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A drug combination prediction system is provided. The drug combination effect prediction system
comprises a storage device and a database. The database stores a plurality original gene set, at least one first
gene impacted by a first drag and at least one second gene impacted by a second drag. The processor assigns
a part of the at least one first gene and apart of the at least one second gene of a first original gene set to a
first interaction gene set. The processor calculates the gene amount of the first interaction gene set to obtain
a number of the first interaction gene. The processor calculates a first percentage according to the number
of the first interaction gene of the first original gene set, so as to calculate an interaction value. The processor

selected at least one interactive drug combination according to the interaction value.
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A drug combination prediction system is provided.
The drug combination effect prediction
system comprises a storage device and a database.
The database stores a plurality original gene set, at
least one first gene impacted by a first drag and at

least one second gene impacted by a second drag. The
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processor assigns a part of the at least one first gene
: and a part of the at least one second gene of a first
original gene set to a first interaction gene set. The
processor calculates the gene amount of the first
interaction gene set to obtain a number of the first
interaction gene. The processor calculates a first
percentage according to the number of the first
interaction gene of the first original gene set, so as
to calculate an interaction value. The processor
selected at least one interactive drug combination

according to the interaction value.
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