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GGGGGGGGGGGGGGEEGGGG,  GGGGS,  GGSG,  SGGG, GSGS,  GSGSGS,  GSGSGSGS,  GSGSGSGSGS,  GSGSGSGSGSGS,  GGSGGS,
GGSGGSGGS, GGSGGSGGSGGS, GGSG, GGSG, GGSGGGSG, GGSGGGSGGGSGEGGGSGGGGSGGGGSGGGGRS, GENLYFQSGG, SACYCELS,
RSIAT, RPACKIPNDLKQKVMNH, GGSAGGSGSGSSGGSSGASGTGTAGGTGSGSGTGSG, AAANSSIDLISVPVDSR,
GGSGGGSEGGGSEGGGSEGGGSEGGGSEGGGSGGGS,  GGGSGGGSGGES,  SGGGSGGGESGGGSGGGSGGG,  GGSGGGSGGEGSGGGSGES,  GGGG,
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A7 30
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A8 WA 7328 5 o= & o] dojA], Z7te] Fe =Wl wEkAe] CH2 =Hele sty 27] o]3te] v
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GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTIS
KAKES Egahs, Telwes,

AT 35

A1E NA A32E F oln @ ol Yol A7e] Fe mdd A (2 Edde FAa, 27 olae) w
2 o] 1k A5 e ofv 2k S

GGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTIS
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A48atel oA, VH Erle F la 2 ¥ 1bol 7]Al® CDR-HI, CDR-H2 = CDR-H3 M Lo AEZE x3sts
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A7 61
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A
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A61gel QoM , FHA 22 SEHE YA Sl Y407T, Y407A, F405A, T394S, T394W/Y407A,
T366W/T394S, T366S/L368A/Y407V/Y349C, S364H/FA05AZ o] Foxl Fo R E Mely =, ZFE|= H3HA).

7% 63
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A
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& ofnAt AR o] FolA i, Fe-& Y A% w9l AAZ
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A78F ] oA, Al FA E gl A2 AL FEal 2Fe]Ael, ZEHE =,
AT% 96

A78 ol oM, A1 HA L deje] A2 HA 2 4
2070, 12 WA 2070, == 12 WA 30719 =3l 7= o] Fojd, ZE|HqE =,

AT 97

A7sel glolA, AL GA © ddele] A2 DAL 2049 A AR olFol,

il

2 E =,
AT 98

)

A978 T o= 3 &ofl oA, Fc ZHld @A T Yok shhi= EU YA 1253014 @ o]

A7 99
(W& 95)
A% 100

A983 ol QoA EU 99X 12530014 7+7be] olmwal SdWolE =gl o= 12534, 1253C, 1253D, I1253E,
1253F, 1253G, 1[253H, 12531, 1253K, 1253L, 1253M, I253N, 1253P, 1253Q, I253R, 1253S, 1253T, 1253V,
1253, @ 12532 o]|Folx o g2KHE My ZHe s,

A% 101

A|1008}e] JofAl, HA] 125300A12] Zhzhe] ofm| A4l EA WMol 125341, EEHE =,
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273 102

A783 WA #1018 5 o= 3+ o]l 2dojA | Fec Ewel @A 5 Holk st KU 91X R292014 ©+d o}n
A EdWolE ¥, ZEWEE

7% 103

A 10238 o] QoA EU $1X R2929|A] 9] z}zhe] ofm| Al EddWol= Zyd o7 R292D, R292E, R292L, R292P,
R292Q, R292R, R292T, ¥ R292YZ o]Fo wo2HH HdHy =, =

A3 104

11033l oA, AR R29200 4 o] Zhzhe] ofm| it Edol= R292P]1, P FIE =,

A3 105
A78% WA A4 T o= 3 Fol lojA, Zhzhe]l Fe =l @Al A= HSHHo=R
EPKSCDKTHTCPPCPAPELL @ DKTHTCPPCPAPELLZ ©]&o]z Fo@XE AMelm oluwAl 98 L &s AL} o]y dt

ofu| Al MAR o] ozl ZYHPE =,
A3 106

A1068] oA, A2 Fe Edgl wEkA] 2 A3 Fe EWdl @AY 31X BRELS olmiAl Mg
DKTHTCPPCPAPELLS zt:, ZE|HE|= |

A3 107
A1068] JolA, A1 Fe THl whekA|o] 1] RELS olu]x=4F A9 DKTHICPPCPAPELLS zte, ZE|HE =,
A+ 108

108. A106%Fel 9lo1A, A1 Fe ZEdlel 9kl 2 A2 Fe =dlQl dgAe] x4 REE opnwit A4
DKTHTCPPCPAPELLS zt=, ZE|HE =,

AT 109

A)788 WA A108% F o= 3 &l oM, ZZe] Fe =l wrEkAlo] (2 THdEL SHHoz, 27) o]
3} g o}bm] 1= At a4 Ee 284 Zb= opu] =2k Sk
GGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKS E3tahe, ZEfE =,

A3 110

A78% WA A1083F & o= 3 Fof glojA, e Fe =9 wEkAe] CH2 w=WelEe Fdsta, 27) o]&)
o] whel ol nAF A4 T X3S ZkE oju|
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK TKPREEQYNSTYRVVSVL TVLHQDWLNGKEYKCKVSNKALPAPTEKTIS
KAKE xdel=, ZEHE=.

A7 111

A783 WA A1083 F o= 3 ol dolA, ztzte] Fe Zu|el wakg o] (H2 =HQEL stz 27] ols)
4] e ofr =2k 285 AR o] 1At el
GGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAK TKPREEQYNSTYRVVSVL TVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKE xFFshe, =,

A3 112

A78% WA A1083F & o= 3 Fof oA, e Fe = dEEAe] CH2 =HAEL AL, ofn| Al
A
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KAKS E3et=, ZYAg=.
A7 113
A783 WA 41083 = o= & Fhol| glojA], Zzbe) Fe Z=Hel wEkAY CH3 Z=HES =84 oz 107 ©
3he] 2] o}m] 1Ak 2 -5 Zh= obm] 1Ak A

GQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVE SCSVMHEALHNHYTQKSLS
LSPGE e, ZalfEs.

A3 114
A783 WA #1083 F o= 3 o] 9olA, Zzte] Fe =mel @Al CH3 =MES ZHzon 87 o
) o obu] At 23S Zh= ohm] 1A A4

GQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHY TQKSLS
LSPGE *slsl=, ZE3E =

AT 115

A|788 WA A108 F o & &o] oA, 47 Fe =9l @A CH3 EHdES SHHo=, 67 o
3o o opn] =2k 23k Zh= oju] =2k

GQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVE SCSVMHEALHNHYTQKSLS
LSPGE xgete, P =,

A3 116
A78% WA A108%F F o= gk ol dojA, Z4Zte] Fe Z=FIQl @A CH3 E=FRlES SHA o=, 57 o
5 o obu] At 2] 8-S Zh= olm] 1Ak A4

GQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWVQQGNVESCSVMHEALHNHYTQKSLS
LSPGE *slsl=, ZE3E =

A8 117

A1098 WA A1163F 5 o= 3 Fo] olA, ©Y opm=Al X3S S354C, T366Y, T366W, T394W, T394Y,
F405W, F405A, Y407A, S354C, Y349T, T394F, K409D, K409E, K392D, K392E, K370D, K370E, D399K, D399R,
E357K, E357R % D356KZE o]FojZ o2 RE My =, ZIJHE=.

A+ 118

A78% WA A108F F o= F Fol glojA, Fe wrlel WAl Aze SYHom, A 107 B obvx
Ab A zhE Ad M 42, 43, 45, B 47 F o= dhuhe] opn| Ak M A

A7 119

A1188 el glo1A, e opwizal A3 F Hd) 671 CH3 E=vldlolAe] st EdrololAY F44 24 &
EHE g8 290, ZHEE

A3 120

A118& el oA, & ofmeik X8 FU 91X 6341014 EU YA K447742 2] A el =, ZHE =,
A7 121

A oM, FAR 24 BEPE FYSE

T394Y, F405W, S354C, Y349T, % T394F= o] F

ofl

{oj %= shubi= S354C, T366Y, T366W, T394V,
=, EEYEE.
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U
o
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dr
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S
)
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A3 122

A78 WA A91E F o= g Fof dojA, Hojm djite] A3 =AW el K409D, K409E, K392D, K392E,
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K370D, K370E, D399K, D399R, E357K, E357R, ¥ D356K=H-E] A==, ZJPE =,

7% 123

1A Twel, CH2 E=r¢l 2 CH3 Ev¢lS E&ale= Ig6l Fe =Wel wEFAS F3hets A2 ZEPE =0 42
B oA788F A A12238 F o= 3 o] ZHE|=E E3elE, AV ZEFE =9} A2 ZERNEI=E A 2
ZHE| =9 A1, A2 T A3 1g6l Fc E=wlQl Ao 91x] =del ¢ A2 ZZFE = 31X Z=dd U] A
2| ZH7] Afolo] o|Fsl Ao o3 JdAHE, ZPEE H3HA

AT 124

A1238e oA, A2 ZEFEHE dFAE FAR 22 FEHE FAHSE Ed¥olE Xk, EEPEE
A .

AT 125

A12438 ol QoA FHA FZ IERE FAFE SAWol= Y407T, Y407A, F405A, T394S, T394W/Y407A,
T366W/T394S, T366S/L368A/Y407V/Y349C, S364H/F405AR o] Fojd # o 2HE MeEy= ZgEl= 234,

A3 126

A1243) gdolA, A2 FLRE= AFAL ol shtel G} TS FrhE TP, TRy B
A

AT 127

A 12630 ojA, Holr Fhite] s ZAWol:= K409D, K409E, K392D, K392E, K370D, K370E, D399K,
D399R, E357K, E357R, X D356K=FE] Auy]= Zggeg= EilA,

AT+ 128

A|1238 YA A1278 F o= 3 o QlojA], 7] FEFE = A= 1A =], CH2 EHQl, 2 (CH3 =
Wols EZF3k= Ig6l Fe Tl GFAE L8t A3 SR = Frlz2 AAdga, A7) ZREl=9F A3
ZHFE=E A7 ZYFE=Y AL, A2, =5 A3 I1g6l Fe ZwlQl @] 3% Zuel 2 A3 ZHFE=
o A =l W] AlxE|l 7] Alele] o]&at Aglol o AAW, A2 Z A3 ZEYHNE| == ] Z
FE|=9] Aol [gGl Fe E=WQl ©@ekAo] AAxE, ZENE = 234

AT 129

#1288kl QlojAl, A3 ZERE = Tl Aol 279 st EAWE 23stE, ZPEE H3HA.
AT+ 130

A1298e] dojx, Hojm 2719 GHst EAWelE= K409D, K409E, K392D, K392E, K370D, K370E, D399K,
D399R, E357K, E357R, 2 D356KZF-H AE =, Fe-3d Ad =wdl A=

A7 131

A28kl dolA, A2 ZWE= A= K409D, K409E, K392D, K392E, K370D, K370E, D399K, D399R,
E357K, E357R, @ D356KE o] Foixl wo 2Ry dald Hoj el st EdWels xg3stal, A3
= ek K409D, K409E, K392D, K392E, K370D, K370E, D399K, D399R, E357K, E357R, 2 D356K= o] Folxl
ToRRE MuE Holx 279 JHE HAWolE xFsh, A2 @ A3 ZEWE T wEkA= Ao|dt oAt
EddolE X, TEYPEHE.

AT 132

A123% WA A1318 F o= & o SlojA, A2 FeRAE=E Hol 10709 G opv| =it AFES k= A
WS 42, 43, 45, H 47 T o= el ol A ES xIskE, EEHEHE S3HA.

A7 133
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AL

A|128F WA A132F T o= 7 ol ojM, A3 EPEI == Ao 10702 & opv|eat &S b A
L [e]

ME 42, 43, 45, L 47 F o= shtel ofvldt HAS mPSHE, BeWES 2PA.

AT 134

A1238 WA #1328 5 o= 3 &ol oM, A7) ZEFE =t S354C L T366W S RolE X35t Holm
shibe] Fe okl 9 D356K 3 D399K =AWl E xFsle= Holk slute] Fe dgAlE X¢ste, SPHE &
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A% 135

A1343 el lolA], S354C B T366W =W elE Egshs Aol shte] Fo @Al E357K EdWelE F7b=
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AT 136

A128% WA A130% T o= & Foll SlolA, A2 T PE= SFA= Y349C, T366S, L368A B Y407V &

A3 137
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ez,
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A3 138

A128% WA A1308 5 o= 3 o glojA, A3 ZHPE = A= K392D 2 K409D EAWolE X Es)=,

ZYHE = 5§44,
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A128% WA A1308 T o= 3 ol dojA, A2 ZIHE= GFAE Y349C, T366S, L368A, Y407V o

K370D E¢WolE ¥gtatar, A3 ZF SEAlE K392D B K409D EAWelE EIshe, EFYPHE=
A

T3 140

1288 WA A1398 F o= g Fol| oA, A2 FERE=E T A =S F1E Xdske,
He 534,

AT 141

A128% WA A139% F o= g ol SlojA, A3 FYFH e A A7 wvls FUtE E2Fete, 99
= 53kA .

T3 142

1408 == A1418] oA, Fd AT =ude A T 7 =uds 23EE, ZEPEHE HiA)
AT 143

1408 == A1413el] oA, Y A =l A A 7 meele xeehs, ZEHEE S FA
T3 144

A1408 = A141800] oA, d A7 Erole schvel, ZFE = E3HA).

A3 145
A 1408} W= A 14130l QlolA], 389 23 Edele VH Euel 2 CHI EWels x3tsls, ZePels 2k,
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iii) A1 Fe =gl @akAel 212 Fe =v¢]l BFAS ddsts 97, 2
iv) A2 Fe =vl¢l ©FAZS A3 Fe =9l dgAo] ddsks 97,

b) Al4 Fc =vlQl GAE 2gshe A2 23
¢) A5 Fc Tl dFAE 23ate A3
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A+ 183
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o2 Ztz} ¥t A3 Fe =<l wEkA= D356K 2 D399K E¢lHo]lE Il Fe-3d 23 vl lﬂl
=

A3 184
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AI1758 WA Al184F F o= g el lolA], A5 Fe =HQl ©FAE K392D % K409D EAW ]
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rir
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A173% WA A1853 5 o= g ol glojA, s AF Eu|Ae Fabsl, Fe-#F9 A3 =d AAE.
T3 187
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KAKE EFach, 9% FdalolA, 2470e] Fo 2dQ BRAle] (2 EWol5e $Usta, 27) olske] v o]
Y A8He e obv] it 2L
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTIS
KAKE Eath, 9% pdeold, Z70e] Fe mdlel wapAle] (2 WSS U8, oflwi A4
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B GFddolA, Z-zte] Fe Z=r9l w@aFAe] CH3 =WelEe ZyHK oz 107] ol3te] v ol xS
= o}m) = A A4
GQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLS
LSPGE E3}3lt}.
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Y349T, T394F, K409D, K409E, K392D, K392E, K370D, K370E, D399K, D399R, E357K, E357R 2 D356K= o]Fo|xl
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AR P A, ZHFE=E A2 HA D A3 1g6l Fe =HQ @A S L3Fstw | A1 g6l Fe E=W¢l o=
Aot A2 1g6Gl Fe =v) dFA= FAx 223 B85 dAss 9o E 74z xd3ta, A3 1661 Fe =
Hol GeFAl = Aol 279 M3 Ed¥elE L)

A5 pHA A, FHA 22 EEFRE YA EdWolE XS ZYFE =Y 1gGl Fe =Wl dFAs
2 TS 2 A EdWE 47 ztev. dF FdAddA, A Ed¥els XEsE EHEHE
Ig6l Fc =) dZFAEL 7+t 5U3 JHd3 Eddols Zit, A8 FddoA, Fdx 23 2555 4
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R292Q, R292R, R292T ¥ R292YZ o|Fojx o 2HE Megrt, AdF Fddo)A, X R29291 42 Z}7te] of
v =2k Ed ol R292PO| T

ik

IR FEoll A, Z2e] Fe Q] d@FAe] AR+ 5HA o=, EPKSCDKTHTCPPCPAPELL 2 DKTHTCPPCPAPELL =
ool Lo mFH HAYHE oAt MAS FIer L olefgh oAt AR o] oty AR FrE oo
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GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWY VDGVEVHNAK TKPREEQYNSTYRVVSVL TVLHQDWLNGKEYKCKVSNKALPAPTEKTIS
KAKE 2gstt;. I FddelA, 2479 Fe Z=d9l dgkAe] (H2 =dWlEL &¢sta, ofrxil A4
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWY VDGVEVHNAK TKPREEQYNSTYRVVSVL TVLHQDWLNGKEYKCKVSNKALPAPTEKTIS
KAKES ¥gH3te}.
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AR FddolA, &5 AXE A VL Zvds Edete ZYRPE=E dustshe dak BAE FUrR 29
o B PN, 5 AxE 4 VL EdS et ZYFEEE Gudsle A BAE FrE ¥
gheteh. A FdoolA, S Axs A VL =dQl B A (L BWls x§stes ZEREHEE dEstshe
it BAE5 Frr2 Eee, Y Fdoo A, S5 AEE A VL 2dd 2 @A (L =Wde £¢de
AP =8 dsstste A EAE FUFE X A5 FAolA, &5 AEE 107] olake] W opnli
b EAOlE 2 IgGl Fe W9 d3AE 238t ZYPEYEE F5dste i BAE FrtE 293y
A FHA oA, &5 AEE 1071 olste] @ opuiAt EAWlE 2= IgGl Fe =HQl dEAE 2338+
ZYAE =g gagtste A ExE SR 2. A3 FdA oA, g6l Fe =9 @A I3 =H¢l
ol A 1070, 87N, 670, T 471 ©]3te] v ofniAil EdWolE Zte MIWE 42, 43, 45, ¥ 47 F o= g}

o] ofrlwal AES L,

T GHCA, 2 iAE A7 FEFEHE F ol shuE E3ehe oFEHA A EC #e slojtt.
gR FH o)A, kA 2B ZFET F 40%, 30%, 20%, 10%, 5%, 2% VRS Fe =HQl wEEAdl o)
ol slihe] Fas WHS Zh=t).

a) 1) Al Fc E=WQl @=A, 1i) A2 Fc =Wl @A, iii) A3 Fc Tl @A, iii) Al Fc Tl @&
FA 9} A2 Fe =M S@FAE dAss FA; 2 iv) A2 Fe =HQl @FAE A3 Fe T=dQ) @A) d43st
= "3AE Xt Al FYHE =S b) A4 Fe ZH¢l d=EAE Edste A2 Z2YHPEI=; ¢) A5 Fe Z=v9l
GFAE st A3 ZYUFEE 2 D) Al EYUFEE F A3 ZEHEHE d4E I AF =rdE ¥
shaty, 111 Fc =dQl G@=kA 2 A4 Fe Tv @A At Al Fe T=vdS FAstar; #|2 Fc =]
@A D A4 Fe =Wl gEkAE Agste] A2 Fe =MAS FA8H; A3 Fe =9 @A 2 A5 Fe &W
Ql whegx 1% Agste] A3 Fe TS A3},

YR FEeoll A, HHAE GGGGGGGGGGGGGGGGGGGEG, GGGGS, GGSG, SGGG, GSGS, GSGSGS, GSGSGSGS, GSGSGSGSGS,
GSGSGSGSGSGS, GGSGGS, GGSGGSGGRS, GGSGGSGGSGERS, GGSG, GGSG, GGSGGGSG, GGSGGGSGGGSGGGGGSGEGGSGEGGSGGRGES,
GENLYFQSGG, SACYCELS, RSIAT, RPACKIPNDLKQKVMNH, GGSAGGSGSGSSGGSSGASGTGTAGGTGSGSGTGSG,
AAANSSIDLISVPVDSR, GGSGGGSEGGGSEGGGSEGGGSEGGGSEGGGSGGGS, GGGSGGGSGGGS, SGEGESGEGESGEESGGESGGE,
GGSGGGSGGGSGGGSGGS, GGGG, GGGGGGGG, GGGGGGGGGGGG %! GGGGGGGGGGGGGGGGE o] Fol%l T o= RH AHEe ol
=AE AEs 2L ofHE ofvtt MAR o] Folit,

QR a4, AL L A2 Fe Erel gRAE fA4 23 %%l?—-g— Aok Sl L, A3 Fe
W) BFAE Ao 2he] st Bdvels wFTH Y F@ANA, AL W A2 Fo B BFAE
Holw shtel st Edmels b Tgat
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T 3le] oAdst Zdwol= K409D, K409E, K392D, K392E, K370D, K370E, D399K, D399R, E357K, E357R, &
D356KZ B Mele ),

QX oA, A1 L A2 Fc ErQl weA= S354C, T366W 2 E357K S olS zbzh ¥38hkslar, A3 Fe &
Wl ©HEFA = D356K % D399K E=AWolE ¥ehditl, A FHAOA, A4 Fe =dQl Gl Y349C, T366S,
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T g2 gy, B A= a) i) Al Fe =Hl 9k, Tl @A, {ii) A3 Fc =wel &

A, iii) A1 Fe =W A9} A2 Fe =Wel dEAS ddses IA; iv) A2 Fc =Wl GFAE A

3 Fc ZH|¢l dgFAo] AAst= HAE Eshsles Al 2 ¢

YHEI=; o) A5 Fe = dFAE Essle A3 EPE = Bl d) Al 2

A€ F A3 =vdS E3etE, Al Fe =l kA B Agato] A1 Fe =wQl
PAstar; A2 Fe Tl G=FA 2 A4 Fe Tvd %%xﬂ% 721}6}04 A2 Fe E=d1S 3F4d3t™; A3 Fe

¢l WA 2 A5 Fe = wEAls Adste] A3 Fe =WdS FAeE, Fe-3+d A3 Edgl ZA1Eo &

el

IR FEeoll A, HHAE GGGGGGGGGGGGGGGGGGGRG, GGGGS, GGSG, SGGG, GSGS, GSGSGS, GSGSGSGS, GSGSGSGSGS,
GSGSGSGSGSGS, GGSGGS, GGSGGSGGRS, GGSGGSGGSGERS, GGSG, GGSG, GGSGGGSG, GGSGGGSGGGSGGGGGSGGGGSGEGGSGGGES,
GENLYFQSGG, SACYCELS, RSIAT, RPACKIPNDLKQKVMNH, GGSAGGSGSGSSGGSSGASGTGTAGGTGSGSGTGSG,
AAANSSIDLISVPVDSR, GGSGGGSEGGGSEGGGSEGGGSEGGGSEGGGSGGGS, GGGSGGGSGGGS, SGGEGESGEGESGEESGEESGGE,
GGSGGGSGGGSGGGSGGS, GGGG, GGGGGGGG, GGGGGGGGGGGG %! GGGGGGGGGGGGGGGGE o] Fol%l T o= REH AHEe ol
=AE e 2L ofHE ofvtt MAR o] Folit,

) werAlE wes A2 B
FegEE R A2 FeAE = @

K

ro 2o

B oA, Al 2 A2 Fe TMel UEAE GA 22 B22RE2 FPAals ZdAo|2 7tz ¥dheln
A3 Fe =mldl dFAl= Aol 2719 et sddelE 23, dF FddelA, Al B A2 Fe =H<l
FAE Aok dhte] dAa EAuelE Frtw TFw)

o

B oA, 7] Eduels v ofmial Wslolth, AR FEHo)A, Fo =W¢l wEAE 474 59

] g W3F 42, 43, 45 D 47 F o] 3} oAt AES
= A 671= CH3 = QoA el HHdal Edolol Ay #4
THdol A, ©d ofu =k X3S EU $X] G3415-E] EU $%

= (4

A oA, AR 22 BRI PAs= Sddo] = Hojk = S$354C, T366Y, T366W, T394W,
T394Y, F405W, F405A, Y407A, S354C, Y349T 2 T394F& o]Fojx FozHE AElgct, dX Fadolr,
T sl gHa EwWol= K409D, K409E, K392D, K392E, K370D, K370E, D399K, D399R, E357K, E357R &
D356KEH-E] Melet), AR T, A1 2D A2 Fc ﬂﬂ ZFA = S354C, T366W 2 E357K EdWol=
ol
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2 L
1m
km

Zbzy E3ekar, A3 Fe =HQ) @3k = D356K 2 D399K = shatt), AH FH oM, A4 Fe T
cheF A= Y349C, T366S, L368A, Y407V 2 K370D EdWo]lE ¥xshsir). UdF F&o oA, A5 Fec Z=wQl whekx
+ K392D % K409D EAWo|E ¥3}3ic},

Hﬁl rEE

I FAA A, L AT =d A2 Fabolth. dH FHANA, &Y AF Z=ude scFvolth. d¥
oA, a9l A mwele VH =rel © CHl T=vele T, A Fa oM, I A3 Tuele VL Ty
S F/HR sy, A5 FAdA, Fe-dd 23 =M FAES VL =AR1S Edste A4 EEPE =
S X3y, A8 A, VH =M ¥ la € & 1bol 7] CDR-H1, CDR-H2 % CDR-H3 M2 HEE
zaeitl. 98 oA, VH WAL ¥ 20 ZAE FqA] LS E3st= VH =02 CDR-H1, CDR-H2
2 CDR-H3S XEgatt;, ¥ FddoA, Vi =g & 29 7]AE A VH HEe CDR-H1, CDR-H2
CDR-H3E& *3a}ar, CDR-H1, CDR-H2 2 CDR-H3 M<E& A93 Vi ME-e & 20 714" Ao Vi L} 4o

KR
= 95% Lttt A FAdelA, VH =Hdl2 3 20 71AE A VH M ES EFT

T O SEeA, 2 AAE a) i
A, iv) Al Fc Z=d<l
Fc Z=dQl wEkAlo] dAdst=
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HE=; ¢) A5 Fe =Wl d3AE Esste A3 23
018 ¥335lE, Al Fe Edel dhEx 2 A

1 gekA] 2 A5 Fe =d9l gk
Fc Z=dvlQl @A A§3ste] A3 Fe =1

=9 d) A3 BYRE S AdE U AY wo
A Agetel Al Fo wHe 4T

gstel Al2 Fe =W91e G4 A3 Fe =del v 2 Al
Ao, Pt 2% =) A %ol B3 Aol

to my =~
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o
ki
I
ro,
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ro

YR FEoll A, HHAE GGGGGGGGGGGGGGGGGGGG, GGGGS, GGSG, SGGG, GSGS, GSGSGS, GSGSGSGS, GSGSGSGSGS,
GSGSGSGSGSGS, GGSGGS, GGSGGSGGRS, GGSGGSGGSGRS, GGSG, GGSG, GGSGGGSG, GGSGGGSGGGSGGGGGSGEGGSGEGGSGGGES,
GENLYFQSGG, SACYCELS, RSIAT, RPACKIPNDLKQKVMNH, GGSAGGSGSGSSGGSSGASGTGTAGGTGSGSGTGSG,
AAANSSIDLISVPVDSR, GGSGGGSEGGGSEGGGSEGGGSEGGGSEGGGSGGGS, GGGSGGGSGGGS, SGEGSGEGESGEESGEESEGE,
GGSGGGSGGGSGGGSGGS, GGGG, GGGGGGGG, GGGGGGGGGGGG X GGGGGGGGGGGGGGEGE o] F+olZl o2 RE HEE ofn
=3 M-S gAY o9 F ofv At AR o] FolXint.

A5 FAdoA, A1 Fe Zvldd dFA= F31A 24 2255 Pse EddolE 2gsta, A2 2 A3 Fc
Tugl gEkAlE Zhz Aojx 2719 JHE EAMelE xEETt. dF T A, Al Fe EHQ GEAE 2
o% 3hel JH3l BEdMols 2 X3

TFAdol A, 47 EdHols v ofuial Wsle|th, AR FH A, Fo =Ml WA=

A X B 42, 43, 45 D 47 F o1 3} }e] oln At
3 F A 670= (I3 =H[QdelA o] Gxdst EAdolo| ALY =t
TEdo A, G ofmal X8-S EU 91X G341%F-E] EU 91X K447
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AR FAANA, FAA 27 BEHE A AWl T HolE Jh S354C, T366Y, T366W, T394W,
T394Y, F405W, F405A, Y407A, S354C, Y349T % T394F& o] Folx o 2RE Aeldct, AdF oA, 2o
T 3le] gAst Zewol= K409D, K409E, K392D, K392E, K370D, K370E, D399K, D399R, ES357K, E357R,
D356K=F-E] Meldct. dF Fddo ), A1 Fe =rQ] @E]= $354C, T366W 2 E357K EAROlE E3star,
A2 D A3 Fe Ew]ol @EFAl= Zh2; D356K 2 D399K B W) Z E33ith, AF FE o)A, A4 Fe =Wl ¢
A= Y349C, T366S, L368A, Y407V % K370D EAWolE Xgsitt. dF F@dolA], A5 Fe =dQl @A+
K392D % K409D EriolE X3},

A TFRolA, F A =r¢l2 Fabeolth. AN ool A, &l Agh =9l schvolth. A5 @
A, FY A =Ele vy EEdd # Gl E=Elde 23T A8 e, e A =2 v =l
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etk AN FddolA, vy Eude F 20 A" A N4
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i) Al Fc =wl9l &=, ii) A2 Fc =wl9l &4, iii) A3 Fc =W @A, iv) Al Fc =Wl ©HEFA]
o A2 Fc =FQl THFAE AZ 6%“ aﬂ, v) A2 Fc =Wl @AE A3 Fe =Wl wEkAlo] Adsts ¥
£ X3tete All ZYPEE; (2) A4 Fe =7l 9ZFAE 2838t A2 ZEHE =, (3) A5 Fe =vd U4
& xse= A3 2EgEE; 2 4) F9Y 2 mdS ddste 55 AXE HH%P“ A (A1 Fe E=H1<1
FA @ A4 Fe =Wl d3AlE st Al Fe =ddS A48, A2 Fe = @&k 2 A4 Fe =
ol vEAlE Al A2 Fe =S AW, A3 Fe EwWol w2 A5 Fe =Wl wEkAge= Aghalo]
A3 Fe =rlls P8k, 9 23 =l Al ZERYE 2 A2 ZYFE = dZFo], Fe-3d 23
Lol AAES ) H b)) AE g FHAoERE Fe-3dd AT =m AAES AASe dAE E
=
AF FddolA, & 7IEo2 AX Mg FHA F Hojx 50%2 Fe-dd 2 T A ES FRY0E T
o 3frt.
T UE e, 2 MAE Fe-dd 23 =l AAES AlxshE Wl #Ag Ao2A, AV WHE: a)
(1) i) Al Fc =l @A, ii) A2 Fc Tl @34, iii) A3 Fe Zwll @&, iv) Al Fc =H9 &
FA et A2 Fe Bl dAE A4dst= #7; v) A2 Fe ZHQ1 @FAE A3 Fe EHQl dFAe] d4dste
dAE st Al FEHE S, (2) A4 Fe =Wl @A xdsts A2 ZHE =, (3) A5 Fe =Wl o
ZFAZ sl A3 ZYHAEE; 2 4) FY 2 =S ddeeE 5 AXE wjdsts SA(AL Fe =)
=l v Agste] A i, A2 Fe Tvlel a3A L A5 Fe =

SFA B A5 Fe =9l Gk Al= A sk

Fe-39l g =vQl ZAES &

AR-(eE =1, 1070, 871, 670 3= 470 os}e]

el ofm gtk 2 %%(Oﬂ =1, CH EUﬂJOMUL) Zhs Ad WE 42, 43, 45 F 47 F o] Fihe] o=
= F 23k & | tiate] E345K 2 E43G obn=At 2|3

[#h2 Fe =9l g Asts S/ 4

wglol A A}eE vleh o], fo} "Fe =) WA Aol
]

A el @ A2 2 A3 A B e
(Ci2 2 C3) == ol9 7|54 dH (95 9], Fojx A !

Wl T o]9] V|54 W, CH2 v =

i) THE Fe Z=rQl dFA| o} o] #A)| 5}y
=l A & AL, (i) Fo #8400 432 5 e @3S st SYUPE = &S AAD
ok FEARE Fo ZmQl @Al ofvlie wheol M JHEAl azbA] g6l 4], IgGl CHZ =9l 3 TgGl CH3
EwlQle] Aol dRg Tt webr], Fe =dll @A, o] Q17F 1g61 Fe =9l TAlE E31690 4]
G446 Ti= K44774A], P317014] G446 TEi= K44770A), K318ell A G446 iz K447714], K318914] G446 HEi= K4477}
A, S319¢14 G446 T K4477bA], (32064 G446 = K4477b4], D3210A G446 = K4477hA], K322¢0 A4
G446 Ti= K44774A], 13230014 G446 3= K44770A), K323l 4 G446 iz K447714], H324914] G446 TE3= K4477}
A, T325914 G446 iz K4477hA], Hi= (3260041 G446 T K4477b4) 23" 4 9ok, Fe =¥l v
IgG, IgE, IgM, IgA H+= IgD(eAM, [gh)E X8k dole Hd==2edd &4 sdd & A T7}E Fc
el SRl 1gG o (o7, 1961, IgG2a, I1gG2b, 1gG3 W IgGd) (N2, <1ZF IgGDY & ATt
IgGl Fe =]l @Al 22lol 71Ald AAldol ARSdv. Q17F TgG1e] WA 314 =rle EU W E3160ﬂ
A P230 HE L2357hA] EE AL, CH2 =wRle A231 Hi= (236004 K3407h4] g1, CH3 =9l G341°]
A K474 S, A ErQle] mhx e opwiaike] 9l gk vhE ds)rh ik, o= P230 i 1235
ojtt. Zlol W oA, (H3 =rle K347% EghslbA] ekErh, wEbA, CH3 =WlS G341 4 G4467hA41 <L

[ retes

2 Qt)y, Hele we 01] ol A, ¥A =2 E216 WA L2355 XS & Q. o], dE E°] X7} (Hl
Lol i (D38 A w=ul oﬂ o st ﬂﬂﬂ Tkl Aol SlFET. dF Ao, dE 5o AUt 2
E]= 9] o}lu] “LL+°ﬂ U= A5, EU ¥ ™ 2219 Aspe GInloZ ERolHT, Fe =Wl T 3d-212]
F, oA 7k =<l BE% AEd A4 d9(CDR)SE AL F e HYSZEdY oy A% 233}
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el AzvtEagy $ont £59 4 vk, st TN, 2B FHEE EE Fo A Ee
Hol% 55%, 60%, 65%, 70%, 75%, 80% i 85%E BUT 429 Fc Z=ullS zteth, tE GFddddA, 2AE
ool ZelMEE £ Fo ZAIE Ho) 85%, 90%, 92% X 95%= A3 9] Fe wr|elS zh=t)

ol A ALEH upe} o], fof "ofstx o FHE sbEdt BA'E oSt 2AE T H¥EA e d4AE
243}, ogHor FE 7hed GAle Ade vE AR &Y shsslor dtar v Ao A F A otk
ok, B oago | FHor 34 7Hd 9AlE Fe-gd 23 =del ZAlEo] Hd3 oFshE rgAS A
Falof . gAe] 54 Fol WA uEl bgEr. oE Eof, AT FololMdi 1y @Ayt wiehgslar,
Aoy Folo = Fg G (S So], WFI ZD/Ex gz)7l dwtzon Algd)

oA AMgE "Am fFEZ"S g Ee A dste AESHA a3dE FEISAY Edd TlAE AW
EE FolE zte s Amshe o aRARl oA R 22 S AT g oA "Am
BEF'E 18] RO HE o] &% e ARE AHAHAY dEoR e e X mAet HEste] AF
Ho A3t AR aHE AFshe o= A" = glgo] olslEojofk gt}

Lol A AREE npel Zo], o T g go] B2 Ao wdk 7heshA AHeE ¢ ook

E1e (598 FAAYE A& W Adste] G45) 209 Fe mrg 2t Ad AA% 2 Ad Fe A
gol ox-dA~E stel ola] AAE Fo| ANE welFi Amolth. Fab FRe) AW EoSI(VH + VL)L
HYPAPA PO R TAHI, Fab F89 EW E=dA(CHL + CL)2 AP oz TAEW, Fe &9 =uQl(CH2
9O Blgos EAHR, 94 olFF AFE B Bom wAH g

¢

HE= F7el o8] ddd 3709 Fe =vde Zie

2 2
ARE Fo] dFE HoF= JfEfeolth. Fab -
=] -
T a

e ¢

£
H+ VD)2 HPrpador =AEAL, Fab F29] B8 =uQl(CHL + (L) AAHE o A
B, Fe F9] =rl(CH2 % CH3)S Bfd@ o= ZAsaL, §14 o|skst Adhe FPde gow Ao 3l

% 3a R 3be A ola] AL A ojFolFA S mrjle ARgste] 2 270e] Fe EH1(% 3a) E

= 39 Fe EHI(E 3b)& ZEE Fe 2AIES /Mgxe|tt. ZH7he] 1§ ZEHAEE A& UE2A 59 A
Hol 9lth. Fab H#9] 7M1 Z=WAQ(VH + VL) HPAPHAF O 2 EA|H 31, Fab Fieo & =d|d(CHL + CL)=
AAzZg oz mAEE, Fo B8 mW(CHZ 3 CH3)> BH3 oz mAjsa, 7=

Sow EAHM, @
A olgst Age Wadel Aow wAHC Utk CH3 BYS wH-F 4o @ wens s 23 9
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S YehE FqERE 240 9tk + L/EE - J|EE CH3 =H91Y AA7] AEo]y EdwolE el
7] 18l AHg-E .

T da WA = dhe Fu o]Fo|FAE =Hles AHEd 2HE T Fe =S de 2 ¥k Fe 2HA
Eo] JFreltt, ZAztel uf ZEFPEE= A& tEA §9 AHzlEHe] k. Fab FE9 7PH ZulQl(VH +
VL) HYPAl g o2 ZAE AL, Fab H-89] ¥ =dI(CHL + (L) HAHAE oz A , Fc F-&9o] =v
S1(CH2 2 CH3)S Bl dog ZAH, HAE 9oz “AHN, 31x ojgst Agge HPHe Wor LA
o] k. =Rl Fec @A A Al AES o|Fo|ZAs EdMo)E o] &3l Fc Tv2 A9t BE ZA|H
o] 9t}. Emele] Fe @EEAoA A2 HES o|FolFA|d} EHWM|E o] &3l Fe LWL (9 D2 A H

ATt

T 5a WA = 5f Ful o]Fo|FA s =Hds A8 Z
oz BXE Fc %0

=
), A o]t A HAH For mAFE Q. =

E
=

a WA = 6f% Fu o]FolgFAg =us ALEsE ZE|FEI= A& H =
3 Trels zhe BAY Fe Z—'xl% HB*COM 7%7%94 ﬂ% = 3E
) o + VL) HPrpd EA ¥ 3, Fab &
(CHI + CL)> AAME o= TAIH™, Fe PH%?J wwel (CH2 2l CHB)—"* EgEg oz EAH, PA
3 1 AE

Ta WA £ 7dE A olFolFAS £ ALge) Fel
wulel W wggoR BEE Fab(E)E 2% ¥4
o

tga2A 9 Aglse] vk, Fab F-&9] 7P =l (VH

o] Ewl ToQl(CHI + (L)S AHAlAYo=m ZAEW, Fe FEo Z=od(CH2 ¥ CHS)S_ Eleg o=
Al¥ L, A Ao R TAHY, 312 ojFs At HaPxMe oz ZAE gl Zde] Fo @Al
A AL MEQ o]Fo|EgA 8l EdWolE o] &35l Fe T A9 BE ZAHo] gltt. EWele] Fe @k

A A2 MES] o]FolFA S EdRo)E o] &3ste Fe EmSlS CoF D= FAIE] AUt
T 82 "R EXH Fc FAES] LdS dYTshe ol AMSE v oR ¥ E WY Fabg Zte 24
A-CD20 A E2] JFEo|rt.

T 9= vy H o R EAH Fc ZAES LS dFstE o AMRE R oR BIE A FahE zhe EXY
(D20 A &2 o),

E 102 & 89 Fc AAER Y= ZEHPHEE doslsie FAAZE 2099 A2 SDS-PAGE +41¢]
A¥E BolFd, W AF #A (el Dol 200 kDag] W=7} EA3t= AL oxw Fe FAEo] JAHASS

AZ3slh= Aolt}.
E 118 & 99 Fc FAER Z2HEE ZHUFHES d33stes A2 FA0AR AEe SDS-PAGE #4249
A7E BoFETh, W 9% 7 of Ea}eko] 200 kDartl okt o] & W=yl EA%YE AL 9rd Fe
Aol PHAES Y53t
%128 370e] Fe mrill B o27fe] el AR mele SHshe
18k}, o] FAEL2 4719 Fe =9l @A df &
Ci3 3tAE ow Ak X3H(4510) 2 270¢] Fe =<l

3 3 =
Fabar, N-Eebol A vy =H91(4512)S FHrate -l ZAg Tuelo] e o8] FHz g Adw A2 Al
9o (3 stHE opu|:At XFH(E) (4508 H 4506)S dol& X sl st Fe =dld @S g3t Al
2 Y HEMUG24) =, N2 A vy =W (4518)S FFshe Y A =dld AE= g AZFE Al A

o
=
=
0,

i
)

B9 AT = AAB(AAE 45)& =
1 (4502)= A1 MES]
S5 94 opvwat e Ah)E

>

)
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ook
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Eo] gty opu|:wAl X2H(4510)s EFetE Al ZYPE = Fe =dldl @A|oke] fEdk A7) dEAs
& 3, 3 AES dd olueAt X$(E5)(4522) S EeEE sl Fe kElel dEAE i3t A3
9 A4 P =(4516 B 4514)F, FHEF-FA ofv| At AFS EFEla R g AlES] (3 sHHE o}
A XBH(E)S EFskeE sl Fe =HIQl dFAE 27 x3kets, 7] @ AES] 3 shE obv Ak A
A (E)S A2 ME &AH oluwmAal X3H(4508 D 4506)S E3etE Al ZFE|=C] Fe =l vk 9o
Freeh A7) dEAes HXgh Vo =ulQl(4504 B 4520) 74z Wy EwRle] A E T

&= 132 7K€) Fe =vql & 27)9) & A =vidle Sshs
AR, o] ZAlES 478e] Fe =rl]l @A gy &2
Ci3 shdE ofm =4t x13H(4608) % 271¢] Fe =mQl

ZAAE(AAE 46)S =
(4602)= A1 A EQ
A oAt X3S T E

xgetar, sufojAel s AH= €y AdE A2 AES
o2 sk shte] Fe ZrlQl @A Sttt A2 ZEREE618)= A1 AES] 3}@% opm| At At
= A i3

O
w
ol
o
r>~l
i)
O
=
=)
l-r
oy
)
ries
il
=
D
S
(o))
S
B~
D
S
ii
HJ

(4608) 7t A1 ZFYAE = Fe =vel defAofe] flgt 7] 4aa8S FHse & AES A

ol =2t X8H(E)S EFsh= sl Fe TWlel @S a3, 713 2 A4 Z2FEI= (4626 2 4624) =,
FER-FA olnAal XS ¥gsla JeolZ T AEQ (3 sHHE onxAl XF(E)S EFsE s Fe
LEull SAE A2 23y, 7] 3 AES] (3 shAE opu At X F(E)2 N-El A Vy EQl(4622 2
4620)% SHhsle Y A Tl FHE ad AZARE A2 HNES AW olu|x=Al X3H(4606 Z 4604)S F
gate Al ZIPE =9 Fe Z=W9l dakAlele] felet 7] AageS FIso. v g =d4614 2

AAE (A= 4TS
=2 gAEn. Al ERE=U702) =, 42t A

ki

Alget. o] A= 471H Fo mwQl whA] g &2 1
HES] G3 shde obvlieit A (4708 B 4706)S ¥ 2709] Fe =l ©EAl; B BSR4 obvxat

2 8S E3tetar, AdolAe o) 2E WY AZAE A2 HNES (3 AW oluxAl X3H(E)(4704)S d=
E38t= ot Fe TWel wEAE stk A2 2 AA3 ZE = (4726 D 4724)=, N-Zekol A Yy Er)

4722 D 47200% FHAE FA A =0 42 WY AZY AL AS] SFAY obvleAt X B4708
R AT06)E XYL AL FARI= Fo ol SRS FAT JW] PaA$E FAHE, T A=
SAE obmwmal AB(F)S WS S Fo mrQ GRAE 247 A4 Fe) e = (47100

i do
ok
O

EH-gA oluAt X8-S xesla 3 A EQ (3 AW ofnwmAal X]8H(
) @S XgelE, A7) @ AEQ (3 shE ofn|wAt I (E)S A2 AEQ shd" ofvnib X3
(4704)& Estste Al Z2YHE = Fe =vd dgAole] {ad A7 Aoggs &%t v g =
Q1(4712 2 4716)2 Z}7+9] Vy Ewle) A ).

= 155 5709 Fe =H9l 2 4749 & A =rolS dFdle Fe-dY 2 =v

il
ARt o] ZAlEE 670 Fe =l dEbAl g & FE. Al EPE=(4802)=, 4
E j =

A= (A& 48)
2 K t
& =EH 34 oAt Agke xdsta Al AES 3 shdE ofv:tlt X#H(E) (4812, 4810, 4808,

o
=
=
[s]

W o

&l

4806)= X33k 4709 Fe =vlQl ©gAl; 2dolAel oa] A wig] JdA¥ A2 AES (3 e ofn| it
2)8H(E)(4804) S X3k shbe] Fe =l w&AE dHretch. A2, A3, A4, 2 A5 L PEI=(4846,
4844, 4842, 2 4840)=, TEHR-FA ofn|x=A) S XFeta |lejg2 g AES] (3 shHE oAb X3
(£)(4830, 4826, 4822, W 4818)& X g8l 3ol Fe =wWQl @FAE zt2h 2331y, A7) 3 AES (3
A E olm Al XSH(E)S N-Dekoll A Vy Em91(4838, 4836, 4834, 2 4832)% FHfate TY A r o

A A4d Al ANES shdd ofnil X 3H(4812, 4810, 4808, ¥ 4806)S EF
Fo ZvQl degAete] f2st 7] a8 F31sth. A6 ZPE=(4814) =, A2 AEQ 3hE ofn| =
b 218H(4804) S Eotale Al ZFEI=Y Fe =dlel dEFAete fag Fr] JEaes SdEe 3@ HME
o] A ouwAl X3HE)S EFelE it Fe Edel GEAES itk v, 3 ©uQ1(4816, 4820,

4824, % 4828)2 Z}7ke] Yy Evdel AdE .
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A

= AAES AT 5 At
A3 Fe-3g 23 “uel AAES 1 AFo] o] FuE F3E = PCT/US2018/0126895 L =4 I
W0/2015/1686433%., W02017/15197135., WO 2017/205436% = WO 2017/20543435.¢) 71A1%, 271 ©]AFe] Fc =4
S Zte BAE x29He7] 99 Fe f31A 22 WS ARgste] A EY. FHdA 24 e T AES o
S AFESle] Aal Fe-dd A3 =l ZHAE(FAE 45 WA 48; = 12 WA = 158 (i
2t 4) H(ii) FHx 24 FEH E EE5E 2

Jetrh., Z47te] Fe d2FA ZE|PHE= 54 ol x4 <

22X, AAEY EA Fe EH¢lo® ZXYUHESE AW Fe wakd] o 999 o]Fo|ekA 3t MalA
o S| 1‘:_}

1)

oiN 2 ol

~—

o I
i
i
ke

o
Fol £19 % lvh. olFolFA|s Nely RES Jol@ o] FolFAs Huy mEe] BAWolE 2= Fe
A eke] 39S Eelel s, 5 olFolFAE Aduld wEel ArA opnmAilb AgS Zh= Fe dEA)
el HFE 2SS AAE. ole@ olFolFAS Aol o AV L A g4 Hasew
A, dold Fo wrpal EeWE Sk AAlEe] ol dt Fe mrlld fste AY PHOR 2YUHEE Ak ol
3 Aage] B4 ofst 24Bel oy, &%, 7Y, 2 AIYS g 8 eTHe QdoR @
A oFst zAEe] B84 Y4 Jhesl A

AN Tl A, Ee 7 A Fe-3de AF =vlQl AAE] g 2o 7AlE viep 22 7 AE
of o]FolgAst EANo] Afolo] Aol FH7] AEojE EdwolE Agste]l @4dE 5 vk Hu A7

] [$)

A9l E357K 2 Fc waFa|e] A1 o4 2] K370D0]™ (o] &

o7 Fe HRAE 57

Fol Aol K409DOI T (0] 5 Fe WAl Fgate] A2 Fo =21 B4

A% FAANA, Fe-ge AF Evl9l AATL gold A% 54, A old A% VHE(FAaAY &

of% TAC] thE) Ei= old A Bl e Holge 2 HE i FA-AF EWA(AF o, 2,

3,4, 5 Ei 6719 FA-AF =ole) e it), o)F Hold AAES Fe-dbd AF =W AAlEe Telw

HE 3 2 olaro] Aol RU-AF e Taes, dF 5o, 4t ahlel Al Soly RL-AF =

Wole TS, Bl gl A2 Sold FU-2F =WAL X, 4] Fe 2ATERYE A4E 5

oith. Aboldt &gl AY wulle Aold A4, EE: FE AAE ST 5 AU, EE schv Erjolow ol

Fold 4 9t

o]F Hold W AF Solq AATL 27le] Fold AE ol FolFAS Badve], F A o|FolFAF S
o]2 ALgalel AAE = Atk olel@ o] FelFAS DS The o FelBAS Adite NG Rela
Aoz Aol Bk, oleld AL Reol J1AH vish gol F AES o|Fo|FAs EAM] Abo]

& 7] 2oy Eawo] Q/EE T ALY oFolBAE BAWo] Aole] Holdt EHH-FEY

rE
o
Ll

ARgstel Edd o gtk A A7) AEl" Edwel] ddli= Al =H Feoll A9 E357K, A1
coll A1) K370D, A2 =M Feoll A1) D399K, % A2 & Feell Al K409De] T}

de mt Lo rf (B
oz
o

= 2

I. Fc =H 9l whaA)

o~
Wol GFA= ddI2EY A 5 16, 1gE, IgM, IghA T+ 1Y 4= Y}, Fe =9l S&As =3 o
o] HAZFREY A 5F(AE S0, [gGl, I1gG2a, [gG2b, [gG3 Ex Ig6)Y & Yr}. w3 Fe Wl o
FA =, d& 5o 1gGl25Ho A % (LE 27, [gAZFHY CHE A, [G1=25FE9 a4 2 (e
ZEAak [gG3EFH Y (S 2zt EAAY 4 Ut}. Fo EW¢l kA9 ol=Ale Mg o HHo Y3t +&
Aol Fe 484, & £9°], FcyRIIladl 28 4 A& (oA F7l2 Ho®) Fe =redoltl. ¥ HAlA
oA, Fc Twel whakAe] CHy, &4 B =rde Hze] 38S 737 98] CH-CHy 34 3 =dee] A
Holl ofm| At X3S FHE 4 vk, tE FEAAA, Fe =W 9EFAE 2w = C-Ede] Fd S
7} BolojE], & Eof, d4EW-Z3 FEE e Ax A xFert. B wHAA A, Fe B wEER|
_]

= H %
= Aol e A A 99, dE =9, Vi, Vi, AEA A 99R) B 27 GRS S
A Aol , ol ZAE Fe—-3dd 2 =)l FHAl= W] Fe =rdl dFA(AS 1, 3709 Fe
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Fof, Hojx

=Hdls Zhe Fe-@ =2
£ ZHQ Fc—i‘%% 7&% Eﬂﬂ?l el

.l =
97%, 99% X 99.5% FA3H) A
Fo Z=d9l @A (dE 59, 3 &
47, 48 2 50~53 F o= 3l AMde Hojkm 95% FLI(AE B, Ao
AEe 7Hd Aok, 5F FddolA, Fe-d4d 7—2% el = F

52, ¥ 53 % o= dhte] AAw} Aok 956 FUR} (Holk 97%, 99% Ei= 99.5% EO]EP) 1°§a M 5 9l
o}.

Y HE 42

>
ue
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e
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DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPTEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPGK

A HE 4

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPTEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPGK

A HE 46

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPG

A HE 48

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPTEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVDGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPG

A H3E 50

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPTEKTTSKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPGK

Y HE 51

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPTEKTTSKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLKSDGSFFLYSDLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPGK

4 HE 52

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTTSKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLKSDGSFFLYSDLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPG

A H3E 53

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPTEKTISKAKGQPREPQVYTLPPCRDKLTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPGK

II. Fc =H2
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] stxl® | CDR1- CDR2- CDR3- CDR1- CDR2- CDR3-
IMGT IMGT IMGT IMGT IMGT IMGT
(=) () (=4) (730 (A4 (70
B7-H3 o2 | GFTFSSF | ISSDSSAI | GRGRENI | QNVDTN | SAS QQYNNYP
=z | GHE (M8 W% | YYGSRLD | (ME = FT (M€
Tt #1135 76) | 108) Y (M8 171) HE 201)
HE 137)
e 7vHd] | GFTFSSY | INASGTRT | ARGKGNT | QSVSSSY | GAS LQIYNMPI
ofdzo] | £% A(HE (12 AE | HKPYGYV | (ME HZE T2
= |3 77) |107) RYFDV 172) HE 202)
(ME "z
138)
CCR4 27}2 | GFIFSNY | ISSASTYS | GRHSDG | RNIVHING | KVS FQGSLLP
255k G(HE (1€ M= | NFAFGY DTY WT (2
H35 78) 108) (ME W1z | (M8 HM&E ¥ 5 203)
139) 173)
CD19 olddl | GFTFSSS | IYPGDGD | ARSGFITT | ESVDTFGI | EAS QQSKEVP
2z | W((HE T VRDFDY | SF FT (44
H3E 79) #E 109) | (M€ HME | (ME HE ¥ 5 204)
140) 174)
CD20 ©oH|% | GYAFSYS | IFPGDGD | ARNVFDG | KSLLHSN | QMS AQNLELP
==g  |WHD G YWLVY GITY YT (M2
HE 80) HE 110) | (A2 HME | (ME 1S HE 205)
141) 175)
CD20 27} | GRTFTSY | AIYPLTGD | ARSTYVG | SSVPY ATS QQWLSN
==z | NMH(HE | T(HE GDWQFD | (Mg #= PPT (44
HE 81) HE 111) |V(HE 176) 95 206)
HE 142)
CD20 Z1E4] | GYTFTSY |IYPGNGD | CARSTYY | SSVSY ATS QQWTSN
o} N(#HL T(H4 GGDWYF | (HE W3 PPT
ME 82) |[WE 112) |NV(HE | 177) (ME Bz
HE 143) 207)
CD20 = E7 | GYTFTSY |IYPGNGD | ARYDYNY | SSVSY ATS QQWTFN
=8 | N(HE T(Hg AMDY G PPT
H3 82) H35 112) | (A€ ME | 177) (Mg i
144) 208)
CD20 == | GYTFTSY |IYPGNGD | ARSTYYG | SSVSY ATS QQWTSN
i N (<2 T(HE GDWYFD | (M€ W= PPT (M€
HE 82) Wz 112) | V(HE 177) HE 207)
H3 145)
CcD22 o=z} | GYTFTSY | INPRNDY | ARRDITTF | QSVLYSA | WAS HQYLSS
=za |WHE T(H4E Y (M4 NHKNY (e Mz
HE 83) ¥E 113) | 95 146) | (€ HZE 209)
178)
CcD37 o= | GYSFTGY | IDPYYGG | ARSVGPF | ENVYSY | FAK QHHSDNP
zEz |N(HE THE DS (HE HE iz WT
o HE 84) HE 114) | HE 147) | 179) (ME d=
210)
CD38 rlel= | GFTFNSF | ISGSGGG | AKDKILW | QSVSSY | DAS QQRSNW
oA A(ME THE FGEPVFD | (M9 HZ PPT ("<
H3 85 |#WE 115 | Y(HE 180) HE 211)
HE 148)
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cD38 o]Al & | GYTFTDY | IYPGDGD | ARGDYYG | QDVSTV | SAS QQHYSPP
A NG T2 SNSLDY | (¥ ¥z YT (A2
W3 86) HE 109) | (ME 1= | 181) HE 212)
149)
cD3 ¢4 | Z=2 | GFKFSGY | IWYDGSK | ARQMGY | QSVSSY | DAS QQRSNW
= o} G (M2 K (Mg WHFDLW | (14 ®i5 PPLT
HE 87) WE 116) | (M€ HZ | 180) HNE A%
150) 213)
CD52 a=l= | GFTFTDF | IRDKAKG | AREGHTA | QNIDKY NTN LQHISRP
Fo Y (HE Y17 APFDY e Wz RT (M€
W5 88) |(ME W= | (ME HE | 182) HE 214)
117) 151)
CcD105 s}=E | GFTFSDA | IRSKASN | TRWRRFF | SSVSY ATS QQWSSN
Al gk W(HE HAT DS (4 d=s PLT (A€
W3 89) |(HE HE | (HE HE | 177) HE 215)
118) 152)
CcD147 cHAb18 | GFTFSDA | IRSANNH | TRDSTAT | QSVIND TAS QQDTSPP
W+ 2 APT H(4E (e M= (HE ¥z
H = 89) (g ME | 915 153) | 183) 2186)
119)
c-Met ABT- GYIFTAYT | IKPNNGLA | ARSEITTE | ESVDSYA | RAS QQSKEDP
700 (M4 4= | (ME s | FDY NSF LT (A&
90) 120) (e 8z |(HE H=Z HE 217)
154) 184)
CTLA-4 o]®™g] | GFTFSSY | ISYDGNN | ARTGWLG | QSVGSSY | GAF QQYGSSP
h=R:)3 T(HE K (A& PFDY (Mg H= WT (M2
HE 91) #HE 121) | (ME HE | 185) HE 218)
155)
EGFR2 rt=7) | GFNIKDTY | IYPTNGYT | SRWGGD | QDVNTA | SAS QQHYTTP
EAT | (AE WS | (M2 |E | GFYAMDY | (M€ H=E PT (A&
92) 122) (18 ME |186) HE 219)
158)
EGFR3 Z¢ % | GYTFRSS | IYAGTGS | ARHRDYY | QSVLNSG | WAS QSDYSYP
z=m Y (g P (Mg SNSLTY | NQKNY YT (M€
HE 93) WE 123) |(ME HE | (M2 HE HE 220)
157) 187)
EphA3 o] o GYTFTGY | IYPGSGN | ARGGYYE | QGIISY AAS GQYANYP
=z | W(HE T(H4E DFDS (Mg A= YT(HE
HE 94) W3 124) | (ME HE | 188) HE 221)
158)
GD3 )22 | GFAFSHY | ISSGGSG | TRVKLGT | QDISNY YSS HQYSKLP
a5 | AR T(HE YYFDS (Mg ds (Mg 9%
¥3E 95y | #ME 125) [(ME HZE | 189) 222)
159)
GPC3 Z=z7] | GYTFTDY | LDPKTGD | TRFYSYT | QSLVHSN | KVS SQNTHVP
=34 | E(HE T(HE Y (HE RNTY PT (Mg
HE 96) #% 126) | 9lE 160) | (AE HE 5 223)
190)
KIR2DL1/ | @122 | GGTFSFY | FIPIFGAA | ARIPSGS | QSVSSY | DAS QQRSNW
203 % A(ME (Mg #WE | YYYDYDM | (Mg ¥E MYT (4 €
95 97) | 127) DV (g |180) HE 224)
HE 161)
MUC5AC | o]+ & | GFSLSKF | IWGDGST | VKPGGDY | SSISY DTS HQRDSYP
A9 G(M<E (ME U5 | (ME ME | (MY HE WT (M€
H35 98) | 128) 162) 191) HE 225)
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%~ | =5H]E | GYSFTGY | IDPYYGD | VKGGYYG | QDIGSS ATS LQYVSSP
g4 A% N (M€ IRGE] HWYFDV | (H€ 9= PT (€
H3T 84) HE 129) | (M€ ¥MZE | 192) HE 226)
163)
RHD =27 5% | GFTFKNY | ISYDGRNI | ARPVRSR | QDIRNY AAS QQYYNSP
iy A(RE (¥ M3 | WLALGLE | (M8 % PT (M
W3 99) 130) DAFHI 193) W3E 227)
(M8 A=
164)
SLAMF7 | 242= | GFDFSRY | INPDSSTI | ARPDGNY | QDVGIA WAS QQYSSYP
% WA € (Mg U3 | WYFDV | (M€ ¥3 YT (HE
H3E 100) | 131) (ME M3 | 194) HE 228)
165)
HER2 Ee}~ | GFNIKDTY | IYPTNGYT | SRWGGD | QDVNTA | SAS QQHYTTP
=zo | (ME HE | (HE HE | GFYAMDY | (448 d= PT (A<
92) 122) (d M5 | 186) 3 219)
156)
0X40 =42 | GFTFNSY | ISGSGGF | AKDRLVA | QGISSW | AAS QQYNSYP
% A(ME T(H<E PGTFDY | (M€ H= YT (M€
H3E 101) | A& 132) | (M€ HAE | 195) HE 229)
166)
PD-L1 ol¥= | GFTFSSYI | IYPSGGIT | ARIKLGTV | SSDVGGY | DVS SSYTSSS
ig (Mg W= | (N2 |5 | TTVDY NY TRV (M€
102) 133) (M8 83 | (ANE iz HE 230)
167) 196)
CD135 4G8- SYWMH EIDPSDSY | AITTTPFD | RASQSIS | YSQSIS QQSNTW
SDIEM | (11€ W5 | KDYNQKF | F (44 NNLH (g HE | PYT(M4E
103) KD (1€ 3z 168) | (M€ ¥=Z | 200) HE 231)
W 134) 197)
HIV1 VRCO1L | GYTFLNC | GWMKPR | ARYFFGS | SQYGSLA | GGS QQYEFFG
s PI(H g GGAVN SPNWYFD | W (1 & QGT (M2
435 104) | (M8 HE | (HE HE | W5 198) HE 232)
135) 169)
HER3 KTN337 | GFTFSYY | IGSSGGV | ARVGLGD | SLSNIGLN | SRN AAWDDSP
9 YMQ (AE | TN (HE AFDIWQQ | (€ HZE PG (M2
#3% 105) | 91E 136) | (A2 HE | 199) = 233)
170)
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KNSLYLQMNSLRAEDTAVYYCAREG
GWFGELAFDYWGQGTLVTVSSASTK
GPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVY
LQSSGLYSLSSVVTVPSSSLGTQTYIC
NVNHKPSNTKVDKRVEPKSCDKTHT
CPPCPAPEFEGGPSVFLFPPKPKDTL
MISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKAL
PASIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

3 1b] 7P =wlel A4
A VHICH1 VL
ofe|Zel %t | EVQLVESGGGLVQPGGSLRLSCAAS | DIQMTQSPSSLSASVGDRVTITCRASQDY
GFTFSDSWIHWVRQAPGKGLEWVA | STAVAWYQQKPGKAPKLLIYSASFLYSGV
PD-L1 WISPYGGSTYYADSVKGRFTISADTS | PSRFSGSGSGTDFTLTISSLQPEDFATYYC
KNTAYLQMNSLRAEDTAVYCARRHW | QQYLYHPATFGQGTKVEIKRTVAAPSVFIF
PGGFDYWGQGTLVTVSSASTKGPSY | PPSDEQLKSGTASVVCLLNNFYPREAKVQ
FPLAPSSKSTSGGTAALGCLVKDYFP | WKVDNALQSGNSQESVTEQDSKDSTYSL
EPVTVSWNSGALTSGVHTFPAVLQSS | SSTLTLSKADYEKHKVYACEVTHQGLSSP
GLYSLSSVVTVPSSSLGTQTYICNVN | VTKSFNRGEC
HKPSNTKVDKKVEPKSCDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPREEQYASTYRVVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMT
KNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLT
VDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGK
SR EVQLVESGGGLVQPGGSLRLSCAAS | EIVLTQSPGTLSLSPGERATLSCRASQRVS
GFTFSRYWMSWVRQAPGKGLEWVA | SSYLAWYQQKPGQAPRLLIYDASSRATGI
PD-L1 NIKQDGSEKYYVDSVKGRFTISRDNA | PDRFSGSGSGTDFTLTISRLEPEDFAVYYC

QQYGSLPWTFGQGTKVEIKRTVAAPSVFI
FPPSDEQLKSGTASVVCLLNNFYPREAKVY
QWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLSS
PVTKSFNRGEC

Egda 23}

CTLA-4

QVQLVESGGG VVQPGRSLRL
SCAASGFTFS SYGMHWVRQA
PGKGLEWVAV IWYDGSNKYY
ADSVKGRFTI SRDNSKNTLY
LQMNSLRAED TAVYYCARDP
RGATLYYYYY GMDVWGQGTT
VTVSSASTKG PSVFPLAPCS
RSTSESTAAL GCLVKDYFPE
PVTVSWNSGA LTSGVHTFPA
VLQSSGLYSL SSVVTVPSSN
FGTQTYTCNY DHKPSNTKVD
KTVERKCCVE CPPCPAPPVA
GPSVFLFPPK PKDTLMISRT
PEVTCVVVDV SHEDPEVQFN

DIQMTQSPSSLSASVGDRVTITCRASQSIN
SYLDWYQQKPGKAPKLLIYAASSLQSGVP
SRFSGSGSGTDFTLTISSLQPEDFATYYC
QQYYSTPFTFGPGTKVEIKRTVAAPSVFIF
PPSDEQLKSGTASVVCLLNNFYPREAKVQ
WKVDNALQSGNSQESVTEQDSKDSTYSL
SSTLTLSKADYEKHKVYACEVTHQGLSSP
VTKSFN RGEC
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WYVDGVEVHN AKTKPREEQF
NSTFRVVSVL TVWHQDWLNG
KEYKCKVSNK GLPAPIEKTI
SKTKGQPREP QVYTLPPSRE
EMTKNQVSLT CLVKGFYPSD
IAVEWESNGQ PENNYKTTPP
MLDSDGSFFL YSKLTVDKSR
WQQGNVFSCS VMHEALHNHY
TQKSLSLSPG K

STAEATT

CD38

QVQLVQSGAEVAKPGTSVKLSCKAS
GYTFTDYWMQWVKQRPGQGLEWIG
TIYPGDGDTGYAQKFQGKATLTADKS
SKTVYMHLSSLASEDSAVYYCARGDY
YGSNSLDYWGQGTSVTVSSASTKGP
SVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQ
SSGLYSLSSVVTVPSSSLGTQTYICNV
NHKPSNTKVDKKVEPKSCDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSRDEL
TKNQVSLTCLVKGFYPSDIAVEWESN
GQPENNYKTTPPVLDSDGSFFLYSKL
TVDKSRWQQGNVFSCSVYMHEALHNH
YTQKSLSLSPGK

DIVMTQSHLSMSTSLGDPVSITCKASQDV
STVVAWYQQKPGQSPRRLIYSASYRYIGV
PDRFTGSGAGTDFTFTISSVQAEDLAVYY
CQQHYSPPYTFGGGTKLEIKRTVAAPSVFI
FPPSDEQLKSGTASVVCLLNNFYPREAKV
QWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLSS
PVTKSFNRGEC

MOR 202

CD38

QVQLVESGGGLVQPGGSLRLSCAAS
GFTFSSYYMNWVRQAPGKGLEWVS

GISGDPSNTYYADSVKGRFTISRDNS
KNTLYLQMNSLRAEDTAVYYCARDLP
LVYTGFAYWGQGTLVTV

(VH 5k 2R3

DIELTQPPSVSVAPGQTARISCSGDNLRHY
YVYWYQQKPGQAPVLVIYGDSKRPSGIP
ERFSGSNSGNTATLTISGTQAEDEADYYC
QTYTGGASLVFGGGTKLTVLGQ

Fe-3l4d 23 T2l ZAE 459 39 23 T (% 129 4504/4512 2 4518/4520)& % la @ % 1be <&
AE A F o= e 379 T4l 2 3709 A (R AEs 747 388 4 .
Fe-3ld 23 T2l ZAE 469 39 23 T (% 139 4610/4622 2 4614/4620)S % la @ T 1be] &
AE FA F o= e 379 T4 2 3709 A (R AEs 747 2388 4 .
Fe-39l A3 =vel AL 479 & A% =v (= 149 4712/4720 2 4716/4722)2 ¥ la 2 X 1bell &
AE FA F o= e 39 T4 2 379 A R AEs 77 38 4 .
Fe-3 23 el AL 489 3 A Ll (% 159 4816/4832, 4820/4834, 4824/4836, 2 4828/483
8)2 3% la ¥ ¥ 1bdl €AHE A T A= st MY F 2 3719 A (R AEs 44 238
ATt
AR FHoA, FY Ag Zud (B Eo], Fab & schv)S % 2 &&= ¥ 1Bol €49 A9 v, 2 v, A
&S xEsith, di FHU A, Fabe ¥ 2 T T 1B EAE A9 V2LV, A& E3H (DRSS X E3
o, g5 FAdoA, Fabe & 20 EAE ALY Wy LV, AkEel xstE RS Egsie, Vw2 Vi AL
WA= ¥ 29 A9 Vy and V, AEI Holx 950 FAsAY, Holk 97% TUAY, Holx 99%
FAAY, = HoJx 99.5% FIstk. dF FEH oA, Fab X 1Bol E€AE A VH 2 VL A&l &
¥ CDRE Xgstd, VH 2 VL A Ee UmAl= & 1Be] A VH 2 VL Ad3 Hol= 95% sd3tAY, Fof
5 97% LAY, Aojx 99% s AY, e HoJk 99.5% U3t
X2

x4 A

AbGn-7 39 AbGn-7

AMHR2 GM-102

B7-H3 DS-5573a

CA19-9 MVT-5873

CAIX 3F-CAIX

(D19 XmAb5871
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[0193]

[0194]

[0195]

[0196]

[0197]

[0198]

[0199]

[0200]
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(D33 BI-836858

(D37 BI-836826

(D38 MOR-202

(D47 Ant i-CD47

CD70 ARGX-110

CD70 ARGX-110

CD98 IGN-523

(D147 | E5

(D157 MEN-1112

c-Met ARGX-111

EGFR2 GT-Mab 7.3-GEX

EphA2 DS-8895a

FGFR2 FPA-144

GM2 BIW-8962

HPA-1a NAITgam

ICAM-1 BI-505

[L.-3R%+ 3} = il

JL-1 FIEAT

It 24% I MDX-1097

KIR32DL2 IPH-4102

LAG-3 GSK-2381781

P. aeruginosa AR-104

serotype 01

pGlu-abeta PBD-C06

TA-MUC1 GT-MAB 2.5-GEX
Fe-3Hl A3 wuel ZAE 459 3¢ A3 Ll (% 129] 4504/4512 2 4518/4520)2 % 2 Hx= I 1bo &
A A F o= sk vy BV, ALES A 23 5 9
Fe-3Hl A3 wuel ZAE 469 3¢ A3 “uQl (% 139 4610/4620 2 4614/4622)S X 2 = I 1bol &
A A F o= st vy BV, AES A7 23 5 .
Fe-3H¢l A3 wuel ZAE 479 3¢ A3 “uQl (% 149 4712/4720 2 4716/4722)& E 2 = I 1bo &
A" A T A= s vy 2V AES A 283 Q.
Fe-3tgl A% =wol ZAE 489 a9 A3 =wel(= 1591 4816/4832, 4820/4834, 4824/4836, = 4828/483
8)L E 2 v F 1boll EAE FA F o= st vy RV AES 7 23 & A
Fe-3 A3 muel ZAE 459 &Y A3 Zued(X 129 4504/4512 2 4518/4520)& % 2 &= F 1bol &
AR A F ol sl v, 2V, Aol d4E DR APL 7zt T3 4 gl
Fe-3+9 23 m=uel A& 469 39 23 TSl (% 139 4610/4620 2 4614/4622)8 ¥ 2 = F 1bo] &
A" A T A= S vy 2V, A R R AES 47 258§ Q.
Fe-3 As muel ZAE 479 &Y A3 ZulQd (% 149 4712/4720 2 4716/4722)& % 2 &= F 1bol &
Af FA F ol ke vy 2V, Aol 68 OR ALS 474 23T = 9

A3 =9 (% 159 4816/4832, 4820/4834, 4824/4836, = 4828/483
ol shtel vy Z Vi Aol shid (R AES 47 23 4= Qo).
Fe-&9d 2% =wel ZAE 459 9 Ad = (® 129 4504/4512 2 4518/4520)S Vy 2V, Aol I
¥R MEE A7 28 o oo, Wy BV A vUeAs 2 B i 1bel @A" G T ol s
=
[e}

QatAY, ol 976 BEASAL, Aol 996 SASAL, Holxw 99,54 T}
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Fe-3tg 43 Tyl ZAE 469 9 23 =ud(E 139 4610/4620 2 4614/4622)L Vy LV, Aol &5
H R MES 42 238 4 dx, Vy 2V, A UnXE # 2 5 F 1boll A" 34 5 A= shve
=
O

detAY, A% 97% LAY, doE 99% TLsAY, doE 99.5% L5t

479 9 Ad =A% 149 4712/4720 H 4716/4722) Vy B2V, ALl T
¥R AL 242 29 5= Qlar, Wy 3LV Al UmA= i 2 B i lbell €7% 3 T ok skt
=
o

aAL, Hol® 97% BASAL, Holw 99 FUSAL, Hol® 09.5% HUA

Fe-3tgl A3 w=uol A% 489 3¢ A3 =wol (&% 159 4816/4832, 4820/4834, 4824/4836, = 4828/483
8)2 Vy BV, Aol e R A9 42 288 & daL, Vy 2V, Age] U= % 2 B i bl &
AR A F o= sl vy 2V A3 Hoji 95% FAFAL, HojL 97% TAdAL, Holk 99% FUs}
A, EE Aok 99.5% FUsict.

IV. o|ZA3} A9 2E

B A WEol A, olFAst e RES Fe =vlS @46k 2709 Fe =vld] gAle] doss dolds
GolstA sk Fe =vld]l &FAl o] A e A9 opn|nits ¥t FAder, oSt HYd mE
< A = =

& 2709 Fe Z=vRl @A dsA =

Fe Z=wQl Aol CHy, A ¥ =vl o] ditolt}. o]&kAst Hey REddA, ofrnil A& o5 A
-5 Qe AMElE ofviibe] kAol Axpma 27)9] CHy A B =l g sE SHAl @k e
FAE olFAE Adugd mge] doAEAY ofF At AeA e el HFHA ofv:
2l BEE v Fe =Qlel dis dEiHelnt. o FFe] ofv]mit
%

Aol A el FRAQ BA B2 A& AHgste] o Fold

¥ omwele] Aol A8 ol e T

$g LA OE FHelA, o BAS AEy BES C, BA B =W (oA 27w AAE) §
Axt 22 EERE TF@Th Fe B0e HEgor FYs] s, FUA FASG MUY HES e 2
Al Fe mHQ) B, AW, FAA 2% FRYES TR St G FA B =9 R 44 25

EHP-PEY 42 34

A oot 23kS FHfehe o] FAISE MEAd EES ZEE Fe =Hd 9 9 Sk
oAt X HS el o] HA|E MElA RES zh= Fe =Wl wEAlE (RYdA R Z1A4E) sk o}
ueAke]l fEld Y] AEojg S T dudor Agsle] Fe mHllS AT S k. AR FdA oA,
Fe =Rl &A= o9 dabd 2 S3hd oprwal A% 5 shvt oS xFS 4 vk K392D, K392E,
D399K, K409D, K409E, K439D % K439E. o AAlejolAl, gald ofnwil X3, & Eo], D356K & E357KE
sk Fo =9l 9FAlel 317 ofn| At X3k, o & 5o, K370D Ei= K370EE &3k Fe Evdl o
A= sk obm kel fEldt Y] 2ElAH S Bo AYHoz AFst Fe EWds 4T F vk & o
2 AA oA, E3B7KE ﬂ%ﬁ}% Fc Z=vlQl @FA9} K370DE &3k Fo =9l @&kl s olujmite]
feld AR 2Eo]¥S B Muzor Aggsla] Fo TS A 4 k. = g2 AAdA, E356K
2 D399KE ke Fe Lui ol kA9l K392D % K409DE &3t Fe Z=v|9l @Al b ofujwmsbel &
3 A7) 2~Eog S T Ao r Agste] Fe =HdS AT 5 k. A5 FEdA, G5} ofn| =
Ab A #E o] Fo) v 1§} Aad B2 A" ol AolsiAnt ARl JH3) ofn At X &S FH-3k
= 2709 Fe =r] @eEA= Agtalo] o]FolkA] Fe EW|9S FA3ITE. o]z olZAsl Hely nEL o}
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o ole] ¥HA Fe =l dA(2)I et dF FadolA, 1 FE= Zo] Al Fe =Ml @A =
© Fe =l dZAe] Al ABAEE Al & FE=9 Fo mHd] dFAoA ofnieilt X ghel o3 JA =
AL olZFA st Held REe] Aol A Al o|FAE MuA e dFE FAdstes opv=At Agks 3
fetch. 71 FE= ] A2 Fe =9l deFA e Fo BHldl 9o A2 ABAEE A2 &S FE =9 Fe
Zrl ERFAA ofu]itt Xl o3 FAH A2 o] FA St AEA EEe] dF-ol FHAES A2 oAt A
B4 ZEe] dFE FAshe ot &S k. Al o]FAE de REE Al &2 FE =] Fe =
Hl ggAol] gk 71 FE = o] Al Fe Z=rlQl WA (= Fe BvlQl dhgAo] Al A HA 1‘5)4 %% g
Al A, Al A g

2
Fc =<l V/J%‘:iﬂq— A2 ?ﬁ}ﬁ HAE|=9] Fe =H|

AbstAl, A2 o] ZEA st AH

Ql SEFA(EE Fe X<l

FE| =] Fe =d|l @A Alo]9 75%* 0}71] f‘LD}

E4 FddoA, Fe-d8d A% ZHd Al Al O]F/Ezﬂ

Azt ded BES Z2He A2 Fe EHdS 7 4 . .

H Aol o] EEF-YFA o] W/EE X 4EFE AYE Aok o] JHd3 EdRelE e 3t

£ B =

rlo

—(E A,OL
X,
=
oX,
ta
sl
o
)
rr
2
-
o)

==

o] Fe @Al (o5 5o, Fo 9= $354C 2 T366W SFH-3A Sdwo] 2 E357K 9rst E¢dwels 7}
20, 3 ¥ 3eriy AduYd Hok st FE-dd EdWe] B/EE ¥ 4RNH A Hok
stupe] st EANolE 2= she] Fe @ A(dlE 5o, Fo @Al Y349C, T366S, L368A B Y407V SHa
-4 Edde] B K370D Hds EAdMOlE JHE )2 E 2HEAT. dF F-delA, A2 Fe =wdl
& X 308NE AMEE Holw shel EEF-¥Y Sdwe] B/EE X 4EFE AdEE Hojw skt gHs)
EAWolE 2t e Fe @A (& E0], Fo 9A= D356K 2 D39K st =aviols: 7k + A,
2% 30RFEH Aud Aok o] FEN-FA EdWe] /s X 4RNE AEE Holx s st

ol& 2z shute] Fe 9A(e& 50], Fc @@= K392D 2 K409D 43t 2dWelE 7Hd A5 =

3, AoE Fe =]l GFAS 2te Fe =vldle] d4& 8= o AFSE vhE WS F4 A9 o
Al a-vade Fe ZviQl @ekA] Z4zbe] - §3ste] o]FolFAe] AL Thestl sk LUZ-Y A (=
53] &9 370 AN020110346055 )% ofbel, Zkzbo] IgA B IgG CHy A Fe] washs AIHES EFshs o

FolZA| Fc =He W& zt= Fe = ele AASFE= SEED(strand-exchange engineered domain) HbE]
W (&3 [Davis et al., Protein Eng Des Sel. 23:195-202, 20101) A&+ glo] E3Hgh}.

V. fd 22 $EF 9 f1A 23 53%

L

F3&1[Ridgway et al., Protein Eng. 9:617-612, 1996]; & [Atwell et al., J Mol Biol. 270:26-35, 19971;
& [Merchant et al., Nat Biotechnol. 16:677-681, 1998]). x=H-&° @Pi&o—e— o|FolHFA JAHE FEls)
Al she W, v "S-85 288 Y F5 2 FEd Jaxge] dAdz Qe sFolHA IA

_ (€]
& AP}, - )& 0w B8] W A15,731, 168500 AAHo] ),

FAA 2 FEY D G4 2% BER(EE "wB-2 AH)E Carter 2 BE AFAE0] s Aga)
(

WONA gl A, AR 2 FEY L HA% 24 BEYE o] AN P39 AT E6el Az
ES I AR 24 FBRE GNAY Qe ohrlxite] H4 ¥t 6 4o Aol @ obvlwitos
GAE W AAEE 0 Frelth, £ £F BENE Gude] Yol it Z4 ¥t 6 2 gold
ohvitoz vAE W YHEE B Ao gl Cl, B

Qo] Q3 209 Fe w9l wAe] o FAste] pol@th, AN FANNA, shkel CH, FA B =l

Bu muele] §A4 24 BEYE FEHES A4H], CH, WA
BEE 249 Fo w9l BgAle olFAsE FAsAL frelshl st (&) oA A
F)2A Agoth. o FAANA, St Cil, FA B wree)
R E e Ol 34 W Rl gee) obulweite o @ F85Es gyEn. ® e

U CHy A &3 =vQle] o] ofn
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e 2 FHath A, FAA 24 BEYE o
2 548 FRHe oimttom gAFoRM THE F Atk PAdoR, (Pl Fr=
> o

KR
ZIed) dF olFAE A9 EE(dxd, olFolFAs} dud EE)2 Cll; A4 =3
=

Holol e {FAX 22 FEFE etk B A WgelA, FHA 24 FEF 9 9 24 225
TS o]FolgA FAE sty A8l CHy =9l ke o)3sl Ad frx 22 AgHEct. o AAdolA,
FAR 22 SEH ¥349C, T366S, L368A 2 Y407VE $H8l= Fe Z=del Al F3A 22 &5 $354C
2 T366WE Ww&L‘EWEFcLﬂﬂtHhM¥dﬂ@9E.€§ﬂ Fc =ddS FAs 4 Qlvf. = e
AAldlol A, Y349C7F M M A 22 SdEhE sk Fo mrlQl wEFAleh S354C7F HrbE ARk 22
EEHE g8t Fe = dgAs A9y oz Agste] Fe =Wds 4T & Aok, & A 237 3
=5 2 532 28 225, o33 A3 fAx 22 e 2 AMES HA-TR) I g4 7 39 Algk glo]
x3H
* 3
o|Fo)FA S WP (=E-AF-F)
IR EdWe] (A& A EdWe] (A& B) Az B3
(Fc =m0l G&kA] 19] CH3 =rlel)| (Fe E=wlel w=kA 29] CHy &=
Heol)
EH-QIE-& (Y-T) |Y407T T336Y s 53 #
8,216,805
rH-5-& Y407A T336W o 535 #
8,216,805
LH-0E-& F405A T394W o 53 #
8,216,805
rH-5-& Y407T T366Y o 53 #
8,216,805
LH-0E-& T394S F405W s 53 #
8,216,805
LH-9%-& T394W, Y407T T366Y, F406A ) E3 #
8,216,805
LH-QE-& T394S, Y407A T366W, F405W s 53 #
8,216,805
LH-9%-& T366W, T394S F405W, T407A = 3 #
8,216,805
LH-QE-F F405T T394Y
LH-E-& $354C, T366W Y349C, T366S, L368A, Y407V
w=H-Z (CW-CSAV) |Y349C, T366S, L368A, Y407V S354C, T366W Merchant 59| Nat.
Biotechnol .
16(7):677-81, 1998
HA-TF S364H, F405A Y349T, T394F 02011028952

Fa: BE 7= EU 9ulgy A Ao wel Yu g E (Edelm 2] 3 [Proc Natl Acad Sci USA, 63:78-85,

Goldh opmlAt 7S b= CHy @A 29 =vdle] e opnit 7S diAlsks A2 e ofvit
oA Aggess BdE 4 Aok A & e dae) ofnlnt ) fe) 2
A o] =

Stk AL = o
oA TS Foago] e FAEE ¢, CH; A 2¥ =wde] A AE F 7)o Foltt.

$AA 2T PER 9 fA5) 2 BER) JA7) 2P 2

W) Eelg s wpof sk aysiel, A Bol 249 Golw FelEl=el Fo el ARl Aol o
FoBAE FS & + Ak, o Fo] wrk AAF RHE FA7] ZEelPe wrh nx v FA
@4 2As7] N9 W=, GNd wolel W g oz Saw ohlwal Aolsl @ B47 4E
g2 ol gk Aol A7) 2ElYS AHEdtel EFOIFAS Ei o|FolBARE FAT 5 oM, T4
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T dnk. olFolFgAste] A, AolatANt FPAl EdWol= o]Folw
=YEY. webA, Fe =9 dgAs v dakd 9 & ofm] Ak
4 9lv}h: D356K, D356R, E357K, E357R, K370D, K370E, K392D, K392E,
D399K, K409D, K409E, K439D % K439E. & o], 3t Fec =Sl @A, & Eo, T&E(Y349C,
T366S, L368A 2 Y407V)E 2zt Fe E=Hlel &A= K370D E9Ho)S w3k Zdaln, g2 Fe =l ek,
A E Bo], B55(S354C 2 T366W)S zt= Fe EwWel wekAs= E357KE £33 4= o},

B dwtgoz v dEH EdWol(Ee E9®oe] XF): Y407T, Y407A, F405A, Y407T, T394S,
T394W:Y407A, T366W:T394S, T366S:L368A:Y407V:Y349C B S3364H:F405 T o] dhub= ¥ 49 Edwolsr 23
2 5 9da, e &3 Sddol(kr Zdwol %3}): T366Y, T366W, T394W, F405W, T366Y:F405A,
T366W:Y407A, T366W:5354C L Y349T:T394F = o] sl ¥ 49 Eddolol 2a= 4 glon, ol gmm
EdRol(EE Edde] 23 I AMEEHE X 4 EdWole Eddele HojyH .

ot he

Bop duitdeoz U FEHF EJdWol(EE EdWo] =) Y407T, Y407A, F405A, Y407T, T394S,
T394W:Y407A, T366W:T394S, T366S:L368A:Y407V:Y349C L S3364H:F405 & ol sl # 39 AA7] 2Eo]d
Edniolel 23E F 9, doo EFH EdH|(EE EAWo] =) T366Y, T366W, T394W, F405W,
T366Y:F405A, T366W:Y407A, T366W:S354C, X Y349T:T394F = o= &= ¥ 39 BH7] 2Eoly =EdWoels

o) >~
3= 5 Qv

VI. F3d7] £E ¥

A7) 2Eo]g e Bop aak dad Babe] gAE 2dsy] 98 HE=, 9ud weel 2 gwo] wije
e obuliAt Abolo] FEjd FHY] FEAES o] &sh Alolth. olF-5olA FA|] AFAA o]FolHA
AL ko] BTolFAY AL FaA)E A e FEAeS WHsts 7] 2EHAY GARE o
ot e MF 55 9 F/) A12014-002411150] A H o] Tk

e

WAL WgellA, BH7] 2=Eo]FE S Fe =l
Aozt o AMgHETE, B3|, A7 AEA B AlLstE Fe =l
z =

g o@AsE Aoa] s,
CCHy A1 A Shh ol o] ofmlwal 7] Fabdl & J

28 ohulAl )R gAIs] w5

3 S ohulale] mel 45 AA/NA0R FeSAL Bels A, A% FHAGA, AR Faha
ohilwil, alE Hol gholal, of2r]Y Ei FAEUS S84 opuwal, dE Hof ofivi2EA i FTY
Aoz dAEG, B T, Are g5 opuwate ek olulmitow At s opvwmite
HEAFE O, BA BE B0 F sht Ex E R 599 5 v s ol JEAEaE i,
A By wolle] EATFORM, B oAl Afold] JEAGOR A% PA7] 2] Fatol o3 Aol
Hi Fe m6lol Aol odAE Aehow AT F o (714 FAR AAEE) olFAs Hay =
Fol AYHTh

Q¥ FHNA, FA7) 2Elold Edtel ola) Alofse] Fe el wAle] oFAE NeHom YT 4
gt GANE TP o|FAS AUy BES S As), 200 Fo £9 DAL o Fo|FAG Ei
EFo|FASE Ba) Hedoz 48 & U

Fe E=m] ol gk o] o]F o] FA 3]

Fc =rQl whekA| o] olFol&AslE & 4o AT glo] 39 Adt 7] B3 28 2719 Fe EvQl whekAd)

2 EdWolE oo RN FHX"E & k. dF FAdA, Fc BW dFA = oo
Gt = Sk opwwal X3 T s oS g3t 4= 9ltl: D356K, D356R, E357K, E357R, K370D, K370E,
K392D, K392E, D399K, K409D, K409E, K439D % K439E, o= Eo°], 1, 2, 3, 4 & 57] L= 21 o] 4] D356K,
D356R, E357K, E357R, K370D, K370E, K392D, K392E, D399K, K409D, K409E, K439D 2 K439E. & A A]ejol A,
A ofuiAil X, olE £, D356K T E357KE 18t Fe =wll wgalel S35k ofniil X3, o
£ 5o, K370D =& K370EE 73t Fe Z=uldl @3l 3hd ofbv=ibe] fale A7) 2Eojxg s 3 A
gxo=z Aysle]l Fe EWdS FAT = k. ® OE ArdolA, E3BKE T3k Fo =rlQl dEA <}

K370DE $Hfrsle Fe =vl @Al 3bd ofuxike] felst 7] 2~EogdS T Agyoz Agste Fe
Erols AT 4 . T G2 AAdelA, E356K ¥ D399KE -5k Fe Z=w|l whEkAeF K392D 2 K409D
5 FFohe Fo =9l @Al shd opnxabe] feEleh 4y 2oy S B Agdoz AFste] Fe &
s ¥AE 4 g
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[0232]

[0233]

[0234]

[0235]

[0236]

[0237]

ZIHSd 10-2021-0043583

"olFolZA Fe EHIQI"E 2719 Fe EHIQl ©@EFAY o]FolFA st o FAHEE Fe TS XA, 270
o] Fe =Wl @Al o]E 2719 Fe =vd @&A9] feld A4S F8k= AHoldt dxdst Edol(o]Fo]
FA 3t Aed ZE)(AE B9, ¥ 49 EdHo] F2)E 3. A AAdeA, 3709 Fe s e
Fe-3tg A3 m=rel ZAZd A, 3749 Fe EHQe F 270 A7) 2eod Fmdto] o8] 2190 2709 Fc
ZQl TFA| 9 o]FolFA st o FAHEH F Urt.
F 4
Fc o]FolgA s g (F3A7] 2EoH)
1L EdWol (A& A) EdWo] (A& B) Az 29
(Fc =vll 2=FA] 19 CH3 Tl |(Fe  =dQl &4 29 (H;
D o9

A7) 2~Elo]d  |K409D D399K US 2014/0024111
H4z17] ~Elojs  [K409D D399R US 2014/0024111
A7) 2Elo]8  |K409E D399K US 2014/0024111
A77] ~Eloj" | K409E D399R US 2014/0024111
A7) ~Eolg  |K392D D399K US 2014/0024111
4z17] ~E¥lojsy  [K392D D399R US 2014/0024111
A7) ~Eog  |K392E D399K US 2014/0024111
A7) ~Elof"  |K392E D399R US 2014/0024111
7] ~¥lo]®  [K392D, K409D E356K, D399K Gunasekaran S92 J
(DD-KK) Biol Chem. 285:

19637-46, 2010
A7) €]y |K370E, K409D, K439E E356K, E357K. D399K WO 2006/106905
=H-0l%E-% + A|S354C, E357K, T366W Y349C, T366S, L368A, K370D, WO 2015/168643
A7) =¥y Y407V
A7) 2oy |K370D E357K US 2014/0024111
H4z17] ~E]lojey  |K370D E357R US 2014/0024111
7] ~Elo]¥ K370 E357K US 2014/0024111
A77] ~Eloj"  |K370E E357R US 2014/0024111
A7) 2oy |K370D D356K US 2014/0024111
H4z17] ~E]lojey  |K370D D356R US 2014/0024111
7] ~Elo]¥ K370 D356K US 2014/0024111
A77] ~Eloj"  |K370E D356R US 2014/0024111
A7) ~Elol®  |K370E, K409D, K439E E356K, E357K, D399K US 2014/0024111

Fa: BE 7= EU 9ulgy A Ao wel Yu g E (Edelm 2] 3 [Proc Natl Acad Sci USA, 63:78-85,

Fc Z=d¢l
9 = 4 . T2l
CHy; Z=wQl Aele] Ao A abde 7)o ag] o] Hojk 2719 fx|o] sdg st =dWelE
EEo|FA S Heud =
o] HMatE Ao EZMN
BRAAE fFAEARE, o] =

GFA el =YE] o] FFoFASE FHXT & v AWV 2Eoy EdRolE X 5 F 69 A
Yep ok, A Fdool A, Fe =Wl o]lF s AWl (3 5), dlE E°], K409D/D399KE 7H7f
= 2709 Fe Z=d9l @FAE T3, ©= g2 pFddolA, Fo Edde AlS 9 54w

Eo], K409D/D399K/K370D/E357KS 247+ XgHsle 27 =
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£ 591, 3709 Fc =Wl 2= Fe-d 23 =l ZAl=olA, 3719 Fe =9l & U= A7) 2E o
a3yl ol FX1E o] 270¢] Fe =rl]l @& Ao FFolFAstol o F4d = Jok. "FFTOIFA Fe =
"& 2708] Fe =H]l @Ale] EFolg A skl o FAE = Fe E=wlE A AskE, 2709 Fe =vQl SR

o ot 2



[0238]

[0239]

[0240]

ZIHSd 10-2021-0043583

E 593 A3 Edol(dE B, B 5 2 % 69 B4 IFFX)E i3k, 3719 Fe =rd (s Fh

B2 dd "E7]" Fe TdQ) E 2709 ofm e "EX]" Fe Z=HIeD) S 2t Fe-d) AF T ZAIEo A,

FHEAl E "E7)" Fe =W FFolFA Fo EHQl(ES "E7] $FolFA| Fe THdl'ez2r E3)d & 9

t. 7] FFolFA Fc THele o]F E¢Wol K409D/D399KE ZH7t -G-3k= 2709 Fe el gafao] o8l

A= ¢+ o

F5
Fc BFo|FA s i
e EdWo) (A& A E A& B) (Fe &= |3z 9
ol whekA 1 9 29] CH3 =wQl)

oA & N

A7 2" (KD) D399K, K409D Gunasekaran 52| J Biol Chem.
285: 19637-46, 2010, WO
2015/168643

HA7] 2=Elo]H D399K, K409E Gunasekaran 9| J Biol Chenm.
285: 19637-46, 2010, WO
2015/168643

A7 2E]0]E E357K, K370D Gunasekaran 59| J Biol Chem.
285: 19637-46, 2010, WO
2015/168643

HA7] 2=Elo]H E357K, K370E Gunasekaran 9| J Biol Chenm.
285: 19637-46, 2010, WO
2015/168643

HA7] 2~Elo]g D356K, K439D Gunasekaran 52| J Biol Chem.
285: 19637-46, 2010, WO
2015/168643

HA7] 2=Elo]H D356K, K439E Gunasekaran 9| J Biol Chenm.
285: 19637-46, 2010, WO
2015/168643

HA7] 2~Elo]g K392D, D399K Gunasekaran 52| J Biol Chem.
285: 19637-46, 2010, WO
2015/168643

HA7] 2=Elo]H K392E, D399K Gunasekaran 9| J Biol Chenm.
285: 19637-46, 2010, WO
2015/168643

A77] ~Eod D399R, K409D

477 ¥l D399R, K409E

A77] ~Eod D399R, K392D

477 ¥l D399R, K392E

A77] ~Eod E357K, K370D

477 ¥l E357R, K370D

A77] ~Eod E357K, K370E

477 ¥l E357R, K370E

A77] ~Eod D356K, K370D

477 ¥l D356R, K370D

A77] ~Eodg D356K, K370E

A77] ¥l D356R, K370E

Fu: BE J7l= EU 9 A Ao wel Gu]EE (Edelm 2 +#3%1[Proc Natl Acad Sci USA, 63:78-85,
1969])

X6

Fc SFolZFAst Ao - 4719 HH3¥
1

TFolFA Fc =HY 27019 Fec =rQ) @A Zr | 5Fo)FA Fec =909 2719 Fe =] @FA 24
7] (3 B QY gAs B9l k] (3 EWY gHs EdWel

K409D/D399K/K370D/E357K K392D/D399K/K370D/E357K
K409D/D399K/K370D/E357R K392D/D399K/K370D/E357R
K409D/D399K/K370E/E357K K392D/D399K/K370E/E357K
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K409D/D399K/K370E/E357R

K392D/D399K/K370E/E357R

K409D/D399K/K370D/D356K

K392D/D399K/K370D/D356K

K409D/D399K/K370D/D356R

K392D/D399K/K370D/D356R

K409D/D399K/K370E/D356K

K392D/D399K/K370E/D356K

K409D/D399K/K370E/D356R

K392D/D399K/K370E/D356R

K409D/D399R/K370D/E357K

K392D/D399R/K370D/E357K

K409D/D399R/K370D/E357R

K392D/D399R/K370D/E357R

K409D/D399R/K370E/E357K

K392D/D399R/K370E/E357K

K409D/D399R/K370E/E357R

K392D/D399R/K370E/E357R

K409D/D399R/K370D/D356K

K392D/D399R/K370D/D356K

K409D/D399R/K370D/D356R

K392D/D399R/K370D/D356R

K409D/D399R/K370E/D356K

K392D/D399R/K370E/D356K

K409D/D399R/K370E/D356R

K392D/D399R/K370E/D356R

K409E/D399K/K370D/E357K

K392E/D399K/K370D/E357K

K409E/D399K/K370D/E357R

K392E/D399K/K370D/E357R

K409E/D399K/K370E/E357K

K392E/D399K/K370E/E357K

K409E/D399K/K370E/E357R

K392E/D399K/K370E/E357R

K409E/D399K/K370D/D356K

K392E/D399K/K370D/D356K

K409E/D399K/K370D/D356R

K392E/D399K/K370D/D356R

K409E/D399K/K370E/D356K

K392E/D399K/K370E/D356K

K409E/D399K/K370E/D356R

K392E/D399K/K370E/D356R

K409E/D399R/K370D/E357K

K392E/D399R/K370D/E357K

K409E/D399R/K370D/E357R

K392E/D399R/K370D/E357R

K409E/D399R/K370E/E357K

K392E/D399R/K370E/E357K

K409E/D399R/K370E/E357R

K392E/D399R/K370E/E357R

K409E/D399R/K370D/D356K

K392E/D399R/K370D/D356K

K409E/D399R/K370D/D356R

K392E/D399R/K370D/D356R

K409E/D399R/K370E/D356K

K392E/D399R/K370E/D356K

K409E/D399R/K370E/D356R

K392E/D399R/K370E/D356R

[0241] Fu: BE Zrje= EU 98y AAe] wal 98 HE (Edelm 52 31 [Proc Natl Acad Sci USA, 63:78-85,
1969])

[0242] £ o]Fo| g3} By

[0243] tge] thE o|Fo|gFAs Vsl ZIAEH Ak, doe] st o]l o]t Ve (E 7)) Bl AE e
o] xB-F 9U/EE ARV ~EolH oFolFAs W/EE FFolFAI Ve 27T Fe-dd A =<l
AAES Az F Yrt

*7

[0244] O£ Fc o]FolFA st Uy
U9 EdW (A& A Ed9] (A& B) Az 23
ZW1 (VYAV-VLLW) T350V, L351Y, F405A, Y407V T350V, T366L, K392L, T394W |Von Kreudenstein 5

©] MAbs, 5:646-54,
2013

Strop 59 J Mol
Biol, 420:204-19,
2012

IgG1l 31%]/CH3 3} |D221E, P228E, L368E
2 (EEE-RRR)

D221R, P228R, K409R

EW-RVT K360E, K409W Q347R, D399V, F405T Choi 5¢] Mol Cancer
Ther, 12:2748-59,
2013

EW-RVTs g K360E, K409W, Y349C Q347R, D399V, F405T, S354C |Choi T Mol

Immunol, 65:377-83,
2015

De Nardis, J Biol
Chem, 292:14706-17,
2017

A3 =< (DK
Biclonic)

L351D T366K
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[0245]

[0246]

[0247]

[0248]

[0249]

[0250]

ZIHSd 10-2021-0043583

A3 =< (DEKK L351D, L368E L351K, T366K De Nardis, J Biol
Biclonic) Chem, 292:14706-17,
2017
DuoBody (L-R) F405L K409R Labrijn ¢ Proc
Natl Acad Sci USA,
110:5145-50, 2013
SEEDbody IgG/A 7] 2}k IgG/A 7]} Davis 52| Protein
Eng Des Sel,
23:195-202, 2010
BEAT (A/B) S364K, T366V, K370T, K392Y, Q347E, Y349A, L351F, S364T, |Skegro 5¢] J Biol
F405S, Y407V, K409W, T411IN T366V, K370T, T394D, V397L, |Chem, 292:9745-59,
D399E, F405A, Y407S, K409R, [2017
T411R
BEAT (A/B min) S364K, T366V, K370T, K392Y, F405A, Y407S Skegro 2] J Biol
K409W, T411N Chem, 292:9745-59,
2017
BEAT (A/B + Q) Q347A, S364K, T366V, K370T, Q347E, Y349A, L351F, S364T, |Skegro 5¢] J Biol
K392Y, F405S, Y407V, K409V, T366V, K370T, T394D, V397L, |Chem, 292:9745-59,
T411N D399E, F405A, Y407S, K409R, [2017
T411R
BEAT (A/B - T) S364K, T366V, K370T, K392Y, Q347E, Y349A, L351F, S364T, |Skegro 59| J Biol
F405S, Y407V, K409W, T411N T366V, K370T, T394D, V397L, |Chem, 292:9745-59,
D399E, F405A, Y407S, K409R [2017
7.8.60 (DMA-RRVV) |K360D, D399M, Y407A E345R, Q347R, T366V, K409V |Leaver-Fay %9
Structure,
24:641-51, 2016
20.8.34 Y349S, K370Y, T366M, K409V E356G, E357D, S364Q, Y407A |Leaver-Fay 59
(SYMV-GDQA) Structure,
24:641-51, 2016

GAE AUE A% 2o v B A, TP FUTRE) FAS 2o WA FAIAL, shery
HE ol B wbgom AW el EFRe A 5 Atk YA W= AFel 4%, shtel WA
Eule] C-eke] ABAL At PES 4TS FYSHE FF W3IM E OB Bud mrjels) N-wgA
obvi Jlsh W AT TAGeR, AES AFEe Qi & LW B 47 A% e T G
H Fuos 348 £ AL, 7 AxAe] Ad Yol ola) PP 5 o, T 9md mRe] DA A
e duaets TUwFUoHs A, da, 48 A4 wlel Fe =9 BRAE A5 24 7T, 42
o, %7 AES DNA FEEA W Jupel 8 T 9wd BRE JEsHe Ad FUPEcE 43 A4 g
WelE 5 gl

AT A FHA, AW PG FIA AS, FRAL 24 wueld W et 4871% Agssel, T
Sule) 17 welx Wt ojvlwabi) whed S glth

(Fed BES AFS Adetn) A H wgom wHeA: 4%, &% A7), dad o,
AR, AiHE, opE, Ex G B AHE V8 A8/ st gude Uy 9 E o
£ wuge] N-ae] 247 gAsel ¥38 & k. ololA, ¥ A7)t 3 A¥e Iy ¥4 e
W Fa westel, 2749 wMAS @ AT £ Aok, oUW HSH NG AL FYAAA BHHA A
oltt.
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[0251]

[0252]

[0253]

[0254]

[0255]

[0256]
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2ao]4]

BINAL gl A, 2719 Fe =wlQl whEkA] Apele] HAE 3~200719] ofn|:=AH(dlE S, 3~2007, 3~1807M,
3~16071, 3~1407, 3~1207%, 3~1007K, 3~9078, 3~807N, 3~7070, 3~607W, 3~507W, 3~4578, 3~407%, 3~3571,
3~3078, 3~257W, 3~207W, 3~157§, 3~107§, 3~97K, 3~87W, 3~770, 3~670, 3~570, 3~47§, 4~2007), 5~2007Y,
6~20071, 7~20071, 8~20070, 9~20070, 10~20070, 15~20070, 20~2007], 25~2007), 30~2007], 35~20071, 40~200
N, 45~20070, 50~20070, 60~2007H, 70~2007H, 80~2007H, 90~2007H, 100~20070, 120~2007H, 140~20074,
160~20078 E== 180~2007H9] olnl=ib)& EFFstE ofn|mal 2#olqd 4 9tk AN FEdA, 2709 Fe
TRl wFA Alele] HAE Holk 12719 ofw|wAb, oA 12~200719] ofm|:=i(elE Eof, 12~20071,
12~1807, 12~1607H, 12~1407], 12~12070, 12~10071, 12~907W, 12~807H, 12~707W, 12~607N, 12~507H, 12~407H,
12~3070, 12~2070, 12~1970, 12~1870, 12~177W, 12~1670, 12~157), 12~1470, 1= 12~1370¢] ojn|wal) (o7
o, 14~2007H, 16~2007H, 18~2007), 20~2007§, 30~2007H, 40~2007], 50~2007§, 60~2007H, 70~2007}, 80~2007H,
90~2007, 100~2007), 120~2007H, 140~2007§, 160~2007], 180~2007 Y+ 190~2007)¢] o}m|=ib)S &-f-al=
opm| Ak Ado]olth, AX FEA A, 2709 Fe EwQl wekA] Alele] A 12~30709] ojn|wA(dE &
o], 12, 13, 14, 15, 16, 17, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29 Wi 30709 o} w=AhH)S 3
&= ofn|imal AdolMoltt, HgHe FE| = AdolME FdAll FAH gla, dE 5o, FEAl 2 AHy
e 7r8A opual AVE Rt HEE HAS . 5 FddolA, adolME BEX, oA
GS, GGS, GGGGS(A Y W3 1), GGSG(AYE WF 2) TE SGGAY W3 3)9 ThF RET EE yh wEzs
T = Aok, 54 FdoolA, zFelAE GS, o7, GS, GSGS(AE W 4), GSGSGS(ME ®I 5),
GSGSGSGS(M P M F 6), GSGSGSGSGS(M Y WMF 7), T GSGSGSGSGSGS(ME WF 8)o WEZE ¥3als 2 U
2 12709) opm|=AkS e & Qltk. B4 o2 FadeA | AFolqE G6S, dAH, G6S, GGSGES(ME W E
9), GGSGGSGGS(ME W3F 10) % GGSGGSGGSGGS(M Y WZ 11)9] RE|ZE ¥3hats 3 WA 12709 ofv]wmaks
e ¢ Jdok. £ gE FddolA, AHoME GSGHNEHE 2), AW, GGSGEESG(MEHE  12),
GGSGGGSGGGSG(A DM Z 13), GGSGGGSGGGSGGGSG(M D E 14) T GGSGGGSGGGSGGGSGGEGSG(M LM E 15)9] KE
25 xgtes 4 A 20709 opnabs S 4 vk, v FEA A, AdolAE GGEES(MEHE 1), 9
A, GGGGSGGEGS(M DM E 16) H=GGGGSGRGESGRGES(M B/ T 17)9] REJZE {3 4= dth. 54 Fd oo
A, 2H o] A& SGGESGEGSGGGSGRGSGGG( M B E 18) o] t).

AR FAA oA, 2719] Fc =Wl @&k Alole] AdolAE ZElal Ar7|vk, o7d, ok 4719 =4l %
71 (A, 4~20070, 4~18070, 4~16070, 4~1407W, 4~4070, 4~1007W, 4~9070, 4~807W, 4~707W, 4~6070, 4~507,
4~407), 4~3070, 4~2070, 4~1970, 4~1870, 4~1770, 4~167W, 4~1570, 4~147, 4~137W, 4~127), 4~117), 4~107),
4~970, 4~87W, 4~77, 4~67] T 4~5709] ZFAl 7)) (AW, 4~20070, 6~20071, 8~2007), 10~20071,
12~20070, 14~2007W, 16~2007%, 18~20078, 20~2007%, 30~2007, 40~2007%, 50~2007, 60~2007%, 70~2007W,
80~20071, 90~20071, 100~2007%, 120~2007W, 140~20070, 160~20071, 180~2007] I 190~20071<¢] Za]Al
7DE stk 54 FddddA, 2uelE 43079 =4l A|(dAd, 4, 5, 6, 7, 8, 9, 10, 11, 12,
13, 14, 15, 16, 17, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29 X 30719 284 »7)E 2=

AR FHA oA, ZEA A7 dFates Adole SYRAREA RS F AAR(AAW, 0-94 SY=A
3}(0-linked glycosylation), O-2@ZAsgu= AAHH), oA s o)de A ZA7j(AAy,
SGGGSGGGSGGGSGGRGSGEG(AM G & 18)) & sk o)A 9 Hlwste] ZE]adsl 3o A (d7d, 0-2%
A e AA)(AAY, ZARA, e AR, FAA(Fue) ZH/EE ZFEA(Gal) (A7,

2azz)e ge BUNE 2E 0-2URAH 2Ee F2)d Ak,

[e))]

T, FEA A7l et

2. Eo2dele 0-2YaUR(AA, -AAZATHHA g 5
AAL, & 5o sty o] Al™ 7] (a7 d], SGGGSGGGSGGGSGGGSGEG(AM ERlE 18) & FHf-ate 2=d o)A <}
ulaste] 0-2emAsh £Eol Had & ArHAAY, 0-AARUZ $F9) Fh).

Ay FReelA, 2 AV RS Aol vuld RelE AX 2 4+ AAY A, s o)
Al 7] (A, SGEGSGGGSGGGSGGGSGEG(M BRI E 18)) & Tfate o] A ¢} vt gd F3)&o] A
4 5 ek,

54 FddolA, 2#olA= (GG(AYE ME 19), dZAd, GGEGEGEG(AME HE 20), GGGGGGGEGEGG(AE W&

21), GGGGGGGGGGGGGGGG(ME WM 22), EF GGGGGGGGGGGGGGGGGGGG(AME W& 23)9] REIZE /T 4 Slrt).
574 T, 2d#lolA s GGG EHE 24), oA, GGGEGGEGEG(MEHE 25) H==GGGGEEGEAGEGGAG(A]
dWs 2609 EEZE T F Advk. 5F FAdelA, Z#HolAE  GGGGEGGEEGEGEAGEEEEG(M E M
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27) o4},

g T, Aol = Al = AR 919 ol oE Fo] GENLYFQSGG(H AR E 28), SACYCELS(A
AW 29), RSIAT(MEWE 30), RPACKIPNDLKQRVMNH(A AW 31), GGSAGGSGSGSSGGSSGASGTGTAGGTGSGSGTGSG(A]

AWM 32), AANSSIDLISVPVDSR(MEH S 33), %= GGSGGGSEGGGSEGGGSEGGGSEGGGSEGGGSGGGS(AEHM T 34) 5 W
gk S ¢ Q.
dhrg o]

o] A FHdoA, 12- TE 20-o}u] =2t FE|E Ado] = 2719 Fe Wl s FH7 AAS)
o ARgEM, 12- F 20-oprxA HEE Aol = A AE GGGSGGESGEES(AE W 35) H#
SGGGSGGGSGGGSGGGSGGG(AME WME 18)& o] FojRtt, of& &4, MY GGSGEGSGGGSGGGSGES(AME M E 36)

2 o Fojzl 18-otr] it WE= 3ol AHgE ek,

frork

A5 FAAelA, 271] Fc =l @A Alole] AHo]X= 4wt AEWME 1~36 T o= 3fvte] Aol 4
ol 75% HAE(H AL 77%, 7%, 81%, 33%, 85%, 87%, 89%, 91%, 93%, 95%, 97%, 99% W= 99.5% HATH) A
45 7HE F Ao B FEdolA, 2719 Fe Z=WQl wEEA] Alole] ~Ho)ME et MEWE 17, 18, 26
9 27 F o] e g Aok 80% FUH( A% 82%, 85%, 87%, 90%, 92%, 95%, 97%, 99% TEE 99.5%
U AMESs 7HE F Utk 54 FdddlAl, 2719 Fe E=HIQI EEA Alole] AdolA s gt AEHE
27 = o= 3ol Ao Hol® 80% sLF(HARE 82%, 85%, 87%, 90%, 92%, 95%, 97%, 99% E

99.5% TL3) LS 71E 4 AUt

EA FddolA, Fc =rQd @ekAe] A9 opnx dukm FA3t ZE|HE =0 e Fo @AY shEA @
@ Abole] YA (S, Al Fe =r9l @Al CH3 & B =rele] C(-ZaS A2 Fe Tl bk g
Wl N-dete] AAste], 2709 Fe =wQl GFAZ M2 Ado] HEF Addstes J7)e T/ AF o] ofd
37N olde] olulxik(dAE £, 3~200719 oln|=iH(dE E9], 3~200, 3~180, 3~160, 3~140, 3~120, 3~100,
3~90, 3~80, 3~70, 3~60, 3~50, 3~45, 3~40, 3~35, 3~30, 3~25, 3~20, 3~15, 3~10, 3~9, 3~8, 3~7, 3~6, 3~5,
3~4, 4~200, 5~200, 6~200, 7~200, 8~200, 9~200, 10~200, 15~200, 20~200, 25~200, 30~200, 35~200, 40~200,
45~200, 50~200, 60~200, 70~200, 80~200, 90~200, 100~200, 120~200, 140~200, 160~200 X=X 180~2007H¢] o}
WA S ZhE AdolA | mE AHojm 1279 oflmmAb, oA 12~200719] oln Ak (dlE B0, 12~200,
12~180, 12~160, 12~140, 12~120, 12~100, 12~90, 12~80, 12~70, 12~60, 12~50, 12~40, 12~30, 12~20, 12~19,
12~18, 12~17, 12~16, 12~15, 12~14 EX= 12~13709] o}n=2b) (B So], 14~200, 16~200, 18~200, 20~200,
30~200, 40~200, 50~200, 60~200, 70~200, 80~200, 90~200, 100~200, 120~200, 140~200, 160~200, 180~200 W&
= 190~200709] o :eAb)) S sl ofn| gl 2w o] A o]t}

ool M= Y Fe =HQl @FAle] 4 m=rle] N-deks} (D38 A3 =rQl(eE Eo1, (038 T4 4% =
wjle] CH1 =wl ®= (D38 A4 23 =wle] (L =ri)e] 7H5A] Bek Atoje] EAjate] 37) o]d9] ofn|
AN E B0, 3200 ob|:ib(dlE Eo], 3-2007H9] ofu:ak(e]E Eo], 3-200, 3-180, 3~160, 3~140,
3~120, 3~100, 3~90, 3~80, 3~70, 3~60, 3~50, 3~45, 3~40, 3~35, 3~30, 3~25, 3~20, 3~15, 3~10, 3~9, 3-8,
3~7, 3~6, 3~5, 3~4, 4~200, 5~200, 6~200, 7~200, 8~200, 9~200, 10~200, 15~200, 20~200, 25~200, 30~200,
35~200, 40~200, 45~200, 50~200, 60~200, 70~200, 80~200, 90~200, 100~200, 120~200, 140~200, 160~200 &=
i 180~200709] ofm|wAb) S 2= Ado]A, Him Aol 12709] ofwiAt, o HTh 12~2007H9] obv] At (e E
£, 12~200, 12~180, 12~160, 12~140, 12~120, 12~100, 12~90, 12~80, 12~70, 12~60, 12~50, 12~40, 12~30,
12~20, 12~19, 12~18, 12~17, 12~16, 12~15, 12~14 HEi= 12~1370¢] olw]iAib)(e]E Eof, 14~200, 16~200,
18~200, 20~200, 30~200, 40~200, 50~200, 60~200, 70~200, 80~200, 90~200, 100~200, 120~200, 140~200,
160~200, 180~200 H=i= 190~2007§¢] ofw:=ih))& FHshs ofvli=al AsolMe] ofs mHle ddT
ATt

VII. 8% 934-23 fe=

g4 il FEj =0 gk A wid ook HEEs MAT & don, 53] B 7|AlE F-g4¥
Agt ool AAES I did-A% FAe =9 g3 5 o},

Ay, B A" 9wy 2 2B AHEE & e EEU-EAF FE=E Gl dukygow g
drt. o TN, gBF A% S == A9 DICLPRIGCLV(AEH S 37)& Zasict, O3 T doa], &
2al A% A= AAdHS 379 A Hol® 80% =UF(AE S0, 80%, 90% X 100% =UF) AES
71-_‘:_1;}.

N - .
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5 FEAANA, ZL 7IAE Fe-dd A% =HQ ZAAES] N-Eeh Aspe Glno 2 EAWoH T,

e AAde] 7lAE A HA Fe-&Y A =gl AL A, Fe-&dd A4 =vd ZAE 1282 =
B 9 & AMEfY Zb7 E357K ¥ K370D H3F A4S R ¢ Advh. Fe-#dd A3 =ud FAE 29-42+
E357K ¥ K370D %< &% 4 e A AHW7] Ao EAWelE A& 7 o, Eg F7F AEoF

Avlol s x 33 AN wH 9 ES 2 Fo-d 2 AAE 20429 A5, AR 2EAE 54

>
=1
0¥
=2
iz}
o
ol
i)
fa A
i
>
=1
o¥
9,

HEH S E357Kol L 21

%
WE 2 K370D0)aL, &2

o o WP K3700Y 5 lom, wm=H20] g FA] 2E|eld 520
ek A7) 2Elejy W 357K S Atk A3 AR =B 9 Zo] BRF A(E B, AF 5olA I
Aol 75), BA7] 2Eol® WF E357K B D39K7F w=H3l uiE] AUk ¢ glan, g 2Eold W
K370D B! K409D7} &30l sl 7k & AU, EiE= A7) 2Elely WE K370D B K409D7F =H3e] o

2 3
7bE 4= 9lar, AAY) 2Eo]® W E357K 2 D399K7F &30 the Ho=

2% =)l AAE(dE 5ol Fe-3dd A% =ddl 2AE 1-42) F o= &
T =

Es H 2 H
A% mAAS 2 ARl sl FA ey

MESA(ADCC) &4, A o=
R AE AFALANP) R/EE BA o)EH AEEAC0) BN 23 537 A% A 5 dn, @
A Fe =9 W Y AF Eojele 2t AA el o8] el gt Aged 24e 18 5 Atk
IX. $5 AL 2 gua Az
BN UgdA, 7 AzE Beol AR EHEE 2 AAZE oo gt duonyE s
0 "ed Wi AE AR, A, AZ Z1#e zees vs2e AFath que el $8 F 7
23449, 9479, A7) AW, AALE A4, A2 AAANFY el ole) 7 Axel =g F 9
© oA e TREY. S3 AEE T4H, AF, A7 EE 2E 009 3 £ g 247 57 A

X = CHO(E+= CHO-r&ll MES=, olZdd], CHO-K1, CHO-DXB11 CHO-DG44), # <5 AEZ(oAZA, NSO, Sp2/0),
VERY, HEK (oZAcll, HEK293), BHK, HeLa, COS, MDCK, 293, 3T3, W138, BT483, Hs578T, HTB2, BT20 % T47D,
(RL7030 2 HsS78Bst AlEZ EqapA ool A@Ex ghvh, wuld 4 %e) wde xda7, dabe =
4 e wud AES WHEsn Aelshs £3 AT £3 Aud £ k. s &7 Aze wua
AEo WMol F A L wEe A% 543 54 Ay o

=

E=3 =
B g8 A8e AEF Z Azgle] Meg % g,

2l

el

o
rr

)

et DNA Zehame AABelAd wuld e WA 9 PuE g8, £F AE: Zzg, AdA,
N, A FAA, Feloludsl 29 @ AW nlAE waeie], Aol L A4 B 28 2k o
A 248 M 84 FEAY 228 489 & Ak Am wude) wd Wyl BAel FAHe .

d S E9o], Paulina Balbas, Argelia Lorence (eds.)® ¥3l[Recombinant Gene Expression: Reviews and
Protocols (Methods in Molecular Biology), Humana Press; 2nd ed. 2004 edition (July 20, 2004)];
Vladimir Voynov % Justin A. Caravella (eds.)®] & [Therapeutic Proteins: Methods and Protocols
(Methods in Molecular Biology) Humana Press; 2nd ed. 2012 edition (June 28, 2012]L ZF=3Ic},

IR FTHA A, dE S0, AXE HjF AHN Y Fe ZAEZ 2YHE ZHPE =S ¢t5slsl= DNA S
2= ZAAEE d2 g9 S5 AE o AAEHE Fe-3¢ 23 =vel FAE Hok 500s 13240

= (& 71%), dE o, Fc ZAEY 50%, 60%, 70%, 80%, 90%, 95% W 100%E TR o2 wds}

=
t}.
X. @F 343} (afucosylation)
7} Fe A= Asn 2979 N-28] 243} H-olE 2ehsic}t. FEte FoJ7 Fe daFA|ol A th4=2] 4toldt e
2 ET 5 Adrk. EQd A9 FY-A3 Fe ZAE £ A S 2AEAA, SFHRS H o)A d
Qow  EAetE FEY AHES, FArRTE, A wE FU-AF Fe AAES Ay 98 AHeEE Al
X FY, Axe A 2AF w29

o

(e}
=1 = T
Z7HAE S, Fec ZEzH 9 HAoE 5%, 10%, 15%, 20%, 25%, 30%, 35%, 40%, 45%, 50%, 60%, 70%, 80%, 90%
e o5hellE FaA A7 Aodo] vk, wEbA | 5%~60%, 5%~50%, 5%~40%, 10%~50%, 10%~50%, 10%~40%,
20%~50% =X 20%~40%] Z@ ol FxA A7V AodEoe] gtk Hojxk o= AL EFIAIE AR
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Fc- ErQl AL, odE o, AZvEIHI(AAY, o]
D I7]-aA A9 ARetEaRd]), 44 By, &3k Ao EE i
T EE AA Fofd FAE Jeoje] o AAld 4 vt od& 59, Fe-¥d
2otETdE A9, o7, ooy, A g BA Axp(elddl, &¢/Process Scale Purification of
Antibodies, Uwe Gottschalk (ed.) John Wiley & Sons, Inc., 2009]; % &3¢ [Subramanian (ed.) Antibodies-
Volume I-Production and Purification, Kluwer Academic/Plenum Publishers, New York (2004)] %)= o9

A A AR 2 s YL H@s) Aesa ARPoRs veEn gAE + Ak,

d

A% Ao, Fe-e AT %2l AAZE oAy, AA) AE L3 TFERIE
Bo) A4 9 BeE fola a7 99 15
El=E A4 fE=0] Sold WseD e te wolojEd AR, o

N
MEYs, 54 mi oprbEs wmg ge ny AAAe] w3
[

iy hid
(o
fr
i)
ol
_OL
Ir
o
v
ot
td
o
2
Auj

H
FLAG HEZ=, myc FE= 2L d4F A (hemagglutinin, HA) HE=E ¥gksit). dA)-3
(HHHHHH(A 9 % 38))+= wholA 2 & st o® YA-2-gshy oprt2 2 st Aol Aggitt. dF Fd ool
A, FLAG F1E]=3= A< DYKDDDDK(MEWE 39)2 33t A FoolA, FLAG FE=x Hdz Hd
DYKDDDDK®] 4= wlj<=, o7, 3xDYKDDDDKE gty U5 FddolA, myc HEI =+ A<D EQKLISEEDL(AM <
HE 40)S xSt 48 FHEAAA, mye FE=E HER AE EQKLISEEDLS] A w4, o7,
3xEQKLISEEDLS E3ghsttt, dF FddolA, HA FE == MY YPYDVPDYAM G S 4)E E3sh, dF ¢
el A, HA el =+ AEE AE YPYDVPDYAS] <= wis=, olxd], 3xYPYDVPDYAE 23Fgtt. FLAG, myc, H=&

o

st

N

HA A4 =S SolHom Qaste] oo At FAL FAl L delA om, TF Awar. ol
GAsh Agote 1@ AAA (AT, WEG2x, $4 EE ohbz WE)E FLAG, nye EE M BEES T
she P2t 2% =vlel AAES AAsE d AeE 5 e,

Fo-a9l A% wolQl el 49, wud A A9 azsteads} 44 Bhow olgd & vk wuld A
AL Fo 99S Bol Fe-F9 AF w09 AR FEAgael, @ug 4 AETYNE S5 AX
Pde) gRES A7 4 9le nEe] AW ¥8 Sgew wEG. B AN6N, Fedd AT mel 24
B AAel 4 WA gol Z1AE Bd A A A=etEaSE Agstel 4AE 5 A

A
5 TolFA st H/EE sFolFA S} =rle] ARES 60% o] +XEE Fe-3
d A3 =vel AAES Az = Jded, g B, AlEelA AAtEE awd AR B 60% o]l
AeE Fe AAR 22, g8 B9, AxdAN dwld A= A5 60%, 65%, 70%, 75%, 80%, 85%, 90%,
95%, 96%, 97%, 98%, 99% Ei= 100%7} U3t Fe FAE F2E Zteth. 45 FdAdA, Fe-d9 2% =4
1 FAEo Ao A Tld A E AR 30% WINFS 9X] &= Fo AAE FR(AE o], AAld 19 71A
H onkel e mapFe] AAE)E JHAH, dF o], AxoH dwd ZFAE A=Y 30%, 25%, 20%, 15%,
10%, 5%, 4%, 3%, 2%, 1% o]3l7} 9] %= Fe ZAAE 25 ztet. 45 Fd oA, sl o] e defx A
A HHAE B0, WA ] AADS A F71e] AA $ol Fe-3d A7 vl AAES] HF: ¢=

0% ol 4 9o, F, A" duld A& A5 80% ool U= Fe AAE 125 7IAY, dF
A AAE A= 80%, 85%, 90%, 95%, 96%, 97%, 98%, 99% T 100%7} Y= Fe FAE
TRl A, s oo A AHAl WH(AE Eof, @A 3y AHA)S AFEE 3
- A T FAES] AxzAA dfd AL AF9 15% v YA ¥ Fe AAE
o], AAle 1o 71AE wie}l 2e axFe FAAE)E VA, dE Eof, AN @il ZAE
A=) 15%, 10%, 5%, 4%, 3%, 2%, 1% o|3}7} 94X &= Fe AAE Lt2E =t}

2
)
)
at
2

ue e
N 2 o
X
BN
2
>
D oo g
o = X

XII. 83 ZAE/AA

AA dge Bedol Z1AE s} ol Fe-dbdl A wvlel AABS EIehs oFsha mARol B Alo]
ES 2 : 9l

B I
o d FAdolA, A 2dES FE2IF T
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o Aswle] Qlfolty. ADC Aol og Al AHNK) AE] BB Fubach N AEE A, oA
1g6 2 IgM] Fo 2o Agshs Fo #8418 wddth, A7t JAAo) 498 B4 Az 9o A¢H W
olFol NK AES Aete] o|F BARBL. WK AEE -y 2 AolEsll Hxd 2 a2
o WM PEAY. ATAL B4 £A ol LelungH: 1T P4 AZgdiold. TA4de A
AZAA ZEadme AL AES FEshs AW Zzeobdolth. Nk AE Slol, A, £FF 2 ST

ADCCE & #48 Algste] H7Ee 4= vk, A7 12 NK &37] Al E (Hemacare) & sllsstal 37ColA shxyr
Fob 5x10 /mLe] WET AA MiA-3(Lonza)ol AAAZTH. TheY, Q17F @WEolA AEFE Raji BH ME
(ATCC CCL-86)E S=&alar, &4 wix| (3 dl= F3-f RPMI, 10% FBSA, GlutaMAX™)ellA, Aj&Ersle], thoF
3w EA xau Zhzbe] EA dho] 304 et 37CeA =tk o]ojx, HXAZ NK AEE 85}
A R AEEsle], §-(D20 ZHE Raji AIEZE g8l ZelolEd| H gt ZYoES
®4 AEe] HF weo] 5:1(5x10 NK A%E: 1x10 Raji)7} HEE 37CoA 6417 ok Qlitu|o] g},

CytoTox—GloA AE=A B4 7]E(Promega) = AMg3le] ADCC &S ZAA3ho). CytoTox—GloRﬂ e 1 |
FE|= 7]d & AL&ste], o FEAAS AAE X, odF £ &88 Raji AEe o8] HEE 5L AX ==
HolAl &4& SAgth. 6A1%F wigket 3, Fnjgk A1) S EHoEY 7 *47}0}J— Ao A 154
BoF enjE ZyolE e y]o Wdrt, w48 PHERAstar F5 Zdlo|E #57](BMG Labtech) S Al&-3le] A3
o, W =s AAS] 9] 2 2R WK AIE + Rajitt sid)e #5245 Ag ZAdqA #w 5 dolEE

2 A U89 Fe-gdd 23 = FAES T3 WAl o8 A ofEd AX 2728 (ADCP) 84S 7
stet = Quk. A F4ad FHgorT Azl ADCPE HAAIE AR o HFE AAFNEE EAE=
HAolth, AMEE fFagt g HLAA G FAY Forte AEE HFSY AAE BEste AXoth. o I
Ae HAA-IE B2} S (PANPS) ol 2l &3t o] NF-xB EA3tZ o]ojxt}, o]ojA, (3b 2 A} &
Ao 24 WA §FE 4 gk, ZHo] 4 IEEHW Fe Euﬂ‘ﬂ% Fc #7845 S8l AAZE &
olgtt}. olojA, AAE7} AEE M7, BAE HFHT JAEE PdLF FFEY. oM, F&HEE dF
YarFe AXAH 4L did B2 A3A0Y.

ADCPE AEWY A4S AMgslo] H71E 5 k. A &4 AEZ-vs) 2728 (ADCP)2 A& FA Fa
3k ZFR WA Zo|th. ADCP+= FeyRITa(CD32a), FcyRI(CD64) 2 FcyRIIIa(CD16a)E Es w3l thAlAx
T D AN Az g wisfE 4 k. UMA FEAe B A 4, W 8 F¥aHY o
ADCPE 3l Alddde] Fodd 4 AT, A A= FeyRIlaz}l o]e] st i}%éoﬂ #ost= F2 Fey
LAdE AALet)

FcyRITa-H ADCP & Bioassay: FcyRIlad] Eo]z o2 Asle] o] @A 3elE Fe E¢lS AFR-3le] 3
AL g YE A 553 S Z“—Xﬁh o AR & e *& ‘ﬂ“aL Aﬂ# 7|qE FAoltt, olejgh &
A8 obm Ak 1319 3] 2E|Y(H) 3 NFAT-¥H3- @ A(NFAT-RE)e] 98] frdE FAHGA dE2HE 3i3e
2138l= Q17F FecyRIla-H WHolA|E & 3]'% AR 22 Jurkat T A3E —Zri TAEY,

B2 Ax 92 34 A9 Fujgats A%, FeyRITa-H &37)

ANEAY L NFAT-RE wi7) FA 24 FAlS st QST A3E FA A B43 55 433 S37]

& ARkl HEH L AFstdr.
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Fc Q] Atole] AHE HAE LAY 2334 R+ A dE Fe AAEY ANS Lgete] Ao (gt
Fc ZvelS Brlsle st Hwo] 7145 o] Auh(dE 59, Nagashima 59 & [Mo! Immunol, 45:2752-
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DIVMTQTPLSLPVTPGEPASI
SCRSSKSLLHSNGITYLYWYL
QKPGQSPQLL I YQMSNLVSGY
PDRFSGSGSGTDFTLK ISRVE
AEDVGVYYCAQNLELPYTFGG
GTKVEIKRTVAAPSVFIFPPS
DEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESV
TEQDSKDSTYSLSSTLTLSKA
DYEKHKVYACEVTHQGLSSPV
TKSFNRGEC

M Ws

QVQLVQSGAEVKKPGSSVKVS
CKASGYAFSYSWINWVRQAPG
QGLEWMGRIFPGDGDTDYNGK
FKGRVTITADKSTSTAYMELS
SLRSEDTAVYYCARNVEDGYW
LVYWGQGTLVTVSSASTKGPS
VFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTY ICNVNHKPSN
TKVDKKVEPKSCDKTHTCPPC
PAPELLGGPSVFLFPPKPKDT
LMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPR
EEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPCR
DKLTKNQVSLWCLVKGFYPSD
TAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGGGGGGGGGG
GGGGGGGDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKEN
WYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHQDWLNGKE
YKCKVSNKALPAPTEKTISKA
KGQPREPQVYTLPPSRKELTK
NQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLKSDG
SFFLYSKLTVDKSRWQQGNVF
SCSVMHEALHNHYTQKSLSLS
PGQ

A W3

DKTHTCPPCPAPELLGGPSVF
LFPPKPKDTLMISRTPEVICV
VVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREP
QVYTLPPCRDKLTKNQVSLWC
LVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSK
LTVDKSRWQQGNVEFSCSVMHE
ALHNHYTQKSLSLSPGKGGGG
GGGGGGGGGGGGGGGGDKTHT
CPPCPAPELLGGPSVFLFPPK
PKDTLMISRTPEVTCVVVDVS
HEDPEVKFNWYVDGVEVHNAK
TKPREEQYNSTYRVVSVLTVL
HQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTL
PPSRDELTKNQVSLTCLVKGF
YPSDIAVEWESNGQPENNYDT
TPPVLDSDGSFFLYSDLTVDK
SRWQQGNVESCSVMHEALHNH
YTQKSLSLSPG

A W3

DKTHTCPPCPAPELLGGPSVF
LFPPKPKDTLMISRTPEVICV
VVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREP
QVCTLPPSRDELTKNQVSLSC
AVDGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLVSK
LTVDKSRWQQGNVEFSCSVMHE
ALHNHYTQKSLSLSPG

_73_



[0320]

[0321]

[0322]

SIHS31 10-2021-0043583

%= 9 AAE(AME HE 61

(CD-20) | DIVMTQTPLSLPVIPGEPASI
SCRSSKSLLHSNGITYLYWYL
QKPGQSPQLL I YQMSNLVSGV
PDRESGSGSGTDFTLKISRVE
AEDVGVYYCAQNLELPYTFGG
GTKVETKRTVAAPSVF IFPPS
DEQLKSGTASVVCLLNNEYPR
EAKVQWKVDNALQSGNSQESY
TEQDSKDSTYSLSSTLTLSKA
DYEKHKVYACEVTHQGLSSPV
TKSENRGEC

QVQLVQSGAEVKKPGSSVKVS
CKASGYAFSYSWINWVRQAPG
QGLEWMGRIFPGDGDTDYNGK
FKGRVTITADKSTSTAYMELS
SLRSEDTAVYYCARNVEDGYW
LVYWGQGTLVTVSSASTKGPS
VFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTY ICNVNHKPSN
TKVDKKVEPKSCDKTHTCPPC
PAPELLGGPSVFLFPPKPKDT
LMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPR
EEQYNSTYRVVSVLTVLHQDW

A s

DKTHTCPPCPAPELLGGPSVF
LFPPKPKDTLMISRTPEVICV
VVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREP
QVCTLPPSRDELTKNQVSLSC
AVDGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLVSK
LTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGG
GGGGGGGGGGGGGGGGDKTHT
CPPCPAPELLGGPSVFLFPPK
PKDTLMISRTPEVTCVVVDVS
HEDPEVKFNWYVDGVEVHNAK

A s

DKTHTCPPCPAPELLGGPSVF
LFPPKPKDTLMISRTPEVICV
VVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREP
QVYTLPPSRDELTKNQVSLTC
LVKGFYPSDIAVEWESNGQPE
NNYDTTPPVLDSDGSFFLYSD
LTVDKSRWQQGNVEFSCSVMHE
ALHNHYTQKSLSLSPG

LNGKEYKCKVSNKALPAPTEK| TKPREEQYNSTYRVVSVLTVL
TISKAKGQPREPQVYTLPPCR| HQDWLNGKEYKCKVSNKALPA
DKLTKNQVSLWCLVKGFYPSD| PIEKTISKAKGQPREPQVYTL
TAVEWESNGQPENNYKTTPPV | PPSRKELTKNQVSLTCLVKGF
LDSDGSFFLYSKLTVDKSRWQ| YPSDIAVEWESNGQPENNYKT
QGNVFSCSVMHEALHNHYTQK| TPPVLKSDGSFFLYSKLTVDK
SLSLSPGKGGGGGGGGGGGGG | SRNQQGNVFSCSVMHEALHNH
GGGGGGGDKTHTCPPCPAPEL | YTQKSLSLSPGQ
LGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKEN
WYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHQDWLNGKE
YKCKVSNKALPAPTEKTISKA
KGQPREPQVYTLPPSRKELTK
NQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLKSDG
SFFLYSKLTVDKSRWQQGNVF
SCSVMHEALHNHYTQKSLSLS
PGQ

Fzho] A& K Ao A & A7 3L

21 SDS-PAGER W& EAlshgith = 108 whgA g Aol e o4
upsh o] % 8 1 wAH W=

A Zol ok -4 T }oomwﬂ ﬂgg HolEth, 200 kDa A&

A 4 AA™ olEe A ES XS d AR 479 ofwwal Ade] fde o2 2§, Fab VH
CH1 =wla} AE= wids 2719 Fe E=W1S sk 27019 &3 7Hal ek 2709 Fab A2 7h]ete] =3
RAoln], o] B A& BE o|Fo|FA st EAWolA T} A -Adte] AEqlty. Lev, o] FolZA g} Fe
Al olgfgh A7F-AjFE FabZt Sl d&ste AAlEAA = #EEA] GArt(dloly HEA]). FAEH, =
112 = 99 =AE AAES] A9, $Ae gid we=r) o]zt Aol sl o A1 200 kDak.t) oF
7 H w8 BAES HHSS HolFEr. 200 kDa AHES AT 4 AW o]#d FHAES AASE b AR
AF Ao U3 e 28-S Fab VH 2 CH1 %=

1A >1E o o N

¢

€ 47)e] vl 3t AP WGH 29 Fe =ML T
sk 27le] ga AAIsh 2708l Fab B4 Abistel 2@ Aolm, of B Alzel BE o] FolgAs Bl
A7t Ab-Agel A, aevt, ol Fe|FAS Fo MA9l ol @ A-AFE Fabt gl ek Al

ol M= HEEA AT (HOE VAL,

AAe] 4. F-D20 &Y 2 =A< =& I-PD-L1 &Y ZFF =S Z2E Fe-3d 2% = FAE 459
AA 2 A

o 9 ggAE AT 5

Jol = 85%, 90%, 95%, 98%

Eis 3% #3le], A4 Fe Z=vgle

%%X]ﬁé &zﬂ%(E 12)& 371 71AE vkeh 2ol Alxeqlvt. Fe-3dd 23 =dd AAl=

Z¥zy 370 Ul Fe ©@Al sy ZWE = (330020 Fe (A9 HE

W 240); 3-CD20 Fe ©&l(ME WHE 247) T &-PD-L1 Fc @ (A LG

2 A2 Fe @3(AE | 63)9] 271 719]), 2 (D20 A4 ZHE = (A

25H
45(CD20) 2 A=
239) & & H)Lchiﬂm(H
% 248)0 Al Fc @9 7+9;
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g H3E 61) ®= F-PD-L1 A4 ZYFE=(AMYG HIE 49)9 2719 7195 Z2zF 233t Fe Fa= 3719 Fe
TH @FAE sk, 472 F 3e28EH Adud EER-3A ol NE Z/TE ¥ 4ZYEH A9
H 3l oo st EdWelE N-drtol A g9 Agt =udy) BE Ad= ¥FTH(A|L Fe =Wl vk
A= AL B A3 Fe =Hd] dgAel thE o] FolFASt EdRle] AES 7). All Fe 93+ % 3025H
Aeld Al NES FE5-3dA Sddoe]l /e ® 4ZFE Hdud s o] 9Hdt EddelE ZHe Fe
ZQl A (EdWel = Al Fe w39 A2 MES] Edwolet Aolsh), @ N-ddo| Aol g9l A =vdS
etk A2 Fe @le B 302RE AYE A2 MES] FEF-FA Edve] 4/EE X 425Y Jd9d 3}
U olde] s EdWolE 2t Fe =Wl @R A (E9RolE Al Fo w39 Al MES Edwolel Ao
$HE et

$-ofl, Fc 3= D356K 2 D399K 3t EdRolE z2e dhte) Fe =vQl dEalE S354C 2 T366W =&+
E9mo] 9 E357K A3l EAWolE k= 2709 Fe =rQl wEkAel Ad g og 3hfala, N-dekolA
o] 3-CD20 VH 2 CH1 EWIQI(EU Y] 1~220) (A& 45(CD20) HEE N-=ehofAe] 3-PD-L1 VH € CHI E=HQ
(EU 1A 1~220) (FAE 45(PD-L1))2 gHr3tet. A1 Fe whaf&= K392D 2 K409D A3} EolS ziE Fe &1
ol aaA, @ N-Zho el (D20 VHSF CHI =€l (BU 914 1~220) (ZHA|E 45(CD20)) = N-eko A o] 3
-PD-L1 VHS} CH1 =wWS1(EU $1%] 1~220)(ZA1 % 45(PD-L1))S& FHi3tet. #12 Fe ©hafl& Y349C, T366S, L3684,
2 Y407V a5 4 Aol 2 K370D H3st EAWelE Zh= Fe =9l dEAE Rt
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Z A& 45(CD20) 2 FAE 45(PD-L1) A4

A5 A4 Fc %4 7l 1 Fe =4 Al 2 Fe @4
(3-CD20 == 8- | (3-CD20 ®= -
PD-L1VH 2 PD-L1VH 2
CH12 £%) CH1S =%)
dAE | AEHE 61 4 WM3E 239 HE ME 247 g M3 63
45
(CD20) | DIVMTQTPLSLPVT | QVQLVQSGAEVKK | QVQLVQSGAEVKK | DKTHTCPPCPAPE
PGEPASISCRSSK | PGSSVKVSCKASG | PGSSVKVSCKASG | LLGGPSVFLFPPK
SLLHSNGITYLYW | YAFSYSWINWVRQ | YAFSYSWINWVRQ | PKDTLMISRTPEVT
YLQKPGQSPQLLI | APGQGLEWMGRI | APGQGLEWMGRI | CVVVDVSHEDPEV
YQMSNLVSGVPD | FPGDGDTDYNGK | FPGDGDTDYNGK | KFNWYVDGVEVH
RFSGSGSGTDFTL | FKGRVTITADKSTS | FKGRVTITADKSTS | NAKTKPREEQYNS
KISRVEAEDVGVY | TAYMELSSLRSED | TAYMELSSLRSED | TYRVVSVLTVLHQ
YCAQNLELPYTFG | TAVYYCARNVFDG | TAVYYCARNVFDG | DWLNGKEYKCKV
GGTKVEIKRTVAA | YWLVYWGQGTLV | YWLVYWGQGTLV | SNKALPAPIEKTIS
PSVFIFPPSDEQLK | TVSSASTKGPSVF | TVSSASTKGPSVF | KAKGQPREPQVC
SGTASVVCLLNNF | PLAPSSKSTSGGT | PLAPSSKSTSGGT | TLPPSRDELTKNQ
YPREAKVQWKVD | AALGCLVKDYFPE | AALGCLVKDYFPE | VSLSCAVDGFYPS
NALQSGNSQESVT | PVTVSWNSGALTS | PVTVSWNSGALTS | DIAVEWESNGQPE
EQDSKDSTYSLSS | GVHTFPAVLQSSG | GVHTFPAVLQSSG | NNYKTTPPVLDSD
TLTLSKADYEKHK | LYSLSSVVTVPSS | LYSLSSVVTVPSS | GSFFLVSKLTVDK
VYACEVTHQGLSS | SLGTQTYICNVNH | SLGTQTYICNVNH | SRWQQGNVFSCS
PVTKSFNRGEC KPSNTKVDKKVEP | KPSNTKVDKKVEP | VMHEALHNHYTQK
KSCDKTHTCPPCP | KSCDKTHTCPPCP | SLSLSPG
APELLGGPSVFLF | APELLGGPSVFLF
PPKPKDTLMISRTP | PPKPKDTLMISRTP
EVTCVVVDVSHED | EVTCVVVDVSHED
PEVKFNWYVDGV | PEVKFNWYVDGV
EVHNAKTKPREEQ | EVHNAKTKPREEQ
YNSTYRVVSVLTV | YNSTYRVVSVLTV
LHQDWLNGKEYK | LHQDWLNGKEYK
CKVSNKALPAPIEK | CKVSNKALPAPIEK
TISKAKGQPREPQ | TISKAKGQPREPQ
VYTLPPCRDKLTK | VYTLPPSRDELTK
NQVSLWCLVKGFY | NQVSLTCLVKGFY
PSDIAVEWESNGQ | PSDIAVEWESNGQ
PENNYKTTPPVLD | PENNYDTTPPVLD
SDGSFFLYSKLTV | SDGSFFLYSDLTV
DKSRWQQGNVFS | DKSRWQQGNVFS
CSVMHEALHNHYT | CSVMHEALHNHYT
QKSLSLSPGKGGG | QKSLSLSPG
GGGGGGGGGGG
GGGGGGDKTHTC
PPCPAPELLGGPS
VFLFPPKPKDTLMI
SRTPEVTCVVVDV
SHEDPEVKFNWY
VDGVEVHNAKTKP
REEQYNSTYRVVS
VLTVLHQDWLNGK
EYKCKVSNKALPA
PIEKTISKAKGQPR
EPQVYTLPPCRDK
LTKNQVSLWCLVK
GFYPSDIAVEWES
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NGQPENNYKTTPP
VLDSDGSFFLYSK
LTVDKSRWQQGN
VFSCSVMHEALHN
HYTQKSLSLSPGK
GGGGGGGGGGG
GGGGGGGGGDKT
HTCPPCPAPELLG
GPSVFLFPPKPKD
TLMISRTPEVTCVV
VDVSHEDPEVKFN
WYVDGVEVHNAK
TKPREEQYNSTYR
VVSVLTVLHQDWL
NGKEYKCKVSNKA
LPAPIEKTISKAKG
QPREPQVYTLPPS
RKELTKNQVSLTC
LVKGFYPSDIAVE
WESNGQPENNYK
TTPPVLKSDGSFF
LYSKLTVDKSRWQ
QGNVFSCSVMHE
ALHNHYTQKSLSL
SPGQ

FAE

(PD-L1)

e "3 49

QSALTQPASVSGS
PGQSITISCTGTSS
DVGGYNYVSWYQ
QHPGKAPKLMIYD
VSNRPSGVSNRFS
GSKSGNTASLTIS
GLQAEDEADYYCS
SYTSSSTRVFGTG
TKVTVLGQPKANP
TVTLFPPSSEELQ
ANKATLVCLISDFY
PGAVTVAWKADG
SPVKAGVETTKPS
KQSNNKYAASSYL
SLTPEQWKSHRSY
SCQVTHEGSTVEK
TVAPTECS

A E ®MZE 240

EVQLLESGGGLVQ
PGGSLRLSCAASG
FTFSSYIMMWYRQ
APGKGLEWVSSIY
PSGGITFYADTVK
GRFTISRDNSKNT
LYLQMNSLRAEDT
AVYYCARIKLGTVT
TVDYWGQGTLVT
VSSASTKGPSVFP
LAPSSKSTSGGTA
ALGCLVKDYFPEP
VTVSWNSGALTSG
VHTFPAVLQSSGL
YSLSSVVTVPSSS
LGTQTYICNVNHK
PSNTKVDKKVEPK
SCDKTHTCPPCPA
PELLGGPSVFLFP
PKPKDTLMISRTPE
VTCVVVDVSHEDP
EVKFNWYVDGVE
VHNAKTKPREEQY
NSTYRVVSVLTVL
HQDWLNGKEYKC
KVSNKALPAPIEKT
ISKAKGQPREPQV
YTLPPCRDKLTKN
QVSLWCLVKGFYP
SDIAVEWESNGQP
ENNYKTTPPVLDS
DGSFFLYSKLTVD

MEH 3 248

EVQLLESGGGLVQ
PGGSLRLSCAASG
FTFSSYIMMWVRQ
APGKGLEWVSSIY
PSGGITFYADTVK
GRFTISRDNSKNT
LYLQMNSLRAEDT
AVYYCARIKLGTVT
TVDYWGQGTLVT
VSSASTKGPSVFP
LAPSSKSTSGGTA
ALGCLVKDYFPEP
VTVSWNSGALTSG
VHTFPAVLQSSGL
YSLSSVVTVPSSS
LGTQTYICNVNHK
PSNTKVDKKVEPK
SCDKTHTCPPCPA
PELLGGPSVFLFP
PKPKDTLMISRTPE
VTCVVVDVSHEDP
EVKFNWYVDGVE
VHNAKTKPREEQY
NSTYRVVSVLTVL
HQDWLNGKEYKC
KVSNKALPAPIEKT
ISKAKGQPREPQV
YTLPPSRDELTKN
QVSLTCLVKGFYP
SDIAVEWESNGQP
ENNYDTTPPVLDS
DGSFFLYSDLTVD

Mg H3 63

DKTHTCPPCPAPE
LLGGPSVFLFPPK
PKDTLMISRTPEVT
CVVVDVSHEDPEV
KFNWYVDGVEVH
NAKTKPREEQYNS
TYRVVSVLTVLHQ
DWLNGKEYKCKV
SNKALPAPIEKTIS
KAKGQPREPQVC
TLPPSRDELTKNQ
VSLSCAVDGFYPS
DIAVEWESNGQPE
NNYKTTPPVLDSD
GSFFLVSKLTVDK
SRWQQGNVFSCS
VMHEALHNHYTQK
SLSLSPG
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KSRWQQGNVFSC | KSRWQQGNVFSC
SVMHEALHNHYTQ | SVMHEALHNHYTQ
KSLSLSPGKGGGG | KSLSLSPG
GGGGGGGGGGG
GGGGGDKTHTCP
PCPAPELLGGPSV
FLFPPKPKDTLMIS
RTPEVTCVVVDVS
HEDPEVKFNWYV
DGVEVHNAKTKPR
EEQYNSTYRVVSV
LTVLHQDWLNGKE
YKCKVSNKALPAPI
EKTISKAKGQPRE
PQVYTLPPCRDKL
TKNQVSLWCLVKG
FYPSDIAVEWESN
GQPENNYKTTPPV
LDSDGSFFLYSKL
TVDKSRWQQGNV
FSCSVMHEALHNH
YTQKSLSLSPGKG
GGGGGGGGGGG
GGGGGGGGDKTH
TCPPCPAPELLGG
PSVFLFPPKPKDTL
MISRTPEVTCVVV
DVSHEDPEVKFN
WYVDGVEVHNAK
TKPREEQYNSTYR
VVSVLTVLHQDWL
NGKEYKCKVSNKA
LPAPIEKTISKAKG
QPREPQVYTLPPS
RKELTKNQVSLTC
LVKGFYPSDIAVE
WESNGQPENNYK
TTPPVLKSDGSFF
LYSKLTVDKSRWQ
QGNVFSCSVMHE
ALHNHYTQKSLSL
SPGQ

AE Y
DNA D& Z85F Axoael wdS &) 23819 pcDNA3.4 ZH-F 28 de o F2389rt. DNA S
2u= ZAAES A7 Hjo}l AA(HEK) 293 A Eo| 2 EES Za FAAAAATG. &S 2 71 Fe AbEd i3t

ot At MAL2 vy Eekav| =] e ghastE it

A
&
S
0%
<

g
=

ol A8 Poros MabCapture A(LifeTechnologies) Z# & AMEsH= whuld A-7
s A wjF FNonry AASY. L34 Fe-d9d A% = FHles 29 F A gF
(PBS, pHl 7.002 AAsla, F71 &4 @ BES AASY] A8 7 A4 459 5

5.5)0% F7F Agstlct. 23E Fe AAES 100 ml 2821, pH 302 &ata, &S M
A7rstel A&eA Tkt §, dAEdste], 0.2 um ZHE 03H it oAt

Poros XS 4 A (Applied Biosciences)E ARg&ste] o] w3 IAZntEdde] o Frt=
ok, A¥ES 50 oM MES, pH 6(g=d MHE AA HYPslelw, WEZS HYst =M (equilibration
buffer)ell 34 (1:3)ate] Zdetdnt. &2 gFAozA 50 mM MES(100% Aol pH 69 400 mM HIFIEF
(100% B)7FA19] 12~15 CV A3 THlE AM&3te] MES &E3qltt. & &< @9 E I B8 7]
WiA A2rtEI Y (SEC) 2 B4 eta, 3 2388 £l ZAE Fe AL

r?
2
ot
ik
o
[
ffl
_|1:L
m
M

ofj 1> S
o 12 o2 Lo

=~ 2

ko]
)
mlm =

SuAa)
32 o

(3

A=
ol wg o], %4 FFS A f5 AT Al=wl AolA] 30 kDa HALE %'Z:—EM]EH AE(PES) = FIEZAE
Ab-gslo] 1X-PBSE b wmtalgitt. MZS ik 10~15 mg/nlE F=sta, 0.2 um ZEE d o F4sict.

Hjslgl FRIE g EF-FalofZgoln] = F 7] Y%= (SDS-PAGE)

AMZS 95T A 10%3F Laenmli AE 45N (4% SDS, Bio-Rad)ollA WHAA AT, Criterion TGX F&A (stain-
free) 2 (4~15% &g ol elm|=, Bio-Rad)dol AMES THTH. @d WI=E IV A Ee FupA

[
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(Coommassie blue) Moz A)Z+&}s}9itl. ChemiDoc MP Imaging System(Bio-Rad) &.& A& o|u]x|3}5}%th.
Imagelab 4.0.1 AZE9o](Bio-Rad) & AFE3le] W=gE A 2315},

AA ¢ 5. 3F-CD20 &Y 2F = == F-P0-L1 FY 2F =S 2= Fe-FY 2% =r9d ZAE 469
AA £ A

Ay Fe =relozRy A" HEAE IAE(% 13)S 87 714" 8k} o] Axs). Fe-3<d
Wl ZAE 46(CD20) 2 ZAE 46(PD-L1)> ZH2}F 3719 HIle] Fe @A shf Z2 el =(Fe &4 (A
241); A1 Fc @ (Mg HE 236)2 719]; 2 &-(D20 Fc @3 (ME H3E 67) T &-PD-L1 Fc @3 (4
T 68)%1 A2 Fe @4le] 2719 7h9)), R F-(D20 A FHPE=(HE MS 61) = F-PD-L1 A4
(MY WE 49)9 29 JMaE 27 X, Fe e 3709 Fe =9l d=AE shhshd

.
cm¥E Uy BET-34 BQvols] AE W/EE E 42 Add sht o g gus
hsd
[¢]
kv

e n%
e ‘T iy

fo T ol oo T OfE fob I

i

(M = F oo

2]

i)
iy rlo

[*]

= =

dFA= A2 2 A

xR orE NS
o
=

w
o
o

H

=

o

oL FXL

oft

N
)
i
ol
=2

o] 4%, Fc &4 D356K % D399K A3} = olE zte 3hte] Fe Z=dol Td&AE S354C 2L T366W =5
A Sd¥o] @ E3BTK W SAWelE zkE 2719 Fe Ed¢l dekAel A4 A4 Hsith. Al Fe 9=

K392D 2 K409D 3} E¢WolE zte Fe W9l SFAE di-3tth. A2 Fe @& V349C, T366S, L368A 2
Y407V EH--3A AWl % K370D At EdWelE Zhe Fo =9l oA, 2 N-EeholA 9] &-(D20 VHS}

T N-"ebol Ao -PD-L1 VH®} CH1 =wII(EU YA 1~220) (2
A& 45(PD-L1))S g3t

A& 46(CD20) 2 FAE 46(PD-L1) AL

2 A & 74 Fc 24 A1 Fe o4 A2 Fe w4
(&-CD20 =+ 3+-PD-L1
VH 2 CH1S ¥3h)
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2F A &
46(CD20)

AqEHE 61

DIVMTQTPLSLPVTPGEPASIS
CRSSKSLLHSNGITYLYWYLQK
PGQSPQLLTYQMSNLVSGVPDR
FSGSGSGTDFTLKISRVEAEDV
GVYYCAQNLELPYTFGGGTKVE
IKRTVAAPSVFIFPPSDEQLKS
GTASVVCLLNNFYPREAKVQWK
VDNALQSGNSQESVTEQDSKDS
TYSLSSTLTLSKADYEKHKVYA
CEVTHQGLSSPVTKSFNRGEC

Aqd HE 241

DKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVICVVV
DVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLP
PCRDKLTKNQVSLWCLVKGEYP
SDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGGGGGGGGGGGG
GGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKENWYVDG
VEVHENAKTKPREEQYNSTYRVV
SVLTVLHQDWLNGKEYKCKVSN
KALPAPTEKTISKAKGQPREPQ
VYTLPPCRDKLTKNQVSLWCLV
KGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGKGGGGGGGGGG
GGGGGGGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSRKELTKNQVS
LTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLKSDGSFFLYS
KLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGQ

Aqd HE 236

DKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVICVVV
DVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLP
PSRDELTKNQVSLTCLVKGEYP
SDIAVEWESNGQPENNYDTTPP
VLDSDGSFFLYSDLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKS
LSLSPG

Aqd HE 67

QVQLVQSGAEVKKPGSSVKVS
CKASGYAFSYSWINWVRQAPG
QGLEWMGRIFPGDGDTDYNGK
FKGRVTITADKSTSTAYMELS
SLRSEDTAVYYCARNVEDGYW
LVYWGQGTLVTVSSASTKGPS
VFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTY ICNVNHKPSN
TKVDKKVEPKSCDKTHTCPPC
PAPELLGGPSVFLFPPKPKDT
LMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPR
EEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPTEK
TISKAKGQPREPQVCTLPPSR
DELTKNQVSLSCAVDGFYPSD
TAVEWESNGQPENNYKTTPPV
LDSDGSFFLVSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQK
SLSLSPG
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[0340]

[0341]

[0342]

[0343]

[0344]

[0345]

[0346]
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A | AD W 49
46(PD-L1)

Aqd HE 241

QSALTQPASVSGSPGQSITISC
TGTSSDVGGYNYVSWYQQHPGK
APKLMIYDVSNRPSGVSNRFSG
SKSGNTASLTISGLQAEDEADY
YCSSYTSSSTRVFGTGTKVTVL
GQPKANPTVTLFPPSSEELQAN
KATLVCLISDFYPGAVTVAWKA
DGSPVKAGVETTKPSKQSNNKY
AASSYLSLTPEQWKSHRSYSCQ
VTHEGSTVEKTVAPTECS

DKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVICVVV
DVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLP
PCRDKLTKNQVSLWCLVKGEYP
SDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGGGGGGGGGGGG
GGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKENWYVDG
VEVHENAKTKPREEQYNSTYRVV
SVLTVLHQDWLNGKEYKCKVSN
KALPAPTEKTISKAKGQPREPQ
VYTLPPCRDKLTKNQVSLWCLV
KGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGKGGGGGGGGGG
GGGGGGGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSRKELTKNQVS
LTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLKSDGSFFLYS
KLTVDKSRWQQGNVFSCSVMHE

ALHNHYTQKSLSLSPGQ

Aqd HE 236

DKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVICVVV
DVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLP
PSRDELTKNQVSLTCLVKGEYP
SDIAVEWESNGQPENNYDTTPP
VLDSDGSFFLYSDLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKS
LSLSPG

Aqd HE 68

EVQLLESGGGLVQPGGSLRLS
CAASGFTFSSY IMMWVRQAPG
KGLEWVSSIYPSGGITFYADT
VKGRFTISRDNSKNTLYLQMN
SLRAEDTAVYYCARIKLGTVT
TVDYWGQGTLVTVSSASTKGP
SVFPLAPSSKSTSGGTAALGC
LVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVV
TVPSSSLGTQTYICNVNHKPS
NTKVDKKVEPKSCDKTHTCPP
CPAPELLGGPSVFLFPPKPKD
TLMISRTPEVTCVVVDVSHED
PEVKFNWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVCTLPPS
RDELTKNQVSLSCAVDGFYPS
DIAVEWESNGQPENNYKTTPP
VLDSDGSFFLVSKLTVDKSRW
QQGNVFSCSVMHEALHNHYTQ
KSLSLSPG

xﬁg{ Hﬂg}

DNA ME& X7 Axolre wde 93] 2439
2= ZAAES A7F wjo} AA(HEK) 293 A|¥ol EXEHES &
ot =t MY v Eaun=o) od FastE ).

s
=

A i Ao 2 HY AAS . ®
5=(PBS, pH 7.0)2 AAstar, F7 24 24
(pH 5.5) 0.8 F7} AAsATr. 239 Fe
A5 ATVt Al&ekA sk §,

4 2 i

B~ o
ErE=

off 1> g
o 12 o2 &t

HAEE3EY] ) 0.2 um

k=]
==}

S Poros XS <A (Applied Biosciences)Z
k. AHES 50 mM MES,
buffer)ell 34 (1:3)8le] =Yttt &7 =9

(100% B)7FA1¢) 12~15 CV A& FujS AL&3le] 4 %%é%

Al =L 2wk 12 9] (SEC) =

M

oy =
o

=]
A ehaL,

ol me Fol, BA 19 5 o3} Azw

ol A 30

)

o [e]
ALy = < T
ALg3le] 1X-PBSZE ¢+ wEsith. MES U= 10~15 mg/nlE 55

Hlehgl G Eb U EF-FajolZ o= A 7]

AMZ L 95T A 10%3F Laemmli M=
free) A(4~15% Zg|o}aHolu|= Bio-Rad)’l

AL O
v a2

=3
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3 pcDNA3.4 X5 &3

W 2S Poros MabCapture A(LlfeTechnologles) AHd S ALES=
1

2A &S 100 mM 2|41, pH

AF8-3}¢
24 50 mM MES(100%

gesdth. 8% B

ZY3sle] ZAE Fe AAE N85S YA,

2+ (4% SDS, Bio-Rad)ollA WA

Ll
a FRAAART.

2Elg Ba) i olnal.

o] w3 FEnE 2
pH 6(gZH A)i AP HEslsta, AMES HY3 S5 N(equilibration
AollA pH 62 400 mM ¥V EFH

FH9 BE 2Ie 24§ )

e ]

kDa AL E Zode|24Z(PES) 2 JIEYAE

3har,

¥ = (SDS-PAGE)

9. wud wes

0.2 um B Fq oFH3kgirt.

. Criterion TGX FZrA(stain-
UV ZAF e Fapa

u=
=T




[0347]

[0348]

[0349]

[0350]

2HE3d 10-2021-0043583
(Coommassie blue) Moz A)Z+&}s}9itl. ChemiDoc MP Imaging System(Bio-Rad) &.& A& o|u]x|3}5}%th.
Imagelab 4.0.1 AZE9o](Bio-Rad) & AFE3le] W=gE A 2315},

A 6. F-CD20 ¥4 A =dd == F-P0-L1 FY Y =rUS 2= Fe-TFd 2 =vidd FAAE 479
AA 2 AA

Fe-3t9 23 = ZAAELS 29 a8 S7/M71, 94 &v 18EAF Sguy 2 ggAas Agded ¢
AE ABERFHL Aoy e 2SS HAsteh, ddHor #4243 (A5 Eof, ol 85%, 90%, 95%, 98%
or 99% #AT) ALY §xE A % ot HRE AHEste], 4 Fe =L

25H JAE HEAY AAE(E 14)S 37 714" vpel 2ol AXIIGT. Fe-dd A =dd FAE
47(CD20) 2 FAE 47(PD-L1)2 370 9] Fc v 37 ZHAE=(Fe F(AME HE 243); F-CD20
Fe wal (M Hd 247) B¥ #-PD-L1 Fc @3fi(AM g W& 248)%1 A1 Fc ©@3fle] 2709] 7195 9 A2 Fc @3
(Md W3 63)9 7H1]), 2 F-CD20 4 ZYFE =AY HE 61) = F-PD-L1 A ZHREH=(ME M
49) 9] 27H4 719 & 747 233k, Fe A& 3719 Fe =H9l dgAE di38i, 7217k ¥ 3o2hE A9
L Aol (o] FolFAN3 EdRe])Y AE H/EE % 425 H Aud s o dAs =4
EEHETH A3 Fe B9l dEAE A1 2 A2 Fe B9l dExel thE o]FolZA3 =4

BN 3 ] H

e
|
ot

~
)
e
~oox md ob (M 4T

=
o

)
ot o
o2 ook

o
Loy
it
-
=
o

i <A
L

oft O,

o
o2 owg

i
oft

o] A%, Fc &4+ 22 D356K = D399K 3} EdAWolS zk= 2 3 r s
A= S354C 2 T366W E&5 6.3*3 Edwlo] B E357K M3t EdWelE Ze Fe & Aot ey AdErt.
1 Fe v+ K392D 2 K409D Ast EdWo]lE zh= Fe =d9l whakd, 2 N-wekol ] 3-CD20 VHe} CH1 =
WI(EU $13] 1~220) (ZHA1E 47(CD20)) = N-"eko Ao &-PD-L1 VHS} CHI =w|I(EU $1A] 1~220) (RHAIE
47(PD-L1))& 3Hf3hth. A2 Fe w3l Y349C, T366S, L368A, 2 Y407V SHE-3 A Eddwo] 9 K370D A3}
AWl E Zhe Fe =dHel dFAE R,

A& 47(CD20) € FAE 47(PD-L1) AL

2 A & 73 Fc &4 A1 Fe w4 A2 Fe w4
(3-CD20 T+ 3H-PD-L1
VH 2 CH1S 3}

_82_
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2F A &
47(CD20)

g H3E 61

DIVMTQTPLSLPVTPGEPASIS
CRSSKSLLHSNGITYLYWYLQK
PGQSPQLLIYQMSNLVSGVPDR
FSGSGSGTDFTLKISRVEAEDV
GVYYCAQNLELPYTFGGGTKVE
IKRTVAAPSVFIFPPSDEQLKS
GTASVVCLLNNFYPREAKVQWK
VDNALQSGNSQESVTEQDSKDS
TYSLSSTLTLSKADYEKHKVYA
CEVTHQGLSSPVTKSFNRGEC

A HE 243

DKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVICVVV
DVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLP
PCRDKLTKNQVSLWCLVKGEYP
SDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGGGGGGGGGGGG
GGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKENWYVDG
VEVHENAKTKPREEQYNSTYRVV
SVLTVLHQDWLNGKEYKCKVSN
KALPAPTEKTISKAKGQPREPQ
VYTLPPSRKELTKNQVSLTCLV
KGFYPSDIAVEWESNGQPENNY
KTTPPVLKSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGQKGGGGGGGGG
GGGGGGGGGGGDKTHTCPPCPA
PELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSRKELTKNQV
SLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLKSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGQ

A HE 247

QVQLVQSGAEVKKPGSSVKVSC
KASGYAFSYSWINWVRQAPGQG
LEWMGRIFPGDGDTDYNGKFKG
RVTITADKSTSTAYMELSSLRS
EDTAVYYCARNVEDGYWLVYWG
QGTLVTVSSASTKGPSVFPLAP
SSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVL
QSSGLYSLSSVVTVPSSSLGTQ
TYICNVNHKPSNTKVDKKVEPK
SCDKTHTCPPCPAPELLGGPSV
FLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEV
HNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKAL
PAPTEKTISKAKGQPREPQVYT
LPPSRDELTKNQVSLTCLVKGF
YPSDIAVEWESNGQPENNYDTT
PPVLDSDGSFFLYSDLTVDKSR
WQQGNVFSCSVMHEALHNHYTQ
KSLSLSPG

Aqd HE 63

DKTHTCPPCPAPELLGGPSVE
LFPPKPKDTLMISRTPEVTCY
VVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREP
QVCTLPPSRDELTKNQVSLSC
AVDGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLVSK
LTVDKSRWQQGNVESCSVMHE
ALHNHYTQKSLSLSPG
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[0351]

[0352]

[0353]

[0354]

[0355]

[0356]

[0357]

[0358]

ZIHSd 10-2021-0043583

AAE | AE HE 49
47(PD-L1)

A HE 243

QSALTQPASVSGSPGQSITISC | EVQLLESGGGLVQPGGSLRLSC
TGTSSDVGGYNYVSWYQQHPGK | AASGFTFSSY IMMWVRQAPGKG
APKLMIYDVSNRPSGVSNRFSG | LEWVSSIYPSGGITFYADTVKG
SKSGNTASLTISGLQAEDEADY | RFTISRDNSKNTLYLQMNSLRA
YCSSYTSSSTRVFGTGTKVTVL | EDTAVYYCARIKLGTVTTVDYW
GQPKANPTVTLFPPSSEELQAN | GAGTLVTVSSASTKGPSVFPLA
KATLVCLISDFYPGAVTVAWKA | PSSKSTSGGTAALGCLVKDYFP
DGSPVKAGVETTKPSKQSNNKY | EPVTVSWNSGALTSGVHTFPAY
AASSYLSLTPEQWKSHRSYSCQ | LQSSGLYSLSSVVTVPSSSLGT
VTHEGSTVEKTVAPTECS QTYICNVNHKPSNTKVDKKVEP
KSCDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTC
VVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKA
LPAPIEKTISKAKGQPREPQVY
TLPPSRDELTKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYKT
TPPVLKSDGSFFLYSDLTVDKS
RWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGGGGGGGGG
GGGGGGGGDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWY
VDGVEVHNAKTKPREEQYNSTY
RVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPTEKTISKAKGQPR
EPQVYTLPPCRDKLTKNQVSLW
CLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKL
TVDKSRWQQGNVFSCSVMHEAL

HNHYTQKSLSLSPG

AEHT 248

DKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVICVVV
DVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVCTLP
PSRDELTKNQVSLSCAVDGEYP
SDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLVSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKS
LSLSPG

Aqd HE 63

DKTHTCPPCPAPELLGGPSVE
LFPPKPKDTLMISRTPEVTCY
VVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREP
QVCTLPPSRDELTKNQVSLSC
AVDGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLVSK
LTVDKSRWQQGNVESCSVMHE
ALHNHYTQKSLSLSPG

AE B 9F

DNA MBS 7

2u = AAES
oJ o
=

7t Aol o] RS S8 A stelal
3l
oAk A He thE Zepan o ofs oksstE gl

W
-~
=
&,
o
<

¢

g
L
ol

WS Poros MabCapture A(LifeTechnologies) ZA#

lo g

Y 2 i

off 1 S o
2

@H5®2i5$¢ﬂﬂﬂaq
A= I I

A3t Fe AAES

9 12 02

k=]
==}

o Poros XS <*|(Applied Biosciences)Z
sskoick. AP 50 mM MES, pH 6(91*0“ NS
buffer)ol] 324 (1:3)3}0] Y&},
6(100%
AR EIYY(SEC) 2 BXen, ¥4 &

M

o] gk Fo

o w s
, X4 738

[e] [}
AL = <L T
AREete] IX-PBSE ¢kl wekegitt. AlEs Wi 10~15 mg/mL= F=3kaL,

Il pcDNA3.4 Ef57 2y
17 wfjo} A(HEK) 293 Ao B EFS Tl FELIAHY.

3 AE wF Ao =RY AASTE. 28 H Fe- 3l
F(PBS, pll 7.0)2 A7gstar, F71 34 #H ESES AAS] A8 24 A
100 mM 22|41, pH 32
oAl F3hek &, dAEEEte], 0.2 un THE F
AL-&-31
/\]—24 78 3}3} 1

(
o 110l 48 FAE Aaie SN, 87 B Fie
9o Tdse] AW Fe AAE ARE AU,

o]ég 3

100% A)ol A

Hl gl G E bl EF-Fajola o] = d [ 7] G (SDS-PAGE)

AMZ LS 95Tl A 10%3F Laemmli M=
free) A(4~15% Z o} Ho}n| =, Bio-Rad)Aol

AL O
v a2

(Coommassie blue)

_84_

5. @A
Ao g AztEsltt. ChemiDoc MP Imaging System(Bio—Rad) o AL

WEo] Z29sl9th. DNA =
S % 21 Fe Ab&ol digh

¢ AEvkEI ]
Hgst 4F N (equilibration

= H. 3] O
RE 82

=

olg) Fr}e

400 mM 93 HEEH, pH
248 217) W

el Al 30 kDa HALX Z]HEMHE(PES) = JHEZAE
0.2 um ZEZ " o734},

=N (4% SDS, Bio-Rad)ollA WHAIAFH T}, Criterion TGX FZ A (stain-
WMES IV FAF = FolA) B3

QEEEET S




[0359]

[0360]

[0361]

[0362]

[0363]

[0364]

[0365]

[0366]

[0367]

[0368]

[0369]

[0370]

ZIHSd 10-2021-0043583

Imagelab 4.0.1 2ZE o] (Bio-Rad)E A}-&3le] =2 A B340,
AN 7. F-CD20 FY 2F = == F-P0-L1 FY 2F =S 2= Fe-3Y 2F =9 ZA|E 489
AA £ AHA

AY Fe EHQlozRE FAE HEAY IFAE (% 15)S 317 7149 npe} o] Azstgeh. Fe-ad-d A3
Wl A= 48(CD20) ¥ ZAE 48(PD-L1)2 3719 /NS Fe @A i ZPE=(Fe A (AE ®E A);

k1

-CD20 Fc @ (AME W35 V) E=x F-PD-L1 Fc @ (AE Hs V)A Al Fe @39 4709 7195 2 A2 Fe
o] shte] Fhe)), 2 #-CD20 7:1,44 EYFPEHE(AE HE 61) E=E F-PD-L1 4 ZEHAEH=(ANE M
49)°] 271 FtaE 747 Eeksith. Fe Asl= 5719 Fe =9l dEAE ﬂ"o}fﬁ, 747y 30=NEH dY
H 52584 AW 01(01%01%@ EdRic o] AE, B o) ¥ 42HE Muy st o]t Jxd} =
AdolE WY AA=RE E3(AL, A2, A3, L A4 Fc TRl TEgAl= A5 Fe Euw dFA o e o)F
olZA 3t EAMo] AEZS 71F). All Fe 9= & 3025 Aug A1 AE -4 Zdwo] o2 <
o2 % 4N E AEd s ol s EdWelE 2 Fe =Yl dEA|(EAdole A2 Fo @] A2
AES] Edrolet Aolsh), @ N-Trtoxel g A7 TvdS distth. A2 Fe @allE X 302 HE A9
A A2 ANES] F-gdA Ednio], 9 o2 ¥ 42FE MAYHE st oo dHst EdWelE Zh= Fe &
1= % =

W Z=oWo] 2 E357K A3l £
WHolE zZh= 4709 Fe =l ©FAE, (o]Fol=F 1§‘ré =3 0}71 218k) K409D/D399K A3} &Aool S zhi= 3}
el Fe =uel ﬂakzﬂg} Y A2z gF3d. Al Fe 4l (o]Fol&FAstE E73817] 213 Y349C, T3668S,
L368A, ¥ Y407V F=H-FA EdWo] E K370D A3t =AWl E Zb= Fe Q] @A, 2@ N-EdoAe] -
(D20 VH$} CH1 =w| Ol(EU A 1~220) (ZHAIE 48(CD20)) T N-webel A1 9] &F-PD-L1 VHe} CH1 =wA(EU ¥ A
1~220) (ZrAl &= 48(PD-L1))& $hfrgttt. A2 Fe @lle (o] Fol&AsE F3317] 918 K409D/D399K 3t &4
WolE zhi= Fe Zdel @EFAE i,

EEY-94 SAMo|
3

l

AE B 9F

DNA MAS Ef7 AEollAel Bds fsf H43kstal pcDNA3.4 57 2d WE o] SR=YTTt. DNA S22
AL wfol AFH(HEK) 293 AlEell 2lEFe Sl FEAAAT. Fo & 3 Aol Wik ofv]=At
MEL vF Zekan| = o gasheEt.

=]
pu = =
TRISE #7}sto] &2 ‘2‘1‘% ﬁ%ﬂ?ﬂ %i‘rfﬁ‘} T, daZesta, 0.2 um ZHS F3

9MES Poros XS A (Applied Biosciences)& Ab&3te] o] wd I2wlE2HId s FIIR
w8kttt pll 69 50 mM MES($FE A)E AHE Abd BFeta, 2HS 8 AES Hysh s dd (1:3
o %) g3t &8 gEFdozA 50 mM MES(100% A)ollA pH 62] 400 mM 43 IEF(100% B)7HA12] 12~15 CV
Ay FElE AFESte] AES &t &8 Tol " EE BFS BEME T7] 64l ZEvE2 Y (SEC)
2 BAsta, 34 88 3o AAE Fe A 2248 A3

ol wE o, 14 FHS AM 5 o7 Al=E Ao A 30 kDa AL ZE A EHE2ME(PES) 9 FHEAE
ARE8te] IX-PBSE k3l wEsit}, AMES oF 10~15 mg/mlZ 553k, 0.2 um YEHE T3l do o743},
Hj 39 G E I EF-ZalofgPoln] = A 7] 45 (SDS-PAGE)

MES 95Tl A 1027t Laemmli AZ €439 (4% SDS, Bio-Rad)ollAl ¥WAA1ZIt}. Criterion TGX 24 (stain-
free) 2A(4~15% EejofA o=, Bio-Rad)doll MZS v, dd W=E WV £A = FvkA &5
(Coommassie blue) Moz A|Z+3}3sltl. ChemiDoc MP Imaging System(Bio-Rad)o.2 ZA-& o]ux]3}3ir},
Imagelab 4.0.1 2ZE o] (Bio-Rad)E A-&3te] M=o Ass 33},

AAld 9. Fe-3d 2 = FAES SAset= o AHedE 484 AA
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[0371]

[0372]

[0373]

[0374]

[0375]

[0376]

[0377]

[0378]

[0379]

[0380]

[0381]

[0382]

[0383]

ZIHSd 10-2021-0043583

Hele o FelgFels A Z 2ol E 787 -)S/HS

Gl (Fe ZAAE)S 6 M oty (Signa)el 1 pg/ulz X353t E] Eﬂ"]%(D thlothrelto DIT) <
10 mMe] F3ell 7tk 65TCollA 3023 WA ZstollA o33l d3s FaAFHT. ol Wast & A
Z5 ofFE AR 1A7 Bk 30 mM QoA Eolu] = (AN & HHOF}O% a%g olﬁﬁ}(ﬂﬂﬁbﬂﬂ‘é@}

(carbamidomethylate))dlth. o], @MAS 10-kDa %S Zl 25 mMl FeHd s 45N (pH 7.8)02 F
A &ke] IAM, DIT, ¥ FolydlS AASAY. w28 Barocycler (NEP 2320; Pressure Biosciences, Inc.)oll
A Efalor Eaagivt. e 37Tl 20,000 psieh th7]9h Abelol A 1A1ZE E3F F 30 AtolE £FAIR
t}. Ultimate 3000(Dionex) A @RvtE1gfy] A|2~¥] 2 Q-Exactive(Thermo Fisher Scientific) ZH% ‘:'“7] o A
PE =] LC-MS/NS 42 Fdskih. & T 0.1% FA 2 o EYEZ 9 0.1% FAE oled oz ARE-5}o]
BEH PepMap(Waters) ZA oA ©@alzdS 23},

e e H&(Intact Mass Spectrometry)

50 pgeol @A (Fc ZHAE)S 10 kDa 23 ZE(EMD Millipore) & AFE3le] 1ug/ule F=2 50 mM ¥
e E(pH 7.8)0 2 Fd WALt 30 7 PNGase F(Promega)S AZoll H7bstar 37° CollA 5A17F Fot
olFHo] ABIATE. & F9 0.1% FA L oMMEYEH F9 0.1% FAZ o] oz AFE3Fe] Waters Acquity C4
BEH A# (1x100 mm, 1.7 um Y%, 300A 7]F A7D)oA #2& FF35 ). Ultimate 3000(Dionex) A ZPIEL
gy A2=® = Q-FExactive(Thermo Fisher Scientific) &= ®A7]oA LC-MSE F3sdrt. 2FEHLS
Biopharma Finder (Thermo Fisher Scientific)2] 7] ReSpect WH-& Al&3ste] A EF MG T

BAE )G E-E R FEF (CB-SDS) #4]

25 1 mg/mLZ 8]A48Fal HT Protein Express WAl %9 (PerkinElmer)¥ E3H8l3ith. E3HES 40TolA
2087 wikstgo, AMEZS & 70 uplE FAERL 96U ZYolEE &% tt. HT Protein Express
LabChip(PerkinElmer)o] &2¥ Caliper GXII 7]7](PerkinElmer)® AMZS X319t &3 FEE Algslo]
Zyzrel A7) MEg e Al EANE AFESISIT.

H] 312l SDS-PAGE

AEZS 95T A 1087t Laenmli AMZE 258 (4% SDS, Bio-Rad)ollA WAAIRATH. Criterion TGX F24 (stain-
free) A (4~15% Zg|otadolr|=, Bio-Rad)’del AES Y. @A WM=EE IV A EE Fopr] EF
(Coommassie blue) Moz A|Z3}slItt. ChemiDoc MP Imaging System(Bio-Rad)o& Z-& o]u|x]3}3ic},
Imagelab 4.0.1 AZE o] (Bio-Rad) S Al&3le] M=o Hss =33},

= X—// // /(-] /{77/ hva E/(—] ( CDC)

Raji AMEATCO)E A% g4 HHAT, Fo AE, e Vige Igste v #4He=z (s
Hrrskdeh. Az 3 BA(Quidel)E 25% v/vE BE Lo >‘<47}6}a11 37°Col A 247

1 AIE Z2] Al2F(Roche Applied Science)= H7F3H & AEE 37CollA 1247 B9t vttt ZHOEE 2
B2 Aol Fdar, 450 nmol Ao FHEE SAE AT

A Ao 10. F&-CD20 Fc ZA| B 93 1A &4 A EZA(CDC) A3

(DC A& 7frate] 3-(D20 Fe #FA|Eo] 3-(D20 ©HE2 Aol e H]FFFvke] Hls) (DC A4S Z3sts A
T8 A gstlth. Gazyva9] Fab Ad (VL+CL, VH+CH1)S Zti= 3-CD20 Fc 2HA1E 45, 46, 2 478 A4 4, 5,
2 ogoll A 71AE upel o]l AakEIth. Zb &-CD20 Fe ZAE 2 QRFEFY GFE FAS Sy go] &
¥ (DC B oz A3}

10% d-E3d 3} FBS7F ®Z% RPMI-1640014] 43743 Daudi A¥ZS As}sla AS&Ae 271 PBSE 13] A4
aol, 1.0 x 10719 A= AE/mLe] ¥EE 0.1 % BAS ek RPMI-16409] A @eralaiet. ol A% &
gl 50 mlo] AR HE 96-9 ZelolEQ RE A(ZYolE A Al st HAUp BF 98
b4 EEolEE de #d iqo}@rﬂr Alg EES RPMI-1640 + BSASIA] 450 Mo A& FellA] 4n) <A
slAsklth. 72 Alg EFel s & 107H4 sEE A¥AFUnh. =2 Daudi Al 747 50 wlo]l A= e H
£ FHrtsksith. A e C1q—ﬁg 917k BA @3 (Quidel, San Diego, CA)S RPMI-1640 + BSASlA 1:5% 3]
Aepqith. = Daudi Al ZH7F 50 whelA R EHE H7Fskivh. 6709 A A dizat ol A, wjA]
4= (A ) 2 1/5 B A YagkeE)S ATE. ol 9 F 3/elE 16.5 ulL Triton X-

u

1B it
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[0386]

[0387]
[0388]

[0389]

[0390]

[0391]
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100(Promega, Madison, WI)(HZ% &3 tzxa)%= AF3Hth. Clg 14 Hases 2 &3 tixds FASH
Az, PBSE R F@olE oA Ao HUlsiglth. S0l EE 37T 2413k St lstuloldstslrt. 2
AlZE &, 50 pLe] o|€2g Alamar blue(Thermo, Waltham, MA)E RE € %— ol & 7hgate] Aol H7hsk
O FEelES s E ok IFtHolE 2 U] Blth(37°CollM 1841, 18A]3F F FlexStation 3°llM &3
Aatolrt. FdolEE 544/590 Ex/Em ZE 2 Auto Cut-Off & A}ﬁo}oq A=k, A Moge=, A
gz, Clg a2 Haebes 3 Clg g &3 dix=w Ao Fas ALdaint. A g st
A

% MXE 83 = (RFU A8 - RFU Wae}=) /(RFU &3 dlxws - RFU Waek=) = 100. ZF FAl=o] o3l
EC50 (nM)S ZAA3FAct.

7 120] EAIE wieh o], @020 Fe AAEE o e BC50 ghol ola] 9% R whek o] Daudi HEAA CDC
g fEsla QHFERY G2 E A v AEEHES 4o ) Qo o 2 &S by

I 12
Daudi M|¥olA CDCE f-=3h= 3-(D20 Fc HAAES] &%

272" n  [EC50 (nM)

HeY g SDh
IgGl &A|, F34|5 38 - 65 47 11
3}
S3L-AA2-0BI 2 0.50 - 0.57 0.54 0.046
A E 45 (
-CD20)
S3L-0AA2-0BI 4 0.20 - 0.25 0.23 0.025
ZFAE 46 (
3}-CD20)
S3L-0A22-0BI12 4 0.16 - 0.21 0.18 0.027
A= 47 (
3F-CD20)

g AR ek @ mE AR G20 P78 FEEAT
AAle] 11. F-PD-L1 Fc ZA Bl g BA &4 AX=A(CDC) &A=

CDC #AAL /MFste] &-PD-L1 @ZFE A op#Fvh(Bavencio) tH] &-PD-L1 Fe ZAEo] (DC EA4S 73}
at= AEE A3Fetgitt. obEFE g Fab A <Q(VL+CL, VHCH1)S ztE= 3-PD-L1 Fe ZHAE 45, 46, @ 47 4

4, 5, R 6ollA 7]AE wpe} Zo] AARSIGITE. Zbzhe] d-PD-L1 Fe &AE, B F343} @ @Fa4s) of
R 922 JAE v 2ol e (DC AAAA Aldsgitt:

A7F PD-L1 F3AE AdARA o2 A ESE FHAZFAAIZ AZE wlo} A(HEK) A EF(CrownBio)E A ¥ w}A
24 DMEM, 10% FBS, R 2 pg/mL F=2ulo]il FollA wjgsigivt. AXE G838t Al Al (genetecin) HEi=
H& @ =(phenol red)(Lonza) 1] X-Vivo-15 ®iA|eA] 848} Th. 100 p 12l HEK-PD-L1 A3E(6 x10° /H]E
/mL)E 96 4 Z& wjFEZ A vigto] HFHS ZHo]E(BD Falcon)o| =238}3ith. Fe ZHAIEI A=

Vivo-15 #lxJo| A 1:30.2 A< s|A313it)k. 50 plel 4w FAES 4 v 34 AX 9o H7Fsiglct. «l
AakA] @& 50 pl1e 91z A ¥ A (Quidel Corporation)E & ZHzto] A7 et ¢l v, #A ZdoE
£ 37TColA 2A7F F<bF Asfuloldstitt. 2A17ke] QIFHlold F, 20 ule WST-1 AE S A (Roche
Diagnostics Corp)E Zt7tel el H7tatar, 37ColA A Qltuo] dsigitt. thad off, A EHEE 2
Wz 58 5o ZEolE ey Ao Fu. 4 F=A (Molecular Devices SPECTRAmax M2)E ©] €3 450 nm
oM FH=E SAH3IL 600 nmoll A BASATE. 7 A Bl dis] EC50 (n)& ZASIATE.

R

mlm o

¥ 139 ®AlE w9} 7o), 3-PD-L1 Fc ZA|E 47 A7 PD L1S 9HEs t HEK Al ol

< A1 CnC AT,
WA F-PD-L1 Fe #Alza} opdsat G432 A= ol A4S AHgde o, (s F=3)

2 e

% o
lo Pﬂ

rlr m
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¥ 13

PD-L1 @3 HEK AENA CDCE #=3+= 3-PDL1 AAEY &%
Z_]-X]]%I n EC50 (HM)

He By SD
Ig6l A, #2237 e gy ge? [(DC 24 23T e
3} 2

<

IgGl @A, &F=|1 (DC &4 ¢1S2 |cC 24 " ¢l
A8} 22
3L-AA2-AVE 1 ac 24 ge’ |0 24 e wls
24 B 45 ( o2
&-PD-L1) -
S3L-AA2-2AVE 1 AARHA &5 |[ZAFA &E|HAF 9=
A 46 ( i
&-PD-L1)
S3L-A22-2AVE 2 1.4-27 1.6 1.1
A& 47 (
&-PD-L1)
& BE AAEE 20 9AZ T3, AE 27 FelA FARS A b5 (0E A4

1
g duEA Ee
0} O

FA e

ol

AAd 12. F-CD20 Fc FAAE 93 A EA AE 2738 (ACP) A3}
ADCP 22 E A4

ADCP 2]xE] AL JMdste] (D20 GEE U F5FFH FA| (Gazyva)oll Hl&] F-CD20 Fc ZHA|E©] FcyRIla
Nodds gAasste], AP 4 Aslele BEE AR Th. Gazyvadl Fab A<D (VL+CL, VH+CHD) S Zt+=
(D20 Fc ZHAIE 45, 46, 2 47% o 4, 5, 2 694 7IAE vke} o] Askith. Z242be] 3-CD20 Fe
A D FIAE 2 gFraas onrESEY g4FE FAE oS Zo] 3 ACC HFEEH HANA AE

a9

Raji ¥4 A¥E(1.5x 10709 A%E/2) 2 Jurkat/FcyRITa-H &77] A% (Promega)(3.5 x 10 7)¢] #%/2)<
4% A 1gG o] BZF% RPMI 1640 ®iA](Promega)ol] A AEs A% s|4w (D20 Fec AAES z2H+= 96-9
ZHolEd HF3IATE. 5% COolA 37Tl 6A13F F<t st &, PHERAstar FS 2 =7 7] (BMG LABTECH) &
ARESt AlzGAe] TR EF] wE Bio-Glo FAIHZA 4 A2k (Promega) S AHE-ste] W3S Z4318lH).
Lol EAIE uhe} o], FCD20 Fe AR O She B0 GOl eld) 9FE vleh wol onlEAY v
Aol vla) ADCP 2 EE AR FeyRlila AZAES F28303L, ADCP A4S Z3ete o oA o

5¢ e,

Pt ke
U

¥ 14
ADCP ¥ 8 ZHANA FeyRlla AT HALES FE38t= 3-CD20 Fe &
Age a5

Z]'X]]%l n EC50 (nM)

H4 it SD
IgGl A, F324|6 4.5 -10.8 7.1 2.2
s}
IgGl A, &3F 2|3 55-6.1 5.8 0.3
A3}
S3L-AA2-0BI 1 0.13 0.13 A gl
ZA| 2 45
(3-CD20)
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[0406]

[0407]

[0408]
[0409]

[0410]
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S3L-0AA2-0BI 1 0.17 0.17 A gl
A& 46 (

3}-CD20)

S3L-0A22-0BI2 1 0.08 0.08 A gl
A& 47 (

3}-CD20)

=3 BRE AAEL 20 YAE 2T
Ao 13. F-PD-L1 Fc ZA B0l Q3 A JEA HAE 2738 (ACP) EAl3}
ADCP 2] e A3
ADCP E22H A4S /Ndste] F-PD-L1 ©EE IAQA opEF9(Bavencio)ol HlE| &-PD-L1 Fc #AEo] Fey
Rlla A AdGS &A3lsle], ADCP S A3lsts AEE A ;}Oﬂrﬂr opHl Zuto] Fab A< (VL+CL, VH+CH1)S
Zyi= 3-PD-L1 Fc ZA|E 45, 46, L 47 AA4d 4 71" vkeh o] Ak, 2ol &-PD-
Ll Fc AAl=, 2 F3ist 9 @F34Hs) opdgy daE oxlg ohe3 o] algk ADCC B EE AAA

SLET R

—_
Z
o
ye,
(@]
£
_|_4 O

¥4 HEK-PD-L1 AIE(1.5 x 1047H94 AE/D) D G37] Jurkat/FcyRIIa-H A3 (Promega)(3.5 x 10/17H94 M E
A)S 4% A IgG do] BZEw RPMI 1640 wA| (Promega)dll A&AE3dta A4 3]24% &-PD-L1 Fec ZAES 2t
T 96-9 EHolEo] HFSATE. 5% 02004 37T 6A17F F<k wldet F, PHERAstar FS 23 547](BMG
LABTECH)Z Ab&3le] AxgAe] Z2EZo] we}l Bio-Glo FAIH Al E24 A2k (Promega) S Ab&sle] whgS
=390,

% 1501 =AIE vksh Zo], F-PD-L1 Fe ZAZLS AP el ¥ AR FeyRlla AEdSS FEasich.

¥ 15
ADCP B EE] HAA FeyRlla AZASS =8 F-PD-L1 Fe
FAEY &%
A= ‘?iil n EC50 (nM)
He g SD
IﬂgGl 601-2‘“y 'el—i_i/\a] 6 ij’}’ %)j\%z i‘?’}' %)j\%z 6_H% gj\%
3} )3z _ ; _ 2 & 9o
ij@l A, ¥¥F1 a7 %i%z EJ—,’}H%Z 13 g3
S3L-AA2-AVE 1 0.031 0.031 AT gle
A A & 45
(3-PD-L1)
S3L-AA2-2AVE 1 0.03 0.03 A gl
A& 46 (
3-PD-L1)
S3L-A22-2AVE 1 0.03 0.03 A gl
A& 47 (
a-PD-L1)
gg) AFEA 2t F RE AR 20 BAS Y. H4E 24 lH ZAES 4F 75 FeyRila
AT AgS FE3H% 2

AA e 14, F-CD20 Fc FA Bl o3t &) EA AE-v]7) AEZSA(ADCC) &3
ADCC 22 e A4

ADCC X H HAL /NEsle] &-CD20 @& A2 Qx| FFF U (Gazyva)ol H&] 3-CD20 Fc ZFAlE©°] Fcy
Rlla AsHES A3stste], ADC BAS H3teles ALES A Aev}t. Gazyvad Fab A€ (VL+CL, VH+CH1) &
Zhi= 3-(D20 Fc ZHAE 45, 46, D 478 AAo] 4, 5, D 694 71AF upe} o] Ay, 2H2he] 3-CD20



[0411]

[0412]

[0413]

[0414]
[0415]
[0416]

[0417]

[0418]

[0419]

[0420]

S3IHE 36 10-2021-0043583
Fe AAE 9 F323 ouFEFg 022 A2 b3} o] 83 ADCC 2 XH HANA APt

Raji %4 AX(1.25 x 1070¢] A%E/2) 2 Jurkat/FeyRI1Ta &37] A% (Promega)(7.45 x 10 7] A%£/4)
S 4% A IgG o] BEF RPMI 1640 vl (Promega)o] AMAEstm AL A" 3-(D20 Fec FAES z2t=
96-4 EdlolEel FHFaAArk. 5% C0204 37CelA 6AxF &< wigd $-, PHERAstar FS g =747
LABTECH) & AHg3le] AzAAe] Z2EFo] Wl Bio-Glo FAIH A 4 A< (Promega) S A3t} W3S
=738kt

T 169 YteERA uEe} o], 3-(D20 Fe ZAIES ADCC 23EE AAA FeyRlla AT S-S FE3H9T).
¥ 16
ADCC #2E] AAYA FcyRIlla AZALE Fx3= 33-CD20 Fe &
Zﬂ‘é‘«] Eo
Az n EC50 (nM)
He i SD
15%(;1 g, F34l6 0.039-0.15 0.08 0.04
S3L-AA2-0BI 1 0.055 0.055 AT A=
A B 45
(3F-CD20)
S3L-0AA2-0BI 1 0.09 0.09 AT gl
A= 46 (
-CD20)
S3L-0A22-0BI2 1 0.043 0.043 AT s
ZHAE 47 (
-CD20)

g AR ek @ mE AR G20 P78 FEEAT
ANl 15. F-PD-L1 Fe AR 93 A &4 AX-vi7l AZZ4AC) T4t
Apce ]z el A%

ADCC HXEH HAL 7dtsle] d-PD-L1 422 &AQ) o ZY(Bavencio)oll B8} 3-PD-L1 Fc #Al&Eo] Fey
Rlla A3 AES &Astste], ADCC S-S A3ets AEE A EFstent. opaF o] Fab A< (VL+CL, VH+CH1) S

= 5

zb= -PD-L1 Fc ZAE 45, 46, 47E A A] , 5, 2 6ol 71AE wpe} o] AAEI . Zhzke] -PD-
L1 Fc AAE, 2 F343 2 @3xza23 opileyt dEF2 A2 thS3 o] =33k ADCC ZxH HANA
Al ske T

¥4 HEK-PD-L1 M¥(1.25 x 10 71¢] A%/2) 2 §3}7] Jurkat/FcyRITa-H A% (Promega)(7.45 x 10 7]¢] A
F/A)E 4% A 1gG Ao BE%F RPMI 1640 viA|(Promega)ol] A& el AL 34 3-PD-L1 Fc 2HAES
Zh= 96-9 Zdo|Eo| HEsAtl. 5% C02004 37ColA 6A17F &<k w3t 3 PHERAstar FS 233 37| (BMG
LABTECH) & A}&3dte] AxqAe ZREF wel Bio-Glo FAIHZA] 4 A2F(Promega) S Ab-&&to] 33-&
433t}

¥ 179 =AE vk} o], 3-PD-L1 Fe FAE 5 ¥ ADCC 2 FE HAHAA FeyRIllla AZAES =35}
ATt. o] FAE AMESte] Fe FAE 44, 45, 2 47, 2 @¥F IS TEE A9 FeyRIlla AsdALde] Fx
7é (3]

* 17
ADCC B XE AAA FcyRIla AZALE #5383 F-PD-L1 Fe
AAES &%
A= W' n EC50 (nM)
9] EE: [sp
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EH]17a

(v TR@B )

LY ADASISISHOLAHNHIVIHINASDSAANDDOMHESHAALT OTY

607  ASATIISOASTIAIALINANNIJODNSIMIAVIASIAIDAATILISADNILT1ICYSId TLAADET SYE
vPE  HJOOAWISLIIIIAVATIVINSANINADIONTMADHIALIASAAYALSN ADIIUANIAVNHAIAD 18T
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NS4
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EH17b

(st TWB)

v Od MUSHOALT OLY

60r NSATIISOASATAIdLIDIANNIdODONSIMIAVIASIAISIATOLTISADNI L1IAUSId TLAADdT Sre
YPE HAODIWISLITIAVATVINSANINAIIONTMADHIALIASAAHALSNADIIUAI DIVNHAIAD TBZ

082 GAAMNDIAIdAIHSATAAADIATDLESIWILONdNddA14ASdDDTITdVISIJdOIHING 1ee
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60F  NSATIASOASATADALINANNIJOONSIMIAVIASIAIDIATILISAUNILTIAUSdd 1LAADGT SPE
YPE  HOONWASIIAIdVATWINSANDAAINONTMADHTALIASAAYALSNADIFHIN DIVNHAIAD T8Z
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EH20

JIOUNASHLAISSIDOHLAIIVAANHIFACGYASTLTLSSISALSANSAVILASIOSN OSOTYNAANMOANYIEdAINNTIDAASYLOSHTOIAS dd-l 1 JASYVAL
YAIEIANLD994LAd1TINDYIAANDATIVIAYSIN T LA LISOSDSIHAIADSAINSNDAITTOISODINOTAMATALIONSHTISHSSUISISYdIDALAD 1S Td LOLINAIG
21190 -

94571518
NOLAHNHTVYIHIWASOSIANODDMYSHAALIASAT44SDASATAdd LLAANNIJDONSIMIAVIASdAIONATI LISADNN LTIAUSdd TLAAD Y dOONYASLINF IV
dTINSAHONADIONTMADHTALIASAAYALSNADIFH AN IXIVNHATIADAAAMNINATdAIHSAGAADLAIALUSIATLONdN dd414ASIDDTIIdVdIddDLHLING

C6E-TIS -

HdSISIHOLAHNHIVIHINASISIANDDOMUSHAALT

NSAT3SOASATA LINANNIJOOINSIMIAVIASIAIDAAVISISAONN L13AYSdd 1LINOdIYJOONWASLINIId VI TYANSANINAINONTMADHTALINSANYAL

SNADIIHAN DIVNHAIADAAAMNANAIdAIHSATAANDLATA LYSIWTLANANdd414ASdDIT1IdVdDddOLHINGDODD9HDHHHHH DD HOHDONDDISIST

SHOLAHNHTYIHWASISIANOODMYSHOALTNSATIISOASH A LINMANNIdDONSIMIAVIASdAI AT LISADNN L13NUSdd TLAADdIH D ONYNSELINI Y

dTINSAHDNADIDONTMAVHTALIASAAUALSNADIFE AN LIYNHAIADAAAMNANATdATHSAGANADLAIdLESINTLON N dd 4 14ASdODTTIdVd DddDLHING
104-99€ ‘TOH  »

HdSISTNDIAHNHIVIHIWASISIANODDMUSHAALINS
A144S90SATAdd LINANNIdOONSIMIAVIASIAIDAATIMISADNALIN QY IddTLAADdIUdOONWISIINII VA TWINSANIRAINONTMAOHTIALTASAAYALSN
ADITHININVNHAIADAAAMNANAIdAIHSAGAAADIAIA LUSIWNTLAN AN d d3T4ASdDDTFdVdDddILHINGDDHDDDDHHDDDDHHDHHHDDONDDISIS TSN
DLAHNHIVIHWASISIANDDOMUSHAALTISATIISOASHIADd LIMANNIdOINSIMINVIASIAI OXATILISADNNALTINYSd dTLAADd IO DN VASIINTIdVd ]
WINSANINAINONTMAVHTALIASAAYALSNADIIH AN IVNHAIADAAAMNINAIdAIHSAGAAADLAT A LUSINTLONAN A TIASdODTTIdVdIddILHINADS
AdIMNGANLNSANHNANDIIALDLOTISSSAALAASSTSAIOSSOIAVA A LHADS LTVOSNMSALA IdIADIATIDTYVLD DS LSNSSAVTdASd DHLSYSSALATLODOM
ANTMASAIANYYIAMAVLAISHTSSTINAVLS LSHAVLILAY ONANONAGLADADdH I DNMITOD I VOUAMNIMSASIVAISYIISANASSOINAIVOSOATOAD
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SEQUENCE LISTING
<120> COMPOSITIONS AND METHODS RELATED TO ENGINEERED FC-ANTIGEN BINDING

<110> MOMENTA PHARMACEUTICALS,

<130> 14131-0183W01
<140> PCT/US2019/041492



<141> 2019-07-11

<150> 62/696,708

<151> 2018-07-11

<160> 327

<170> KoPatentIn 3.0

<210> 1

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 1

Gly Gly Gly Gly Ser

1 5

<210> 2

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 2

Gly Gly Ser Gly

1

<210> 3

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 3

Ser Gly Gly Gly

1

<210> 4

<211> 4

<212> PRT

. Synthetic

. Synthetic

. Synthetic
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 4

Gly Ser Gly Ser

1

<210> 5

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 5

Gly Ser Gly Ser Gly Ser

1 5

<210> 6

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 6

Gly Ser Gly Ser Gly Ser Gly Ser

1 5

<210> 7

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide
<400> 7
Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser

1 5 10

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<210> 8

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 8

Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser

1 5 10

<210> 9

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 9

Gly Gly Ser Gly Gly Ser

1 5

<210> 10

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 10

Gly Gly Ser Gly Gly Ser Gly Gly Ser

1 5

<210> 11

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 11
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Gly Gly Ser Gly Gly Ser Gly Gly Ser Gly Gly Ser

1 5 10

<210> 12

<211

> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 12

Gly Gly Ser Gly Gly Gly Ser Gly

1 5

<210> 13

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 13

Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly

1 5 10

<210> 14

<211> 16

<212> PRT

<213> Artificial Sequence
<

220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 14
Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly
1 5 10 15
<210> 15
<211> 20
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 15

Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly

1 5 10 15

Gly Gly Ser Gly

20

<210> 16

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 16

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

1 5 10

<210> 17

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 17

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

1 5 10 15

<210> 18

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 18

Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly
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1 5 10
Ser Gly Gly Gly
20
<210> 19
<211> 4
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

peptide
<400> 19
Gly Gly Gly Gly
1

<210> 20

<211> 8
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

peptide
<400> 20
Gly Gly Gly Gly Gly Gly Gly Gly
1 5
<210> 21
<211> 12
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence:

peptide

<400> 21

15

Synthetic

Synthetic

Synthetic

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10
<210> 22
<211> 16

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 22

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

<210> 23

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 23

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly

20

<210> 24

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 24

Gly Gly Gly Gly Gly

1 5

<210> 25

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 25
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Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10
<210> 26

<211> 15

<212> PRT

<213> Artificial Sequence
<220><223

> Description of Artificial Sequence: Synthetic

peptide
<400> 26
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
<210> 27
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 27
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly

20

<210> 28

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 28

Gly Glu Asn Leu Tyr Phe GIn Ser Gly Gly

1 5 10

<210> 29

<211> 8
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 29

Ser Ala Cys Tyr Cys Glu Leu Ser

1 5

<210> 30

<211> 5

<212> PRT

<213> Artificial Sequence
<220

><223> Description of Artificial Sequence: Synthetic
peptide

<400> 30

Arg Ser Ile Ala Thr

1 5

<210> 31

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 31

Arg Pro Ala Cys Lys Ile Pro Asn Asp Leu Lys Gln Lys Val Met Asn

1 5 10 15

His

<210> 32

<211> 36

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

-120 -



<400> 32
Gly Gly Ser Ala Gly Gly Ser Gly Ser Gly Ser Ser Gly Gly Ser Ser
1 5 10 15
Gly Ala Ser Gly Thr Gly Thr Ala Gly Gly Thr Gly Ser Gly Ser Gly
20 25 30
Thr Gly Ser Gly
35
<210> 33
<211> 17
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 33

Ala Ala Ala Asn Ser Ser Ile Asp Leu Ile Ser Val Pro Val Asp Ser

Arg

<210> 34

<211> 36

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 34

Gly Gly Ser Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly

1 5 10 15

Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser

20 25 30

Gly Gly Gly Ser

35
<210> 35

<211> 12
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 35

Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser

1 5 10

<210> 36

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 36

Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly

1 5 10 15

Gly Ser

<210> 37

<211> 11

<212> PRT

<213> Unknown

<220><223> Description of Unknown:
Albumin binding peptide

<400> 37

Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp

1 5 10

<210> 38

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
6xHis tag

<400> 38
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His His His His His His
1 5
<210> 39

<211> 8

<212> PRT

<213> Artificial Sequence

<220><

223> Description of Artificial Sequence: Synthetic

peptide

<400> 39

Asp Tyr Lys Asp Asp Asp Asp Lys

1 5

<210> 40

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 40

Glu Gln Lys Leu Ile Ser Glu Glu Asp Leu

1 5 10

<210> 41

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 41

Tyr Pro Tyr Asp Val Pro Asp Tyr Ala
1 5

<210> 42

<211> 227

<212> PRT

<213> Artificial Sequence

. Synthetic

. Synthetic
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<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 42
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His

35 40 45
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
50 55 60
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
65 70 75 80
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
85 90 95

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile

100 105 110
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
115 120 125
Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser
130 135 140
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
145 150 155 160

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro

165 170 175
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
180 185 190
Asp Lys Ser Arg Trp Gln GIn Gly Asn Val Phe Ser Cys Ser Val Met
195 200 205
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys
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225
<210> 43

<211> 232

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 43

Glu Pro Lys Ser

1

Pro Glu Leu Leu
20

Lys Asp Thr Leu

35

Val Asp Val Ser
50

Asp Gly Val Glu

65

Tyr Asn Ser Thr

Asp Trp Leu Asn

100

Leu Pro Ala Pro
115
Arg Glu Pro Gln
130
Lys Asn GIn Val
145

Asp Ile Ala Val

Lys Thr Thr Pro

Met

His

Val

Tyr

85

Val

Ser

Glu

165

Pro

Asp Lys Thr His

Gly Pro Ser Val
25
Ile Ser Arg Thr

40

Glu Asp Pro Glu
95

His Asn Ala Lys

70

Arg Val Val Ser

Lys Glu Tyr Lys

105

Glu Lys Thr Ile
120
Tyr Thr Leu Pro
135
Leu Thr Cys Leu
150

Trp Glu Ser Asn

Val Leu Asp Ser

Thr
10

Phe

Pro

Val

Thr

Val

90

Cys

Ser

Pro

Val

Cys

Leu

Lys

Lys

75

Leu

Lys

Lys

Ser

Lys

155

Pro

Phe

Val

Phe
60

Pro

Thr

Val

Arg
140

Gly

Gly Gln Pro

170

Pro Cys Pro Ala
15
Pro Pro Lys Pro
30
Thr Cys Val Val

45

Asn Trp Tyr Val

Arg Glu Glu Gln

Val Leu His Gln
95
Ser Asn Lys Ala

110

Lys Gly Gln Pro
125

Asp Glu Leu Thr

Phe Tyr Pro Ser
160
Glu Asn Asn Tyr

175

Asp Gly Ser Phe Phe Leu Tyr
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180

SIHEd

185 190

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe

195

200

205

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys

210

215

Ser Leu Ser Leu Ser Pro Gly Lys

225
<210> 44
<211> 227

<212> PRT

230

<213> Artificial Sequence

220

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 44

Asp Lys Thr His Thr Cys Pro Pro

1
Gly Pro Ser Val
20
Ile Ser Arg Thr
35

Glu Asp Pro Glu

50
His Asn Ala Lys
65

Arg Val Val Ser

Lys Glu Tyr Lys
100

Glu Lys Thr Ile

115
Cys Thr Leu Pro

130

5

Phe

Pro

Val

Thr

Val

85

Cys

Ser

Pro

Leu Phe Pro

Glu Val Thr
40

Lys Phe Asn

55
Lys Pro Arg
70

Leu Thr Val

Lys Val Ser

Lys Ala Lys

120
Ser Arg Asp

135

Cys Pro Ala Pro Glu Leu Leu Gly

10 15

Pro Lys Pro Lys Asp Thr Leu Met

25 30

Cys Val Val Val Asp Val Ser His

45

Trp Tyr Val Asp Gly Val Glu Val

60

Glu Glu Gln Tyr Asn Ser Thr Tyr

75 80

Leu His GIn Asp Trp Leu Asn Gly

90 95
Asn Lys Ala Leu Pro Pro Ile
105 110

Gly Gln Pro Arg Glu Pro Gln Val

125

Glu Leu Thr Lys Asn Gln Val Ser

140
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Leu Ser Cys Ala Val Lys Gly Phe Tyr

145 150

Trp Glu Ser Asn Gly Gln Pro Glu Asn
165

Val Leu Asp Ser Asp Gly Ser Phe Phe

180 185
Asp Lys Ser Arg Trp Gln Gln Gly Asn
195 200
His Glu Ala Leu His Asn His Tyr Thr
210 215
Pro Gly Lys
225
<210> 45
<211> 226
<212> PRT

<213> Artificial Sequence

Pro Ser Asp
155

Asn Tyr Lys

170

Leu Val Ser

Val Phe Ser

Gln Lys Ser

220

[le Ala Val Glu

160

Thr Thr Pro Pro
175

Lys Leu Thr Val

190
Cys Ser Val Met
205

Leu Ser Leu Ser

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 45

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1 5

10

15

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met

20 25

30

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His

35 40

45

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val

50 55

60

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr

65 70

75

80

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly

85

90

95

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
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100 105 110
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val

115 120 125

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser
130 135 140
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
145 150 155 160
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val

180 185 190

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met
195 200 205
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220
Pro Gly
225
<210> 46
<211> 226
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 46
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1 5 10 15

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
35 40 45
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val

50 55 60
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His Asn Ala Lys Thr

65

Arg Val Val Ser Val
85
Lys Glu Tyr Lys Cys
100
Glu Lys Thr Ile Ser
115
Cys Thr Leu Pro Pro

130

Leu Ser Cys Ala Val
145
Trp Glu Ser Asn Gly
165
Val Leu Asp Ser Asp
180
Asp Lys Ser Arg Trp

195

His Glu Ala Leu His

Pro Gly
225
<210> 47
<211> 231

<212> PRT

Lys Pro Arg Glu Glu Gln

70 75

Leu Thr Val Leu His Gln
90
Lys Val Ser Asn Lys Ala
105
Lys Ala Lys Gly Gln Pro
120
Ser Arg Asp Glu Leu Thr

135

Lys Gly Phe Tyr Pro Ser
150 155
Gln Pro Glu Asn Asn Tyr
170
Gly Ser Phe Phe Leu Val
185
GIn Gln Gly Asn Val Phe

200

Asn His Tyr Thr Gln Lys

215

<213> Artificial Sequence

Tyr Asn

Asp Trp

Leu Pro

Arg Glu

125

Lys Asn

140

Asp Ile

Lys Thr

Ser Lys

Ser Cys

205

Ser Leu

220

Ser Thr

Leu Asn

95
Ala Pro
110

Pro Gln

Gln Val

Ala Val

Thr Pro

175
Leu Thr
190

Ser Val

Ser Leu

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 47

Tyr

80

Val

Ser

160

Pro

Val

Met

Ser

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala

1 5

10

15

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
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Lys

Val

Asp

65

Tyr

Asp

Leu

Arg

Lys

145

Asp

Lys

Ser

Ser

Ser

225

Asp Thr

35
Asp Val
50

Gly Val

Asn Ser

Trp Leu

Pro Ala

115
Glu Pro
130

Asn Gln

Thr Thr

Lys Leu
195
Cys Ser

210

Leu Ser

<210> 48

<211> 226

<212> PRT

20

Leu

Ser

Thr

Asn
100

Pro

Val

Val

Pro

180

Thr

Val

Leu

Met

His

Val

Tyr

85

Val

Ser

165

Pro

Val

Met

Ser

Ile Ser

Glu Asp

55

His Asn

70

Arg Val

Lys Glu

Glu Lys

Tyr Thr

135

Leu Thr

150

Trp Glu

Val Leu

Asp Lys

His Glu

Pro Gly

230

<213> Artificial Sequence

Arg
40

Pro

Val

Tyr

Thr

120

Leu

Cys

Ser

Asp

Ser

200

Ala

25

Thr Pro

Lys Thr

Ser Val

90

Lys Cys
105

Ile Ser

Pro Pro

Leu Val

Asn Gly

170
Ser Asp
185

Arg Trp

Leu His

30

Glu Val Thr Cys Val
45
Lys Phe Asn Trp Tyr
60
Lys Pro Arg Glu Glu
75
Leu Thr Val Leu His

95

Lys Val Ser Asn Lys
110
Lys Ala Lys Gly Gln
125
Ser Arg Asp Glu Leu
140
Lys Gly Phe Tyr Pro

155

GIn Pro Glu Asn Asn

175
Gly Ser Phe Phe Leu

190
GIn Gln Gly Asn Val
205
Asn His Tyr Thr Gln
220

- 130 -
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Val

Pro

Thr

Ser

160

Tyr

Tyr

Phe
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<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 48
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His

35 40 45
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
50 55 60
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
65 70 75 80
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
85 90 95

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile

100 105 110
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
115 120 125
Cys Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser
130 135 140
Leu Ser Cys Ala Val Asp Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
145 150 155 160

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro

165 170 175
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val
180 185 190
Asp Lys Ser Arg Trp Gln GIn Gly Asn Val Phe Ser Cys Ser Val Met
195 200 205
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly
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225

<210> 49

<211> 216

<212

> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 49
GIn Ser Ala Leu Thr
1 5
Ser Ile Thr Ile Ser
20
Asn Tyr Val Ser Trp

35

Met Ile Tyr Asp Val
50

Ser Gly Ser Lys Ser
65

GIn Ala Glu Asp Glu

85
Ser Thr Arg Val Phe
100

Pro Lys Ala Asn Pro
115
Leu Gln Ala Asn Lys
130
Pro Gly Ala Val Thr
145
Ala Gly Val Glu Thr

165

Ala Ala Ser Ser Tyr

Gln Pro Ala Ser

Cys Thr Gly Thr
25
Tyr Gln Gln His

40

Ser Asn Arg Pro
95

Gly Asn Thr Ala

70

Ala Asp Tyr Tyr

Gly Thr Gly Thr

105

Thr Val Thr Leu
120
Ala Thr Leu Val
135
Val Ala Trp Lys
150

Thr Lys Pro Ser

Leu Ser Leu Thr

Val
10

Ser

Pro

Ser

Ser

Cys

90

Lys

Phe

Cys

Lys

170

Ser Gly

Ser Asp

Gly Lys

Gly Val

60
Leu Thr
75

Ser Ser

Val Thr

Pro Pro

Leu Ile

140
Asp Gly
155

Gln Ser

Ser Pro Gly Gln
15
Val Gly Gly Tyr
30
Ala Pro Lys Leu

45

Ser Asn Arg Phe

Ile Ser Gly Leu
80
Tyr Thr Ser Ser
95
Val Leu Gly Gln
110

Ser Ser Glu Glu
125

Ser Asp Phe Tyr

Ser Pro Val Lys
160
Asn Asn Lys Tyr

175

Pro Glu Gln Trp Lys Ser His
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180 185 190
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys
195 200 205
Thr Val Ala Pro Thr Glu Cys Ser
210 215
<210> 50
<211> 227
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 50

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1 5 10 15
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
35 40 45
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
50 55 60

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr

65 70 75 80
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
85 90 95
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
115 120 125

Tyr Thr Leu Pro Pro Cys Arg Asp Glu Leu Thr Lys Asn Gln Val Ser

130 135 140
Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu

145 150 155 160
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Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro

165

170 175

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val

180

185 190

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met

195

200 205

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser

210
Pro Gly Lys
225
<210> 51
<211> 227

<212> PRT

215 220

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 51
Asp Lys Thr His
1

Gly Pro Ser Val
20
Ile Ser Arg Thr
35
Glu Asp Pro Glu
50
His Asn Ala Lys

65

Arg Val Val Ser

Lys Glu Tyr Lys
100

Glu Lys Thr Ile

Thr

5

Phe

Pro

Val

Thr

Val
85

Cys

Ser

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

10 15

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
25 30
Glu Val Thr Cys Val Val Val Asp Val Ser His
40 45
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
55 60
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr

70 75 80

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
90 95
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
105 110

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
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115 120 125
Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser

130 135 140

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
145 150 155 160
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175
Val Leu Lys Ser Asp Gly Ser Phe Phe Leu Tyr Ser Asp Leu Thr Val
180 185 190
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met

195 200 205

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys

225

<210> 52

<211> 226

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 52

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1 5 10 15

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met

20 25 30
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
35 40 45
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
50 55 60
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr

65 70 75 80
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ZIHSd 10-2021-0043583

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly

85 90 95
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
115 120 125
Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser
130 135 140

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu

145 150 155 160
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175
Val Leu Lys Ser Asp Gly Ser Phe Phe Leu Tyr Ser Asp Leu Thr Val
180 185 190
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met
195 200 205

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser

210 215 220
Pro Gly
225
<210> 53
<211> 227
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 53
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met

20 25 30
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Ser

Glu Asp
50
His Asn

65

Arg Val

Lys

Glu Lys
Tyr Thr
130
Leu Trp
145

Trp Glu

Val Leu

Asp Lys

His

Pro Gly
225
<210> 54

<400> 54

000
<210> 55

<400> 55

Arg

35

Pro

Ala

Val

Tyr

Thr

115

Leu

Cys

Ser

Asp

Thr

Glu

Lys

Ser

Lys

100

Pro

Leu

Asn

Ser
180

Arg

Leu

Pro Glu Val Thr Cys

Val

Thr

Val

85

Cys

Ser

Pro

Val

165

Asp

Trp

His

Lys

Lys

70

Leu

Lys

Lys

Cys

Lys

150

Asn

40
Phe Asn Trp
55

Pro Arg Glu

Thr Val Leu

Val Ser Asn

105
Ala Lys Gly
120
Arg Asp Lys
135

Gly Phe Tyr

Pro Glu Asn

Ser Phe Phe

185

Gln Gly Asn
200

His Tyr Thr

215

Val Val

Tyr Val

His
90

Lys

Gln Pro

Leu Thr

Pro Ser

155

Asn Tyr

170
Leu Tyr
Val

Phe

Gln Lys

Val Asp Val

45
Asp Gly Val
60
Ser

Tyr Asn

Asp Trp Leu

Leu Pro Ala

110

Arg Glu Pro
125

Lys Asn Gln

140

Asp

Thr

Lys Thr

Ser Lys Leu

190

Ser Cys Ser
205

Ser Leu Ser

220
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Ser His

Thr Tyr
80

Asn Gly
95

Pro

Val Ser

Val
160

Pro Pro

175

Thr Val

Val

Met

Leu Ser
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000

<210> 56

<400> 56

000

<210> 57

<400> 57

000

<210> 58

<400> 58

000

<210> 59

<400> 59

000

<210> 60

<400> 60

000

<210> 61

<211> 219

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 61

Asp Ile Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Pro Gly

1 5 10 15

Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser

20 25 30
Asn Gly Ile Thr Tyr Leu Tyr Trp Tyr Leu Gln Lys Pro Gly Gln Ser
35 40 45
Pro Gln Leu Leu Ile Tyr Gln Met Ser Asn Leu Val Ser Gly Val Pro
50 55 60
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile

65 70 75 80
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Ser Arg Val

Leu Glu Leu

Arg Thr Val

115

Gln Leu Lys
130

Tyr Pro Arg

145

Ser Gly Asn

Thr Tyr Ser

Lys His Lys
195
Pro Val Thr

210

<210> 62
<400> 62
000

<210> 63
<211> 226

<212> PRT

Glu Ala Glu Asp Val Gly Val Tyr

Pro

100

Ser

Glu

Ser

Leu

180

Val

Lys

85

Tyr Thr Phe

Ala Pro Ser

Gly Thr Ala
135

Ala Lys Val

150
Gln Glu Ser
165

Ser Ser Thr

Tyr Ala Cys

Ser Phe Asn

215

<213> Artificial Sequence

90
Gly Gly Gly Thr
105
Val Phe Ile Phe
120

Ser Val Val Cys

Gln Trp Lys Val

155
Val Thr Glu Gln
170
Leu Thr Leu Ser
185
Glu Val Thr His
200

Arg Gly Glu Cys

Tyr Cys Ala Gln

95
Lys Val Glu Ile
110
Pro Pro Ser Asp
125
Leu Leu Asn Asn
140

Asp Asn Ala Leu

Asp Ser Lys Asp

175

Lys Ala Asp Tyr
190

Gln Gly Leu Ser

205

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 63

Asn

Lys

Phe

160

Ser

Ser

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1

5

10

15

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met

20

25

30
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Ile Ser

Glu Asp

50
His Asn
65

Arg Val

Lys Glu

Glu Lys

Cys Thr

130
Leu Ser
145

Trp Glu

Val Leu

Asp Lys

His Glu

Pro Gly
225

<210> 64
<400> 64

000

<210> 65

<400> 65

Arg

35

Pro

Ala

Val

Tyr

Thr

115

Leu

Cys

Ser

Asp

Ser

195

Thr

Glu

Lys

Ser

Lys

100

Pro

Asn

Ser
180

Arg

Pro

Val

Thr

Val

85

Cys

Ser

Pro

Val

165

Asp

Trp

Ala Leu His

Glu Val Thr Cys Val

40
Lys Phe Asn Trp Tyr
55
Lys Pro Arg Glu Glu
70
Leu Thr Val Leu His
90

Lys Val Ser Asn Lys

105
Lys Ala Lys Gly Gln
120
Ser Arg Asp Glu Leu
135
Asp Gly Phe Tyr Pro
150

Gln Pro Glu Asn Asn

170
Gly Ser Phe Phe Leu
185
GIn Gln Gly Asn Val
200
Asn His Tyr Thr Gln

215

Val

Val

Pro

Thr

Ser

155

Tyr

Val

Phe

Lys

Val Asp Val

45
Asp Gly Val
60

Tyr Asn Ser

Asp Trp Leu

Leu Pro Ala

110
Arg Glu Pro
125
Lys Asn Gln
140

Asp Ile Ala

Lys Thr Thr

Ser Lys Leu

190

Ser Cys Ser
205

Ser Leu Ser

220

- 140 -

Ser His

Thr Tyr

80
Asn Gly
95

Pro Ile

Val Ser

Val Glu

160

Pro Pro

175

Thr Val

Val Met

Leu Ser
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000
<210> 66
<400> 66
000
<210> 67
<211> 448

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 67

GIn Val Gln Leu

1

Ser Val Lys Val
20

Trp Ile Asn Trp

35
Gly Arg Ile Phe
50
Lys Gly Arg Val
65

Met Glu Leu Ser

Ala Arg Asn Val

100
Thr Leu Val Thr
115
Pro Leu Ala Pro
130
Gly Cys Leu Val
145

Asn Ser Gly Ala

Val
5

Ser

Val

Pro

Thr

Ser

85

Phe

Val

Ser

Lys

Leu

Gln Ser Gly Ala Glu Val

Cys Lys Ala

Arg Gln Ala

40
Gly Asp Gly
95
Ile Thr Ala
70

Leu Arg Ser

Asp Gly Tyr

Ser Ser Ala

120

Ser Lys Ser
135

Asp Tyr Phe

150

Ser
25

Pro

Asp

Asp

Glu

Trp

105

Ser

Thr

Pro

10

Gly Tyr

Gly Gln

Thr Asp

Lys Ser

75
Asp Thr
90

Leu Val

Thr Lys

Ser Gly

Glu Pro

155

Thr Ser Gly Val His Thr

Lys Lys Pro Gly

15

Ala Phe Ser Tyr
30

Gly Leu Glu Trp

45

Tyr Asn Gly Lys

60

Thr Ser Thr Ala

Ala Val Tyr Tyr

Tyr Trp Gly Gln

110

Gly Pro Ser Val
125

Gly Thr Ala Ala
140

Val Thr Val

Ser

Phe Pro Ala Val
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Ser

Ser

Met

Phe

Tyr

80

Cys

Phe

Leu

Trp

160

Leu
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Ser

Ser

Thr

225

Ser

Arg

Pro

Val

305

Tyr

Thr

Leu

Cys

Ser
385

Asp

Ser

Ser

Asn

210

His

Val

Thr

Lys

290

Ser

Lys

Pro

370

Asn

Ser

Ser

Leu

195

Thr

Thr

Phe

Pro

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Asp

165

Gly Leu

180

Gly Thr

Lys Val

Cys Pro

Leu Phe

245

260

Lys Phe

Lys Pro

Leu Thr

Lys Val

325
Lys Ala
340

Ser Arg

Asp Gly

Gln Pro

Gly Ser

405

Tyr Ser

Gln Thr

Asp Lys
215

Pro Cys

230

Pro Pro

Thr Cys

Asn Trp

Arg Glu

295
Val Leu
310

Ser Asn

Lys Gly

Asp Glu

Phe Tyr

375
Glu Asn
390

Phe Phe

Leu

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

His

Lys

Leu

360

Pro

Asn

Leu

Ser

185

Val

Pro

Val

265

Val

Pro
345

Thr

Ser

Tyr

Val

170

Ser

Cys

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser

410

Val Val

Asn Val

Pro Lys

220

Glu Leu

235

Asp Thr

Asp Val

Gly Val

Asn Ser

300
Trp Leu
315

Pro Ala

Glu Pro

Asn Gln

380
Thr Thr
395

Lys Leu

175
Thr Val Pro
190
Asn His Lys
205

Ser Cys Asp

Leu Gly Gly

Leu Met Ile

Ser His Glu
270

Glu Val His

285

Thr Tyr Arg

Asn Gly Lys

Pro Ile Glu

335

GIn Val Cys
350

Val Ser Leu

365

Val Glu Trp

Pro Pro Val

Thr Val Asp

415

- 142 -

Ser

Pro

Lys

Pro

240

Ser

Asp

Asn

Val

320

Lys

Thr

Ser

Leu
400

Lys
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Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu

420

425

430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

435
<210> 68
<211> 449

<212> PRT

440

<213> Artificial Sequence

445

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 68
Glu Val GIn Leu
1

Ser Leu Arg Leu

20
Ile Met Met Trp
35
Ser Ser Ile Tyr
50
Lys Gly Arg Phe
65

Leu Gln Met Asn

Ala Arg Ile Lys
100
Gly Thr Leu Val
115
Phe Pro Leu Ala
130

Leu Gly Cys Leu

145

Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

5

Ser

Val

Pro

Thr

Ser

85

Leu

Thr

Pro

Val

10

15

Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

25
Arg Gln Ala Pro Gly
40
Ser Gly Gly Ile Thr
95
Ile Ser Arg Asp Asn
70

Leu Arg Ala Glu Asp

90
Gly Thr Val Thr Thr
105
Val Ser Ser Ala Ser
120
Ser Ser Lys Ser Thr

135

Lys

Phe

Ser

75

Thr

Val

Thr

Ser

30
Gly Leu Glu Trp Val
45
Tyr Ala Asp Thr Val
60
Lys Asn Thr Leu Tyr
80

Ala Val Tyr Tyr Cys

95
Asp Tyr Trp Gly Gln
110
Lys Gly Pro Ser Val
125
Gly Gly Thr Ala Ala

140

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser

150

155

160
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Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Lys

Thr

Ser

Glu

385

Leu

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ser

Ser

195

Asn

His

Val

Thr

275

Lys

Ser

Lys

Pro

355

Asn

Ser

Gly Ala Leu

Ser
180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

165

Gly

Gly

Lys

Cys

Leu

245

Lys

Lys

Leu

Lys

325

Lys

Ser

Asp

Gln

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Arg

Pro

390

Asp Gly Ser

Thr

Tyr

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Asp

Phe

375

Glu

Phe

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Leu

Asn

360

Tyr

Gly Val His

Leu
185

Tyr

Lys

Pro

Lys

Val

265

Tyr

His

Lys

345

Leu

Pro

170

Ser

Val

Pro
250

Val

Val

330

Pro

Thr

Ser

Asn Asn Tyr

Phe Leu Val

Ser

Cys

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Thr Phe Pro Ala Val

Val Val

Asn Val

205

Pro Lys

220

Glu Leu

Asp Thr

Asp Val

Gly Val

285

Asn Ser

300

Trp Leu

Pro Ala

Glu Pro

Asn Gln

365

380

Thr Thr

Lys Leu

Thr
190

Asn

Ser

Leu

Leu

Ser

270

Thr

Asn

Pro

350

Val

Val

Pro

Thr

~ 144 -

175

Val

His

Cys

Met
255

His

Val

Tyr

335

Val

Ser

Pro

Val

Pro

Lys

Asp

His

Arg

Lys

320

Cys

Leu

Trp

Val

400

Asp
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405 410 415
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro

435 440 445

<210> 69
<400> 69
000

<210> 70
<400> 70
000

<210> 71
<400> 71
000

<210> 72
<400> 72
000

<210> 73
<400> 73
000

<210> 74
<400> 74

000

<210> 75

<400> 75

000

<210> 76

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<400> 76

Gly Phe Thr Phe Ser Ser Phe Gly

1 5

<210> 77

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 77

Gly Phe Thr Phe Ser Ser Tyr Ala

1 5

<210> 78

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 78

Gly Phe Ile Phe Ser Asn Tyr Gly

1 5

<210> 79

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 79

Gly Phe Thr Phe Ser Ser Ser Trp

1 5

<210> 80

<211> 8

<212> PRT

<213> Artificial Sequence

. Synthetic

. Synthetic

. Synthetic
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<220><223> Description of Artificial Sequence
peptide

<400> 80

Gly Tyr Ala Phe Ser Tyr Ser Trp

1 5

<210> 81

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 81

Gly Arg Thr Phe Thr Ser Tyr Asn Met His

1 5 10

<210> 82

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 82

Gly Tyr Thr Phe Thr Ser Tyr Asn

1 5

<210> 83

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 83

Gly Tyr Thr Phe Thr Ser Tyr Trp

1 5

<210> 84

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 84

Gly Tyr Ser Phe Thr Gly Tyr Asn

1 5

<210> 85

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 85

Gly Phe Thr Phe Asn Ser Phe Ala

1 5

<210> 86

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 86

Gly Tyr Thr Phe Thr Asp Tyr Trp

1 5

<210> 87

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 87

Gly Phe Lys Phe Ser Gly Tyr Gly

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<210> 88

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 88

Gly Phe Thr Phe Thr Asp Phe Tyr

1 5

<210> 89

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 89

Gly Phe Thr Phe Ser Asp Ala Trp

1 5

<210> 90

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide
<400> 90
Gly Tyr Ile Phe Thr Ala Tyr Thr
1 5
<210> 91
<211> 8
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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peptide
<400> 91
Gly Phe Thr Phe Ser Ser Tyr Thr
1 5
<210> 92
<211> 8
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence
peptide
<400> 92
Gly Phe Asn Ile Lys Asp Thr Tyr

1 5

<210> 93

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 93

Gly Tyr Thr Phe Arg Ser Ser Tyr

1 5

<210> 94

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 94

Gly Tyr Thr Phe Thr Gly Tyr Trp

1 5

<210> 95

<211> 8

<212> PRT

. Synthetic

. Synthetic

. Synthetic
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 95

Gly Phe Ala Phe Ser His Tyr Ala

1 5

<210> 96

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 96

Gly Tyr Thr Phe Thr Asp Tyr Glu

1 5

<210> 97

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 97

Gly Gly Thr Phe Ser Phe Tyr Ala

1 5

<210> 98

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 98

Gly Phe Ser Leu Ser Lys Phe Gly

1 5

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<210> 99

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 99

Gly Phe Thr Phe Lys Asn Tyr Ala

1 5

<210> 100

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 100

Gly Phe Asp Phe Ser Arg Tyr Trp

1 5

<210> 101

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 101

Gly Phe Thr Phe Asn Ser Tyr Ala

1 5

<210> 102

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 102

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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Gly Phe Thr Phe Ser Ser Tyr Ile

1 5

<210> 103

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 103

Ser Tyr Trp Met His

1 5

<210> 104

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 104

Gly Tyr Thr Phe Leu Asn Cys Pro Ile

1 5

<210> 105

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide
<400> 105
Gly Phe Thr Phe Ser Tyr Tyr Tyr Met Gln
1 5 10
<210> 106
<211> 8
<212> PRT

<213> Artificial Sequence

. Synthetic

. Synthetic

. Synthetic
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<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 106
[le Ser Ser Asp Ser Ser Ala Ile
1 5
<210> 107
<211> 8
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 107

Ile Asn Ala Ser Gly Thr Arg Thr

1 5
<210> 108

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 108
[le Ser Ser Ala Ser Thr Tyr Ser
1 5
<210> 109
<211> 8
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 109
Ile Tyr Pro Gly Asp Gly Asp Thr
1 5
<210> 110

<211> 8
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 110

Ile Phe Pro Gly Asp Gly Asp Thr

1 5

<210> 111

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 111

Ala Ile Tyr Pro Leu Thr Gly Asp Thr

1 5

<210> 112

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 112

Ile Tyr Pro Gly Asn Gly Asp Thr

1 5

<210> 113

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 113

Ile Asn Pro Arg Asn Asp Tyr Thr

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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1 5

<210> 114

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 114

Ile Asp Pro Tyr Tyr Gly Gly Thr

1 5

<210> 115

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 115

Ile Ser Gly Ser Gly Gly Gly Thr

1 5

<210> 116

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 116

Ile Trp Tyr Asp Gly Ser Lys Lys

1 5

<210> 117

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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peptide
<400> 117
Ile Arg Asp Lys Ala Lys Gly Tyr Thr Thr
1 5 10
<210> 118
<211> 10
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 118
Ile Arg Ser Lys Ala Ser Asn His Ala Thr
1 5 10
<210> 119
<211> 10
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 119

Ile Arg Ser Ala Asn Asn His Ala Pro Thr

1 5 10
<210> 120

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 120
Ile Lys Pro Asn Asn Gly Leu Ala
1 5
<210> 121
<211> 8

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 121

Ile Ser Tyr Asp Gly Asn Asn Lys

1 5

<210> 122

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 122

I[le Tyr Pro Thr Asn Gly Tyr Thr

1 5

<210> 123

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 123

[le Tyr Ala Gly Thr Gly Ser Pro

1 5

<210> 124

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide
<400> 124
Ile Tyr Pro Gly Ser Gly Asn Thr

1 5

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<210> 125

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 125

[le Ser Ser Gly Gly Ser Gly Thr

1 5

<210> 126

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 126

Leu Asp Pro Lys Thr Gly Asp Thr

1 5

<210> 127

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 127

Phe Ile Pro Ile Phe Gly Ala Ala

1 5

<210> 128

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 128

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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Ile Trp Gly Asp Gly Ser Thr
1 5

<210> 129

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 129

Ile Asp Pro Tyr Tyr Gly Asp Thr

1 5

<210> 130

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 130

[le Ser Tyr Asp Gly Arg Asn Ile

1 5

<210> 131

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 131

Ile Asn Pro Asp Ser Ser Thr Ile

1 5

<210> 132
<211> 8
<212> PRT

<213> Artificial Sequence

. Synthetic

. Synthetic

. Synthetic
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 132

[le Ser Gly Ser Gly Gly Phe Thr

1 5

<210> 133

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 133

Ile Tyr Pro Ser Gly Gly Ile Thr

1 5

<210> 134

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 134
Glu Ile Asp Pro Ser Asp Ser Tyr Lys Asp Tyr Asn Gln Lys Phe Lys
1 5 10 15

Asp

<210> 135

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 135

Gly Trp Met Lys Pro Arg Gly Gly Ala Val Asn

1 5 10
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<210> 136

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 136

Ile Gly Ser Ser Gly Gly Val Thr Asn

1 5

<210> 137

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 137

Gly Arg Gly Arg Glu Asn Ile Tyr Tyr Gly Ser Arg Leu Asp Tyr

1 5 10

<210> 138

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 138

Ala Arg Gly Lys Gly Asn Thr His Lys Pro Tyr Gly Tyr Val Arg Tyr

1 5 10

Phe Asp Val

<210> 139
<211> 12
<212> PRT

<213> Artificial Sequence

. Synthetic

. Synthetic

. Synthetic
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 139

Gly Arg His Ser Asp Gly Asn Phe Ala Phe Gly Tyr

1 5 10

<210> 140

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 140

Ala Arg Ser Gly Phe Ile Thr Thr Val Arg Asp Phe Asp Tyr

1 5 10

<210> 141

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 141

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr

1 5 10

<210> 142

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 142
Ala Arg Ser Thr Tyr Val Gly Gly Asp Trp Gln Phe Asp Val
1 5 10

<210> 143
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<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 143

. Synthetic

Cys Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asn Val

1 5 10
<210> 144

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 144

Ala Arg Tyr Asp Tyr Asn Tyr Ala Met Asp Tyr

1 5 10

<210> 145

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 145

15

. Synthetic

. Synthetic

Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asp Val

1 5 10

<210> 146

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 146

. Synthetic
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Ala Arg Arg Asp Ile Thr Thr Phe Tyr

1 5

<210> 147

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 147

Ala Arg Ser Val Gly Pro Phe Asp Ser

1 5

<210> 148

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 148

Ala Lys Asp Lys Ile Leu Trp Phe Gly Glu Pro Val Phe Asp Tyr

1 5 10 15

<210> 149

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 149

Ala Arg Gly Asp Tyr Tyr Gly Ser Asn Ser Leu Asp Tyr

1 5 10

<210> 150

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<400> 150

Ala Arg Gln Met Gly Tyr Trp His Phe Asp Leu Trp

1 5 10

<210> 151

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 151

Ala Arg Glu Gly His Thr Ala Ala Pro Phe Asp Tyr

1 5 10

<210> 152

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 152

Thr Arg Trp Arg Arg Phe Phe Asp Ser

1 5

<210> 153

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 153

Thr Arg Asp Ser Thr Ala Thr His

1 5

<210> 154

<211> 11
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 154

Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr

1 5 10

<210> 155

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 155

Ala Arg Thr Gly Trp Leu Gly Pro Phe Asp Tyr

1 5 10

<210> 156

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 156

Ser Arg Trp Gly Gly Asp Gly Phe Tyr Ala Met Asp Tyr

1 5 10

<210> 157

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 157

Ala Arg His Arg Asp Tyr Tyr Ser Asn Ser Leu Thr Tyr
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=T

1 5 10

<210> 158

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 158

Ala Arg Gly Gly Tyr Tyr Glu Asp Phe Asp Ser

1 5 10

<210> 159

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 159

Thr Arg Val Lys Leu Gly Thr Tyr Tyr Phe Asp Ser

1 5 10

<210> 160

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 160

Thr Arg Phe Tyr Ser Tyr Thr Tyr

1 5

<210> 161

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

- 168 -

10-2021-0043583



SIEdl

<400> 161

Ala Arg Ile Pro Ser Gly Ser Tyr Tyr Tyr Asp Tyr Asp Met Asp Val

1 5 10 15

<210> 162

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 162

Val Lys Pro Gly Gly Asp Tyr

1 5

<210> 163

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 163

Val Lys Gly Gly Tyr Tyr Gly His Trp Tyr Phe Asp Val

1 5 10

<210> 164

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 164

Ala Arg Pro Val Arg Ser Arg Trp Leu Gln Leu Gly Leu Glu Asp Ala

1 5 10 15

Phe His Ile

<210> 165
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<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 165

Ala Arg Pro Asp Gly Asn Tyr Trp Tyr Phe Asp Val

1 5 10

<210> 166

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 166

Ala Lys Asp Arg Leu Val Ala Pro Gly Thr Phe Asp Tyr

1 5 10

<210> 167

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 167

Ala Arg Ile Lys Leu Gly Thr Val Thr Thr Val Asp Tyr

1 5 10

<210> 168

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 168
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Ala Ile Thr Thr Thr Pro Phe Asp Phe

1 5

<210> 169

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 169

Ala Arg Tyr Phe Phe Gly Ser Ser Pro Asn Trp Tyr Phe Asp

1 5 10

<210> 170

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 170

Ala Arg Val Gly Leu Gly Asp Ala Phe Asp Ile Trp Gln Gln

1 5 10

<210> 171

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 171

GIn Asn Val Asp Thr Asn

1 5

<210> 172

211> 7

<212> PRT

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic

peptide

<400> 172

Gln Ser Val Ser Ser Ser Tyr

1 5

<210> 173

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 173

Arg Asn Ile Val His Ile Asn Gly Asp Thr Tyr

1 5 10

<210> 174

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 174

Glu Ser Val Asp Thr Phe Gly Ile Ser Phe

1 5 10

<210> 175

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 175

Lys Ser Leu Leu His Ser Asn Gly Ile Thr Tyr

1 5 10

<210> 176

<211> 5

. Synthetic

. Synthetic

. Synthetic
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 176
Ser Ser Val Pro Tyr

1 5

<210> 177
<211> 5
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 177
Ser Ser Val Ser Tyr
1 5
<210> 178
<211> 12
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 178

GIn Ser Val Leu Tyr Ser Ala Asn His Lys Asn Tyr

1 5 10

<210> 179

<211> 6

<212> PRT

<213> Artificial Sequence

<220><

223> Description of Artificial Sequence: Synthetic
peptide

<400> 179

Glu Asn Val Tyr Ser Tyr
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1 5
<210> 180

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 180
Gln Ser Val Ser Ser Tyr
1 5
<210> 181
<211> 6
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 181
GIn Asp Val Ser Thr Val

1 5

<210> 182
<211> 6
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 182
Gln Asn Ile Asp Lys Tyr
1 5
<210> 183
<211> 6
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<400> 183

Gln Ser Val Ile Asn Asp

1 5

<210> 184

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 184

Glu Ser Val Asp Ser Tyr Ala Asn Ser Phe

1 5 10

<210> 185

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 185

Gln Ser Val Gly Ser Ser Tyr

1 5

<210> 186

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 186

Gln Asp Val Asn Thr Ala

1 5

<210> 187
<211> 12

<212> PRT

. Synthetic

. Synthetic

. Synthetic
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<213> Artificial Sequence
<220><223> Description of Artificial Sequence
peptide

<400> 187

. Synthetic

GIn Ser Val Leu Asn Ser Gly Asn Gln Lys Asn Tyr

1 5 10

<210> 188

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 188

Gln Gly Ile Ile Ser Tyr

1 5

<210> 189

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 189

Gln Asp Ile Ser Asn Tyr

1 5

<210> 190

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 190

Gln Ser Leu Val His Ser Asn Arg Asn Thr Tyr

1 5 10

<210> 191

. Synthetic

. Synthetic

. Synthetic
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<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 191

Ser Ser Ile Ser Tyr

1 5

<210> 192

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 192

Gln Asp Ile Gly Ser Ser

1 5

<210> 193

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 193

Gln Asp Ile Arg Asn Tyr

1 5

<210> 194

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 194

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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Gln Asp Val Gly Ile Ala

1 5

<210> 195

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 195

Gln Gly Ile Ser Ser Trp

1 5

<210> 196

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 196

Ser Ser Asp Val Gly Gly Tyr Asn Tyr

1 5

<210> 197

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 197

Arg Ala Ser Gln Ser Ile Ser Asn Asn Leu His

1 5 10

<210> 198

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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peptide
<400> 198
Ser Gln Tyr Gly Ser Leu Ala Trp
1 5

<210> 199
<

211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 199

Ser Leu Ser Asn Ile Gly Leu Asn

1 5

<210> 200

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 200

Tyr Ser Gln Ser Ile Ser

1 5

<210> 201

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide
<400> 201
GIn Gln Tyr Asn Asn Tyr Pro Phe Thr
1 5
<210> 202

<211> 9

. Synthetic

. Synthetic

. Synthetic
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 202
Leu Gln Ile Tyr Asn Met Pro Ile Thr
1 5
<210> 203
<211> 9
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 203

Phe Gln Gly Ser Leu Leu Pro Trp Thr

1 5
<210> 204

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 204
Gln Gln Ser Lys Glu Val Pro Phe Thr
1 5
<210> 205
<211> 9
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 205
Ala Gln Asn Leu Glu Leu Pro Tyr Thr

1 5
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<210> 206

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 206

GIn Gln Trp Leu Ser Asn Pro Pro Thr

1 5

<210> 207

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 207

Gln Gln Trp Thr Ser Asn Pro Pro Thr

1 5

<210> 208

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide
<400> 208
GIn Gln Trp Thr Phe Asn Pro Pro Thr
1 5
<210> 209
<211> 6
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence

peptide

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<400> 209

His Gln Tyr Leu Ser Ser

1 5

<210> 210

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 210

GIn His His Ser Asp Asn Pro Trp Thr

1 5

<210> 211

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 211

Gln Gln Arg Ser Asn Trp Pro Pro Thr

1 5

<210> 212

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 212

GIn Gln His Tyr Ser Pro Pro Tyr Thr

1 5

<210> 213

<211> 10

<212> PRT

. Synthetic

. Synthetic

. Synthetic
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 213

GIn Gln Arg Ser Asn Trp Pro Pro Leu Thr

1 5 10

<210> 214

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 214

Leu Gln His Ile Ser Arg Pro Arg Thr

1 5

<210> 215

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide
<400> 215
GIn Gln Trp Ser Ser Asn Pro Leu Thr
1 5
<210> 216
<211> 7
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence
peptide
<400> 216
Gln Gln Asp Thr Ser Pro Pro

1 5

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<210> 217

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 217

Gln Gln Ser Lys Glu Asp Pro Leu Thr

1 5

<210> 218

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 218

Gln Gln Tyr Gly Ser Ser Pro Trp Thr

1 5

<210> 219

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 219

Gln Gln His Tyr Thr Thr Pro Pro Thr

1 5

<210> 220

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<400> 220

Gln Ser Asp Tyr Ser Tyr Pro Tyr Thr

1 5

<210> 221

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 221

Gly Gln Tyr Ala Asn Tyr Pro Tyr Thr

1 5

<210> 222

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 222

His Gln Tyr Ser Lys Leu Pro

1 5

<210> 223

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 223

Ser Gln Asn Thr His Val Pro Pro Thr

1 5

<210> 224

<211> 9

<212> PRT

<213> Artificial Sequence

. Synthetic

. Synthetic

. Synthetic
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<220><223> Description of Artificial Sequence
peptide

<400> 224

Gln Gln Arg Ser Asn Trp Met Tyr Thr

1 5

<210> 225

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 225

His Gln Arg Asp Ser Tyr Pro Trp Thr

1 5

<210> 226

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 226

Leu Gln Tyr Val Ser Ser Pro Pro Thr

1 5

<210> 227

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 227

GIn Gln Tyr Tyr Asn Ser Pro Pro Thr

1 5

<210> 228

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 228

Gln Gln Tyr Ser Ser Tyr Pro Tyr Thr

1 5

<210> 229

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<400> 229

GIn Gln Tyr Asn Ser Tyr Pro Tyr Thr

1 5

<210> 230

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 230

Ser Ser Tyr Thr Ser Ser Ser Thr Arg Val

1 5 10

<210> 231

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 231

Gln Gln Ser Asn Thr Trp Pro Tyr Thr

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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<210> 232
<211> 10
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 232
Gln Gln Tyr Glu Phe Phe Gly Gln Gly Thr
1 5 10
<210> 233
<211> 9
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 233
Ala Ala Trp Asp Asp Ser Pro Pro Gly
1 5
<210> 234
<400> 234
000
<210> 235

<400> 235

000

<210> 236
<211> 226
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 236

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
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Gly

His
65

Arg

Lys

Tyr

Leu

145

Trp

Val

Asp

His

Pro

225

Pro

Ser

Asp
50

Asn

Val

Lys

Thr

130

Thr

Leu

Lys

Ser

Arg

35

Pro

Val

Tyr

Thr

115

Leu

Cys

Ser

Asp

Ser

195

<210> 237

<400> 237

000

5

10

Val Phe Leu Phe Pro Pro Lys

20

25

Thr Pro Glu Val Thr Cys Val

Lys Thr

Ser Val

85

Lys Cys

100

Ile Ser

Pro Pro

Leu Val

Asn Gly

165

Ser Asp
180

Arg Trp

Leu His

Lys

Lys

70

Leu

Lys

Lys

Ser

Lys

150

Asn

40

Phe Asn Trp Tyr
55

Pro Arg Glu Glu

Thr Val Leu His
90
Val Ser Asn Lys

105

Ala Lys Gly Gln
120

Arg Asp Glu Leu

135

Gly Phe Tyr Pro

Pro Glu Asn Asn

170

Ser Phe Phe Leu
185
Gln Gly Asn Val
200
His Tyr Thr Gln

215

Pro

Val

Val

Pro

Thr

Ser

155

Tyr

Tyr

Phe

Lys

Lys Asp Thr
30
Val Asp Val

45

Asp Gly Val
60

Tyr Asn Ser

Asp Trp Leu

Leu Pro Ala

110

Arg Glu Pro
125

Lys Asn Gln

140

Asp Ile Ala

Asp Thr Thr

Ser Asp Leu

190

Ser Cys Ser
205

Ser Leu Ser

220

- 189 -

15

Leu

Ser

Thr

Asn

95

Pro

Val

Val

Pro

175

Thr

Val

Leu

Met

His

Val

Tyr

80

Val

Ser

160

Pro

Val

Met

Ser
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<210> 238
<400> 238
000

<210> 239
<211> 943

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 239

GIn Val Gln Leu

1

Ser Val Lys Val
20

Trp Ile Asn Trp

35

Gly Arg Ile Phe
50

Lys Gly Arg Val

65

Met Glu Leu Ser

Ala Arg Asn Val
100

Thr Leu Val Thr
115
Pro Leu Ala Pro
130
Gly Cys Leu Val
145

Asn Ser Gly Ala

Val
5

Ser

Val

Pro

Thr

Ser

85

Phe

Val

Ser

Lys

Leu

Gln Ser Gly Ala Glu Val

Cys Lys Ala

Arg Gln Ala

40

Gly Asp Gly
95

Ile Thr Ala

70

Leu Arg Ser

Asp Gly Tyr

Ser Ser Ala

120

Ser Lys Ser
135

Asp Tyr Phe

150

Ser
25

Pro

Asp

Asp

Glu

Trp

105

Ser

Thr

Pro

10

Gly Tyr

Gly Gln

Thr Asp

Lys Ser

75
Asp Thr
90

Leu Val

Thr Lys

Ser Gly

Glu Pro

155

Thr Ser Gly Val His Thr

Lys Lys Pro Gly
15
Ala Phe Ser Tyr
30
Gly Leu Glu Trp

45

Tyr Asn Gly Lys
60

Thr Ser Thr Ala

Ala Val Tyr Tyr
95
Tyr Trp Gly Gln
110

Gly Pro Ser Val
125

Gly Thr Ala Ala

140

Val Thr Val Ser

Phe Pro Ala Val

- 190 -

Ser

Ser

Met

Phe

Tyr

80

Cys

Phe

Leu

Trp

160

Leu
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Ser

Ser

Thr

225

Ser

Arg

Pro

Val

305

Tyr

Thr

Leu

Cys

Ser
385

Asp

Ser

Ser

Asn

210

His

Val

Thr

Lys

290

Ser

Lys

Pro

Leu
370

Asn

Ser

Ser

Leu

195

Thr

Thr

Phe

Pro

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Asp

Lys

Cys

Leu

260

Lys

Lys

Leu

Lys

Lys

340

Cys

Lys

Gln

Gly

165

Leu

Thr

Val

Pro

Phe

245

Val

Phe

Pro

Thr

Val

325

Arg

Pro

Ser

405

Tyr Ser

Gln Thr

Asp Lys
215
Pro Cys

230

Pro Pro

Thr Cys

Asn Trp

Arg Glu

295

Val Leu
310

Ser Asn

Lys Gly

Asp Lys

Phe Tyr

375
Glu Asn
390

Phe Phe

Leu

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

His

Lys

Leu

360

Pro

Asn

Leu

Ser

185

Val

Pro

Val

265

Val

Pro
345

Thr

Ser

Tyr

Tyr

170

Ser

Cys

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser

410

Val Val

Asn Val

Pro Lys

220

Glu Leu

235

Asp Thr

Asp Val

Gly Val

Asn Ser

300

Trp Leu
315

Pro Ala

Glu Pro

Asn Gln

380
Thr Thr
395

Lys Leu

175

Thr Val Pro
190

Asn His Lys

205

Ser Cys Asp

Leu Gly Gly

Leu Met Ile

Ser His Glu
270

Glu Val His

285

Thr Tyr Arg

Asn Gly Lys

Pro Ile Glu

335

Gln Val Tyr
350

Val Ser Leu

365

Val Glu Trp

Pro Pro Val

Thr Val Asp

415
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Pro

Lys

Ser

Asp

Asn

Val

320

Lys

Thr

Trp

Leu
400

Lys

ZIHSd 10-2021-0043583



Ser

Lys

465

Pro

Lys

Val

Asp

Tyr

545

Asp

Leu

Arg

Lys

Asp
625

Lys

Ser

Arg Trp Gln Gln Gly Asn Val

420

Leu His Asn

435

Glu Leu Leu

Asp Thr Leu
500
Asp Val Ser
515
Gly Val Glu
530

Asn Ser Thr

Trp Leu Asn

Pro Ala Pro

580

Glu Pro Gln
595

Asn GIn Val

610

Thr Thr Pro

Lys Leu Thr

His

485

Met

His

Val

Tyr

Val

Ser

Pro
645

Val

Tyr Thr

Ile Ser

Glu Asp

His Asn

535

Arg Val

550

Lys Glu

Glu Lys

Tyr Thr

Leu Trp

615

Trp Glu
630

Val Leu

Asp Lys

Thr

Ser

Arg

Pro

520

Val

Tyr

Thr

Leu

600

Cys

Ser

Asp

Ser

Phe

425

Lys

His

Val

Thr

505

Lys

Ser

Lys

585

Pro

Leu

Asn

Ser

Ser

Ser

Thr

Phe

490

Pro

Val

Thr

Val

Cys

570

Ser

Pro

Val

Asp

650

Cys

Leu

Cys
475

Leu

Lys

Lys

Leu

555

Lys

Lys

Cys

Lys

Ser

Ser

Phe

Val

Phe

Pro

540

Thr

Val

Arg

Gly
620

Val Met

430

Leu Ser

Pro Cys

Pro Pro

Thr Cys

510
Asn Trp
525

Arg Glu

Val Leu

Ser Asn

Lys Gly

590
Asp Lys
605

Phe Tyr

GIn Pro Glu Asn

635

Gly Ser Phe Phe

Arg Trp Gln GIn Gly Asn
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His

Pro

Pro

Lys

495

Val

Tyr

His

Lys

975

Leu

Pro

Asn

Leu
655

Val

480

Pro

Val

Val

Pro

Thr

Ser

Tyr
640

Tyr

Phe
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ZIHSd 10-2021-0043583

660 665 670
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys

675 630 685

Ser Leu Ser Leu Ser Pro Gly Lys Gly Gly Gly Gly Gly Gly Gly Gly
690 695 700
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Asp Lys Thr His
705 710 715 720
Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val
725 730 735
Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr

740 745 750

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu
755 760 765
Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
770 775 780
Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser
785 790 795 800
Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys

805 810 815

Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile
820 825 830
Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro
835 840 845
Pro Ser Arg Lys Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu
850 855 860
Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn

865 870 875 880

Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Lys Ser
885 890 895
Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg

900 905 910
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Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
915 920 925
His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gln

930 935 940

<210> 240

<211> 944

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 240

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

20 25 30
Ile Met Met Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ser Ser Ile Tyr Pro Ser Gly Gly Ile Thr Phe Tyr Ala Asp Thr Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Ile Lys Leu Gly Thr Val Thr Thr Val Asp Tyr Trp Gly Gln

100 105 110

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala
130 135 140
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
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Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Lys

Thr

Trp

Glu
385

Leu

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

290

Val

Tyr

Thr

Leu

Cys
370

Ser

Asp

Ser

Ser

195

Asn

His

Val

Thr

275

Lys

Ser

Lys

Pro

355

Leu

Asn

Ser

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Asp

165

Gly

Gly

Lys

Cys

Leu

245

Lys

Lys

Leu

Lys

325

Lys

Cys

Lys

Gly

405

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr
310

Val

Arg

Pro
390

Ser

Tyr

Asp
215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Asp

Phe

375

Phe

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Leu

Asn

Lys

360

Tyr

Asn

Phe

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Tyr

His

Lys

345

Leu

Pro

Asn

Leu

170

Ser

Val

Pro
250

Val

Val

330

Pro

Thr

Ser

Tyr

Tyr

410

Ser

Cys

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys
395

Ser

Val Val

Asn Val

205

Pro Lys

220

Glu Leu

Asp Thr

Asp Val

Gly Val

285

Asn Ser

300

Trp Leu

Pro Ala

Glu Pro

Asn Gln

365

Thr Thr

Lys Leu

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Thr

Asn

Pro

350

Val

Val

Pro

Thr

- 195 -

175

Val

His

Cys

Met

255

His

Val

Tyr

335

Val

Ser

Pro

Val

415

Pro

Lys

Asp

His

Arg

Lys

320

Tyr

Leu

Trp

Val
400

Asp
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Lys

Glu

Gly

Ser

Ala

Lys

450

Arg Trp Gln Gln Gly Asn Val Phe

420

Leu His

435

Asn

His Tyr

Thr

440

Gly Gly Gly Gly Gly Gly

455

Gly Gly Gly Gly Gly Gly Asp

465

Ala

Pro

Val

Val

Pro

Thr

Ser
625

Tyr

Tyr

Pro

Lys

Val

Asp

530

Tyr

Asp

Leu

Arg

Lys

610

Asp

Lys

Ser

Glu Leu

Asp Thr

500
Asp Val
515

Gly Val

Asn Ser

Trp Leu

Pro Ala

580
Glu Pro
595

Asn Gln

Thr Thr

Lys Leu Thr Val

Leu

485

Leu

Ser

Thr

Asn
565

Pro

Val

Val

Pro

645

470

Met Ile

His Glu

Val His

535

Tyr Arg

550

Gly Lys

Ile Glu

Val Tyr

Lys

Ser

Asp

520

Asn

Val

Lys

Thr
600

425

Thr

Ser

Arg
505

Pro

Val

Tyr

Thr
585

Leu

Ser Leu Trp Cys

615

Glu Trp Glu Ser

630

Pro Val Leu Asp

Asp Lys Ser

Lys

His

Val

490

Thr

Lys

Ser

Lys

570

Pro

Leu

Asn

Ser

650

Ser

Ser

Thr
475

Phe

Pro

Val

Thr

Val

555

Cys

Ser

Pro

Val

Cys

Leu

460

Cys

Leu

Lys

Lys

540

Leu

Lys

Lys

Cys

Lys

620

Ser Val

430

Ser Leu

Pro Pro

Phe Pro

Val Thr

510
Phe Asn
525

Pro Arg

Thr Val

Val Ser

Ala Lys

590
Arg Asp
605

Gly Phe

Gly Gln Pro Glu

635

Asp Gly Ser Phe

Arg Trp GIn Gln Gly

- 196 -

Met His

Ser Pro

Cys Pro
480
Pro Lys

495

Cys Val

Trp Tyr

Leu His

560

Asn Lys

975

Lys Leu

Tyr Pro

Asn Asn

640
Phe Leu
655

Asn Val
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Phe

Lys

705

His

Val

Thr

Lys
785

Ser

Lys

Pro

Leu

865

Asn

Ser

Ser

Ser

690

Thr

Phe

Pro

Val

770

Thr

Val

Cys

Ser

Pro

850

Val

Gly

Asp

Cys

675

Leu

Cys

Leu

755

Lys

Lys

Leu

Lys

Lys

835

Ser

Lys

Gln

Gly

660

Ser

Ser

Pro

Phe

740

Val

Phe

Pro

Thr

Val

820

Arg

Gly

Pro

Ser

900

Val

Leu

Pro
725

Pro

Thr

Asn

Arg

Val

805

Ser

Lys

Lys

Phe

885

Phe

665
Met His Glu Ala

630

Ser Pro Gly Lys
695

Gly Gly Gly Gly

710

Cys Pro Ala Pro

Pro Lys Pro Lys

745

Cys Val Val Val

760

Trp Tyr Val Asp
775

Glu Glu Gln Tyr

790

Leu His Gln Asp

Asn Lys Ala Leu

825

Gly Gln Pro Arg
840

Glu Leu Thr Lys

855

Tyr Pro Ser Asp

870

Asn Asn Tyr Lys

Phe Leu Tyr Ser

905

Leu

Gly

730

Asp

Asp

Gly

Asn

Trp

810

Pro

Glu

Asn

Thr
890

Lys

His

Gly

Thr

Val

Val

Ser

795

Leu

Pro

Gln

875

Thr

Leu

670
Asn His Tyr Thr

685

Gly Gly Gly Gly
700

Gly Gly Asp Lys

Leu Gly Gly Pro
735
Leu Met Ile Ser

750

Ser His Glu Asp
765
Glu Val His Asn

780

Thr Tyr Arg Val

Asn Gly Lys

815

Pro Ile Glu Lys
830
GIn Val Tyr Thr
845
Val Ser Leu Thr
860

Val Glu Trp Glu

Pro Pro Val Leu
895
Thr Val Asp Lys

910
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Thr
720

Ser

Arg

Pro

Val
800

Tyr

Thr

Leu

Cys

Ser

880

Lys

Ser
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Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala

915

920

925

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Gln

930

<210> 241
<211> 721

<212> PRT

935

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 241
Asp Lys Thr His Thr
1 5
Gly Pro Ser Val Phe
20
Ile Ser Arg Thr Pro

35

Glu Asp Pro Glu Val
50
His Asn Ala Lys Thr
65
Arg Val Val Ser Val
85
Lys Glu Tyr Lys Cys

100

Glu Lys Thr Ile Ser
115
Tyr Thr Leu Pro Pro
130
Leu Trp Cys Leu Val

145

Cys

Leu

Lys

Lys

70

Leu

Lys

Lys

Cys

Lys

150

940

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

10
Phe Pro Pro Lys Pro
25
Val Thr Cys Val Val

40

Phe Asn Trp Tyr Val
95
Pro Arg Glu Glu Gln
75
Thr Val Leu His Gln
90
Val Ser Asn Lys Ala

105

Ala Lys Gly Gln Pro
120

Arg Asp Lys Leu Thr

135

Gly Phe Tyr Pro Ser

155

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr

Lys Asp Thr
30
Val Asp Val

45

Asp Gly Val
60

Tyr Asn Ser

Asp Trp Leu

Leu Pro Ala
110

Arg Glu Pro
125

Lys Asn Gln

140

Asp Ile Ala

Lys Thr Thr
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15

Leu

Ser

Thr

Asn

95

Pro

Gln

Val

Val

Pro

Met

His

Val

Tyr

80

Gly

Val

Ser

Glu

160

Pro
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Val

Asp

His

Pro

225

Pro

Lys

Val

Tyr

305

His

Lys

Leu
385

Pro

Leu Asp

Lys Ser

195

210

Gly Lys

Ala Pro

Pro Lys

275

Val Val

290

Val Asp

Gln Tyr

Gln Asp

Ala Leu

355

Pro Arg
370

Thr Lys

Ser Asp

165

Ser Asp
180

Arg Trp

Leu His

260

Asp Thr

Asp Val

Gly Val

Asn Ser

325

Gly

Gln

Asn

Leu

Leu

Ser

Glu
310

Thr

Ser

Gln

His

215

Gly

Met

His

295

Val

Tyr

Trp Leu Asn Gly

340

Pro Ala Pro Ile

Glu Pro Gln Val

375

Asn Gln Val Ser

390

Phe Phe

185
Gly Asn
200

Tyr Thr

Asp Lys

Glu Asp

His Asn

Arg Val

Lys Glu

345

Glu Lys
360

Tyr Thr

Leu Trp

Ile Ala Val Glu Trp Glu

405

170

Leu

Val

Thr

250

Ser

Arg

Pro

Val
330

Tyr

Thr

Leu

Cys

Ser

410

Tyr

Phe

Lys

235

His

Val

Thr

Lys
315

Ser

Lys

Pro

Leu

395

Ser

Ser

Ser

220

Thr

Phe

Pro

Val

300

Thr

Val

Cys

Ser

Pro
380

Val

Lys

Cys

205

Leu

Cys

Leu

285

Lys

Lys

Leu

Lys

Lys

365

Cys

Lys

175

Leu Thr
190

Ser Val

Ser Leu

Pro Pro

255
Phe Pro
270

Val Thr

Phe Asn

Pro Arg

Thr Val

335
Val Ser
350

Ala Lys

Arg Asp

Gly Phe

Val

Met

Ser

240

Cys

Pro

Cys

Trp

320

Leu

Asn

Lys

Tyr

400

Asn Gly GIn Pro Glu Asn

415

- 199 -

ZIHSd 10-2021-0043583



Asn

Leu

Val

Thr

Ser

Arg

Pro

545

Val

Tyr

Thr

Leu
625

Cys

Ser

Tyr

Tyr

Phe

450

Lys

His

Val

Thr

530

Lys

Ser

Lys

610

Pro

Leu

Lys

Ser
435

Ser

Ser

Thr

Phe

515

Pro

Val

Thr

Val

Cys

595

Ser

Pro

Val

Thr

420

Lys

Cys

Leu

Cys
500

Leu

Lys

Lys

Leu

580

Lys

Lys

Ser

Lys

Thr

Leu

Ser

Ser

485

Pro

Phe

Val

Phe

Pro
565

Thr

Val

Arg

Gly

645

Pro Pro Val

Thr Val Asp

440

Val Met His
455

Leu Ser Pro

Pro Cys Pro

Pro Pro Lys

520

Thr Cys Val
935

Asn Trp Tyr

550

Arg Glu Glu

Val Leu His

Ser Asn Lys
600
Lys Gly Gln

615

Lys Glu Leu
630

Phe Tyr Pro

Leu

425

Lys

505

Pro

Val

Val

Pro

Thr

Ser

Asn Gly Gln Pro Glu Asn Asn Tyr

Asp

Ser

Lys

490

Pro

Lys

Val

Asp

Tyr

570

Asp

Leu

Arg

Lys

Asp
650

Lys

Ser Asp Gly Ser Phe Phe

Arg

Leu

Asp

Asp

555

Asn

Trp

Pro

Asn
635

Ile

Thr

430

Trp Gln Gln
445
His Asn His

460

Leu Leu Gly
510
Thr Leu Met
525
Val Ser His
540

Val Glu Val

Ser Thr Tyr

Leu Asn Gly

Ala Pro Ile

605

Pro Gln Val

620

Gln Val Ser

Ala Val Glu

Thr Pro Pro
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Gly Asn

Tyr Thr

Gly Pro

Ile Ser

Glu Asp

His Asn

560

Arg Val
575

Lys Glu

Glu Lys

Tyr Thr

Leu Thr

640
Trp Glu
655

Val Leu
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660 665 670
Lys Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys

675 630 685

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
690 695 700

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

705 710 715 720

Gln

<210> 242

<400> 242

000

<210> 243

<211> 696

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 243

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30
Ile Met Met Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
Ser Ser Ile Tyr Pro Ser Gly Gly Ile Thr Phe Tyr Ala Asp Thr Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr

65 70 75 30
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ile Lys Leu Gly Thr Val Thr Thr Val Asp Tyr Trp Gly Gln
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Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Lys

Thr

Pro

130

Gly

Asn

Ser

Ser
210

Thr

Ser

Arg

Pro

290

Val

Tyr

Thr

Leu
115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

275

Lys

Ser

Lys

Ile

100

Val

Leu

Ser
180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Thr

Pro

Val

Lys

Cys

Leu

245

Lys

Lys

Leu

Lys

325

Lys

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Ser

Ser

135

Asp

Thr

Tyr

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Ser
120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Leu

Asn

Gly

105

Ser

Phe

Leu
185

Tyr

Lys

Pro

Lys

Val

265

Tyr

His

Lys

Gln

345

Ser

Thr

Pro

Val

170

Ser

Val

Pro
250

Val

Val

330

Pro

Thr

Ser

155

His

Ser

Cys

Pro
235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys Gly
125

Gly Gly

140

Pro Val

Thr Phe

Val Val

Asn Val

205
Pro Lys
220

Glu Leu

Asp Thr

Asp Val

Gly Val

285
Asn Ser
300

Trp Leu

Pro Ala

Glu Pro

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Thr

Asn

Pro

Gln

350
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Ser

Val

175

Val

His

Cys

Met

255

His

Val

Tyr

335

Val

Val

Ser

160

Val

Pro

Lys

Asp

His

Arg

Lys

320

Tyr
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Thr

Thr

385

Leu

Lys

Pro

Val

Val

Ala

Pro

Leu Pro Pro

Cys
370

Ser

Lys

Ser

Lys

450

Pro

Lys

Val

Asp

530

Tyr

Asp

Leu

355

Leu

Asn

Ser

Arg

Leu

435

Asp

Asp

515

Asn

Trp

Pro

Val

Asp

Trp

420

His

Leu

Thr

500

Val

Val

Ser

Leu

Ala

580

Ser Arg Asp Glu Leu

Lys Gly

Gln Pro

390
Gly Ser

405

Asn His

Leu Gly
485

Leu Met

Ser His

Glu Val

Thr Tyr
550
Asn Gly

565

360
Phe Tyr
375

Glu Asn

Phe Phe

Tyr Thr

Asp Lys

Ile Ser

Glu Asp

520
His Asn
535

Arg Val

Lys Glu

Pro

Asn

Leu

Val

425

Thr

Ser

Arg

505

Pro

Ala

Val

Tyr

Pro Ile Glu Lys Thr

585

Thr

Ser

Tyr

Tyr
410

Phe

Lys

His

Val

490

Thr

Lys

Ser

Lys

570

Ile

Arg Glu Pro Gln Val Tyr Thr Leu Pro

Lys

Asp

Lys

395

Ser

Ser

Ser

Thr

475

Phe

Pro

Val

Thr

Val

555

Cys

Ser

Asn Gln Val

380

Thr

Asp

Cys

Leu

460

Cys

Leu

Lys

Lys

540

Leu

Lys

Lys

365

Thr

Leu

Ser

Ser

445

Pro

Phe

Val

Phe

525

Pro

Thr

Val

Ala

Val

Pro

Thr

Val

430

Leu

Pro

Pro

Thr

510

Asn

Arg

Val

Ser

Lys

590

Pro Cys Arg Asp
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Ser Leu

Glu Trp

Pro Val

400
Val Asp
415

Met His

Ser Pro

Cys Pro

480
Pro Lys
495

Cys Val

Trp Tyr

Glu Glu

Leu His

560
Asn Lys
975

Gly Gln

Lys Leu
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595

Thr Lys Asn

610

Ser Asp Ile

625

Tyr Lys Thr

Tyr Ser Lys

Phe Ser Cys

675

Lys Ser Leu

690

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<211>

<212>

244

244

245

245

246

246

247

448

PRT

Thr

Leu
660

Ser

Ser

Val Ser

Val Glu

630

Pro Pro

645

Thr Val

Val Met

Leu Ser

600
Leu Trp Cys Leu
615

Trp Glu Ser Asn

Val Leu Asp Ser

650
Asp Lys Ser Arg
665
His Glu Ala Leu
680
Pro Gly

695

<213> Artificial Sequence

605
Val Lys Gly Phe Tyr
620
Gly Gln Pro Glu Asn
635

Asp Gly Ser Phe Phe

655

Trp Gln Gln Gly Asn
670

His Asn His Tyr Thr

685

<220><223> Description of Artificial Sequence: Synthetic

<400>

polypeptide

247

Pro

Asn

640

Leu

Val

GIn Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser

20

25

30
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Trp

Lys
65

Met

Thr

Pro

145

Asn

Ser

Ser

Thr

225

Ser

Arg

Pro

Ile Asn

35

Arg Ile
50

Gly Arg

Glu Leu

Arg Asn

Leu Val

115
Leu Ala
130

Cys Leu

Ser Gly

Ser Ser

Ser Leu

195

Asn Thr

210

His Thr

Val Phe

Thr Pro

Glu Val

Trp

Phe

Val

Ser

Val

100

Thr

Pro

Val

Lys

Cys

Leu

Glu
260

Lys

Val

Pro

Thr

Ser

85

Phe

Val

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe
245

Val

Phe

Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met

Gly Asp

55
Ile Thr
70

Leu Arg

Asp Gly

Ser Ser

Ser Lys

135
Asp Tyr
150

Thr Ser

Tyr Ser

Gln Thr

Asp Lys

215

Pro Cys

230

Pro Pro

Thr Cys

Asn Trp

40

Gly

Ala

Ser

Tyr

120

Ser

Phe

Leu

Tyr

200

Lys

Pro

Lys

Val

Tyr

Asp

Asp

Trp

105

Ser

Thr

Pro

Val

Ser

185

Val

Pro

Val
265

Val

Thr

Lys

Asp

90

Leu

Thr

Ser

His

170

Ser

Cys

Pro

Lys
250

Val

Asp

45

Asp Tyr Asn Gly
60

Ser Thr Ser Thr

75

Thr Ala Val Tyr

Val Tyr Trp Gly

110

Lys Gly Pro Ser
125
Gly Gly Thr Ala
140
Pro Val Thr Val
155

Thr Phe Pro Ala

Val Val Thr Val
190
Asn Val Asn His
205
Pro Lys Ser Cys
220
Glu Leu Leu Gly

235

Asp Thr Leu Met

Asp Val Ser His
270

Gly Val Glu Val
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Lys

Val

Ser

Val

175

Pro

Lys

Asp

255

Glu

His

Phe

Tyr

80

Cys

Phe

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp

Asn
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Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

385

Asp

Ser

Ala

275
Lys Thr

290

Ser Val

Lys Cys

Ile Ser

Pro Pro

355

Leu Val

370

Asn Gly

Ser Asp

Arg Trp

Leu His

435

<210> 248

<211> 449

<212> PRT

280
Lys Pro Arg Glu Glu

295

Leu Thr Val Leu His
310
Lys Val Ser Asn Lys
325
Lys Ala Lys Gly Gln
340
Ser Arg Asp Glu Leu

360

Lys Gly Phe Tyr Pro
375
GIn Pro Glu Asn Asn
390
Gly Ser Phe Phe Leu
405

Gln Gln Gly Asn Val
420

Asn His Tyr Thr Gln
440

<213> Artificial Sequence

Pro
345

Thr

Ser

Tyr

Tyr

Phe

425

Lys

285
Tyr Asn Ser Thr

300

Asp Trp Leu Asn
315

Leu Pro Ala Pro

330

Arg Glu Pro Gln

Lys Asn Gln Val

365

Asp Ile Ala Val
380
Asp Thr Thr Pro
395
Ser Asp Leu Thr
410

Ser Cys Ser Val

Ser Leu Ser Leu

445

Tyr Arg

Gly Lys

[le Glu

335
Val Tyr
350

Ser Leu

Glu Trp

Pro Val

Val Asp

415

Met His

430

Ser Pro

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 248

Val

320

Lys

Thr

Thr

Leu
400

Lys

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
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Ile

Ser

Lys

65

Leu

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys
225

Pro

Ser

Met

Ser

50

Arg

Thr

Pro

130

Asn

Ser

Ser

210

Thr

Ser

Arg

Met

35

Arg

Met

Leu
115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

20

Trp

Tyr

Phe

Asn

Lys
100

Val

Leu

Ser
180

Leu

Thr

Thr

Phe

Pro

260

Val

Pro

Thr

Ser

85

Leu

Thr

Pro

Val

Lys

Cys

Leu
245

Glu

Arg Gln Ala

Ser

70

Leu

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro
230

Phe

Val

55

Ser

Arg

Thr

Ser

Ser

135

Asp

Thr

Tyr

Asp

215

Pro

Pro

Thr

40

Arg

Val

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

25

Pro Gly

Ile Thr

Asp Asn

Glu Asp

90

Thr Thr
105

Ala Ser

Ser Thr

Phe Pro

Gly Val

170
Leu Ser
185

Tyr Ile

Lys Val

Pro Ala

Lys Pro
250
Val Val

265

Lys

Phe

Ser

75

Thr

Val

Thr

Ser

155

His

Ser

Cys

Pro
235

Lys

Val

Gly Leu

45
Tyr Ala
60

Lys Asn

Asp Tyr

Lys Gly

Pro Val

Thr Phe

Val Val

Asn Val

205

Pro Lys

220

Glu Leu

Asp Thr

Asp Val

30

Asp

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270
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Trp

Thr

Leu

Tyr

95

Ser

Val

175

Val

His

Cys

Met
255

His

Val

Val

Tyr

80

Cys

Val

Ser

160

Val

Pro

Lys

Asp

Glu
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Asp Pro Glu Val Lys

275

Asn Ala Lys Thr Lys
290
Val Val Ser Val Leu
305
Glu Tyr Lys Cys Lys
325
Lys Thr Ile Ser Lys

340

Thr Leu Pro Pro Ser
355
Thr Cys Leu Val Lys
370
Glu Ser Asn Gly Gln
385
Leu Asp Ser Asp Gly

405

Lys Ser Arg Trp Gln
420
Glu Ala Leu His Asn

435

<210> 249
<211> 32

<212> PRT

Phe Asn Trp Tyr Val

280

Pro Arg Glu Glu Gln
295
Thr Val Leu His Gln
310
Val Ser Asn Lys Ala
330
Ala Lys Gly Gln Pro

345

Arg Asp Glu Leu Thr
360
Gly Phe Tyr Pro Ser
375
Pro Glu Asn Asn Tyr
390
Ser Phe Phe Leu Tyr

410

Gln Gly Asn Val Phe
425
His Tyr Thr Gln Lys
440

<213> Artificial Sequence

Asp Gly Val Glu Val His

Tyr

Asp

315

Leu

Arg

Lys

Asp

Asp

395

Ser

Ser

Ser

285

Asn Ser
300

Trp Leu

Pro Ala

Glu Pro

Asn Gln

365
[le Ala
380

Thr Thr

Asp Leu

Cys Ser

Leu Ser

445

Thr Tyr Arg

Asn Gly Lys

320

Pro Ile Glu
335

Gln Val Tyr

350

Val Ser Leu

Val Glu Trp

Pro Pro Val
400
Thr Val Asp

415

Val Met His
430

Leu Ser Pro

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 249

Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Gly Gly
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Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
20 25 30

<210> 250

<211> 30

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE

<222> (1)..(30)

<223> This sequence may encompass 4-30 residues

<400> 250

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
<210> 251
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MISC_FEATURE
<222> (1)..(20)
<223> This sequence may encompass 4-20 residues
<400> 251
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly
20

<210> 252
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<211> 30
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(30)
<223> This sequence may encompass 8-30 residues
<400> 252
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
<210> 253
<211
> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MISC_FEATURE
<222> (1)..(20)
<223> This sequence may encompass 8-20 residues
<400> 253
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly
20
<210> 254
<211> 20
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

-210 -

10-2021-0043583



<220><221> MISC_FEATURE
<222> (1)..(20)
<223> This sequence may encompass 12-20 residues
<400> 254
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly
20
<210> 255
<211> 30
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(30)

<223> This sequence may encompass 12-30 residues

<400> 255
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
<210> 256
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 256
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala

1 5 10 15

Pro Glu Leu Leu

20

-211 -

10-2021-0043583



<210> 257

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 257

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu

1 5 10 15

<210> 258

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 258

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala

1 5 10 15

Pro Glu Leu

<210> 259

<211> 105

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 259

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu

1 5 10 15

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser

20 25 30

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu

35 40 45

-212 -
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Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr
50 55 60

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn

65 70 75 80

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro

85 90 95

Ile Glu Lys Thr Ile Ser Lys Ala Lys
100 105

<210> 260

<211> 106

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 260

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp

1 5 10 15

Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe
20 25 30

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu

35 40 45
Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe
50 55 60

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly
65 70 75 80

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr

85 90 95
Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

100 105

<210> 261
<211> 447

<212> PRT

- 213 -
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ZIHSdl 10-2021-0043583

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 261

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Ser

20 25 30
Trp Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ala Trp Ile Ser Pro Tyr Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr
65 70 75 80
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Cys Ala
85 90 95
Arg Arg His Trp Pro Gly Gly Phe Asp Tyr Trp Gly Gln Gly Thr Leu

100 105 110

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu
115 120 125
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys
130 135 140
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser
145 150 155 160
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser

165 170 175

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser
180 185 190
Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn
195 200 205
Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His

210 215 220

- 214 -



Thr Cys Pro Pro

225

Phe Leu Phe Pro

Pro Glu Val Thr

260

Val Lys Phe Asn
275

Thr Lys Pro Arg

290

Val Leu Thr Val
305

Cys Lys Val Ser

Ser Lys Ala Lys
340
Pro Ser Arg Glu

355

Val Lys Gly Phe
370

Gly Gln Pro Glu

385

Asp Gly Ser Phe

Trp Gln Gln Gly
420

His Asn His Tyr
435

<210> 262

<211> 451

<212> PRT

Cys

Pro

245

Cys

Trp

Glu

Leu

Tyr

Asn

Phe

405

Asn

Thr

Pro Ala Pro Glu Leu Leu Gly Gly Pro

230

Lys Pro

Val Val

Tyr Val

His Gln
310

Lys Ala

Gln Pro

Met Thr

Pro Ser

375
Asn Tyr
390

Leu Tyr

Val Phe

Gln Lys

Lys

Val

Asp

280

Tyr

Asp

Leu

Arg

Lys

360

Asp

Lys

Ser

Ser

Ser

440

Asp Thr

250
Asp Val
265

Gly Val

Ala Ser

Trp Leu

Pro Ala

330
Glu Pro
345

Asn Gln

Thr Thr

Lys Leu
410
Cys Ser

425

Leu Ser

235

Leu Met Ile

Ser His Glu

Glu Val His
285
Thr Tyr Arg

300

Asn Gly Lys
315

Pro Ile Glu

Gln Val Tyr

Val Ser Leu

365

Val Glu Trp
380

Pro Pro Val

395

Thr Val Asp

Val Met His

Leu Ser Pro

445

Ser

Asp

270

Asn

Val

Lys

Thr

350

Thr

Leu

Lys

Gly

- 215 -

Ser

Arg
255

Pro

Val

Tyr

Thr

335

Leu

Cys

Ser

Asp

Ser

415

Lys

Val

240

Thr

Lys

Ser

Lys

320

Pro

Leu

Asn

Ser

400

Arg

Leu
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ZIHSd 10-2021-0043583

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 262

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr

20 25 30

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
Ala Asn Ile Lys Gln Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Ala Arg Glu Gly Gly Trp Phe Gly Glu Leu Ala Phe Asp Tyr Trp Gly
100 105 110
GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala
130 135 140
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val

145 150 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
165 170 175
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
180 185 190
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His
195 200 205

Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys

- 216 -



Asp

225

His

Arg

305

Lys

Tyr

Leu

Trp

385

Val

Asp

His

Pro

210

Lys

Pro

Ser

Asp

Asn
290

Val

Lys

Thr

Thr

370

Leu

Lys

Gly

450

Thr

Ser

Arg

Pro

275

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

435

Lys

His

Val

Thr

260

Lys

Ser

Lys

340

Pro

Leu

Asn

Ser

Arg
420

Leu

Thr

Phe

245

Pro

Val

Thr

Val

Cys

325

Ser

Pro

Val

Asp

405

Trp

His

215

Cys Pro Pro Cys
230

Leu Phe Pro Pro

Glu Val Thr Cys
265
Lys Phe Asn Trp

280

Lys Pro Arg Glu
295

Leu Thr Val Leu

310

Lys Val Ser Asn

Lys Ala Lys Gly

345

Ser Arg Glu Glu
360
Lys Gly Phe Tyr
375
GIn Pro Glu Asn
390

Gly Ser Phe Phe

Gln Gln Gly Asn
425
Asn His Tyr Thr

440

Pro Ala

235
Lys Pro
250

Val Val

Tyr Val

His Gln

Lys Ala

330

Gln Pro

Met Thr

Pro Ser

Asn Tyr

395

Leu Tyr

410

Val Phe

Gln Lys

220

Pro Glu Phe Glu Gly

Lys

Val

Asp

Tyr

300

Asp

Leu

Arg

Lys

Asp

380

Lys

Ser

Ser

Ser

Asp Thr

Asp Val

270

Gly Val

285

Asn Ser

Trp Leu

Pro Ala

Glu Pro

350

Asn Gln

365

Thr Thr

Lys Leu

Cys Ser
430
Leu Ser

445

- 217 -

Leu
255

Ser

Thr

Asn

Ser

335

Val

Val

Pro

Thr

415

Val

Leu

240

Met

His

Val

Tyr

Val

Ser

Pro
400

Val

Met

Ser
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<210> 263
<211> 451

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 263

Gln Val GIn Leu Val

1

Ser Leu Arg

Gly Met His

35
Ala Val Ile
50

Lys Gly Arg

65

Leu Gln Met

Ala Arg Asp

Asp Val Trp
115

Lys Gly Pro

130
Glu Ser Thr
145

Pro Val Thr

Thr Phe Pro

Leu

20

Trp

Trp

Phe

Asn

Pro

100

Ser

Val

Ala

180

Ser

Val

Tyr

Thr

Ser
85

Arg

Val

Ser
165

Val

Glu Ser Gly Gly Gly Val

Cys Ala Ala Ser

25

Arg Gln Ala

40

Asp Gly Ser
95

Ile Ser Arg

70

Leu Arg Ala

Gly Ala Thr Leu

105

Gly Thr Thr
120

Phe Pro Leu

135
Leu Gly Cys Leu
150

Trp Asn Ser

Leu Gln Ser

185

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Thr

Pro

Val

Phe Thr Phe

Lys Gly Leu

45
Tyr Tyr Ala
60

Ser Lys Asn

75
Thr Ala Val

Tyr Tyr Tyr

Val Ser Ser
125

Cys Ser Arg

140
Lys Asp Tyr
155

Leu Thr Ser

Ser Gly Leu Tyr Ser

Ser

30

Asp

Thr

Tyr

Tyr

110

Ser

Phe

Leu

190

-218 -

15

Ser

Trp

Ser

Leu

Tyr

95

Ser

Thr

Pro

Val
175

Ser

Val Gln Pro Gly Arg

Tyr

Val

Val

Tyr

80

Cys

Met

Thr

Ser

160

His

Ser
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Val

Asn

Arg

225

His

Arg

305

Lys

Tyr

Leu

Trp

385

Met

Asp

His

Val

Val

210

Lys

Pro

Ser

Asp

Asn

290

Val

Lys

Thr

Thr

370

Leu

Lys

Glu

Thr

195

Asp

Cys

Ser

Arg

Pro

275

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

Val

His

Cys

Val

Thr

260

Lys

Ser

Lys

340

Pro

Leu

Asn

Ser

Arg
420

Leu

Pro

Lys

Val

Phe

245

Pro

Val

Thr

Val

Cys

325

Ser

Pro

Val

Asp
405

Trp

His

Ser Ser

Pro Ser

215
Glu Cys
230

Leu Phe

Gln Phe

Lys Pro

295
Leu Thr
310

Lys Val

Lys Thr

Ser Arg

Lys Gly

375

Gln Pro

390

Gly Ser

Asn Phe Gly Thr

200

Asn Thr

Pro Pro

Pro Pro

Thr Cys

265

Asn Trp

280

Arg Glu

Val Val

Ser Asn

Lys Gly

Glu Glu

360

Phe Tyr

Glu Asn

Phe Phe

Lys

Cys

Lys

250

Val

Tyr

His

Lys

Met

Pro

Asn

Leu

410

Gln Gln Gly Asn Val

425

Val

Pro

235

Pro

Val

Val

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Asn His Tyr Thr Gln Lys

Asp

220

Lys

Val

Asp

Phe

300

Asp

Leu

Arg

Lys

Asp

380

Lys

Ser

Ser

Thr

205

Lys

Pro

Asp

Asp

285

Asn

Trp

Pro

Asn

365

Thr

Lys

Cys

Tyr

Thr

Pro

Thr

Val

270

Val

Ser

Leu

Pro

350

Thr

Leu

Ser

430

Ser Leu Ser

-219 -

Thr

Val

Val

Leu

255

Ser

Thr

Asn

Pro

335

Val

Val

Pro

Thr
415

Val

Leu

Cys

240

Met

His

Val

Phe

Val

Ser

Pro

400

Val

Met

Ser

ZIHSd 10-2021-0043583



435
Pro Gly Lys
450
<210> 264

<211> 450

<212> PRT

440

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 264
Gln Val Gln
1

Ser Val Lys

Trp Met Gln

35

Gly Thr Ile
50

Gln Gly Lys

65

Met His Leu

Ala Arg Gly

Gly Thr Ser
115
Phe Pro Leu
130
Leu Gly Cys
145

Trp Asn Ser

Leu Val

5
Leu Ser
20

Trp Val

Tyr Pro

Ala Thr

Ser Ser

85

Asp Tyr

100

Val Thr

Ala Pro

Leu Val

Gly Ala

Gln Ser Gly Ala Glu Val Ala Lys

Cys Lys Ala Ser
25
Lys Gln Arg Pro

40

Gly Asp Gly Asp
95

Leu Thr Ala Asp

70

Leu Ala Ser Glu

Tyr Gly Ser Asn

105

Val Ser Ser Ala
120
Ser Ser Lys Ser
135
Lys Asp Tyr Phe
150

Leu Thr Ser Gly

10

Gly

Gly

Thr

Lys

Asp

90

Ser

Ser

Thr

Pro

Val

445

Tyr Thr Phe Thr
30
Gln Gly Leu Glu

45

Gly Tyr Ala Gln
60

Ser Ser Lys Thr

75

Ser Ala Val Tyr

Leu Asp Tyr Trp

110

Thr Lys Gly Pro
125
Ser Gly Gly Thr
140
Glu Pro Val Thr
155

His Thr Phe Pro

- 220 -

15

Asp

Trp

Lys

Val

Tyr

95

Ser

Val

Ala

Pro Gly Thr

Tyr

Phe

Tyr
80

Cys

Val

Ser
160

Val
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Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Lys

Thr

Thr

Glu
385

Leu

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

290

Val

Tyr

Thr

Leu

Cys
370

Ser

Asp

Ser

Ser

195

Asn

His

Val

Thr

275

Lys

Ser

Lys

Pro

355

Leu

Asn

Ser

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Asp

165

Gly

Gly

Lys

Cys

Leu

245

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

Gly

405

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr
310

Val

Arg

Pro
390

Ser

Tyr

Asp
215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Asp

Phe

375

Phe

Ser Leu

185
Thr Tyr
200

Lys Lys

Cys Pro

Pro Lys

Cys Val

265

Trp Tyr

280

Leu His

Asn Lys

Tyr Pro

Asn Asn

Phe Leu

170

Ser

Val

Pro
250

Val

Val

330

Pro

Thr

Ser

Tyr

Tyr

410

Ser

Cys

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys
395

Ser

Val Val

Asn Val

205

Pro Lys

220

Glu Leu

Asp Thr

Asp Val

Gly Val

285

Asn Ser

300

Trp Leu

Pro Ala

Glu Pro

Asn Gln

365

Thr Thr

Lys Leu

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Thr

Asn

Pro

350

Val

Val

Pro

Thr

- 221 -

175

Val

His

Cys

Met

255

His

Val

Tyr

335

Val

Ser

Pro

Val

415

Pro

Lys

Asp

His

Arg

Lys

320

Tyr

Leu

Trp

Val
400

Asp

ZIHSd 10-2021-0043583



SIHS31 10-2021-0043583

Lys Ser Arg Trp Gln GIn Gly Asn Val Phe Ser Cys Ser Val Met His

420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445
Gly Lys
450
<210> 265
<211> 118
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 265
GIn Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

20 25 30

Tyr Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
Ser Gly Ile Ser Gly Asp Pro Ser Asn Thr Tyr Tyr Ala Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Ala Arg Asp Leu Pro Leu Val Tyr Thr Gly Phe Ala Tyr Trp Gly Gln
100 105 110
Gly Thr Leu Val Thr Val
115
<210> 266
<211> 214

<212> PRT

- 222 -
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 266

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Val Ser Thr Ala

20 25 30
Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45
Tyr Ser Ala Ser Phe Leu Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Leu Tyr His Pro Ala

85 90 95
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
100 105 110
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln

145 150 155 160
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys

- 223 -



210

<210> 267
<211> 215

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 267
Glu Ile Val
1

Glu Arg Ala

Tyr Leu Ala

35

[le Tyr Asp
50

Gly Ser Gly

65

Pro Glu Asp

Trp Thr Phe

Ala Pro Ser
115
Gly Thr Ala
130
Ala Lys Val
145

Gln Glu Ser

Ser Ser Thr

Leu Thr

5
Thr Leu
20

Trp Tyr

Ala Ser

Ser Gly

Phe Ala

85

Gly Gln
100

Val Phe

Ser Val

Gln Trp

Val Thr

165

Leu Thr

Gln Ser Pro Gly Thr

Ser Cys Arg

Gln Gln Lys

40

Ser Arg Ala
95

Thr Asp Phe

70

Val Tyr Tyr

Gly Thr Lys

Ile Phe Pro

120

Val Cys Leu

135

Lys Val Asp
150

Glu Gln Asp

Leu Ser Lys

Ala
25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

10

Ser

Gly

Leu

Ser

Asn

Lys

170

Asp

Leu Ser Leu

Gln Arg Val

Gln Ala Pro

45

Ile Pro Asp
60

Ile Ser

Gln Tyr Gly

Ile Lys Arg

Asp Glu Gln
125
Asn Phe Tyr
140
Leu GIn Ser
155

Asp Ser Thr

Tyr Glu Lys

Ser Pro Gly
15

Ser Ser Ser

30

Arg Leu Leu

Arg Phe Ser

Arg Leu Glu
80
Ser Leu Pro
95
Thr Val
110

Leu Lys Ser

Pro Arg Glu

Gly Asn Ser

160

Tyr Ser Leu

175

His Lys Val

- 224 -
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180 185 190
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys
195 200 205

Ser Phe Asn Arg Gly Glu Cys

210 215
<210> 268
<211> 214
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 268

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Asn Ser Tyr
20 25 30
Leu Asp Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45
Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro

65 70 75 80
Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Ser Thr Pro Phe
85 90 95
Thr Phe Gly Pro Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
100 105 110
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala

130 135 140
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln

145 150 155 160

- 225 -



Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser

195 200 205
Phe Asn Arg Gly Glu Cys
210
<210> 269
<211> 214
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 269
Asp Ile Val Met Thr Gln Ser His Leu Ser Met Ser Thr Ser Leu Gly
1 5 10 15
Asp Pro Val Ser Ile Thr Cys Lys Ala Ser Gln Asp Val Ser Thr Val

20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Arg Arg Leu Ile
35 40 45
Tyr Ser Ala Ser Tyr Arg Tyr Ile Gly Val Pro Asp Arg Phe Thr Gly
50 55 60
Ser Gly Ala Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Val Gln Ala
65 70 75 80
Glu Asp Leu Ala Val Tyr Tyr Cys Gln Gln His Tyr Ser Pro Pro Tyr

85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala
100 105 110
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala

- 226 -
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130 135 140
Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln

145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205
Phe Asn Arg Gly Glu Cys
210

<210> 270

<211> 109

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 270
Asp Ile Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Gln
1 5 10 15
Thr Ala Arg Ile Ser Cys Ser Gly Asp Asn Leu Arg His Tyr Tyr Val
20 25 30
Tyr Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser

50 55 60
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Glu
65 70 75 80
Asp Glu Ala Asp Tyr Tyr Cys Gln Thr Tyr Thr Gly Gly Ala Ser Leu
85 90 95
Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln

100 105
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<210> 271
<211> 200
<212> PRT

<213> Artificial Sequence
<220><223

> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 4-200 residues
<400> 271
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 95 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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165 170 175

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 272
<211> 180
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(180)
<223> This sequence may encompass 4-180 residues
<400> 272

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

115 120 125
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Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly
180
<210> 273
<211> 160
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

polypeptide
<220

><221> MISC_FEATURE

<222> (1)..(160)

<223> This sequence may encompass 4-160 residues

<400> 273

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110

- 230 -

10-2021-0043583



Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
<210> 274
<211> 140
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE

<222> (1)..(140)

<223> This sequence may encompass 4-140 residues

<400> 274

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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115 120 125

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

130 135 140
<210> 275
<211> 40
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<220><221> MISC_FEATURE
<222> (1)..(40)
<223> This sequence may encompass 4-40 residues
<400> 275
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly
35 40
<210> 276
<211> 100
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(100)
<223> This sequence may encompass 4-100 residues
<400> 276

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30
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Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly
100
<210> 277
<211> 90
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(90)
<223> This sequence may encompass 4-90 residues
<400> 277

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

85 90
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<210> 278

<211> 80

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE

<222> (1)..(80)

<223> This sequence may encompass 4-80 residues

<400> 278

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 95 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80

<210> 279

<211> 70

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE

<222> (1)..(70)

<223> This sequence may encompass 4-70 residues

<400> 279

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60
Gly Gly Gly Gly Gly Gly
65 70
<210> 280
<211> 60
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(60)

<223> This sequence may encompass 4-60 residues

<400> 280
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60

<

210> 281

<211> 50

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE
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<222> (1)..(50)

<223> This sequence may encompass 4-50 residues

<400> 281

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45

<210> 282

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(19)

<223> This sequence may encompass 4-19 residues

<400> 282

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly

<210> 283

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(18)

- 236 -

10-2021-0043583



<223> This sequence may encompass 4-18 residues

<400> 283

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15

Gly Gly

<210> 284

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MISC_FEATURE
<222> (1)..Q17)
<223> This sequence may encompass 4-17 residues
<400> 284
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15

Gly

<210> 285

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(16)

<223> This sequence may encompass 4-16 residues

<400> 285

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

<210> 286
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<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(15)

<223> This sequence may encompass 4-15 residues

<400> 286

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

<210> 287

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MISC_FEATURE

<222> (1)..(14)

<223> This sequence may encompass 4-14 residues

<400> 287

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10

<210> 288

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(13)

<223> This sequence may encompass 4-13 residues

<400> 288
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SIEdd

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10

<210> 289

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(12)

<223> This sequence may encompass 4-12 residues

<400> 289

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10

<210> 290

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MISC_FEATURE

<222> (1)..(1D)

<223> This sequence may encompass 4-11 residues

<400> 290

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10

<210> 291

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE
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<222> (1)..(10)

<223> This sequence may encompass 4-10 residues
<400> 291

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10

<210> 292

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(9)

<223> This sequence may encompass 4-9 residues

<400> 292

Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5

<210> 293

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(8)

<223> This sequence may encompass 4-8 residues

<400> 293

Gly Gly Gly Gly Gly Gly Gly Gly
1 5

<210> 294

<211> 7

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(7)

<223> This sequence may encompass 4-7 residues

<400> 294

Gly Gly Gly Gly Gly Gly Gly

1 5

<210> 295

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MISC_FEATURE

<222> (1)..(6)

<223> This sequence may encompass 4-6 residues

<400> 295

Gly Gly Gly Gly Gly Gly

1 5

<210> 296

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MISC_FEATURE

<222> (1)..(5)

<223> This sequence may encompass 4-5 residues

<400> 296

Gly Gly Gly Gly Gly

1 5

<210> 297

<211> 200
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<212> PRT

<213> Artificial Sequence
<220><

223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 6-200 residues
<400> 297
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 95 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

165 170 175

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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180 185 190

Gly Gly Gly Gly Gly Gly Gly Gly

195 200
<210> 298
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 8-200 residues

<400> 298

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

115 120 125

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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145 150 155 160

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

180 185 190

Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 299
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 10-200 residues
<400> 299
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 300
<211> 200
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 12-200 residues
<400> 300
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

165 170 175

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 301
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 14-200 residues
<400> 301

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190

Gly Gly Gly Gly Gly Gly Gly Gly

195 200

<210> 302

<211> 200

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE

<222> (1)..(200)

<223> This sequence may encompass 16-200 residues

<400> 302

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

85 90 95

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

145 150 155 160

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 303
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE

<222> (1)..(200)
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<223> This sequence may encompass 18-200 residues

<400> 303

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 304
<211> 200
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE

<222> (1)..(200)

<223> This sequence may encompass 20-200 residues

<400> 304

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 95 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

130 135 140

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly

195 200
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<210> 305
<211> 200
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE

<222> (1)..(200)

<223> This sequence may encompass 30-200 residues

<400> 305

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 95 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190

Gly Gly Gly Gly Gly Gly Gly Gly

195 200
<210> 306
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<220><221> MISC_FEATURE
<222> (1)..(200)

<223> This sequence may encompass 40-200 residues
<400>

306
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

115 120 125

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

180 185 190

Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 307
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 50-200 residues
<400> 307
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

85 90 95

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 308
<211> 200
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 60-200 residues
<400> 308
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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65 70 75 80

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

165 170 175

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 309
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 70-200 residues
<400> 309

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190

Gly Gly Gly Gly Gly Gly Gly Gly

195 200

<210> 310

<211> 200

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE

<222> (1)..(200)

<223> This sequence may encompass 80-200 residues

<400> 310

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

- 256 -

10-2021-0043583



1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

85 90 95

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

145 150 155 160

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 311
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE
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<222> (1)..(200)

<223> This sequence may encompass 90-200 residues

<400> 311

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 312

<211> 200
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE

<222> (1)..(200)

<223> This sequence may encompass 100-200 residues

<400> 312

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 95 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

130 135 140

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

145 150 155 160

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

180 185 190
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Gly Gly Gly Gly Gly Gly Gly Gly
195 200

<210> 313

<211> 200

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MISC_FEATURE

<222> (1)..(200)

<223> This sequence may encompass 120-200 residues

<400> 313

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

145 150 155 160
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Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 314
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 140-200 residues
<400
> 314
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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115 120 125

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

180 185 190

Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 315
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 160-200 residues
<400> 315
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80
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Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 316
<211> 200
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 180-200 residues
<400> 316
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
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35 40 45

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

165 170 175

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190
Gly Gly Gly Gly Gly Gly Gly Gly
195 200
<210> 317
<211> 200
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<220><221> MISC_FEATURE
<222> (1)..(200)
<223> This sequence may encompass 190-200 residues

<400> 317
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Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

1 5 10 15
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
20 25 30
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
35 40 45
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
50 55 60

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

65 70 75 80
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
85 90 95
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
100 105 110
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
115 120 125

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly

130 135 140
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
145 150 155 160
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
165 170 175
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
180 185 190

Gly Gly Gly Gly Gly Gly Gly Gly

195 200

<210> 318
<211> 24
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<400> 318
Asp Tyr Lys Asp Asp Asp Asp Lys Asp Tyr Lys Asp Asp Asp Asp Lys
1 5 10 15
Asp Tyr Lys Asp Asp Asp Asp Lys
20
<210> 319
<211> 30
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 319

Glu Gln Lys Leu Ile Ser Glu Glu Asp Leu Glu Gln Lys Leu Ile Ser

1 5 10 15
Glu Glu Asp Leu Glu Gln Lys Leu Ile Ser Glu Glu Asp Leu
20 25 30
<210> 320
<211> 27
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 320
Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Tyr Pro Tyr Asp Val Pro Asp
1 5 10 15

Tyr Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ala

20 25
<210> 321
<211> 696
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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ZIHSd 10-2021-0043583

polypeptide
<400> 321
GIn Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser
20 25 30

Trp Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met

35 40 45
Gly Arg Ile Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe
50 55 60
Lys Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gln Gly

100 105 110
Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu

165 170 175
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro
195 200 205
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
210 215 220

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
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225

Ser

Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

385

Asp

Ser

Lys

Gly

465

Val Phe Leu Phe
245
Thr Pro Glu Val
260
Glu Val Lys Phe
275

Lys Thr Lys Pro

290

Ser Val Leu Thr

Lys Cys Lys Val

325

Ile Ser Lys Ala
340

Pro Pro Cys Arg

355
Leu Val Lys Gly
370

Asn Gly Gln Pro

Ser Asp Gly Ser
405

Arg Trp Gln Gln

420
Leu His Asn His
435
Gly Gly Gly Gly
450

Gly Gly Gly Gly

230

Pro Pro Lys

Thr Cys Val

Asn Trp Tyr
280

Arg Glu Glu

295
Val Leu His
310

Ser Asn Lys

Lys Gly Gln

Asp Lys Leu

360
Phe Tyr Pro
375
Glu Asn Asn
390

Phe Phe Leu

Gly Asn Val

Tyr Thr Gln
440

Asp Lys Thr

470

Pro

Val

265

Val

Pro
345

Thr

Ser

Tyr

Tyr

Phe

425

Lys

His

Lys

250

Val

Asp

Tyr

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser

410

Ser

Ser

Thr

235

Asp Thr

Asp Val

Gly Val

Asn Ser

300
Trp Leu
315

Pro Ala

Glu Pro

Asn Gln

380
Thr Thr
395

Lys Leu

Cys Ser

Leu Ser

Leu Met Ile

Ser His Glu
270

Glu Val His

285

Thr Tyr Arg

Asn Gly Lys

Pro Ile Glu

335

Gln Val Tyr
350

Val Ser Leu

365

Val Glu Trp

Pro Pro Val

Thr Val Asp
415

Val Met His

430
Leu Ser Pro

445

240

Ser

Asp

Asn

Val

320

Lys

Thr

Trp

Leu
400

Lys

Glu

Gly

Gly Gly Gly Gly Gly Gly

460

Cys Pro Pro Cys Pro Ala

475
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Pro Glu Leu Leu Gly Gly Pro

Lys

Val

Asp

Tyr

545

Asp

Leu

Arg

Lys

Asp

625

Lys

Ser

Ser

Ser

Asp Thr

Asp Val

515

Gly Val

530

Asn Ser

Trp Leu

Pro Ala

Glu Pro

595

Asn Gln

610

Thr Thr

Lys Leu

Cys Ser

675
Leu Ser

690

<210> 322

<211> 473

<212> PRT

485
Leu Met
500

Ser His

Thr Tyr

Asn Gly

Pro Ile

580

Val Ser

Val Glu

Pro Pro

645
Thr Val
660

Val Met

Leu Ser

Ile Ser

Glu Asp

His Asn

535

Arg Val

550

Lys Glu

Glu Lys

Tyr Thr

Leu Thr

615
Trp Glu
630

Val Leu

Asp Lys

His Glu

Pro Gly

695

Ser

Arg

Pro

520

Val

Tyr

Thr

Leu

600

Cys

Ser

Lys

Ser

680

Gln

Val

Thr

505

Lys

Ser

Lys

585

Pro

Leu

Asn

Ser

Phe Leu Phe Pro Pro Lys Pro

490

Pro

Val

Thr

Val

Cys

570

Ser

Pro

Val

Asp

650

Glu Val Thr

Lys Phe Asn

525

Lys Pro Arg
540

Leu Thr Val

555

Lys Val Ser

Lys Ala Lys

Ser Arg Lys

605

Lys Gly Phe

620

Gln Pro Glu

Gly Ser Phe

Arg Trp Gln Gln Gly

665

Leu His Asn His Tyr

685

495
Cys Val Val
510

Trp Tyr Val

Glu Glu GIn

Leu His GIn

Asn Lys Ala
575

Gly Gln Pro

590

Glu Leu Thr

Tyr Pro Ser

Asn Asn Tyr
640
Phe Leu Tyr
655
Asn Val Phe
670

Thr Gln Lys
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 322

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1 5 10 15

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met

20 25 30

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
35 40 45
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
50 55 60
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
65 70 75 80
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly

85 90 95

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
115 120 125
Tyr Thr Leu Pro Pro Cys Arg Asp Lys Leu Thr Lys Asn Gln Val Ser
130 135 140
Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu

145 150 155 160

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
180 185 190
Asp Lys Ser Arg Trp Gln GIn Gly Asn Val Phe Ser Cys Ser Val Met
195 200 205

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
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Pro

225

Pro

Lys

Val

Tyr

305

His

Lys

Leu
385

Pro

Asn

Leu

Val

210

Gly

Ala

Pro

Val
290

Val

Pro
370

Thr

Ser

Tyr

Tyr

Phe

450

215

Lys Gly Gly Gly Gly Gly Gly Gly Gly

Pro Glu
260
Lys Asp

275

Val Asp

Asp Gly

Tyr Asn

Asp Trp

340

Leu Pro
355

Arg Glu

Lys Asn

Asp Ile

Asp Thr

420
Ser Asp
435

Ser Cys

Thr

Val

Val

Ser

325

Leu

Pro

405

Thr

Leu

Ser

230

Gly Gly

Leu Gly

Leu Met

Ser His

295
Glu Val
310

Thr Tyr

Asn Gly

Pro Ile

GIn Val

375
Val Ser
390

Val Glu

Pro Pro

Thr Val

Val Met

455

Asp Lys Thr

250

Gly Pro Ser
265

Ile Ser Arg

Glu Asp Pro

His Asn Ala

Arg Val Val
330
Lys Glu Tyr

345

Glu Lys Thr
360

Tyr Thr Leu

Leu Thr Cys

Trp Glu Ser
410

Val Leu Asp
425

Asp Lys Ser

440

His Glu Ala

235

His

Val

Thr

Lys
315

Ser

Lys

Pro

Leu

395

Asn

Ser

Arg

Leu

220

Gly Gly Gly Gly Gly
240
Thr Cys Pro Pro Cys
255
Phe Leu Phe Pro Pro
270
Pro Glu Val Thr Cys

285

Val Lys Phe Asn Trp
300
Thr Lys Pro Arg Glu
320
Val Leu Thr Val Leu
335
Cys Lys Val Ser Asn

350

Ser Lys Ala Lys Gly
365
Pro Ser Arg Asp Glu
380
Val Lys Gly Phe Tyr
400
Gly Gln Pro Glu Asn

415

Asp Gly Ser Phe Phe
430
Trp Gln Gln Gly Asn
445
His Asn His Tyr Thr

460

- 271 -

ZIHSd 10-2021-0043583



Gln Lys Ser Leu Ser Leu Ser Pro Gly

465
<210> 323
<211> 474

<212> PRT

<

470

213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 323
Asp Lys Thr
1

Gly Pro Ser

Ile Ser Arg

35

Glu Asp Pro
50

His Asn Ala

65

Arg Val Val

Lys Glu Tyr

Glu Lys Thr
115
Cys Thr Leu
130
Leu Ser Cys
145

Trp Glu Ser

His Thr

5
Val Phe
20

Thr Pro

Glu Val

Lys Thr

Ser Val

85

Lys Cys

100

[le Ser

Pro Pro

Ala Val

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

10

Leu Phe Pro Pro Lys
25

Glu Val Thr Cys Val

40

Lys Phe Asn Trp Tyr
95
Lys Pro Arg Glu Glu
70
Leu Thr Val Leu His
90
Lys Val Ser Asn Lys

105

Lys Ala Lys Gly Gln
120
Ser Arg Asp Glu Leu
135
Asp Gly Phe Tyr Pro

150

Pro Lys Asp Thr
30
Val Val Asp Val

45

Val Asp Gly Val
60

GIn Tyr Asn Ser

Gln Asp Trp Leu

Ala Leu Pro Ala
110

Pro Arg Glu Pro
125
Thr Lys Asn Gln
140
Ser Asp Ile Ala

155

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr

165

170
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15

Leu

Ser

Thr

Asn

95

Pro

Gln

Val

Val

Pro

175

Met

His

Val

Tyr

80

Val

Ser

Glu

160

Pro
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Val

Asp

His

Pro

225

Pro

Lys

Val

Tyr

305

His

Lys

Leu
385

Pro

Asn

Leu

Lys

Pro

Val

290

Val

Pro

370

Thr

Ser

Tyr

Asp

Ser

195

Lys

Pro

Lys

275

Val

Asp

Tyr

Asp

Leu

355

Arg

Lys

Asp

Lys

Ser Asp
180

Arg Trp

Leu His

245
Glu Leu
260

Asp Thr

Asp Val

Asn Ser

325
Trp Leu
340

Pro Ala

Glu Pro

Asn Gln

[le Ala

405

Thr Thr

Gly Ser

Gln Gln

Asn His
215
Gly Gly

230

Leu Gly

Leu Met

Ser His

295

Glu Val
310

Thr Tyr

Asn Gly

Pro Ile

Gln Val

375
Val Ser
390

Val Glu

Phe Phe Leu Val

185
Gly Asn
200

Tyr Thr

Asp Lys

Glu Asp

His Asn

Arg Val

Lys Glu

345

Glu Lys
360

Tyr Thr

Leu Thr

Trp Glu

Val

Thr

250

Ser

Arg

Pro

Val
330

Tyr

Thr

Leu

Cys

Ser

410

Pro Pro Val Leu Lys

Phe

Lys

235

His

Val

Thr

Lys
315

Ser

Lys

Pro

Leu

395

Asn

Ser

Ser

Ser

Ser

220

Thr

Phe

Pro

Val

300

Thr

Val

Cys

Ser

Pro
380

Val

Lys

Cys

205

Leu

Cys

Leu

285

Lys

Lys

Leu

Lys

Lys

365

Ser

Lys

Leu
190

Ser

Ser

Pro

Phe

270

Val

Phe

Pro

Thr

Val

350

Arg

Gly Gln Pro

Asp Gly Ser
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Thr

Val

Leu

Pro

255

Pro

Thr

Asn

Arg

Val

335

Ser

Lys

Lys

Phe

Glu

415

Phe

Val

Met

Ser

240

Cys

Pro

Cys

Trp

320

Leu

Asn

Tyr
400

Asn

Phe
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SIS

420 425 430

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln GIn Gly Asn
435 440 445
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
450 455 460
GIn Lys Ser Leu Ser Leu Ser Pro Gly Gln
465 470
<210> 324
<211> 722
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 324

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1 5 10 15
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
35 40 45
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
50 55 60

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr

65 70 75 80
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
85 90 95
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
115 120 125

Tyr Thr Leu Pro Pro Cys Arg Asp Lys Leu Thr Lys Asn Gln Val Ser

- 274 -
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Leu

145

Trp

Val

Asp

His

Pro

225

Pro

Lys

Val

Tyr

305

His

Lys

Gln

130

Trp Cys

Glu Ser

Leu Asp

Lys Ser

195

Ala Pro

Pro Lys

275
Val Val
290

Val Asp

Gln Tyr

Gln Asp

Ala Leu

355

Leu Val

Asn Gly

165
Ser Asp
180

Arg Trp

Leu His

260

Asp Thr

Asp Val

Gly Val

Asn Ser

325
Trp Leu
340

Pro Ala

135
Lys Gly Phe Tyr
150

Gln Pro Glu Asn

Gly Ser Phe Phe
185

Gln Gln Gly Asn

200
Asn His Tyr Thr

215

Gly Gly Asp Lys

Leu Gly Gly Pro

265
Leu Met Ile Ser
280
Ser His Glu Asp
295
Glu Val His Asn
310

Thr Tyr Arg Val

Asn Gly Lys Glu
345
Pro Ile Glu Lys

360

Pro Arg Glu Pro GIn Val Tyr Thr

370

375

Pro

Asn

170

Leu

Val

Thr
250

Ser

Arg

Pro

Val

330

Tyr

Thr

Leu

Ser

155

Tyr

Tyr

Phe

Lys

235

His

Val

Thr

Lys
315

Ser

Lys

Pro

140

Asp

Lys

Ser

Ser

Ser

220

Thr

Phe

Pro

Val

300

Thr

Val

Cys

Ser

Pro

380

Ile Ala Val

Thr

Lys

Cys

205

Leu

Cys

Leu

285

Lys

Lys

Leu

Lys

Lys
365

Ser

Thr

Leu

190

Ser

Ser

Pro

Phe

270

Val

Phe

Pro

Thr

Val

350

Arg
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Pro
175

Thr

Val

Leu

Pro
255

Pro

Thr

Asn

Arg

Val

335

Ser

Lys

Lys

160

Pro

Val

Met

Ser

240

Cys

Pro

Cys

Trp

320

Leu

Asn

Glu
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Leu

385

Pro

Asn

Leu

Val

Lys

Pro

Ser

Asp

545

Asn

Val

Lys

Thr

Ser

Tyr

Tyr

Phe

450

Lys

Thr

Ser

Arg
530

Pro

Val

Tyr

Thr
610

Lys

Asp

Lys

Ser

435

Ser

Ser

His

Val

515

Thr

Lys

Ser

Lys
595

Ile

Thr Leu Pro

Asn Gln Val

Thr
420

Lys

Cys

Leu

Thr
500

Phe

Pro

Val

Thr

Val

580

Cys

Ser

Pro

Leu

Ser

Ser

485

Cys

Leu

Lys

Lys

565

Leu

Lys

Lys

Ser

390

Val

Pro

Thr

Val

Pro

Phe

Val

Phe

550

Pro

Thr

Val

Ala

Ser

Pro

Val

Met

455

Ser

Pro

Pro

Thr

535

Asn

Arg

Val

Ser

Lys

615

Leu Thr Cys

Trp Glu Ser
410
Val Leu Lys
425
Asp Lys Ser
440

His Glu Ala

Pro Gly Gln

Cys Pro Ala
505

Pro Lys Pro

520

Cys Val Val

Trp Tyr Val

Glu Glu GIn

Leu His Gln

585
Asn Lys Ala
600

Gly Gln Pro

Arg Lys Glu Leu Thr

Leu Val Lys

395

Asn Gly Gln

Ser Asp Gly

Arg Trp Gln
445

Leu His Asn

460
Lys Gly Gly

475

Pro Glu Leu

Lys Asp Thr

525
Val Asp Val
540
Asp Gly Val
955

Tyr Asn Ser

Asp Trp Leu

Leu Pro Ala

605

Arg Glu Pro
620

Lys Asn Gln

Gly

Pro

Ser

430

His

Leu
510

Leu

Ser

Thr

Asn

590

Pro

Gln

Val
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Phe

Glu
415

Phe

Tyr

Met

His

Val

Tyr

975

Val

Ser

Tyr

400

Asn

Phe

Asn

Thr

480

Asp

His
560

Arg

Lys

Tyr

Leu
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625 630 635

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile

645 650
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr
660 665
Leu Lys Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys
675 680
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys
690 695 700

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu

705 710 715

<210> 325
<211> 696
<212> PRT

<213> Artificial Sequence

Ala Val Glu

655
Thr Pro Pro
670
Leu Thr Val
685

Ser Val Met

Ser Leu Ser

<220><223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 325
GIn Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys
1 5 10
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala
20 25

Trp Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly

35 40
Gly Arg Ile Phe Pro Gly Asp Gly Asp Thr Asp Tyr
50 55 60
Lys Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Thr
65 70 75
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala

85 90

Lys Pro Gly

15

Phe Ser Tyr
30

Leu Glu Trp

45

Asn Gly Lys

Ser Thr Ala

Val Tyr Tyr

95
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640

Trp

Val

Asp

His

Pro

720

Ser

Ser

Met

Phe

Tyr
30

Cys
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Ala Arg Asn Val

Thr

Pro

145

Asn

Ser

Ser

Thr

225

Ser

Arg

Pro

Val
305

Tyr

Thr

Leu

Leu

130

Cys

Ser

Ser

Ser

Asn

210

His

Val

Thr

Lys

290

Ser

Lys

Ile

Val

115

Leu

Ser

Leu

195

Thr

Thr

Phe

Pro

Val

275

Thr

Val

Cys

Ser

100

Thr

Pro

Val

Lys

Cys

Leu

260

Lys

Lys

Leu

Lys

Lys

Phe Asp Gly Tyr

Val

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe

245

Val

Phe

Pro

Thr

Val
325

Ala

Ser

Ser

Asp

150

Thr

Tyr

Asp

Pro

230

Pro

Thr

Asn

Arg

Val
310

Ser

Lys

Ser

Lys

135

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Trp

295

Leu

Asn

120

Ser

Phe

Leu

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

His

Lys

Trp

105

Ser

Thr

Pro

Val

Ser

185

Val

Pro

Val

265

Val

Ala

Gly Gln Pro

Leu

Thr

Ser

His

170

Ser

Cys

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu
330

Arg

Val Tyr Trp Gly

110
Lys Gly Pro Ser
125
Gly Gly Thr Ala
140
Pro Val Thr Val
155

Thr Phe Pro Ala

Val Val Thr Val
190
Asn Val Asn His
205
Pro Lys Ser Cys
220

Glu Leu Leu Gly

235

Asp Thr Leu Met

Asp Val Ser His

270

Gly Val Glu Val
285

Asn Ser Thr Tyr

300
Trp Leu Asn Gly
315

Pro Ala Pro Ile

Glu Pro Gln Val
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GIn Gly

Val Phe

Ala Leu

Ser Trp

160

Val Leu

175

Pro Ser

Lys Pro

Asp Lys

Gly Pro

240

Ile Ser

Glu Asp

His Asn

Arg Val

Lys Glu

320
Glu Lys
335

Tyr Thr
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Leu

Cys

Ser

385

Lys

Ser

Pro

Val

Val

Ala

340

Pro Pro Ser Arg

355
Leu Val Lys Gly
370

Asn Gly Gln Pro

Ser Asp Gly Ser
405

Arg Trp Gln Gln

420

Leu His Asn His

Lys Gly Gly Gly
450

Gly Gly Gly Gly

Pro Glu Leu Leu

485
Lys Asp Thr Leu
500
Val Asp Val Ser
515
Asp Gly Val Glu
530

Tyr Asn Ser Thr

Asp Trp Leu Asn
565
Leu Pro Ala Pro

580

Lys Glu Leu

360
Phe Tyr Pro
375
Glu Asn Asn
390

Phe Phe Leu

Gly Asn Val

Tyr Thr Gln

Gly Asp Lys
470

Gly Gly Pro

Met Ile Ser

His Glu Asp

520

Val His Asn
535

Tyr Arg Val

550

Gly Lys Glu

Ile Glu Lys

345

Thr

Ser

Tyr

Tyr

Phe

425

Lys

Thr

Ser

Arg
505

Pro

Val

Tyr

Thr

585

Lys

Asp

Lys

Ser

410

Ser

Ser

His

Val

490

Thr

Lys

Ser

Lys
570

Ile

350

Asn Gln Val Ser

365

Ile Ala Val Glu

Thr
395

Lys

Cys

Leu

Thr
475

Phe

Pro

Val

Thr

Val

555

Cys

Ser

380

Thr

Leu

Ser

Ser

Leu

Glu

Lys

Lys

540

Leu

Lys

Lys

Pro Pro

Thr Val

Val Met

430

Leu Ser

Pro Pro

Phe Pro

Val Thr

510
Phe Asn
525

Pro Arg

Thr Val

Val Ser

Ala Lys

590
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Leu Thr

Trp Glu

Val Leu

400
Asp Lys
415

His Glu

Pro Gly

Cys Pro
480

Pro Lys

495

Cys Val

Trp Tyr

Glu Glu

Leu His

560
Asn Lys
575

Gly Gln
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Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Cys Arg Asp Lys Leu
595 600 605

Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro

610 615 620
Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn
625 630 635 640
Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu
645 650 655
Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val
660 665 670

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln

675 680 685
Lys Ser Leu Ser Leu Ser Pro Gly
690 695
<210> 326
<211> 474
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 326
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met

20 25 30

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
35 40 45
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
50 55 60
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
65 70 75 80

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly

- 280 -
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Lys

Tyr

Leu

145

Trp

Val

Asp

His

Pro

225

Cys

Pro

Cys

Trp

305

Lys

Thr

130

Thr

Leu

Lys

Pro

Lys

Val
290

Tyr

Tyr

Thr

115

Leu

Cys

Ser

Lys

Ser

195

Pro

275

Val

Val

85 90

Lys Cys Lys Val Ser Asn Lys
100 105
[le Ser Lys Ala Lys Gly Gln
120
Pro Pro Ser Arg Lys Glu Leu
135
Leu Val Lys Gly Phe Tyr Pro

150

Asn Gly Gln Pro Glu Asn Asn
165 170
Ser Asp Gly Ser Phe Phe Leu
180 185
Arg Trp Gln Gln Gly Asn Val
200
Leu His Asn His Tyr Thr Gln

215

Lys Gly Gly Gly Gly Gly Gly
230

Gly Gly Gly Gly Gly Asp Lys
245 250

Pro Glu Leu Leu Gly Gly Pro

260 265

Lys Asp Thr Leu Met Ile Ser

280

Val Asp Val Ser His Glu Asp
295
Asp Gly Val Glu Val His Asn

310

Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val

325 330

Ala Leu Pro Ala

Pro Arg Glu

Thr

Ser

155

Tyr

Tyr

Phe

Lys

235

Thr

Ser

Arg

Pro

315

Val

Lys
140

Asp

Lys

Ser

Ser

Ser

220

His

Val

Thr

300

Lys

Ser

125

Asn

Thr

Lys

Cys

205

Leu

Thr

Phe

Pro

285

Val

Thr

Val

110

Pro

Thr

Leu

190

Ser

Ser

Cys

Leu

270

Lys

Lys

Leu
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95

Pro

Val

Val

Pro

175

Thr

Val

Leu

Pro
255

Phe

Val

Phe

Pro

Thr

335

Val

Ser

160

Pro

Val

Met

Ser

240

Pro

Pro

Thr

Asn

Arg
320

Val
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Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser

340 345

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile
355 360
Gly Gln Pro Arg Glu Pro Gln Val Cys Thr Leu Pro
370 375 380
Glu Leu Thr Lys Asn Gln Val Ser Leu Ser Cys Ala
385 390 395
Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn

405 410

350

Ser Lys

365

Pro Ser

Val Asp

Gly Gln

Ala Lys

Arg Asp

Gly Phe
400
Pro Glu

415

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe

420 425
Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser Arg
435 440
Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
450 455 460
Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
465 470
<210> 327

<211> 473
<212>

PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 327

430
Trp Gln
445

His Asn

Gln Gly

His Tyr

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1 5 10

15

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met

20 25

30

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His

35 40

45

- 282 -
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Glu Asp Pro Glu Val

His
65

Arg

Lys

Tyr

Leu

145

Trp

Val

Asp

His

Pro

225

Pro

Lys

Val

50

Asn Ala Lys Thr

Val

Lys

Thr

130

Thr

Leu

Lys

Pro

Val

Val

Tyr

Thr

115

Leu

Cys

Ser

Asp

Ser

195

Lys

Pro

Lys
275

Val

Ser Val
85
Lys Cys

100

Ile Ser

Pro Pro

Leu Val

Asn Gly

165

Ser Asp
180

Arg Trp

Leu His

Gly Gly

Gly Gly

245
Glu Leu
260

Asp Thr

Asp Val

Lys

Lys

70

Leu

Lys

Lys

Ser

Lys

150

Asn

Phe Asn

55

Trp

Pro Arg Glu

Thr Val

Val Ser

Ala Lys

120
Arg Asp
135

Gly Phe

Pro Glu

Ser Phe

Gln Gly
200
His Tyr

215

Leu

Asn

105

Tyr

Asn

Phe
185

Asn

Thr

Gly Gly Gly Gly

230

Gly

Gly Asp

Lys

Leu Gly Gly Pro

Leu

Met Ile

280

265

Ser

Ser His Glu Asp

Tyr

His
90

Lys

Leu

Pro

Asn

170

Leu

Val

Thr
250

Ser

Arg

Val

Pro

Thr

Ser

155

Tyr

Tyr

Phe

Lys

235

His

Val

Thr

Asp

60

Tyr

Asp

Leu

Arg

Lys

140

Asp

Asp

Ser

Ser

Ser

220

Thr

Phe

Pro

Pro Glu Val

Gly Val

Asn Ser

Trp Leu

Pro Ala

110

Glu Pro
125

Asn Gln

Thr Thr

Asp Leu

190
Cys Ser
205

Leu Ser

Cys Pro

Leu Phe

270
Glu Val
285

Lys Phe
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Glu Val

Thr Tyr

80

Asn Gly

95

Pro Ile

Val Ser

Val Glu

160

Pro Pro

175

Thr Val

Val Met

Leu Ser

240

Pro Cys

255

Pro Pro

Thr Cys

Asn Trp
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290

Tyr Val
305

Glu Gln

His Gln

Lys Ala

GIn Pro

370
Leu Thr
385

Pro Ser

Asn Tyr

Leu Tyr

Val Phe
450
Gln Lys

465

295

Asp Gly Val Glu Val His Asn Ala Lys
310 315
Tyr Asn Ser Thr Tyr Arg Val Val Ser
325 330
Asp Trp Leu Asn Gly Lys Glu Tyr Lys
340 345
Leu Pro Ala Pro Ile Glu Lys Thr Ile

355 360

Arg Glu Pro Gln Val Tyr Thr Leu Pro
375
Lys Asn Gln Val Ser Leu Trp Cys Leu

390 395

300

Thr

Val

Cys

Ser

Pro
380

Val

Lys Pro Arg Glu
320
Leu Thr Val Leu
335
Lys Val Ser Asn
350
Lys Ala Lys Gly

365

Cys Arg Asp Lys

Lys Gly Phe Tyr

400

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn

405 410
Lys Thr Thr Pro Pro Val Leu Asp Ser

420 425

Ser Lys Leu Thr Val Asp Lys Ser Arg

435 440

Ser Cys Ser Val Met His Glu Ala Leu
455

Ser Leu Ser Leu Ser Pro Gly

470

Asp

Trp

His

460

415
Gly Ser Phe Phe

430

Gln Gln Gly Asn
445

Asn His Tyr Thr
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