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oy e gg WSS 7 Qo o] 7] AAdE 7HE e b, olst 54 AAlES B 4
Alskar FAgE Argoll dAlEAl drgstaat dhrk. aeu, ole E UWS 549 A Feol gis) st =
Zol ofyml | I whgo] ARt Wl 7] WSl XxFEHE BE WS, 45w UK dAES 28 3oz o3
Slojof gtk g Awgd old BAE FA JlEel g3k FAH Age] ¥ we) aAF 5% %
A3 FAgEE= A I A E HAye Alekst

=50 Aol F&8HA AHEE

$2% B9 BN Holgor 1 ol % F Qe el entA S
Awaly] getel $£3 B udel BN Y dxEz udel BF AndAe wud U Aus
Fleta, A Aelste] voloviAel 923 AW THT AT

Abgre] Ao Al wiidoe] 3 O gl Fro] giREE A3 witel, A¥eR EAEE itk
dlAS FASy] f8 WA Aoz o] @ wmAS A AFStH(Anderson NL. et al., Mol. Cell.
Proteomics, 1: 845-867, 2002; Somiari RI. et al., J. Chromatogr. B Analyt. Technol. Biomed. Life Sci.,
815: 215-225, 2005). =, THE &5 @Ay A dxzde] S ABREREH dddos o] B2 o
4, o7 45T, "daI2EY A, "II2E8d 6, 992259 M, AE=ZH(heptoglobin), EW2HH
(trasnferrin), <SFEJE=Al(antitrypsin), B X7 (fibrinogen), <¢I-2-nta=2ZF=2E#  (alpha-2-
macroglobulin), &3} 1-4F @eba (alpha l-acid glycoprotein), o}F3EXTh# Al (apolipoprotein Al), ©}3E
A ekul A2 (apolipoprotein A2), BHA] FAAME C3 (complement C3), E@FAElo]dl®l (transthyretin) 52 A
Ae7] Y&l 5 W3 Ad(multiple affinity column)S o]&ate] A F2rniEaddS Fadadt. A7)
Aol AFstA &S duld FIS Ao FFE 280 mE FA3te] Roq A A dwAES AA

pud

_10_



[0074]

[0076]

[0077]

[0078]
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shTh

TET A Mue] N AN dxa 4ne] oA AdAoR o] Be 14Fe] duldSo] i AA
2 ad pEs mol FHEsY 100 pge] w@wlA AlsE FHES] FHE 2 Alsel 100 mMe
Dithiothreitols A3t 30&t vHEAIA, B dE FEHE Aoz wtes JAS Bad F+ e o
W opm A4t S Al 2=E| /I (cysteine) @] El&(thiol-) A717ke] A3S JFol FUATH. oA BoF He A3
25 mMe] Todoacetamided st § Hlo] S5 2A] e oA 30%7F 5 FHSAIA EE A7k 4TS
Soket. F=HlE Zb il A gl HA oA 100 peg] 1/259] dete G 4 pge] EHA (Promega, USA)E
A7rskal 37TolA 16A17F &< Agste] vl = Aoz FEagivt. A4E AHEE 1A FEH

(solid phase extraction)& &3 @aste] AFEAS S F A52 FHHSSIT.

[4A6] 2] B4 SudA) FBEHS B $2F vlolortA vuy 4y
£

A7) Z2HE WEE AAL 94} £x F2alEafnE #2]8ta Orbitrap Exploris 480 A&E2A7]
(Thermo Scientific, USA)E AM&3 ®IEARF ~FEDS #5350k, oju, A4 A ARvEIHIE 150
wm X 150 mme] EASY-Spray C18 reverse phase HPLC column(Thermo Scientific)ell 4037t 5%~40%2] oA EUE
4 5% FHlE o] &3t AAEsith. v Azl digh whEa gt AREAS 9 doly-noEA A
A (Data-Independent Acquisition, DIA)S AM&3IITH. A7) WS AAI=nETHs 2YZFE &5
Hol o= FHEES ety dY ~2FEZHS dojyl= 7|EY AZFEA w2 (Data Dependent Acquisition:
DDA)o] o 1A E A F7h& FAVM vt dy2AER S dojue AR Ao tsAg Yo
Holup JakA wlelowA At 53] Al (Nature Methods. 2014, 12, 35-35; Expert Review of
Proteomics. 2014, 10, 551-566). d¥FEA o=z 42 A=) ddd% 24 JEE DIA-N HiFH £4 =
2afow wg A we dd dwld ~dEQ glojHejglel nlw Aol WwMAS 535k (Nat
Methods. 2020, 17:41-44), o]=2H4 =5 AT A dE2T AR Apolo] A zko]lE AT

()

w
o

=

A 887 dof AlBelA BAE 14557) @id F 2T A A dET F Aok 3 T 80% o)
= T 357 ol AlR)elM AR 4497 DA S o]

T A} AN1FE(34.6%) 3 A2FT(8.6%)0] F 2 kol

T35 @k A3 dxde] adHor FEES 4 F AHE 1. IR AFUE

G =t Afololl A SAH o=
7] 3 13 o] AY tRTET 923 fATA Solfor wdwko] WSE 477 i gAES A9
ool T 37 dEe $-E5 Aol doelA B Fe] Faskelen 107 @A 25 e d

SolA] F7heteln.

Z 1
FEgds [4ad w93 o & -2
(£35/378)
P01023 A2M Alpha-2-macroglobulin 3.55 <0.001
P13716 ALAD Delta—aminolevulinic acid dehydratase 0.34 <0.001
P04083 ANXA1 Annexin Al 0.41 <0.001
P12429 ANXA3 Annexin A3 0.39 <0.001
P02647 APOA1 Apolipoprotein A-I 0.33 <0.001
P30043 BLVRB Flavin reductase (NADPH) 0.36 <0.001
P07738 BPGM Bisphosphoglycerate mutase 0.33 <0.001
P04003 C4BPA C4b-binding protein alpha chain 3.48 <0.001
P20851 C4BPB C4b-binding protein beta chain 3.49 <0.001
P00915 CAl Carbonic anhydrase 1 0.41 <0.001
P00918 CA2 Carbonic anhydrase 2 0.41 <0.001
PODP23 CALM1 Calmodulin-1 0.46 <0.001
E7EQ12 CAST Calpain inhibitor 0.42 <0.001
P04040 CAT Catalase 0.40 <0.001
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[0083]

[0084]

[0085]
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QOUFE4 CCDC39 Coiled-coil domain—containing protein 0.42 <0.001
39
J3KRPO CNDP1 Beta-Ala-His dipeptidase 2.42 <0.001
P30046 DDT D-dopachrome decarboxylase 0.47 <0.001
P69905 HBA1 Hemoglobin subunit alpha 0.15 <0.001
P68871 HBB Hemoglobin subunit beta 0.14 <0.001
P02042 HBD Hemoglobin subunit delta 0.14 <0.001
PODMV9 HSPA1B Heat shock 70 kDa protein 1B 0.49 0.001
P01042-3 KNG1 Isoform 3 of Kininogen-1 0.41 <0.001
P08729 KRT7 Keratin, type II cytoskeletal 7 0.47 0.001
P02750 LRG1 Leucine-rich alpha-2-glycoprotein 0.25 <0.001
P49641 MAN2A2 Alpha—-mannosidase 2x 2.50 0.011
P40925 MDH1 Malate dehydrogenase 0.38 <0.001
Q9HBL6 MMRN2 Multimerin—-2 2.09 <0.001
E9PM52 SIRT3 NAD-dependent protein deacetylase 2.50 0.003
sirtuin-3, mitochondrial
Q32Q12 NME2 Nucleoside diphosphate kinase 0.39 <0.001
P00558 PGK1 Phosphoglycerate kinase 1 0.45 <0.001
P00491 PNP Purine nucleoside phosphorylase 0.45 <0.001
Q06830 PRDX1 Peroxiredoxin-1 0.36 <0.001
P32119 PRDX2 Peroxiredoxin-2 0.42 <0.001
P30041 PRDX6 Peroxiredoxin-6 0.43 <0.001
QIUF12 PRODH2 Hydroxyproline dehydrogenase 4.56 <0.001
QONRW1 RAB6B Ras-related protein Rab-6B 3.00 <0.001
P54725 RAD23A UV excision repair protein RAD23 0.46 <0.001
homolog A
P26447 S100A4 Protein S100-A4 0.44 <0.001
P05109 S100A8 Protein S100-A8 0.45 <0.001
P06702 S100A9 Protein S100-A9 0.35 <0.001
Q13228 SELENBP1 Methanethiol oxidase 0.47 <0.001
AOA669KB4 1 SNCA Alpha-synuclein 0.39 <0.001
P00441 SOD1 Superoxide dismutase [Cu-Zn] 0.48 <0.001
P02787 TF Serotransferrin 12.48 <0.001
P60174 TPI1 Triosephosphate isomerase 0.41 <0.001
P55072 VCP Transitional endoplasmic reticulum 0.47 <0.001
ATPase

P08670 VIM Vimentin 0.42 0.002
P02751 FN1 Fibronectin 0.54 <0.001

L8z 3lxte] Hdox BHe] =y} EE 7AE H wila 3= Alpha-2-macroglobul in(A2M),
Fibronectin(FN1), C4b-binding protein alpha chain(C4BPA), C4b-binding protein beta chain(C4BPB) &=
o] ¥ E LYZRE EAEUT(E 2 WA 5).

B} FAAoR, A2 gAe] A wta-FRo R EAe Ay AFA gizate] H3 & %?iﬁl%“ﬂﬁ
3.55H) F7FghS FRISIITH(E 2a). A7] @A nlojomtA o] A =g yElY] f13 #EE dolEe] A
oo A3 BA A= dLHow WIHAA FEH= E%—@?@@amﬂﬁhyﬂgl‘(wmﬁwny)WJ a
a2 582 ZZ EA(receiver operating characteristics, ROC) =X oz Z=A3 A3 Abr] ¢l njo]
L ubA2l AUC(area under the curve)© 0.822 YEFATH( = 2b).

FN1 @alde] S wha-Zxor =A% A3 ZA ool B8 &5 gxte] dao M 1.854] #FAse &
Qe tH(& 3a). Wd ROC Moz wAE 24 | gE nlo] $ulF o] AUCE 0.782. 2 ENGTHE 3b).
C4BPA &l o] AH$- wlxa-Z3og wAF Ay AA o] vs] &% gxle] ddoA 3.48u) F713S
ol ATHE 4a). T3 ROC TAoZ TAF Ay, Aly] glAd ulolomtAL AUCE 0.920% UERTHE
4b).
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