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Accession Protein name
P13747 HLA class | histocompatibility antigen, alpha chain E
Q9NSB2 Keratin, type Il cuticular Hb4
Q14525 Keratin, type | cuticular Ha3-I
P13612 Integrin alpha-4
Q5SRES Nucleoporin NUP188 homolog
Q9BZH6 WD repeat-containing protein 11
Q8IXH7 Negative elongation factor C/D
QINYP7 Isoform 2 of Elongatio;rgfe\{:rys/ long chain fatty acids
075309 Cadherin-16
P06681 Complement C2
Q86UX7 Fermitin family homolog 3
076013 Keratin, type | cuticular Ha6
QONPH3 Isoform 4 of Interleukin-1 receptor accessory protein
000338 Isoform Long of Sulfotransferase 1C2
Q99712 ATP-sensitive inward rectifier potassium channel 15
Q15382 GTP-binding protein Rheb
P15941 Isoform 2 of Mucin-1
P33241 Isoform 3 of Lymphocyte-specific protein 1
P20702 Integrin alpha-X
P08246 Neutrophil elastase
Q13951 Isoform 2 of Core-binding factor subunit beta
P30530 Tyrosine-protein kinase receptor UFO
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Accession Protein name

Q96QR1 Secretoglobin family 3A member 1
P05413 Fatty acid-binding protein, heart
P07998 Ribonuclease pancreatic
P03950 Angiogenin
QO9BRF8 Serine/threonine-protein phosphatase CPPED1
QO9BZV1 UBX domain-containing protein 6
014964 Hepatocyte growth factor-regulated tyrosine kinase substrate
Q00757 Fructose-1,6-bisphosphatase isozyme 2
Q99962 Endophilin-A1
Q8TB96 T-cell immunomodulatory protein
Q8IZA0 Dyslexia-associated protein KIAA0319-like protein
p25940 Collagen alpha-3(V) chain

37Y 2
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Accession Protein Name S:I:i
P30486 HLA class | histocompatibility antigen, B-48 alpha chain HLA-B
Q2TB90 Putative hexokinase HKDCT HKDC1
P78386 Keratin, type Il cuticular Hb5 KRT85

QBN4Q1-2 Isoform 2 af Mit;:gc;:ggaltjll;tzrr;n;mb’;gne space import CHCHDA4
095436 Sodium-dependent phosphate transport protein 2B SLC34A2
P49863 Granzyme K GZMK
Q14376 UDP-glucose 4-epimerase GALE
Q8N4Q0 Prostaglandin reductase 3 ZADH2
Q9HOD2 Zine finger protein 541 ZNF541
P83110 Serine protease HTRA3 HTRA3
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Q4GOF5 Vacuolar protein sorting-associated protein 268 VPS26B
Q53HC9 Protein TSSC1 EIPR1
ABNED2 BTB/POZ domain-containing protein 17 BTBD17
Q9BV23 Monoacylglycerol lipase ABHD6 ABHD6
Q92629-2 Isoform 2 of Delta-sarcoglycan SGCD
P29323 Ephrin type-B receptor 2 EPHB2
Q3M2HD2_ Isoform 2 of Protein LSM12 homolog LSM12
Q12788 Transducin beta-like protein 3 TBL3
Q9BUBY Transmembrane protein 70, mitochondrial TMEMT0
Q68D85 Natural cytotoxicity triggering receptor 3 ligand 1 NCR3LG1
(095837 Guanine nucleotide-binding protein subunit alpha-14 GNA14
QONRKE ATP-binding cassne_iﬁgcshufr;;?glily B member 10, ABCB10
095251 Histone acetyltransferase KAT7 KAT7
Q5TGZ0 MICOS complex subunit MIC10 MINOST
QB8IWA4 Mitofusin-1 MFN1
QeZUX7 Lipoma HMGIC fusion partner-like 2 protein LHFPL2
PO0742 Coagulation factor X F10
Q8N3V7 Synaptopodin SYNPO
Q15800 Methylsteral monooxygenase 1 MSMO1
Q6ZRI8 Rho GTPase-activating protein 36 ARHgAPB
060907 F-box-like/WD repeat-containing protein TBL1X TBL1X
QINPAS Transeription and mRNA export factor ENY2 ENY2
Q9v2lg-2 Isoform 2 of WD repeat-containing protein 37 WDR37
Q5VTR2 E3 ubiquitin-protein ligase BRETA RNF20
Q8N2H3 Pyridine nuc|eoti(c:i;:l:iéi'?rzjilrzisT:)rc:;;igf‘rgductase domain- PYROXD?2
000622 Protein CYR61 CYR61
P38571 Lysosomal acid lipase/cholesteryl ester hydrolase LIPA
P19387 DNA-directed RNA polymerase Il subunit RPB3 POLR2C
Q92541 RNA polymerase-associated protein RTF1 homoleg RTF1
Q9HC16 DNA dC-»dU-editing enzyme APOBEC-3G APOBEC3G
QINRX1 RNA-binding protein PNO1 PNO1
Q7z412 Peroxisome assembly protein 26 PEX26
QT7LEX5 Carbohydrate sulfotransferase 15 CHST15
A4D1TES GTP-binding protein 10 GTPBP10
QB8N3G9 Transmembrane pratein 130 TMEM130
Q07092 Collagen alpha-1{V1) chain COL16A1
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095832 Claudin-1 CLDNT1
Q9H788 SH2 domain-containing protein 4A SH2D4A
Q9UBB5 Methyl-CpG-binding domain protein 2 MBD2
Q13616 Cullin-1 cuLt
Q81ZJ3 C3 and PZP-like alpha—E—S':gtgg?r?lgbulin domain-containing CPAMDS
095258-3 Isoform 3 of Brain mitochondrial carrier protein 1 SLC25A14
Q9NVR2 Integrator complex subunit 10 INTS10
Q9H300 Presenilins-associated rhomboid-like protein, mitochondrial PARL
QsIWAD WD repeat-containing protein 75 WDR75
i 14]
Accession Protein Name Gene Name
P35579-2 Isoform 2 of Myosin-9 MYH9
P01889 HLA class | histocompatibility antigen, B-7 alpha chain HLA-B
P61978-2 lsoform 2 of Heterogeneous nuclear ribonucleoprotein K HNRNPK
P50993 Sodium/potassium-transporting ATPase subunit alpha-2 ATP1A2
P30499 HLA class | histocompatibility antigen, Cw-1 alpha chain HLA-C
Q9H9G7 Protein argonaute-3 AGO3
POCG39 POTE ankyrin domain family member J POTE)
QO96PK6-5 Isoform 5 of RNA-binding protein 14 RBM14
QBNFP9 Neurobeachin NBEA
Q8N474 Secreted frizzled-related protein 1 SFRP1
P63172 Dynein light chain Tctex-type 1 DYNLT1
Q16576-2 Isoform 2 of Histone-binding protein RBBP7 RBBP7
QouQP3 Tenascin-N TNN
Q96F07 Cytoplasmic FMR1-interacting protein 2 CYFIP2
QsiwL2-2 lsoform 2 of Pulmonary surfactant-associated protein A1 SFTPA1
P40855 Peroxisomal biogenesis factor 19 PEX19
Q92922 SWI/SNF complex subunit SMARCC1 SMARCC1
P51151 Ras-related protein Rab-9A RAB9A
Q9B7F9 Uveal autoantigen with coiled-coil domains and ankyrin repeats UACA




ZIHSd 10-2021-0049684

QBN5J2-3 Isoform 3 of Ubiquitin carboxyl-terminal hydrolase MINDY-1 MINDYT
P49006 MARCKS-related protein MARCKSL1
AOAOCADH31T Immunoglobulin heavy variable 1-18 IGHV1-18
000142-6 Isoform 6 of Thymidine kinase 2, mitochondrial TK2
Q96A49 Synapse-associated protein 1 SYAP1
043904 Retinal rod rhodopsin—sensi;zgucr?ﬁillI?;S'—cycl|'c phosphodiesterase PDEED
Q6l9Y2 THO complex subunit 7 homolog THOCY
Q965M3 Probable carboxypeptidase X1 CPXM1
QB6Y56 Dynein assembly factor 5, axonemal DNAAFS
QBNBK3 Sulfatase-modifying factor 1 SUMF1
P23588 Eukaryotic translation initiation factor 4B EIF4B
Q13464 Rho-associated protein kinase 1 ROCK1
015355 Protein phosphatase 1G PPM1G
PO7204 Thrombomedulin THBD
Q6P4F2 Ferredoxin-2, mitochondrial FDX2
Q96A19 Coiled-coil domain-containing protein 102A CCDC102A
060687 Sushi repeat-containing protein SRPX2 SRPX2
Q96IG2 F-box/LRR-repeat protein 20 FBXL20
Q9BWUD Kanadaptin SLC4ATAP
Q9H1Z4 WD repeat-containing protein 13 WDR13
Q9Y3A3 MOB-like protein phocein, MOB4
Q9HCUO Endosialin D248
Q14247-2 Isoform 2 of Src substrate cortactin CTTN
Q32P44-2 Isoform 2 of Echinoderm microtubule-associated protein-like 3 EML3
P35658-5 Isoform 5 of Nuclear pore complex protein Nup214 NUP214
P53367 Arfaptin-1 ARFIP1
QYUGR2 Zinc finger CCCH domain-containing protein 7B ZC3HTB
014974 Protein phosphatase 1 regulatory subunit 12A PPP1R12A
P61601 Neurocalcin-delta NCALD
Q86572 Trafficking protein particle complex subunit 6B TRAPPC6B




ZIHSd 10-2021-0049684

Q9BX67 Junctional adhesion molecule C JAM3
Q86YB8 ERO1-like protein beta EROC1B
Q86VS8 Protein Hook homalog 3 HOOK3
Q96T51 RUN and FYVE domain-containing protein 1 RUFY1
Q14192 Four and a half LIM domains protein 2 FHL2
P60983 Glia maturation factor beta GMFB
075063 Glycosaminoglycan xylosylkinase FAM20B
P82094-2 Isoform 2 of TATA element modulatory factor TMF1
060784-2 Isoform 2 of Target of Myb protein 1 TOM1
Q9H4AS Golgi phosphoprotein 3-like GOLPH3L
Q9NRN5 Qlfactomedin-like protein 3 OLFML3
Q9H2PO Activity-dependent neuroprotector homeobox protein ADNP
QINUM4 Transmembrane protein 1068 TMEM106B
Q8TDD1-2 Isoform 2 of ATP-dependent RNA helicase DDX54 DDX54
QINZ43 Vesicle transport protein USE1 USE1
QINVM1 Protein eva-1 homolog B EVA1B
P49407 Beta-arrestin-1 ARRB1
Q9HD15 Steroid receptor RNA activator 1 SRA1
P30566 Adenylosuccinate lyase ADSL
QINPF4 Probable tRNA N6-adenosine threonylcarbamoyltransferase OSGEP
P49902 Cytosolic purine 5'-nucleotidase NT5C2
Q4U2ZR6E 39S ribesomal protein L51, mitochondrial MRPL51
Q9UPTS-4 Isoform 4 of Exocyst complex component 7 EXOC7
QoUJAS Ectonucleotide pyrophosphatase/phosphodiesterase family member 5 ENPP5
Q9H1X3-3 Isoform 3 of Dna) homolog subfamily C member 25 DNAJC25
Q86U44 N6-adenosine-methyltransferase 70 kDa subunit METTL3
Q965U4-6 Isoform 6 of Oxysterol-binding protein-related protein 9 OSBPL9
Q8N201 Integrator complex subunit 1 INTS1
P61077-3 Isoform 3 of Ubiquitin-conjugating enzyme E2 D3 UBE2D3
096014 Protein Wnt-11 WNT11
Q9YBeW3 Calpain-7 CAPN7
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po8s82 Melanotransferrin MELTF
Q9NRF8 CTP synthase 2 CTPS2
Q13613 Myectubularin-related protein 1 MTMR1
AOMZ66-3 Isoform 3 of Shootin-1 SHTN1
QIP2M7 Cingulin CGN
QouUBWSE COP9 signalosome complex subunit 7a COPS7A
Q75716 Serine/threonine-protein kinase 16 STK16
Q5EBL8-2 Isoform 2 of PDZ domain-containing protein 11 PDZD11
QINS00 Glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase 1 C1GALT1
Q9H2U1 ATP-dependent RNA helicase DHX36 DHX36
094880 PHD finger protein 14 PHF14
Q96C19 EF-hand domain-containing protein D2 EFHD2
Q9Y5K5 Ubiquitin carboxyl-terminal hydrolase isozyme L5 UCHL5
094911-3 Isoform 3 of ATP-binding cassette sub-family A member 8 ABCAS8
Q96LT9 RNA-binding protein 40 RNPC3
075152 Zinc finger CCCH domain-containing protein 11A ZC3HT1A
Q8N514 Dehydrogenase/reductase SDR family member on chromosome X DHRSX
p23443 Ribosomal protein S6 kinase beta-1 RPS6KB1
Q6VY07-2 Isoform 2 of Phosphofurin acidic cluster sorting protein 1 PACS1
014772 Fucose-1-phosphate guanylyltransferase FPGT
Q96N6E7 Dedicator of cytokinesis protein 7 DOCK7
Q7Z5Y6 Bone morphogenetic protein 8A BMPBA
p54922 [Protein ADP-ribosylarginine] hydrolase ADPRH
Q6ICo8 GRAM domain-containing protein 4 GRAMD4
000559-2 Isoform 2 of Receptor-bmdmgcce?l:cer antigen expressed on SiSo EBAGS
Q9HASO Protein Njmu-R1 C17orf75
Q99567 Nuclear pore complex protein Nup88 NUP88
Q05397-5 Isoform 5 of Focal adhesion kinase 1 PTK2
Q15654 Thyroid receptor-interacting protein 6 TRIP6
014562 Ubiquitin domain-containing protein UBFD1 UBFD1
QIBXW6 Oxysterol-binding protein-related protein 1 OSBPL1A
Q9pP2i0 Cleavage and polyadenylation specificity factor subunit 2 CPSF2
Q5VSL9 Striatin-interacting protein 1 STRIP1
Q9POU4-2 Isoform 2 of CXXC-type zinc finger protein 1 CXXC1
Q969R5 Lethal(3)malignant brain tumor-like protein 2 L3MBTL2
Q12926 ELAV-like protein 2 ELAVL2
p20908 Collagen alpha-1(V) chain COL5SA1
Q9Y6F6-7 Isoform 7 of Protein MRVI1 MRVI1
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QBNGA1 Olfactory receptor 1M1 OR1M1
Q96566 Chloride channel CLIC-like protein 1 CLCC1
Q9P2P5 E3 ubiquitin-protein ligase HECW2 HECW2
043592 Exportin-T XPOT
Q9HOR8-2 | Isoform 2 of Gamma-aminobutyric acid receptor-associated protein-like 1 GABARAPL1
043290 U4/U6.U5 tri-snRNP-associated protein 1 SART1
Q86U86 Protein polybromo-1 PBRM1
Q14728 Major facilitator superfamily domain-containing protein 10 MFSD10
P49914 5-formyltetrahydrofolate cyclo-ligase MTHFS
Q68CP9 AT-rich interactive domain-containing protein 2 ARID2
Q8NCK7 Monocarboxylate transporter 11 SLC16A11
P48745 Protein NOV homolog NOV
P06746 DNA polymerase beta POLB
043847-2 Isoform 2 of Nardilysin NRDC
Q9Y385 Ubiquitin-conjugating enzyme E2 J1 UBE2J1
Q96AA8-3 Isoform 3 of Janus kinase and microtubule-interacting protein 2 JAKMIP2
P98173 Protein FAM3A FAM3A
P54278 Mismatch repair endonuclease PMS2 PMS2
Q9Y6Q3-2 Isoform 2 of Zinc finger protein 37 homolog ZFP37
Q8N465 D-2-hydroxyglutarate dehydrogenase, mitochondrial D2HGDH
Q15413 Ryanodine receptor 3 RYR3
P46821 Microtubule-associated protein 1B MAP1B
Q86UV5-8 Isoform 8 of Ubiquitin carboxyl-terminal hydrolase 48 USP48
Q6YHK3 CD109 antigen CD109
095182 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7 NDUFA7
Q96BR1 Serine/threonine-protein kinase Sgk3 SGK3
Q9BRC7 1-phesphatidylinositol 4,5-bisphosphate phosphodiesterase delta-4 PLCD4
Q05048 Cleavage stimulation factor subunit 1 CSTF1
043670-4 | Isoform 4 of BUB3-interacting and GLEBS motif-containing protein ZNF207 ZNF207
Q13501 Sequestosome-1 SQSTM1

_10_
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Q05086 Ubiquitin-protein ligase E3A UBE3A
095976 Immunoglobulin superfamily member 6 IGSF6
P57764 Gasdermin-D GSDMD
075223 Gamma-glutamylcyclotransferase GGCT
Q15025 TNFAIP3-interacting protein 1 TNIP1
Q9BXMO Periaxin PRX
Q96PX9 Pleckstrin homology domain-containing family G member 4B PLEKHG4B
A2RTX5 Probable threonine--tRNA ligase 2, cytoplasmic TARSL2
P52948 Nuclear pore complex protein Nup98-Nup96 NUP98
Q09472 Histone acetyltransferase p300 EP300
Q7Z3K3 Pogo transposable element with ZNF domain POGZ
QawvQ1 Soluble calcium-activated nucleotidase 1 CANT1
PASASA-3 Isoform 3 of Serlne/threonlne-prote[_n phosphatase 2B catalytic subunit PPP3CC
gamma isoform
Q13367-4 Isoform 4 of AP-3 complex subunit beta-2 AP3B2
Q13114-2 Isoferm 2 of TNF receptor-associated factor 3 TRAF3
Q96JE7 Protein transport protein Sec16B SEC16B
P33240 Cleavage stimulation factor subunit 2 CSTF2
Q8NS67 Leucine-rich repeat and transmembrane domain-containing protein 2 LRTM2
Q14667 Protein KIAAO100 KIAA0100
Q8IZus Dermatan-sulfate epimerase-like protein DSEL
3T 3
Arake] gloiA,
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ATE5
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AT% 6
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[ 11]
Accession Protein name
P13747 HLA class | histocompatibility antigen, alpha chain E
QINSB2 Keratin, type Il cuticular Hb4
Q14525 i Keratin, type | cuticular Ha3-II
P13612 Integrin alpha-4
Q5SRES Nucleoporin NUP188 homolog
QO9BZH6 WD repeat-containing protein 11
i Q8IXH7 i Negative elongation factor C/D 1
QINYP7 Isoform 2 of Elongation of very long chain fatty acids
protein 5
075309 . Cadherin-16
P06681 Complement C2
Q86UX7 Fermitin family homolog 3
076013 Keratin, type | cuticular Ha6
QINPH3 Isoform 4 of Interleukin-1 receptor accessory protein
000338 lsoform Long of Sulfot;ansferase 1C_;277
Q99712 ATP-sensitive inward rectifier potassium channel 15
Q15382 GTP-binding protein Rheb
P15941 Isoform 2 of Mucin-1
P33241 Isoform 3 of Lymphocyte-specific protein 1
P20702 Integrin alpha-X
P08246 Neutrophil elastase
Q13951 Isoform 2 of Core-binding factor subunit beta
P30530 Tyrosine-protein kinase receptor UFO
[ 12]
Accession Protein name
Q96QR1 Secretoglobin family 3A member 1
P05413 Fatty acid-binding protein, heart
p07998 Ribonuclease pancreatic
P03950 Angiogenin
QO9BRF8 Serine/threonine-protein phosphatase CPPED1
QO9BZV1 UBX domain-containing protein 6
014964 Hepatocyte growth factor-regulated tyrosine kinase substrate
000757 Fructose-1,6-bisphosphatase isozyme 2
Q99962 Endophilin-A1
Q8TB96 T-cell immunomodulatory protein
Q8IZA0 Dyslexia-associated protein KIAA0319-like protein
pP25940 Collagen alpha-3(V) chain
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Accession Protein name
P13747 HLA class | histocompatibility antigen, alpha chain E
QINSB2 Keratin, type Il cuticular Hb4
Q14525 Keratin, type | cuticular Ha3-II
P13612 Integrin alpha-4
Q5SRES Nucleoporin NUP188 homolog
Q9BZH6 WD repeat-containing protein 11
Q8IXH7 Negative elongation factor C/D
QINYP7 Isoform 2 of Elongatio;r;):e\{:r‘)sz long chain fatty acids
075309 Caﬁrin-ie
P06681 Complement C2
Q86UX7 Fermitin family homolog 3
076013 Keratin, type | cuticular Ha6
Q9NPH3 Isoform 4 of Interleukin-1 receptor accessory protein
000338 Isoform Long of Sulfotransferase 1C2
Q99712 ATP-sensitive inward rectifier potassium channel 15
Q15382 GTP-binding protein Rheb
P15941 Isoform 2 of Mucin-1
P33241 Isoform 3 of Lymphocyte-specific protein 1
P20702 Integrin alpha-X
P08246 Neutrophil elastase
Q13951 Isoform 2 of Core-binding factor subunit beta
P30530 Tyrosine-protein kinase receptor UFO
(& 12]
Accession Protein name
Q96QR1 Secretoglobin family 3A member 1
P05413 Fatty acid-binding protein, heart
P07998 Ribonuclease pancreatic
P03950 Angiogenin
QO9BRF8 Serine/threonine-protein phosphatase CPPED1
QO9BZV1 UBX domain-containing protein 6
014964 Hepatocyte growth factor-regulated tyrosine kinase substrate
000757 Fructose-1,6-bisphosphatase isozyme 2
Q99962 Endophilin-A1
Q8TB96 T-cell immunomodulatory protein
Q8IZA0 Dyslexia-associated protein KIAA0319-like protein
pP25940 Collagen alpha-3(V) chain
wgo] dy
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A % (papillary thyroid carcinoma, PTC)& 1070 Wele W & & ol2S 7[xa 9o 714 &3
& oA WE(follicular variant papillary thyroid carcinoma, FVPTC)Se & A #AA F54< of
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Invasive Follicular Thyroid neoplasm with Papillary-like nuclear feature (NIFTP)E 7§ 3}a oF EFol
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(ME3] 53 0001) Baloch ZW, Seethala RR, Faquin WC, et al. Noninvasive follicular thyroid neoplasm
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e AlAE fFadREor ¥gele HAeA I9E ox ol A 5% (EFVPIC, Encapsulated FVPTC) 3}
3z (NIFTP, noninvasive follicular thyroid neoplasm with papillary- like

oF
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=3 Algets Aol

[0011] [ 11]
Accession Protein name
P13747 HLA class | histocompatibility antigen, alpha chain E
Q9NSB2 Keratin, type Il cuticular Hb4
Q14525 Keratin, type | cuticular Ha3-Il
P13612 Integrin alpha-4
Q5SRES Nucleoporin NUP188 homolog
Q9BZH6 WD repeat-containing protein 11
i Q8IXH7 i Negative elongation factor C/D |
QONYP7 Isoform 2 of Elongatio:rgfe\{sr)sl long chain fatty acids
075309 Ca%rin-‘lﬁ
P06681 Complement C2
Q86UX7 Fermitin family homolog 3
076013 Keratin, type | cuticular Ha6
QONPH3 Isoform 4 of Interleukin-1 receptor accessory protein
000338 [ Isoform Long of Sulfot;ansferase 1C2_ |
Q99712 ATP-sensitive inward rectifier potassium channel 15
Q15382 GTP-binding protein Rheb
P15941 Isoform 2 of Mucin-1
P33241 Isoform 3 of Lymphocyte-specific protein 1
P20702 Integrin alpha-X
P08246 Neutrophil elastase
Q13951 Isoform 2 of Core-binding factor subunit beta
[0012] P30530 Tyrosine-protein kinase receptor UFO
[0013] [¥% 12]
Accession Protein name
Q96QR1 Secretoglobin family 3A member 1
P05413 Fatty acid-binding protein, heart
P07998 Ribonuclease pancreatic
P03950 Angiogenin
Q9BRF8 Serine/threonine-protein phosphatase CPPED1
QSBZV1 UBX domain-containing protein 6
014964 Hepatocyte growth factor-regulated tyrosine kinase substrate
000757 Fructose-1,6-bisphosphatase isozyme 2
Q99962 Endophilin-A1
Q8TB96 T-cell immunomodulatory protein
Q8IZAO Dyslexia-associated protein KIAAD319-like protein
[0014] pP25940 Collagen alpha-3(V) chain
[0015] 2oy e 542 A7Ae) AgeA 47 B 11 % ® 1201 714" sy o] whld mi= o] mRNA

_16_



[0016]

[0018]

[0020]

[0021]

[0022]

ZIHSd 10-2021-0049684
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[ 11]

Accession Protein name
P13747 HLA class | histocompatibility antigen, alpha chain E
QINSB2 Keratin, type Il cuticular Hb4

Q14525 i Keratin, type | cuticular Ha3-II
P13612 Integrin alpha-4

Q5SRES Nucleoporin NUP188 homolog

| QO9BZH6 | WD repeat-containing protein 11 |

Q8IXH7 Negative elongation factor C/D

QINYP7 Isofarm 2 of Elongatio:r;):e\if:r‘)sz long chain fatty acids
075309 . Cadherin-16
P06681 Complement C2

Q86UX7 Fermitin family homolog 3

076013 Keratin, type | cuticular Ha6

QSNPH3 Isoform 4 of Interleukin-1 receptor accessory protein
000338 Isoform Long of Sulfotransferase 1C2
Q99712 ATP-sensitive inward rectifier potassium channel 15
Q15382 GTP-binding protein Rheb
P15941 Isoform 2 of Mucin-1
P33241 Isoform 3 of Lymphocyte-specific protein 1
P20702 Integrin alpha-X
P08246 Neutrophil elastase

Q13951 Isoform 2 of Core-binding factor subunit beta
P30530 Tyrosine-protein kinase receptor UFO
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[0023] [®& 12]
Accession Protein name
Q96QR1 Secretoglobin family 3A member 1
P05413 Fatty acid-binding protein, heart
P07998 Ribonuclease pancreatic
P03950 Angiogenin
QO9BRF8 Serine/threonine-protein phosphatase CPPED1
QO9BZV1 UBX domain-containing protein 6
014964 Hepatocyte growth factor-regulated tyrosine kinase substrate
Q00757 Fructose-1,6-bisphosphatase isozyme 2
Q99962 Endophilin-A1
Q8TB96 T-cell immunomodulatory protein
Q8IZA0 Dyslexia-associated protein KIAA0319-like protein
[0024] pP25940 Collagen alpha-3(V) chain
[0025] 2 o] A FEgoA, AV 2AES 7] & 13 2 B 140 7AE dlAR o]Rox] ToRFy HEH
St ol wud mE oo mRNA BA £ES S AAE O E£FHE 2D 5 gout, ol Aus
A& ot
[0026] [ 13]
Accession Protein Name S::;
P30486 HLA class | histocompatibility antigen, B-48 alpha chain HLA-B
Q2TB90 Putative hexokinase HKDC1 HKDC1
P78386 Keratin, type Il cuticular Hb5 KRT85
Q8N4QT-2 Isoform 2 of Mit:rfgc;:;igaltjlr;tc;?;mb;gne space import CHCHD4
095436 Sodium-dependent phosphate transport protein 2B SLC34A2
P49863 Granzyme K GZMK
Q14376 UDP-glucose 4-epimerase GALE
Q8N4Q0 Prostaglandin reductase 3 ZADH2
Q9HOD2 Zinc finger protein 541 ZNF541
[0027] P83110 Serine protease HTRA3 HTRA3
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[0028]

[0029]

[0030]

ZIHSd 10-2021-0049684

Q4GOF5 Vacuolar protein sorting-associated protein 268 VPS26B
Q53HCY Protein TSSC1 EIPR1
AGNED2 BTB/POZ domain-containing protein 17 BTBD17
Q9BV23 Monoacylglycerol lipase ABHD6 ABHD6
Q92629-2 Isoform 2 of Delta-sarcoglycan SGCD
P29323 Ephrin type-B receptor 2 EPHB2
Q3M2HD2_ Isoform 2 of Protein LSM12 homolog LSM12
Q12788 Transducin beta-like protein 3 TBL3
Q9BUBY Transmembrane protein 70, mitochondrial TMEMT0
Q68D85 Natural cytotoxicity triggering receptor 3 ligand 1 NCR3LG1
(095837 Guanine nucleotide-binding protein subunit alpha-14 GNA14
QONRKE ATP-binding Cass:—ﬁijﬁ:;;;?glily B member 10, ABCB10
095251 Histone acetyltransferase KATY KAT7
Q5TGZ0 MICOS complex subunit MIC10 MINOST
QB8IWA4 Mitofusin-1 MFN1
QeZUX7 Lipoma HMGIC fusion partner-like 2 protein LHFPL2
P00742 Coagulation factor X F10
Q8N3V7 Synaptopodin SYNPO
Q15800 Methylsterol monooxygenase 1 MSMO1
Q6ZRI8 Rho GTPase-activating protein 36 ARH(BBAPB
060907 F-box-like/WD repeat-containing protein TBL1X TBL1X
QINPAS Transeription and mRNA export factor ENY2 ENY2
Q9v2ig-2 lsoform 2 of WD repeat-containing protein 37 WDR37
Q5VTR2 E3 ubiquitin-protein ligase BRETA RNF20
Q8N2H3 Pyridine nuc|eotifsr;:i;?:ilrzi;T:)rc:ii;?lrgductase domain- PYROXD?2
000622 Protein CYR61 CYR61
P38571 Lysosomal acid lipase/cholesteryl ester hydrolase LIPA
P19387 DNA-directed RNA polymerase Il subunit RPB3 POLR2C
Q92541 RNA polymerase-associated protein RTF1 homoleg RTF1
Q9HC16 DNA dC->dU-editing enzyme APOBEC-3G APOBEC3G
QINRX1 RNA-binding protein PNO1 PNO1
Q7z412 Peroxisome assembly protein 26 PEX26
QT7LFX5 Carbohydrate sulfotransferase 15 CHST15
A4D1TES GTP-binding protein 10 GTPBP10
QB8N3G9 Transmembrane pratein 130 TMEM130
Q07092 Collagen alpha-10{V1) chain COL16A1
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[0031]

[0032]

[0033]

[0034]

ZIHSd 10-2021-0049684

095832 Claudin-1 CLDNT
Q9H788 SH2 domain-containing protein 4A SH2D4A
Q9UBB5 Methyl-CpG-binding domain protein 2 MBD2
Q13616 Cullin-1 cuLt
Q817)3 C3 and PZP-like alpha—E—S':gtt:;?r?lgbulin domain-containing CPAMDS
095258-3 Isoform 3 of Brain mitochondrial carrier protein 1 SLC25A14
Q9NVR2 Integrator complex subunit 10 INTS10
Q9H300 Presenilins-associated rhomboid-like protein, mitochondrial PARL
Q8IWAD WD repeat-containing protein 75 WDR75
[ 14]
Accession Protein Name Gene Name
P35579-2 Isoform 2 of Myosin-9 MYH9
P01889 HLA class | histocompatibility antigen, B-7 alpha chain HLA-B
P61978-2 lsoform 2 of Heterogeneous nuclear ribonucleoprotein K HNRNPK
P50993 Sodium/potassium-transporting ATPase subunit alpha-2 ATP1A2
P30499 HLA class | histocompatibility antigen, Cw-1 alpha chain HLA-C
Q9H9GT Protein argonaute-3 AGO3
POCG39 POTE ankyrin domain family member J POTE)
Q96PK6-5 Isoform 5 of RNA-binding protein 14 RBM14
QB8NFPS Neurobeachin NBEA
Q8N474 Secreted frizzled-related protein 1 SFRP1
P63172 Dynein light chain Tctex-type 1 DYNLT1
Q16576-2 Isoform 2 of Histone-binding protein RBBP7 RBBP7
QouQPr3 Tenascin-N TNN
Q96F07 Cytoplasmic FMR1-interacting protein 2 CYFIP2
QsiwL2-2 lsoform 2 of Pulmonary surfactant-associated protein A1 SFTPA1
P40855 Peroxisomal biogenesis factor 19 PEX19
Q92922 SWI/SNF complex subunit SMARCC1 SMARCC1
P51151 Ras-related protein Rab-9A RABYA
Q9B7F9 Uveal autoantigen with coiled-coil domains and ankyrin repeats UACA

_20_



[0035]

[0036]

[0037]

ZIHSd 10-2021-0049684

QBN5J2-3 Isoform 3 of Ubiquitin carboxyl-terminal hydrolase MINDY-1 MINDYT
P49006 MARCKS-related protein MARCKSL1
AOAOCADH31 Immunoglobulin heavy variable 1-18 IGHV1-18
000142-6 Isoform 6 of Thymidine kinase 2, mitochondrial TK2
Q96A49 Synapse-associated protein 1 SYAP1
043924 Retinal rod rhodopsin—sensigzrgucrﬁﬁllI?;S'—cycl|'c phosphodiesterase PDEED
Q6l9Y2 THO complex subunit 7 homolog THOCT
Q965M3 Probable carboxypeptidase X1 CPXM1
QB86Y56 Dynein assembly factor 5, axonemal DNAAFS
QBNBK3 Sulfatase-modifying factor 1 SUMF1
P23588 Eukaryotic translation initiation factor 4B EIF4B
Q13464 Rho-associated protein kinase 1 ROCK1
015355 Protein phosphatase 1G PPM1G
PO7204 Thrembomodulin THBD
Q6P4F2 Ferredoxin-2, mitochondrial FDX2
Q96A19 Coiled-coil domain-containing protein 102A CCDC102A
060687 Sushi repeat-containing protein SRPX2 SRPX2
Q96IG2 F-box/LRR-repeat protein 20 FBXL20
Q9BWUD Kanadaptin SLC4ATAP
Q9H1Z4 WD repeat-containing protein 13 WDR13
Q9Y3A3 MOB-like protein phocein, MOB4
Q9HCUO Endosialin D248
Q14247-2 Isoform 2 of Src substrate cortactin CTTN
Q32P44-2 Isoform 2 of Echinoderm microtubule-associated protein-like 3 EML3
P35658-5 Isoform 5 of Nudlear pore complex protein Nup214 NUP214
P53367 Arfaptin-1 ARFIP1
QYUGR2 Zinc finger CCCH domain-containing protein 7B ZC3HTB
014974 Protein phosphatase 1 regulatory subunit 12A PPP1R12A
P61601 Neurocalcin-delta NCALD
Q86572 Trafficking protein particle complex subunit 6B TRAPPC6B
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[0038]

[0039]

[0040]

ZIHSd 10-2021-0049684

Q9BX67 Junctional adhesion molecule C JAM3
Q86YB8 ERO1-like protein beta EROC1B
Q86VS8 Protein Hook homalog 3 HOOK3
Q96T51 RUN and FYVE domain-containing protein 1 RUFY1
Q14192 Four and a half LIM domains protein 2 FHL2
P60983 Glia maturation factor beta GMFB
075063 Glycosaminoglycan xylosylkinase FAM20B
P82094-2 Isoform 2 of TATA element modulatory factor TMF1
060784-2 Isoform 2 of Target of Myb protein 1 TOM1
Q9H4AS Golgi phosphoprotein 3-like GOLPH3L
Q9NRN5 Qlfactomedin-like protein 3 OLFML3
Q9H2PO Activity-dependent neuroprotector homeobox protein ADNP
QINUM4 Transmembrane protein 1068 TMEM106B
Q8TDD1-2 Isoform 2 of ATP-dependent RNA helicase DDX54 DDX54
QINZ43 Vesicle transport protein USE1 USE1
QINVM1 Protein eva-1 homolog B EVA1B
P49407 Beta-arrestin-1 ARRB1
Q9HD15 Steroid receptor RNA activator 1 SRA1
P30566 Adenylosuccinate lyase ADSL
QINPF4 Probable tRNA N6-adenosine threonylcarbamoyltransferase OSGEP
P49902 Cytosolic purine 5'-nucleotidase NT5C2
Q4UZR6 39S ribesomal protein L51, mitochondrial MRPL51
Q9UPTS-4 Isoform 4 of Exocyst complex component 7 EXOC7
Q9UJAS Ectonucleotide pyrophosphatase/phosphodiesterase family member 5 ENPP5
Q9H1X3-3 Isoform 3 of Dna) homolog subfamily C member 25 DNAJC25
Q86U44 N6-adenosine-methyltransferase 70 kDa subunit METTL3
Q965SU4-6 Isoform 6 of Oxysterol-binding protein-related protein 9 OSBPL9
Q8N201 Integrator complex subunit 1 INTS1
P61077-3 Isoform 3 of Ubiquitin-conjugating enzyme E2 D3 UBE2D3
096014 Protein Wnt-11 WNT11
Q9YBW3 Calpain-7 CAPN7
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[0041]

[0042]

[0043]

[0044]

ZIHSd 10-2021-0049684

p0o8582 Melanotransferrin MELTF
Q9NRF8 CTP synthase 2 CTPS2
Q13613 Myectubularin-related protein 1 MTMR1
AOMZ66-3 Isoform 3 of Shootin-1 SHTN1
Q9P2M7 Cingulin CGN
QouBWSE COP9 signalosome complex subunit 7a COPS7A
Q75716 Serine/threonine-protein kinase 16 STK16
Q5EBL8-2 Isoform 2 of PDZ domain-containing protein 11 PDZD11
QINS00 Glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase 1 C1GALT1
Q9H2U1 ATP-dependent RNA helicase DHX36 DHX36
094880 PHD finger protein 14 PHF14
Q96C19 EF-hand domain-containing protein D2 EFHD2
Q9Y5K5 Ubiquitin carboxyl-terminal hydrolase isozyme L5 UCHLS5
094911-3 Isoform 3 of ATP-binding cassette sub-family A member 8 ABCAS8
Q96LT9 RNA-binding protein 40 RNPC3
075152 Zinc finger CCCH domain-containing protein 11A ZC3HT1A
Q8N514 Dehydrogenase/reductase SDR family member on chromosome X DHRSX
p23443 Ribosomal protein S6 kinase beta-1 RPS6KB1
Q6VY07-2 Isoform 2 of Phosphofurin acidic cluster sorting protein 1 PACS1
014772 Fucose-1-phosphate guanylyltransferase FPGT
Q96N6E7 Dedicator of cytokinesis protein 7 DOCK7
Q7Z5Y6 Bone morphogenetic protein 8A BMPBA
p54922 [Protein ADP-ribosylarginine] hydrolase ADPRH
Q6ICo8 GRAM domain-containing protein 4 GRAMD4
000559-2 Isoform 2 of Receptor-bmdmgcce?l:cer antigen expressed on SiSo EBAGY
Q9HASO Protein Njmu-R1 C17orf75
Q99567 Nuclear pore complex protein Nup88 NUP88
Q05397-5 Isoform 5 of Focal adhesion kinase 1 PTK2
Q15654 Thyroid receptor-interacting protein 6 TRIP6
014562 Ubiquitin domain-containing protein UBFD1 UBFD1
QIBXW6 Oxysterol-binding protein-related protein 1 OSBPL1A
Q9pP2i0 Cleavage and polyadenylation specificity factor subunit 2 CPSF2
Q5VSL9 Striatin-interacting protein 1 STRIP1
Q9POU4-2 Isoform 2 of CXXC-type zinc finger protein 1 CXXC1
Q969R5 Lethal(3)malignant brain tumor-like protein 2 L3MBTL2
Q12926 ELAV-like protein 2 ELAVL2
p20908 Collagen alpha-1(V) chain COL5A1
Q9Y6F6-7 Isoform 7 of Protein MRVI1 MRVI1
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[0045]

[0046]

[0047]

ZIHSd 10-2021-0049684

QBNGA1 Olfactory receptor 1M1 OR1M1
Q96566 Chloride channel CLIC-like protein 1 CLCC1
Q9P2P5 E3 ubiquitin-protein ligase HECW2 HECW2
043592 Exportin-T XPOT
Q9HOR8-2 | Isoform 2 of Gamma-aminobutyric acid receptor-associated protein-like 1 GABARAPL1
043290 U4/U6.U5 tri-snRNP-associated protein 1 SART1
Q86U86 Protein polybromo-1 PBRM1
Q14728 Major facilitator superfamily domain-containing protein 10 MFSD10
P49914 5-formyltetrahydrofolate cyclo-ligase MTHFS
Q68CPI AT-rich interactive domain-containing protein 2 ARID2
Q8NCK7 Monocarboxylate transporter 11 SLC16A11
P48745 Protein NOV homolog NOV
P06746 DNA polymerase beta POLB
043847-2 Isoform 2 of Nardilysin NRDC
Q9Y385 Ubiquitin-conjugating enzyme E2 J1 UBE2J1
Q96AA8-3 Isoform 3 of Janus kinase and microtubule-interacting protein 2 JAKMIP2
P98173 Protein FAM3A FAM3A
P54278 Mismatch repair endonuclease PMS2 PMS2
Q9YeQ3-2 Isoform 2 of Zinc finger protein 37 homolog ZFP37
Q8N465 D-2-hydroxyglutarate dehydrogenase, mitochondrial D2HGDH
Q15413 Ryanodine receptor 3 RYR3
P46821 Microtubule-associated protein 1B MAP1B
Q86UV5-8 Isoform 8 of Ubiquitin carboxyl-terminal hydrolase 48 USP48
Q6YHK3 CD109 antigen CD109
095182 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7 NDUFA7
Q96BR1 Serine/threonine-protein kinase Sgk3 SGK3
Q9BRC7 1-phesphatidylinositol 4,5-bisphosphate phosphodiesterase delta-4 PLCD4
Q05048 Cleavage stimulation factor subunit 1 CSTF1
043670-4 | Isoform 4 of BUB3-interacting and GLEBS motif-containing protein ZNF207 ZNF207
Q13501 Sequestosome-1 SQSTM1
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[0048]

[0049]

[0051]

[0052]

[0053]

[0054]

[0055]

[0056]

[0057]

ZIHSd 10-2021-0049684

Q05086 Ubiquitin-protein ligase E3A UBE3A
095976 Immunoglobulin superfamily member 6 IGSF6
P57764 Gasdermin-D GSDMD
075223 Gamma-glutamylcyclotransferase GGCT
Q15025 TNFAIP3-interacting protein 1 TNIP1
Q9BXMO Periaxin PRX
Q96PX9 Pleckstrin homology domain-containing family G member 4B PLEKHG4B
A2RTX5 Probable threonine--tRNA ligase 2, cytoplasmic TARSL2
P52948 Nuclear pore complex protein Nup98-Nup96 NUP98
Q09472 Histone acetyltransferase p300 EP300
Q7Z3K3 Poge transposable element with ZNF domain POGZ
QawvQ1 Soluble calcium-activated nucleotidase 1 CANT1
PASASA-3 Isoform 3 of Serlne/threonlne-prote[_n phosphatase 2B catalytic subunit PPP3CC
gamma isoform
Q13367-4 Isoform 4 of AP-3 complex subunit beta-2 AP3B2
Q13114-2 Isoferm 2 of TNF receptor-associated factor 3 TRAF3
Q96JE7 Protein transport protein Sec16B SEC16B
P33240 Cleavage stimulation factor subunit 2 CSTF2
Q8NS67 Leucine-rich repeat and transmembrane domain-containing protein 2 LRTM2
Q14667 Protein KIAAO100 KIAA0100
Q8IZuUs Dermatan-sulfate epimerase-like protein DSEL
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[0058]

[0059]

[0060]

[0061]

[0062]

[0064]

[0066]

[0067]

ZIHSd 10-2021-0049684

ool oo oo, 7] gl B sE2 2y Bsh, ELISA, AR Ak WY &

AbH S99 THEY H 82 (Ouchterlony  immunodiffusion), 2ZAE W H7])9 % (Rocket
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[0069]

[0071]

[0072]

[0073]

ZIHSd 10-2021-0049684

E:d E:d f e o)Rolxl worRE A st oje] wuld mi ole)
mRNA 2 s SHsE AAE fFaEdEoR xdshe & 99y o2 Wol I /7 (EFVPIC,
3N 1 s
= - =]

=
X Z(NIFTP, noninvasive follicular thyroid neoplasm

Encapsulated FVPTC)3} -F-F<bAF Al
with papillary- like nuclear feature)?] #¥HF-8& ZAEo| &3 Ao},
[ 11]
Accession Protein name
P13747 HLA class | histocompatibility antigen, alpha chain E
QINSB2 Keratin, type Il cuticular Hb4
Q14525 Keratin, type | cuticular Ha3-II
P13612 Integrin alpha-4
Q5SRES Nucleoporin NUP188 homolog
Q9BZH6 WD repeat-containing protein 11
Q8IXH7 Negative elongation factor C/D
QINYP7 Isoform 2 of Elongatio;r;):e\{:r‘)sz long chain fatty acids
075309 Ca%rin-?ﬁ
P06681 Complement C2
Q86UX7 Fermitin family homolog 3
076013 Keratin, type | cuticular Ha6
Q9NPH3 Isoform 4 of Interleukin-1 receptor accessory protein
000338 Isoform Long of Sulfotransferase 1C2
Q99712 ATP-sensitive inward rectifier potassium channel 15
Q15382 GTP-binding protein Rheb
P15941 Isoform 2 of Mucin-1
P33241 Isoform 3 of Lymphocyte-specific protein 1
P20702 Integrin alpha-X
P08246 Neutrophil elastase
Q13951 Isoform 2 of Core-binding factor subunit beta
P30530 Tyrosine-protein kinase receptor UFO

_27_



ZIHSd 10-2021-0049684

[0074] [®& 12]
Accession Protein name
Q96QR1 Secretoglobin family 3A member 1
P05413 Fatty acid-binding protein, heart
P07998 Ribonuclease pancreatic
P03950 Angiogenin
QO9BRF8 Serine/threonine-protein phosphatase CPPED1
QO9BZV1 UBX domain-containing protein 6
014964 Hepatocyte growth factor-regulated tyrosine kinase substrate
Q00757 Fructose-1,6-bisphosphatase isozyme 2
Q99962 Endophilin-A1
Q8TB96 T-cell immunomodulatory protein
Q8IZA0 Dyslexia-associated protein KIAA0319-like protein
(0075] P25940 Collagen alpha-3(V) chain
0076] ¥ wgeld], A7) 2HBE Y] K 13 L E lo] @A olFolz TomRE A9 sht oo W
L olo] mVA R £EE SHAE AAE O ET 5 2ort, oo AgHE Ae oo,
[0077] [3% 13]
Accession Protein Name S::;
P30486 HLA class | histocompatibility antigen, B-48 alpha chain HLA-B
Q2TB90 Putative hexokinase HKDC1 HKDC1
P78386 Keratin, type Il cuticular Hb5 KRT85
Q8N4QT-2 Isoform 2 of Mit:rfgc;:;igaltjlr;tc;?;mb;gne space import CHCHD4
095436 Sodium-dependent phosphate transport protein 2B SLC34A2
P49863 Granzyme K GZMK
Q14376 UDP-glucose 4-epimerase GALE
Q8N4Q0 Prostaglandin reductase 3 ZADH2
Q9HOD2 Zinc finger protein 541 ZNF541
[0078] P83110 Serine protease HTRA3 HTRA3
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[0079]

[0080]

[0081]
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Q4GOF5 Vacuolar protein sorting-associated protein 268 VPS26B
Q53HCY Protein TSSC1 EIPR1
AGNED2 BTB/POZ domain-containing protein 17 BTBD17
Q9BV23 Monoacylglycerol lipase ABHD6 ABHD6
Q92629-2 Isoform 2 of Delta-sarcoglycan SGCD
P29323 Ephrin type-B receptor 2 EPHB2
Q3M2HD2_ Isoform 2 of Protein LSM12 homolog LSM12
Q12788 Transducin beta-like protein 3 TBL3
Q9BUBY Transmembrane protein 70, mitochondrial TMEMT0
Q68D85 Natural cytotoxicity triggering receptor 3 ligand 1 NCR3LG1
(095837 Guanine nucleotide-binding protein subunit alpha-14 GNA14
QONRKE ATP-binding Cass:—ﬁijﬁ:;;;?glily B member 10, ABCB10
095251 Histone acetyltransferase KATY KAT7
Q5TGZ0 MICOS complex subunit MIC10 MINOST
QB8IWA4 Mitofusin-1 MFN1
QeZUX7 Lipoma HMGIC fusion partner-like 2 protein LHFPL2
P00742 Coagulation factor X F10
Q8N3V7 Synaptopodin SYNPO
Q15800 Methylsterol monooxygenase 1 MSMO1
Q6ZRI8 Rho GTPase-activating protein 36 ARH(BBAPB
060907 F-box-like/WD repeat-containing protein TBL1X TBL1X
QINPAS Transeription and mRNA export factor ENY2 ENY2
Q9v2ig-2 lsoform 2 of WD repeat-containing protein 37 WDR37
Q5VTR2 E3 ubiquitin-protein ligase BRETA RNF20
Q8N2H3 Pyridine nuc|eotifsr;:i;?:ilrzi;T:)rc:ii;?lrgductase domain- PYROXD?2
000622 Protein CYR61 CYR61
P38571 Lysosomal acid lipase/cholesteryl ester hydrolase LIPA
P19387 DNA-directed RNA polymerase Il subunit RPB3 POLR2C
Q92541 RNA polymerase-associated protein RTF1 homoleg RTF1
Q9HC16 DNA dC->dU-editing enzyme APOBEC-3G APOBEC3G
QINRX1 RNA-binding protein PNO1 PNO1
Q7z412 Peroxisome assembly protein 26 PEX26
QT7LFX5 Carbohydrate sulfotransferase 15 CHST15
A4D1TES GTP-binding protein 10 GTPBP10
QB8N3G9 Transmembrane pratein 130 TMEM130
Q07092 Collagen alpha-10{V1) chain COL16A1
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095832 Claudin-1 CLDNT
Q9H788 SH2 domain-containing protein 4A SH2D4A
Q9UBB5 Methyl-CpG-binding domain protein 2 MBD2
Q13616 Cullin-1 cuLt
Q817)3 C3 and PZP-like alpha—E—S':gtt:;?r?lgbulin domain-containing CPAMDS
095258-3 Isoform 3 of Brain mitochondrial carrier protein 1 SLC25A14
Q9NVR2 Integrator complex subunit 10 INTS10
Q9H300 Presenilins-associated rhomboid-like protein, mitochondrial PARL
Q8IWAD WD repeat-containing protein 75 WDR75
[ 14]
Accession Protein Name Gene Name
P35579-2 Isoform 2 of Myosin-9 MYH9
P01889 HLA class | histocompatibility antigen, B-7 alpha chain HLA-B
P61978-2 lsoform 2 of Heterogeneous nuclear ribonucleoprotein K HNRNPK
P50993 Sodium/potassium-transporting ATPase subunit alpha-2 ATP1A2
P30499 HLA class | histocompatibility antigen, Cw-1 alpha chain HLA-C
Q9H9GT Protein argonaute-3 AGO3
POCG39 POTE ankyrin domain family member J POTE)
Q96PK6-5 Isoform 5 of RNA-binding protein 14 RBM14
QB8NFPS Neurobeachin NBEA
Q8N474 Secreted frizzled-related protein 1 SFRP1
P63172 Dynein light chain Tctex-type 1 DYNLT1
Q16576-2 Isoform 2 of Histone-binding protein RBBP7 RBBP7
QouQPr3 Tenascin-N TNN
Q96F07 Cytoplasmic FMR1-interacting protein 2 CYFIP2
QsiwL2-2 lsoform 2 of Pulmonary surfactant-associated protein A1 SFTPA1
P40855 Peroxisomal biogenesis factor 19 PEX19
Q92922 SWI/SNF complex subunit SMARCC1 SMARCC1
P51151 Ras-related protein Rab-9A RABYA
Q9B7F9 Uveal autoantigen with coiled-coil domains and ankyrin repeats UACA
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QBN5J2-3 Isoform 3 of Ubiquitin carboxyl-terminal hydrolase MINDY-1 MINDYT
P49006 MARCKS-related protein MARCKSL1
AOAOCADH31 Immunoglobulin heavy variable 1-18 IGHV1-18
000142-6 Isoform 6 of Thymidine kinase 2, mitochondrial TK2
Q96A49 Synapse-associated protein 1 SYAP1
043924 Retinal rod rhodopsin—sensigzrgucrﬁﬁllI?;S'—cycl|'c phosphodiesterase PDEED
Q6l9Y2 THO complex subunit 7 homolog THOCT
Q965M3 Probable carboxypeptidase X1 CPXM1
QB86Y56 Dynein assembly factor 5, axonemal DNAAFS
QBNBK3 Sulfatase-modifying factor 1 SUMF1
P23588 Eukaryotic translation initiation factor 4B EIF4B
Q13464 Rho-associated protein kinase 1 ROCK1
015355 Protein phosphatase 1G PPM1G
PO7204 Thrembomodulin THBD
Q6P4F2 Ferredoxin-2, mitochondrial FDX2
Q96A19 Coiled-coil domain-containing protein 102A CCDC102A
060687 Sushi repeat-containing protein SRPX2 SRPX2
Q96IG2 F-box/LRR-repeat protein 20 FBXL20
Q9BWUD Kanadaptin SLC4ATAP
Q9H1Z4 WD repeat-containing protein 13 WDR13
Q9Y3A3 MOB-like protein phocein, MOB4
Q9HCUO Endosialin D248
Q14247-2 Isoform 2 of Src substrate cortactin CTTN
Q32P44-2 Isoform 2 of Echinoderm microtubule-associated protein-like 3 EML3
P35658-5 Isoform 5 of Nudlear pore complex protein Nup214 NUP214
P53367 Arfaptin-1 ARFIP1
QYUGR2 Zinc finger CCCH domain-containing protein 7B ZC3HTB
014974 Protein phosphatase 1 regulatory subunit 12A PPP1R12A
P61601 Neurocalcin-delta NCALD
Q86572 Trafficking protein particle complex subunit 6B TRAPPC6B
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[0090]

[0091]
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Q9BX67 Junctional adhesion molecule C JAM3
Q86YB8 ERO1-like protein beta EROC1B
Q86VS8 Protein Hook homalog 3 HOOK3
Q96T51 RUN and FYVE domain-containing protein 1 RUFY1
Q14192 Four and a half LIM domains protein 2 FHL2
P60983 Glia maturation factor beta GMFB
075063 Glycosaminoglycan xylosylkinase FAM20B
P82094-2 Isoform 2 of TATA element modulatory factor TMF1
060784-2 Isoform 2 of Target of Myb protein 1 TOM1
Q9H4AS Golgi phosphoprotein 3-like GOLPH3L
Q9NRN5 Qlfactomedin-like protein 3 OLFML3
Q9H2PO Activity-dependent neuroprotector homeobox protein ADNP
QINUM4 Transmembrane protein 1068 TMEM106B
Q8TDD1-2 Isoform 2 of ATP-dependent RNA helicase DDX54 DDX54
QINZ43 Vesicle transport protein USE1 USE1
QINVM1 Protein eva-1 homolog B EVA1B
P49407 Beta-arrestin-1 ARRB1
Q9HD15 Steroid receptor RNA activator 1 SRA1
P30566 Adenylosuccinate lyase ADSL
QINPF4 Probable tRNA N6-adenosine threonylcarbamoyltransferase OSGEP
P49902 Cytosolic purine 5'-nucleotidase NT5C2
Q4UZR6 39S ribesomal protein L51, mitochondrial MRPL51
Q9UPTS-4 Isoform 4 of Exocyst complex component 7 EXOC7
Q9UJAS Ectonucleotide pyrophosphatase/phosphodiesterase family member 5 ENPP5
Q9H1X3-3 Isoform 3 of Dna) homolog subfamily C member 25 DNAJC25
Q86U44 N6-adenosine-methyltransferase 70 kDa subunit METTL3
Q965SU4-6 Isoform 6 of Oxysterol-binding protein-related protein 9 OSBPL9
Q8N201 Integrator complex subunit 1 INTS1
P61077-3 Isoform 3 of Ubiquitin-conjugating enzyme E2 D3 UBE2D3
096014 Protein Wnt-11 WNT11
Q9YBW3 Calpain-7 CAPN7
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[0094]

[0095]

ZIHSd 10-2021-0049684

p0o8582 Melanotransferrin MELTF
Q9NRF8 CTP synthase 2 CTPS2
Q13613 Myectubularin-related protein 1 MTMR1
AOMZ66-3 Isoform 3 of Shootin-1 SHTN1
Q9P2M7 Cingulin CGN
QouBWSE COP9 signalosome complex subunit 7a COPS7A
Q75716 Serine/threonine-protein kinase 16 STK16
Q5EBL8-2 Isoform 2 of PDZ domain-containing protein 11 PDZD11
QINS00 Glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase 1 C1GALT1
Q9H2U1 ATP-dependent RNA helicase DHX36 DHX36
094880 PHD finger protein 14 PHF14
Q96C19 EF-hand domain-containing protein D2 EFHD2
Q9Y5K5 Ubiquitin carboxyl-terminal hydrolase isozyme L5 UCHLS5
094911-3 Isoform 3 of ATP-binding cassette sub-family A member 8 ABCAS8
Q96LT9 RNA-binding protein 40 RNPC3
075152 Zinc finger CCCH domain-containing protein 11A ZC3HT1A
Q8N514 Dehydrogenase/reductase SDR family member on chromosome X DHRSX
p23443 Ribosomal protein S6 kinase beta-1 RPS6KB1
Q6VY07-2 Isoform 2 of Phosphofurin acidic cluster sorting protein 1 PACS1
014772 Fucose-1-phosphate guanylyltransferase FPGT
Q96N6E7 Dedicator of cytokinesis protein 7 DOCK7
Q7Z5Y6 Bone morphogenetic protein 8A BMPBA
p54922 [Protein ADP-ribosylarginine] hydrolase ADPRH
Q6ICo8 GRAM domain-containing protein 4 GRAMD4
000559-2 Isoform 2 of Receptor-bmdmgcce?l:cer antigen expressed on SiSo EBAGY
Q9HASO Protein Njmu-R1 C17orf75
Q99567 Nuclear pore complex protein Nup88 NUP88
Q05397-5 Isoform 5 of Focal adhesion kinase 1 PTK2
Q15654 Thyroid receptor-interacting protein 6 TRIP6
014562 Ubiquitin domain-containing protein UBFD1 UBFD1
QIBXW6 Oxysterol-binding protein-related protein 1 OSBPL1A
Q9pP2i0 Cleavage and polyadenylation specificity factor subunit 2 CPSF2
Q5VSL9 Striatin-interacting protein 1 STRIP1
Q9POU4-2 Isoform 2 of CXXC-type zinc finger protein 1 CXXC1
Q969R5 Lethal(3)malignant brain tumor-like protein 2 L3MBTL2
Q12926 ELAV-like protein 2 ELAVL2
p20908 Collagen alpha-1(V) chain COL5A1
Q9Y6F6-7 Isoform 7 of Protein MRVI1 MRVI1
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[0098]
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QBNGA1 Olfactory receptor 1M1 OR1M1
Q96566 Chloride channel CLIC-like protein 1 CLCC1
Q9P2P5 E3 ubiquitin-protein ligase HECW2 HECW2
043592 Exportin-T XPOT
Q9HOR8-2 | Isoform 2 of Gamma-aminobutyric acid receptor-associated protein-like 1 GABARAPL1
043290 U4/U6.U5 tri-snRNP-associated protein 1 SART1
Q86U86 Protein polybromo-1 PBRM1
Q14728 Major facilitator superfamily domain-containing protein 10 MFSD10
P49914 5-formyltetrahydrofolate cyclo-ligase MTHFS
Q68CPI AT-rich interactive domain-containing protein 2 ARID2
Q8NCK7 Monocarboxylate transporter 11 SLC16A11
P48745 Protein NOV homolog NOV
P06746 DNA polymerase beta POLB
043847-2 Isoform 2 of Nardilysin NRDC
Q9Y385 Ubiquitin-conjugating enzyme E2 J1 UBE2J1
Q96AA8-3 Isoform 3 of Janus kinase and microtubule-interacting protein 2 JAKMIP2
P98173 Protein FAM3A FAM3A
P54278 Mismatch repair endonuclease PMS2 PMS2
Q9YeQ3-2 Isoform 2 of Zinc finger protein 37 homolog ZFP37
Q8N465 D-2-hydroxyglutarate dehydrogenase, mitochondrial D2HGDH
Q15413 Ryanodine receptor 3 RYR3
P46821 Microtubule-associated protein 1B MAP1B
Q86UV5-8 Isoform 8 of Ubiquitin carboxyl-terminal hydrolase 48 USP48
Q6YHK3 CD109 antigen CD109
095182 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7 NDUFA7
Q96BR1 Serine/threonine-protein kinase Sgk3 SGK3
Q9BRC7 1-phesphatidylinositol 4,5-bisphosphate phosphodiesterase delta-4 PLCD4
Q05048 Cleavage stimulation factor subunit 1 CSTF1
043670-4 | Isoform 4 of BUB3-interacting and GLEBS motif-containing protein ZNF207 ZNF207
Q13501 Sequestosome-1 SQSTM1
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[0099]

[0100]

[0102]

[0103]

[0104]

[0105]

[0106]
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Q05086 Ubiquitin-protein ligase E3A UBE3A
095976 Immunoglobulin superfamily member 6 IGSF6
P57764 Gasdermin-D GSDMD
075223 Gamma-glutamylcyclotransferase GGCT
Q15025 TNFAIP3-interacting protein 1 TNIP1
Q9BXMO Periaxin PRX
Q96PX9 Pleckstrin homology domain-containing family G member 4B PLEKHG4B
A2RTX5 Probable threonine--tRNA ligase 2, cytoplasmic TARSL2
P52948 Nuclear pore complex protein Nup98-Nup96 NUP98
Q09472 Histone acetyltransferase p300 EP300
Q7Z3K3 Poge transposable element with ZNF domain POGZ
QawvQ1 Soluble calcium-activated nucleotidase 1 CANT1

Isoform 3 of Serine/threcnine-protein phosphatase 2B catalytic subunit

P48454-3 : PPP3CC
gamma isoform

Q13367-4 Isoform 4 of AP-3 complex subunit beta-2 AP3B2
Q13114-2 Isoferm 2 of TNF receptor-associated factor 3 TRAF3

Q96JE7 Protein transport protein Sec16B SEC16B

P33240 Cleavage stimulation factor subunit 2 CSTF2

Q8NS67 Leucine-rich repeat and transmembrane domain-containing protein 2 LRTM2

Q14667 Protein KIAAO100 KIAA0100

Q8IZuUs Dermatan-sulfate epimerase-like protein DSEL
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2. LCMS £4

MS7H]+= Q-Exactive Plus BioPharm version (Thermo, USA)<, LC: UltiMate™ 3000 RSLCnano System
(Thermo, USA)E AF&3sloth. HElol= Al8E Sul® injectionste] 350nl/ming §& 22 NanolCe AEH

Ion trap mass spectrometer® #21& $335}3t}.

LC+= Solution A (5% acetonitrile, 0.1% formic acid)®} solution B (95% acetonitrile, 0.1% formic acid)
o] & i 12082 EFet] F 1502 FF ZEsksivh. ARgske A A9 AQUA C18 (Sum, 1250)& FX
gk WA 75um, 9127 360um, Z°] 50cm fused silica capillary columE ARE-3le] FEfol= E3HAE Fe
ST

2alE HMElol== 2000V Electrospray ionization voltages o]&ste] o]& =

emitter)= W& 20um tappered ion spray emitterE &3] AHEA7IZ2 FYst] ~HEZ HolHE & 53}
SiTt.

Orbitrap MS #A1& 400~2000 m/z ol sl Ion trap MSE 1¥H9] survey scan (resolution 30,000)3-9
Higher energy collision dissociation (HCD, 25% energy level) W21S o]-83}4] Orbitrap MSE o] &3}, 8
He] MS/MS (resolution 60,000)321S =83} t}.

5%9] dynamic exclusion optiong T3 T&HE FHEFO]= ion HEES FHA3N o™, Ion trap?l Auto gain
control target setting< Full NSOl thaiA& 3E04Z, FT MS/MSo| whsir &= 2E5S AM&31%th.

29 WkHE ZA3S RAW filed Sequest algorithm 7]¥Fe] dlo]EH|o]~ #2] software¢! Proteome Discoverer
(Thermo, USA, version 2.2)Z o]&3dlo] AA 24 2 Label free A 48 Fa3 ).

Felol= W (modification) A|2=HQl ZMuPr]| =€l 3} (cystein carbamidomethylation)E LA E W0z
AR N-ge olxAE3l, wEled  AF3l(methionine oxidation), >3- A€ (phospho- serine),
~Egod, 9 -ElE2AL opksl wgor MAste] 53Tt

EYA vl A (Trypsin miss cleavage)< “17 @2 o] &3l on,

AddolgHol~E 20173 790 thEZE WS syissprot sequence DBE ARE3I3ATH.

Bioinformatics & ¥4 &4

4,
54" 9WAES Uniprot accession numberE query® AF&38le] ClueG0 TE1AE& o] &3}
ontology (GO)E #A383itt.

Nom, gene

R T2 1S 83} heatmap % clustering #2413} volcano plot 415
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AAlo 1. NIFTP9} &4 EFVPICS] ZZA|FOA 2pEA o2 HHH= Gl upolovtA HE

NIFTPS} 79 EFVPICS] 2HAme] @iiAlE uids AdFLA7E ol&stel GdAs 44, 4% 24&
Feet Az, & 20] vehd vkel Zo], venn diagram®] FEIR F 3,972719 A 22A @A ES HEEg
=

NIFTP ZA oM & 3,79270, H-&A EFVPTC ZH o= 3,78871¢ vl dSo] A},

olF F MY AN FEHA 3,608717F BAEJI NIFIP %32 EojH o2 1847 wwldoe] 384 EFVPTC
z37 Bolxoz 1807 wido] HAEA ALt
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#£ 1
[0178] 2873 EFVPICAl A RE EA = AL NIFTPAl A = AEHA e vz
Information Found in Sample
Group
Accession |ProteinName GeneName EFVPTC  |NIFTP
P35579-2 |[Isoform 2 of Myosin-9 MYH9 High Not Found
P01889 HLA class I histocompatibility antigen, B-7 alpha HLA-B High Not Found
chain
P61978-2 |[Isoform 2 of Heterogeneous nuclear ribonucleoprotein K |HNRNPK High Not Found
P50993 Sodium/potassium—transporting ATPase subunit alpha-2 ATP1A2 High Not Found
P30499 HLA class I histocompatibility antigen, Cw-1 alpha HLA-C High Not Found
chain
Q9HIG7 Protein argonaute-3 AGO3 High Not Found
POCG39 POTE ankyrin domain family member J POTEJ High Not Found
Q96PK6-5 |Isoform 5 of RNA-binding protein 14 RBM14 High Not Found
Q8NFP9 Neurobeachin NBEA High Not Found
Q8N474 Secreted frizzled-related protein 1 SFRP1 High Not Found
P63172 Dynein light chain Tctex—type 1 DYNLT1 High Not Found
Q16576-2 |Isoform 2 of Histone-binding protein RBBP7 RBBP7 High Not Found
QoUQP3 Tenascin-N TNN High Not Found
Q96F07 Cytoplasmic FMRI-interacting protein 2 CYFIP2 High Not Found
Q8IWL2-2 |[Isoform 2 of Pulmonary surfactant-associated protein SFTPA1 High Not Found
Al
P40855 Peroxisomal biogenesis factor 19 PEX19 High Not Found
Q92922 SWI/SNF complex subunit SMARCCI SMARCC1 High Not Found
Q96QR1 Secretoglobin family 3A member 1 SCGB3A1 High Not Found
P05413 Fatty acid-binding protein, heart FABP3 High Not Found
P51151 Ras-related protein Rab-9A RAB9A High Not Found
Q9BZF9 Uveal autoantigen with coiled-coil domains and ankyrin |UACA High Not Found
repeats
Q8N5J2-3 |Isoform 3 of Ubiquitin carboxyl-terminal hydrolase MINDY1 High Not Found
MINDY-1
P49006 MARCKS-related protein MARCKSL1 High Not Found
AOAOC4DHS | Immunoglobulin heavy variable 1-18 IGHV1-18 High Not Found
1
000142-6 | Isoform 6 of Thymidine kinase 2, mitochondrial TK2 High Not Found
QI9BRF8 Serine/threonine-protein phosphatase CPPED1 CPPED1 High Not Found
Q96A49 Synapse-associated protein 1 SYAP1 High Not Found
043924 Retinal rod rhodopsin-sensitive cGMP 3',5'-cyclic PDE6ED High Not Found
phosphodiesterase subunit delta
Q6I9Y2 THO complex subunit 7 homolog THOC7 High Not Found
Q96SM3 Probable carboxypeptidase X1 CPXM1 High Not Found
Q86Y56 Dynein assembly factor 5, axonemal DNAAF5 High Not Found
Q8NBK3 Sulfatase-modifying factor 1 SUMF1 High Not Found
P23588 Eukaryotic translation initiation factor 4B EIF4B High Not Found
Q13464 Rho-associated protein kinase 1 ROCK1 High Not Found
015355 Protein phosphatase 1G PPM1G High Not Found
P07204 Thrombomodul in THBD High Not Found
Q6P4F2 Ferredoxin-2, mitochondrial FDX2 High Not Found
P07998 Ribonuclease pancreatic RNASE1 High Not Found
Q96A19 Coiled-coil domain-containing protein 102A CCDC102A High Not Found
060687 Sushi repeat—containing protein SRPX2 SRPX2 High Not Found
Q961G2 F-box/LRR-repeat protein 20 FBXL20 High Not Found
Q9BWUO Kanadapt in SLC4A1AP High Not Found
Q9H174 WD repeat—-containing protein 13 WDR13 High Not Found
Q9Y3A3 MOB-1ike protein phocein MOB4 High Not Found
Q9HCUO Endosialin CD248 High Not Found
Q14247-2 |Isoform 2 of Src substrate cortactin CTTN High Not Found
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Q32P44-2 | Isoform 2 of Echinoderm microtubule-associated EML3 High Not Found
protein-like 3
P35658-5 [Isoform 5 of Nuclear pore complex protein Nup214 NUP214 High Not Found
P53367 Arfaptin-1 ARFIP1 High Not Found
014964 Hepatocyte growth factor-regulated tyrosine kinase HGS High Not Found
substrate
Q9UGR2 Zinc finger CCCH domain-containing protein 7B ZC3H7B High Not Found
014974 Protein phosphatase 1 regulatory subunit 12A PPP1R12A High Not Found
P61601 Neurocalcin—delta NCALD High Not Found
Q86572 Trafficking protein particle complex subunit 6B TRAPPC6B High Not Found
Q9BX67 Junctional adhesion molecule C JAM3 High Not Found
Q8TB96 T-cell immunomodulatory protein ITFG1 High Not Found
Q86YBS8 ERO1-1ike protein beta ERO1B High Not Found
Q86VS8 Protein Hook homolog 3 HOOK3 High Not Found
Q96T51 RUN and FYVE domain-containing protein 1 RUFY1 High Not Found
Q14192 Four and a half LIM domains protein 2 FHL2 High Not Found
P60983 Glia maturation factor beta GMFB High Not Found
075063 Glycosaminoglycan xylosylkinase FAM20B High Not Found
P82094-2 |Isoform 2 of TATA element modulatory factor TMF1 High Not Found
060784-2 | Isoform 2 of Target of Myb protein 1 TOM1 High Not Found
Q9H4A5 Golgi phosphoprotein 3-1like GOLPH3L High Not Found
QONRNS Olfactomedin-like protein 3 OLFML3 High Not Found
Q9H2P0 Activity-dependent neuroprotector homeobox protein ADNP High Not Found
QONUM4 Transmembrane protein 106B TMEM106B High Not Found
Q8TDD1-2 |[Isoform 2 of ATP-dependent RNA helicase DDX54 DDX54 High Not Found
QONZ43 Vesicle transport protein USE1 USE1 High Not Found
P25940 Collagen alpha-3(V) chain COL5A3 High Not Found
QONVM1 Protein eva-1 homolog B EVA1B High Not Found
P49407 Beta—arrestin-1 ARRB1 High Not Found
Q9HD15 Steroid receptor RNA activator 1 SRA1 High Not Found
P30566 Adenylosuccinate lyase ADSL High Not Found
QINPF4 Probable tRNA N6-adenosine OSGEP High Not Found
threonylcarbamoyltransferase
P49902 Cytosolic purine 5'-nucleotidase NT5C2 High Not Found
Q4U2R6 39S ribosomal protein L51, mitochondrial MRPL51 High Not Found
Q99962 Endophilin-Al SH3GL2 High Not Found
QOUPT5-4 | Isoform 4 of Exocyst complex component 7 EX0C7 High Not Found
000757 Fructose-1,6-bisphosphatase isozyme 2 FBP2 High Not Found
Q9UJA9 Ectonucleotide pyrophosphatase/phosphodiesterase ENPP5 High Not Found
family member 5
Q9H1X3-3 |Isoform 3 of DnaJ homolog subfamily C member 25 DNAJC25 High Not Found
Q86U44 N6-adenosine-methyltransferase 70 kDa subunit METTL3 High Not Found
Q96SU4-6 | Isoform 6 of Oxysterol-binding protein-related protein [OSBPL9 High Not Found
9
Q8N201 Integrator complex subunit 1 INTS1 High Not Found
P61077-3 |Isoform 3 of Ubiquitin—conjugating enzyme E2 D3 UBE2D3 High Not Found
096014 Protein Wnt-11 WNT11 High Not Found
Q9Y6W3 Calpain-7 CAPN7 High Not Found
P08582 Melanotransferrin MELTF High Not Found
QINRES8 CTP synthase 2 CTPS2 High Not Found
Q13613 Myotubularin-related protein 1 MTMR1 High Not Found
AOMZ66-3 | Isoform 3 of Shootin-1 SHTN1 High Not Found
QOP2M7 Cingulin CGN High Not Found
Q9UBWS COP9 signalosome complex subunit 7a COPS7A High Not Found
075716 Serine/threonine-protein kinase 16 STK16 High Not Found
Q5EBL8-2 | Isoform 2 of PDZ domain—containing protein 11 PDZD11 High Not Found
QINS00 Glycoprotein-N-acetylgalactosamine C1GALT1 High Not Found
3-beta-galactosyltransferase 1
Q9H2U1 ATP-dependent RNA helicase DHX36 DHX36 High Not Found
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Q9BZV1 UBX domain—containing protein 6 UBXN6 High Not Found
094880 PHD finger protein 14 PHF14 High Not Found
Q96C19 EF-hand domain—containing protein D2 EFHD2 High Not Found
Q9Y5K5 Ubiquitin carboxyl-terminal hydrolase isozyme L5 UCHLS High Not Found
094911-3 |Isoform 3 of ATP-binding cassette sub—family A member |[ABCA8 High Not Found
8
Q96LT9 RNA-binding protein 40 RNPC3 High Not Found
075152 Zinc finger CCCH domain-containing protein 11A ZC3H11A High Not Found
Q8N5I4 Dehydrogenase/reductase SDR family member on DHRSX High Not Found
chromosome X
P23443 Ribosomal protein S6 kinase beta—1 RPS6KB1 High Not Found
Q6VY07-2 |Isoform 2 of Phosphofurin acidic cluster sorting PACS1 High Not Found
protein 1
014772 Fucose—1-phosphate guanylyltransferase FPGT High Not Found
Q96N67 Dedicator of cytokinesis protein 7 DOCK7 High Not Found
P03950 Angiogenin ANG High Not Found
Q775Y6 Bone morphogenetic protein 8A BMP8A High Not Found
P54922 [Protein ADP-ribosylarginine] hydrolase ADPRH High Not Found
Q8IZA0 Dyslexia—associated protein KIAA0319-like protein KIAAO319L High Not Found
Q6IC98 GRAM domain—containing protein 4 GRAMD4 High Not Found
000559-2 |Isoform 2 of Receptor-binding cancer antigen expressed |[EBAGY High Not Found
on SiSo cells
Q9HASO Protein Njmu-R1 Cl70rf75 High Not Found
Q99567 Nuclear pore complex protein Nup88 NUP88 High Not Found
Q05397-5 |Isoform 5 of Focal adhesion kinase 1 PTK2 High Not Found
Q15654 Thyroid receptor—interacting protein 6 TRIP6 High Not Found
014562 Ubiquitin domain-containing protein UBFD1 UBFD1 High Not Found
QIBXW6 Oxysterol-binding protein-related protein 1 OSBPL1A High Not Found
Q9P210 Cleavage and polyadenylation specificity factor CPSF2 High Not Found
subunit 2
Q5VSL9 Striatin-interacting protein 1 STRIP1 High Not Found
Q9P0U4-2 | Isoform 2 of CXXC-type zinc finger protein 1 CXXC1 High Not Found
Q969R5 Lethal(3)malignant brain tumor-like protein 2 L3MBTL2 High Not Found
Q12926 ELAV-like protein 2 ELAVL2 High Not Found
P20908 Collagen alpha-1(V) chain COL5A1 High Not Found
Q9Y6F6-7 |Isoform 7 of Protein MRVI1 MRVI1 High Not Found
Q8NGAL Olfactory receptor 1M1 ORIM1 High Not Found
Q96566 Chloride channel CLIC-like protein 1 CLCC1 High Not Found
Q9P2P5 E3 ubiquitin-protein ligase HECW2 HECW2 High Not Found
043592 Exportin-T XPOT High Not Found
Q9HOR8-2 |[Isoform 2 of Gamma—aminobutyric acid GABARAPL1 High Not Found
receptor—associated protein-like 1
043290 U4/U6.U5 tri-snRNP-associated protein 1 SART1 High Not Found
Q86U86 Protein polybromo-1 PBRM1 High Not Found
Q14728 Major facilitator superfamily domain-containing MFSD10 High Not Found
protein 10
P49914 5-formyltetrahydrofolate cyclo-ligase MTHFS High Not Found
Q68CP9 AT-rich interactive domain—containing protein 2 ARID2 High Not Found
Q8NCK7 Monocarboxylate transporter 11 SLC16A11 High Not Found
P48745 Protein NOV homolog NOV High Not Found
P06746 DNA polymerase beta POLB High Not Found
043847-2 |Isoform 2 of Nardilysin NRDC High Not Found
Q9Y385 Ubiquitin-conjugating enzyme E2 J1 UBE2J1 High Not Found
Q96AA8-3 |Isoform 3 of Janus kinase and microtubule—interacting |JAKMIP2 High Not Found
protein 2
P98173 Protein FAM3A FAM3A High Not Found
P54278 Mismatch repair endonuclease PMS2 PMS2 High Not Found
Q9Y6Q3-2 | Isoform 2 of Zinc finger protein 37 homolog ZFP37 High Not Found
Q8N465 D-2-hydroxyglutarate dehydrogenase, mitochondrial D2HGDH High Not Found
Q15413 Ryanodine receptor 3 RYR3 High Not Found
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P46821 Microtubule-associated protein 1B MAP1B High Not Found
Q86UV5-8 |Isoform 8 of Ubiquitin carboxyl-terminal hydrolase 48 [USP48 High Not Found
Q6YHK3 CD109 antigen CD109 High Not Found
095182 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex NDUFA7 High Not Found
subunit 7
Q96BR1 Serine/threonine-protein kinase Sgk3 SGK3 High Not Found
Q9BRC7 1-phosphatidylinositol 4,5-bisphosphate PLCD4 High Not Found
phosphodiesterase delta—4
Q05048 Cleavage stimulation factor subunit 1 CSTF1 High Not Found
043670-4 |Isoform 4 of BUB3-interacting and GLEBS ZNF207 High Not Found
motif-containing protein ZNF207
Q13501 Sequestosome—1 SQSTM1 High Not Found
Q05086 Ubiquitin—protein ligase E3A UBE3A High Not Found
095976 Immunoglobulin superfamily member 6 1GSF6 High Not Found
P57764 Gasdermin-D GSDMD High Not Found
075223 Gamma-glutamylcyclotransferase GGCT High Not Found
Q15025 TNFAIP3-interacting protein 1 TNIP1 High Not Found
QI9BXMO Periaxin PRX High Not Found
Q96PX9 Pleckstrin homology domain-containing family G member |PLEKHG4B High Not Found
4B
A2RTX5 Probable threonine——tRNA ligase 2, cytoplasmic TARSL2 High Not Found
P52948 Nuclear pore complex protein Nup98-Nup96 NUP98 High Not Found
Q09472 Histone acetyltransferase p300 EP300 High Not Found
Q77Z3K3 Pogo transposable element with ZNF domain POGZ High Not Found
Q8WVQ1 Soluble calcium-activated nucleotidase 1 CANT1 High Not Found
P48454-3 |Isoform 3 of Serine/threonine-protein phosphatase 2B PPP3CC High Not Found
catalytic subunit gamma isoform
Q13367-4 |Isoform 4 of AP-3 complex subunit beta—2 AP3B2 High Not Found
Q13114-2 |Isoform 2 of TNF receptor—associated factor 3 TRAF3 High Not Found
Q96JE7 Protein transport protein Secl6B SEC16B High Not Found
P33240 Cleavage stimulation factor subunit 2 CSTF2 High Not Found
Q8N967 Leucine-rich repeat and transmembrane LRTM2 High Not Found
domain-containing protein 2
Q14667 Protein KIAA0100 KIAA0100 High Not Found
Q8I7ZU8 Dermatan—sulfate epimerase-like protein DSEL High Not Found
=z 2
[0180] NIFTPOl Mt 5% T A4 EFVPICA M e #AEH A &L vz
Information Found in Sample
Group
Accession |ProteinName GeneName EFVPTC NIFTP
P30486 HLA class I histocompatibility antigen, B-48 alpha [HLA-B Not Found High
chain
Q2TB90 Putative hexokinase HKDC1 HKDC1 Not Found High
P78386 Keratin, type II cuticular Hb5 KRT85 Not Found High
P13747 HLA class I histocompatibility antigen, alpha chain|HLA-E Not Found High
E
QY6HN2 Adenosylhomocysteinase 3 AHCYL2 Not Found High
Q8TDQ7 Glucosamine—6-phosphate isomerase 2 GNPDA2 Not Found High
075828 Carbonyl reductase [NADPH] 3 CBR3 Not Found  [High
P11908-2 Isoform 2 of Ribose—phosphate pyrophosphokinase 2 [PRPS2 Not Found High
QINRK6 ATP-binding cassette sub-family B member 10, ABCB10 Not Found High
mitochondrial
QONSB2 Keratin, type II cuticular Hb4 KRT84 Not Found High
095837 Guanine nucleotide-binding protein subunit alpha—14|GNA14 Not Found High
Q14525 Keratin, type I cuticular Ha3-11 KRT33B Not Found High
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A6GNEO2 BTB/POZ domain-containing protein 17 BTBD17 Not Found High
P83110 Serine protease HTRA3 HTRA3 Not Found High
P13612 Integrin alpha-4 1TGA4 Not Found High
060907 F-box-1ike/WD repeat-containing protein TBLIX TBL1X Not Found High
QONX05 Constitutive coactivator of PPAR-gamma-like protein|FAM120C Not Found High
2
Q92629-2 Isoform 2 of Delta-sarcoglycan SGCD Not Found High
P33241-3 Isoform 3 of Lymphocyte-specific protein 1 LSP1 Not Found High
Q12788 Transducin beta-like protein 3 TBL3 Not Found High
Q8N4Q1-2 Isoform 2 of Mitochondrial intermembrane space CHCHD4 Not Found High
import and assembly protein 40
Q9BUB7 Transmembrane protein 70, mitochondrial TMEM70 Not Found High
Q8N4Q0 Prostaglandin reductase 3 7ZADH2 Not Found High
Q8IWT6 Volume-regulated anion channel subunit LRRC8A LRRC8A Not Found High
Q6ZUX7 Lipoma HMGIC fusion partner-like 2 protein LHFPL2 Not Found High
QONRA1 Platelet—-derived growth factor C PDGFC Not Found High
Q5SRES Nucleoporin NUP188 homolog NUP188 Not Found High
P00742 Coagulation factor X F10 Not Found High
QONVZ3-2 Isoform 2 of Adaptin ear-binding coat-associated NECAP2 Not Found High
protein 2
Q8IYJ3 Synaptotagmin—like protein 1 SYTL1 Not Found High
Q15382 GTP-binding protein Rheb RHEB Not Found High
P62841 40S ribosomal protein S15 RPS15 Not Found High
000178 GTP-binding protein 1 GTPBP1 Not Found High
Q8IWA4 Mitofusin-1 MEN1 Not Found High
P08246 Neutrophil elastase ELANE Not Found High
Q6ZRI8 Rho GTPase-activating protein 36 ARHGAP36 Not Found High
Q68D85 Natural cytotoxicity triggering receptor 3 ligand 1|NCR3LGI Not Found High
Q07092 Collagen alpha-1(XVI) chain COL16A1 Not Found High
094804 Serine/threonine-protein kinase 10 STK10 Not Found High
QONVR2 Integrator complex subunit 10 INTS10 Not Found High
Q14694-2 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase [USP10 Not Found High
10
Q92609-2 Isoform 2 of TBC1 domain family member 5 TBC1DS Not Found High
QINQL2 Ras-related GIP-binding protein D RRAGD Not Found High
Q3MHD2-2 [soform 2 of Protein LSM12 homolog LSM12 Not Found High
Q92673 Sortilin-related receptor SORL1 Not Found High
P08493-2 Isoform 2 of Matrix Gla protein MGP Not Found High
Q8N4S9 MARVEL domain-containing protein 2 MARVELD2 Not Found High
076013 Keratin, type I cuticular Hab6 KRT36 Not Found High
P23458 Tyrosine-protein kinase JAK1 JAK1 Not Found High
P06681 Complement C2 Cc2 Not Found High
P16444 Dipeptidase 1 DPEP1 Not Found High
QINYP7-2 Isoform 2 of Elongation of very long chain fatty ELOVL5 Not Found High
acids protein 5
Q13018 Secretory phospholipase A2 receptor PLA2R1 Not Found High
Q99519 Sialidase-1 NEU1 Not Found High
Q13951-2 [soform 2 of Core-binding factor subunit beta CBFB Not Found High
Q9Y316-3 [soform 3 of Protein MEMO1 MEMO1 Not Found High
P49863 Granzyme K GZMK Not Found High
Q5TGZ0 MICOS complex subunit MIC10 MINOS1 Not Found High
Q9HCE1 Putative helicase MOV-10 MOV10 Not Found High
Q14376 UDP-glucose 4-epimerase GALE Not Found High
Q4GOF5 Vacuolar protein sorting-associated protein 26B VPS26B Not Found High
QINPH3-5 Isoform 4 of Interleukin-1 receptor accessory IL1RAP Not Found High
protein
Q8TEX9-2 Isoform 2 of Importin—4 1PO4 Not Found High
Q96GM5 SWI/SNF-related matrix-associated actin-dependent [SMARCD1 Not Found High
regulator of chromatin subfamily D member 1
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Q99712 ATP-sensitive inward rectifier potassium channel 15[KCNJ15 Not Found High
095436 Sodium-dependent phosphate transport protein 2B SLC34A2 Not Found High
075309 Cadherin-16 CDH16 Not Found High
Q13469 Nuclear factor of activated T-cells, cytoplasmic 2 [NFATC2 Not Found High
P38571 Lysosomal acid lipase/cholesteryl ester hydrolase [LIPA Not Found High
Q9H329 Band 4.1-like protein 4B EPB41L4B Not Found High
000622 Protein CYR61 CYR61 Not Found High
Q86UX7 Fermitin family homolog 3 FERMT3 Not Found High
Q15109-6 Isoform 6 of Advanced glycosylation end AGER Not Found High
product-specific receptor
Q53HCY Protein TSSC1 EIPR1 Not Found High
Q96JH7 Deubiquitinating protein VCIP135 VCPIP1 Not Found High
Q9UBB5 Methyl-CpG-binding domain protein 2 MBD2 Not Found High
Q81ZJ3 C3 and PZP-like alpha—-2-macroglobulin CPAMD8 Not Found High
domain-containing protein 8
P15941-2 [soform 2 of Mucin-1 MUC1 Not Found High
QINWZ5 Uridine-cytidine kinase-like 1 UCKL1 Not Found High
Q9BSJ2-4 Isoform 3 of Gamma—tubulin complex component 2 TUBGCP2 Not Found High
Q12830 Nucleosome-remodeling factor subunit BPTF BPTF Not Found High
Q15291 Retinoblastoma-binding protein 5 RBBPS Not Found High
Q92541 RNA polymerase-associated protein RTF1 homolog RTF1 Not Found High
QOUER7 Death domain-associated protein 6 DAXX Not Found High
P19387 DNA-directed RNA polymerase II subunit RPB3 POLR2C Not Found High
Q96RL7 Vacuolar protein sorting-associated protein 13A VPS13A Not Found High
015379-2 [soform 2 of Histone deacetylase 3 HDAC3 Not Found High
000154 Cytosolic acyl coenzyme A thioester hydrolase ACOT7 Not Found High
QOH871 Protein RMD5 homolog A RMND5A Not Found High
P20702 Integrin alpha-X ITGAX Not Found High
P30520 Adenylosuccinate synthetase isozyme 2 ADSS Not Found High
Q9BZH6 WD repeat—-containing protein 11 WDR11 Not Found High
Q96D05-2 Isoform 2 of Uncharacterized protein Cl0orf35 C10or {35 Not Found High
P78381-4 Isoform 4 of UDP-galactose translocator SLC35A2 Not Found High
QIH6X2 Anthrax toxin receptor 1 ANTXR1 Not Found High
P28068 HLA class II histocompatibility antigen, DM beta HLA-DMB Not Found High
chain
Q9H1B5 Xylosyltransferase 2 XYLT2 Not Found High
QOH788 SH2 domain-containing protein 4A SHZD4A Not Found High
Q8N3V7 Synaptopodin SYNPO Not Found High
Q9HC16 DNA dC—>dU-editing enzyme APOBEC-3G APOBEC3G Not Found High
P62068 Ubiquitin carboxyl-terminal hydrolase 46 USP46 Not Found High
QoUQB8 Brain-specific angiogenesis inhibitor 1-associated |BAIAP2 Not Found High
protein 2
QINPAS Transcription and mRNA export factor ENY2 ENY2 Not Found High
Q15269 Periodic tryptophan protein 2 homolog PWP2 Not Found High
014976 Cyclin-G-associated kinase GAK Not Found High
P29323 Ephrin type-B receptor 2 EPHB2 Not Found High
Q9UQ52 Contactin—6 CNIN6 Not Found High
Q32P28-3 [soform 3 of Prolyl 3-hydroxylase 1 P3H1 Not Found High
Q9H7B4 Histone-lysine N-methyltransferase SMYD3 SMYD3 Not Found High
Q8N1G2 Cap—specific mRNA CMTR1 Not Found High
(nucleoside-2'-0-)-methyltransferase 1
P08138 Tumor necrosis factor receptor superfamily member [NGFR Not Found High
16
075094-4 [soform 4 of Slit homolog 3 protein SLIT3 Not Found High
Q96F10 Diamine acetyltransferase 2 SAT2 Not Found High
Q7LFX5 Carbohydrate sulfotransferase 15 CHST15 Not Found High
Q5VT52 Regulation of nuclear pre-mRNA domain-containing RPRD2 Not Found High
protein 2
Q7L1V2 Vacuolar fusion protein MON1 homolog B MON1B Not Found High
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014975 Very long—chain acyl-CoA synthetase SLC27A2 Not Found High
Q77412 Peroxisome assembly protein 26 PEX26 Not Found High
095251 Histone acetyltransferase KAT7 KAT7 Not Found High
Q9BRP4 Proteasomal ATPase-associated factor 1 PAAF1 Not Found High
P31994 Low affinity immunoglobulin gamma Fc region FCGR2B Not Found High
receptor II-b
QOULU4-19 [Isoform 19 of Protein kinase C-binding protein 1 ZMYND8 Not Found High
Q13017 Rho GTPase-activating protein 5 ARHGAP5S Not Found High
Q8N2H3 Pyridine nucleotide-disulfide oxidoreductase PYROXD2 Not Found High
domain-containing protein 2
000338-2 [soform Long of Sulfotransferase 1C2 SULT1C2 Not Found High
QOUJV3 Probable E3 ubiquitin-protein ligase MID2 MID2 Not Found High
Q9BZM4 NKG2D ligand 3 ULBP3 Not Found High
P30530 Tyrosine-protein kinase receptor UFO AXL Not Found High
P01732-3 Isoform 3 of T-cell surface glycoprotein CD8 alpha |CD8A Not Found High
chain
Q9BV23 Monoacylglycerol lipase ABHD6 ABHD6 Not Found High
095832 Claudin-1 CLDN1 Not Found High
Q13616 Cullin-1 CUL1 Not Found High
QONRX1 RNA-binding protein PNO1 PNO1 Not Found High
Q95460 Major histocompatibility complex class I-related MR1 Not Found High
gene protein
P18440 Arylamine N-acetyltransferase 1 NAT1 Not Found High
Q5VTLS Pre-mRNA-splicing factor 38B PRPF38B Not Found High
QINVHO Exonuclease 3'-5' domain-containing protein 2 EXD2 Not Found High
095258-3 [soform 3 of Brain mitochondrial carrier protein 1 [SLC25A14 Not Found High
P52701 DNA mismatch repair protein Msh6 MSH6 Not Found High
Q9HOD2 Zinc finger protein 541 ZNF541 Not Found High
P41218 Myeloid cell nuclear differentiation antigen MNDA Not Found High
Q9Y2G5 GDP-fucose protein O-fucosyltransferase 2 POFUT2 Not Found High
Q99797 Mitochondrial intermediate peptidase MIPEP Not Found High
Q8IWAQ WD repeat—containing protein 75 WDR75 Not Found High
QINX52 Rhomboid-related protein 2 RHBDL2 Not Found High
Q13315 Serine-protein kinase ATM ATM Not Found High
Q5VTR2 E3 ubiquitin-protein ligase BRE1A RNF20 Not Found High
Q9Y218-2 Isoform 2 of WD repeat—containing protein 37 WDR37 Not Found High
P19174-2 Isoform 2 of 1-phosphatidylinositol PLCG1 Not Found High
4,5-bisphosphate phosphodiesterase gamma-1
A4D1E9 GTP-binding protein 10 GTPBP10 Not Found High
Q8N3G9 Transmembrane protein 130 TMEM130 Not Found High
Q8IY67-2 Isoform 2 of Ribonucleoprotein PTB-binding 1 RAVER1 Not Found High
Q9C0OD5 Protein TANC1 TANC1 Not Found High
Q00403 Transcription initiation factor IIB GTF2B Not Found High
095625 Zinc finger and BTB domain-containing protein 11 7ZBTB11 Not Found High
Q12767-2 [soform 2 of Transmembrane protein 94 TMEM94 Not Found High
Q96ST3 Paired amphipathic helix protein Sin3a SIN3A Not Found High
Q68DE3 Basic helix-loop~helix domain-containing protein USF3 Not Found High
USF3
Q15800 Methylsterol monooxygenase 1 MSMO1 Not Found High
000187 Mannan-binding lectin serine protease 2 MASP2 Not Found High
Q9UIL1 Short coiled-coil protein SCOC Not Found High
Q76176 Protein phosphatase Slingshot homolog 2 SSH2 Not Found High
QIY6X6 Unconventional myosin—XVI MYO16 Not Found High
Q9HOE9 Bromodomain-containing protein 8 BRD8 Not Found High
Q5GLZ8 Probable E3 ubiquitin-protein ligase HERC4 HERC4 Not Found High
Q15811 Intersectin-1 ITSN1 Not Found High
Q96EK7 Constitutive coactivator of peroxisome FAM120B Not Found High
proliferator—activated receptor gamma
Q9H300 Presenilins—associated rhomboid-like protein, PARL Not Found High
mitochondrial
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Q92508 Piezo—type mechanosensitive ion channel component 1[PIEZ01 Not Found High
Q15223 Nectin-1 NECTIN1 Not Found High
000408 cGMP-dependent 3',5'-cyclic phosphodiesterase PDE2A Not Found High
Q8TDN4 CDK5 and ABL1 enzyme substrate 1 CABLES1 Not Found High
Q8WZ69 Putative uncharacterized protein Cllorf40 Cllorf40 Not Found High
Q15758 Neutral amino acid transporter B(0) SLC1A5 Not Found |High
P25098 Beta-adrenergic receptor kinase 1 GRK2 Not Found High
014775 Guanine nucleotide-binding protein subunit beta-5 |GNB5 Not Found High
Q96M86 Dynein heavy chain domain-containing protein 1 DNHD1 Not Found High
P16870 Carboxypeptidase E CPE Not Found High
Q96Q04 Serine/threonine-protein kinase LMTK3 LMTK3 Not Found High
P49184 Deoxyribonuclease-1-like 1 DNASE1L1 Not Found High
Q8IXH7 Negative elongation factor C/D NELFCD Not Found High
Q9Y5ES Protocadherin beta-15 PCDHB15 Not Found High
Q96KN7 X-linked retinitis pigmentosa GTPase RPGRIP1 Not Found High
regulator—interacting protein 1
QOHOT7 Ras-related protein Rab-17 RAB17 Not Found High

o qdele] WAL gre] 2ol ARH oz wAH voleriAR BET 4+ AL Aoz AvHr
X
-

TS, = 3o yehd miel o] NIFTPSF &4 EFVPICY] ZAA|R<] 2 HbE =33k 7F 48]0 EH@ J=Fs}
H g o] abundanceE box plot2® YEFHAATH. = 39 box polt % correlation plotS E3dle] A%<
cde) Aok grel £¥E5 & ¢ a2 AR 59 @E debdn B3 7} technical repllcatlon°ﬂ 1% 5%
S AEAHE Hol= Aoz ey,

L3, = 40 YERE mie} o], F 3,6967] @Al 47 AlE EH?E erarchical clustering ¥4 Ax=
grol&tdt). clustering ¥4% Eﬁﬂ T AIEZY] zbolE UERE 9SS dhro] Ed 4 qlgler, oy
St A Apolrt AEEA oju|e} Ao Hos FHoR Vb‘o}ii‘ﬂr.

w3k, &= 5o YERt vk} o] volcano plot w48 F3|A NIFTP #<n|stAl =4 &dE = 1697] @z
2d EFVPTCOll frolmlsiAl =4 ddsE 2377 @ild e gelsioleon, 18 ® 3 9 F 40 7IAsSit.

i
0
Ho

#£ 3
&4 EFVPTCOl frojvlatAl A L@ s = 2377) dad
Accession |ProteinName GeneName Fc: (NIFTP)/(E|Adj_P-Value:
FVPTC)
P54922 [Protein ADP-ribosylarginine] hydrolase ADPRH 0.001 1.69E-16
Q4U2R6 39S ribosomal protein L51, mitochondrial MRPL51 0.001 1.69E-16
P49914 5-formyltetrahydrofolate cyclo-ligase MTHFS 0.001 1.69E-16
Q9H2PO Activity-dependent neuroprotector homeobox ADNP 0.001 1.69E-16
protein
P03950 Angiogenin ANG 0.001 1.69E-16
Q9H2U1 ATP-dependent RNA helicase DHX36 DHX36 0.001 1.69E-16
Q68CPY AT-rich interactive domain—containing protein 2 ARID2 0.001 1.69E-16
P49407 Beta—arrestin-1 ARRB1 0.001 1.69E-16
Q775Y6 Bone morphogenetic protein 8A BMP8A 0.001 1.69E-16
043866 CD5 antigen-like CD5L 0.001 1.69E-16
Q96566 Chloride channel CLIC-like protein 1 CLCC1 0.001 1.69E-16
Q9P2M7 Cingulin CGN 0.001 1.69E-16
Q05048 Cleavage stimulation factor subunit 1 CSTF1 0.001 1.69E-16
P25940 Collagen alpha-3(V) chain COL5A3 0.001 1.69E-16
QIUBWS COP9 signalosome complex subunit 7a COPS7A 0.001 1.69E-16
QINRF8 CTP synthase 2 CTPS2 0.001 1.69E-16
P15954 Cytochrome ¢ oxidase subunit 7C, mitochondrial COX7C 0.001 1.69E-16
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P49902 Cytosolic purine 5'-nucleotidase NT5C2 0.001 1.69E-16

Q8N465 D-2-hydroxyglutarate dehydrogenase, D2HGDH 0.001 1.69E-16
mitochondrial

Q8N5I4 Dehydrogenase/reductase SDR family member on DHRSX 0.001 1.69E-16
chromosome X

P06746 DNA polymerase beta POLB 0.001 1.69E-16

Q9H3Z4 DnalJ homolog subfamily C member 5 DNAJC5 0.001 1.69E-16

Q86Y56 Dynein assembly factor 5, axonemal DNAAF5 0.001 1.69E-16

P63172 Dynein light chain Tctex-type 1 DYNLT1 0.001 1.69E-16

Q8IZAO Dyslexia-associated protein KIAA0319-1ike KIAAO319L |0.001 1.69E-16
protein

Q9P2P5 E3 ubiquitin-protein ligase HECW2 HECW2 0.001 1.69E-16

Q96C19 EF-hand domain-containing protein D2 EFHD2 0.001 1.69E-16

Q5NDL2 EGF domain-specific O-linked N-acetylglucosamine EOGT 0.001 1.69E-16
transferase

Q99962 Endophilin-Al SH3GL2 0.001 1.69E-16

Q86YB3 ERO1-like protein beta ERO1B 0.001 1.69E-16

P23588 Eukaryotic translation initiation factor 4B EIF4B 0.001 1.69E-16

060841 Eukaryotic translation initiation factor 5B EIF5B 0.001 1.69E-16

P05413 Fatty acid-binding protein, heart FABP3 0.001 1.69E-16

Q6P4F2 Ferredoxin-2, mitochondrial FDX2 0.001 1.69E-16

000757 Fructose-1,6-bisphosphatase isozyme 2 FBP2 0.001 1.69E-16

Q2TAA5 GDP-Man :Man(3)GlcNAc(2)-PP-Dol ALG11 0.001 1.69E-16
alpha-1,2-mannosyltransferase

QONS00 Glycoprotein-N-acetylgalactosamine C1GALT1 0.001 1.69E-16
3-beta-galactosyltransferase 1

075063 Glycosaminoglycan xylosylkinase FAM20B 0.001 1.69E-16

000461 Golgi integral membrane protein 4 GOLIM4 0.001 1.69E-16

Q9H4A5 Golgi phosphoprotein 3-like GOLPH3L  10.001 1.69E-16

014964 Hepatocyte growth factor-regulated tyrosine HGS 0.001 1.69E-16
kinase substrate

AOAOC4DH31 | Immunoglobulin heavy variable 1-18 IGHV1-18 ]0.001 1.69E-16

Q8N201 Integrator complex subunit 1 INTS1 0.001 1.69E-16

Q8TDD1-2 Isoform 2 of ATP-dependent RNA helicase DDX54 DDX54 0.001 1.69E-16

Q9HOR8-2 Isoform 2 of Gamma—-aminobutyric acid GABARAPL1 ]0.001 1.69E-16
receptor—associated protein-like 1

043847-2 Isoform 2 of Nardilysin NRDC 0.001 1.69E-16

QSEBL8-2 Isoform 2 of PDZ domain—containing protein 11 PDZD11 0.001 1.69E-16

Q6VY07-2 Isoform 2 of Phosphofurin acidic cluster sorting PACS1 0.001 1.69E-16
protein 1

Q14558-2 Isoform 2 of Phosphoribosyl pyrophosphate PRPSAP1 0.001 1.69E-16
synthase-associated protein 1

Q8IWL2-2 Isoform 2 of Pulmonary surfactant—associated SFTPA1 0.001 1.69E-16
protein Al

000559-2 Isoform 2 of Receptor-binding cancer antigen EBAGY 0.001 1.69E-16
expressed on SiSo cells

Q14247-2 Isoform 2 of Src substrate cortactin CTIN 0.001 1.69E-16

094911-3 Isoform 3 of ATP-binding cassette sub—family A ABCAS 0.001 1.69E-16
member 8

AOMZ66-3 Isoform 3 of Shootin-1 SHTN1 0.001 1.69E-16

P61077-3 Isoform 3 of Ubiquitin-conjugating enzyme E2 D3 UBE2D3 0.001 1.69E-16

Q61CL3-4 Isoform 4 of Transport and Golgi organization TANGO2 0.001 1.69E-16
protein 2 homolog

Q05397-5 Isoform 5 of Focal adhesion kinase 1 PTK2 0.001 1.69E-16

P35658-5 Isoform 5 of Nuclear pore complex protein Nup214 NUP214 0.001 1.69E-16

000142-6 Isoform 6 of Thymidine kinase 2, mitochondrial TK2 0.001 1.69E-16

Q9Y6F6-7 Isoform 7 of Protein MRVI1 MRVI1 0.001 1.69E-16

Q9BWUO Kanadapt in SLC4A1AP 10.001 1.69E-16

Q16850 Lanosterol 14-alpha demethylase CYP51A1 0.001 1.69E-16

Q14728 Major facilitator superfamily domain-containing MFSD10 0.001 1.69E-16
protein 10
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P01033 Metalloproteinase inhibitor 1 TIMP1 0.001 1.69E-16
094776 Metastasis—associated protein MTA2 MTA2 0.001 1.69E-16
Q9Y3A3 MOB-1like protein phocein MOB4 0.001 1.69E-16
Q13613 Myotubularin-related protein 1 MTMR1 0.001 1.69E-16
Q8NFP9 Neurobeachin NBEA 0.001 1.69E-16
P61601 Neurocalcin-delta NCALD 0.001 1.69E-16
QINRNS Olfactomedin-like protein 3 OLFML3 0.001 1.69E-16
Q8NGA1 Olfactory receptor 1M1 ORIM1 0.001 1.69E-16
P40855 Peroxisomal biogenesis factor 19 PEX19 0.001 1.69E-16
QINW64 Pre-mRNA-splicing factor RBM22 RBM22 0.001 1.69E-16
Q96SM3 Probable carboxypeptidase X1 CPXM1 0.001 1.69E-16
QONPF4 Probable tRNA N6-adenosine OSGEP 0.001 1.69E-16
threonylcarbamoyltransferase
QINVM1 Protein eva—1 homolog B EVAIB 0.001 1.69E-16
Q86VS8 Protein Hook homolog 3 HOOK3 0.001 1.69E-16
014974 Protein phosphatase 1 regulatory subunit 12A PPPIR12A ]0.001 1.69E-16
Q86U86 Protein polybromo-1 PBRM1 0.001 1.69E-16
Q9HOU4 Ras-related protein Rab-1B RAB1B 0.001 1.69E-16
P51151 Ras-related protein Rab-9A RAB9A 0.001 1.69E-16
043924 Retinal rod rhodopsin-sensitive cGMP PDE6D 0.001 1.69E-16
3',5'-cyclic phosphodiesterase subunit delta
P07998 Ribonuclease pancreatic RNASE1 0.001 1.69E-16
Q96T51 RUN and FYVE domain-containing protein 1 RUFY1 0.001 1.69E-16
Q8N474 Secreted frizzled-related protein 1 SFRP1 0.001 1.69E-16
Q96QR1 Secretoglobin family 3A member 1 SCGB3A1  10.001 1.69E-16
Q13501 Sequestosome—1 SQSTM1 0.001 1.69E-16
075716 Serine/threonine-protein kinase 16 STK16 0.001 1.69E-16
QIBRF8 Serine/threonine-protein phosphatase CPPED1 CPPED1 0.001 1.69E-16
Q8WVQ1 Soluble calcium-activated nucleotidase 1 CANT1 0.001 1.69E-16
Q96519 Spermatid perinuclear RNA-binding protein STRBP 0.001 1.69E-16
060687 Sushi repeat-containing protein SRPX2 SRPX2 0.001 1.69E-16
Q96A49 Synapse-associated protein 1 SYAP1 0.001 1.69E-16
Q8TB96 T-cell immunomodulatory protein ITFG1 0.001 1.69E-16
QoUQP3 Tenascin-N TNN 0.001 1.69E-16
Q619Y2 THO complex subunit 7 homolog THOC7 0.001 1.69E-16
P35443 Thrombospondin-4 THBS4 0.001 1.69E-16
QINUM4 Transmembrane protein 106B TMEM106B  [0.001 1.69E-16
014562 Ubiquitin domain-containing protein UBFD1 UBFD1 0.001 1.69E-16
Q9BZV1 UBX domain—containing protein 6 UBXN6 0.001 1.69E-16
Q5T6VS UPF0553 protein C9orf64 C9orf64 10.001 1.69E-16
Q9BZF9 Uveal autoantigen with coiled-coil domains and UACA 0.001 1.69E-16
ankyrin repeats
Q641Q2 WASH complex subunit 2A WASHC2A  10.001 1.69E-16
Q9H1Z4 WD repeat-containing protein 13 WDR13 0.001 1.69E-16
075152 Zinc finger CCCH domain-containing protein 11A 7ZC3H11A 10.001 1.69E-16
Q9UGR2 Zinc finger CCCH domain—containing protein 7B ZC3H7B 0.001 1.69E-16
043414 ERI1 exoribonuclease 3 ERI3 0.019 1.69E-16
P62891 60S ribosomal protein [39 RPL39 0.024 1.69E-16
075438-2 Isoform 2 of NADH dehydrogenase [ubiquinone] 1 NDUFB1 0.026 1.69E-16
beta subcomplex subunit 1
Q15366-2 Isoform 2 of Poly(rC)-binding protein 2 PCBP2 0.031 9.11E-11
Q10588 ADP-ribosyl cyclase/cyclic ADP-ribose hydrolase BST1 0.048 1.71E-11
2
P82909 28S ribosomal protein S36, mitochondrial MRPS36 0.05 1.69E-16
Q8IWZ3-6 Isoform 6 of Ankyrin repeat and KH ANKHD1 0.056 5.75E-11
domain-containing protein 1
Q9Y241 HIG1 domain family member 1A, mitochondrial HIGD1A 0.059 1.71E-08
Q96QR8 Transcriptional activator protein Pur-beta PURB 0.059 4.53E-12

_50_



ZIHSd 10-2021-0049684

043294 Transforming growth factor beta-1-induced TGFB1I1 |0.069 6.76E-08
transcript 1 protein
Q14657 EKC/KEOPS complex subunit LAGE3 LAGE3 0.07 1.47E-06
Q8NF91 Nesprin-1 SYNE1 0.075 5.62E-07
Q96515 WD repeat-containing protein 24 WDR24 0.075 7.18E-06
Q05209 Tyrosine-protein phosphatase non-receptor type PTPN12 0.08 8.80E-06
12
POC7PO CDGSH iron-sulfur domain-containing protein 3, CISD3 0.085 6.18E-09
mitochondrial
P19022 Cadherin—2 CDH2 0.094 4.61E-12
Q9BZC7-3 Isoform 3 of ATP-binding cassette sub—family A ABCA2 0.096 8.28E-05
member 2
AOAOAOMRZ8 | Immunoglobulin kappa variable 3D-11 IGKV3D-11 |0.104 2.96E-10
Q6ZU80 Centrosomal protein of 128 kDa CEP128 0.106 9.32E-05
Q86TM6 E3 ubiquitin-protein ligase synoviolin SYVN1 0.109 2.94E-05
094769 Extracellular matrix protein 2 ECM2 0.114 1.01E-05
075937 DnaJ homolog subfamily C member 8 DNAJC8 0.116 5.73E-06
Q66K66 Transmembrane protein 198 TMEM198 10.118 4.02E-09
Q15813-2 Isoform 2 of Tubulin-specific chaperone E TBCE 0.121 1.11E-04
P15088 Mast cell carboxypeptidase A CPA3 0.131 5.41E-09
Q96R05 Retinoid-binding protein 7 RBP7 0.133 2.23E-04
P13929 Beta-enolase ENO3 0.135 8.77E-09
Q9Y3C8 Ubiquitin-fold modifier—conjugating enzyme 1 UFC1 0.14 1.46E-07
Q92959 Solute carrier organic anion transporter family SLCO2A1 0.141 8.20E-06
member 2A1
QIBTE6-3 Isoform 3 of Alanyl-tRNA editing protein Aarsdl AARSD1 0.143 9.36E-04
P19652 Alpha-1-acid glycoprotein 2 ORMZ2 0.144 1.84E-10
Q9UN86 Ras GTPase-activating protein-binding protein 2 G3BP2 0.145 8.97E-05
Q14684 Ribosomal RNA processing protein 1 homolog B RRP1B 0.145 1.98E-03
QOUKP4 A disintegrin and metalloproteinase with ADANTS7 10.15 1.56E-03
thrombospondin motifs 7
QINYQ6 Cadherin EGF LAG seven-pass G-type receptor 1 CELSR1 0.162 9.87E-04
P16104 Histone H2AX H2AFX 0.164 3.81E-05
000541 Pescadillo homolog PES1 0.165 2.49E-04
P11279 Lysosome—associated membrane glycoprotein 1 LAMP1 0.166 1.14E-09
Q14061 Cytochrome ¢ oxidase copper chaperone Cox17 0.169 9.08E-04
Q53EPO Fibronectin type III domain-containing protein FNDC3B 0.184 5.31E-03
3B
P02763 Alpha-1-acid glycoprotein 1 ORM1 0.189 6.50E-08
Q99442 Translocation protein SEC62 SEC62 0.191 3.10E-03
P13987 CD59 glycoprotein CD59 0.193 4.96E-08
P51911 Calponin—1 CNN1 0.206 2.24E-03
P05534 HLA class I histocompatibility antigen, A-24 HLA-A 0.206 7.66E-07
alpha chain
Q969E2 Secretory carrier—associated membrane protein 4 SCAMP4 0.206 3.18E-05
Q9BSH4 Translational activator of cytochrome ¢ oxidase TACO1 0.214 3.16E-03
1
Q7L014 Probable ATP-dependent RNA helicase DDX46 DDX46 0.216 3.79E-03
Q9H832 Ubiquitin-conjugating enzyme E2 7 UBE2Z 0.219 9.16E-03
Q04446 1,4-alpha-glucan-branching enzyme GBE1 0.221 3.44E-03
P02750 Leucine-rich alpha-2-glycoprotein LRG1 0.221 7.43E-05
Q135644 Isoform 4 of NEDD8-activating enzyme E1 NAE1 0.222 3.12E-03
regulatory subunit
QINRY4 Rho GTPase-activating protein 35 ARHGAP35 0.226 2.79E-02
Q9UH65 Switch-associated protein 70 SWAP70 0.226 3.22E-03
Q55007 Leucine-rich repeat serine/threonine-protein LRRK2 0.233 2.85E-02
kinase 2
Q9UK59 Lariat debranching enzyme DBR1 0.235 6.09E-03
060826 Coiled-coil domain-containing protein 22 CCDC22 0.238 6.55E-03
Q02539 Histone H1.1 HISTI1HIA [0.238 1.97E-02
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P55083-2 Isoform 2 of Microfibril-associated glycoprotein MFAP4 0.242 7.50E-03
4
P07988 Pulmonary surfactant—associated protein B SFTPB 0.245 5.45E-05
QOH3U7-2 Isoform 2 of SPARC-related modular SMOC2 0.246 1.28E-02
calcium-binding protein 2
P52895 Aldo-keto reductase family 1 member C2 AKR1C2 0.251 9.92E-04
Q14766-4 Isoform 4 of Latent-transforming growth factor LTBP1 0.26 1.22E-02
beta-binding protein 1
Q13103 Secreted phosphoprotein 24 SPP2 0.261 2.27E-03
Q02952 A-kinase anchor protein 12 AKAP12 0.266 1.26E-02
P35659 Protein DEK DEK 0.268 3.84E-04
000425 Insulin-like growth factor 2 mRNA-binding IGF2BP3  |0.271 3.02E-05
protein 3
QINPHO Lysophosphatidic acid phosphatase type 6 ACP6 0.278 1.79E-02
Q969G5 Protein kinase C delta-binding protein PRKCDBP  ]0.289 2.90E-02
P00750 Tissue-type plasminogen activator PLAT 0.295 2.42E-02
P50552 Vasodilator-stimulated phosphoprotein VASP 0.296 1.36E-02
075348 V-type proton ATPase subunit G 1 ATP6VIG1 |0.296 2.52E-03
P09936 Ubiquitin carboxyl-terminal hydrolase isozyme L1 UCHL1 0.301 4.75E-02
Q86T03-2 Isoform 2 of Type 1 phosphatidylinositol TMEM55B [ 0.304 2.72E-02
4,5-bisphosphate 4-phosphatase
QINR12 PDZ and LIM domain protein 7 PDLIM7 0.308 4.36E-02
P53680 AP-2 complex subunit sigma AP2S1 0.309 6.99E-03
P16519 Neuroendocrine convertase 2 PCSK2 0.31 3.43E-04
043570 Carbonic anhydrase 12 CA12 0.314 2.43E-03
P29762 Cellular retinoic acid-binding protein 1 CRABP1 0.321 2.87E-03
P29992 Guanine nucleotide-binding protein subunit GNA11 0.325 1.09E-02
alpha-11
Q99584 Protein S100-A13 S100A13  [0.325 6.95E-04
P30711 Glutathione S-transferase theta-1 GSTT1 0.328 7.09E-03
Q01995 Transgelin TAGLN 0.334 4.89E-04
P09493-6 Isoform 6 of Tropomyosin alpha-1 chain TPM1 0.335 4.85E-03
P67936 Tropomyosin alpha—-4 chain TPM4 0.336 5.05E-03
Q9Y696 Chloride intracellular channel protein 4 CLIC4 0.339 1.64E-02
P03973 Antileukoproteinase SLPI 0.34 3.73E-02
Q9Y365 PTCP-1ike protein STARD1O  [0.34 2.41E-02
075347 Tubulin-specific chaperone A TBCA 0.342 1.03E-02
P80723 Brain acid soluble protein 1 BASP1 0.353 7.50E-03
P43652 Afamin AFM 0.354 7.82E-03
095372 Acyl-protein thioesterase 2 LYPLA2 0.36 3.34E-02
Q13439-5 Isoform 5 of Golgin subfamily A member 4 GOLGA4 0.361 4.87E-02
Q9BXPS Serrate RNA effector molecule homolog SRRT 0.364 1.82E-02
P02768 Serum albumin ALB 0.378 4.75E-03
P22413 Ectonucleotide pyrophosphatase/phosphodiesterase ENPP1 0.379 4.99E-03
family member 1
P25311 Zinc-alpha—2-glycoprotein AZGP1 0.381 1.92E-02
P02774-3 Isoform 3 of Vitamin D-binding protein GC 0.384 5.69E-03
095994 Anterior gradient protein 2 homolog AGR2 0.385 7.11E-03
P09493-5 Isoform 5 of Tropomyosin alpha-1 chain TPM1 0.387 4.47E-02
P08240 Signal recognition particle receptor subunit SRPRA 0.387 3.54E-02
alpha
P19827 Inter—alpha-trypsin inhibitor heavy chain Hl ITIH1 0.391 7.05E-03
P02765 Alpha-2-HS-glycoprotein AHSG 0.392 7.23E-03
P20231 Tryptase beta—2 TPSB2 0.399 4.60E-03
P06727 Apolipoprotein A-1V APOA4 0.4 9.15E-03
Q96C23 Aldose l-epimerase GALM 0.405 4.98E-02
Q96BS2 Calcineurin B homologous protein 3 TESC 0.406 3.12E-02
P09467 Fructose-1,6-bisphosphatase 1 FBP1 0.406 2.70E-02
P09104 Gamma-enolase ENO2 0.41 3.49E-02
QINVS9 Pyridoxine-5'-phosphate oxidase PNPO 0.412 1.29E-02
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P01009 Alpha-l-antitrypsin SERPINA1 |0.414 1.36E-02
P08962 CD63 antigen CD63 0.416 1.92E-02
P02766 Transthyretin TTR 0.417 1.48E-02
QOUBI6 Guanine nucleotide-binding protein GNG12 0.419 3.91E-02
G(I)/G(S)/G(0) subunit gamma-12
AOAOC4DH25 | Immunoglobulin kappa variable 3D-20 IGKV3D-20 [0.419 1.67E-02
P01042 Kininogen-1 KNG1 0.423 1.72E-02
P43121 Cell surface glycoprotein MUC18 MCAM 0.426 1.20E-02
P27348 14-3-3 protein theta YWHAQ 0.428 4.51E-02
P07951-2 Isoform 2 of Tropomyosin beta chain TPM2 0.428 1.93E-02
P02647 Apolipoprotein A-I APOA1 0.431 2.04E-02
Q9UBX5 Fibulin-5 FBLN5 0.432 1.39E-02
P08697 Alpha-2-antiplasmin SERPINF2 [0.433 4.49E-02
P51888 Prolargin PRELP 0.434 2.22E-02
P22105-4 Isoform 5 of Tenascin-X TNXB 0.435 1.50E-02
P80404 4-aminobutyrate aminotransferase, mitochondrial ABAT 0.437 2.38E-02
P01008 Antithrombin-TII SERPINC1 10.444 2.85E-02
P09493 Tropomyosin alpha-1 chain TPM1 0.446 2.90E-02
P04217 Alpha-1B-glycoprotein A1BG 0.456 3.56E-02
P02787 Serotransferrin TF 0.456 3.60E-02
P08123 Collagen alpha-2(I) chain COL1A2 0.461 3.95E-02
P02790 Hemopexin HPX 0.463 4.18E-02
Z 4
[0189] NIFTPel oMbl 70 s 1697] v
Accession |ProteinName GeneName Fc: Adj_P-Value:
(NIFTP)/(EFV
PIC)
P16278 Beta-galactosidase GLB1 2.41 0.043855273
P15291 Beta-1,4-galactosyltransferase 1 B4GALT1 2.426 0.040097105
P02549 Spectrin alpha chain, erythrocytic 1 SPTA1 2.482 0.042092029
P27487 Dipeptidyl peptidase 4 DPP4 2.511 0.028545379
075964 ATP synthase subunit g, mitochondrial ATP5L 2.522 0.035934856
P24821 Tenascin TNC 2.554 0.032022177
P43251-2 | Isoform 2 of Biotinidase BTD 2.595 0.028984849
P23381 Tryptophan——tRNA ligase, cytoplasmic WARS 2.596 0.030710993
Q29963 HLA class I histocompatibility antigen, HLA-C 2.63 0.024070999
Cw—6 alpha chain
P07919 Cytochrome b-cl complex subunit 6, UQCRH 2.689 0.014444347
mitochondrial
P07996 Thrombospondin-1 THBS1 2.698 0.01913421
P26572 Alpha-1,3-mannosyl-glycoprotein MGAT1 2.722 0.033717878
2-beta-N-acetylglucosaminyltransferase
P12429 Annexin A3 ANXA3 2.865 0.009720861
P11277-2 Isoform 2 of Spectrin beta chain, SPTB 2.887 0.006258275
erythrocytic
P01892 HLA class I histocompatibility antigen, A-2 [HLA-A 2.912 0.008017319
alpha chain
P54802 Alpha-N-acetylglucosaminidase NAGLU 2.968 0.049208215
Q8WU39 Marginal zone B- and Bl-cell-specific MZB1 3.001 0.03690319
protein
P13796 Plastin-2 LCP1 3.039 0.007084735
Q96596 Phosphat idylethanolamine-binding protein 4 |PEBP4 3.042 0.023014766
P02730 Band 3 anion transport protein SLC4A1 3.079 0.004266896
P16157-14 |Isoform Er13 of Ankyrin-1 ANK1 3.097 0.004451218
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P03928 ATP synthase protein 8 MT-ATPS8 3.107 0.02122442

P17405 Sphingomyelin phosphodiesterase SMPD1 3.109 0.032665935

Q8IV08 Phospholipase D3 PLD3 3.13 0.031642649

Q6UXG2 UPF0577 protein KIAA1324 KIAA1324 3.141 0.016245437

P02743 Serum amyloid P-component APCS 3.16 0.003124335

Q93073 Selenocysteine insertion sequence-binding SECISBPZL 3.165 0.003073281
protein 2-like

P01877 Immunoglobulin heavy constant alpha 2 1GHA2 3.19 0.00153298

P01591 Immunoglobulin J chain JCHAIN 3.271 0.013426967

P09917 Arachidonate 5-lipoxygenase ALOX5 3.29 0.034712039

QI9BUNS Derlin-1 DERL1 3.291 0.028693296

000391 Sul fhydryl oxidase 1 QSOX1 3.42 0.003875565

P34897 Serine hydroxymethyltransferase, SHMT2 3.437 0.001026491
mitochondrial

P35556 Fibrillin-2 FBN2 3.554 0.012838339

Q03518 Antigen peptide transporter 1 TAP1 3.715 0.004176995

Q99643 Succinate dehydrogenase cytochrome b560 SDHC 3.746 0.003899794
subunit, mitochondrial

Q8NE62 Choline dehydrogenase, mitochondrial CHDH 3.763 0.036612186

P05107 Integrin beta-2 [TGB2 3.802 0.00065356

Q7Z7MO Multiple epidermal growth factor-like MEGFS8 3.91 0.022102209
domains protein 8

P23378 Glycine dehydrogenase (decarboxylating), GLDC 4.002 0.029891339
mitochondrial

Q9BQ95 Evolutionarily conserved signaling ECSIT 4.045 0.02284406
intermediate in Toll pathway, mitochondrial

Q6UB35 Monofunctional Cl-tetrahydrofolate MTHEFD1L 4.154 0.019689314
synthase, mitochondrial

043272 Proline dehydrogenase 1, mitochondrial PRODH 4.327 0.003222964

075636 Ficolin-3 FCN3 4.546 0.013426967

P08575 Receptor-type tyrosine-protein phosphatase |[PTPRC 4.629 7.95E-05
C

Q6EUX73 UPF0764 protein Cl6orf89 Cl6orf89 4.679 3.32E-06

P08519 Apolipoprotein(a) LPA 4.721 3.06E-05

P04233-2 |Isoform 2 of HLA class II CD74 4.749 2.76E-06
histocompatibility antigen gamma chain

Q9Y5X9 Endothelial lipase LIPG 4.891 4.96E-06

000462 Beta—mannosidase MANBA 4.937 1.22E-05

Q9BY50 Signal peptidase complex catalytic subunit |[SEC11C 4.971 0.004259746
SEC11C

P61769 Beta—-2-microglobulin B2M 4.982 2.98E-06

Q4GOM1 Erythroferrone ERFE 4.992 0.005069891

P10412 Histone H1.4 HISTIH1E 5.039 2.44E-06

Q9BZQ8 Protein Niban FAM129A 5.062 0.003926719

P28330 Long-chain specific acyl-CoA dehydrogenase, |ACADL 5.506 0.000446474
mitochondrial

P20039 HLA class II histocompatibility antigen, HLA-DRB1 5.59 3.51E-07
DRB1-11 beta chain

P30501 HLA class I histocompatibility antigen, HLA-C 5.902 0.00092498
Cw—2 alpha chain

014498 Immunoglobulin superfamily containing ISLR 6.152 5.36E-08
leucine-rich repeat protein

P01903 HLA class II histocompatibility antigen, DR |HLA-DRA 7.039 3.15E-09
alpha chain

Q9Y4X1-2 Isoform 2 of UDP-glucuronosyltransferase UGT2A1 7.039 9.68E-07
2A1

P04233 HLA class II histocompatibility antigen CD74 7.101 0.000259498
gamma chain

P01911 HLA class II histocompatibility antigen, HLA-DRB1 7.477 1.27E-07

DRB1-15 beta chain
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075752 UDP-GalNAc:beta-1,3-N-acetylgalactosaminyltr [B3GALNT1 8.205 0.000300412
ansferase 1

Q6N022 Teneurin—4 TENM4 8.645 0.000467905

P28907 ADP-ribosyl cyclase/cyclic ADP-ribose CD38 9.501 1.54E-09
hydrolase 1

P01909 HLA class II histocompatibility antigen, DQ [HLA-DQA1 9.697 7.63E-06
alpha 1 chain

Q86WI1 Fibrocystin-L PKHD1L1 11.098 1.50E-14

P20036 HLA class II histocompatibility antigen, DP [HLA-DPA1 13.415 3.35E-14
alpha 1 chain

P16190 HLA class I histocompatibility antigen, HLA-A 16.666 1.69E-16
A-33 alpha chain

P56378-2 | Isoform 2 of 6.8 kDa mitochondrial MP68 17.843 4.83E-09
proteolipid

P24310 Cytochrome ¢ oxidase subunit 7A1, COX7A1 20.685 1.69E-16
mitochondrial

095678 Keratin, type II cytoskeletal 75 KRT75 21.755 1.69E-16

P78540 Arginase-2, mitochondrial ARG2 23.545 1.69E-16

P04440 HLA class II histocompatibility antigen, DP [HLA-DPB1 34.065 1.69E-16
beta 1 chain

QONRK6 ATP-binding cassette sub-family B member ABCB10 1000 1.69E-16
10, mitochondrial

Q99712 ATP-sensitive inward rectifier potassium KCNJ15 1000 1.69E-16
channel 15

A6GNEO2 BIB/POZ domain-containing protein 17 BTBD17 1000 1.69E-16

Q8I1ZJ3 C3 and PZP-like alpha—-2-macroglobulin CPAMD8 1000 1.69E-16
domain-containing protein 8

075309 Cadherin—16 CDH16 1000 1.69E-16

Q7LFX5 Carbohydrate sulfotransferase 15 CHST15 1000 1.69E-16

095832 Claudin-1 CLDN1 1000 1.69E-16

P00742 Coagulation factor X F10 1000 1.69E-16

Q07092 Collagen alpha-1(XVI) chain COL16A1 1000 1.69E-16

P06681 Complement C2 C2 1000 1.69E-16

Q13616 Cullin-1 CUL1 1000 1.69E-16

P00395 Cytochrome ¢ oxidase subunit 1 MT-CO1 1000 1.69E-16

Q9HC16 DNA dC—>dU-editing enzyme APOBEC-3G APOBEC3G 1000 1.69E-16

P19387 DNA-directed RNA polymerase II subunit RPB3 | POLR2C 1000 1.69E-16

Q5VTR2 E3 ubiquitin-protein ligase BREIA RNF20 1000 1.69E-16

P29323 Ephrin type-B receptor 2 EPHB2 1000 1.69E-16

060907 F-box-1ike/WD repeat-containing protein TBL1X 1000 1.69E-16
TBL1X

Q86UX7 Fermitin family homolog 3 FERMT3 1000 1.69E-16

P17302 Gap junction alpha-1 protein GJAL 1000 1.69E-16

QINZC3 Glycerophosphodiester phosphodiesterase 1 |GDE1 1000 1.69E-16

P49863 Granzyme K GZME 1000 1.69E-16

A4D1E9 GTP-binding protein 10 GTPBP10 1000 1.69E-16

Q15382 GTP-binding protein Rheb RHEB 1000 1.69E-16

095837 Guanine nucleotide-binding protein subunit |[GNA14 1000 1.69E-16
alpha-14

095251 Histone acetyltransferase KAT7 KAT7 1000 1.69E-16

P13747 HLA class I histocompatibility antigen, HLA-E 1000 1.69E-16
alpha chain E

P30486 HLA class I histocompatibility antigen, HLA-B 1000 1.69E-16
B-48 alpha chain

QINVR2 Integrator complex subunit 10 INTS10 1000 1.69E-16

P13612 Integrin alpha—4 ITGA4 1000 1.69E-16

P20702 Integrin alpha—X ITGAX 1000 1.69E-16

Q8TB37 Iron-sulfur protein NUBPL NUBPL 1000 1.69E-16

Q13951-2 Isoform 2 of Core-binding factor subunit CBFB 1000 1.69E-16
beta

Q92629-2 | Isoform 2 of Delta—sarcoglycan SGCD 1000 1.69E-16
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QONYP7-2 Isoform 2 of Elongation of very long chain |[ELOVL5 1000 1.69E-16
fatty acids protein 5

Q8N4Q1-2 |Isoform 2 of Mitochondrial intermembrane CHCHD4 1000 1.69E-16
space import and assembly protein 40

P15941-2 |[Isoform 2 of Mucin-1 MUC1 1000 1.69E-16

|Q3MHD2-2 | Isoform 2 of Protein LSM12 homolog LSM12 1000 1.69E-16

Q9Y2D2-2 Isoform 2 of UDP-N-acetylglucosamine SLC35A3 1000 1.69E-16
transporter

Q9Y218-2 Isoform 2 of WD repeat-containing protein WDR37 1000 1.69E-16
37

095258-3 | Isoform 3 of Brain mitochondrial carrier SLC25A14 1000 1.69E-16
protein 1

P33241-3 | Isoform 3 of Lymphocyte-specific protein 1 |LSP1 1000 1.69E-16

QONPH3-5 Isoform 4 of Interleukin-1 receptor IL1RAP 1000 1.69E-16
accessory protein

P98194-7 Isoform 7 of Calcium-transporting ATPase ATP2C1 1000 1.69E-16
type 2C member 1

000338-2 | Isoform Long of Sulfotransferase 1C2 SULT1C2 1000 1.69E-16

Q14525 Keratin, type I cuticular Ha3-II KRT33B 1000 1.69E-16

076013 Keratin, type I cuticular Ha6 KRT36 1000 1.69E-16

QINSB2 Keratin, type II cuticular Hb4 KRT84 1000 1.69E-16

P78386 Keratin, type II cuticular Hb5 KRT85 1000 1.69E-16

Q6ZUX7 Lipoma HMGIC fusion partner-like 2 protein |LHFPL2 1000 1.69E-16

Q6PCB7 Long-chain fatty acid transport protein 1 SLC27A1 1000 1.69E-16

Q5K4L6 Long-chain fatty acid transport protein 3 SLC27A3 1000 1.69E-16

P38571 Lysosomal acid lipase/cholesteryl ester LIPA 1000 1.69E-16
hydrolase

Q9UBBS Methyl-CpG-binding domain protein 2 MBD2 1000 1.69E-16

Q15800 Methylsterol monooxygenase 1 MSMO1 1000 1.69E-16

Q5TGZ0 MICOS complex subunit MIC10 MINOS1 1000 1.69E-16

Q86VD7 Mitochondrial coenzyme A transporter SLC25A42 1000 1.69E-16
SLC25A42

Q9BT17 Mitochondrial ribosome-associated GTPase 1 |MTG1 1000 1.69E-16

Q8IWA4 Mitofusin-1 MEN1 1000 1.69E-16

Q9BV23 Monoacylglycerol lipase ABHD6 ABHD6 1000 1.69E-16

Q68D85 Natural cytotoxicity triggering receptor 3 |NCR3LG1 1000 1.69E-16
ligand 1

Q8IXH7 Negative elongation factor C/D NELFCD 1000 1.69E-16

P08246 Neutrophil elastase ELANE 1000 1.69E-16

Q5SRES Nucleoporin NUP188 homolog NUP188 1000 1.69E-16

Q77412 Peroxisome assembly protein 26 PEX26 1000 1.69E-16

Q8WUKO Phosphat idylglycerophosphatase and PTPMT1 1000 1.69E-16
protein-tyrosine phosphatase 1

060831 PRA1 family protein 2 PRAF2 1000 1.69E-16

Q9H300 Presenilins—associated rhomboid-1ike PARL 1000 1.69E-16
protein, mitochondrial

Q8N4Q0 Prostaglandin reductase 3 7ZADH2 1000 1.69E-16

000622 Protein CYR61 CYR61 1000 1.69E-16

Q8NSM9 Protein jagunal homolog 1 JAGN1 1000 1.69E-16

Q53HC9 Protein TSSC1 EIPR1 1000 1.69E-16

Q2TB90 Putative hexokinase HKDC1 HKDC1 1000 1.69E-16

Q8N2H3 Pyridine nucleotide-disulfide PYROXD2 1000 1.69E-16
oxidoreductase domain-containing protein 2

Q6ZRI8 Rho GTPase-activating protein 36 ARHGAP36 1000 1.69E-16

Q92541 RNA polymerase-associated protein RTF1 RTF1 1000 1.69E-16
homolog

QINRX1 RNA-binding protein PNO1 PNO1 1000 1.69E-16

P83110 Serine protease HTRA3 HTRA3 1000 1.69E-16

Q9H788 SH2 domain-containing protein 4A SH2D4A 1000 1.69E-16

095436 Sodium—dependent phosphate transport SLC34A2 1000 1.69E-16
protein 2B
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[0191]

[0193]

[0194]

[0195]

[0197]

[0198]

[0199]

[0201]
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Q8N3V7 Synaptopodin SYNPO 1000 1.69E-16
QINPAS Transcription and mRNA export factor ENY2 ENY2 1000 1.69E-16
Q12788 Transducin beta-like protein 3 TBL3 1000 1.69E-16
Q9HO61 Transmembrane protein 126A TMEM126A 1000 1.69E-16
Q8N3G9 Transmembrane protein 130 TMEM130 1000 1.69E-16
Q9BUB7 Transmembrane protein 70, mitochondrial TMEM70 1000 1.69E-16
P30530 Tyrosine-protein kinase receptor UFQ AXL 1000 1.69E-16
Q9GZZ9 Ubiquitin-like modifier—activating enzyme 5 |UBAS 1000 1.69E-16
Q14376 UDP-glucose 4-epimerase GALE 1000 1.69E-16
015294 UDP-N-acetylglucosamine-—peptide OGT 1000 1.69E-16
N-acetylglucosaminyltransferase 110 kDa
subunit
BOI1T2 Unconventional myosin-Ig MYO1G 1000 1.69E-16
Q4GOF5 Vacuolar protein sorting-associated protein | VPS26B 1000 1.69E-16
26B
Q9BZH6 WD repeat-containing protein 11 WDR11 1000 1.69E-16
Q8IWAQ WD repeat-containing protein 75 WDR75 1000 1.69E-16
Q9HOD2 Zinc finger protein 541 INF541 1000 1.69E-16

716l A AT vhsh o], A&A BRVPICSH NIFIPE F2817] $lste] 7] ol Uehd whld(5)S ol 83
Sk, obgel B owwAs} AFSE AEZ AgHe]l B4 ABRE GAAY £E AY olRs £E U9
g wesd ARG 0§18 & U2 Aoz s

AAd 2. ApE GEEE gdel Westd on] o

2hS] 2ANA AE) BASE GNP J2ES olgatol YRAA vF motsts] FeHA Clucko T2

B BN G0 BAL sk,

A, NIFIPO A FelnfsiAl S7kshs w2 of

=)

£

o 2

o
n
o

MR = Ao R

A=At

ok

> AlZd AE(Cellular component)

- MHC =9 EIFA(MHC protein complex), Z3A| Wete] W7 Z(lumenal side of endoplasmic reticulum
membrane), XA =he] Fwl ZHeo Hp G4 QA4 (integral component of lumenal side of endoplasmic
reticulum membrane), AXA|]A ZX 2] 0k A¥EH(ER to Golgi transport vesicle membrane), COPII =
g ¥ oA ZFA] 4% AFE(COPII-coated ER to Golgi transport vesicle), SEEH-ZHEH AX W &
X% (clathrin-coated endocytic vesicle membrane), =4# ¥#¥ ZAX9(Golgi-associated vesicle membrane)
off EAI.

- MHC complex #& wil A3} AZ A (ER) 2 FA(Golgi) F-ollA] vz Eo] wheoko] Z713H(FE 5 FX).

# 5

GOI[' GOTerm Associated Genes Found -
50:0042612 MHC class | protein complex [B2M, HLA-A, HLA-B, HLA-C, HLA-E]
G0:0042641 MHC protein complex [B2M. CD74 HLA-A HLA-B. HLA-C. HLA-DPA1, HLA-DPB1, HLA-DQA1, HLA-DRA, HLA-DRB1, HLA-E]
G0:0042643 MHC class |l protein complex [CD74, HLA-DPA1, HLA-DPB1, HLA-DQA1, HLA-DRA, HLA-DRB1]
G0:0042613 MHC class Il protein complex [CO74, HLA-DPA1, HLA-DPB1, HLA-DQA1, HLA-DRA, HLA-DRB1]
50:0098553 lumenal side of endoplasmic reticulum membrane [CD74, HLA-A HLA-B, HLA-C, HLA-DPA1, HLA-DPB1, HLA-DQA1, HLA-DRA, HLA-DRB1, HLA-E]
G0:0071556 integral component of lumenal side of endoplasmic reticulum membrane [CD74. HLA-A HLA-B, HLA-C, HLA-DPA1, HLA-DPB1, HLA-DQA1, HLA-DRA HLA-DRB1. HLAE]
G0:0012507 ER to Golgi fransport vesicle membrane [B2M, CD74, HLA-A, HLA-8, HLA-C, HLA-DPAT, HLA-DPB1, HLA-DOAY, HLA-DRA, HLA-DRB1, HLA-E]
G0:0030134 COPll-coated ER to Golgi transport vesicle [B2M, CD74, HLA-A, HLA-8, HLA-C, HLA-DPA1, HLA-DPB1, HLA-DQAT, HLA-DRA, HLA-DRB1, HLA-E]
G0:0030669 clathrin-coated endocytic vesicle membrane [CD74, HLA-DPA1, HLA-DPB1, HLA-DQA1, HLA-DRA, HLA-DRB1]
60:0030669 clathrin-coated endocytic vesicle membrane [CD74, HLA-DPA1, HLA-DPB1, HLA-DQA1, HLA-DRA, HLA-DRB1]
G0:0030660 Golgi-associated vesicle membrane [B2M, CD74, GJAT, HLA-A, HLA-B, HLA-C, HLA-DPA1, HLA-DPB1, HLA-DOAT, HLA-DRA, HLA-DRB1, HLA-E]
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[0203]

[0204]

[0206]

[0208]

[0209]

[0210]

> 2214 7)% (Molecular function)
- MHC #& FA7] 2ol o8-S A3k, TAP HIQIY
/K

_‘?_
, YuzdE A3 (% 6 %)

GOTerm

GO.0048977 TAP binding

GO:0042605 peplide antigen binding

GO:0023023 MHC protein complex binding
G0:0023023 MHC protein complex binding
G0:0032395 MHC class Il receplor activity
G0:0032395 MHC class |l receptor activity
GO:0023026 MHC class |l protein complex binding
GO:0023026 MHC class Il protein complex binding
G0:0042288 MHC class | protein binding
GO:0001968 fibronectin binding

> B 34

T Al w7l Al 54, A7 o3,
wole] =4, du-dE T
3l A A AE SAHoRREY BT
AAA ols} T, A A ME ) W EE
x4, Ax AEy 84 =4,
Egudsl, AbgA o3, dgESA i #A,
=9 HE,
2 AAl, TAP-59H4, UdAd FHAEH= 9
(alpha-beta T cell proliferation)(3% 7 #%).

GOTerm

G0:0001913 T cell mediated cytotoxicity
G0-0097205 renal filtration
GO:0046596 regulation of viral enfry inta host cell
G0:0001914 regulation of T cell mediated cytotoxicity
G0:0045655 regulation of monocyte differentiation
GO:0046640 regulation of alpha-beta T cell proliferation
GO:0051290 protein heterotetramerization
GO:0051290 protein heterotetramerization
G0:0042270 protection from natural killer cell mediated cytotoxicity
G0:0002711 positive regulation of T cell mediated immunity
G0:0001916 positive regulation of T cell mediated cytotoxicity
G0:0009395 phospholipid catabolic process
G0:0002716 negative regulation of natural killer cell mediated immunity
GO:0045953 negative regulation of natural killer cell mediated cytotoxicity
GO:0001911 negaiive regulation of leukocyte mediaied cytotoxicity
G0:0031342 negative regulation of cell killing
GO:0060333 inferferon-gamma-mediated signaling pathway
G0:0033622 integrin activation
G0:0080182 histone H3-K4 trimethylation
G0:0003094 glomerular filiration
G0:0006012 galactose metabolic process
GO:0098543 detection of other organism
G0:0098543 detection of other organism
GO:0098581 detection of external biotic stimulus
G0:0092581 detection of exiernal biotic stimulus
G0:0009585 detection of biotic stimulus
G0:0009595 detection of biotic stimulus
GO:0016045 detection of bacierium
GO:0016045 detection of bacterium
G0:0043277 apopiotic cell clearance
antigen processing and presentation of exogenous peptide antigen via
GO:0002480 MHC class |, TAP-independent
antigen processing and presentation of endogenous pepiide antigen via
G0:0002486 MHC class | via ER pathway, TAP-independent
antigen processing and preseniation of endogenous pepiide antigen via
G0:0002484 MHC class | via ER pathway

F Axze) volgs WY 24,
AZ 24 19 24, waE o] FA

T A w7 Wel <
=4

deHE vk Wl A=
e friAe HE,
ureglobe] A&, obFEAIZ AE AA, MHC Ed2 1S S3 <A HE= Fde] Fd ThE
g A R AN, FEA

=SIEL

10-2021-0049684

A= & A9, MHC @A

53A A, MHC Z¥9~

Associated Genes Found

[HLA-A, HLA-B, HLA-C, TAP1]

[HLA-A, HLA-B, HLA-C, HLA-DPA1, HLA-DPB1, HLA-DQAT, HLA-DRA, HLA-DRB1, HLAE, TAP1]
CD74, HLA-DRA, HLA-DRE1]

1CD74, HLA-DRA, HLA-DRE1]

[HLA-DPAT, HLA-DQA1, HLA-DRA, HLA-DRB1]

[HLA-DPA1, HLA-DQAT, HLA-DRA, HLA-DREA]

CD74, HLA-DRA, HLA-DRE1]

CD74, HLA-DRA, HLA-DRE1]

IDERL1, HLA-E, TAP1]

[ITGA4, LPA, THES1]

T A2 w7l AlE 549 =24, &9
protein heterotetramerization), Atd 2
Az, T AxE A AR 549 A 2,
o &4 =4, WIEF up] AE 549

Jelayd 243}, s~E H3-K4
o wlele g A= HEF, violo¥

Al B

A3E

qg A=,

E

g

-

O

A e

obmb-wE} T X =4

of
il
o]
J

Associated Genes Found

[B2M, HLA-A, HLA-B, HLA-E, FTPRC]
[GJAT, IGHA2, JCHAIN]

[APCS, CO74, FCN3, HLA-DRB1]
[B2M, HLA-A, HLAB, HLAE, PTPRC]
[APCS, CO74, HLADRB1]

[ARG2, HLAA, HLAE]

[CD74, HLA-A, HLA-DRB1]

[CD74, HLA-A HLADRBI]

[HLAA HLAB, HLA-E]

[B2M, HLA-A, HLA-B, HLA-E]

[B2M, HLA-A HLA-B, HLA-E]
[AEHDS, GDE1, LIPG, SWPD1]
[HLA-A. HLAB, HLA-E]

[HLAA, HLAB, HLA-E]

[HLA, HLAE, HLA-E, PTPRC]
[HLA-A, HLAB, HLA-E, PTPRC]
[B2M, HLAA, HLA-B, HLA-C, HLA-DPA1, HLA-DPB4, HLADQA1, HLA-DRA, HLADRE1, HLAE]
[COL18A1, FERMT3, MZB1]
[HISTIH1E, OGT, RTF1]

[GIAT, IGHAZ, JCHAIN

[B4GALT1, GALE, GLB1]

[HLA-, HLAE, HLA-DRB1]

[HLA-A, HLAB, HLA-DRBI]

[HLA-A, HLAB, HLA-DRB1]

[HLAA HLAE, HLA-DRB1]

[HLA-A, HLAB, HLA-DRB1]

[HLA-4, HLAE, HLA-DRB1]

[HLAA, HLAE, HLA-DRE]

[HLA-A HLAB, HLA-DRB1]

[AXL, G2, FCN3, THBS 1]

[B2M, HLA-A, HLA-B, HLA-C, HLA-E]

[HLA-A, HLA-B, HLA-C]

[HLA-A, HLAB, HLA-C]
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[0211]

[0213]

[0214]

[0215]

[0216]

[0218]

[0219]

[0220]

[0222]

[0223]
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EE, A EVPICA frolviaA Svbe wuae st ge 542 e slom delugit,

> A3EZ AE(Cellular component)

- g wA Y, 4% 43 Ty, 4% o3 Zy Ful(platelet alpha granule lumen), S3EA)
(multivesicular body), GTPase E3+d], o]&4=A G- w@wWd E3ba), oz FHixFH, 2LLEYLE

(autolysosome)oll <23k,

MHC complex #E Wk Az} AFA(ER) B =X (Golgi) F-ollA] Tl d 5] wasfo] Z71sH(E 8 %),

¥ 8

Associated Genes Found

Ci:\\l' GOTerm
Z blood microparticle

1 platelet alpha granule
3 platelet alpha granule lumen

18, ITIH1, KNG1, ORM1, ORMZ, SERPINC1, SERFINFZ, TF]
ERPINA1, SERPINF2, TIMPT]
SERPINA1, SERPINF2, TIMPT]
4 1 multivesicular body
G0:1205380 GTPase complex
500005534 helerotrimeric G-protein complex 4 1
300005787 secondary lysosome [LAMP1, LRRK2, SQSTM1]
£0:0044754 autolysosome [LAMPT, LRRKZ2, SQSTM1]

> 2214 7)% (Molecular function)

- T ol A

Associated Genes Found

GO:0005507 Copper ion binding [ADNF, ALB, ANG, APOAS, COX17, S100A13]

> S 34

- 72 6-¢14F A} TA (fructose 6-phosphate metabolic process), QEHIZE-wj7] A& AG AR %A
(regulation of integrin-mediated signaling pathway), ZEZ= Xz Ax 22 d# (high-density
lipoprotein particle remodeling), 2174 &7] A3E & X (neuronal stem cell population maintenance),
Rho ©¥d A& Ao kA ZH(positive regulation of Rho protein signal transduction), A7) W%
(acute-phase response), YEEH H5HA 7] 9] 4% (sodium-independent organic anion transport), <
g AgdE HE o] AEg e 9kA ZHE(positive regulation of actin filament bundle assembly), At &=}
53t g9 (macromolecular complex remodeling), E& Xewza Izl XA (plasma lipoprotein
particle remodeling), @& xd E3t #rde (protein-lipid complex remodeling), Ras @& A5 A
o] ok ZH(positive regulation of Ras protein signal transduction), Z2E#H~ Af oJAET e A %
H(positive regulation of stress fiber assembly), 4% ©3H(platelet degranulation), =718 A&
o o3k WkS-(response to increased oxygen levels), H}o]#]o] 3k nfole o tfal Wo] wh$-o x4
(regulation of defense response to virus by virus), GTPase @Al &4 ZZH(negative regulation of
GTPase activity), 9] 334 (canonical glycolysis), ZF2 GTPase w7l A& d=e] %A ZH(positive
regulation of small GTPase mediated signal transduction), ¥ 33l (canonical glycolysis), ¥]FHAF
o et Ex o]a 74 (glucose catabolic process to pyruvate), NADH A4 (NADH regeneration), Ez] =g
MF = o]3t TG (triglyceride catabolic process), XETF-6-%14HS T3 T4 (glycolytic process
through glucose-6-phosphate), ¥}T-6-204FS F3F 3 A (glycolytic process through fructose-6-
phosphate) (3% 10 #%).
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[0224]

[0226]

[0228]
[0229]

[0230]

[0232]

[0233]

GoiD GOTerm

Go.0006002 fructose 6-phosphate metabolic process

GO:2001044 regulation of integrin-mediated signaling pathway
G0:0034375 high-density lipaprotein particle remodeling
G0:0097150 neuronal stem cell population maintenance
G0:0035025 positive regulation of Rho protein signal transduction
GO:0006053 acute-phase response

G0:0043252 sodium-independent organic anion transport
00032233 positive regulation of actin filament bundle assembly
G0:0034367 macromolecular complex remodeling

G0:0034369 plasma lipoprotein particle remodeling

G0:0034368 protein-lipid complex remodeling

G0:0046579 positive regulation of Ras protein signal fransduction
G0:0051496 positive regulation of stress fiber assembly
G0:0002576 platelet degranulation

G0:0036206 response to increased oxygen levels

G0:0050690 regulation of defense response to virus by virus
G0:0034260 negative regulation of GTPase activity

G0:0055081 anion homeostasis

G0.0051057 positive regulation of small GTPase mediated signal transduction
GO:0061621 canonical glycolysis

G0:0061718 glucose catabolic process to pyruvate

G0:0006735 NADH regeneration

G0:0019433 {riglyceride catabolic process

GO:0061620 glycolytic process through glucose-6-phosphate
G0:.0061615 glycolytic process through fructose-6-phosphate

ZIHSd 10-2021-0049684

H* 10

Associated Genes Found

[FBP1. FBP2. SLP[]
[BST1, CD63, TIMP1]

[ALB, APOA1, APOA4]

[CDH2. HOOK3. SRRT]

[AROA1, ARRB1, RNASET]

[AHSG, ORM1. ORM2. SERPINA1, SERPINF2, TIMP1]
[ALB. MFSD10, SLCO2A1]

[APOA1, RNASE1, SERPINF2, SFRP1. SWAPT0, TPM1]
[ALB, APOAT, APOA]

[ALB, APOA1, APOA4]

[ALB, APOA1, APOA4]

[APOA1. ARRB1, DYNLTT, RNASET. TIMP1]

[APOA1, RNASE1. SERPINF2, SFRP1, TPM1]

[ATBG, AHSG. ALB, APOA1, CDE3, KNG1, ORM1, ORM2, SERPINA1, SERPINF2, SPP2, TF, TIMP1]
[ATPEV1G1, POLB. TIMP1]

[AP251, HLA-A, RNASE1]

[ARRB1. LRRK2. PDEGD, RRP1B]

[APOA1, CA12, ENPP1, FABP3]

[APOA1. ARRB1, DYNLT1. RNASE1, TIMP1]

[ENO2, ENO3, HOOK3]

[ENO2. ENO3, HOOK3]

[ENO2, ENO3, HOOK3]

[APOA1. APOA4, FABP3]

[ENO2. ENO3, HOOK3]

[ENO2. ENO3, HOOK3]

wek, = 79 YEbd mhel o], GORAIS E&) NIFTPE wWoursw #ay vhldoe] Agdos 7 HdEy
&4 EFVPTCY 7A-9-: warburg effect$} & 7|Zpo] A3 HE AS FestT).

AAd] 3. F v @ g

= 89 =AE workflowol wt,

T 1A R 40 1A B S felnd nAS e

TARSZ, 47 AAld 1 E 20 we} {2 EFVPIC A& 2 NIFTP A&l A7k 7
[e:

alue’} 0.05 w|Tho]HA],
Wl s ol T
=4, ©F

RS

eSS

g o] FHEo|= count F7F 2 o]Fela, FHA}
Boatgu 0 OAES daz

I;]—Hﬂ z] S

Al ElelEulo] 2ol T

¥ 1Y

H* 11

E 129] 71 A8},

A, @A Rt

cuticular Ha3-1I

NIFTPol f-ojulsiAl A dd == did
Accession Protein name Abundance # Celluar Plasma

Peptides Compar tment proteome

database

P13747 HLA class [ 6625008 . 843 5 extracellular | HPRD_00877
histocompatibility exosome,
antigen, alpha chain E membr ane

QINSB2 Keratin, type II 256141.7786 4 extracellular | HPRD_09098
cuticular Hb4 exosome

Q14525 Keratin, type I 12418371.3 4 membr ane HPRD_04136

P13612

Integrin alpha—4

739568 .6997 3

extracellular

HPRD_01894

exosome
Q5SRES Nucleoporin NUP188 356916.3218 1 extracellular | HPRD_18582
homolog exosome
Q9BZH6 WD repeat-containing 319888.7467 1 membr ane HPRD_16218
protein 11

Q8IXH7

Negative elongation

1133431.01 1

extracellular

HPRD_16096

acids protein 5

factor C/D exosome
QINYP7 Isoform 2 of Elongation 807066 . 2489 1 extracellular | HPRD_13268
of very long chain fatty exosome
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[0235]
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075309 Cadherin-16 326339.7002 extracellular | HPRD_11929
exosome
P06681 Complement C2 962996 .0995 extracellular | HPRD_08939
exosome
Q86UX7 Fermitin family homolog 672995 .3977 extracellular | HPRD_07440
3 exosome,
membr ane
076013 Keratin, type I 6384383.245 extracellular | HPRD_05174
cuticular Hab exosome
QONPH3 Isoform 4 of 1800895. 358 extracellular | HPRD_04021
Interleukin-1 receptor exosome
accessory protein
000338 Isoform Long of 249463 .4872 extracellular | HPRD_03858
Sulfotransferase 1C2 exosome
Q99712 ATP-sensitive inward 311000.9826 extracellular | HPRD_03659
rectifier potassium exosome
channel 15
Q15382 GTP-binding protein 748327 .0861 extracellular | HPRD_03188
Rheb exosome
P15941 Isoform 2 of Mucin-1 1667789.093 extracellular | HPRD_01152
exosome
P33241 Isoform 3 of 441449.1374 extracellular | HPRD_01083
Lymphocyte-specific exosome,
protein 1 membr ane
P20702 Integrin alpha—X 250525.7256 extracellular | HPRD_01051
exosome
P08246 Neutrophil elastase 185458 .3693 extracellular | HPRD_00554
exosome,
membr ane
Q13951 Isoform 2 of 375101.0991 extracellular | HPRD_00418
Core-binding factor exosome
subunit beta
P30530 Tyrosine-protein Kkinase 549536.1945 extracellular | HPRD_00171
receptor UFO exosome,
membr ane
¥ 12
&/ EFVPTCA frofw|shAl = Sds e &g
Accession Protein name Abundance # Peptides Celluar Plasma proteome
Compar tment database
Q96QR1 Secretoglobin 5849636 .535 32 extracellula HPRD_05932
family 3A member 1 r_exosome
P05413 Fatty acid-binding | 6765365.246 21 extracellula HPRD_00613
protein, heart r_exosome
P07998 Ribonuclease 773105.639 13 extracellula HPRD_01591
pancreatic r_exosome
P03950 Angiogenin 438181.128 9 extracellula HPRD_00105
r_exosome
QI9BRF8 Serine/threonine-pr| 449476.036 5 extracellula HPRD_07735
otein phosphatase r exosome
CPPED1
Q9BZV1 UBX 272971.764 5 extracellula HPRD_18253
domain-containing r exosome
protein 6
014964 Hepatocyte growth 3279125.378 3 extracellula HPRD_05085
factor-regulated r exosome
tyrosine kinase
substrate
000757 Fructose-1,6-bispho| 2006825.520 3 extracellula HPRD_04322
sphatase isozyme 2 r_exosome
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HPRD_05125
HPRD_16692
HPRD_11164
HPRD_00369
’d EFVPTCS} NIFTP

[}

=

=

o

e
=)

extracellula
r_exosome
extracellula
r exosome
extracellula
r exosome
extracellula
r_exosome

3
2
2
1

863853.742
1163150.414
333361.447
763118.892

Endophilin-Al
T-cell
immunomodulatory
protein
Dyslexia—associated
protein
KIAAO319-1ike
protein
Collagen alpha-3(V)
chain

Q99962
Q8TBY6
Q8IZAO
P25940
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[ EFVPTC T } NIFTP T

k1
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15

-10 5 0 5 10

Log2 fold change: (NIFTP)/(EFVPTC)
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