
<210> 299
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 299
ctaacgttga ggggcatcgt
<210> 300
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 300
gctaacgttg aggggcatcg
<210> 301
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

- 204 -
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<400> 301
agctaacgtt gaggggcatc 20
<210> 302
<211> 20
<212> DNA
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
oligonucleotide
<400> 302
aagctaacgt tgaggggcat 20
<210> 303
<211> 20
<212> DNA
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
oligonucleotide
<400> 303

gaagctaacg ttgaggggca 20

<210> 304

<211> 20

<212> DNA

<213> Rattus sp.

<400> 304

ctccgcaatg ctgaaaggtg 20
<210> 305

<211> 24

<212> RNA

<213> Rattus sp.

<400> 305

ggegugecuc aaacauggug gegg 24
<210> 306

<211> 27

<212> DNA

<213> Rattus sp.

- 205 -
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<400> 306

ctgtgcttac cgggttttcec acctccec

<210> 307

<211> 25

<212> DNA

<213> Rattus sp.

<400> 307

atcgtcgtga ctgtctgttg gaggg

<210> 308

<211> 20

<212> DNA

<213> Rattus sp.
<400> 308

gctcacgttg aggggcatcg
<210> 309

<211> 20

<212> DNA

<213> Rattus sp.
<400> 309

ggtcactcac cggtagagaa
<210> 310

<211> 20

<212> DNA

<213> Rattus sp.
<400> 310

gggttccaag tctataaagg
<210> 311

<211> 14

<212> DNA

<213> Homo sapiens
<400> 311

tgtgtctttt ccag

<210> 312

- 206 -

27

25

20

20

20

14
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<211> 23

<212> DNA

<213> Homo sapiens

<400> 312

tttggagact gccagggacc atg 23
<210> 313

<211> 20

<212> DNA

<213> Homo sapiens

<400> 313

catggtccct ggcagtctcce 20
<210> 314

<211> 36

<212> DNA

<213> Homo sapiens

<400> 314

tcaatgggca aaacatggtc cctggcagtc tccaaa 36
<210> 315

<211> 15

<212> DNA

<213> Homo sapiens

<400> 315

tttgtgttct cccag 15

<210> 316

<211> 23

<212> DNA

<213> Homo sapiens

<400> 316

ggaaacagaa gtacctgtge gec 23
<210> 317

<211> 18

<212> DNA

<213> Homo sapiens

<400> 317

- 207 -



ggcgceacagg
<210> 318
<211> 36
<212> DNA
<213> Homo
<400> 318
aatcatttct
<210> 319
<211> 18
<212> DNA
<213> Homo
<400> 319

ccectgeage

<210> 320
<211> 37
<212> DNA
<213> Homo
<400> 320
gaggcaggec
<210> 321
<211> 20
<212> DNA
<213> Homo
<400> 321
ggcatcgtcg
<210> 322
<211> 20
<212> DNA
<213> Homo
<400> 322
gggcatcgtc
<210> 323
<211> 20

<212> DNA

tacttctg

sapiens

gctggegecac aggtacttct gtttee

sapiens

acgcgggt

sapiens

cggcaggacc ccctgcagceca cgegggt

sapiens

cgggaggctg

sapiens

gcgggaggcet

- 208 -

=T

18

36

18

37

20

20
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<213> Homo sapiens
<400> 323

ggggcatcgt cgecgggagge

<210> 324

<211> 20

<212> DNA

<213> Homo sapiens
<400> 324

aggggcatcg tcgecgggagg
<210> 325

<211> 20

<212> DNA

<213> Homo sapiens
<400> 325

gaggggcatc gtcgegggag
<210> 326

<211> 20

<212> DNA

<213> Homo sapiens
<400> 326

tgaggggcat cgtcgeggga
<210> 327

<211> 20

<212> DNA

<213> Homo sapiens
<400> 327

ttgaggggca tcgtegeggg

<210> 328

<211> 20

<212> DNA

<213> Homo sapiens
<400> 328

gttgaggggc atcgtcgegg

- 209 -

20

20

20

20

20

20
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<210> 329
<211> 20
<212> DNA
<213> Homo
<400> 329
cgttgagggg
<210> 330
<211> 20
<212> DNA
<213> Homo
<400> 330
acgttgaggg
<210> 331
<211> 20
<212> DNA
<213> Homo

<400> 331

aacgttgagg

<210> 332
<211> 20
<212> DNA
<213> Homo
<400> 332
taacgttgag
<210> 333
<211> 20
<212> DNA
<213> Homo
<400> 333
ctaacgttga
<210> 334
<211> 20
<212> DNA

<213> Homo

sapiens

catcgtcgceg

sapiens

gcatcgtcge

sapiens

ggcatcgtcg

sapiens

gggcatcgtc

sapiens

ggggcatcgt

sapiens

-210 -
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<400> 334

gctaacgttg aggggcatcg
<210> 335

<211> 20

<212> DNA

<213> Homo sapiens
<400> 335

agctaacgtt gaggggcatc

<210> 336

<211> 20

<212> DNA

<213> Homo sapiens
<400> 336

aagctaacgt tgaggggcat
<210> 337

<211> 20

<212> DNA

<213> Homo sapiens
<400> 337

gaagctaacg ttgaggggca
<210> 338

<211> 20

<212> DNA

<213> Homo sapiens
<400> 338

tcctcatctt cttgttecte
<210> 339

<211> 36

<212> DNA

<213> Homo sapiens
<400> 339

aacaacatcg atttcttcct catcttcttg ttecte

<210> 340

20

20

20

20

20

36

-211 -
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<211> 18
<212> DNA
<213> Homo
<400> 340
cccggaaggc
<210> 341
<211> 36
<212> DNA
<213> Homo
<400> 341
tcctecatgg
<210> 342
<211> 19
<212> DNA
<213> Homo
<400> 342
ctactggecg
<210> 343
<211> 36
<212> DNA
<213> Homo
<400> 343

gctcaaagtc

<210> 344
<211> 27

<212> DNA

sapiens

agtctggc

sapiens

cagtgacccg gaaggcagtc tggetg

sapiens

ctgaagggc

sapiens

agatgctact ggccgctgaa gggctt

<213> Human immunodeficiency virus 1

<400> 344
tcgtcggtcet
<210> 345
<211> 20

<212> DNA

ctcegettet tcttgee

<213> Human immunodeficiency virus 1

<400> 345

SIEdl

18

36

19

36

27
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ctctggtggt gggtaagggt
<210> 346
<211> 37

<212> DNA

<213> Human immunodeficiency virus 1

<400> 346

cgggtctgtce gggttcececte tggtggtggg taagggt

<210> 347

<211> 30
<
212> RNA

<213> Rattus sp.

<400> 347

ggggcaucgu cgugacuguc uguuggageg

<210> 348

<211> 22

<212> RNA

<213> Rattus sp.

<400> 348

cgucgugacu gucuguugga gg
<210> 349

<211> 22

<212> DNA

<213> Rattus sp.

<400> 349

cgtcgtgact gtctgttgga gg
<210> 350

<211> 28

<212> RNA

<213> Homo sapiens

<400> 350

ggcaucgucg cgggaggcug cuggagceg

<210> 351

<211> 28

- 213 -
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30
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22
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<212> RNA

<213> Rattus sp.

<400> 351

ccgegacaua ggacggagag cagagecc
<210> 352

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 352
ctgcaggtaa aagcatatgg atcaa
<210> 353
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 353

atcgcctgca ggtaaaagca tatgg
<210> 354

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 354
gtcaaatcgc ctgcaggtaa aagca
<210> 355
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

Synthetic

Synthetic

Synthetic

Synthetic

- 214 -
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25

25

25
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<400> 355

gatctgtcaa atcgcctgeca ggtaa

<210> 356
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 356
caacagatct gtcaaatcgc ctgca
<210> 357
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 357
tttctcaaca gatctgtcaa atcgc
<210> 358
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 358
ccatttctca acagatctgt caaat
<210> 359
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 359

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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ataatgaaaa cgccgccatt tctca
<210> 360

<211> 25

<212> DNA

<213> Artificial Sequence

=T

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 360
aaatatcttt atatcataat gaaaa
<210> 361
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 361
tgttagccac tgattaaata tcttt
<210> 362
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 362

aaactgttca gcttctgtta geccac

<210> 363
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 363

ttgtgtcttt ctgagaaact gttca

25
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<210> 364
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 364
ccaattctca ggaatttgtg tecttt
<210> 365
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 365
gtatttagca tgttcccaat tctca
<210> 366
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 366
cttaagatac catttgtatt tagca
<210> 367
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 367
cttaccttaa gataccattt gtatt

<210> 368

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 368
aaagacttac cttaagatac cattt
<210> 369
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 369

aaatcaaaga cttaccttaa gatac

<210> 370
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 370
aaaacaaatc aaagacttac cttaa
<210> 371
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 371
tcgaaaaaac aaatcaaaga cttac
<210> 372
<211> 25

<212> DNA

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 372
ctgtaagata ccaaaaaggc aaaac
<210> 373
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 373
cctgtaagat accaaaaagg caaaa
<210> 374
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 374
agttcctgta agataccaaa aaggc
<210> 375
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 375
gagttcctgt aagataccaa aaagg
<210> 376
<211> 25
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 376

cctggagttc ctgtaagata ccaaa

<210> 377
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 377
tcctggagtt cctgtaagat accaa
<210> 378
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 378
gccatcctgg agttcctgta agata
<210> 379
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 379
tgccatcctg gagttcctgt aagat
<210> 380
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

- 220 -

10-2019-0104381



oligonucleotide
<400> 380
ccaatgccat cctggagttc ctgta
<210> 381
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 381
cccaatgcca tcctggagtt cctgt
<210> 382
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 382
gctgeccaat gecatcctgg agttce
<210> 383
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 383

cgctgeccaa tgccatectg gagtt

<210> 384
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

Synthetic

Synthetic

Synthetic

Synthetic
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25

25

25
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<400> 384

aacagtttgc cgctgeccaa tgcca
<210> 385

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 385
ctgacaacag tttgccgetg cccaa
<210> 386
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 386
gttgcattca atgttctgac aacag
<210> 387
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 387
gctgaattat ttcttcccca gttge
<210> 388
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 388

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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attatttctt ccccagttge attca
<210> 389

<211> 25

<212> DNA

<213> Artificial Sequence

SIEdl

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 389
ggcatctgtt tttgaggatt gctga
<210> 390
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 390

tttgaggatt gctgaattat ttctt

<210> 391
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 391
aatttttcct gtagaatact ggcat
<210> 392
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 392
atactggcat ctgtttttga ggatt

<210> 393

25
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<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 393
accgcagatt caggcttccc aattt
<210> 394
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 394
aatttttcct gtagaatact ggcat
<210> 395
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 395
ctgtttgcag acctcctgcec accge
<210> 396
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 396
agattcaggc ttcccaattt ttcct
<210> 397

<211> 25

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 397

ctcttttttc tgtctgacag ctgtt

<210> 398
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 398
acctcctgec accgcagatt caggc
<210> 399
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 399
cctacctctt ttttctgtct gacag
<210> 400
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 400
gacagctgtt tgcagacctc ctgec
<210> 401
<211> 25

<212> DNA

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 401
gtcgeectac ctetttttte tgtet
<210> 402
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 402
gatctgtcgce cctacctett tttte
<210> 403
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 403
tattagatct gtcgccctac ctett
<210> 404
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 404

attcctatta gatctgtcge cctac

<210> 405
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 405
agataccaaa aaggcaaaac
<210> 406
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 406
aagataccaa aaaggcaaaa
<210> 407
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 407
cctgtaagat accaaaaagg
<210> 408
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 408
gagttcctgt aagataccaa
<210> 409
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 409
tcctggagtt cctgtaagat
<210> 410
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 410
tgccatcctg gagttectgt
<210> 411
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 411

cccaatgcca tcctggagtt

<210> 412
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 412
cgctgeccaa tgccatectg
<210> 413
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 413

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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ctgacaacag tttgccgcetg
<210> 414

<211> 20

<212> DNA

<213> Artificial Sequence

=T

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 414
gttgcattca atgttctgac
<210> 415
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 415
attatttctt ccccagttgce
<210> 416
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 416
tttgaggatt gctgaattat
<210> 417
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 417

atactggcat ctgtttttga

20
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<210> 418
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 418

aatttttcct gtagaatact

<210> 419
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 419
agattcaggc ttcccaattt
<210> 420
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 420
acctcctgec accgcagatt
<210> 421
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 421
gacagctgtt tgcagacctc

<210> 422

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 422
ctcttttttc tgtctgacag
<210> 423
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 423
cctacctctt ttttctgtct
<210> 424
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 424
gtcgecctac ctetttttte
<210> 425
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 425

gatctgtcgce cctacctett

<210> 426

<211> 20

Synthetic

Synthetic

Synthetic

Synthetic
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20

20
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 426
tattagatct gtcgccctac
<210> 427
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 427
attcctatta gatctgtcge
<210> 428
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 428
gggggatttg agaaaataaa attac
<210> 429
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 429
atttgagaaa ataaaattac cttga
<210> 430
<211> 25
<212> DNA

<213> Artificial Sequence

Synthetic

20
Synthetic

20
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 430
ctagcctgga gaaagaagaa taaaa
<210> 431
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 431
agaaaataaa attaccttga cttgc
<210> 432
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 432

ttcttctage ctggagaaag aagaa

<210> 433
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 433
ataaaattac cttgacttgc tcaag
<210> 434
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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oligonucleotide
<400> 434
ttttgttctt ctagecctgga gaaag
<210> 435
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 435
attaccttga cttgctcaag ctttt
<210> 436
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 436
tattcttttg ttcttctage ctgga
<210> 437
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 437
cttgacttgc tcaagectttt ctttt
<210> 438
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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<400> 438

caagatattc ttttgttctt ctagc
<210> 439

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 439

cttttagttg ctgctctttt ccagg

<210> 440
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 440
ccaggttcaa gtgggatact agcaa
<210> 441
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 441
atctctttga aattctgaca agata
<210> 442
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 442

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

- 235 -

10-2019-0104381



agcaatgtta tctgcttcct ccaac
<210> 443

<211> 25

<212> DNA

<213> Artificial Sequence

=T

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 443
aacaaattca tttaaatctc tttga
<210> 444
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 444
ccaaccataa aacaaattca tttaa
<210> 445
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 445
ttcctccaac cataaaacaa attca
<210> 446
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 446

tttaaatctc tttgaaattc tgaca

25
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<210> 447
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 447
tgacaagata ttcttttgtt cttct
<210> 448
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 448
ttcaagtggg atactagcaa tgtta
<210> 449
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 449
agatattctt ttgttcttct agcct
<210> 450
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 450
ctgctetttt ccaggttcaa gtggg
<210> 451

<211> 25

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 451
ttettttgtt cttctagect ggaga
<210> 452
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 452
cttttctttt agttgetget ctttt
<210> 453
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 453

ttgttcttct agcctggaga aagaa

<210> 454
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 454
cttctagcct ggagaaagaa gaata
<210> 455
<211> 25

<212> DNA

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 455
agcctggaga aagaagaata aaatt
<210> 456
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 456
ctggagaaag aagaataaaa ttgtt
<210> 457
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 457
gaaagaagaa taaaattgtt
<210> 458
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 458
ggagaaagaa gaataaaatt
<210> 459
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

20
Synthetic

20
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 459
agcctggaga aagaagaata
<210> 460
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 460

cttctagcct ggagaaagaa

<210> 461
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 461
ttgttcttct agcctggaga
<210> 462
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 462
ttcttttgtt cttctagect
<210> 463
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 463
tgacaagata ttcttttgtt
<210> 464
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 464
atctctttga aattctgaca
<210> 465
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 465
aacaaattca tttaaatctc
<210> 466
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 466
ttcctccaac cataaaacaa
<210> 467
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 467

Synthetic

Synthetic

Synthetic

Synthetic
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agcaatgtta tctgcttcect

<210> 468
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 468
ttcaagtggg atactagcaa
<210> 469
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 469
ctgctctttt ccaggttcaa
<210> 470
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 470
cttttctttt agttgctgct
<210> 471
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 471

cttgacttgc tcaagctttt

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<210> 472
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 472
attaccttga cttgctcaag
<210> 473
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 473
ataaaattac cttgacttgc
<210> 474
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 474

agaaaataaa attaccttga

<210> 475
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 475
atttgagaaa ataaaattac

<210> 476

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 476
gggggatttg agaaaataaa
<210> 477
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 477
ctgaaacaga caaatgcaac aacgt
<210> 478
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 478
agtaactgaa acagacaaat gcaac
<210> 479
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 479
ccaccagtaa ctgaaacaga caaat
<210> 480

<211> 25

Synthetic

20
Synthetic

25
Synthetic

25
Synthetic

25

- 244 -

10-2019-0104381



<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 480
ctcttccacc agtaactgaa acaga
<210> 481
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 481

ggcaactctt ccaccagtaa ctgaa

<210> 482
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 482
gcaggggcaa ctcttccacc agtaa
<210> 483
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 483
ctggcgcagg ggcaactctt ccacc
<210> 484
<211> 25

<212> DNA

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 484
tttaattgtt tgagaattcc ctggc
<210> 485
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 485
ttgtttgaga attccctggc gcagg
<210> 486
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 486
gcacgggtcc tccagtttca tttaa
<210> 487
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 487
tccagtttca tttaattgtt tgaga
<210> 488
<211> 25
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 488

gcttatggga gcacttacaa gcacg

<210> 489
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 489
tacaagcacg ggtcctccag tttca
<210> 490
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 490
agtttatctt gctcttctgg getta
<210> 491
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 491
tctgcttgag cttattttca agttt
<210> 492
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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oligonucleotide
<400> 492
atcttgctct tctgggetta tggga
<210> 493
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 493
ctttatccac tggagatttg tctgc
<210> 494
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 494
cttattttca agtttatctt gctct
<210> 495
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 495

ctaaccttta tccactggag atttg

<210> 496
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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<400> 496

atttgtctge ttgagcttat tttca
<210> 497

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 497
aatgtctaac ctttatccac tggag
<210> 498
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 498
tggttaatgt ctaaccttta tccac
<210> 499
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 499
agagatggtt aatgtctaac cttta
<210> 500
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 500

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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acggaagaga tggttaatgt ctaac
<210> 501

<211> 20

<212> DNA

<213> Artificial Sequence

SIEdl

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 501
acagacaaat gcaacaacgt
<210> 502
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 502

ctgaaacaga caaatgcaac

<210> 503
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 503
agtaactgaa acagacaaat
<210> 504
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 504
ccaccagtaa ctgaaacaga

<210> 505

20
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<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 505
ctcttccacc agtaactgaa
<210> 506
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 506
ggcaactctt ccaccagtaa
<210> 507
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 507
ctggcgcagg ggcaactcett
<210> 508
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 508
ttgtttgaga attccctgge
<210> 509

<211> 20

Synthetic

Synthetic

Synthetic

Synthetic
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20

20

20
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 509

tccagtttca tttaattgtt

<210> 510
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 510
tacaagcacg ggtcctccag
<210> 511
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 511
gcttatggga gcacttacaa
<210> 512
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 512
atcttgctct tctgggetta
<210> 513
<211> 20

<212> DNA

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 513
cttattttca agtttatctt
<210> 514
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 514
atttgtctge ttgagcttat
<210> 515
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 515
ctttatccac tggagatttg
<210> 516
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 516

ctaaccttta tccactggag

<210> 517
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 517
aatgtctaac ctttatccac
<210> 518
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 518
tggttaatgt ctaaccttta
<210> 519
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 519
agagatggtt aatgtctaac
<210> 520
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 520
acggaagaga tggttaatgt
<210> 521
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 521
ctgaaaggaa aatacatttt aaaaa
<210> 522
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 522
cctgaaagga aaatacattt taaaa
<210> 523
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 523

gaaacctgaa aggaaaatac atttt

<210> 524
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 524
ggaaacctga aaggaaaata cattt
<210> 525
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 525

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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ctctggaaac ctgaaaggaa aatac
<210> 526

<211> 25

<212> DNA

<213> Artificial Sequence

=T

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 526
gctctggaaa cctgaaagga aaata
<210> 527
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 527
taaagctctg gaaacctgaa aggaa
<210> 528
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 528
gtaaagctct ggaaacctga aagga
<210> 529
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 529

tcaggtaaag ctctggaaac ctgaa

25
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<210> 530
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 530

ctcaggtaaa gctctggaaa cctga

<210> 531
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 531
gtttctcagg taaagctctg gaaac
<210> 532
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 532
tgtttctcag gtaaagctct ggaaa
<210> 533
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 533
aatttctcct tgtttctcag gtaaa

<210> 534

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 534
tttgagcttc aatttctect tgttt
<210> 535
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 535
ttttatttga gcttcaattt ctect
<210> 536
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 536
aagctgccca aggtctttta tttga
<210> 537
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 537

aggtcttcaa getttttttc aagct

<210> 538

<211> 25

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25

- 258 -

10-2019-0104381



<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 538
ttcaagcttt ttttcaagct gccca
<210> 539
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 539
gatgatttaa ctgctcttca aggtc
<210> 540
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 540
ctgctcttca aggtcttcaa gettt
<210> 541
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 541
aggagataac cacagcagca gatga
<210> 542
<211> 25
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 542
cagcagatga tttaactgct cttca
<210> 543
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 543
atttccaact gattcctaat aggag
<210> 544
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 544

cttggtttgg ttggttataa atttc

<210> 545
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 545
caactgattc ctaataggag ataac
<210> 546
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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oligonucleotide
<400> 546
cttaacgtca aatggtcctt cttgg
<210> 547
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 547
ttggttataa atttccaact gattc
<210> 548
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 548
cctaccttaa cgtcaaatgg tcctt
<210> 549
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 549
tccttettgg tttggttggt tataa
<210> 550
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

Synthetic

Synthetic

Synthetic

Synthetic
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25

25

25
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<400> 550

agttccctac cttaacgtca aatgg
<210> 551

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 551

caaaaagttc cctaccttaa cgtca

<210> 552
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 552
taaagcaaaa agttccctac cttaa
<210> 553
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 553
atatttaaag caaaaagttc cctac
<210> 554
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 554

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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aggaaaatac attttaaaaa
<210> 555

<211> 20

<212> DNA

<213> Artificial Sequence

=T

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 555
aaggaaaata cattttaaaa
<210> 556
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 556
cctgaaagga aaatacattt
<210> 557
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 557
ggaaacctga aaggaaaata
<210> 558
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 558

gctctggaaa cctgaaagga

20
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<210> 559
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 559
gtaaagctct ggaaacctga
<210> 560
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 560
ctcaggtaaa gctctggaaa
<210> 561
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 561
aatttctcct tgtttctcag
<210> 562
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 562
ttttatttga gecttcaattt
<210> 563

<211> 20

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 563
aagctgccca aggtctttta
<210> 564
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 564
ttcaagcttt ttttcaagct
<210> 565
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 565

ctgctcttca aggtcttcaa

<210> 566
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 566
cagcagatga tttaactgct
<210> 567
<211> 20

<212> DNA

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 567
aggagataac cacagcagca
<210> 568
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 568
caactgattc ctaataggag
<210> 569
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 569
ttggttataa atttccaact
<210> 570
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 570
tccttettgg tttggttggt
<210> 571
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 571
cttaacgtca aatggtcctt
<210> 572
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 572

cctaccttaa cgtcaaatgg

<210> 573
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 573
agttccctac cttaacgtca
<210> 574
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 574
caaaaagttc cctaccttaa
<210> 575
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 575
taaagcaaaa agttccctac
<210> 576
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 576
atatttaaag caaaaagttc
<210> 577
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 577
ctggggaaaa gaacccatat agtgc
<210> 578
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 578
tcctggggaa aagaacccat atagt
<210> 579
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 579

20
Synthetic

20
Synthetic

25
Synthetic

25
Synthetic
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gtttcctggg gaaaagaacc catat

<210> 580
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 580
cagtttcctg gggaaaagaa cccat
<210> 581
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 581
tttcagtttc ctggggaaaa gaacc
<210> 582
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 582
tatttcagtt tcctggggaa aagaa
<210> 583
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 583

tgctatttca gtttcctggg gaaaa

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<210> 584
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 584
actgctattt cagtttcctg gggaa
<210> 585
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 585
tgaactgcta tttcagtttc ctggg
<210> 586
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 586

cttgaactgc tatttcagtt tcctg

<210> 587
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 587
tagcttgaac tgctatttca gtttc

<210> 588

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 588
tttagcttga actgctattt cagtt
<210> 589
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 589
ttccacatcc ggttgtttag cttga
<210> 590
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 590
tgcectttag acaaaatctce ttcca
<210> 591
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 591
tttagacaaa atctcttcca catcc
<210> 592

<211> 25

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 592
gtttttectt gtacaaatge tgccc
<210> 593
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 593

gtacaaatgc tgccctttag acaaa

<210> 594
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 594
cttcactggc tgagtggcetg gtttt
<210> 595
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 595
ggctggtttt tccttgtaca aatge
<210> 596
<211> 25

<212> DNA

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 596
attaccttca ctggctgagt ggctg
<210> 597
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 597
gcttcattac cttcactgge tgagt
<210> 598
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 598
aggttgcttc attaccttca ctggce
<210> 599
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 599
gctagaggtt gcttcattac cttca
<210> 600
<211> 25
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 600

atattgctag aggttgcttc attac

<210> 601
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 601
gaaaagaacc catatagtgce
<210> 602
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 602
gggaaaagaa cccatatagt
<210> 603
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 603
tcctggggaa aagaacccat
<210> 604
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

25
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 604
cagtttcctg gggaaaagaa
<210> 605
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 605
tatttcagtt tcctggggaa
<210> 606
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 606
actgctattt cagtttcctg
<210> 607
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 607

cttgaactgc tatttcagtt

<210> 608
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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<400> 608

tttagcttga actgctattt
<210> 609

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 609
ttccacatcc ggttgtttag
<210> 610
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 610
tttagacaaa atctcttcca
<210> 611
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 611
gtacaaatgc tgccctttag
<210> 612
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 612

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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ggctggtttt tccttgtaca
<210> 613

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 613
cttcactgge tgagtggctg
<210> 614
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 614

attaccttca ctggctgagt

<210> 615
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 615
gcttcattac cttcactgge
<210> 616
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 616
aggttgcttc attaccttca

<210> 617

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 617
gctagaggtt gcttcattac
<210> 618
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 618
atattgctag aggttgcttc
<210> 619
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 619
ctttaacaga aaagcataca catta
<210> 620
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 620
tcctctttaa cagaaaagca tacac
<210> 621

<211> 25

Synthetic

20
Synthetic

20
Synthetic

25
Synthetic

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 621

ttcctettta acagaaaagc ataca

<210> 622
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 622
taacttcctc tttaacagaa aagca
<210> 623
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 623
ctaacttcct ctttaacaga aaagc
<210> 624
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 624
tcttctaact tcctctttaa cagaa
<210> 625
<211> 25

<212> DNA

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 625
atcttctaac ttcctcttta acaga
<210> 626
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 626
tcagatcttc taacttcctc tttaa
<210> 627
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 627
ctcagatctt ctaacttcct cttta
<210> 628
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 628

agagctcaga tcttctaact tcctce

<210> 629
<211> 25
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 629
cagagctcag atcttctaac ttcct
<210> 630
<211> 24
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 630
cactcagagc tcagatcttc tact
<210> 631
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 631
ccttccactc agagctcaga tcecttce
<210> 632
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 632
gtaaacggtt taccgccttc cactc
<210> 633
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

25
Synthetic

24
Synthetic

25
Synthetic

25
Synthetic
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oligonucleotide
<400> 633
ctttgcectce agcectcttgaa gtaaa
<210> 634
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 634
ccctcagcetce ttgaagtaaa cggtt
<210> 635
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 635

ccaggagcta ggtcaggcetg ctttg

<210> 636
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 636
ggtcaggcetg ctttgeccte agetce
<210> 637
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 637

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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aggctccaat agtggtcagt ccagg
<210> 638

<211> 25

<212> DNA

<213> Artificial Sequence

=T

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 638
tcagtccagg agctaggtca ggctg
<210> 639
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 639
cttacaggct ccaatagtgg tcagt
<210> 640
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 640
gtatacttac aggctccaat agtgg
<210> 641
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 641

atccagtata cttacaggct ccaat

25
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<210> 642
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 642

atgggatcca gtatacttac aggct

<210> 643
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 643
agagaatggg atccagtata cttac
<210> 644
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 644
acagaaaagc atacacatta
<210> 645
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 645
tttaacagaa aagcatacac

<210> 646

Synthetic

25
Synthetic

25
Synthetic

20
Synthetic

20
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<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 646
tcctectttaa cagaaaagca
<210> 647
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 647
taacttcctc tttaacagaa
<210> 648
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 648
tcttctaact tcctctttaa
<210> 649
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 649

tcagatcttc taacttcctc

<210> 650

<211> 20

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20

- 285 -

10-2019-0104381



<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 650
ccttccactc agagctcaga
<210> 651
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 651
gtaaacggtt taccgccttce
<210> 652
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 652
ccctcagcete ttgaagtaaa
<210> 653
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 653
ggtcaggetg ctttgcecectce
<210> 654
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 654
tcagtccagg agctaggtca
<210> 655
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 655
aggctccaat agtggtcagt
<210> 656
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 656

cttacaggct ccaatagtgg

<210> 657
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 657
gtatacttac aggctccaat
<210> 658
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 658
atccagtata cttacaggct
<210> 659
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 659
atgggatcca gtatacttac
<210> 660
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 660
agagaatggg atccagtata
<210> 661
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 661
ctaaaatatt ttgggttttt gcaaaa
<210> 662
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

20
Synthetic

20
Synthetic

20
Synthetic

26
Synthetic
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<400> 662

gctaaaatat tttgggtttt tgcaaa
<210> 663

<211> 26

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 663

taggagctaa aatattttgg gttttt

<210> 664
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 664
agtaggagct aaaatatttt gggtt
<210> 665
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 665
tgagtaggag ctaaaatatt ttggg
<210> 666
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 666

26
Synthetic

26
Synthetic

25
Synthetic

25
Synthetic
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ctgagtagga gctaaaatat tttggg
<210> 667

<211> 25

<212> DNA

<213> Artificial Sequence

=T

26

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 667
cagtctgagt aggagctaaa atatt
<210> 668
<211> 26
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 668
acagtctgag taggagctaa aatatt
<210> 669
<211> 26
<212> DNA

<213> Artificial Sequence

26

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 669
gagtaacagt ctgagtagga gctaaa
<210> 670
<211> 25
<212> DNA

<213> Artificial Sequence

26

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 670

cagagtaaca gtctgagtag gagct

25
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<210> 671
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 671
caccagagta acagtctgag taggag
<210> 672
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 672
gtcaccagag taacagtctg agtag
<210> 673
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 673
aaccacaggt tgtgtcacca gagtaa
<210> 674
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 674
gttgtgtcac cagagtaaca gtctg
<210> 675

<211> 26

Synthetic

Synthetic

Synthetic

Synthetic
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26

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 675
tggcagtttc cttagtaacc acaggt
<210> 676
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 676
atttctagtt tggagatgge agtttc
<210> 677
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 677

ggaagatggc atttctagtt tggag

<210> 678
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 678
catcaaggaa gatggcattt ctagtt
<210> 679
<211> 26

<212> DNA

Synthetic

26
Synthetic

26
Synthetic

25
Synthetic

26
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 679
gagcaggtac ctccaacatc aaggaa
<210> 680
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 680
atctgccaga gcaggtacct ccaac
<210> 681
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 681
aagttctgtc caagcccggt tgaaat
<210> 682
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 682
cggttgaaat ctgccagagc aggtac
<210> 683
<211> 26
<212> DNA

<213> Artificial Sequence

Synthetic

26
Synthetic

25
Synthetic

26
Synthetic

26
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 683
gagaaagcca gtcggtaagt tctgtce
<210> 684
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 684

gtcggtaagt tctgtccaag cccgg

<210> 685
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 685
ataacttgat caagcagaga aagcca
<210> 686
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 686
aagcagagaa agccagtcgg taagt
<210> 687
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

26
Synthetic

25
Synthetic

26
Synthetic

25
Synthetic
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oligonucleotide
<400> 687
caccctctgt gattttataa cttgat
<210> 688
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 688
caaggtcacc caccatcacc ctctgt
<210> 689
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 689
catcaccctc tgtgatttta taact
<210> 690
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 690
cttctgcttg atgatcatct cgttga
<210> 691
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 691

26
Synthetic

26
Synthetic

25
Synthetic

26
Synthetic
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ccttetgett gatgatcatc tegttg

<210> 692
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 692
atctcgttga tatcctcaag gtcacc
<210> 693
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 693
tcataccttc tgcttgatga tcatct
<210> 694
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 694
tcattttttc tcataccttc tgcttg
<210> 695
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 695

ttttctcata ccttctgett gatgat

26
Synthetic

26
Synthetic

26
Synthetic

26
Synthetic

26
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<210> 696
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 696
ttttatcatt ttttctcata ccttct
<210> 697
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 697
ccaactttta tcattttttc tcatac
<210> 698
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 698

atattttggg tttttgcaaa

<210> 699
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 699
aaaatatttt gggtttttgce

<210> 700

Synthetic

26
Synthetic

26
Synthetic

20
Synthetic

20
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<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 700
gagctaaaat attttgggtt
<210> 701
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 701
agtaggagct aaaatatttt
<210> 702
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 702
gtctgagtag gagctaaaat
<210> 703
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 703
taacagtctg agtaggagct
<210> 704

<211> 20

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 704
cagagtaaca gtctgagtag
<210> 705
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 705

cacaggttgt gtcaccagag

<210> 706
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 706
agtttcctta gtaaccacag
<210> 707
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 707
tagtttggag atggcagttt
<210> 708
<211> 20

<212> DNA

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 708
ggaagatggc atttctagtt
<210> 709
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 709
tacctccaac atcaaggaag
<210> 710
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 710
atctgccaga gcaggtacct
<210> 711
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 711
ccaagcccgg ttgaaatctg
<210> 712
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 712

gtcggtaagt tctgtccaag

<210> 713
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 713
aagcagagaa agccagtcgg
<210> 714
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 714
ttttataact tgatcaagca
<210> 715
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 715
catcaccctc tgtgatttta
<210> 716
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 716
ctcaaggtca cccaccatca
<210> 717
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 717
catctcgttg atatcctcaa
<210> 718
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 718
cttctgcttg atgatcatct
<210> 719
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 719

cataccttct gcttgatgat

<210> 720
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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<400> 720

tttctcatac cttctgettg
<210> 721

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 721
cattttttct cataccttct
<210> 722
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 722
tttatcattt tttctcatac
<210> 723
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 723
caacttttat cattttttct
<210> 724
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 724

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

- 303 -

10-2019-0104381



ctgtaagaac aaatatccct tagta
<210> 725

<211> 25

<212> DNA

<213> Artificial Sequence

SIEdl

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 725
tgcctgtaag aacaaatatc cctta
<210> 726
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 726

gttgcctgta agaacaaata tccct

<210> 727
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 727
attgttgcct gtaagaacaa atatc
<210> 728
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 728
gcattgttgc ctgtaagaac aaata

<210> 729

25
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<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 729
cctgcattgt tgcctgtaag aacaa
<210> 730
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 730
atcctgcatt gttgcctgta agaac
<210> 731
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 731
caaatcctgc attgttgect gtaag
<210> 732
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 732
tccaaatcct gcattgttge ctgta
<210> 733

<211> 25

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 733

tgttccaaat cctgcattgt tgect

<210> 734
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 734
tctgttccaa atcctgecatt gttge
<210> 735
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 735
aactggggac gcctctgttc caaat
<210> 736
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 736
gcctetgtte caaatcctge attgt
<210> 737
<211> 25

<212> DNA

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 737
cagcggtaat gagttcttcc aactg
<210> 738
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 738
cttccaactg gggacgectce tgtte
<210> 739
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 739
cttgtttttc aaattttggg cagcg
<210> 740
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 740

ctagcctctt gattgetggt cttgt

<210> 741
<211> 25
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 741
ttttcaaatt ttgggcagcg gtaat
<210> 742
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 742
ttcgatccgt aatgattgtt ctagc
<210> 743
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 743
gattgctggt cttgtttttc aaatt
<210> 744
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 744
cttacttcga tccgtaatga ttgtt
<210> 745
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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oligonucleotide
<400> 745
ttgttctage ctcttgattg ctggt
<210> 746
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 746
aaaaacttac ttcgatccgt aatga
<210> 747
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 747

tgttaaaaaa cttacttcga tccgt

<210> 748
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 748
atgcttgtta aaaaacttac ttcga
<210> 749
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 749

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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gtcccatget tgttaaaaaa cttac
<210> 750

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 750
agaacaaata tcccttagta
<210> 751
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 751
gtaagaacaa atatccctta
<210> 752
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 752
tgcctgtaag aacaaatatc
<210> 753
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 753

attgttgcct gtaagaacaa

25
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<210> 754
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 754

cctgcattgt tgcctgtaag

<210> 755
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 755
caaatcctgc attgttgect
<210> 756
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 756
gectetgtte caaatcctge
<210> 757
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 757
cttccaactg gggacgectce

<210> 758

Synthetic

Synthetic

Synthetic

Synthetic
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<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 758
cagcggtaat gagttcttcc
<210> 759
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 759
ttttcaaatt ttgggcagcg
<210> 760
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 760
gattgctggt cttgttttte
<210> 761
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 761

ttgttctage ctcttgattg

<210> 762

<211> 20

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 762
ttcgatccgt aatgattgtt
<210> 763
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 763
cttacttcga tccgtaatga
<210> 764
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 764
aaaaacttac ttcgatccgt
<210> 765
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 765
tgttaaaaaa cttacttcga
<210> 766
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 766
atgcttgtta aaaaacttac
<210> 767
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 767
gtcccatget tgttaaaaaa
<210> 768
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 768

ctagaataaa aggaaaaata aatat

<210> 769
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 769
aactagaata aaaggaaaaa taaat
<210> 770
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

25
Synthetic

25
Synthetic
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oligonucleotide
<400> 770
ttcaactaga ataaaaggaa aaata
<210> 771
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 771
ctttcaacta gaataaaagg aaaaa
<210> 772
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 772
attctttcaa ctagaataaa aggaa
<210> 773
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 773
gaattctttc aactagaata aaagg
<210> 774
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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<400> 774

tctgaattct ttcaactaga ataaa
<210> 775

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 775

attctgaatt ctttcaacta gaata

<210> 776
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 776
ctgattctga attctttcaa ctaga
<210> 777
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 777
cactgattct gaattctttc aacta
<210> 778
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 778

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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tcccactgat tctgaattct ttcaa
<210> 779

<211> 25

<212> DNA

<213> Artificial Sequence

=T

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 779
catcccactg attctgaatt ctttc
<210> 780
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 780
tacttcatcc cactgattct gaatt
<210> 781
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 781
ctgaaggtgt tcttgtactt catcc
<210> 782
<211> 24
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 782

cggttctgaa ggtgttcttg tact

24
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<210> 783
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 783
ctgttgcecte cggttctgaa ggtgt
<210> 784
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 784
tttcattcaa ctgttgectce cggtt
<210> 785
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 785
taacatttca ttcaactgtt gcctc
<210> 786
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 786
ttgtgttgaa tcctttaaca tttca
<210> 787

<211> 25

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 787
tcttecttag cttccageca ttgtg
<210> 788
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 788
cttagcttcc agccattgtg ttgaa
<210> 789
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 789

gtcctaagac ctgctcaget tctte

<210> 790
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 790
ctgctcaget tcttecttag cttee
<210> 791
<211> 25

<212> DNA

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 791
ctcaagcttg gctctggect gtect
<210> 792
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 792
ggcctgtect aagacctget cagcet
<210> 793
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 793
tagggaccct ccttccatga ctcaa
<210> 794
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 794
tttggattge atctactgta taggg
<210> 795
<211> 25
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 795
accctcecttc catgactcaa gettg
<210> 796
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 796

cttggtttct gtgattttct tttgg

<210> 797
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 797
atctactgta tagggaccct ccttc
<210> 798
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 798
ctaaccttgg tttctgtgat tttct
<210> 799
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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oligonucleotide
<400> 799
tttcttttgg attgcatcta ctgta
<210> 800
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 800
tgatactaac cttggtttct gtgat
<210> 801
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 801
atctttgata ctaaccttgg tttct
<210> 802
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 802
aaggtatctt tgatactaac cttgg
<210> 803
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 803

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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ttaaaaaggt atctttgata ctaac

<210> 804
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 804
ataaaaggaa aaataaatat
<210> 805
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 805
gaataaaagg aaaaataaat
<210> 806
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 806
aactagaata aaaggaaaaa
<210> 807
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 807

ctttcaacta gaataaaagg

25
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<210> 808
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 808
gaattctttc aactagaata
<210> 809
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 809
attctgaatt ctttcaacta
<210> 810
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 810

tacttcatcc cactgattct

<210> 811
<211> 19
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 811
ctgaaggtgt tcttgtact

<210> 812

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

19
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<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 812
ctgttgecte cggttctgaa
<210> 813
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 813
taacatttca ttcaactgtt
<210> 814
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 814
ttgtgttgaa tcctttaaca
<210> 815
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 815
cttagcttcc agccattgtg
<210> 816

<211> 20

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 816
ctgctcagcet tcttecttag
<210> 817
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 817

ggcctgtect aagacctgcet

<210> 818
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 818
ctcaagcttg gectctggect
<210> 819
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 819
accctcecttce catgactcaa
<210> 820
<211> 20

<212> DNA

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20

- 326 -

10-2019-0104381



<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 820
atctactgta tagggaccct
<210> 821
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 821
tttcttttgg attgcatcta
<210> 822
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 822
cttggtttct gtgattttct
<210> 823
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 823
ctaaccttgg tttctgtgat
<210> 824
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 824

tgatactaac cttggtttct

<210> 825
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 825
atctttgata ctaaccttgg
<210> 826
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 826
aaggtatctt tgatactaac
<210> 827
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 827
ttaaaaaggt atctttgata
<210> 828
<211> 24
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 828
ctatagattt ttatgagaaa gaga
<210> 829
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 829
aactgctata gatttttatg agaaa
<210> 830
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 830
tggccaactg ctatagattt ttatg
<210> 831
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 831

gtctttggee aactgctata gattt

<210> 832
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

24
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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<400> 832

cggaggtctt tggccaactg ctata
<210> 833

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 833
actggcggag gtctttggee aactg
<210> 834
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 834
tttgtctgee actggeggag gtcett
<210> 835
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 835
agtcatttgc cacatctaca tttgt
<210> 836
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 836

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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tttgccacat ctacatttgt ctgcc
<210> 837

<211> 25

<212> DNA

<213> Artificial Sequence

SIEdl

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 837
ccggagaagt ttcagggcca agtca
<210> 838
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 838

gtatcatctg cagaataatc ccgga

<210> 839
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 839
taatcccgga gaagtttcag ggcca
<210> 840
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 840
ttatcatgtg gacttttctg gtatc

<210> 841

25
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<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 841
agaggcattg atattctctg ttatc
<210> 842
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 842
atgtggactt ttctggtatc atctg
<210> 843
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 843
cttttatgaa tgcttctcca agagg
<210> 844
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 844
atattctctg ttatcatgtg gactt
<210> 845

<211> 25

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 845

catacctttt atgaatgctt ctcca

<210> 846
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 846
ctccaagagg cattgatatt ctctg
<210> 847
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 847
taattcatac cttttatgaa tgctt
<210> 848
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 848
cttttatgaa tgcttctcca agagg
<210> 849
<211> 25

<212> DNA

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 849
taatgtaatt catacctttt atgaa
<210> 850
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 850
agaaataatg taattcatac ctttt
<210> 851
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 851
gttttagaaa taatgtaatt catac
<210> 852
<211> 19
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 852

gatttttatg agaaagaga

<210> 853
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

19
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 853
ctatagattt ttatgagaaa
<210> 854
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 854
aactgctata gatttttatg
<210> 855
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 855
tggccaactg ctatagattt
<210> 856
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 856
gtctttggec aactgctata
<210> 857
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 857
cggaggtctt tggccaactg
<210> 858
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 858
tttgtctgec actggeggag
<210> 859
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 859

tttgccacat ctacatttgt

<210> 860
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 860
ttcagggcca agtcatttge
<210> 861
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 861

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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taatcccgga gaagtttcag
<210> 862

<211> 20

<212> DNA

<213> Artificial Sequence

=T

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 862
gtatcatctg cagaataatc
<210> 863
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 863
atgtggactt ttctggtatc
<210> 864
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 864
atattctctg ttatcatgtg
<210> 865
<211> 20
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 865

ctccaagagg cattgatatt

20
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<210> 866
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 866

cttttatgaa tgcttctcca

<210> 867
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 867
catacctttt atgaatgctt
<210> 868
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 868
taattcatac cttttatgaa
<210> 869
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 869
taatgtaatt catacctttt

<210> 870

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 870
agaaataatg taattcatac
<210> 871
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 871
gttttagaaa taatgtaatt
<210> 872
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 872
ctgcaaagga ccaaatgttc agatg
<210> 873
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 873

tcaccctgca aaggaccaaa tgttc

<210> 874

<211> 25

Synthetic

20
Synthetic

20
Synthetic

25
Synthetic

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 874
ctcactcacc ctgcaaagga ccaaa
<210> 875
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 875
tctcgetcac tcaccctgeca aagga
<210> 876
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 876
cagcctctcg ctcactcacce ctgca
<210> 877
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 877
caaagcagcc tctcgetcac tcacc
<210> 878
<211> 25
<212> DNA

<213> Artificial Sequence

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 878
tcttccaaag cagcctctcecg ctcac
<210> 879
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 879
tctatgagtt tcttccaaag cagcc
<210> 830
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 880

gttgcagtaa tctatgagtt tcttc

<210> 881
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 881
gaactgttgc agtaatctat gagtt
<210> 882
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

- 341 -

10-2019-0104381



oligonucleotide
<400> 882
ttccaggtcc agggggaact gttge
<210> 883
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 883
gtaagccagg caagaaactt ttcca
<210> 884
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 884
ccaggcaaga aacttttcca ggtcc
<210> 885
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 885
tggcagttgt ttcagcttct gtaag
<210> 886
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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<400> 886

ttcagcttct gtaagccagg caaga
<210> 887

<211> 25

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 887

ggtagcatcc tgtaggacat tggca

<210> 888
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 888
gacattggca gttgtttcag cttct
<210> 889
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 889
tctaggagcce tttccttacg ggtag
<210> 890
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 890

25
Synthetic

25
Synthetic

25
Synthetic

25
Synthetic
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cttttactcc cttggagtct tctag
<210> 891

<211> 25

<212> DNA

<213> Artificial Sequence

=T

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 891
gagcctttee ttacgggtag catcc
<210> 892
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 892
ttgccattgt ttcatcaget ctttt
<210> 893
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 893
cttggagtct tctaggagcc tttcc
<210> 894
<211> 25
<212> DNA

<213> Artificial Sequence

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 894

cttacttgcc attgtttcat cagct

25
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<210> 895
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 895
cagctctttt actcccttgg agtct
<210> 896
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 896
cctgacttac ttgccattgt ttcat
<210> 897
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 897
aaatgcctga cttacttgec attgt
<210> 898
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 898
agcggaaatg cctgacttac ttgcc
<210> 899

<211> 25

Synthetic

25
Synthetic

25
Synthetic

25
Synthetic

25
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 899
gctaaagegg aaatgcctga cttac
<210> 900
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 900
aaggaccaaa tgttcagatg
<210> 901
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 901

ctgcaaagga ccaaatgttc

<210> 902
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 902
tcaccctgca aaggaccaaa
<210> 903
<211> 20

<212> DNA

Synthetic

25
Synthetic

20
Synthetic

20
Synthetic

20

- 346 -

10-2019-0104381



<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 903
ctcactcacc ctgcaaagga
<210> 904
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 904
tctcgetcac tcaccctgea
<210> 905
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 905
cagcctcteg ctcactcacce
<210> 906
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 906
caaagcagcc tctcgcetcac
<210> 907
<211> 20
<212> DNA

<213> Artificial Sequence

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 907
tctatgagtt tcttccaaag
<210> 908
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 908

gaactgttgc agtaatctat

<210> 909
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 909
ttccaggtcc agggggaact
<210> 910
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 910
ccaggcaaga aacttttcca
<210> 911
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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oligonucleotide
<400> 911
ttcagcttct gtaagccagg
<210> 912
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 912
gacattggca gttgtttcag
<210> 913
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 913
ggtagcatcc tgtaggacat
<210> 914
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 914
gagcctttee ttacgggtag
<210> 915
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 915

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic
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cttggagtct tctaggagcc

<210> 916
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 916
cagctctttt actcccttgg
<210> 917
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 917
ttgccattgt ttcatcagct
<210> 918
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 918
cttacttgcc attgtttcat
<210> 919
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 919

cctgacttac ttgccattgt

20
Synthetic

20
Synthetic

20
Synthetic

20
Synthetic

20
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<210> 920
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 920
aaatgcctga cttacttgcc
<210> 921
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 921
agcggaaatg cctgacttac
<210> 922
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 922

gctaaagegg aaatgcctga

<210> 923
<211> 29
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 923
ccactcagag ctcagatctt ctaacttcc

<210> 924

Synthetic

Synthetic

Synthetic

Synthetic
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<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 924
gggatccagt atacttacag gctcc
<210> 925
<211> 27
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 925
cttccactca gagctcagat cttctaa
<210> 926
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 926
acatcaagga agatggcatt tctagtttgg
<210> 927
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 927
ctccaacatc aaggaagatg gcatttctag
<210> 928

<211> 24

Synthetic

25
Synthetic

27
Synthetic

30
Synthetic

30
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 928
ttctgtccaa gececeggttga aatc
<210> 929
<211> 21
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 929

cacccaccat cacccteygt g

<210> 930
<211> 22
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 930
atcatctcgt tgatatcctc aa
<210> 931
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 931
acatcaagga agatggcatt tctag
<210> 932
<211> 26

<212> DNA

Synthetic

24
Synthetic

21
Synthetic

22
Synthetic

25
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<213> Artificial Sequence

SIEdd

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 932
accagagtaa cagtctgagt aggagc
<210> 933
<211> 20
<212> DNA

<213> Artificial Sequence

26

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 933
tcaaggaaga tggcatttct
<210> 934
<211> 23
<212> DNA

<213> Artificial Sequence

20

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 934
cctctgtgat tttataactt gat
<210> 935
<211> 25
<212> DNA

<213> Artificial Sequence

23

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 935
atcatttttt ctcatacctt ctgct
<210> 936
<211> 23
<212> DNA

<213> Artificial Sequence

25
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<220><223> Description of Artificial Sequence
oligonucleotide
<400> 936

ctcatacctt ctgcttgatg atc

<210> 937

<211> 17

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 937

tggcatttct agtttgg

<210> 938

<211> 23

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 938

ccagagcagg tacctccaac atc

<210> 939

<211> 24

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
oligonucleotide

<400> 939

tgttcagctt ctgttageca ctga

<210> 940

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

. Synthetic

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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oligonucleotide
<400> 940
tttgtgtctt tctgagaaac
<210> 941
<211> 19
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 941
cgccgecatt tctcaacag
<210> 942
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 942
atctgtcaaa tcgcctgcag
<210> 943
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 943

tgtttttgag gattgctgaa

<210> 944
<211> 19
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

20
Synthetic

19
Synthetic

20
Synthetic

20
Synthetic
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<400> 944

gctgaattat ttcttccee
<210> 945

<211> 17

<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 945
gcccaatgece atcctgg
<210> 946
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 946
ccaatgccat cctggagttc ctgtaa
<210> 947
<211> 31
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 947
cattcaactg ttgccteccgg ttctgaaggt g
<210> 948
<211> 25
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide

<400> 948

19
Synthetic

17
Synthetic

26
Synthetic

31
Synthetic
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ctgaaggtgt tcttgtactt catcc
<210> 949

<211> 18

<212> DNA

<213> Artificial Sequence

SIEdl

25

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 949
ctgttgecte cggttetg
<210> 950
<211> 22
<212> DNA

<213> Artificial Sequence

18

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 950

attctttcaa ctagaataaa ag

<210> 951
<211> 30
<212> DNA

<213> Artificial Sequence

22

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 951
gccatcctgg agttcctgta agataccaaa
<210> 952
<211> 30
<212> DNA

<213> Artificial Sequence

30

<220><223> Description of Artificial Sequence: Synthetic

oligonucleotide
<400> 952
ccaatgccat cctggagttc ctgtaagata

<210> 953

30
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<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 953
gecegetgecece aatgcecatcece tggagttcect
<210> 954
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 954
gtttgcecget geccaatgec atcctggagt
<210> 955
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 955
caacagtttg ccgctgecca atgccatcect
<210> 956
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 956
ctgacaacag tttgccgetg cccaatgceca
<210> 957

<211> 30

Synthetic

30
Synthetic

30
Synthetic

30
Synthetic

30
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<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 957

tgttctgaca acagtttgcc gectgceccaat

<210> 958
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 958
caatgttctg acaacagttt gccgctgecc
<210> 959
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 959
cattcaatgt tctgacaaca gtttgccgct
<210> 960
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 960
tatttcttcc ccagttgcat tcaatgttct
<210> 961
<211> 30

<212> DNA

Synthetic

30
Synthetic

30
Synthetic

30
Synthetic

30
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 961
gctgaattat ttcttcccca gttgecattca
<210> 962
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 962
ggattgctga attatttctt ccccagttgce
<210> 963
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 963
tttgaggatt gctgaattat ttcttcccca
<210> 964
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 964

gtacttcatc ccactgattc tgaattcttt

<210> 965
<211> 30
<212> DNA

<213> Artificial Sequence

Synthetic

Synthetic

Synthetic

Synthetic
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<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 965
tcttgtactt catcccactg attctgaatt
<210> 966
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 966
tgttcttgta cttcatccca ctgattctga
<210> 967
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 967
cggttctgaa ggtgttcttg tacttcatcc
<210> 968
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 968
ctcecggttct gaaggtgttc ttgtacttca
<210> 969
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

30
Synthetic

30
Synthetic

30
Synthetic

30
Synthetic
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oligonucleotide
<400> 969
tgcecteeggt tctgaaggtg ttcecttgtact
<210> 970
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 970
tgttgectcece ggttctgaag gtgttettgt
<210> 971
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 971

aactgttgcc tccggttctg aaggtgttct

<210> 972
<211> 30
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 972
ttcaactgtt gcctceggtt ctgaaggtgt
<210> 973
<211> 4
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

peptide

<400> 973

30
Synthetic

30
Synthetic

30
Synthetic

30
Synthetic
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Gly Gly Phe Gly
1

<210> 974
<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

peptide
<400> 974
Ala Leu Ala Leu
1
<210> 975
<211> 4
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

peptide
<400> 975
Gly Phe Leu Gly
1
<210> 976
<211> 26
<212> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

oligonucleotide
<400> 976
gggaaattac agaatcacat aaaaac
<210> 977

<211> 29
<212

> DNA

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

Synthetic

Synthetic

Synthetic

Synthetic
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oligonucleotide
<400> 977

gggaaattac aggctctgca aagttcttt 29
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