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An object of the present invention is to provide a chimeric envelope protein that pseudotypes a virus,
and efficient gene transfer and gene expression technology to efficiently introduce genes into B cells, CD4
positive T cells, CD8 positive T cells, and other lymphocytes in the peripheral blood, and immortalized cells
derived from these cells.

In a gene transfer method using a single-stranded RNA viral vectors such as Sendai virus vectors and
stealth RNA vectors, viruses are pseudotyped by making the envelope proteins of the viral particles chimeric
F proteins with F protein regions derived from morbillivirus and chimeric H proteins with H protein regions

derived from morbillivirus.
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[3£32]
An object of the present invention is to provide a chimeric envelope protein that
pseudotypes a virus, and efficient gene transfer and gene expression technology to
efficiently introduce genes into B cells, CD4 positive T cells, CD8 positive T cells, and

other lymphocytes in the peripheral blood, and immortalized cells derived from these

~ cells.
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In a gene transfer method using a single-stranded RNA viral vectors such as
Sendai virus vectors and stealth RNA vectors, viruses are pseudotyped by making the
envelope proteins of the viral particles chimeric F proteins with F protein regions
derived from morbillivirus and chimeric H proteins with H protein regions derived

from morbillivirus.
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[Z3BHERAE ]
[hrssii#i8)  SRE RNAREZ A aEES R AAZED Y RNAKH
| s |
[T E3HH%F%) CHIMERIC ENVELOPE PROTEIN DERIVED FROM RNA

VIRUS AND RNA VIRUS VECTOR HAVING SAID

PROTEIN

- [iieesisd

- [0001] ARsEEAMETH —TEF LA Eh AR E A S A A (foreign gene)ill
(EELRER ZHMT -

G IERE D

[0002) FBREEEERERITLEREE > I aws b E A e S
FEE AR I MECERE) » #H aFEEEAERE ~ Bl & T AR A8 (genome)RNA
B ARG T GRE - R EETERRE o R ER A RNA s
(nonscgmented negative single-stranded RNA virus)FEEEHISZRR 1) - ERMI SRS
HWAENEERREEGEESE - 3EE - RitZeits SRR EEER
T RELEE Wit WEZER AT ER L EEEXARSEREREZ
TEAHSE RS

[0003] 2R - #E TIMRERZ BRI &REEE - SMIEREE
FHE RIS REYE T EERR TR AN S EEERART - 140 Bl
EREIEMR(Clone) 151 BE R/ EM < SRIEFRHEFRIRAN &85 (SeVdp) &g (B 7]
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SCER 1~ FREFDIRL 2) - (RINERE T EEGRNS 4 BRI ERTZ7MRER > i
Ry T SRR S S AE SR AT AR PS 4HRD) I EE A AR 2) - 3 fE8) T R4l
F4dRAT 2(FGRENZ B laREER AR E ARHAELE HEACE
B EE R BB o BRI A R AVERPREAER - (AR 3 ~ FEEEFISTRR 3) » 3 FIH
BRI Z RNA IRF14E RNA AT IEN - R AR E(LZ
AL TRRRIT R Z R (stealth RNA ZKAS(SRV) » {RAHBINM ISR
BEE - diEBR - Bk B FESEENLION  mRYIRRE DIARE H A B
ZIKFRIREE R FIR(EFSIR 4) - RLE - SRV AR EIRFE DU 2 P sm 5
ISR EER - IEEIREERRAAV) R MERGFHEBE/ SR
LA ESEEHIEREA - FRZTH -

[0004] ERELEAIEREER ZER L —TRHEFRZAE LA
FEM - NEEEYE S AR - EAMIERER T AR
PASE » IRETEURT ~ /NER ~ KRB R BT~ ERFITZHABY ZAREETT
B GEEAISIR 4) - X 0 RAJEAIET - ERSTT AR - b SR -
LA ~ WLPAIRE ~ FH4IERE ~ ‘= 78RsRr4lile (pluripotent stem cell) ~ Z5 MMERA
HE ~ EE4ERE - RMIRFRTE R Z BRIRTEA RN RIEGEEFDIR 5) -

[0005) FIR{lEREBZEERSRESRETIEREA » B2
2 FEERFNTS IR © (RSB T @R TR &S - RQAEIMNE(RE)E
REER S GEEFDIR 1) - 30 IBREAEHFENMISHENEREZ HN &
H & FEHZ FAFERTETCERFDIE 1) » I RASRHEET - i EE
HESEBEREME RNA EREREEA T REN T - WENTTZ RNAE
RS FTEASIMRER IR A EAIMEER - RARAE - BREERFEFIMK
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HH> RNA BRE RE TEA TR T ) 28R - SR T RTREE
4R b IR A4 A AR b SRR AR - AL R A S
TR R TS » RARIIE AR TR TR ERE %
"RNA fEEBEEE , 25N -
[0006] HN ZE & B AR EE KRS O AR IS 1 - B i B R
B - BB E SR E O RS YRS S T2 TS B REN T &
BRI T AR > G54 (TSRO 1) - e B R e P E (B A 4
F o HERB IS REREASREREAE R E L HE Eh > —
[0007) F 25 Gpius B TE R FO > AIBEYIE » FE S (B /K me b
BREyE F1 EEE0R F2 ERACHERR 2 SR RERISOR 1) -
7 Pl BEE . N RIS S B B > HoK by > 2560
BLBR K DA ThAE T s — T ER > R E i ST > R & (JEBEAISTRR 6) -
(0008 AJEABYIRT 7 HERR(B 4H5E - CD4 [ T 418 - CD8 it
T GRS 5 A JEAAE > A SEME e BBV - 140 » CD8 Btk T 4URIHY
BT i R TEI B SR A ATRaRTAE 11 - TERIZER CD8 54 T 4158 %5
SN #0 T PUR(CAR-T) - Tl IR 2 R s JEEAIE 7) -
X B4 GIEOETHAREE Y A > FIF EB BTk E LR A
{5 P LIS IR BB ST (JEERISTRR 8) - CD4 [ T 4Hi(a A
FEIRE RGN E I EAIER - ATTR CD4 MRS T AINRAI s A T
Pox3P » AU/ HHHIE AEHYIBRI %% 182 817 T 4B ReeT 4HI0)2 1% - 15
ER B R AR AT B GEEASIR 9) - It » JHE ASET R
RO EER (A 2 S P rp R M TR A B AT 4R -
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[0009] E%D{m%:?ﬁ%ﬁﬁ Bz 18 3 BRI MR 2 78 5 B 4R
CD4 [ T 4fif ~ CD8 fEtE: T 4l 2 MEIR FREE Et%éﬁiﬁ@ZﬁééEﬂH@ZEﬁ%
R EEMEGEBEADUR 5) - HIL - FAETE Y Sevdp #iieEMl&mESEEs -
Li);"zﬂﬁﬁﬂh‘*f“ BZIMEEE N ETEREA LY RNA%%HE{%%B%H@/CM
Byt T 4HAf ~ CD8 Btk T 4lF Y R A SR IME -

[0010] TEMAEMEERZ A A ZAIIAE A ERFEEEH ZWEIMER
MHFERERRS Z T T AD MU ERER 5 iz B 4 - CD4 [B14£ T 41 - CDS
[t T 4hfER - 75 2 PEEL B O ABAE rh B N TE 35 [RE B i sk T 8
IR 2 &6 HEERR B MEEA R 2 RS RREEEFSUR 10) - I
Fbh - B E AR AR T R 5 S IR - 1 EN R s NE
HHRENE = Bl & 2 AHRRGEERISURR 11) - (R FMI 2 AT - B T ER
B 35 I MR S SHIRERR B & B B R EIR T e R ez o+ ToRRIE A
FIRMI &R EEERET Z HMERR B RS ARCRETEIT - |

[0011] RiriEEAHEESERERZIME(ER)NERERE S
[ M (cell tropism) » AR ERBARERZ AN S » EAIARKERGHERL
SMENEE A BERECORE EA R EMEEa s EtERE 2 INMERERZ TR
FU{b(Pseudotyping) ; FAfT o LAAIHFTER 25 (Human immunodeficiency virus,
HIVWE REM Z I8 EEEE - AR R bRttt —p1 -

[0012] EAH HIV Z Env ARGFHEZSMEEEH gple0 ISR EEGE
HETEEE gpl60 &5a 2 CD4 (Gt A T difETEREA - HEAREIHIAS
MR Ry CD4 [& MR A ETEREA - BT EELSE - AiEREl - BiRE
B gpl60 BEHRIFAT KA MEL P38 55 (Vesicular stomatitis virus » VSV)Z &
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fEEY G BEE Y VSV A GEEFOE 12) - DURH epl60 BARFER
25935 (Measles virus » MeV)Z iy F B F HE 2 MeV A (GEHA]
SR 13) ¢

[0013] VSV BESH S TSRS - B TERE A .
RS BE IR VSV 2 G2 B HUA gpl60- AT 4228 4 x 10° $§28ES {ir transduction
units)(tdu)/mL 2 VSV [HEISREEE G ERFISIR 12) -

[0014] S—J5H » MeV [BEHBRERE G BN B gpl60 18R EH
B2 . #4745 B4R - CD4 Bid T 405 - CDS Btk T 4HBE MR4iE E A S
ELPRIE ABEE - ffE - JLAS - HEFRSE MeV 2 FEE R HEHHIA gpl60 - HEAE
EELE 30 tduw/mL MLT 2 RRE Z EREGEERISUR 13) - 55—J5H » £ MeV 2 F
B9 R HEERFRE » S8k FEAY CAU 30 BT Mev > HER
> N K 18 BEEREE » B4R 10° dwml 2 MeV (RIS GEEAS08R
13) - I R LR ESCE AR AR - GRAEEBURR SR
IFERETE (> TR -

[0015) BtiBpsdae > SWMS WA ERIAREREIEY RNA
AT SREAFE T BERERER T2 aBES M MeV 2 FEAR H
B IR B SRS GEE DT » TIREY B 41T - CD4 5 T
4iFE - CD8 Bk T 4RHE. BB ARER - WARBEE HEEE TR BRI
ERBETAEY SeVdp SIS IIaRERE « DURFAI RS Bt
ETREREA IS RNA 582 - EHEE MoV YRR RERMBRERY
N F E AR HE BT REULZH -
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[0016] % T RMEKBRIEULZIISREEIEEEY RNA S8 - H5oA
BEREIR B E MR BE 2 BIEE O R ARBHLT LR - PRIEBFISIR 14 #5Fm
FEREE Ml aRERRTRERER Z ABEIERE 1 ZOPIVY) ZEEE
B BEBREBUIERELITA - BIL > FBhigIRE hPIV] ZEREH 2 RS
SR (domain) BRI &R 5 < BIIREE B Z SIREE 58 T AE hPIVI s
WEZReEEESRAZIeREATT » B Ll hPIV] (ERREEZ
WIERT - & - RESREFDIR 15 HISREMERTRE MeV Z BBREH 2 4T

B BEGEYERER B (ISR ELERER ZHEREERFY - 1T
WEABEER RSN g AR IERET T - B ARl eRER
FULERRERERREYRERES BEREQZER - EALIMS RSB
EH 2 MeV ETEREIL -
[SE AT
ESEN

[0017])
[EEFSCRE 11EFE /A FHZE 2008/129971 5%

[EFDRR 2]BIPR A B S5 2012/063817 5%

[FEASCRE 31RIE A BHES 2002/42481 57

[FEADER 41EPR A BRES 2016/114405 57
[FEEFISTRA]

[0018]
[FJEFEF]CER 1]Lamb, R.A. and Kolakofsky, D., Fundamental Virology, 4th

~ edition (Lippincott Williams & Wilkins), pp689 - 724.
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[#HANE]
[SFEHAR R 2 BRAE ]

[0019) Kt » A IEAARE HEERH R AR S EFEE
B DERRERFEEEMRRERT R EREELZ RNA KB RNA Fol
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(RNA-dependent RNA polymerase) S5 54 RNA f8illich - FEchRE Bl
AR BRSNS A RO BRI - TEEENRMIE 25> B 4
i~ CD4 B T 4HE + CDS B314: T 4HHSEME R B 1 L S A AR
R R A R R -

[ A i B

[0020] HHEliETRE Z BR(GenBank #M30202.1)7 F &5 (555 MRS
L) K RiE % # Edmonston #k(GenBank #K01711.1) 7 F & H (553 RYfZ AR ES)
ZEERERONAERY » WE Y CRIBERRR M R PRI R R POl 5 IR R4

R A DU BRI S A S E L SUBE 1) - 1 - — G
B E A 300%

[0021] EEEALIARE Z F(GenBank # M30202.1)7 HN ZE (576 {HREA
Fa%EEL) it Bdmonston #(GenBank # K01711.1)Z H ZEH (617 {EHzERE
BEEL) 7 GRS RORERS  TUE Y N RS EIER A A R S RICR R T PRl - 4
B - AR A E Y B 1) - UamEY HN B
R (S ERISRR 1)454 + Bdmonston ¥ MeV 7 H & M BIUII%E > CD46 5%,
SLAM(Tatsuo, H., et al., Nature, 406, 893-897, 2000)45 5 - W& & —KE&EHE 2 [E—
MEARZE 19.8% ©

[0022] UBRELTIHET - BT EREEEENY FEQK HNE
BB - IEBEFERNEEARM{Z M &H(Kondo, T., et al., J. Biol. Chem., 268,
21924-21930, 103) - 5% SeVdp SHESIET RNA S > St R I RTsL
% 3 EEXEAEZER - BHRAEHUEBYR A/ ME A R EE
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ST - 5 - DA AR MBS Y B A SeVdp 28
B T (IR ERI SR 2) -

[003] M B (i stE s S RNA & NP B S E R i
BB A THE TR TR - SIS R RS [ ST PSS
G MR R - 4+ USRS F A > SRS
MoV > F 2 2 AN IS R P 14.3%(E1 2) - [EEH - 5
P N B A S MoV > 1S~ A S B ]
iR 18.9%(E 3) - I > MV Z MBI B DI AREY MBS
G TR -

(00241 71+ FcE MoV =~ EIFAREE B = ST R B 7
B R 1 R I, - RIS ST MoV > RS S8
amEs MBS  ETETERL - 1 57 - RIS Mev > HEE
R E SRS R IN Ba SR RS, R g s
AL RERT 2 RS R IAR 15) TS SaH e
BB MBS, - (AR R -

[0025) e » chh A S0 AT S G AR B B MeV
v FEAE(E 2) - DR AT A R Y MoV HBE
(B TS - R ARES MEH—EREAISH RNA fi 2
AP - T B KRR L T RNA 308 - LSBT
STERS T » IO A B > 3 x 10° YHTRISAEAr(Cell Infoctious
Units » CIU)/mL PA_EZ FENERAE B4R (Vero dHAR) 2 (RIEL(EER, RNA #HEE(E
7) -
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[0026) #—3 - bhEit 5 BERAMLEBE RNA SRSER B ik SRy
ERE AR  FHERAR R E 2088 F EHMeV/SeV F2) &4 HE
H(MeV/SeV H#1)4H & T B 2 B LRETE RNA SRS T USSR ETEAGR 1
8) - PLIREU LRSI RNA SRS 48R B A RBIIR 2 B 4R - CD4 [514E T 4
B ~ CD8 i T 4HE (F—% » WA % E 7 (Multiplicity of infection » MOI)
=3 THEERE A ZE 90%2L F 27 4lfE - (E 10) -
[0027] X - #EE#KF MeV/SeV F#2 J: MeV/SeV H#1 4H4{E » S E
EFRF RNA 888 » NI & REERRIREMEE 11) » T el ARRE -
[0028] BAT @ PIRZASSEIHZ EEE AR -
[1]—@),?@5@55&%%25@% FER HETIIDZE)ZEET T
(W)EHFFIGRS: 3 Z B FFIFTéRth < A7 IRERC 8K -
QEERFFIRS 3 ZIRE IR BRI SRk -
()HFFILRS: 24 ZHpEFYFréRts < B BB 7 IR 25 Rk »
DEBITHIRGR 24 Z MnEFF | FéRts < AT I 2 20K
(5)ERFF5I4RTR 33 2 REEIE PRI R 25k -
6)EEF54R5E 33 T HERFIIZ 0K
() F54R57% 34 ZRe BB IR 2K ~ B
®VEETIIRIE 34 ZHEBEFSI 2 %K -
REEAES  HGEE it e R R e FEA - M
FERTIIER) I F 2 E—EVRERFRFRE H/HN #&5&EH -
(WHFFIGRSE 9 ZuE 5 IFTiRts 2 Fr IR 75 IR 2 ZhK
| Q)aBFFI RSk 9 L WA PRt < AR5~ %Rk ~
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() RIFFHIER 35 2 BEEBAFFS I S0k -

Uy SR 35 2 RIS S -

(S)EERFFISEEE 50 2 IR Fr V4R iS IR R A I K -

(O) BT FFFIRE SO~ B Fr IR 4RTE R R 51 SR -

(PSS 51 2 BB SRR SRK - &

(S) B RFIRSE 51 2 RS ik

B-EIRERSEORE A FEEZEE  RETI)EG 2B

4P (T

(VEBEEFIRS 3 2 a5 S S -

QY EEFEFIRY, 24 2 BT S0t B -

Q) SRR 33 2R S S 5 - R

@) EERREF TR 34 ISR Sk SHI Y

[ATATIRI3] B0 » A28 THI()E @) PAE—TE SRS -

(SIS O = BRETH 2 SRS -

QURTEFFFISRYE 35 Z BERBEFFT Sk LA ErEs -

VPSR SO 2 AT SRS - B

WVETERFIRSE 51 2 RIS Sk SALEE -

[STAOATHRI3] BHAE - ERE A -

[6NATIL4T $EE » E R AR AL -

[T AT RERE RERE S F B W R v R E R
B S WHN BE 2S4S EGEEMABI B THI0)E@H2

(E—TEEE

i
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() &EFFIRY: 9 BRI S B -

QYL 35 2 AR Sk S B -

()BT FFIE, 50 2 R S SR

) BAERER SIS 51 ~ BRI F1 Sk SR A -

SR e 41 + SR 1S

(O] B4 - SRR 3] (61— T - AT T]Zi[8)
LRI -

(10T O] S8 7 4T » S5 E A -

1R AT + SRS RNA SN (senome) 2 XU LY
BT A A A e R A A |2 e FE AR A B

2JARL L) T » SRR B8 RNA SRt & s e
% {5 (foreign protein)” cRNA 51 «

(131 TR SRR e SRS AR 3% » S SR A
ARSI AR IR 1 2] R T B 58 -

[AYIARRII31 5% » oo KB BB B AR - CDA BBt TR
CD8 1% T GBI RZ BHEZ HEER -

[ISHUATRI3] F » S » SEPRBEA (R0 BA 3 EL T
SR A GPS L) R ¢

[LGHORTR1412 T3 » $Eeb + LR A G EARR BA 36 EL T
SR B A SATOGPS 4T R ¢

[THOARIIS)Z 3% - Hoof » MR A (e REEE -

[ISTAORTAIAT 7o » Hoeh » AESER At (o REER -

IHH}
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[19]ﬁﬁ'§ﬁﬁ[11]2ﬁ BT B B EE RNA EREHIFERMSHRE
LIShZ B R R HR 5 < E NS RNA BT -

[2014MAETA[ 1912 Bk T » ot - BB AFRDEREED ZWERLEE
R B 4mts M EH ZWENEERY 1 EDL ETiREMERRTIRE -

RIMOATA[20)Zmesr T - Hf - ESEEES TRENEERR F AR
/8 HEER ~ HN EREGE G &R -
[SEBRAR]

[0029] #EHZAEY - AREISHETREEETE RNA St diEE

M- AEERTA EEEA B - CD4 5 T 4IME ~ CD8 (514 T iRz MmiRa
feRE 7 ERNEABRES - WL SR EESFEH Bk £ EZ MR AHRERIIE
B - N S PUR I (CARR T 4ifE > FIRESEIRFE E%ﬁ%ﬁ RNA 55
Y EREIRTRAEYE  BERER  PISIIRES BTG A S
Z R B 4R IR - P41 MESRIEEDIET ZFE B AL 5HEM
EVERERRAINE - FTHERER AT 10 (E RG] 16 - B 12) -

[ECEERAEL

.[0103: Lh# il 9% 3 (Sendai virus) 5 27 3 (Measles virus) Z B HHEH
(Envelope protein)4&i 2 & -

B 2 BEER MeV/SeV & FEAY —REGHEE -

B 3 RBER MeV/SeV ixr HHHN)ERBEZ —REBZHE -

& 4 BETRERFRE FEE K HEH ZER CHEELE -
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Bl 5 BERERGHREY MBS 2 ERAGSHE>E -

6 HEETIGIBI, RNA SiES(SRV) ZLIRE A SE M F B B e A BT
BIEZ F75E ~ DUR{E AL T J7 5 ] -

7 BRERAS MeV/SeV #ATE HBEMLZ BB RNA SiBE i B > thig e
EElélFiﬂ\l\léﬁ%ﬁ%%(Vero)éﬁﬁ@i‘%ﬁZE&%HﬂH@%ﬁZEE)Z :

8 BB MeV/SeV S AEEEEL B RNA SHEs K
Daudi 4IfE= HPREASRGERL EGFP BHERISEY A A e &
2) 2 -

B 9 BTSRRI Y FES N AT -

10 BB EE 4T MeV/SeV #iA T HBEN LY BEIY RNA BREEFTE > )
FRAPE R TOMIE Bk EEP AR (B L BGFP B B fit4ine
BTy EB)Z 2 E -

11 BEEREE MeV/SeV AT S IGHREHRNAER Y B GEH
JEMEEIEE (Vero) T 2 B4R E8) 2 8 -

12 BRE RIS RNA SiE81E B HEIRSE iPS MII0 SRV B %
FETY RNA BERIEEALE MeV/SeV A S AV L 4E 4 EWE LR T &
R -

[EHEI70]
[0031] Az —fEE(A—TE RNA FEEHEE - HAENREEAER
B RNA fE R ENIS T ENREALG  IFIMERFREMBREBLRE FEC
E2RE U?@ﬁﬁ%%%ﬁ%ﬁ%ﬁ%uf’ M ATREESRRERRE L F EH
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e L REARERS RS 5 | B GRS E RSB SRR
B L4 B R BRI H B — Fie (H8) - B
> ISRl - B F RS BT IAT] (VEQ) S8k - - 8o HEE
1 B AT TR 2] () B R) 2 Sk -8 HE B2 F A BATR1Z ()
S(4)2 Shk - TR T I RNA P8 B Bk S TR AT 2 45 e o et
SHGASHEE + AUATRI2IFRE - SRR 112 () E®) T2 I e

% B EENIL (VER S E(F B2 (VE@ 2 E—E)
SE e H BEEAEE - HEEERS F BEOSRs 1 EAZEETE
DNA » 7771 RNA « & DNA 5 RNA BRI T80 F L REE HEE
SR A ERBRIES RNA FEEE S » RNA FEEF
B RNA ZEPRISYE T - Bl S pITT SBT3 S S s
S0 - HEAR RNA ST CRE TR - EALE S8 RNA ERB D & B EHR
& F I R/ RS 2B - TIGEAGE RNA ST
S8k, FL 5 8 RNA 258 2 T4 DNA)SE RT3 (8] P (5 TFi > R
AR - AR LIRNI2FTE - AR R T S B L R T
LA (B R T (AR T B 2 S5 e + LB BRHESE
SR S AN T » LA ISIFRL - AR CE R
5 SHENEE 1 B 4 - CDARE TAERIR: CDS i T aiuRIp By A8
SR B SR A 2 (b 2 B B S B F B 2 6 » 77T
R ST - 760 IR B 4R - CDA % T 418
¥ CDS [ T ARHAS RS B HEBR A B 30 AR L BRI+ STl

SR R T A RGPS G e -

i

333191 ' 515 E 442 HETERES)
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RS A RNA T RIRE RS R BN AT EU%E?&%%%#%%Z%%%
RNA s(EIUEEE - M REBUINZ BIEERRBERIRE 2 BIR 5 | IFRIERE
B lEwE - NERIREREREEIRERE - X B REIN BRI
HERUEE Y EAFITFIE © RS « R Newcastle tack)FHE(Newcastle
disease virus)~ BEIFF 5  F 1A% H (Hendra virus) K 17 H 5 (Nipah virus)-
Fe R 2 ARG RS 75 (Measles Virus) » HERERERIE © FEIL > BEEAER
BIRART 1 1L‘1£éﬁﬁ%@ﬂ§% H(F } H ~ HN & Q)5 M B H 2 Bl RRERR
FREFR MR - A HMUEHEERE 1 B EZIRERRRZ
H R & (gene cassette) < RS S TR RILUERE - WRTHE - 28952 RNA G

BEEREBRRRMSHEELIIN ARSI S AR RNA ~ 56k
%ﬁ’:‘iﬁéﬂﬁcﬁ%ﬁzﬁﬁ%é\ﬁ% RNA {EREFERS RNA & - 1 EBFIEREASEA
iﬁZTﬁJﬁ%’L&LH% R AEERISOR 4 st B RS R ALY BRAHE RNA
e BERE EE - EAIIEREZARE RNA ZH) -

[0032] X - REHEGIEEERREFAREEMEREI MBS REES
PR(Bdmonston )z HEA KFEEIIEREZ HNELEREM ZREES 1
FA LA g BN 2 JERERIREFT L

B4 » 40t BRI > FRTTEREE S SLAM /E R 2B Fl > IS s
> BPANFTTHR(EF 4% ) IC-B k> Takeuchi, K., et al., Virus Genes, 20, 253-257,2000)
2 H ZEH(GenBank #NC_001498.1) ~ IR EIEREL HN EHEREMZ
MEEH - I BRMEEHEZERNEANS - BERKIREE XERRE

(distemper virus)2>” H ZE H(GenBank #AF014953.1) R E & wE 2 HIN EATE

333191 816 8 0 4t 42 H(RUEREE)
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REMZREESD > BRI E RIERRE L F EH(GenBank #AF 014953.1)&5)?
BllewRsEr FEREREMZREERZHS -

[0033) X - WiBimE AR GENERGE TR AREMB RS » HE
BREE RSN S B R RS - PIA KRS - RS
HIRBPE - BEEAE  BEMBREE - NCBERE S GEERNDUR
1) - RELERERS - FEA R HEQ ZEREE RIS HREHE - &5
AR B IS HEMER L MR ENEEESEERSED - AITE/FHEE
b BERE AR RNA FEEE

[0034] X - BEFEEAREMSREZESN®RS FEQ KRS HEH
R PNEE RN EESE 7 SR FHVEIE GBS 5 B > mI#EEF]
FIE#8 DNA ZRIREAGK F ~ H . M B H £ EEMNR S - EARRERE - 10
B RNA EREE AR SE QB SRR | {ER 2 H2 s v
BUFFHESEE < [RE bR SR (E R 15) -

[0035] ASHZHEIFED - HREHE HEALERGHEETE A
& ARERTRSEERE Y | SERREE - ERiil | SEEEREY 28
T4 CEA T R E B BRI G TR A 2 BS - SR AL 1 SRR EER
BAEOFRERES Z RNAFERT « sUCRSHN T T aa IR B RS
SR B i RNA TR EE AR - I RTANE S 2TR B AR MR ZME
Bk BB T R AR e A B 3 - DURARIB T T &
HI{E BRI TERE A BT (9JHA{L) > iPS 4 » & AFTEB R A B EE
SIERE TIiE T E b th 2 BAG Hs IV B RE M B e -

333191 ' 517 H & 42 E(ETHEREE)
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X Bl - FTB R RS B B E A E v E SR AE T
E#@%@ié‘zgﬂiﬁﬁ 4 ESERT S RRATECE R B IR B E IR TE -

DU - 8RS80 2 EHEP - AN RIRENILERSIE -

[0036) EHtp 1

LREBIREMBIRE LS F EEZ cDNA Z2UE

JRE 25 Edmonston ¥k F EOBINANEMWHEES 553 [MEEARE
7 piBEY) - LB AR AR (Golgl body)BA EIMIHERE 2 #0718 - = B SR T Ak
RrEtERI(E 1) - FERZ C A 33 (EREEMEE AT EINHEEINEZ AR T
TEEH N RKEEHlZ 29 MEERBEGEFEREEEER T ZiKEER
(Morrison, T. and Portner, A., In “The Pramyxoviruses” , Kingsbury, D.W., ed.,
pp347-382) « AL - Ky T EEERRG FEORK - 2{F T4 cDNA - & cDNA 4
%2 OptimumGen ESPR 35T A FH(EEIEFIEE 8326547 SRiRB &) BT HE T
{655 BIFHT GGTACCACC » 13" il CTCGAG TIA&H -

1.MeV F : 4RH%)R 8 fi2 %5 Edmonston ¥k F & HZ cDNA(F7I4R5T 1)

2.MeV Fdel30 : gl C Rimfll 30 {E AR 7 R E S MBS IRE
Edmonston .2 F ZH ) cDNA(FF4R5E 2)

3.MeV/SeV F#2 : 4pHE C RiE 33 FUREBERECFEEIERE Z1kZ F
EH 2z CAlf 42 EfFARBEER IR AW EAZ 7% Edmonston #RZ F &
1 (FEF4R5% 33)RY cDNA(FFFI4R5E 3)

4 MeV/SeV F#1 : 4mits C RimfHl] 62 {Eiz AL FEBI&RE ZIRZ F
EH Y CHi 65 (Bl EREEER IR BB LR Z%%E Edmonston i Z F &
HHY cDNA(FFF4R5E 4)

333191 218 #t 42 H(EFHRESE)
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5.8eV F:4RuSG R EINr 2 4 (ERe AR A B MR A #5E B E8(Furin)
Z B2 R E BRI &R E 21k 2 F & H(Taira, H,, et al., Arch. Virol., 140,
187-194, 1995)f cDNA(F5 4595 5)

(00371 EHEBI 2

RISIR BB RE ZikS HEHHY cDNA Z 8ifE

JRE 2R E Edmonston #rZ H 2B {hH 559 Mg AR EEREE(E 1) - H
EHZ N R 34 ([EREREEAGFEENREIMEZ AR - C Rkl 24 {Ei#
EREEGFENREEEER 2 T ZHK & (Morrison, T. and Portner, A., In

“The Pramyxoviruses” , Kingsbury, D.W., ed., pp347-382) - FHIf, » B T & FEH
& FEARA  EHETF cDNA > £ cDNA f4#5H OptimumGen ELREEETZ %t
(CEREAIE 8326547 5Rei AR SEHEEB(Li% - 1t 57 {1 GGTACCACC
743 Ak CTCGAG &R ©

1.MeV H : 45H5)F 2 fiE %% Edmonston k2 H & HH#Y cDNA(F54R5% 6)

2.MeV Hdel18 : 4R5iRAE N AR 18 Bk Bl A 7 IR B B R ER R L]
Edmonston #£7 H #& 5 HY cDNA(FFFIRSE 7)

3.MeV/SeV H#2 : 45t N R 34 (HEAR B ELIF Bl &WE Z %2 HN
FEH 2 NKhq 35 (B EREEE R R B i AR 2% % Edmonston #£7 HEE
HEY cDNA(FF5 457 8)

4 MeV/SeV H#1 : 4515 NI (H 58 [ENEM AR E G HE 2> IN
A N K 60 B AR A E Y JF B i #3577 3% Edmonston k7 H
B (FE 1485 35) CDNACFFI4EE 9)

5.8eV HN : {RiSIF Bl E7HHE Z % Z HN EH K cDNA(FFI45% 10)

333191 19 B » 3t 42 (SRS
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[0038) &Nt 3

FEFEMBREL RS FEQ G HEQ ZERERTIETE

4 pGEMS-Z(+)&k B4 (Promega /A ] » GenBank #X65308) LR 41EG Apal K5
%Il Ncol VT > 45 S1 IZBABSREEETR » DL T4 DNA HEERE(ligase) S PIETER (145
ETSEHERE #1 - 3 » DIERE pact-c-myb(Nishina, Y., et al., Nucl. Acid Res.,
17, 107-117, 1980E R E - FEm{ER T 5 F(Primer)_#1(FFI&SE 11) - 51F
#2(FE5I4R%% 12) K PrimeSTAR DNA % & 7§(TAKARA Bio Inc./A ) B &g E
§# < JE (Polymerase Chain Reaction » PCR)% » i & H 7 8 HIEIE R EEI T DNA
87 siE - K S #1 DARRHIEE Notl K FRAHIEE Ndel V)BT 38 AL I4IE% Z DNA
BUME RS #2 - HEE KU #2 DURGIES Sall BIRAIES Xhol U7 - $EARTH
E 415857 35 (cytomegalovirus) 2 F1H#iE R 5% F(enhancer)(CMV IE #58F) 2 &
B DNA(FESI4RYE 13) - TiSIMEHERS #3 - 82 » J6/Re #3 DISRAING BarG &
FR &S Nsil P18 > #EASF SVA0 Z 12 IR RESRS (B & DNA(FS 4R
9% 14) > BUEHERE #4 - AL [ BFIIES: 15K 1T_#(FFIRTR 16)
% QuikChange Lightning Multi Site-Directed Mutagenesis Kit(Agilent Technologies,
Inc.) Z A RIEZEBEA - ERE #4 ZIRHIEE BerGl UJERAL(TGTACA)E |
#apk GGTACC » S IRAIES Xhol PJETEAL(CTCGAG)EH#[K, GTCGAC » %t
TEHHERS #5 -

[0039] £8% @ EGILEE #SEAER  &&HF CMVIER R T - SHEE
HEEDT ~ W& T - SV40 14 BRI R4X LS5 2 DNAER A - FERS T _#50F
FldmeE 17) ~ 5|F_#6(FF54RSE 18)LL PCR AT TIEIE : EERE #EAZRLR
HIES Notl Jz[REIEg Sall U)Er < & » TRELER_#6 -

333191 20 H 4 42 H(RUEREE)
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> BB 46 DIRHIES Notl YT - BARFEHEEE 4 EEER
I BEEREE E (Globin) B R . 250bp 4545 F(insulator) 551 (Recillas-Targa, F., et al.,
Proc. Natl. Acad. Sci. USA, 99, 6883-6888, 2002)7 &% DNA B 5 (F5U4R5% 19) -
TEEHERS_#7 - 1% - FER_#7 DRI BspHI U - fEASAREE
(kanamycin)JLMEERE 7 &5 DNA(FSI4RSE 20) - MiseR E R A(FFI4RS% 21)(E
4) - (EFALLERSET - T3 2 & cDNA [Fli H 38 /3t aRER -

[0040] #ERE A DARRAIES BsrGI K FRFIES Xhol UJERII#E A DNA BTF
T84 ﬁ’iéi #% B - % DNA BTR (A EHES] 1 Frscali Stk s F ZEH Z cDNA
PARRAHIES Acc6S5 BA[RHIHg Xbol PJEE (B 4 © B - cDNA #1 FonéRiak S F &
F2 cDNA fEAY)) - #— » KBRS B DIRRHIES Acc65I KFRHIEE Sall L& -
# A DNA BTH - TE/EL/EE C o ¥ DNA BT AEE S 2 Frics - s
& HEHZ cDNA DAR#IEE Acc6SI KRHIEG Xhol UJEhE (& 4 ; B+ » cDNA
#2 RNRIHIRG H EH4RI5Z cDNA 5 AY)) -pMS1 Z pMS16(1& 7)~pMS17(&
2)K pSI(E NEFRTEENER C ZERE » BEINSEERZ -DNA 1JEEI%
SCECNE 73 2-[8 9- BB 5% DNA {4 i ABSH2E NEB Stable #(New England
BioLab AB)AREHE o DG/ EMEIAKRMZER ~ S5 - ZE2) 08
kA% > YRR TE 45EHK(10 mM Tris-HCL, 1 mM EDTA, pH=8) » AG4747H 4
C |

[0041) EHEf 4

IR A GRS MEH 2 B alE
UEREAl &YR S5 RE(Clone) 151 #k(GenBank #AB275416)> M ZEH 2~ ¢DNA >

%#EH OptimumGen FRELET 24T (RENEFSE 8326547 525 B K HE Bk

333191 521 H - 42 BEEERREE)



202400663

% > ﬁA 5 N0 GGTACCACC - 1A 3° AN CTCGAG & & (R 4R5:
22) -

BERG] 3 FiEiE B8 #4 DIFRHIES BsrGl RIRHIEG Xhol LJET » #EA
DNA iF - Ti#/EHERS D > 3% DNA BiR 42H LAREIEE Acc6SI FRHE
Xhol {JEZ M ZEH cDNA(E 5) - B D AEEAARE/RE NEB-alpha #h(New
England BioLabs, Inc.) K EHHEL - B B BT ER - (RN
[~ ZEE R E RS - AR TE 421878 (10 mM Tris-HC, 1 mM EDTA, pH=8) >
TR 4CHE

[0042) EHEH] S

LIREMBREC RS FEAKREMS RS #ta H EQBRE LZRBY
RNA S ABHYSUE

B 8 T 5 9% AU 4% €0 %% 3% 2B 19 ' (Bnhanced Green Fluorescent Protein
EGFP)(Cormack, B.P., et al., Gene, 173, 33-38, 1996) K IZI44#Z% (Puromycin)Fii4:
#:[K(Lacalle, R.A., et al., Gene, 79, 375-380, 1989)7 &} RNA #;42(SRV-EGFP)
15 E. cDNA » (RIRIB BRSO 4 Z EHf1 5 TEE - R8T S » (EF&F EGFP
ERRIEBEGUIEERZ & DNA TR (F514RE 23)BaR 10 [EERZ
DNA 75 > ik DNA DA Xmal J% Notl {87 > Ti#/FHIEE cDNA - #3% » {EH]
AR cDNA {RESELF SRR B 6 B4(F SRV-EGFP » $fiF 5 & f~ BHK-21
4THf(Macpherson, . and Stoker, M., Virology, 16, 147-151, 1962)#{TERE A - 74
UHHE {5958 SRV-EGFP > EREERY BHK-21 4HFE(BHK-21/SRV-EGFP 4fjf1) »
%HUEE Zug/mL Z ISR (Calbiochem AE])) K 10%fa4-1 % (Global Life

~ Sciences Solutions USA LLC)Z Dulbecco I EF1E F 52EZ(Dulbecco’s modified

333191 £ E 42 EEEREE)
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Eagle’s médium » DMEM £z 55)(Merck > #D5796)E{THEE » DU E$E(Carl
Zeiss N » AxioVert Al ZDWESEFTAAYEERE & & EGFP B4 -

¥ BHK-21/SRV-EGFP ZHHELL 1 x 10° cells/well/800 p L 2 J7=FEHER 12 FL
IR 1 H-fRH BRBRRE FEH KkE HEH ZEiR@EMS! Z pMS17)1.6
©g -~ BREDO0.8 g Lipofectamine PLUS £7](Thermo Fisher Scientific /3 5]) 1.6
uL - Lipofectémine LTX (Thermo Fisher Scientific A=]) 4 4 L 7 100 ¢ L 22 Opti-
MEM §23 £ (Thermo Fisher Scientific /A E])HUE S N E RS IE 10 73 - ¥ BHK-
21/SRV-EGFP 4HRER =75 It DNA Z 82850800 > DA 0.7 mL Z&F 10%
fedeiiEZ DMEM #8k4 »- #—28E L H(E 6) -

BE o BB SENEE 10%4 M5 DMEM BB - WikHEE
RIETRER] 32°C - #2088 3 H > @A REEEEZEE EIER - [l
2 EFEEL 045 m 2 EEENEIEGIRER 4T « X ARG 2 BUEY
Bl » REREFR-80T °

[0043] EJtf 6

fE FFEMERIREE (Vero) 4Rl 2 AU LI RNA SESRIZAE < HIE

BINR B IEMNEGRIE B g 4RIk Z 3R &S &R (Vero)dliHE(Shimizu, B., et al.,
Proc. Soc. Exp. Biol. Med., 125, 119-123, 1967) - {ALA & 10%I84EME Z FAEE
/R B E (Eagle’ s minimum essential medium » MEM $23& £L)(Merck
#MA655)EEITESE » DL 2.5x10% cells/well/200 1 L 7 BRA-FEFERY 48 FLEE - 24 /BT
% - DIFRTEARE 150 o LTI EASTR - MRS EE 5 FrelfEZ REE
FRELL MEM 2B R MECE © B0 48 /NIF & » FOEeaflsR T 2H
EGFP [ZiE4HpE 2 Bi(E 6) - T 1 {EIEMEHIRE diinZE A EGFP BRI

333191 ' 203 H o 3t 42 E(BIRRTED)
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ZEENTFESR 1 éﬁiﬁ'@ra&%ﬁm(cdl Infectious Unit)(CIU) - fG&#kHE =LA
ClU/mL E& -
[0044) EHEB] 7
{5 F T Daudi 41> 59/ ERE RNA SESRIZAE 12 HIE
(U774 DENFEE B 42 4HEFR < Daudi #i{Hfd(Ralph, P., et al., J. Exp. Med.,

143, 1528-1533, 1976) A &H 20%A84F M5 2 RPMI-1640 #23E A (Merck,
HR8758)HEATHEE: » DA 2.5x10% cells/well/400 1 L 27 {EHIEFERY 24 FLEE - 24 /NIg
% > ENH 5 BUEZ BRI EEERLL RPMI-1640 BEPEEFFRER By MOI=1 > MR
fi 100 ¢ L - P53 2 Hi% DU ERAHIER (BZ-X800, Keyence Co. )i » 2] EGFP
[HIEAHRE S B - B IRTESS(E ] OP-87763 BZX il es GFP(EEK & 470/40 »
KR £ 525/50 » Keyence {3 AFRAE) ©

(3% 2)¥ Daudi 4HFEDIEEN % 1 MEZ EETRE - DL 15 x 10°
cells/well/400 y L 7 fER{FHETER 24 E‘Lﬁ%? 24 /NEHARSEER 5 BUF 2 AV
&L RPMI-1640 SEEEMAFRL R MOL (ZEREY) = 3 WA 100 £ L - FREE 3
H% > RESRDMRER 10 52 37%FE(E LB R AL EE 10 7788 - F5H
72 4l 3EAE(FCM)(BD LSRFortessa Cell Analyzer BD Biosciences 2\ 5]) & il EGFP
PR MEATRE . 8 - FCM 2 35 B A Es by 488 nm 0% » A%k 515-545 nm 7
TR 23(GFP-A) » FAIERRRE b » S EAFAAIENER Y 5x10° DL RAY(E
SRR 4H e Ry EGEP 514 (8l 6) -

[0045) Ehf8

LLEHIRE MBS RE xS F ERNKREMBREZHRE H EH 2 &84

GFTEZ ALY RNA SR EE 8

333191 ° 5024 5 342 H(EPREE)
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EAMSBEEAREFEEMSRE G F BEARFEMSREZ RE
EH 7B pMS1 E pMS16 > DIEMH] 5 sCE2 TARERIMEEEE RNA £
B2 DIBEHEG] 6 308 TT I PRI (Vero) TR B IR B BHK-21 4E5E
Z ¥ BRI P B YRR S (B (infection titer) - [ETF RNA SiAGHER] LIE
TR CVEIRIE - BRI DALY 30 5 2 RUET R éERL 1 x 107 CIU/MmL ZERRE -
EA 3 x 10° ClU/mL ML EZ EERETIF REEAGHSEAERT) - HAER » €
FHEEE MeV/SeV F#2 ERZ 4 ERE(EMSI ~ pMS10 ~ pMS11 » pMS12)sii#s
%77 MeV Fdel30 B[R 2 1 EERG(MS14)EF - RERIE HLEZE(E 7) -

(0046 EHEHI9

LR ERSRE RE F EORFEEMERECHRE HEOZSEBES
BB LR RNA HA8% Daudi M2 EREARE

B - MR TG 8 IR S TEEERFTRE Y BB R E MR
21 Z AR Z Daudi ZEHH@EEH@EI?EA EJ7° DLEHEG] 7 2 5%k 1 seEe 7%
A -

FARtEEEE 2 BRI &RE INERE L 2B RNA SEAL Nl IT7E
HIfE o 44 BHK-21/SRV-EGFP 4L 1 x 10° cells/well/800 u L 22 7B RER 12
FLA% > A6 1 H -FHHE > 7% 100 £ L 2 Opti-MEM 5 H(Thermo Fisher Scientific
AENF  REEHS 3 HEZERpSI 1.6 pg Hi2D0.8 £ g~ pCMV-Furin (£
FISTER 4 > BHE 6)0.024 11 g ~ Lipofectamine PLUS 275(Thermo Fisher Scientific
/A1) 1.6 4 L - Lipofectamine LTX (Thermo Fisher Scientific /AE)) 4 L » REER
FE 10 7388 - #§2H It DNA 2 BN IE BHK-21/SRV-EGFP 4HAEH - R0

0.7mL Z &7 10%a4-MF 7 DMEM #5384 - FiE 1 H - #F - A A

333191 ' 525 H » L 42 HERIERIAE)



202400663

Sy 0% DMEM B, G R A 320 » T
30 EaERE NSRS INEREES 2B RNA S5 R EHrEl -
YR IR 0.45 um 2B ESSBRA AT 4C - X ENVERE 2 B
BLEZ 5T » S REER-80C -

A AT BN (Vseo) AIRERTI 2 AR 17 » SRIME R B i -
{27 Daudi 4HE EEEA G TEAEAESE - Dandi SHEERIES B 4HAE - LA
i BV » R IISRE SMNEEE 5 > BB RNA SR SR
NSEHEIME « B—5TE » AR KEEY 5 MEREMS9 - pMS10 ~ pMS11 +
pMS12 - pMS14)F 8> Bl » Pt AP TEB R A RS S
$ETE 9 7 FET RINA S > BEORE AT 2 | FE(GE RS pMS10 840F 7 #148) (=
1)e it » SR T % Daudi SR MTRATREY ERE A  GETEIENGEIREE (Vero)
SR BRI A fF PR 4R ] - 28598 SRRy — (& % B 4TS -
CD4 Bt T 4 ~ CD8 [ T 4SR5 SRS e MR B R 1 S
kAR RN A |, » LA T BABEF pMS10 B4R ¥ BREb(r Rl
{THERT -

[0047] T | BRI LIER RNA #1525 Daudi MO

AN SR PR -

333191 ' 526 H o 3t 42 B(ZHHEREEE)
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[0048) [Z= 1]

LRI R Daudidf i
B 42 CDNA #1 cDNA #2 (EGFP() 4V E 53 EL)
‘ Exp.1 Exp.2
pMS'Q. MeVISeV F#2 | MeV H 0- N.A
pMS10 MeV/SeV F #2 MeV/SeV H#1 20 20
PMST1 MeVISeV F #2 MeV/SeV H.'#lz 2 1
pMS12 MeV/SeV F #2 MeV Hdel18. 2 2
| pMS14 MeV Fdsl30 MeV/SeV H #1 10 | 3
pS1 SeVF SeV HN 5 6

[0049] EHtf! 10

JEE 2 e Edmonston ¥k k& F EH KRB MBREEHERIKE F
& 2 BRI s LR

LHES T2 % Edmonston FR(GEIEIEMARE B 4T i RR) ~ RERVEE M
SR> B9Sa STBFT Bk > IC-B BR(FF 4k » Takeuchi, K., etal., Virus Genes,
20,253-257,2000)7 F &1 » A 1 ik 2885 » JEH Edmonston #kZ F EH %
FEN EEHH“%{EUEE 3 ERAREERZGEE 9) - RT T AREEEREE
{bEkRE  BEEAERE JIiE R 2 » DUETERI 1 SeEl IASHSRISIREE 1C-B #RZ
MeV/SeV FR(FFF 4R 34)Z cDNA()?ﬁHéﬁ%ﬁ 24) » IETERI 3 08 JTARE
KIEHS pMS17 - BEE - [ pMS10 & pMS17 WLABEHER] 5 S 7 ARIE
BB EERE - DLEFES 6 Sesk e J77A N R IEMNEIRE (Vero) MERT St E EIF
PR ERE A TEMGER 2) - &R - (£ pMS17 218 - FIBH AT ELET

333191 ' 55075 > 3t 42 H(GURREE)
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[ pMS10 Z 15T % 1.65 {5 #i#8 » DUT » AL pMS17 B4 > A Lakas
HEATRERT -

[0050) WA Ttk 2 BEr{EAJEE Edmonston k> F L RIEH IC-B #
Z FEO AR RNA SiBsE A 8 thi -

[0051] [5% 2]

s CDNA #1 cDNA #2 CIU/mL (pMS10§YF53EL)
pMS10 MeV/SeV F (Edmonston £k )#2 | MeV/SeVH#1 100
pMS17 MeV/SeV F (IC-B 5k ) #2 |  MeviSeVH# 165

(0052 EHEHI 11

BRI ERSRET AR %S F B E 2 BEYLEE Daudi 41i8 2K
2\ S BSE |

ANEEHEA] O BTt » IEMERIR B (Vero) MM S AR R B A ST > (B L
R R LRI IR B RS AV R A B - B - SHEHERNERT 10 65
P pMS17 FiT/E > (S LB IR iRET S Daudi 4R RRZLAEST - DUSEHERT 7 >
J73E 2 EE TR TR 2 SR - (T pMS17 BT BT 59.2%
Daudi {AF#EFTE B » FIFIRSAERE AEE(E 8) - B— )71 - EEEA
BEMBFEY FEOR HEOFRSE SR LHESRV(pMS ) B I HIE
HEHRE (Vero) METEITARBEA - (B¥5 Daudi ML T ABETAREA ZE
HE0.4%) (B 8) « ML EIFERE B T I BEU LE B M E B A B AR A E
o WIEE B R AR Y AEEEL - MAAES TS RE F EL
Fia HEA -

333191 ’ 28 H b 42 HEERHEE)
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[0053] Ejfaf 12

R E S RE e E A 2 REMCEEERE A ERM MK CD19
AR B @il 2 ERE AR TR

B [EREFIEERL 11 508> pMS17 Fi#lfE> EGFP E#HEEY LB
RNA #EE(DAT - fEfERy SRV(RR)) ~ BARFIHE RG] 9 5eEZ pS1 FlfFZ
EGFP fE &8/ RNA HEE(SL T @ RS SRV(IlS)) - b9 EE B @i
ERE AR -

SRV(fit2) K SRVAULENRELETES] 6 s0# < J77A{E FFEMNAREE (Vero)
HRRHIE BV JIME - TRE ABERMIMIRZ CD19 MGHERAEs%E B 4AE(Cell
Application Inc., #6904-20a)4fZE% > B 4HFEISTERIE A (H ImmunoCult-XF T
TSR EL(STEMCELL Technologies /A &) 37/ ImmunoCult-ACF A B
MR T FERI(STEMCELL Technologies /AN E)2%)FE 7 H « BEE AL 2.5
x 10° cells/mL 2 H 4, -

PEEEE TH > FHUIRELA 2x 10° cells/0.4 mL B 4HfEIGTEREE E/well 2 772
FBRTER 24 LA - DABE MOI=0.1 & 10 77750 » S {ERINEL B 4HREHE TR EMN
T SRV(iifZ) K SRV(E)100 1 L » 4 37°C ~ 5% CO, FFAE T HEE 24 /)N

B BN E 1L.5mL & > PL400x g BB 5 2388  (ERJUERL - AB
MR TR R EER 1 Rk DA 1 mL 7 B 4SS well 2 J7=UBRER
1278 - A 37C ~ 5% CO, FIETHIE 2 H - 218 - DLEHEGI 7 se#iz J70EH
& EGFP [ MEANRZ EEB - 4068 10(Z0)FT7R » SRV(FRZ WAL MOI =1 5% 78%
2 B 4HREE AER - A MOI=3 %} 92% B 4lH0#E A KK - > MOI=10 #f 98%
Z B U E AL - i35 BGFP « 55—J7H » SRV(f&)fAi MOl = 1 X eT

333191 A 29 H o 4t 42 H(EEEREE)
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7% ST A KL - 7 MOI = 3 R 19%: 4THH A5 » 4 MOI = 10 Hi
1% QBT AR o H_ RS ATAT - B CDI19 Byt B 4R - AR SRV
&) » SRV(FiZ) T LUB RIS A KR -

[0054) EHEp 13

PR E R T 9 T A 2 (R LR R B SRR . CD4 5
MEIREE TR 2R AT 2 |

B (EFREEMEGT 12 Frstiy SRV(BEE) K SRV(ILIA) - EhEERE AE
FAYIIR. CD4 RS T 400 SEPR A 5E -

2 x 105 cells/mL 2 3F S MERMIIRZ CD4 BBIERREE T 4HH(Astarte
Biologics Llc, #1023){4 A R4 T 4RREHE SRR H(Advanced RPMI B 2S
(Thermo Fisher Scientific /AE]) ~ 10%A&4-M7% ~ 1 x GlutaMAX(Thermo Fisher
Scientific /4F]) + 30 units/ml AJHE4E IL-2(Pepro Tech A1) » #200-02)) - 1
Dynabeads A T 3#5EH] (T-Activator)CD3/CD28(Beads : Cells = 1 : 1)(Thermo
Fisher Scientific AE)FE MEE2H -

PR 2 B JSHIREEL 2x 10° cells/0.4 mL T 4RSS AR R well 2 534
FERERY 24 FLAS > LA MOT=0.1Z 10 27538 » £ RIRINL T Afabs e s hne
=~ SRV(BFZ) R SRVAIE)L00 £ L » 4 37°C ~ 5% CO, f7AE TH5% 24 /NG « 4%
=2 JGHTBEIRS T 1.5 mL A - DL 400 x g Mty 5 9388 - fERIUEEME » DL T 4H
WIS 1 - 2% » DL 0.SmL 2 T 4iEaiaisa it iwell 2 HRIBTER
24 FUETH > A 37C ~ 5% CO, THE FI5% 2 H - 24 » MBI 7 5082 Ikl
& BEGFP [ H:4180 LA -

333191 B30 E > 1t 42 E(RESHEE)
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WE 10(ZE)FTR » SRV(FRE AR MOI = 1 5% 94% 7 4IHEE AR - 4
MOI = 3 #} 98% 2 B A LR - i3 EGFP - 53—J7H » SRVUILE)YHI?
MOI =1 H#} 34% 2 AHATE A ERA » 7 MOI=3 H¥f 52% 2 4EfE A AR - ¢
DL EZ &SRR SHERE AR CD4 [BiEwi R T 41 AERen
SRV({lI&) » SRV (fiiiZ) o] LR EHVRERETEAERA -

(00551 Ehaf! 14

ERREMBREL ReE R 2 BELEREREE ABRHEIURZ CD8 [5
MRS T Ml ERE ARG

B RN 12 K 13 BitE . SRV(FZ) . SRVULE) » ELigchE

- ABURMIR 2 CD8 It a e T i EREARR -

2 x 10° cells/mL ZJRE NFEARMIMKZ CDS iR FEE T 4ifE(Lonza
Group Ltd /AE| 8, #2W-300) AR AR T 4R TERE 5 % (Advanced
RPMI #%%2 £ (Thermo Fisher Scientific /2 E]) ~ 10%f84E01)%8 ~ 1 x GlutaMAX
(Thermo Fisher Scientific 235]) ~ 30 units/mL A EE4H IL-2(Pepro Tech /3 5] » #200-
02)) » * Dynabeads AH T 3#UEH CD3/CD28(Beads : Cells=1 : vl)(Thermo Fisher
Scientific ATIMFEE ME&E2H -

RIZRE 2 H > 1E4HAELL 2% 10° cells/0.4 mL T ARG FE R B B /well 7 J5 5
TBTER 24 FLAE > AMOI=0.1 2 10 2755 Sy BIANINEA T 4HPigiE s B AT
Z SRV(fifiZ) B SRVIUIE)00 1L » 2 37°C ~ 5% CO, 71E THEE 24 /NI - 1%
Z - KGR R 15 mL % - BL400x g B0, 5 048 - fERIUEEIIZLL T 4HHEHE

TERREESF 1 - 83 DL 0.SmL 2 T 4 TEI B A/ well 2 J7=(RETENS 24

333191 31 H » 3t 42 E(ERHREE)
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FLARD » B 37°C ~ 5% COy FRE TR 2  « 248 » ISR T S Il
EGFP [B 14/ ELAY -

4] 10T - SRVIRZ)&H MOT = 1 T 80%- SHHSE AKER »
MO =3 B 93% 418 AL - 1235 EGFP - 53—J578 » SRV &) MOl
=1 T 33%:2 SIS AKEIE » 14 MOI=3 5t 5% 4B AR - 0L E
e ST SR AR CDAB 55 TAA A SRV L
£3) » SRV (FE ) TR LA B 78 A A -

[0056] EHEfB] 15
WRERSREZ#E F EARRERBRES #e HEGB 2 I1e
B B

SABEHIG S TR 14 5 - S TISERISOR 4 > BRI 6 Friah B
55 JRUTHIR (2 A T RZERES1 2 S5IRA8 RNA - B EVA R S BIA o Ry
FEREE 2 RNA fiilE RNA %4752 FET RNA SRV RFDR » LU
SSAISOR 4 B TRMBEAIAREY FEAR HN S SRV,
A R R R R RSB 2 S R (F R 1D T -

Bt TR R S BT S BB 1 i 2 R R
RIRER SRV 2 - 10 & R BRSHEB L FA R R E B
RNA SR8 - FAEIERY 15 Bl Dl B o R i e BT 2 B 2 (112
FEOIT - 00 SeV) BB B/ R R RE » SUEEFI TRB S SNE
S 1 B L Tk -

[0057] 571t SeV 252 & FRME RNA 58 A fERE > SMAHIRNY cRNA
AERER B THEBIAE 12 SeV HES(BIFE AFEE 97/16538 3% ~ Hasan, MK, et

333191 32 F 42 H(EPEREAR)



202400663

al., J. Gen. Virol., 78, 2813-2820, 1997) - i » RN EXE R HEGE T RE
LM ﬁﬁﬁﬁ%%@é‘aﬁ:—]z?ﬁ%&ﬁ%ﬁ o F* SeV g FZEH - FAEFRES
BREM MER - FEREINEPMERS Y FEH - IBERESMNESAT
BsE G HNEHZ 3EEQ RN BHRRILEFE—E B8 FEEET
FUEEARIEIRERGEEFIUR 2) - WEEOEAD ISR EARE RNA B2
MER - FER -~ HN ERFTEED - 1h3F 3 EERT - #FHk LEL, H-O., et
al., J. Virology, 74, 6564-6569, 2000) ~ 2 {E(BFE/ABIE 00/70070 5% - Inoue, M., et
al., J. Gene Med., 6, 1069-1081, 2004)52# 3 {E(EFISTER 1~ FEEFDTEL 2 -
Yoshizaki, M., et al., J. Gene Med., 8, 1121-1159, 2006) » i E]#4{EH F EHEEI5R
RERIEH PR Z 038 - TEih et B E FIEUES T ENL 3 TR B b
B - |
[0058) <1>E5% > LIERRISURK 1 FREEBZITEMIE M &R - F &R -

HN EE G 1 ~ 2 {HE 3 [Eaifhk s 418 SeV £ - RILEER T - &
A8 RNA =~ 3" KT ER THI4EEZ 4 EZE 3 & cDNA(E 11) -

HEERA SeV #{#E A > cDNA

(D)4RES SeV Z MZEHZ cDNA

Q4RIER 3 FTnZ & EH MeV/SeV H#1 27 cDNA

() 4mHEJE 5 8% 2 Kusabira 5 ff(Kusabira Orange)(Karasawa, S., et al,
Biochem. I., 381, 307-312, 2004)2” cDNA

(EREEITR B IR RIS FRREES(Blasticidin S deaminase )(Kimura,

M., et al., Biochim. Biophys. Acta, 1219, 653-659, 199432) 7 cDNA

333191 533 E - 42 H(EHHHEE)
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FEFlREE 25 RRaA(DE@)ZFEF » W P EE > A EHE L&
5 BB SR IR cDNA BT -
FEEY SeV #ifS B Z cDNA
(D)4RHE SeV 2 MZEH 2 cDNA
(Q)4RHEE] 2 FRZBREEEH MeV/SeV F#2 Z cDNA
(3)4RHEIR 955 Kusabira {58 DNA
(DERISTRERERE 2 RIEEER S IRIEEs4RTE 2 cDNA
FEAIERSR 26 TornaB(DEM@DZFY » 108 P ER ZER & EERE L&
R BEiERFAIAETR A Y cDNA Z kL5 -
FEELA SeV #ifig C 2 cDNA :
(14575 SeV > MZE 52 cDNA
(2)4RHEIR 5 %% 2 Kusabira f5 87 cDNA
Q)4RIEIR H PR Z AR EER S HifzEs 2 cDNA
FrEléRsR 27 HrnaB(DEQ)ZFY » 18 P BN ZEs& S E5E L&
R Sk BB (E 57 O Y cDNA 2 lakLfF31 -
FEEUN SeV (52 D Z cDNA ¢
(1) 4w 15 R B 78 28 K & Z 5% o't & BE (RlucCP)(Promega /X ] » GenBank
#AY738228)7 cDNA

(Q)RIEIR B NE b 2 i ek BR B (Berger, ., et al,, Gene, 66, 1-10, 1988)2

cDNA
(3)4mHEIR B 2%~ Kusabira {512 cDNA

(EREEIR B PERE A TEEE &R S iRiZESZ cDNA

333191 ° 534 B > 42 E(ESEREE)
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FPFaRSE 28 BRaB(DEW@ S - I P S A L%
R SESABEA SUREL Y CDNA =~ BELFFAI -
[0059) <2>SeV &R A BHENEBHR FAERZEROL, H-O,, et al,
J. Virology, 74, 6564-6569, 2000) » &7 M £ » fitde F H K HN £Z£F4E MeV/SeV
H#1 EREH - SeV #ic B AHENERRE IN AR EE - &8 M&R >
F 54K MeV/SeV Fif2 EREH: - s HN 25 - SV B8 C kS F
A ~ HN ER 2 ([EER 7 S8 (B RS 00/70070 57) - &5 M AR » GhEF
ER K HN £ - SeV #88 D (AHEN M ER ~ F ER K HN EF&ERL 2 &
B (BEFSRR 1~ JEHEF]SCER 2 ~ Yoshizaki, M., et al., J. Gene Med., 8, 1121-1159,
2006) - _Eft 4 1 SeV AALAE ISR 1 BrecEl s J77A7E cDNA B » PA&
10/l EEEE S(E-HREH FAEEAT) > DMEM S
B Birs A& EFEE 2 BHK-21 fiiaik(E 11) - |
[0060] <3>#E > BUFRHII MR ZERNER DNA - 56 §8
Kl 3 FrEcE 2 B g #4 DRGNS BsrGl K [RH1AF Xhol TJEMIIHE A DNA BT -
- 3% DNA B B %8 E70 2 Brai#> MeV/SeV H#l cDNA DIFR#&IES Acc651 IR
#illg Xhol VJETTIAE » B/EH MeV/SeV H#l ERZRILER DNAERE E) - X
A E R 3 Fretsic Efe_#4 DURFIES BsrGl FfRHIES Xhol PJETIEHE A DNA KT
Fi ° #% DNA B/ (%G E RG] 1 FrecEi s MeV/SeV F#2 cDNA BAFRTHIES Acc65]
5 FR#IEE Xhol YJETTEGE @ BUfEH] MeV/SeV F#2 K RRIAIE S DNACERE F) -
FHRAEREZ MERZER D GECENEE 4 - X EFRHFRIE MeV/SeV

F#2 BN MeV/SeV H#1 ZAZE#E pMS17 (Rec&t B H] 10 -

333191 ' F35H 42 HEHERES)
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| HETHS DNA (0L LSRR A BT - S Z BT
KBS VSRR TE 45E7(10 mM Tris-HCl, 1 mM EDTA, pH=8) S6{RAE 4 4°C tfe
[0061) <4>3EE > HWEFRTL<2> 2 SeV ##& 2 BHK-21 4L EHE
Bl 5 STk J755 A 51 DNA -
477 SeV =2ife A 7 BHK-21 4fif ; B4 F
&7 SeVEHE B2 BHK-21 4lifE ;s BEEE
47 SeV &g C 2 BHK-21 4@ 5 pMS17
=78 SeV #ife D 2 BHK-21 41l ; pMS17+E% D
627 DNA 2 S5 ITES BHK-21 A0 | ik » JRsins
H 10%f4410% 2 DMEM BPE R - IR BREEEE 320C - 3 B -
A B PR 5 ERE - [ BRI 045 um 28
EEBIER LG 6 chEElky SRR AR - R WME—TEES
RS ETRUAE 2.7 x 105 CTU/mL B2 UL SeV i8S -
~ [0062] EEHER 16
ERORORMSREE S e EAEELZ B RNA £ ¢ B 4R
iPS 4fifE
B [EFIIEE; OCT4 ~ SOX2 ~ KLF4 & o-MYC 2 4 {E¥IHHEET » JF]
FEF RG] O iR pS1 FTid(E 2 BB RNA BB F - 78 5 SRV-iPSC(IE)~
B BISEEREIN 4 EHEEET - SERFEHES 10 F2E8 pMS17 FralE 8
EYLERE(LAT - B8 & SRV-iPSC(iZ)) - EEEAEIRE ABRM IRz FAEE
B 4R TS AR RGPS 4B 2 3 -

333191 ' 5536 B > 3t 42 E(BEHERIAE)
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OCT4 cDNA(GenBank #NM_002701.4 - FE5I[4R%E 29) ~ SOX2 cDNA(GenBank |
#NM_003106.2 » 514755 30) + KLF4 cDNA(GenBank #NM_004235.4 > FF54R55
31)K c-MYC cDNA(GenBank #NM_002467.3 » FE5I4R5E 32MANSRIEEIR > 5°
{AIF i1 GGTACCACC: 14 3" {HITH CTCGAG i &1k - 52 > 1§ L% 4 E cDNA
DAEEFSORR 4 Fracsli s T A8 EEERRE 3° fRFH8#0E OCT4/KLF4/SOX2/

¢-MYC Z &7 RNA £;#8(SRV-iPSC £5&)

1% SRV-iPSC Hg%+ BHK-21 4fiffI L MOI = 3 #EfTRZL - 1A 24 /NIHA LI E
KBl 5 Frscaiz J77AZ A pMS17 5 pS1 - &7 DNA Z BRI % BHK-21
MFEFIEEE | iR BEH 10%i64RMU% 2 #TiE2 DMEM S EAH - 5%
BRERER 327 » 158 3 B » Bl H1&H SRV-PSC(lIE) K SRV-iPSC
(FB) Z 58 EERE - Bl EER 045 ym 2 RS IR % LUIE B 6
PRt 7 R R AT - |

JEE NEARBSIRY. CD19 RIS B 4HfE(Cell Application AF] »
#6904-202) (R RIZ DIE D] 12 Frsc8iz 78 7 H - FERE 7TH » 164
FELL 1 x 10° cells/0.4 mL B 4HAGMSTERE A /well 7 HZABTER 24 7L - DUy Rl
ARy MOI = 3 275 » RIILL B 4HAESEERTEEME Y SRV(HiZ) K& SRV
£)100 w L » 72 37°C ~ 5% CO, 724 FHZE 24 /N o

B > FEHHDL 300 x g B Ly 5 788 > HGAHIIRIE R IEEIUL © 4HFEMHLL 0.8 mL
Z B HREEIEERAINF —R > #1300 x g BEL 5 788 - fERVDERL - #F 1
x 10* {E4HHE RS 0.4 mL 2 B 4R FE AT E AL  $#BFEM DL iMatrix-511(Nippi 24
F1)0.9 u g/well B> 24 LA (55 0 H(Day 0) > 12 37C ~ 5% CO, 171F T ThS
% o

333191 ' 537 H v H 42 H(EHESHEE)
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REIH-SE3H 55 Eli%@bu 0.27 mL 7 iPS 4l s A s a4 Stemi:it
AK02(Ajinomoto Co A E]): A5 7 A G & A H i A ¥HY StemFit AK02 S23 5
1 HE#%HY StemFit AKO2 S8 5L » HESIEESH -

A8 12 B - FEHEFDURR 2 Brec#li 2 7374, TRA-1-40 HiAg i T e Zv o
R JCEEERE T 2B iPS #HAEFEIE Y TRA-1-60 [ 1AM 2 B e 8- HAS R »
FEETAEA SRV-PSC(RZ)EERET » LA 1.61% 2 EREER iPS MfEiRE » 1
SRV-iPSC(filI &) &kAE 2 FIEERFR R 0.19%(& 12) - A ZARMIR 1 £ L Fié
A2 B4R 250 2 1000 {7 - EEIHIEACRIER l%LiL » R HER B RN
M 1 1 L2 B 4HAEENT iPS 4iifl - 3RAE - BN A BREE T ERsFEHE
BMbZ A ERIF LIRS E 1PS 4HHE - AR A ERE L ZFRRE RNA SR (RE I
EEEERAGRER -

[0063) EHEH] 17

JR B W25 Edmonston #RZ k& H EH MIREMBREF AR ZRE H
B BEYLEERE L Z EE

WENEF] 10 Frs  PREYEERENLEESE - EhEE R B 2% % Edmonston
PROEEIENGBR R M EE) 2 e F BEEZBRRERREBRLIRZ
B95a 4HFEFTEEHE > 1C-B BE(EF A4k » Takeuchi, K., et al., Virus Genes, 20, 253-257,
20000z 8k FEEZEN  RIEREER IC-BHZE&RE F EDBRAZBNES

| E B FAERMERZMEREEN B MESEERINEER Y EE -

Rt - P8RS H B - EhE(E FUR E %% Edmonston #R7 #k& HZE
HZER « R ERFEEmMZHE ICBRz#HmEeE HEGZEN

333191 ' %38 H 0 42 H(EEHEE)
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JB RS %3 Edmonston ¥ H BEE REMSH#E ICB#> HEQE
i 617 (EREEBAVERERL > S5HE 18 ([EREEEERE - X > N AHHE 173
(e B R SR ELHE ] - Edmonston 5 MeV = H 2 ({4 SI4TFTRE > CDA46 5% SLAM
44 - B—J)7H » IC-B ¥k MeV 2 H E L HiHI4IEET > SLAM 454 » (AfE
B CD46 454 (Tatsuo, H., et al., Nature, 406, 893-897, 2000y IEE IR -
It - FEEHEIEG] 2 FTECEY J90% - 6 N ORI 58 (R AR B AR 6
W Z iy HNEE 2 N K 60 (R - AR HETSE S S EfB R
# IC-B ¥ HZEH MeV(IC-B)/SeV HAL(FFFI4R5E 51)2 cDNA(FFFII4R5% 50) «
[0064) #% - (REBENEH] 3 FRatdi e AU ERIHA FEARRA H
BN B - EEES A DIRAIES BsrGI R RHIES Xhol LIETTHE A DNA B
i+ 3% DNA B F %605 B B 10 FTtak> IC-B #2 MeV/SeV FA(FEF 4R
5% 34)4RHE . cDNA LUFRAEINS Acc6Sl KR IS Xhol LIETTIRE » Misl/EHE
B([El 4 ; Et - cDNA #1 £ T4RIEHRE FELY cDNARRAY) - E—% - 88
B8 B LUFRAIES Acc651 KR4S Sall tIEr1k4E A DNA BfF - 3% DNA TR 48
FEB 17 a2 B 2 RS IC-B B2 MeV(IC-B)/SeV H#1 45HE cDNA(F
5l|4ma% 51) USRS Acc6S] K FR Il Xhol VIETTIRE » MSMWELMHENE 4 >
| BEfE C 7 pMS18 - pMS18 {4t FI K525 NEB Stable #k(New England BioLab 2y
SRR - R(LABIREDAREMR - BFR - ZEIREH
U145 TE 42 7E317(10 mM Tris-HCI, 1 mM EDTA, pH=8) » W{RAFH 4T -
[0065) #:% - £ FEF pMS17 B pMSI8 MG B 5 Fravilk J7iAsl
ERAEYLEES - DIEHEN] 6 Fratly raslisisig L aprhEias > B AGE
W o VBTG A AR (56 FI T E NI (Vero)4HRE(CD46 B 14 ~ SLAM &

333191 TE 39 FH o H 42 HEEHERRER)
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‘fi)&%ﬁl?i}l‘lé%f% B (Vero)4HAEE AFIR SLAM 7 AR M E/EH 2 Vero/SLAMER
RE(CD46 51 ~ SLAM [5)(JCRB Cell Bank, #JCRB1809)( 3) « HAEE - M
Fi Vero/SLAM 2 RFi5 288 > (2 pMSI8 ReATELZ ARARENEE
ZBALEEE R B pMS17 B 36% - 55—5TH » #HEERVAIRE B ERER
SLAM feit 2 JENERIRE (Vero) MM ME R e 2485 - 8/ pMS18 HFRYEHNE
AEM R EBERER pMS17 7Y 0.17% (& 3) -

WM EZ SRR > FERIRERSRS IC-B 2 H B MeV(IC-B)/SeV
H#1 B » BB 4 R 1C-B #R BRI LERS > 2% IC-B BRIEE G H i SLAM
B 2 SHREAE SR A RN SLAM [ai:/CDA6 [t > 4Rl > - 55—J5TE » {5 SLAM
Wit 4GRS - (EFIEEERY H B MeV(IC-B)/SeV HH1 - M4 AHEEAK
A7 MeV/SeV B Rri < BNE A TGN Z RE{EEEE -

[0066] TitzR 3 BI~{ERJEE Edmonston #kz H ZEH REHEH IC-B
P HERZHREERP RNA SR EEE 2 -
[0067] [ 3]

Vero /SLAM
=Fr Vero 4HREAYIIE
cDNA #1 ‘ cDNA #2 HIREATIIE
iE (PMS17 BYE43tE)
(PMS17 By E43ER)
MeV/SeV FIC-B#E) | MeV/SeV H{Edmonston )
pMS17 100 100
BRaEEm eyl
MeV/SeVFICBHE) | MeV/SeV HIC-B )
pMS18 36 0.17
HRET RS2 a1l

[0068] EHEM 18

333191 BAOE 2 EGERED)
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| Eﬂﬁ TIREMBRBEHEKZ#ZE FEAMRAMBRET £ oG H
E R 2 BEACERSE Raji 42 BRE AR T2 eT

FE - StEINERS 17 S{EH pMS18 FrEfF 2 BB EERS - DIEHER] 72
U35 2 ReEZE  fest HERE AJE B B2 4AEMR Raji 4fifE(Epstein, MLA., J.
Natl. Cancer Inst., 37, 547-559 (1966))Z E\&4AE /] - fERtLEXESE - GERER
#1 9 R EEH pS1 FrElfEZ Al W E S NERER Z B RNA S -

Raji 4HFZ(JCRB Cell Bank #JCRB9012){%RL>L/§%‘ 20% a4 = RPMI-1640
R (Merck /\F] » #R8758)HEHE - BL 2.5 x 10° cells/well/400 y L 7 {5 fA+E&7E
7R 24 7L > DUEFIA Vero/SLAM @RI < R E TSR MOL (P E
F9) = 1 2755 FFEHEG 17 FEEH pMS18 il (B EEER L RPMI-1640
BEEEMBIRIN 100 L - 858 1 H - #832 K2R 1.5mLE > Bl400x g
Bl 54388 YERYDEBI » BL Dulbecco E&qci’ﬂﬁﬁ%@%ﬁ(mlbecco s Phosphate
Buffered Saline)(Merck 2\ 5] » D8662)JE% 2 K - 852 » FUIIMSEN 500 L >
BH 20%i5FMIE L RPMI-1640 S84 - FBTER 24 FLUBPIEE 2 HIR  RE

PIEHRRE R 10 52 37%HEE(E LB R MDEaigE A E)EE 10 736 - # =
4IFEEEFCM)(BD LSRFortessa 4f43#745 » BD Biosciences 43 5])E i EGFP 5
ME4HRE B - FCM 2 28 EfR08Es By 488 nm 0% @ M A% By 515 - 545 nm 7535
TR E5(GFP-A) » FAFE AR P A A RERENET . 5x 10° DA -2 (S5
&2 48578 s EGFP [ -

H4ER - FH pMS18 SfEH 2 BAMEEHRS - (RIS MOI = 1 Z &4 w1
432% Raji 4IFHE A > WRH EGFP « 5—77H - BAGHEZINEE
EH Z BB RNA SR A MOI =1 Z &+ - ¥ 15.9% 7 Raji fIfEE AER - I

333191 F 41 H > 3t 42 H(EHREAE)
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%35 EGFP - HE bl 12 S5 ATREST » BHARE A B 418 Raji 4180 > A8 A
BlEREINEREO ZBY RNA B - A TREMBSRETERZRE
F EORREMBRETEKZHE H E0 2BRIUMCERETE TR EAE

A e

[Foaiai ]

Gt o
VARYS

333191 B 42 HE L4492 HEPERES)
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing nonEnglishFreeTextLanguageCode="zh" dtdVersion="VI_3"
fileName="333191 F sx % #| %&. xml" softwareName="WIPO Sequence"
softwareVersion="2. 3. 0" productionDate="2023-08-02">
<{Applicationldentification>
<IPOfficeCode>TW</IPOfficeCode>
<ApplicationNumberText>112115355</ApplicationNumberText>
<FilingDate>2023-04-25</FilingDate>
</Applicationldentification>
<ApplicantFileReference>PJUb175503W0</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>JP</IPOfficeCode>
<ApplicationNumberText>2022-071680</ApplicationNumberText>
<FilingDate>2022-04-25</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh">B & ¥ & &£ 1A%ty & R 2 8] </ApplicantName>
<ApplicantNameLatin>TOKIWA-BIO INC. </ApplicantNameLatin>
<InventorName languageCode="zh">% #&, A A</InventorName>
<InventorNameLatin>NAKANISHI, MAHITO</InventorNameLatin>
<{InventionTitle languageCode="en">Chimeric envelope proteins of RNA virus and
RNA virus vectors having the same</InventionTitle>
<InventionTitle languageCode="zh">/R BRNAG HZ A LI E G R B A %% 49 2RNARE
& ¥ InventionTitle>
<SequenceTotalQuantity>b1</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>1662</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1662</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Codon optimized cDNA encoding F protein of Measles
virus Edmonston strain</INSDQualifier_value>

$B1E - #H66H(FIIZE)
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<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1662</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgtccatcatgggcectgaaggtgaacgtgtctgecatecttecatggeegtgectgetgacect
gcagaccccaacaggecagatccactggggcaatctgtctaagateggagtggtgggaateggatecgectettataaag
tgatgacacggagctcccaccagteecctggtcatcaagetgatgeccaacatcaccetgetgaacaattgeaccagagtyg
gagatcgccgagtaccggagactgetgaggaccgtgetggagectatcagggacgeectgaacgecatgacacagaatat
ccggecagtgcagagegtggectetagecaggegecacaagagatttgeeggegtggtgctggecaggagecageactgggag
tggcaaccgeegeccagatcacagecggeategeectgecaccagageatgetgaacteccaggecategataatetgagg
geeteectggagaccacaaaccaggecaatecgaggecaatcaggeaggeaggacaggagatgatectggecgtgeagggegt
gcaggactacatcaacaatgagetgatcecectecatgaatcagetgtettgegatetgatecggecagaagetgggectga
agctgetgeggtactataccgagatectgagectgtteggececteecetgagagacectatetetgecgagateageate
caggcactgagctatgcecctgggaggecgacatcaacaaggtgectggagaagetgggatacageggaggegatetgetggg
catcctggagagecggggcatcaaggeccagaatcacccacgtggatacagagteectattttategtgetgtetategect
accctaccctgagegagatcaagggegtgategtgecacaggetggagggegtgtettataatatecggecagecaggagtgg
tacaccacagtgcccaagtatgtggecacccagggetacctgatetecaacttegacgagtectettgtacctttatgee
tgagggcacagtgtgcagecagaatgecctgtacccaatgtececcactgetgeaggagtgtetgaggggetecaccaagt
cttgcgeccagaacactggtgageggectectteggecaacegetttatectgtetcagggecaacctgategecaattgtgee
agcatcctgtgtaagtgctataccacaggecaccatcatcaaccaggacccagataagatectgacatacatcgeageaga
ccactgcccagtggtggaagtgaatggecgtgaccatccaagtgggeagecggagataccetgacgecgtgtatetgeaca
ggatcgatctgggaccacctateteectggagaggetggatgtgggcacaaacctgggecaatgecategecaagetggag
gacgccaaggagetgcetggagagetecgatcagatectgagatetatgaagggectgtetagecaccageategtgtatat
cctgatcgeegtgtgtetgggaggactgatecggaateeccagecactgatetgetgttgecaggggecgetgcaacaagaagg
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gagagcaagtgggaatgtccaggectggectgaagecagatectgaccggecacatctaagagetacgtgegetetetgtga
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>1572</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1572</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Codon optimized cDNA encoding C-terminal 30 aa
truncated F protein of Measles virus edmonston strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1572</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgagtattatggggctgaaggtcaatgtgagegcaatctttatggeegtgctgetgacact
gcagactcctacaggacagatccactggggcaacctgtctaaaattggagtggtgggaattggatecgectettataaag
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tgatgacccggagctcccaccagteecctggtcatcaagetgatgecaaatatcaccetgetgaacaattgecacaagagtyg
gagatcgccgagtatcggagactgetgagaaccgtgetggagecaatcagagacgecetgaacgecatgacacagaatat
cagacccgtgecagtcetgtggectetagecaggegecacaageggttegecaggagtggtgctggecaggageecgecctgggag
tggcaaccgeegeccagatcacageeggeategeectgecaccagtecatgetgaactctecaggecategataatetgegg
geeteectggagaccacaaaccaggecatecgaggecatcagacaggecggecaggagatgateectggecgtgeagggegt
gcaggactatatcaacaatgagetgatcecectetatgaatcagetgagetgtgatetgatecggecagaagetgggectga
agctgetgaggtactataccgagatcectgteectgtteggeccttetetgegegaccecaatcagegecgagatetecatt
caggccctgagetatgcactgggeggegacatcaacaaggtgetggagaagetgggetactetggeggegatetgetggg
catcctggagagecaggggcatcaaggeccgeatcacccacgtggatacagagtcttacttcategtgetgageategect
accctacactgagegagatcaagggegtgatecgtgcacaggetggagggegtgagetataatatecggeteccaggagtgg
tacaccacagtgcctaagtatgtggecaccecagggetacctgatetecaacttegacgagtectettgeacctttatgee
agagggcaccgtgtgctcccagaatgecctgtacccaatgtetececectgetgecaggagtgectgaggggectetaccaaga
gectgtgcacgecacactggtgageggatectteggecaaccgetttateectgteccagggeaacctgategecaattgegece
tctatcctgtgcaagtgttataccacaggecaccatcatcaaccaggaccccgataagatectgacatacategecgeega
ccactgtcctgtggtggaagtgaatggegtgaccatccaagtgggcagecggagatacectgacgecgtgtatetgeacce
ggatcgatctgggeccteccateteectggagagactggatgtgggcacaaacctgggecaatgecategecaagetggag
gacgccaaggagetgcetggagagetecgatcagatectgeggagecatgaagggectgtetagecacectecategtgtatat
cctgatcgeegtgtgectgggegggetgattgggattectgetetgatttgetgetgtegggggeggtga</ INSDSeq
sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>1692</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1692</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>cDNA encording MeV/SeV F #2 chimeric F protein
comprising C-terminal 33 aa truncated F protein of Measles virus Edmonston
strain fused to C-terminal 42 aa of F protein of Sendai virus Z
strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1692</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgtctatcatgggcctgaaggtgaacgtgagegecatcttecatggeegtgectgetgacect
gcagacccctacaggecagatccactggggecaatetgtccaagateggagtggtgggaateggatecgectettataaag
tgatgacaaggagctcccaccagtectetggtcatcaagetgatgecaaacatcaccetgetgaacaattgeaccagagtyg
gagatcgccgagtaccggagactgetgecggaccgtgetggagectatcagagacgecetgaacgecatgacacagaatat
caggccagtgcagagegtggectetagecaggegecacaagaggtttgcaggagtggtgctggecaggagecageactgggag
tggcaaccgeegeccagatcacageeggeategeectgecaccagtecatgetgaactctecaggecategataatetgegg
geeteectggagaccacaaaccaggecatecgaggecatcagacaggecggecaggagatgateectggecgtgeagggegt
gcaggactatatcaacaatgagetgatcecectetatgaatcagetgagetgegatetgateggecagaagetgggectga
agctgetgaggtactataccgagatcectgtecctgtteggeccttetetgegegacccaatecagegeecgagatetecate
caggcactgagctatgcecctgggaggecgacatcaacaaggtgetggagaagetgggatacteeggaggegatetgetggg
catcctggagtctaggggcatcaaggecegeatcacccacgtggatacagagtcttattttategtgetgageategect
accctacactgagegagatcaagggegtgatecgtgcacaggetggagggegtgagetataatatecggeteccaggagtgg
tacaccacagtgcccaagtatgtggecacccagggetacctgatetecaacttegacgagtectettgtacctttatgee
tgagggcacagtgtgctceccagaatgeectgtacccaatgteteeectgetgecaggagtgtetgaggggctetaccaaga
gctgegeacgeacactggtgageggatectteggecaaccggttcateectgagecagggecaacctgategecaattgtgece
tcecatecctgtgtaagtgetataccacaggeaccatcatcaaccaggacccagataagatecctgacatacategeageaga
ccactgcccagtggtggaagtgaatggegtgaccatccaagtgggeteteggagataceeccgacgeecgtgtatetgeacce
ggatcgatctgggecccectatcagectggagagactggatgtgggcacaaacctgggecaatgecategecaagetggag
gacgccaaggagetgcetggagagetecgatcagatectgeggagecatgaagggectgtetagecacectecategtgtatat
cctgatcgeegtgtgtetgggaggactgatecggaateeccageactgatetgetgttgecagactgaggegetecatgetga
tgggcaacccegacgatcggatecctagagacacctatacactggageccaagatecggecacatgtataccaatggegge
ttcgatgccatggeccgagaagagatgatga</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>1674</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1674</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>cDNA encoding MeV/Sev F #1 chimeric F protein
comprising C-terminal 62 aa truncated F protein of Measles virus Edmonston
strain fused to C-terminal 65 aa of F protein of Sendai virus Z
strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1674</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgtccatcatgggcectgaaggtgaacgtgtctgecatecttecatggeegtgectgetgacect
gcagaccccaacaggecagatccactggggcaatctgagecaagateggegtggtgggeateggetetgecagetataaag
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tgatgacaaggagctcccaccagteectggtcatcaagetgatgeccaacatcaccetgetgaacaattgeacacgegtyg
gagatcgccgagtaccggagactgetgecggaccgtgetggagectatcagagacgecetgaacgecatgacacagaatat
caggccagtgcagagegtggectetagecaggegecacaagaggtttgcaggagtggtgctggecaggagecageactgggag
tggcaaccgeegeccagatcacagecggeategeectgecaccagtetatgetgaacagecaggecategataatetgegg
geeteectggagaccacaaaccaggecatecgaggecatcagacaggecggecaggagatgateectggecgtgeagggegt
gcaggactatatcaacaatgagetgatccccagecatgaatcagetgtectgtgatetgatecggecagaagetgggectga
agctgetgaggtactataccgagatectgtetetgtteggacctageectgagggacecaateteegeecgagatetetate
caggcactgagctatgcecctgggaggecgacatcaacaaggtgectggagaagetgggatacageggaggegatetgetggg
catcctggagtccaggggcatcaaggecegeatcacccacgtggatacagagagetattttategtgetgtecategect
accctaccctgagegagatcaagggegtgategtgcacaggetggagggegtgtectataatateggetectecaggagtgg
tacaccacagtgcccaagtatgtggecacacagggetacctgatetecaacttegacgagtectettgeacctttatgee
tgagggcacagtgtgttctcagaatgecctgtacccaatgageccactgetgeaggagtgectgaggggeageaccaagt
cctgtgeccgeacactggtgtecggetetttecggecaaccggttecatectgagecagggecaacctgategecaattgegece
agcatcctgtgecaagtgttataccacaggcaccatcatcaaccaggacccagataagatectgacatacatcgeageaga
ccactgtccagtggtggaagtgaatggegtgaccatccaagtgggecteceggagatacectgacgeecgtgtatetgeacce
ggatcgatctgggecccectatetetetggagagactggatgtgggcaccaacctgggecaatgecategecaagetggag
gacgccaaggagetgetggagagetecgatcagatectgeggtetatgaaagtgatcacaatcategtggtcatggtggt
catcctggtggtecatcatecgtgatcatcategtgetgtaccggetgaggegetecatgetgatgggecaacceegacgate
ggatccctagagacacctatacactggageccaaagateccggeacatgtataccaatggeggettegatgecatggeegag
aagagatgatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>1698</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1698</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Codon optimized cDNA encoding modified F protein of
Sendai virus Z strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1698</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgacggcgtatatccageggagecagtgecatctegacttcactectegtggtactgacgac
gttggtgtcctgtcagatecececgagggaceggeteteccaacattggtgtgategtggacgaggggaagtegttgaaaattg
cgggctecgecatgaatcgaggtatategtettgtegettgtececeggagtggatttcgagaatggttgtgggacagegeaa
gtgatccagtacaaatccttgttgaaccgactecttatteccttgagggatgetttggacttgcaagaggeeettateac
tgtaacgaacgatactacgcagaacgctgggaggaggcagaaacggttctttggageggtgatecggecaccategegettg
gtgtggcgacgtcggcacagatcacagegggeattgegetggecagaagecagagaggegaagagggacattgeacteate
aaagaaagcatgaccaagacacacaagtcgattgagttgettcaaaatgecgtgggcgaacaaattcttgetetcaaaac
gctgcaagatttcgtaaacgatgaaatcaaacctgeccatcagegaattgggttgtgagacageggeactgagacttggga
tcaagctgactcagcattatagegagttgetgaccgecttegggagecaattttggaacaattggggagaagtegeteacg
ctccaggegttgtcateecttgtactcagegaacatcacagagatcatgactacaattcggacggggcagageaacateta
cgacgtcatctacaccgaacagatcaagggaactgtaattgatgtagacttggaacgatatatggtcacattgtecgtga
aaatcccgatcttgtcagaagtecctggtgtactcattcacaaggecagetegatctecatacaacattgacggggaggaa
tggtacgtcaccgtgeectegeacatectttegegggeatecatttettggaggagetgacatcaccgattgegtggagte
acggcttacatacatctgcccacgggacccagegecagttgatecctgacteccagcaaaaatgtattettggggatacga
cacgctgecctgtcacgaaggtagtcgattcactgatteccaagtttgeatttgtcaacggeggagtegtagecaactge
atcgcttccacatgecacgtgeggaacgggaaggaggcccatctegecaagaccgetcaaaaggagtegtgtttttgacgea
cgataactgtgggcttattggggtgaatggagtggagetttatgcaaategecagggggcatgacgecacgtggggagtece
aaaatctcactgtcggacccgegattgegattegeccggtggacatttegetcaatetggecgacgegactaacttectt
caagattccaaggccgaattggagaaggcgegaaagatectgteggaagtecggeecgatggtacaattcgagggagactgt
aattacgatcatcgtggtgatggtcgtgattetggtcgtcatcategtaatcattategtactttaccgecteegeeget
caatgctcatggggaatccagacgatagaatccecgagagatacatatacacttgagecgaaaattcgacacatgtatace
aatgggggattcgacgcgatggecgagaaaagatga</INSDSeq sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>1854</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1854</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Codon optimized cDNA encoding H protein of Measles
virus Edmonston strain</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1854</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgtctccccagagggaccgcatcaacgecttttacaaggataatcctcacccaaagggeag
ccggatcgtgatcaacagagagcacctgatgatcgateggecttatgtgetgetggeegtgetgticgtgatgtitetgt
ccctgatcggactgetggecaatecgecaggaatcaggetgecacagageecgecatectacaccgecgagatecacaagtetetg
agcaccaacctggacgtgacaaatagcatcgagcaccaggtgaaggatgtgctgacacctetgttcaagatcateggega
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cgaagtgggactgaggaccccacagegetttacagacctggtgaagttcatetecgataagatcaagtttetgaaceetg
atagggagtatgacttccgegatectgacctggtgcatcaateccecctgagaggatcaagetggactacgatcagtatigt
geecgacgtggecgecgaggagetgatgaacgecctggtgaatagecaccetgetggagacacgecaccacaaaccagtttct
ggccgtgteccaagggecaattgetetggeccaaccacaatecggggecagtictetaacatgtecetgtetetgetggate
tgtacctgggecagaggctataatgtgagetecategtgaccatgacaagecagggeatgtacggeggcacetatetggtyg
gagaagccaaatctgtctagcaageggagegagetgteccagetgtetatgtaccgggtgtttgaagtgggecgtgatcag
aaaccccggectgggagecacctgtgttccacatgaccaattatetggagecageececgtgagecaacgatetgteccaattgea
tggtggcactgggagagctgaagetggeageactgtgtcacggagaggacageatcacaateccataccagggecagegge
aagggcgtgtccttecagetggtgaagetgggegtgtggaagteececcecacecgacatgeagtettgggtgccactgageac
agacgatcccgtgatcgataggetgtatetgtectetcacaggggegtgatecgecagacaaccaggeaaagtgggeegtge
ctaccacacggaccgacgataagctgagaatggagacatgetttcagecaggectgtaagggcaagatccaggeactgtge
gagaacccagagtgggcacctctgaaggataatagaatceettectacggegtgetgtetgtggacectgagectgacegt
ggagctgaagatcaagatcgectetggetteggeccactgatcacacacggeteecggeatggacetgtataagtetaacce
acaacaacgtgtactggctgaccatcccaccecatgaagaacctggecctgggegtgatcaatacactggagtggateect
aggtttaaggtgtceccatacctgttcaacgtgeccatcaaggaggcaggagaggactgtcacgeaccaacctatetgece
cgcegaggtggacggegatgtgaagetgageteccaacetggtecatectgeceggecaggacctgecagtacgtgetggeea
cctatgatacaagccgegtggageacgeegtggtgtactatgtgtacteccectecaggtetttecagetacttttatect
ttccgectgecaatcaagggegtgectategagetgeaggtggagtgetttacetgggatcagaagetgtggtgecggea
cttctgtgtgetggecagactecgagtectggaggacacatcacccacageggeatggtgggcatgggegtgtectgtaceg
tgacaagagaggacggcacaaaccggagatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>1800</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1800</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Codon opimized cDNA encoding N-terminal 18 aa
truncated H protein of Measles virus Edmonston strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1800</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggggagtagaattgtgattaaccgagagcacctgatgattgaccgaccttatgtectget
ggctgtectgtttgtgatgttectgtetetgattggactgetggcaattgecaggaatcagactgecacagageegeeatet
acaccgccgagatccacaagtctectgagecaccaacctggacgtgacaaattccatecgagecaccaggtgaaggatgtgetg
acaccactgtttaagattattggcgacgaagtgggactgaggaccecctcageggttcecaccgacctggtgaagttcatete
tgataagatcaagtttctgaacccecgatcecgggagtatgacttcagagatectgacctggtgecatcaatececectgagegga
tcaagctggactacgatcagtattgtgecgacgtggecgecgaggagetgatgaacgecctggtgaatageacectgetg
gagacaagaaccacaaaccagtttctggecgtgtccaagggecaattgetetggeecctaccacaatcaggggecagttcete
caacatgtccctgtetetgetggatetgtacctgggeegeggetataatgtgagetecategtgaccatgacatctecagg
gcatgtacggcggcacctatectggtggagaagectaacctgtetagcaagagaagegagetgteccagetgtetatgtac
cgggtgttcgaagtgggcgtgatcagaaaccctggactgggagecccagtgttccacatgaccaattatetggageagece
agtgagcaatgatctgtccaattgecatggtggecctgggagagetgaagetggecgeectgtgecacggegaggactceta
tcacaattccttaccagggatctggcaagggcgtgtectteccagetggtgaagetgggecgtgtggaagagecectacegac
atgcagtcttgggtgccectgageacagacgatectgtgatecgateggetgtatetgtectetcacagaggegtgatege
agacaaccaggcaaagtgggccgtgcccaccacaaggaccgacgataagetgegeatggagacatgetttcagecaggect
gtaagggcaagatccaggeccctgtgegagaaccetgagtgggecccactgaaggataateggateccaagetacggegtg
ctgtctgtggacctgagectgaccgtggagetgaagatcaagategectecggetteggecceetgatcacacacggetce
cggcatggacctgtataagtctaatcacaacaacgtgtactggetgaccatecccacccatgaagaacctggecctgggeg
tgatcaatacactggagtggatcccacggtttaaggtgtececectacctgttcaacgtgectatcaaggaggecaggagag
gactgtcacgcaccaacctatctgectgecagaggtggacggegatgtgaagetgagetecaacctggtecatectgeectgg
acaggacctgcagtacgtgctggecacctatgatacaagcagggtggageacgecgtggtgtactacgtgtacteeccett
cccggtetttcagetacttttateccattcagactgeccatcaagggegtgeccaategagetgecaggtggagtgttttace
tgggatcagaagctgtggtgtagacacttctgegtgetggecagactetgagtetggeggecacatcacacacteeggeat
ggtcggaatgggcgtgagttgcacagtgacaagggaagatggcacaaacaggeggtaa</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>1860</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1860</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>cDNA encoding MeV/SeV H #2 chimeric H protein
comprising N-terminal 35 aa of HN protein of Sendai virus Z strain fused to N-
terminal 34 aa truncated H protein of Measles virus Edmonston
strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1860</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggacggcgataggggcaagecgegacagetactggtccacctetecaageggetecaccac
aaagccagcaagcggatgggagagaagctccaaggecgacacaccectatgtgetgetggecgtgetgttegtgatgttte
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tgtcectgateggactgetggecaategecaggaatcaggetgecacagageecgecatetacacegecgagatecacaagtet
ctgagcaccaacctggacgtgacaaatagcatcgagcaccaggtgaaggatgtgetgacacctetgtttaagatcategg
cgacgaagtgggactgaggaccccacagegetttacagacctggtgaagttcatectecgataagatcaagtttetgaacce
cagatcgggagtatgacttcagagatctgacctggtgcatcaatcceectgageggatcaagetggactacgatcagtat
tgtgeccgacgtggecgecgaggagetgatgaacgeectggtgaatagecaccetgetggagacaagaaccacaaaccagtt
tctggecgtgtecaagggecaattgetetggeccecaccacaatcaggggecagttetetaacatgtecctgtetetgetgg
atctgtacctgggecgeggectataatgtgtetagecategtgaccatgacaagecagggeatgtacggeggecacetatetg
gtggagaagcccaacctgtectetaagaggagegagetgteccagetgtetatgtacegggtgtttgaagtgggegtgat
ccgecaaccctggectgggageccecagtgttceccacatgaccaattatetggagecagectgtgageaatgatetgtecaatt
gcatggtggcactgggagagectgaagetggeageactgtgtcacggagaggacageatcacaateccataccagggeage
ggcaagggcgtgtecttccagetggtgaagetgggecgtgtggaagteceeccaccgacatgecagtettgggtgeeectgag
cacagacgatcctgtgatcgatcggetgtatectgageteccacagaggegtgategecagacaaccaggecaaagtgggecg
tgcctaccacaaggaccgacgataagetgegecatggagacatgetttecagecaggectgtaagggecaagatecaggeactg
tgcgagaacccetgagtgggecaccactgaaggataategeateeccttectacggegtgetgtetgtggacetgagectgac
cgtggagctgaagatcaagatcgectetggetteggeccactgatcacacacggetecggeatggacctgtataagteta
accacaacaacgtgtactggctgaccatcccacccatgaagaacctggecctgggegtgatcaatacactggagtggate
ccacggtttaaggtgtcececectacctgttcaacgtgectatcaaggaggcaggagaggactgtcecacgcaccaacctatet
geetgecgaggtggacggegatgtgaagetgtetagecaacctggtecatectgeceggecaggacetgecagtacgtgetgg
ccacctatgatacaagcagagtggagcacgecgtggtgtactatgtgtacteeccecteccggtetttecagetacttttat
ccattcagactgcccatcaagggegtgectatecgagetgecaggtggagtgetttacctgggatcagaagetgtggtgeag
gcacttctgtgtgetggecagactecgagtctggaggacacatcacccacageggeatggtgggcatgggegtgtectgta
ccgtgacacgegaggacggcacaaaccggagatgatga</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>1860</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1860</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>cDNA encoding chimeric H protein comprising N-
terminal 60 aa of HN protein of Sendai virus Z strain fused to N-terminal 58 aa
truncated H protein of Measles virus Edmonston strain</INSDQualifier value>
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<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1860</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggacggcgataggggcaagegegattcctactggtecacctetecaageggetecaccac
aaagcccgectetggetgggagagaagetccaaggecgacacctggetgetgatectgtectttacacagtgggeectgt
ctatcgccaccgtgatcatctgecatcatcateteecgeecggetgecacagageecgecatetatacagecgagatecacaag
tctetgagecaccaacctggacgtgacaaatagecategagecaccaggtgaaggatgtgetgaccectetgttcaagateat
cggcgacgaagtgggactgaggaccccacagegetttacagacctggtgaagttcecatectecgataagatcaagtttetga
acccagatcgggagtacgacttcagagatctgacctggtgeatcaateeccctgageggatcaagetggactacgatcag
tattgtgccgacgtggecgecgaggagetgatgaacgecctggtgaatagecacectgetggagacaagaaccacaaaccea
gtttctggecgtgtecaagggcaattgttetggeccecaccacaatcaggggecagttcetecaacatgteecctgtetetge
tggatctgtacctgggecgeggectataatgtgtectagecategtgaccatgacatectecagggeatgtacggeggecacctat
ctggtggagaageccaacctgtectctaagaggagegagetgteccagetgtetatgtacecgggtgtttgaagtgggcgt
gatccgcaaccetggectgggagecccagtgttecacatgacaaattatctggagecagectgtgageaatgatetgteca
attgcatggtggcactgggagagetgaagectggecagecactgtgtcacggagaggactctatcaccateccataccaggge
agcggcaagggcgtgtectttcagetggtgaagetgggegtgtggaagtececcacagacatgecagtettgggtgecect
gagcaccgacgatcctgtgatcgateggetgtatetgageteccacagaggegtgategecagacaaccaggcaaagtggg
ccgtgcctaccacaaggacagacgataagetgegeatggagacctgetttcagecaggectgtaagggcaagatecaggea
ctgtgcgagaaccctgagtgggcaccactgaaggataatcgecateecetagetacggegtgetgtetgtggacetgagect
gacagtggagctgaagatcaagatcgectecggetteggeccactgatcacccacggeageggecatggacctgtataagt
ccaatcacaacaatgtgtattggctgacaatcccaccecatgaagaacctggecetgggegtgatcaatacectggagtgg
atcccacggtttaaggtgtceccectacctgttcaacgtgectatcaaggaggcaggagaggactgtecacgecaccaacata
tctgectgecgaggtggacggegatgtgaagetgtetagecaacctggtecateectgeccggecaggacctgeagtacgtge
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tggccacctatgatacaagcagagtggagecacgeegtggtgtactatgtgtacteececteccggtetttecagetacttt
tatccattcagactgecccatcaagggegtgectategagetgecaggtggagtgetttacctgggatcagaagetgtggtyg
caggcacttctgtgtgctggecagacteccgagtetggaggacacatcacacactctggeatggtgggecatgggegtgaget
gtaccgtgacacgcgaggacggcaccaaccggagatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>1728</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1728</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Codon optimized cDNA encoding HN protein of Sendai
virus Z strain</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1728</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>atggacggggaccgaggaaagagggatagectattggtcaacaageecctecgggageactac
caagcctgegtegggatgggaaaggtcaagcaaggetgacacctggetectgattetttegttecacgecagtgggecttgt
cgattgcgacagtcatcatctgecattatcattagegecacgecagggttattccatgaaggagtattcgatgacegtggaa
gcactgaacatgagcageccgggaagtcaaagagagettgacttcgetcattcgacaggaggtaattgegegageggtgaa
tatccaatcgtcagtgcagactggtatccecgtacttttgaacaaaaacageegggatgtgateccaaatgategacaaat
cgtgctccagacaagaactcacacagecactgegaatcaacgattgecagtgcatcacgeggatggtategegectettgag
cctcactcattttggegetgtecggteggggagecgtatetttegtecagacceecgagatttegttgetgectggtectte
gctectetegggetecaacgaccattagegggtgtgtgaggeteccategetetcaattggagaagecaatetacgeectatt
cctcaaacctcattacccaggggtgcgecgacategggaagtectaccaggtacttcagttgggatacattagettgaac
agcgatatgtttccegatctcaacccagtggtategecatacttacgacatcaatgataatecgecaagtcatgecagegtggt
ggcgacagggacgagaggctaccaattgtgttcgatgecgacggtggacgagagaacggactactecatecgatgggattg
aggatctggtacttgacgtgctcgatcttaagggacgaacaaaatcgcacagatataggaactecggaggtggacctegat
catcccttectcagegetttaccegteggtgggaaacggtatecgecacagaaggetegettatettettgggetacggagg
attgaccacgccgetgcagggcgatacaaaatgecgecactcagggatgtcagecaggtgteccaagacacatgtaacgagg
cattgaagattacatggctgggagggaagcaggtcgtaagegtgatcatccaagtaaacgattacctcagegaaagaccea
aaaatcagggtgacgacgatccctattacgcagaattatcttggagecgagggcaggttgetcaaattgggggacagagt
atacatctacacacgctcaagcggatggecactcgecagetecagattggggtectegacgtcagecatectetgacaatea
actggacgccccatgaggegttgtecgaggeeccggtaataaggagtgcaattggtataacaaatgteccaaggaatgtate
tcgggagtctacaccgacgeatatececeetgtececeegatgetgegaatgtagecaacggtcacgttgtatgecaatacgag
ccgegtcaatecgacaatcatgtactegaatacgactaacatcatcaacatgettagaatcaaggatgteccagettgaag
ctgcatacacaaccacctcatgcatcacacactttggtaaagggtattgetttcacattatcgagatcaatcaaaaatece
ctcaacacactccagccgatgetgttcaaaacctccatceccaagttgtgecaaggeggagtegtga</INSDSeq sequ
ence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>55</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 55</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer #1</INSDQualifier value>
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<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 55</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ctctgeggecgectgcaggtegacattetegaggtgagecccacgttetgetteca</ INSDS
eq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer #2</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atatcatatgtgtacaggctggctgcggaggaacagagaa</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>391</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 391</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic DNA comprising CMV IE
enhancer</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 391</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gtcgacattgattattgactagttattaatagtaatcaattacggggtcattagttcatage
ccatatatggagttccgegttacataacttacggtaaatggeccgeetggetgacegeccaacgacceccgeecattgac
gtcaataatgacgtatgttcccatagtaacgeccaatagggactttccattgacgtcaatgggtggagtatttacggtaaa
ctgceccacttggeagtacatcaagtgtatcatatgeccaagtacgeceectattgacgtcaatgacggtaaatggeecgece
tggcattatgeccagtacatgaccttatgggactttectacttggecagtacatectacgtattagtcategetattaccac
atggtcgac</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>275</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 275</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic DNA comprising SV40 late poly(A)
signal</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 275</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgtacagcttgctcgaggatccagacatgataagatacattgatgagtttggacaaaccaca
actagaatgcagtgaaaaaaatgctttatttgtgaaatttgtgatgectattgectttatttgtaaccattataagetgcaa
taaacaagttaacaacaacaattgcattcattttatgtttcaggttcagggggaggtgtgggaggttttttaaagcaagt
aaaacctctacaaatgtggtatggctgattatgatcagecgtacggecatgcat</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>57</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..57</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Primer #3</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..57</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ctgttcctcecgecagecagecggtacegettggtegacggateccagacatgataagat</INS
DSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>57</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..57</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Primer #4</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..57</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atcttatcatgtctggatccgtecgaccaageggtaccggetggetgeggaggaacag</ INS
DSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>26</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer #5</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atcctcgaggtgagecccacgttcetg</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>45</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@35%">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer #6</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tagtgcggccgettgeccgtacggetgatcataatcagecatacca</INSDSeq sequenc
e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>1120</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..1120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic DNA comprising tandem 4 copies of chicken
globin insulator</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcggcccgagetcacggggacagececccceccaaageccccagggatgtaattacgteecte
cceegetagggggeageagegagecgeeeggggcteecgetecggteeggegeteeeceegeateccegageeggeagegt
gecggggacagececgggeacggggaaggtggcacgggategetttectetgaacgettetegetgetetttgagectgeag
acacctggggggatacggggaaaaagctttaggctgaaagagagatttagaatgacgeggeccgagetcacggggacage
ccceccccaaagecccecagggatgtaattacgteecctecceecgetagggggcageagegageegececggggetecgetece
ggtceggegeteececcgeateeecgagecggeagegtgeggggacageecgggecacggggaaggtggecacgggateget
ttcctetgaacgettetegetgetetttgagectgecagacacctggggggatacggggaaaaagetttaggetgaaagag
agatttagaatgacgcggccgecagaacggectgggttgcaaaggagetecacggggacagecceceeeccaaageecceagg
gatgtaattacgtcecteccccgetagggggecageagegageecgeeeggggcteegeteeggteeggegeteeeecegea
tcecegageeggeagegtgeggggacagececgggecacggggaaggtggecacgggategetttectetgaacgettetege
tgctetttgagectgecagacacctggggggatacggggaaaaagetttaggetgggecgecagaacggectgggttgecaaa
ggagctcacggggacagcceececccaaageccecagggatgtaattacgteccteeceecgetagggggcageagegage
cgcecggggctecgeteeggtecggegeteceeccgeateeccecgagecggeagegtgeggggacageccgggeacgggga
aggtggcacgggatcgetttectetgaacgettetegetgetetttgagectgecagacacctggggggatacggggaaaa
agctttaggctgggccge</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>969</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 969</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@39">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic DNA comprising kanamycin resistance
gene</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 969</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcatgagattatcaaaaaggatcttcacctagatccttttaaattaaaaatgaagttttaaa
tcaatctaaagtatatatgagtaaacttggtctgacagttagaaaaactcatcgagcatcaaatgaaactgcaatttatt
catatcaggattatcaataccatatttttgaaaaagcegtttctgtaatgaaggagaaaactcaccgaggeagttcecata
ggatggcaagatcctggtateggtetgegattecgactegtecaacatcaatacaacctattaattteccectegtcaaaa
ataaggttatcaagtgagaaatcaccatgagtgacgactgaatccggtgagaatggcaaaagtttatgecatttcttteca
gacttgttcaacaggccageccattacgctecgtcatcaaaatcactegeatcaaccaaaccgttattecattegtgattgeg
cctgagcgagacgaaatacgegatcgetgttaaaaggacaattacaaacaggaatcgaatgcaaccggegeaggaacact
gccagegecatcaacaatattttcacctgaatcaggatattettctaatacctggaatgetgtttteccagggategeagt
ggtgagtaaccatgcatcatcaggagtacggataaaatgettgatggteggaagaggcataaattecgtcagecagttta
gtctgaccatctcatctgtaacatcattggecaacgectacctttgecatgtttcagaaacaactetggegecategggettce
ccatacaatcgatagattgtcgcacctgattgeccgacattategegageccatttatacccatataaatcageateecat
gttggaatttaatcgeggcttcgagecaagacgtttecececgttgaatatggetcatactettecctttttcaatattattgaa
gcatttatcagggttattgtctcatga</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
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<INSDSeq>
<INSDSeq_length>7479</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 7479</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Plasmid A</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7479</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gggcgaattaattcatggccgegggatatcactagtgeggeccgagetcacggggacagecce
ccceccaaageccccagggatgtaattacgtecctececcgetagggggcageagegageegeecggggetecgeteegg
teeggegeteecccecgeatececgagecggecagegtgeggggacageccgggeacggggaaggtggcacgggategettt
cctetgaacgettetegetgetetttgagectgcagacacctggggggatacggggaaaaagetttaggetgaaagagag
atttagaatgacgcggceccgagetcacggggacagecceeccccaaagececcagggatgtaattacgteecteceecge
tagggggcagcagegageegeccggggetecgeteeggtecggegetecceeegeatececegagecggeagegtgecgggg
acagcccgggeacggggaaggtggeacgggatcegetttectetgaacgettetegetgetetttgagectgecagacacct
ggggggatacggggaaaaagctttaggctgaaagagagatttagaatgacgeggecgeagaacggectgggttgcaaagg
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agctcacggggacageccccccecaaageeeccagggatgtaattacgteccteecceegetagggggecageagegagecg
cceggggceteegetecggteeggegeteeececgeateccegageeggeagegtgeggggacageccgggeacggggaag
gtggcacgggatcgetttcctetgaacgettetegetgetetttgagectgcagacacctggggggatacggggaaaaag
ctttaggctgggecgcagaacggectgggttgcaaaggagetcacggggacageecceccccaaagecccecagggatgta
attacgtcccteeeecgetagggggecageagegagecgeeeggggeteegeteecggtecggegeteceeccgeateeecg
agccggeagegtgcggggacageccgggcacggggaaggtggeacgggategetttectetgaacgettctegetgetet
ttgagcctgecagacacctggggggatacggggaaaaagetttaggetgggecgettgeecgtacggetgatecataatecage
cataccacatttgtagaggttttacttgctttaaaaaacctcccacaccteccectgaacctgaaacataaaatgaatge
aattgttgttgttaacttgtttattgcagcttataatggttacaaataaagcaatagecatcacaaatttcacaaataaag
catttttttcactgcattctagttgtggtttgtccaaactcatcaatgtatcttatcatgtectggatecgtegaccaage
ggtaccggetggetgeggaggaacagagaagggaagatataaacceegecggtcacacgecagaagecgaacceegeect
gceccgteccceccgaaggeageegtceeecctgeggeageeecgaggetggagatggagaaggggacggeggegeggega
cgcacgaaggccctececcgeecatttecttectgeecggegecgeacegettegeecgegeeccgetagagggggtgcggcyg
gecgecteccagattteggetecgecagatttgggacaaaggaagteecetgegecctetegecacgattaccataaaaggea
atggctgecggetcegecgegectegacageegecggegeteeggggecgecgegeeceteeccecgageccteeceeggeccg
aggcggececcgecccgeccggeaccceccacctgecgecacceccegeccggeacggegageccecgegecacgeccecegeac
ggagceccgeaccegaagecgggecgtgetecageaacteggggaggggggtgcagggggggottacageccgaccgecge
gcecacacccecctgetecaccececcacgeacacaccecgeacgecagectttgtteceetegeageececececgeaccgegg
ggcaccgeccccggeegegetececectegegeacacgeggagegeacaaageccegegeegegeecgeagegetcacagece
gecegggeagegegggecgeacgeggegetecccacgeacacacacacgceacgceaccceecgagecgetecceeccgeaca
aagggcccteceggagecctttaaggetttcacgcagecacagaaaagaaacgageegtcattaaaccaagegetaatta
cagcccggaggagaagggecgteecgecegetcacctgtgggagtaacgeggtcagtcagageeggggegggeggcgega
ggcggegeggageggggcacggggcgaaggcaacgecagegacteeegeecgecgegegettegetttttatagggecgece
geegeegecegectegecataaaaggaaacttteggagegegeecgetetgattggetgecgecgeaccteteegectegece
ccgeeccgeccctegeccegeccegeceegectggegegegecceeecceccecegeccccategetgecacaaaataatt
aaaaaataaataaatacaaaattgggggtggggaggggggggagatggggagagtgaagcagaacgtggggctcaccteg
acattgattattgactagttattaatagtaatcaattacggggtcattagttcatageccatatatggagttcegegtta
cataacttacggtaaatggccegectggetgaccgeccaacgacceeecgeccattgacgtcaataatgacgtatgttecce
atagtaacgccaatagggactttccattgacgtcaatgggtggagtatttacggtaaactgecccacttggecagtacateca
agtgtatcatatgccaagtacgeccectattgacgtcaatgacggtaaatggeecegectggecattatgeccagtacatga
ccttatgggactttcctacttggecagtacatctacgtattagtcategetattaccacatggtegaggtgagecccacgt
tctgettecactetecccatetecceeeecteccecaceeccaattttgtatttatttattttttaattattttgtgecageg
atgggeecggeeeeeeeeeeeeCcLCLCLCcageceeeeceeeecegeecgagegecggggcggggcgaggcggagaggty
cggeggecagecaatcagageggegegetecgaaagtttecttttatggegaggeggeggcggeggeggeccetataaaaag
cgaagcgegeggegggcgggagtegetgegtigecttegeecegtgeceegeteegegecgeetegegeegeccgeceeg
gctectgactgaccgegttactececacaggtgagegggecgggacggeccttctectecgggetgtaattagegettggttt
aatgacggctcgtttecttttectgtggetgegtgaaagecttaaagggetecgggagggecctttgtgegggggggagegg
ctcggggggtgcgtgcgtgtgtgtgtgcgtggggagegecgegtgeggeccgegetgeccggeggetgtgagegetgegg
gegeggegeggggcetttgtgegetecgegtgtgcgegaggggagegeggecgggggeggtgcceegeggtgegggggggc
tgcgaggggaacaaaggctgegtgcggggtgtagtacgtagggggggtgageagggggtatgggcgcggcggtegggctgta
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acccceccctgeacecccctececgagttgetgagecacggeceggettegggtgeggggeteecgtgeggggcgtggegeg
gggctcgeegtgecgggeggggggtaggcggeaggtgggggtagccgggeggggcggggccgectegggecggggagggcte
gggggaggggcgcggeggccecggagegecggeggctgtegaggegeggegagecgeagecattgecttttatggtaate
gtgcgagagggcgcagggacttectttgtecccaaatetggeggagecgaaatetgggaggegeegecgeaceeectetag
cgggecgegggcgaageggtgcggegecggeaggaaggaaatgggecggggagggccttcgtgegtegecgegeegeegtee
ccttctecatectecagecteggggetgecgeagggggacggctgecttecgggggggacggggcagggcggggtteggett
ctggcgtgtgaccggeggggtttatatcttececttetetgttectecgeagecagectgtacagettgetegaggateea
gacatgataagatacattgatgagtttggacaaaccacaactagaatgcagtgaaaaaaatgectttatttgtgaaatttg
tgatgctattgctttatttgtaaccattataagctgcaataaacaagttaacaacaacaattgecattcattttatgtttce
aggttcagggggaggtgtgggaggttttttaaagcaagtaaaacctctacaaatgtggtatggectgattatgatcageeg
tacggcatgcatagcttgagtattctatagtgtcacctaaatagettggegtaatcatggtcatagetgtttectgtgtyg
aaattgttatccgctcacaattccacacaacatacgageeggaagecataaagtgtaaagectggggtgectaatgagtga
gctaactcacattaattgecgttgegetcactgeeccgettteccagtegggaaacctgtegtgecagetgecattaatgaate
ggccaacgegeggggagaggcggtttgegtattgggegetettecgettectegetecactgactegetgegeteggtegt
tcggetgeggegageggtatcagetcactcaaaggeggtaatacggttateccacagaatcaggggataacgecaggaaaga
acatgtgagcaaaaggccagcaaaaggcecaggaaccgtaaaaaggeegegttgetggegtttttecataggetecgeecece
cctgacgagcatcacaaaaatcgacgctcaagtcagaggtggecgaaaccegacaggactataaagataccaggegtttece
ccctggaagetecectegtgegetetectgttecgaceetgecgettaceggatacctgteecgecttteteecttcgggaa
gegtggegetttectecatagetcacgetgtaggtatectecagticggtgtaggtegttegeteccaagetgggetgtgtgeac
gaaccccccegttcageeccgacegetgegecttatecggtaactategtettgagtecaacceggtaagacacgacttate
gccactggecageagecactggtaacaggattagecagagegaggtatgtaggeggtgetacagagttecttgaagtggtggce
ctaactacggctacactagaaggacagtatttggtatctgegetectgetgaagecagttaccttecggaaaaagagttggt
agctcttgatcecggecaaacaaaccaccgetggtageggtggtttttttgtttgcaagecagecagattacgegecagaaaaaa
aggatctcaagaagatcctttgatcttttctacggggtctgacgctcagtggaacgaaaactcacgttaagggattttgg
tcatgagattatcaaaaaggatcttcacctagatccttttaaattaaaaatgaagttttaaatcaatctaaagtatatat
gagtaaacttggtctgacagttagaaaaactcatcgagcatcaaatgaaactgcaatttattcatatcaggattatcaat
accatatttttgaaaaagccgtttctgtaatgaaggagaaaactcaccgaggcagttecataggatggcaagatectggt
atcggtctgcgattecgactecgtecaacatcaatacaacctattaatttecectegtcaaaaataaggttatcaagtgag
aaatcaccatgagtgacgactgaatccggtgagaatggcaaaagtttatgecatttcttteccagacttgttcaacaggeca
gccattacgectegtcatcaaaatcactecgecatcaaccaaaccgttattecattegtgattgegectgagegagacgaaata
cgcgatcgetgttaaaaggacaattacaaacaggaatcgaatgcaaccggegeaggaacactgecagegeatcaacaata
ttttcacctgaatcaggataticttctaatacctggaatgectgttttcccagggategecagtggtgagtaaccatgeate
atcaggagtacggataaaatgcttgatggtcggaagaggcataaattccgtcagecagtttagtectgaccateteatetg
taacatcattggcaacgctacctttgecatgtttcagaaacaactectggegeategggetteccatacaatecgatagatt
gtcgcacctgattgeccgacattategegageccatttatacccatataaatcagecatecatgttggaatttaategegg
cttcgagcaagacgtttcecegttgaatatggetcatactettectttttcaatattattgaagecatttatcagggttatt
gtctcatgagecggatacatatttgaatgtatttagaaaaataaacaaataggggttecgegecacatttececcgaaaagtg
ccacctgtatgeggtgtgaaataccgcacagatgecgtaaggagaaaataccgecatcaggcgaaattgtaaacgttaatat
tttgttaaaattcgecgttaaatatttgttaaatcagetcattttttaaccaataggecgaaatecggecaaaateecttata
aatcaaaagaatagaccgagatagggttgagtgttgttccagtttggaacaagagtccactattaaagaacgtggactece
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aacgtcaaagggcgaaaaaccgtctatcagggegatggeccactacgtgaaccatcacccaaatcaagttttttgeggte

gaggtgccgtaaagetctaaateggaaccctaaagggageccecgatttagagettgacggggaaagecggegaacgtgg

cgagaaaggaagggaagaaagcgaaaggagegggcgetagggegetggecaagtgtageggtcacgetgegegtaaccace

acacccgcecgegettaatgegeegetacagggegegtecattegecattecaggetgegecaactgttgggaagggegateg

gtgcgggectettegetattacgecagetggegaaagggggatgtgetgcaaggegattaagttgggtaacgecagggtt

ttcccagtcacgacgttgtaaaacgacggecagtgaattgtaatacgactcactata</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>1050</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1050</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Codon optimized cDNA encoding M protein of Sendai
virus Clone 151</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1050</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcagacatctaccgctttcccaagttctegtatgaggacaacggaaccgtggagectet
cccgttgagaacaggtceccgacaaaaaagegatteecgeatatteggategtcaaggteggggaccegectaageacgggg
tacggtatctcgatctectettgeteggattettegagacacccaagcagacgacaaatttggaateecgtgtecgatett
acggagcctacgtegtactcaatttgeggttegggcageetgeccattggggtggctaagtattatggaacggatcagga
gectgttgaaagegtgtaccgaccttagaatcactgtacgecagageggtgcgggctggagaaatgategtetatatggtgg
actcaattggagcgecccttttgecectggtegggtaggettcgacaggggatgatctttaatgecaacaaagtegegetg
gcaccccagtgectteeggtggataaggacatecegetteegggtegtatttgtgaacgggacgtegeteggggecateac
aatctccaaaatcccgaaaaccetegecagacttggetetgecaaatageatcagegtgaatetgetggtcacacttaaga
ccgggatctcaacagagcagaaaggggtgttgccagtgttggacgatcagggggaaaagaagetgaactttatggtacac
ctcggattgatcagaaggaaggtcggaaaaatctacagegtcgaatactgcaaatcgaagatcgaaagaatgegattgat
cttcteecteggacttattggeggaatttegtteccatgtecaagtcactggtacactetcaaaaacgttcatgtecacaat
tggcatggaaacgggccgtetgtttteecectgatggatgtgaacectecacatgaatatggtgatttgggcagegtcagtyg
gagattacgggagtagatgcggtattccageeggegattecgagagactttaggtactacccaaacgtggtegecaaaaa
catcggccgaatcaggaagetgtgataa</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>1554</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1554</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Synthetic DNA comprising EGFP gene and puromycin
resistance gene</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 1554</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cccgggtaatageccacttactcctgaatctttaattaagaaaaacttagggtgaaagegtt
acaccctttcttgacaaaacctaactggtaccaccatggtgagcaagggegaggagetgttcaceggggtggtgeccate
ctggtcgagectggacggcgacgtaaacggecacaagttcagegtgtecggegagggegagggegatgecacctacggeaa
gctgaccctgaagttcatectgecaccaccggeaagetgeeegtgecctggeccacectegtgaccaccetgacctacggeg
tgcagtgcttecagecgetaccecgaccacatgaageageacgacttcecttcaagtecgecatgeccgaaggetacgteecag
gagcgcaccatcttettcaaggacgacggcaactacaagaccegegecgaggtgaagttcgagggegacacecctggtgaa
ccgecatcgagetgaagggcategacttcaaggaggacggecaacatecetggggcacaagetggagtacaactacaacagece
acaacgtctatatcatggccgacaagcagaagaacggecatcaaggtgaacttcaagatecgecacaacatecgaggacgge
agcgtgcagcetegeegaccactaccagecagaacacceccateggegacggecccgtgetgetgeecegacaaccactacct
gagcacccagtccgecctgagcaaagaccccaacgagaagegegatcacatggtectgetggagttegtgacegeecgeeg
ggatcactctcggecatggacgagetgtacaagtaactcgacctteceecttttttgtececcaacttgagttaagaaaaa
cttagggtgaaagcgacctctetecccagetgtatttecaaacgtaccaccatgaccgagtacaagectacegtgegget
ggccacaagggatgacgtgectegggecgtgaggacecetggeecgecgetttegecgactacceegecacaagacacaceg
tggacccagacagacacatcgagagggtgaccgagetgcaggagetgttectgaccagagtgggectggacateggaaag
gtgtgggtggccgacgacggegecgecgtggetgtgtggacaacceeegagteecgtggaggecggegetgtgttegetga
gatcggacctcggatggecgagetgageggaageagactggeecgeccageageagatggagggectgetggetecteaca
gacctaaggagccagettggttectggetacegtgggegtgteccetgatcaccagggecaagggectgggcagegeegtg
gtgctgectggagtggaggeccgecgagegegeeggagtgectgettttetggagaccagegecectegeaacctgecatt
ctatgagagactgggcttcaccgtgacagetgacgtggaggtgcctgagggecccagaacatggtgtatgaceeggaage
ctggcgectgactcgagaggctctgttecacatatatttecactgeggeege</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>1683</INSDSeq_length>
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<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1683</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>cDNA encording MeV/SeV F #2 chimeric F protein
comprising C-terminal 33 aa truncated F protein of Measles virus IC-B strain
fused to C-terminal 42 aa of F protein of Sendai virus Z
strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1683</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggggctgaaggtcaatgtgagegcaatctttatggecgtgctgetgacactgeagactee
tacaggacagatccactggggcaacctgtctaaaattggagtggtgggaattggatecgectettataaagtgatgacaa
ggagctcccaccagtctetggteatcaagetgatgeccaaacatcaccetgetgaacaattgecaccagagtggagategece
gagtaccggagactgctgcggaccgtgctggagectatcagagacgecectgaacgecatgacacagaatatcaggecagt
gcagagecgtggectetagecaggegecacaagaggtttgcaggagtggtgctggcaggageageactgggagtggeaaccg
ccgeccagatcacagecggeategecctgeaccagtecatgetgaactetcaggecategataatetgegggecteectg
gagaccacaaaccaggccatcgaggecatcagacaggecggecaggagatgatectggeecgtgecagggegtgecaggacta
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tatcaacaatgagctgatcecctectatgaatcagetgagetgegatetgateggecagaagetgggectgaagetgetga
ggtactataccgagatcctgtcectgtteggeccttetetgegegacccaatcagegecgagatetecatecaggeactg
agctatgcectgggaggegacatcaacaaggtgctggagaagetgggatacteecggaggegatetgetgggecatectgga
gtctaggggcatcaaggeccgeatcacccacgtggatacagagtettattttategtgetgageategectacectacac
tgagcgagatcaagggcgtgategtgcacaggetggagggcgtgagetataatateggeteeccaggagtggtacaccaca
gtgcccaagtatgtggecacccagggetacetgateteccaacttegacgagtectettgtacctttatgectgagggeac
agtgtgctcccagaatgecctgtacccaatgtetecectgetgecaggagtgtetgaggggctetaccaagagetgegeac
gcacactggtgageggatcectteggecaaccggttcatectgagecagggeaacctgategecaattgtgecteecatectg
tgtaagtgctataccacaggcaccatcatcaaccaggacccagataagatcctgacatacatcegecagecagaccactgeece
agtggtggaagtgaatggcgtgaccatccaagtgggcteteggagataccecgacgecgtgtatetgeacecggategate
tgggcceccectatcagectggagagactggatgtgggecacaaacctgggcaatgecategecaagetggaggacgecaag
gagctgctggagagetecgatcagatectgeggagecatgaagggectgtetageacetecategtgtatateectgatege
cgtgtgtctgggaggactgatcggaatcccageactgatectgetgttgecagactgaggegetecatgetgatgggeaacce
ccgacgatcggatccectagagacacctatacactggageccaagatecggecacatgtataccaatggeggettegatgece
atggccgagaagagatgatga</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>4392</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 4392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>cDNA inserted into SeV vector
A</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 4392</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ttaagaaaaacttagggtgaaagaaatttcaccgctagcacctggtaccaccatggecagaca
tctaccgettteccaagttetegtatgaggacaacggaaccgtggagecteteecgttgagaacaggtececegacaaaaaa
gecgattecgecatattecggategtcaaggteggggaccegectaageacggggtacggtatetegatetectettgetegg
attcttcgagacacccaagcagacgacaaatttggaatcegtgteecgatettacggagectacgtegtactcaatttgeg
gttcgggcagectgeccattggggtggetaagtattatggaacggatcaggagetgttgaaagegtgtaccgaccttaga
atcactgtacgcagagecggtgcgggctggagaaatgatcgtetatatggtggactcaattggagegeececcttttgeectg
gtcgggtaggecttegacaggggatgatectttaatgeccaacaaagtegegetggecaceecagtgecttecggtggataagg
acatccgcttecegggtegtatttgtgaacgggacgtegeteggggeccatcacaatctecaaaateeccgaaaacectegea
gacttggctctgeccaaatagecatcagegtgaatectgetggtecacacttaagaccgggatctcaacagagcagaaaggggt
gttgccagtgttggacgatcagggggaaaagaagctgaactttatggtacaccteggattgatcagaaggaaggtcggaa
aaatctacagcgtcgaatactgcaaatcgaagatcgaaagaatgegattgatcttcteccteggacttattggeggaatt
tcgttccatgteccaagtcactggtacactectcaaaaacgttecatgtcacaattggeatggaaacgggecgtetgttttee
cctgatggatgtgaaccctcacatgaatatggtgatttgggcagegtcagtggagattacgggagtagatgeggtattce
agccggegattccgagagactttaggtactacccaaacgtggtcgecaaaaacatecggecgaatcaggaagetgtgataa
gtcgaccgattaagaaaaacttagggtgaaagttcatecgeatecgettggegegtacgaccatggacggegataggggea
agcgcgattcctactggtccacctetecaageggetecaccacaaageecgectetggetgggagagaagetecaaggec
gacacctggcectgetgatectgtectttacacagtgggeectgtetategecacegtgatcatetgeatcatecatetecge
ccggetgcacagagecgecatcetatacagecgagateccacaagtctetgageaccaacctggacgtgacaaatageateg
agcaccaggtgaaggatgtgctgaccectetgttcaagatcateggegacgaagtgggactgaggaccecacagegettt
acagacctggtgaagttcatcteccgataagatcaagtttectgaacccagategggagtacgacttcagagatctgacctg
gtgcatcaatcceectgageggatcaagetggactacgatcagtattgtgecgacgtggecgecgaggagetgatgaacg
ccctggtgaatagecaccetgetggagacaagaaccacaaaccagtttetggecgtgtecaagggeaattgttetggeccece
accacaatcaggggccagttcteccaacatgtecctgtetetgetggatetgtacctgggecgeggetataatgtgtetag
catcgtgaccatgacatctcagggcatgtacggecggcacctatetggtggagaageccaacctgtectectaagaggageg
agctgtcccagetgtetatgtaccgggtgtttgaagtgggegtgateegecaacecetggectgggageecccagtgticcac
atgacaaattatctggagcagcctgtgagcaatgatectgtceccaattgeatggtggcactgggagagetgaagetggeage
actgtgtcacggagaggactctatcaccatcccataccagggecageggeaagggegtgtectttcagetggtgaagetgg
gegtgtggaagtceeccacagacatgecagtettgggtgeceectgagecaccgacgatectgtgategateggetgtatetg
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agctcccacagaggegtgatcgecagacaaccaggecaaagtgggecgtgectaccacaaggacagacgataagetgegeat
ggagacctgctttcagecaggectgtaagggcaagateccaggeactgtgegagaaccetgagtgggeaccactgaaggata
atcgcatccectagetacggegtgetgtetgtggacctgagectgacagtggagetgaagatcaagategecteeggette
ggcccactgatcacccacggeageggecatggacctgtataagtccaatcacaacaatgtgtattggetgacaateecacce
catgaagaacctggceccctgggegtgatcaataccectggagtggateccacggtttaaggtgteccectacetgttcaacg
tgcctatcaaggaggcaggagaggactgtecacgecaccaacatatetgectgecgaggtggacggegatgtgaagetgtet
agcaacctggtcatcectgeccggecaggacctgecagtacgtgetggecacctatgatacaagcagagtggageacgeegt
ggtgtactatgtgtactcceecteceggtetttcagetacttttateccattcagactgeccatcaagggegtgectateg
agctgcaggtggagtgctttacectgggatcagaagetgtggtgcaggecacttetgtgtgetggcagacteecgagtetgga
ggacacatcacacactctggecatggtgggcatgggcgtgagetgtacegtgacacgegaggacggeaccaaccggagatg
actcgagtcagagacctgcaacaatgtctcaagecagacaccacctggeagteggagecaccgggteactecttgtettaa
ataagaaaaacttagggataaagtcccttagatctagectggtaccaccatggtctcagtgatcaageccgagatgaaga
tgaagtactttatggacggcagecgtgaacggacacgagtttacagtcgagggggaaggcaceggcaageectatgaggge
caccaggagatgaccctgegggtgaccatggecaagggeggecccatgectttcagettegacetggtgteccacaccett
ctgctacggeccacaggecctttacaaagtateccagaggagatececcagactacttcaagecaggecttecctgagggectgt
cctgggagagatcecctgecagtttgaggatggeggetttgecgeecgtgtetgeccacatcagectgeggggcaactgettt
gagcacaagagcaagtttgtgggcgtgaacttceccageecgatggeccagtgatgecagaaccagagetetgactgggagece
cagcacagagaagatcaccacctgtgatggegtgctgaagggcgatgtgaccatgtacctgaagetggeecggeggeggea
accacaagtgccagttcaagaccacctataaggecgecaagaagatecetgaagatgecccagteecacttecateggecac
agactggtgcggaaaactgaagggaacattaccgaactggtggaagatgecgtegecacattgetgataagtcgaccagat
ctgtatataataagaaaaacttagggtgaaagtgaggttgegeggtattttagegtacgaccatgectetgagecaggaa
gaatctactctgattgaacgageccactgetactattaactccateccecatetecgaagactactecgtegectetgecge
cctgtecctetgatggecaggatettcacaggegtgaacgtgtaccacttcacaggeggeeccctgtgecgagetggtggtge
tgggcaccgeegecgecgecgecgeeggeaacctgacctgecategtggecateggecaacgagaacagaggeatectgage
ccctgtggecgetgcaggecaggtgetgetggacctgeaccetggeatcaaggecategtgaaggacagegatggecagece
aactgctgtcggaattagagaactgetgecctcaggatacgtetgggaaggatgataactecgagtgteggetttgetgac
actagagtcatctccgaacatccacaatatctctcagtectettacgtetetcacagtatgeggeegettaagaaaaaccece
agggtgaatg</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>4224</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 4224</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>cDNA inserted into SeV vector
B</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 4224</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttaagaaaaacttagggtgaaagaaatttcaccgctagcacctggtaccaccatggecagaca

tctaccgcttteccaagttectegtatgaggacaacggaaccgtggagectectececgttgagaacaggtceccgacaaaaaa

gecgattecgecatattecggategtcaaggteggggaccegectaageacggggtacggtatetegatetectettgetegg

attcttcgagacacccaagcagacgacaaatttggaatcegtgteecgatettacggagectacgtegtactcaatttgeg

gttcgggcagectgeccattggggtggetaagtattatggaacggatcaggagetgttgaaagegtgtaccgaccttaga

atcactgtacgcagagecggtgcgggctggagaaatgatcgtetatatggtggactcaattggagegeececcttttgeectg

gtcgggtaggecttegacaggggatgatectttaatgeccaacaaagtegegetggecaceecagtgecttecggtggataagg

acatccgetteecgggtegtatttgtgaacgggacgtegeteggggeccatcacaatecteccaaaatecccgaaaaccectegea

gacttggctctgccaaatagecatcagegtgaatetgetggtcacacttaagaccgggatctcaacagagcagaaaggggt

gttgccagtgttggacgatcagggggaaaagaagctgaactttatggtacaccteggattgatcagaaggaaggtcggaa

aaatctacagcgtcgaatactgcaaatcgaagatcgaaagaatgegattgatcttcteccteggacttattggeggaatt

tcgttccatgteccaagtcactggtacactectcaaaaacgttecatgtcacaattggeatggaaacgggecgtetgttttee

cctgatggatgtgaaccctcacatgaatatggtgatttgggcagegtcagtggagattacgggagtagatgeggtattce

agccggegattccgagagactttaggtactacccaaacgtggtcgecaaaaacatecggecgaatcaggaagetgtgataa

gtcgaccgattaagaaaaacttagggtgaaagttcatecgeatecgettggegegtacgaccatgtetatecatgggectga
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aggtgaacgtgagcgccatcttecatggeecgtgetgetgacectgecagaccectacaggecagatecactggggeaatetg
tccaagatcggagtggtgggaatcggatccgectecttataaagtgatgacaaggagetecccaccagtectetggtecatcaa
gctgatgeccaaacatcaccetgetgaacaattgecaccagagtggagategecgagtaccggagactgetgeggacegtge
tggagcctatcagagacgecctgaacgecatgacacagaatatcaggecagtgeagagegtggectetageaggegeeac
aagaggtttgcaggagtggtgctggcaggagcagecactgggagtggcaaccgecgeccagatcacageecggeategeect
gcaccagtccatgetgaactctcaggecategataatetgegggecteecctggagaccacaaaccaggecatecgaggeca
tcagacaggceggcecaggagatgatectggecgtgecagggegtgcaggactatatcaacaatgagetgateeccctetatg
aatcagctgagctgegatctgateggecagaagetgggectgaagetgetgaggtactataccgagatectgteectgtt
cggeecttetetgegegaccecaatcagegecgagatetecatecaggeactgagetatgeecectgggaggegacatcaaca
aggtgctggagaagetgggatacteeggaggegatetgetgggcateectggagtctaggggecatcaaggecegeatceacce
cacgtggatacagagtcttattttatcgtgectgagecatcgectacectacactgagegagatcaagggegtgategtgea
caggctggagggegtgagectataatatecggeteccaggagtggtacaccacagtgeccaagtatgtggecacccaggget
acctgatctccaacttecgacgagtectettgtacctttatgectgagggeacagtgtgeteccagaatgeecctgtacceca
atgtctccectgetgecaggagtgtetgaggggetetaccaagagetgegeacgeacactggtgageggatectteggeaa
ccggttcatcctgagecagggecaacctgategecaattgtgectecatectgtgtaagtgetataccacaggeaccatea
tcaaccaggacccagataagatcctgacatacatcgecagcagaccactgeccagtggtggaagtgaatggegtgaccate
caagtgggctcteggagatacccegacgeegtgtatetgeaccggategatetgggeecccectatcagectggagagact
ggatgtgggcacaaacctgggcaatgccategecaagetggaggacgecaaggagetgetggagagetecgatecagatece
tgcggagcatgaagggectgtetagecacctecategtgtatatectgategeegtgtgtetgggaggactgateggaate
ccagcactgatctgetgttgecagactgaggegectecatgetgatgggecaacceegacgateggatecctagagacaccta
tacactggagcccaagatccggecacatgtataccaatggeggettegatgecatggecgagaagagatgatgactegagt
cagagacctgcaacaatgtctcaagcagacaccacctggecagtcggagecaccgggtcacteecttgtecttaaataagaaa
aacttagggataaagtcccttagatctagectggtaccaccatggtctcagtgatcaagececgagatgaagatgaagtac
tttatggacggcagecgtgaacggacacgagtttacagtcgagggggaaggcaceggcaageectatgagggecaccagga
gatgaccctgegggtgaccatggecaagggeggecccatgectttcagettegacctggtgteccacaccttetgetacg
gccacaggecctttacaaagtatccagaggagatcccagactacttcaagecaggectteectgagggectgteetgggag
agatccctgcagtttgaggatggeggetttgecgecgtgtetgeccacatcagectgeggggcaactgetttgageacaa
gagcaagtttgtgggcgtgaacttceccageegatggeccagtgatgecagaaccagagetetgactgggageccageacag
agaagatcaccacctgtgatggegtgctgaagggecgatgtgaccatgtacctgaagetggecggeggeggcaaccacaag
tgccagttcaagaccacctataaggeegecaagaagatectgaagatgecccagteccacttcateggecacagactggt
gcggaaaactgaagggaacattaccgaactggtggaagatgecgtegecacattgetgataagtegaccagatetgtatat
aataagaaaaacttagggtgaaagtgaggttgcgeggtattttagegtacgaccatgectetgagecaggaagaatetac
tctgattgaacgagecactgetactattaactccatecccatectecgaagactacteecgtegectetgeegeectgtect
ctgatggcaggatcttcacaggegtgaacgtgtaccacttcacaggeggeccectgtgecgagetggtggtgctgggeacce
geegeegecegecgeegecggeaacctgacctgeategtggecateggecaacgagaacagaggeatectgageeceectgtgg
ccgetgecaggecaggtgectgetggacctgeacectggeatcaaggecategtgaaggacagegatggecagecaactgetg
tcggaattagagaactgetgecctcaggatacgtetgggaaggatgataactegagtgteggetttgetgacactagagt
catctccgaacatccacaatatctctcagtetettacgtetetcacagtatgeggecgettaagaaaaacccagggtgaa
tg</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>2538</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2538</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>cDNA inserted into SeV vector
C</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2538</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ttaagaaaaacttagggtgaaagaaatttcaccgctagcacctggtaccaccatggecagaca
tctaccgettteccaagttetegtatgaggacaacggaaccgtggagecteteecgttgagaacaggtececegacaaaaaa
gecgattecgecatattecggategtcaaggteggggaccegectaageacggggtacggtatetegatetectettgetegg
attcttcgagacacccaagcagacgacaaatttggaatcegtgteecgatettacggagectacgtegtactcaatttgeg
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gttcgggcagectgeccattggggtggetaagtattatggaacggatcaggagetgttgaaagegtgtaccgaccttaga
atcactgtacgcagagecggtgcgggctggagaaatgatcgtetatatggtggactcaattggagegeececcttttgeectg
gtcgggtaggecttegacaggggatgatectttaatgeccaacaaagtegegetggecaceecagtgecttecggtggataagg
acatccgcttecegggtegtatttgtgaacgggacgtegeteggggeccatcacaatctecaaaateeccgaaaacectegea
gacttggctctgeccaaatagecatcagegtgaatectgetggtecacacttaagaccgggatctcaacagagcagaaaggggt
gttgccagtgttggacgatcagggggaaaagaagctgaactttatggtacaccteggattgatcagaaggaaggtcggaa
aaatctacagcgtcgaatactgcaaatcgaagatcgaaagaatgegattgatcttcteccteggacttattggeggaatt
tcgttccatgteccaagtcactggtacactectcaaaaacgttecatgtcacaattggeatggaaacgggecgtetgttttee
cctgatggatgtgaaccctcacatgaatatggtgatttgggcagegtcagtggagattacgggagtagatgeggtattce
agccggegattccgagagactttaggtactacccaaacgtggtcgecaaaaacatecggecgaatcaggaagetgtgataa
gtcgaccgattaagaaaaacttagggtgaaagttcatecgeatecgettggegegtacgaccatgtaactcgagtcagaga
cctgcaacaatgtctcaagcagacaccacctggecagteggagecaccgggtcactecttgtettaaataagaaaaactta
gggataaagtcccttagatctagectggtaccaccatggtetecagtgatcaagecccgagatgaagatgaagtactttatg
gacggcagcgtgaacggacacgagtttacagtcgagggggaaggcaceggecaageectatgagggecaccaggagatgac
cctgegggtgaccatggecaagggeggecccatgectttcagettegacctggtgteccacaccttetgetacggecaca
ggccctttacaaagtatccagaggagatcccagactacttcaagecaggectteecctgagggectgtectgggagagatee
ctgcagtttgaggatggcggetttgecgeegtgtetgeccacatcageectgeggggcaactgetttgagecacaagageaa
gtttgtgggcgtgaacttcccagecgatggeccagtgatgecagaaccagagetetgactgggageccagecacagagaaga
tcaccacctgtgatggegtgctgaagggegatgtgaccatgtacctgaagetggecggeggeggcaaccacaagtgeeag
ttcaagaccacctataaggecgccaagaagatcctgaagatgececagteeccacttcateggecacagactggtgecggaa
aactgaagggaacattaccgaactggtggaagatgccgtegecacattgetgataagtecgaccagatctgtatataataag
aaaaacttagggtgaaagtgaggttgegeggtattttagegtacgaccatgectetgagecaggaagaatectactetgat
tgaacgagccactgctactattaactccateccecatetecgaagactacteegtegectetgecgecctgtectetgatg
gcaggatcttcacaggegtgaacgtgtaccacttcacaggeggeccctgtgecgagetggtggtgetgggecacegecgec
geegeegecegecggeaacctgacctgeategtggecateggecaacgagaacagaggeatectgageccctgtggecgetg
caggcaggtgctgctggacctgecaccetggeatcaaggecategtgaaggacagegatggecagecaactgetgteggaa
ttagagaactgctgccctcaggatacgtectgggaaggatgataactecgagtgteggetttgetgacactagagtcatete
cgaacatccacaatatctctcagtctcttacgtctctcacagtatgeggecgettaagaaaaacccagggtgaatg</IN
SDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>4134</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
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<INSDFeature_location>1. . 4134</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="@bb5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>cDNA inserted into SeV vector
D</INSDQualifier_value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 4134</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttaagaaaaacttagggtgaaagaaatttcaccgctagcacctggtaccaccatggcaagea

aagtctatgacccagaacagcgaaaaaggatgattacaggacctcagtggtgggcacgatgcaaacagatgaatgtgctg

gacagcttcatcaactactatgacagcgagaagcacgecgagaatgeegtgatettectgecacggeaatgecgectecag

ctacctgtggecgecacgtggtgcctcacatecgagecagtggececgetgecatcateccagacctgateggecatgggcaaga

gcggcaagtcecggecaacggetectataggetgetggaccactacaagtacctgacecgectggttegagetgetgaacctg

cccaagaagatcatcttegtgggecacgactggggegectgectggectteccactacagetacgagecaccaggacaagat

caaggccatcgtgcacgecgagagegtggtggatgtgatecgagagetgggatgagtggeccagacatcgaggaggacateg

ccectgatcaagagegaggagggegagaagatggtgetggagaacaacttetttgtggagaccatgetgeccageaagate

atgaggaagctggagccagaggagtttgecgectacctggagecattcaaggagaagggegaggtgegeaggeeecacect

gtcetggeccagggagateececeetggtgaagggeggcaagecagatgtggtgcagategtgeggaactacaatgectate

tgagggccagcgacgatctgeccaagatgttcatcgagtecgatectggettettcagecaatgecategtggagggegec

aagaagttccccaatacagagtttgtgaaggtgaagggcctgecacttecteccaggaggatgecccagacgagatgggcaa

gtacatcaagagctttgtggagagggtgctgaagaacgagcagaacagegectgecaagaactggttctectetetgagece

actttgtgatccacctgaacagecacggetttececcagaggtggaggageaggecgecggeaccetgeccatgagetgt

$F418 - He6HE(FIIFR)



202400663

gececaggaatcaggaatggatagacacccageagettgtgecagtgececgaatcaacgtgtaatgagtegaccgattaag
aaaaacttagggtgaaagttcatcgcatcecgettggegegtacgaccatgetgggaccttgtatgetgetgetgetgetg
ctgctgggactgagactgecagetgtcactgggaatcateccegtggaagaagaaaaccetgacttectggaacagggaggce
cgcegaggecctgggegecgecaagaagetgecagecageccagacagecgecaagaatetgatecatetteetgggegacg
gcatgggecgtgtctacagtgacegeecgecaggatectgaagggccagaagaaggacaagetgggeectgagateccactg
geccatggacaggtttccatatgtggecctgtetaagacctacaatgtggacaagecacgtgeccgattetggegecaccege
cacagcctacctgtgeggegtgaagggcaattteccagaccateggectgtetgeegecgecaggtttaaccagtgcaaca
ccacacgcggcaacgaggtaatctectgtgatgaacagggecaagaaggecggcaagtetgtgggegtggtgaccaccaca
agggtgcagcacgectcecccagecggecacatatgeccacaccgtgaacagaaactggtattetgatgecgatgtgeccge
ctctgccaggcaggagggctgtcaggacatcgecaccecagetgateteccaacatggacategacgtgateetgggeggeg
gcaggaagtatatgttcaggatgggcacaccagacccagagtatccagatgactactectcagggeggeaccegectggac
ggcaagaacctggtgcaggagtggctggccaageggecagggegeccgetacgtgtggaacaggacagagetgatgeagge
cagcctggatccatectgtgacccacctgatgggectgtttgagecaggegacatgaagtatgagateccacagggacagea
ccctggacccatetetgatggagatgacagaggecgeectgaggetgetgtetagaaaccetegeggetttttectgtte
gtggagggcggcaggatcgaccacggecaccacgagtectegegectacagagecctgacagagaccatcatgttegatga
tgccatcgagegggecggecagetgacatetgaggaggataccetgagectggtgacagecgaccacagecacgtgttea
getttggeggetacecactgeggggeteccageatetttggectggeccecaggcaaggecagggacaggaaggectataca
gtgctgctgtatggecaacggeccaggetacgtgetgaaggatggegecaggecagatgtgacagagtetgagtetggete
cccagagtatcggecagecagtetgecgtgeccetggatgaggagacecacgecggegaggacgtggecgtgtttgecaggg
geceeccaggeccaccetggtgecacggegtgecaggageagaccttcategeccacgtgatggecttegeecgectgtetggag
ccatacaccgcttgtgatctggetectectgetggecaccactgacgetgetecatectggetgactegagtcagagaccetg
caacaatgtctcaagcagacaccacctggecagtcggagecaccgggtcactecttgtcttaaataagaaaaacttaggga
taaagtcccttagatctagectggtaccaccatggtetcagtgatcaageccgagatgaagatgaagtactttatggacg
gcagcgtgaacggacacgagtttacagtcgagggggaaggecaccggecaagecctatgagggecaccaggagatgacectg
cgggtgaccatggccaagggeggecccatgectttcagettcgacctggtgteccacaccttetgetacggecacaggece
ctttacaaagtatccagaggagatcccagactacttcaagecaggecttcectgagggectgtectgggagagateectge
agtttgaggatggcggctttgeegeecgtgtetgeccacatecagectgeggggcaactgetttgagecacaagagecaagttt
gtgggcgtgaacttcccagecgatggeccagtgatgecagaaccagagetetgactgggageccageacagagaagateac
cacctgtgatggegtgctgaagggcgatgtgaccatgtacctgaagetggeecggeggeggcaaccacaagtgecagttea
agaccacctataaggccgccaagaagatcctgaagatgecccagteccacttcateggecacagactggtgeggaaaact
gaagggaacattaccgaactggtggaagatgecgtcgecacattgetgataagtcgaccagatectgtatataataagaaaa
acttagggtgaaagtgaggttgegeggtattttagegtacgaccatgectetgagecaggaagaatectactetgattgaa
cgagccactgctactattaactccateccecatctecgaagactactecgtegectetgecgeectgtectetgatggeag
gatcttcacaggcgtgaacgtgtaccacttcacaggeggeccetgtgecgagetggtggtgctgggeaccgeegecgecg
ccgecgecggeaacctgacctgeategtggecateggeaacgagaacagaggeatectgageeectgtggeegetgecagg
caggtgctgetggacctgecaccetggecatcaaggecatecgtgaaggacagegatggecagecaactgetgteggaattag
agaactgctgeccectcaggatacgtectgggaaggatgataactegagtgteggetttgetgacactagagtcateteecgaa
catccacaatatctctcagtctcttacgtctctcacagtatgeggecgettaagaaaaacccagggtgaatg</INSDSe
q_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>1086</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1086</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb7">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcgggacacctggetteggatttegecttetegeceectecaggtggtggaggtgatgg
gececaggggggccggagecgggctgggttgatecteggacetggetaagettccaaggecctectggagggecaggaateg
ggccgggggttgggccaggectetgaggtgtgggggattceccecatgeeececegecgtatgagttetgtggggggatggeg
tactgtgggccccaggttggagtggggctagtgececcaaggeggetiggagacctetcagectgagggegaagecaggagt
cggggtggagagcaactccgatggggecteceecggagecctgecacegtecacceetggtgecgtgaagetggagaaggaga
agctggagcaaaacccggaggagtceccaggacatcaaagetetgcagaaagaactggagecaatttgecaagetectgaag
cagaagaggatcaccctgggatatacacaggecgatgtggggctcaccetgggggtictatttgggaaggtattcageca
aacgaccatctgecgetttgaggetetgecagettagettcaagaacatgtgtaagetgeggeeccttgetgecagaagtggg
tggaggaagctgacaacaatgaaaatcttcaggagatatgcaaagcagaaaccctcgtgecaggeccgaaagagaaagega
accagtatcgagaaccgagtgagaggcaacctggagaatttgttcctgecagtgeccgaaacccacactgecagecagateag
ccacatcgceccageagettgggetggagaaggatgtggtecgagtgtggttetgtaaccggegecagaagggeaagegat
caagcagcgactatgcacaacgagaggattttgaggctgctgggtetectttectecagggggaccagtgteectttectetg
gececcagggecccattttggaaccccaggetatgggageectecacttecactgecactgtactecteggtecctttecetga
gggggaagcectttcececetgtetecgtecaccactetgggeteteccatgeattcaaactgataa</ INSDSeq sequen
ce>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>954</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 954</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgtataacatgatggagacggagctgaagecgecgggeccgecageaaactteggggggcgg
cggcggceaactcecaccgeggeggeggeeggeggcaaccagaaaaacageecggaccgegtcaageggeccatgaatgect
tcatggtgtggteecgegggecageggegecaagatggeccaggagaaccccaagatgecacaacteggagatcagecaagege
ctgggcgecgagtggaaacttttgteggagacggagaageggecgttcategacgaggectaageggetgegagegetgea
catgaaggagcacccggattataaataccggecccggeggaaaaccaagacgetcatgaagaaggataagtacacgetge
ccggegggetgetggecceeggeggeaatageatggegageggggteggggtgggegecggectgggegegggegtgaac
cagcgcatggacagttacgegecacatgaacggetggagecaacggecagetacageatgatgecaggaccagetgggetaccece
gcagcacccetggectcaatgegeacggegeagegecagatgeageccatgeaccgetacgacgtgagegecctgeagtaca
actccatgaccagctcgcagacctacatgaacggectegeccacctacageatgtectactegecageagggecaceeectgge
atggctcttggectecatgggtteggtggtcaagtecgaggecagetecagecceectgtggttacctettecteccacte
cagggcgecctgecaggecggggaccteegggacatgatcagecatgtateteeceeggegecgaggtgecggaaccegecg
cccecagceagacttcacatgteccagecactaccagageggeccggtgececggecacggecattaacggecacactgeeecte
tcacacatgtga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>1440</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1440</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b9">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaggcagccacctggegagtctgacatggetgtcagegacgegetgeteccatetttete
cacgttcgegtetggeccggegggaagggagaagacactgegtcaageaggtgececgaataacegetggegggaggage
tcteeccacatgaagegactteccccagtgetteeeggecgececctatgacectggeggeggegacegtggecacagaccetg
gagagcggeggagecggtgcggettgeggeggtagecaacetggegeeectaccteggagagagacegaggagttcaacga
tcteectggacetggactttattctetecaattegetgacccatecteecggagtecagtggecgecaccgtgtectegteag
cgtcagectectettegtegtegecgtegageageggeectgecagegegecctecacectgeagettcacctateegate
cgggeccgggaacgaccctggegtggegeegggeggcacgggeggaggectectetatggecagggagtecgeteccectee
gacggctcecttcaacctggeggacatcaacgacgtgageecctegggeggettegtggecgagetectgeggecagaat
tggacccggtetacattcegecgecageageecgeageegecaggtggegggctgatgggcaagttegtgetgaaggegteg
ctgagcgeccctggecagegagtacggecageccgteggteatcagegtcagecaaaggeagecctgacggecagecacceggt
ggtggtggcgcecctacaacggegggecgecgegeacgtgecccaagatcaagecaggaggeggtetettegtgeacecact
tgggcgetggaccecctectecagecaatggecaccggeeggetgeacacgactteeecetggggeggecageteccecageagyg
actaccccgaccctgggtcttgaggaagtgetgagecagecagggactgteaccctgeectgecgettecteeeggettceca
tceccatecggggeccaattacccatecttectgeecgatecagatgecageecgeaagteeegeegetecattaccaagage
tcatgccacceggttectgeatgeccagaggageccaagecaaagaggggaagacgategtggececggaaaaggaccgee
acccacacttgtgattacgcgggetgecggcaaaacctacacaaagagttceccatctcaaggecacacctgegaacceacac
aggtgagaaaccttaccactgtgactgggacggctgtggatggaaattcgeccgetecagatgaactgaccaggeactacce
gtaaacacacggggcaccgeccgttccagtgecaaaaatgegaccgageatttteccaggteggaccacctegeecttacac
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atgaagaggcatttttaa</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>1320</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1320</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgcccctcaacgttagettcaccaacaggaactatgacctegactacgacteggtgecagee
gtatttctactgcgacgaggaggagaacttctaccagecagecagecagecagagegagetgecageeeeeggegeccagegagg
atatctggaagaaattcgagctgetgeccacccegecectgtececectageegeecgetecgggetetgetegeeectectac
gttgcggtcacaccettecteecctteggggagacaacgacggeggtggecgggagettetecacggeecgaccagetggagat
ggtgaccgagctgctgggaggagacatggtgaaccagagtttcatetgegacceggacgacgagaccttcatcaaaaaca
tcatcatccaggactgtatgtggageggettcteggecgecgecaagetegtetecagagaagetggectectaccagget
gcgegeaaagacageggeageeegaaccecgeccgeggecacagegtetgetecacctecagettgtacctgeaggatet
gagcgecgecgectecagagtgeategaceecteggtggtetteccctacectetcaacgacagecagetegeccaagtect
gecgectegecaagactcecagegeetteteteegtecteggattctetgetetectegacggagtecteeccecgeagggeage
cccgageccctggtgetecatgaggagacacecgeccaccaccageagegactctgaggaggaacaagaagatgaggaaga
aatcgatgttgtttctgtggaaaagaggcaggctectggecaaaaggtcagagtetggatcaccttetgetggaggecaca
gcaaacctcectcacageccactggtectcaagaggtgecacgtetecacacatcageacaactacgeagegeeteectece
actcggaaggactatcctgetgecaagagggtcaagttggacagtgtcagagtecctgagacagatcagcaacaaccgaaa
atgcaccagccccaggtecteggacaccgaggagaatgtcaagaggecgaacacacaacgtettggagegecagaggagga
acgagctaaaacggagcttttttgecctgegtgaccagateccggagttggaaaacaatgaaaaggecceccaaggtagtt
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atccttaaaaaagccacagcatacatcctgtecgtccaagecagaggagecaaaagetecatttectgaagaggacttgtigeg
gaaacgacgagaacagttgaaacacaaacttgaacagctacggaactcttgtgcgtaa</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>562</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 562</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Primary structure of MeV/SeV F #2 chimeric F protein
comprising C-terminal 33 aa truncated F protein of Measles virus Edmonston
strain fused to C-terminal 42 aa of F protein of Sendai virus Z
strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 562</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>MSIMGLKVNVSATFMAVLLTLQTPTGQIHWGNLSKIGVVGIGSASYKVMTRSSHQSLV IKLM
PNITLLNNCTRVETAEYRRLLRTVLEPIRDALNAMTQNIRPVQSVASSRRHKRFAGVVLAGAALGVATAAQITAGIALHQ
SMLNSQAIDNLRASLETTNQATEATRQAGQEMILAVQGVQDY INNEL IPSMNQLSCDLIGQKLGLKLLRYYTEILSLFGP
SLRDPISAEISIQALSYALGGDINKVLEKLGYSGGDLLGILESRGIKARITHVDTESYF IVLSIAYPTLSEIKGVIVHRL
EGVSYNIGSQEWYTTVPKYVATQGYLISNFDESSCTFMPEGTVCSQNALYPMSPLLQECLRGSTKSCARTLVSGSFGNRF
ILSQGNLIANCASILCKCYTTGTI INQDPDKILTY IAADHCPVVEVNGVTIQVGSRRYPDAVYLHR IDLGPPISLERLDV
GTNLGNATAKLEDAKELLESSDQILRSMKGLSSTSIVYILIAVCLGGLIGIPALICCCRLRRSMLMGNPDDRIPRDTYTL
EPKTRHMYTNGGFDAMAEKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>559</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 559</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Primary structure of MeV/SeV F #2 chimeric F protein
comprising C-terminal 33 aa truncated F protein of Measles virus IC-B strain
fused to C-terminal 42 aa of F protein of Sendai virus Z
strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 559</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MGLKVNVSATFMAVLLTLQTPTGQITHWGNLSKIGVVGIGSASYKVMTRSSHQSLVIKLMPNI
TLLNNCTRVETAEYRRLLRTVLEP IRDALNAMTQNIRPVQSVASSRRHKRFAGVVLAGAALGVATAAQITAGIALHQSML
NSQAIDNLRASLETTNQAIEATRQAGQEMILAVQGVQDY INNELTPSMNQLSCDLIGQKLGLKLLRYYTEILSLFGPSLR
DPISAEISIQALSYALGGDINKVLEKLGYSGGDLLGILESRGIKARITHVDTESYF IVLSTAYPTLSEIKGVIVHRLEGV
SYNIGSQEWYTTVPKYVATQGYLISNFDESSCTFMPEGTVCSQNALYPMSPLLQECLRGSTKSCARTLVSGSFGNRF ILS
QGNLTANCASILCKCYTTGTI INQDPDKILTY TAADHCPVVEVNGVTIQVGSRRYPDAVYLHRIDLGPPISLERLDVGTN
LGNATAKLEDAKELLESSDQILRSMKGLSSTSIVYILIAVCLGGLIGIPALICCCRLRRSMLMGNPDDRIPRDTYTLEPK
IRAMYTNGGFDAMAEKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>619</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 619</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Primary structure of MeV/SeV H #1 chimeric H protein
comprising N-terminal 60 aa of HN protein of Sendai virus Z strain fused to N-
terminal 58 aa truncated H protein of Measles virus Edmonston
strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 619</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDGDRGKRDSYWSTSPSGSTTKPASGWERSSKADTWLLILSFTQWALSIATVIICITISARL
HRAATYTAETHKSLSTNLDVTNSIEHQVKDVLTPLFKI IGDEVGLRTPQRFTDLVKF ISDKIKFLNPDREYDFRDLTWCI
NPPERIKLDYDQYCADVAAEELMNALVNSTLLETRTTNQFLAVSKGNCSGPTTIRGQF SNMSLSLLDLYLGRGYNVSSIV
TMTSQGMYGGTYLVEKPNLSSKRSELSQLSMYRVFEVGV IRNPGLGAPVFHMTNYLEQPVSNDLSNCMVALGELKLAALC
HGEDSITIPYQGSGKGVSFQLVKLGVWKSPTDMQSWVPLSTDDPVIDRLYLSSHRGV IADNQAKWAVPTTRTDDKLRMET
CFQQACKGKTQALCENPEWAPLKDNR IPSYGVLSVDLSLTVELKIKTASGFGPLITHGSGMDLYKSNHNNVYWLT I PPMK
NLALGVINTLEWIPRFKVSPYLFNVPIKEAGEDCHAPTYLPAEVDGDVKLSSNLVILPGQDLQYVLATYDTSRVEHAVVY
YVYSPSRSFSYFYPFRLP IKGVPIELQVECF TWDQKLWCRHFCVLADSESGGH I THSGMVGMGVSCTVTREDGTNRR</ 1
NSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>68</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 68</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qb67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>C-terminal part of F protein of Measles virus
Edmonston strain</INSDQualifier value>
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<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 68</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> ILRSMKGLSSTSIVYILIAVCLGGLIGIPALICCCRGRCNKKGEQVGMSRPGLKPDLTGTSK
SYVRSL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>C-terminal part of MeV Fdel30
protein</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> ILRSMKGLSSTSIVYILTIAVCLGGLIGIPALICCCRGR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>77</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 77</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>C-terminal part of MeV/SeV F #2
protein</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 77</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> ILRSMKGLSSTSIVYILIAVCLGGLIGIPALICCCRLRRSMLMGNPDDRIPRDTYTLEPKIR
HMYTNGGFDAMAEKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>T71</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 71</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>C-terminal part of MeV/SeV F #1
protein</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 71</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> ILRSMKVITITVVMVVILVVITVIIIVLYRLRRSMLMGNPDDRIPRDTYTLEPK IRHMYTNG
GFDAMAEKR</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>T71</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 71</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>C-terminal part of Sendai virus F
protein</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 71</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YNSRETVITITVVMVVILVVIIVIIIVLYRLRRSMLMGNPDDR IPRDTYTLEPK IRHMYTNG
GFDAMAEKR</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>64</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 64</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal part of Measles virus H
protein</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 64</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSPQRDRINAFYKDNPHPKGSRIVINREHLMIDRPYVLLAVLFVMFLSLIGLLATAGIRLHR
AA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>46</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 46</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal part of MeV Hdell8
protein</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 46</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MGSRIVINREHLMIDRPYVLLAVLFVMFLSLIGLLATAGIRLHRAA</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>65</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 65</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>N-terminal part of MeV/SeV H #2
protein</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 65</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDGDRGKRDSYWSTSPSGSTTKPASGWERSSKADTPYVLLAVLFVMFLSLIGLLATAGIRLH
RAA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>66</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 66</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>N-terminal part of MeV/SeV H #1
protein</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 66</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDGDRGKRDSYWSTSPSGSTTKPASGWERSSKADTWLLILSFTQWALSIATVIICITISARL
HRAA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>66</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 66</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q85">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal part of Sendai virus HN
protein</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 66</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDGDRGKRDSYWSTSPSGSTTKPASGWERSSKADTWLLILSFTQWALSIATVIICITISARQ
GYSM</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>51</INSDSeq_length>
<INSDSeq_mol type>RNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..51</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>b&apos;-terminal sequence of F mRNA of Measles virus
IC-B strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..51</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other RNA</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agaatcaagactcatccagtgtccatcatgggtctcaaggtgaacgtctct</INSDSeq s
equence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>51</INSDSeq_length>
<INSDSeq_mol type>RNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..51</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>b&apos;-terminal sequence of F mRNA of Measles virus
Edmonston strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..51</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other RNA</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agaatcaagactcatccaatgtccatcatgggtctcaaggtgaacgtctct</INSDSeq s
equence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>N-terminal part of F protein of Measles virus IC-B
strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MGLKVNVS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>N-terminal part of F protein of Measles virus
Edmonston strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q9%4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSIMGLKVNVS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>1860</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1860</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql01">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1860</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql02">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>cDNA encoding chimeric H protein comprising N-
terminal 60 aa of HN protein of Sendai virus Z strain fused to N-terminal 58 aa
truncated H protein of Measles virus IC-B strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggacggcgataggggcaagecgegatagetactggtccacctetecaageggetecaccac
aaagccagcatccggatgggageggagetccaaggecagacacctggetgetgatectgtectttacacagtgggeectgt
ctatcgccaccgtgatcatctgecatcatcateteecgeecggetgecacagageecgecatetatacagecgagatecacaag
tctetgagecaccaacctggacgtgacaaattctategagecaccaggtgaaggatgtgetgaccectetgttcaagateat
cggegacgaagtgggactgaggaccceccacageggttcaccgacctggtgaagttecatectecgataagatcaagtttetga
acccagatcgggagtacgacttcagagatctgacatggtgecatcaateeccctgageggatcaagetggactacgatcag
tattgtgeccgacgtggecgecgaggagetgatgaacgecctggtgaatagecaceetgetggaggecagagecacaaaccea
gtttctggecgtgtecaagggcaattgttetggeccecaccacaatcaggggecagttcetecaacatgteecctgtetetge
tggatctgtacctgtctegeggetataacgtgagecageategtgaccatgacateccagggeatgtacggeggecacctat
ctggtgggcaageccaacctgtectectaagggecagegagetgteccagetgtetatgecacagggtgtttgaagtgggcgt
gatcaggaaccctggactgggagecccagtgtttcacatgacaaattacttcgagecagectgtgageaacgatttttcca
attgcatggtggcectgggagagetgaagttegecgeecctgtgecacagggaggactetatcaccateccatatcaggge
agcggcaagggcgtgtectteccagetggtgaagetgggegtgtggaagagecccacagacatgagatettgggtgecect
gagcaccgacgatcctgtgatcgateggetgtacctgageteccacagaggegtgategecagacaaccaggcaaagtggg
ccgtgcctaccacaaggacagacgataagetgegecatggagacctgetttcagecaggectgtaagggcaagaaccaggec
ctgtgcgagaatcctgagtgggecccactgaaggataacaggateecetagetacggegtgetgtetgtgaatetgagect
gacagtggagctgaagatcaagatcgectetggetteggeccactgatecacccacggeageggeatggacctgtataaga
caaatcacaacaacgtgtactggctgaccatcccaccecatgaagaacctggeecctgggegtgatcaataceetggagtgg
atcccaaggtttaaggtgtceccecaacctgttcacagtgectatcaaggaggcaggagaggattgtcacgecaccaaccta
cctgectgcagaggtggacggegatgtgaagetgtetagecaacctggtecatectgecaggacaggacctgeagtacgtge
tggccacctatgatacaagecgegtggageacgeegtggtgtactacgtgtacteececteccggtetttecagetacttt
tatccattcagactgecccatcaagggegtgectategagetgecaggtggagtgetttacctgggataagaagetgtggtyg
caggcacttctgegtgectggecagacteccgagtetggaggacacatcacacacageggeatggtgggecatgggegtgtect
gtaccgtgacacgcgaggacggcaccaaccggagatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>619</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 619</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql04">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- mA%3E %2 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 619</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primary structure of MeV(IC-B)/SeV H #1 chimeric H
protein comprising N-terminal 60 aa of HN protein of Sendai virus Z strain fused
to N-terminal 58 aa truncated H protein of Measles virus IC-B
strain</INSDQualifier value>
<NonEnglishQualifier value></NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDGDRGKRDSYWSTSPSGSTTKPASGWERSSKADTWLLILSFTQWALSIATVIICITISARL
HRAATYTAETHKSLSTNLDVTNSIEHQVKDVLTPLFKI IGDEVGLRTPQRFTDLVKF ISDKIKFLNPDREYDFRDLTWCI
NPPERIKLDYDQYCADVAAEELMNALVNSTLLEARATNQFLAVSKGNCSGPTTIRGQF SNMSLSLLDLYLSRGYNVSSIV
TMTSQGMYGGTYLVGKPNLSSKGSELSQLSMHRVFEVGV IRNPGLGAPVFHMTNYFEQPVSNDF SNCMVALGELKFAALC
HREDSITIPYQGSGKGVSFQLVKLGVWKSPTDMRSWVPLSTDDPV IDRLYLSSHRGVIADNQAKWAVPTTRTDDKLRMET
CFQQACKGKNQALCENPEWAPLKDNR IPSYGVLSVNLSLTVELKIKTASGFGPLITHGSGMDLYKTNHNNVYWLT I PPMK
NLALGVINTLEWIPRFKVSPNLFTVPIKEAGEDCHAPTYLPAEVDGDVKLSSNLVILPGQDLQYVLATYDTSRVEHAVVY
YVYSPSRSFSYFYPFRLP IKGVPIELQVECF TWDKKLWCRHFCVLADSESGGH I THSGMVGMGVSCTVTREDGTNRR</ 1
NSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>
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