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Methods for editing, e.g., introducing a heterologous transgene, within the human
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CEEEETEEED
(FPoCIARM]  ARTEEEOEREFIEEIERNATHE K 7E
(B84 f%]  COMPOSITIONS AND METHODS FOR TRANSGENE

EXPRESSION FROM AN ALBUMIN LOCUS

[itr<ris]

[0001]  A<HHEE X 5 SRR SR FH R 5562/747,4025% K 5562/840,3465%
B - ERLUGIHZ U AAS R -

[0002] AZEFEIGHE A E BN GREE ANy AL AR R A
HEEARH ) -

[FeRiisdin]

[0003] ERFEETAF ZERNRREERN LT ANEMES (A& TR
B LA 2218 L FERNPTE IR IR E R - RIDUKEPEREIE R AT
SRl A 2T B NIRRT ERVERE o B R SR sTily - ATHE
M E PR R R A ACE R B A B ERNER 2B - 1A - Rt EreE
R A BREA R (A e & VB - 280 BREA T A LR
FERRRES FREG P 206 -

[#IHNE]

[0004] ASGRBUEMA TS A s N2 2B B (safe harbor site )
L FENRRHENENTEHA R EIREZIR (FNR) BN R 7% - s+
LN > AFECCRS ~ HPRT ~ AAVSI ~ Rosak HEEH ° WA AT
FEHEBENER (PN ET R ) R EAINFERN T HEREER Z

F1HE - 3182 HEHHHS)
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NRELE)F LABBE) AN E R R FRER o ASEIREN 7 st A B — Mt =) 5
EEER (PHIaEaERNET1) N B AR 8 SNRERE A K
/BRI 2 5 [ ERNARYE R - IREELI T EASE W -

[0005] {E—{EREEEH - ASEHRTR ML RIGRHE 2R 20 A« i Bt A TE T 40
SRR O EOEREFR 2 J7%  HEEHKT 1) gRNA - HEEEEUTH
ZEF] a) BlEEEHSEQIDNO : 2 ~ SEQIDNO : 8 ~ SEQIDNO : 13 ~ SEQID
NO : 19~ SEQID NO : 28 ~ SEQ ID NO : 29 ~ SEQ ID NO : 31 ~ SEQ ID NO :
32 ~ SEQ ID NO : 334k BEZ FHI B 2 /095% ~ 90% ~ 85% ~ 80%EK75%—
M2 F%] 5 b) BEEMSEQIDNO 2 ~ SEQIDNO : 8 ~ SEQIDNO : 13 ~ SEQ
IDNO : 19 ~ SEQIDNO : 28 - SEQIDNO : 29 - SEQIDNO : 31 ~ SEQIDNO :
32 ~ SEQID NO : 334Hpk s B 2 FPollz 2/017 ~ 18 ~ 198R20{MAT % HEL 5 ¢)
BEEHSEQIDNO : 34 ~ SEQIDNO : 40 ~ SEQIDNO : 45~ SEQIDNO : 51 -
SEQIDNO : 60 ~ SEQIDNO : 61 ~ SEQIDNO : 63 ~ SEQIDNO : 64 ~ SEQID
NO : 65~ SEQIDNO : 66 ~ SEQ ID NO : 72 ~ SEQ ID NO : 77 ~ SEQ ID NO :
83~ SEQIDNO : 92 ~ SEQIDNO : 93 ~ SEQIDNO : 95 ~ SEQID NO : 96 FzSEQ
IDNO : 9740 7 BEZ %1 5 d) BLEEEFSEQIDNO : 2-SEQIDNO : 334HRE 2
Bt FEAI B E095% ~ 90% ~ 85% ~ 80%E(75%—E M2 A1) 1 e) BEEHISEQ
IDNO : 2-SEQID NO : 334\ < Bf < P51l /017 ~ 18 ~ 198Q20{FHIREZ L
f)ZEHHSEQIDNO: 34-SEQIDNO: 974HR B Fp¥1] 5 g ) BIEfFAYSEQID NO
2-SEQ ID NO : 33f751/8 ~ FRES AT 2 | S{E B B +/- 10 R A6~
FPAI 5 h) BABEE SEQ ID NO : 98-SEQ ID NO : 1198 2 B Z FPAI B 2/
95% ~ 90% ~ 85% ~ 80%3(75%—E¢ M2 751 5 1) BEEHSEQIDNO : 98-SEQID
NO : 1194Hpk < B 2 Fpoll £/017 ~ 18 ~ 19EQ0BANE XL 5 &) ) BEE HSEQ
IDNO : 120-SEQID NO : 1634Hp% 2 B2 5% ; ii) FIRNAZ |2 Y DNASS ST ;

F2H - 3182 H(EHEAE)
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Feiil ) B E SRS IR 2 %M < FESRES - (eI Rt R 2 MK I B AT £
HHREECAAERE « O E T BRI -

[0006] fES5—RefEH - ASRIRIR 1ers T AR =GR B BB E AR R
KRR 7% » BEERT 1) gRNA - HESEHUTEZFH  a)
B3R HSEQIDNO : 2 ~ SEQIDNO : 8 ~ SEQIDNO : 13~ SEQIDNO : 19 ~
SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQIDNO : 32 ~ SEQID
NO : 338 2 BE 2RI E A £7095% ~ 90% ~ 85% ~ 80%3K75% 2 2 51
b) #EEHSEQIDNO : 2 ~ SEQIDNO : 8 ~ SEQIDNO : 13 ~ SEQIDNO : 19 -
SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQIDNO : 32 ~ SEQID
NO : 333Hpl s B2 FRoll 227017 ~ 18 ~ 198Q0{BAREZ L © ) BEHHSEQ ID
NO : 34~ SEQID NO : 40 ~ SEQ ID NO : 45~ SEQ ID NO : 51 ~ SEQ ID NO :
60 ~ SEQIDNO : 61 ~ SEQIDNO : 63 ~ SEQIDNO : 64 - SEQIDNO : 65 ~ SEQ
IDNO : 66 ~ SEQIDNO : 72 ~ SEQIDNO : 77 ~ SEQIDNO : 83 ~ SEQIDNO :
92 ~ SEQIDNO : 93 ~ SEQIDNO : 95~ SEQID NO : 96 &zSEQ ID NO : 97405
ZEEZ A 5 d) BUEEEHHSEQ ID NO : 2-SEQ ID NO : 338k 2 B 2 FPHIEA
2/095% ~ 90% ~ 85% ~ 80%E75%—E M2 751 s e) #EHHSEQIDNO : 2-SEQ
IDNO : 332Hpl 2 BE 2 PRI 2 /017 ~ 18 ~ 198Q0{EAT AL I © £) 8EE SEQ
IDNO : 34-SEQID NO : 974Hpk 2 B B3I s Frg ) A& BL¥ASEQ ID NO : 2-SEQ
IDNO : 337751188 2 BELRASIEAE 2 | SR 48 % i +/- 10(Ei% H R 2 71 5 ii) /e
RNAG[EH ZDNAGER © Kiil) Blast ¥R REF IR - (2
1275 T AR AR EE R IR R AL -

[0007) AES5—RefEH AR IR I E o RAHR A A s R R 2R304
B2 )k ST 1) gRNA» HEEEHUTEZFY - a) BEHH
SEQIDNO:2-SEQIDNO:8-SEQIDNO: 13~SEQIDNO: 19+ SEQIDNO :

E3H - 3182 H(EHHHE)
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28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 - SEQIDNO : 32 ~ SEQID NO : 334Hp%
B FRAIEAE/95% ~ 90% ~ 85% ~ 80%EK75%—F M2 41 1 b) #EE HISEQ
IDNO :2-~SEQIDNO :8+~SEQIDNO : 13~ SEQIDNO : 19 ~ SEQID NO :
28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 - SEQIDNO : 32 ~ SEQID NO : 334Hp%
ZEEZFPA 2 2017 ~ 18 ~ 195R20{EANME X HEE 5 ¢) ZEHHSEQID NO : 34 -
SEQIDNO : 40 ~ SEQIDNO : 45 ~ SEQIDNO : 51 ~ SEQIDNO : 60 ~ SEQID
NO : 61 ~ SEQID NO : 63 ~ SEQID NO : 64 ~ SEQ ID NO : 65 ~ SEQ ID NO :
66 ~ SEQIDNO : 72 ~ SEQIDNO : 77 ~ SEQIDNO : 83 ~ SEQIDNO : 92 ~ SEQ
IDNO : 93 - SEQIDNO : 95 ~ SEQID NO : 96, SEQ ID NO : 974H1Y. > B
5115 d) B1EEEHHSEQID NO : 2-SEQID NO : 338Hpk . B FRAIIEH £ /095%
90% ~ 85% ~ 80%EK75% &1 P51 5 e) EHEHMSEQID NO : 2-SEQ ID NO :
334 B2 A 27017 ~ 18 ~ 198Q0(E#B B E % 5 £) BEEH MSEQIDNO :
34-SEQID NO : 974HRk  BE VP51 Frg ) AL BIEIHFASEQ IDNO : 2-SEQID NO !
33FTHIER 2 AL RIRG R 2 | SR EAE A% E+/- 10(EfZ i 2 FPo1 5 i) [RNAS|
H DNAGEEH 5 Kiil) BastHRIFEZIN REFFYI 2 B8 - 1€mfEIEnD
SRR BT T R AR

[0008) FE—LEEBEEHIT - gRNAESEES ML FHLHEK B2 5 EFE
%] : SEQIDNO : 2 ~ SEQIDNO : 3~ SEQIDNO : 4 ~ SEQIDNO : 5~ SEQID
NO:6~SEQIDNO :7~SEQIDNO :8-SEQIDNO: 9+ SEQIDNO : 10 -
SEQIDNO : 11 ~ SEQIDNO : 12 ~ SEQIDNO : 13 ~ SEQIDNO : 14 ~ SEQID
NO : 15 ~SEQIDNO : 16 - SEQIDNO : 17 ~ SEQ ID NO : 18 ~ SEQ ID NO :
19~ SEQIDNO : 20 ~ SEQIDNO : 21 ~ SEQIDNO : 22 ~ SEQIDNO : 23 ~ SEQ
IDNO : 24 ~ SEQIDNO : 25~ SEQIDNO : 26 ~ SEQIDNO : 27 ~ SEQIDNO :
28 ~ SEQIDNO : 29 ~ SEQIDNO : 30 ~ SEQIDNO : 31 ~ SEQID NO : 32 %SEQ

FAH - 3182 HEHHHAE)
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IDNO : 33 o

[0009] fE—LLBBHFHIF » ZITEBREERNIIT - fFE—LERRTEH
o AR ENIT -

[0010] {E—ELERGEHIF » eRNALE &R AR IRE A ABEAS ( protospacer
adjacent motif ; PAM) i 2 & - £ — 2L B FHI4 - PAM{AEE ENGG
NNGRRT ~ NNGRR(N) + NNAGAAW - NNNNG(A/C)TT FzNNNNRYAC -

[0011) AF—tbER4erf|F » gRNAEEEGRNA (dual gRNA ; dgRNA) -
H—EERERT - gRNAREgRNA (single gRNA § sgRNA) < f—LEHEGE
B > sgRNA A B & — S EEE B A% H o AF—SLEIREPIF - CastkIAlE R

F2HACastz Bl - £ — L BARERIT > Casizlelig (5B 5 rh LU N A4H B © B
BRSEEREE (S. pyogenes ) NG ~ =@ aBIKE (S aureus) NG ~ ZER5HH
fRE (C.jegjuni) 12BN ~ WEEEERE (S. thermophilus ) T2 ~ FHF 3 BEEK

(N. meningitidis ) TN BB RAG - A — L BIGEHIT > Castxill FCas9 -
FE—EE BAGEHT - CastzBile AU CIEE -

[0012] FE—SLEHEGERT  FERGE R RZERRE - £ — S ERE Y
o BEEEE L ESHBERSINCHEEFIIF ' kil BERES
K St FPIl < SR m B AP < 55 &S - fE—SRBRENF - EREaS
BRER(EEWFY] - A —EAREN T - BREESTIRHR2Zl - £—EER
HHIF - EEAEEEIREE o

[0013] FE—SEREMT » gRNABAESGRS /B E AR TP T -
E—L EASEHIF - FHRNAS [ DNAGE S EIGEEEE /S E Zok
T o fE—HERREMF - A REER EER A EE R/ EREE TR
& o AE—E BTN - SR REERE - £ SREBRET > REEEG
BEEM LU T A BT © BAHRAIR S (adeno-associated viral ; AAV) ##G ~ iR

il

ESH - 3182 H(EHHHE)
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WHEERE - SR EER R ISR EEE - £ —EBRENT - AAVERSGEE
HHELLTE4ER 2 EE - AAV] ~ AAV2 ~ AAV3 ~ AAV3B ~ AAV4 ~ AAVS ~ AAV6 -~
AAV6.2 ~ AAV7 ~ AAVTh.64R1 ~ AAVhu.37 - AAVrh.8 ~ AAVrh.32.33 - AAVS -
AAV9 ~ AAV-DJ ~ AAV2/8 ~ AAVth10 - AAVLKO3 ~ AVI10 ~ AAV11 ~ AAV12 ~ th10
K HFEEHE o

[0014] FE—ELEASE I - gRNA ~ [IRNAG[E Y DNAG S Bl & #t
HERZIK 2 RS 7 < i GBS T &P A ERE T - f£—LE
H g fd » gRNA ~ FHRNAS [ 7 DNASE ST K A& 8 BRI RiE 7
< EERR R R R/ TP AR T - (E— L ERENIF -
RNA3S [~ DNA%E &SRB HRNAS [ DNASE S HIB1eRNARYAE S 4 E R i
SRR T - f—EEBENF - A HERZSIN ST EEE G
TEgRNA K /S FHRNAS [ DNAGE ST 2 Fife T o

[0015] fE—EEREHIF  BIFERZIRBE W 2K - AE— L ERE Y
0 BRI AL -

[0016] fE—tEASEHIF - 4R ARt - fE— L EASEHI$ - Al
AHAE (liver cell ) FyHf4fiAfE (hepatocyte ) -«

[0017] fE—teEASEHIF i TR $ o« BRI REVE B’
T gRNA -~ HHRNA5 [H ” DNAGE & B B & #t i BRI 2 Rt P52 e
ATAHAE 2 BTS2 /DE2% ~ £93% ~ £94% ~ £]5% ~ §96% ~ 497% ~ 478% -
419% ~ LI10%EFEZ -

[0018) FHF—EHHEHEEFIT » gRNAESSEQIDNO : 301 -

[0019] FE—EEEHAGERIF - gRNASMEEBHRNAG [H ” DNAGE S HI#
T2 BEE—MUE - s[EEAEOER NS TIAEAST HEIF I Fi
Feol] e fE— BASE P » VIS [REACAAEE+ < 2/ D41 0% L Bt AR -

FOH - 3 182 H(EHHHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

T BB UIEE > 5 B/ FALT30%E35% ~ £T35%E140% - 4740%E145% -
#945%FE150% ~ £950%FE155% ~ 955%E160% ~ 260%E1165% ~ £565%F5170% ~ &5
70%E75% ~ 275%E180% ~ 2580%E1185% ~ 4585%E190% ~ 290%FE195%5%95%
§199% > . $HEHLIR S Rk > 4RHERET B A K -

[0020] 75— EBSEFIE » FHRNAS |57 DNASE & [ B R i
CasORARANG - 15— BRI » A B ZURRRG S ) IS -

[0021] 75— EBSEp » 75— S5 T8 SeRNA NP -
e E BB » %R B A1 A S4B HRNAS [ DNAG &
mRNA ZLNP o 75— EBSEF > LNPA&eRNA K 4HHEFHRNAS 2. DNA
G5 T mRNA o fE— Lo FLBB BRI » gRNAJ FIRNAS |25 DNASESTE S (4L
RNPILT - 75— ERR B » HESEan (el aanie T -

[0022] £ —(EREEERE » AR S AT 3 b o (E— o B e
> 4R -

[0023] £ —(EREEEE AR (it S a4 (7 1 R 2
TN RS SR 5 Bk SR R R SR > LI - A S ELABER I - 7
E 4R B BTRRATRR - 75—t EBREPICD - FERRANAR B RTATNE -

(QEBRGLEEEED
[0024]
(BB A EAAVENRE P RN ZIRERASIE T  SA=BIHEZHG © pA=polyA
B3t - HA=FJRE © LHA=ARREE - RHA=ARREE
[E21E A BARRE L afe ik 4 (CATAgAINE 22 (Hepal-6 ) HIERY © 2k
TR E B5P00204 2 12200 bpla] R ZscAAVS L AL 71 HATAE 1 ZhFIX 2 2%
B o AJFHIPO0123 Z AAVERS (A= [EJFE ZscAAV) KARFTP00147. 2 AAV

FTH - 3182 HEHHHAS)
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HAe (HRZ[ERE < ssAAVEE [IEREG ) fEFA S [RER] BRI L hFIXERER o

[[E3A K 3B R {E A2 PO0123 ~ PO0147E¢P00204 &G HET T 2 A K
FEREREE 2 AER 2 ERBANKA 28R - B3ABETELEAS
CRISPR/Cas94H 73 LNP;& % 2 & 8140 HR = HIE 2055 i ~ 60 %648 Atk T R AT
BM H4RIEE - B3BEURBZ N EAEIRE ZssAAVEES (ZRIFRP00147 )
FALNPAH & AR 2 85 [REMUE 2 s hFIXRIA & -

[[El4A K4ABIE R BA KA BARRE ZssAAVHE AR TSRNG4
F o EAALLE R A EREP00350 2 HAS - AR EREP00356 2 HES ~ AR

ERSP00362 ~ #f8 (B AWFTRZNEEERE ) AR EREP00147 2 HiAg
(WNE4BH AT~ 2 B [ R SERS ) (T B mId A o [E4B LR m] F AR E i
P00353  &fS - ZKIFNEREP00354 ~ &8 (B AW~ HEEIRE ) RAKIR
AYERSP00147 2 EASHE A 2 55 AT BEPAVHEA -

[ 5 A-SDEURAE AT 4R ) 8 AT 4R o (2201 5 AR B b2 B [ i 5 a8 = B
PR AHVEE R - BISARTRATHIE 2 #0AE | 2 &8 COnEHE - BESBEURESATHE
2 B E 2 e 2 & E 2 FE i A G TR ISR o ESCKXESD
BNHERGIEE (EEE—MEEEABE 2 fEAGREERIE ) IR —E5|
HE B = B E B R A B - hSA= NMHFORTHESZAE » mSA=/ N HEHHY
PEZE8  HiBit=F AN R 2 2 1248 5 pA= polyAE5EF51 5 Nluc=

ZOREE BN RS | GFP=4k (R LR -

[[E 61 E AR A P00 147 2 ssSAAVAETT = 1 1011 B A1 B b2 8 [m £
SRS MENT B IR H A ERS N EREERYAE IR o WFR - MHE KK 24 AGh AT
B —E 5 [ e S R AR R

[[E]7 A-7D ) 885 A EAPO0147 7 ssAAVHETT 2 FE20(F B AEfr B | &8 oy
TSR L ERENETERVAE IR o ETARTREM IS Pl s SLNP/ERSAH S 208

F8H - I 182 H(EHHHE)
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A S VAR M A BRI AP E M 2 8 E 2 fREE E - E7BIR At e
SLIETEH A B o SERBUR S AGRARI L RIS AT T A BTN 2 2 BAH
FAME (E7BKETD) - KalVEWNGERIERNGER B EHEEME (E7C) -

(&8 A K2 8B |88 fe8 A R (i R 5 725 (58 A R (R M F X AL N B [ Bl 5 B D
BTy el o et i T 2 24l e B L riEREE A (E8A) -
HES Y > ERhFIX S E PR H EAHRE ([E8B) -

[[EI91 B R 5 B & B [RIh FIXARZR G < ssAAVERLNPHR X 7 fif] & i - S 8L [
AR E -

[ 101 B UL AR X BE [HIhFIX A ZRAS 2 1R B HE4AEE (BI401 ~ 283K &a%% ) LNP
HRE R AR -

[ 11 A RIERRNhFIX ISR 2 Fi A - BB ECHER ZNa T 1T
L FEAFFE

[[E12A] K [[E 12BBURSUEEAAVELNPE & a] 8 S /ERE A e B & B &R
ZWETIFRFFIXZE -

[ 13A-13CIB R AL 8K BB SRR AT AR P An e A B AR B b 2 B iR ae
LA B 1 3ABUNMEM IR S 2 &7 2 AE i il ARSI T E Ml 2 B (B2
mIRE o [B13B KB I 3CEUHE KK Z il AGRIERA T [ AR 17 B
EAENINE T 2 AR -

[[E 14 A-14D] &R AL #4R AFARF AL o ER BEE H AR AL RS B2 R
SR o B 4ABDREAEI i 2 &8 L A8 i ARSI T2 2 dmis -
14B - [E[14C 214 DEURMHE ARKEE Z 18 ARSIV A TRHIE R B e n 5 EH
ERZWET1H 2l AR -

(15 1B R H A IR A S RAAEYIGE G LNP LUK B R FIX i AR (HCTR
FRPO0147) ZIEASNBIFE L &R © (EAEELNP RAAVIREIGHRE Z BIP) T 2Rl 2

F9H - 3 182 H(EHHHE)
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SVEhFIXEE > H A iEal {2 fAAVELNP I ZhFIX -
[[El16A K 16BB TS & 5568 2 B S 2 NERFIXERIAE -
[ 7 1R 2 AEEE b 2 PSR B oy Ee 2 P E S TR ME T 2 hFIX & &

P i]:0]e)
[(Eh5=\]
[0025] FEREHMSH AR EEEEE ] - HEPIEHS E T hnLER

- EEABRHFORN B SRR E MG S - B AEAREABRHEORH
IR EERE R - R - AR R B B 1 KA e i - A
BFRZOIN T ESTEE T E - BRI EFRE -

[0026] fEsRIfEMCASEIRBORNA 2 Al FEFRRE - AR AR el
RCPIEC A BR - IR AT INDACEE - JEE R » FRIE B T X EIMETR - BRIA
SIS KT HEFBEAEE T A B8P " — (a/an) | K T#Z/EF
EFEEEERE Y - FALL - 8B0inE - ¥ T E&58Y ) JRREFEERELSSY)
FL¥ T4 1R R B rE R R AR R ER Y - WA R 2 flasE T RS
FHEFEREATE R IRRGIMERY - DUERE R 238 H 2 FIR A JER T HUAUEL,
ININEFTFIE H 2 HAROTEE -

[0027] WE#EEEFEZ#E < BUE - S EEANE N B ISR
M < 8REZ > BN A EN 2 EEHEEBITOE - 14 "TaE

( comprise/comprises/comprising ) | - ' &7 ( contain/contains/containing ) | -
"HFE (include/includes/including ) | ZfE AW EACHEHIMERY - EEEAE > B
AR I R A I P 2 1 s W B AR MRy > B IRFIZBORINA

[0028] BrIEASIIAEFEEREL - GAIASRAZE TR EE ) S1EH

oy BRSEPIINERE R " thFTAIERAH 4R ) B0 " A B AT A ER4H 4 L

10K - £ 182 HEFPRRIE)
FCP-072421
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AFHIHE AR T SR ZEREPINEER T Ea ) FIERH s
B¢ T EAK B RPTAIERAH ARG ) o HASRIAE ISR T A iR REH A
Z ERREOIEE L T HpTAIEBH AR ) BT S ) FTYIEREy (A R
AR MR A FAEE T 2 (ERH ) - PBRIE R T SN
HAlfgRE "5, IEREMEEER - IREIER0Y T R/ - floRE T &Y TEEE
ZHIE R EEfEZ 5B SR E © flasE ' 49 (about/approximately ) | FEEHUIH
PRt <Risk i B R E PrHE 2R E (B 2 Al 2 aiss > HE i an (e
EAEAEZAETTE -

[0029] figsE ' &9, FE/B B Z AL EafZIEE L SR E - flisE ' &Y
(about/approximately ) | EaHAIHIFTEB B Sk B4 Rla & FTllE 25
AR Az arss - Hal ot g EHECHIEZ EINE -

[0030)  ASCAT{E A Z B0 1R RE (2 L i 4H &% H /Y HA NERERE B LUE AT 5
P IRFIFTFRAERE o AELLS TR Z 720 0F A Z R AH AR BHE T BT E 26 2 (A7)
MIEE AR IHE (A HARMA BT B ZER T - DIASREEBE - @E
AFHBCRWEIR S ERE PG - B EMEAZINERRZEFE
AR E B - MHECHY - AP I ilo sk o B A R TR AR > AN IHEORNE
k-2 A E S E & SV

L EH
(00311 Bk SBd Mttt » A5 AU A ST PR 2 B TR R R AR AT
Ta%:

[0032) T Z%4#%EE (Polynucleotide ) | & " #%E (nucleicacid) | fEA
XHHAN RS BRI EARERAL L 2 S SR E S R DY) 2 i H B
PRI ST (L) - SAREEARNA - DNA « JEERNA-DNAF (k5 108

FIH - 3£ 182 HEHHHAS)
FCP-072421
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D e - g T ER ) TS TEERER o 2% IR AR -, B - K-
ZEeiE (T HEZEE (peptide nucleic acid ; PNA | 5 PCTEEWO 95/323055% ) ~ i
BB - Bl R s A & 2 —BEE - B 2 MEEL o v Bzl ~ &
AR E A RE R 2 U (Frn2 HEEEQ B AR ) 2B EEY -
SEREEA BENEE (A-G-C T -U) -~ HEDY (FI&Eehs RE
sEAIS-HHEAPR T - BPREFEINT- AR PR B M &S (B8 PR )~ AR
RIS ECELE < T4 (PN -HELEEH - LRIFEIECERETLS ~ L5 Ene
BCRFEMETE ~ LS firEefi fr B A AU UE  iEnEipAs (HIans- HAREmEnE ) ~ 182
fir ~ 6fir B8 fir fa B AU UES 2 NG fip A ~ 2-Rie Be-6- FR R BXIEENS ~ O°-HH AL RIS ~
AT BL-UEUE ~ A-F BR-WENE - 4- T G H-0E 0E ROl TR IE 0 SR B E A5
5.378,8255% K PCTEEWO 93/131215% ) o BiA—fsmul » 22 H The Biochemistry of
the Nucleic Acids 5-36, Adams=f A4, SE11kK, 1992 - I n] B E—B 48  mfs
B BE - HPERNEEHEESYMNE . &RmmE (EEEF]EES,585,481
5%) o Bl A{E A& E FIRNABKDNAKE ~ fin Kot - sn] Eas 8 KI4H o0 AU
H (PINER2LHEENE LB - e T A HEE R — S E L T
BN E 2 ZEY) - iktlE " $8E B (locked nucleic acid ; LNA) | »
SH—HREELNAZHEEER B - 2 — S ELNA I S B AR
PERIE < $HE R RNAT 7 BERIRIREE BT W FREH T 4 fRNA K DNARAI 2 5
SRFTT (Vester &z Wengel, 2004, Biochemistry 43(42):13233-41) o RNA &zDNA
BAR[ERER 7 B o] #EHAERNA A FAE FRIENE S AR (DY) AL DNAF (A E R AR
e B HAR (A BT A [E]

[0033] "S[ERNA, - "gRNA | K " 51EY) ) AEAS GGt
ANEEE51EF7 2581 » BllcrRNA (J1f# FCRISPR RNA ) E(crRNAFL

trRNA ( JNF% BstractRNA ) 4H & - erRNA FtrRNAT] DL B —RNAST+ (B 5|&E

FI2H - £ 182 HEPRRIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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RNA > sgRNA ) BiBIZILLRI(EEEIBRNA T 5~ (%5 [HRNA - dgRNA ) FEAE & -

" SIZERNA (guide RNA ; gRNA) | {RIFSFA - tRNAW] B RIAFEZFA
AR AT LI EE B A Bz E (L ZtRNAFPAY © G 41sgRNAB(dgRNA
25 [ ERNA R ELFEIASC AT AL 2 &2 Ef 2 RNA -

[0034] aASCARER.Z " SIEEFPAI ) A8 AR5 . H A PUEB i
RNAG [H ” DNAG S B 5 [ERNAES [ £ IS LIAR G EdEas (HlanH
fi#) Z5IERNANHIFEA - " SIEFH ) JRa i R - BARRS B MRRRA ) -
5 BFFY .2 R R F20{ipEs ¥ - PII{EREIRHEEKE (JRRISpy Cas9) K AHEH
CasO[EFP)/ EAREFEY) 2150 FA0LE - B sl & e F18 o] R E G0 R R R
1516 ~17 ~18~19 ~ 21~ 22~ 23 ~ 248Q25(FfxEHe 25| EY) - T —LEHEE
B - HEERPA IR i BIAI RN P et (e | > HERS E A G f o f—EEAR
B > 5EEFYIE A E HARFY 2 B Gt e— 2t R m B&75%
80% ~ 85% ~ 90% ~ 95% ~ 96% ~ 97% ~ 98% ~ 99%35E100% - {r—Ltb E S & HIH >
5 B F7IEE H AR 1] B 100% 4 f e — 20k - EHALERE RIS - SIEFA
K BREAEH 2D —#FH - BONE > 5IEFYI R EERAIA &A1 23
SCAFERERC > H T HIERPAI ZHEREREDLT ~ 18 ~ 19 ~ 20{FECE Z(Fini -
S EIBERT > SIEFYI K BRE A 2H-4FEEC > K5 [ERSIaEE
/DI7 ~ 18 ~ 19 ~ 20{H 2 2t RE - e —LLERRE T - SIEFY K HIEE
AEAL 2 38R - Ko 5 [ EFY 220 HEL -

[0035] #H¥AIRNAG[ZE ZDNASGG &R BRI EE AR EEDNA Z IE
B R a kel E (IRRIBEE A R PP R G AfRRY] ) o BRI A HIRNAS [E
< DNASE SR 2 B2 8 Ry SRzl - NIt - (25 [ERRAIE T B EHERI A
i) BN - EEAE > 5[EFRYAIES[5[ERNALIGE & £ HIEF Y 2 A &K
i E (Pl amryl) - WL > £~ EIRENT 5 EFFIGES

FI3H - 182 HEPRRIE)
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BIEFRAIZ R AR IFN T - 5B HERY] (FIa0-f EfEPAM .2
BERY]) RS ERER -2 AEZBEEFES ER YR URT -
[0036] A SCHT{EA < " HRNAG[EH ZDNALE & Bl (RNA-guided
DNA-binding agent) | EFHEARNAKDNAGEIENE 2 LIS IKE &8t
FHEEY) 2 DNAGE & RE T - HPDNAGETEEARYIE—M HHRNAZ Fr
FUTIZE - MisEHRNAS [ DNAG G RN EIERISZ F S Il - BIRrEm
RNAG [ 7 DNAZ & HELfECas 2l T L1l - 2B0INE - BEPI R HRNAS|
7 DNAGE S HIFIan 4% i FAF ok IRl sk il & A T LA FDNAZYE - Al
g a] B L AVE(EEZ ( TdCas DNAGEELH |, ) - A0ASCH{ERZ © Cas
NG | i ECasZd i i K Cast)] 1 o CasZd fi# i K Cast)] LI i & $5 S8
CRISPR &4 CsmE CmrE &%) ~ HCas10 ~ Csm1ECmr2 K BT ~ EIHRICRISPR
Z W AR A~ HCas3 U IT K S5 2 A CastZ BENE < AT 2 T 55243
Castz izl | £y A HRNAG[H Y DNAGE &M 2 B2 o 5524 ACastx B NG
TS 2R Cas R i/ V) L1l (FI4IH840A ~ DI0AZUNS63A RS ) - HE—HH
HHRNAG [E 2 DNAZYERG U] RS M: » K 55288dCas DNAGS SR » HA%d
il VB E MRS L PR (R 8RR 4E E 6 LLAERTDNAKAR 2 175 40
It - EE22ECastZ e e FEFIZ0Cas9 ~ Cpfl ~ C2¢l ~ C2¢2 ~ C2¢3 ~ HF Cas9 ()«
N497A ~ R661A ~ Q695A ~ Q926A%EEE ) ~ HypaCas9 ( HIUING6I2A ~ M694A -
Q695A ~ HE98ASEFFE ) ~ eSPCas9 (1.0) ({HZIK810A ~ K1003A ~ R1060A 5
FHE) KeSPCas9 (1.1) (fI4IK848A ~ K1003A ~ RIO60AZEFE ) EH frH &
BE - Cpfl1&EH (ZetscheZE A, Cell, 163: 1-13 (2015) ) JiaHEERuvCHZ G ERE, -
Zetsche Z Cpfl FRAILAe 5 [ B © 2RI Zetsche, #S1 K S3 < 2 B
YMakarovaZ A, Nat Rev Microbiol, 13(11): 722-36 (2015) ; ShmakovZ A,
Molecular Cell, 60:385-397 (2015) > {0ASCFT{E 2 FARNAS [ & 2 DNA%S S (3]

FI4H - 182 HEPRRIE)
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W CastZ Ikl - CasOi% el SiEIR K E CasOtZ el ) ~ IR A EFEZALEmRNA

[0037] 4OACFRfER " #ZH#% 2 (ribonucleoprotein » RNP ) 5" RNP
#WEY) (RNPcomplex) | {4555 [ERNALLF sEUICast G NG (FI4NCas 27N -
Cast/JCI§ ~ Cas9fiEREECasOI (IR ) 2 FHRNAS [ 2 DNAGE G - ff—4EH
FeErfth > 5[ ERNAKEE40Cas9.” FHRNAS [ DNASE &5 [E 4 5 iR -
HEERNABLHEFF 4 A2 SRS 2 HIEFY . B&E 2] R
P e

[0038) UASCAR{ER - EE—FFyIEE Fyl 2 L RAEREE F7
XN FE L 2 I BHE— PR - AISE—Fr ety T e BlE _FpiEA
X% =M, - BHINE - FYIAAGAE EHFYIAAGE A 100%—
B FPAN  IARR RS il 2 28 =By B AL U - FRIEEER 3R
457 100%—EM: - RNABIDNA Y fil 2 %8 (—fm S » RECBBIE > 3R
IR FesE A AT L R I H BRI N SRS R T 2 2 —5
MR A wERY AR 0 REMERZ R GEOMT - RESKEM 2 RE) BEA
ME G5 (B e - RESEEEH RT 2B s o BiE 55—
B R R e K2 5-HH A v E - B BR(E R G RT S s B HEREEH 2 S
H) o At BHE - FFHIS-AXG (HFX BRI BT R - S ORRE -
N1-HHEMERPR S -HEER ) T R FIAUGE A 100%—Et: » FhHR R &
HEE—FFF (5-CAU) SEE L » FIRMEELEE B A RAL BRI S - R
Fi7 &40 2 Smith-Waterman 5z Needleman-Wunschii BL3E o A7 B #E {48k H EA 8
R e R R A B A R S R E B E NG E L FILE  FRAIE o H
P EA— AR R ST Bl RS > >50% TR — B sis H $HZ TS 2 >75%TH
Hl — 2 M iy B 4 E - MEBIwww.ebiacukdd vh {3 ik 25 2 it ~

FISH - 182 HEWRIE)
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Needleman-Wunsch)H 557 M H 2 B A BELEE < Needleman-Wunsch i 5A—f%
By ER o

[0039] ATASFR{ER @ BFE P X%lnE i E  FeyilanEmcE - Al
F—FFIHEl Ry TR I EA X% M o BEIME 0 £ FFISAAGAS'
L5 A3 TTCTS BH100% G i - A FFyEE— Ry BF100% 4 4
M AE— LB EIF £ —FISAAGA3BLIE " FFHI3TTCTGTGAS BAH100%
e > RIS A — Y EA 50% 4 1 -

[0040] "mRNA | fEAS F e E & TR I 2 B R E SR

(RIS E A RE iRz e K e B R (CRNAEE T 2 R 2 28 ) 2 % H

fi% © mRNAF ZE-SRNASLEEAHRNA » F H B 6 &R AL s 402 -
HH R Aot v A 2 HOR (DY) < B BE-HE S 48 - (E — LB A E I - mRNAREEL
FE-PE 48 B R BB AL - 2-H R B LB HAH &40 - mRNA Y
L A R s RR T - N-1-HE- R R 2 & Bl < i BB A R AL < s
B ER AL Z i

[0041]) EMAFYASC RIS SRR B A Z B MEs B R YRR
KB {E SR

[0042] WTASCRR(ER 2 T4 AR~ (indel ) | (345 ML B iExBE o &
HcE3d (double-stranded break ; DSB) fir BiEafd A Bk 2 2t Tl 4H K > 4
AN/ ZEE -

(0043 WASCFRERZ T 20K (polypeptide ) | (AFEEF A E HBER
EH (PINZEEEE - R - BaiRscHds) - BRINTEFTFEULI
Z/DERAI5Y% ~ 10% ~ 15% ~ 20% ~ 30% ~ 35% ~ 40% ~ 45% ~ 50% ~ 55% ~ 60% -
65% ~ 70% ~ 75% ~ 80% ~ 85% ~ 90% ~ 95%5K100%IAE EM: o F1—Lb ELAEE
t o SBERAREET A RIS R 2 R AR ZE/DT70% ~ 75% ~ 80% ~ 85% ~ 90% ~ 92% ~

FI16H - 182 HEFPRRIE)
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93% ~ 94% ~ 95% ~ 96% ~ 97% ~ 98%E99%—FM: - fF—LEE EiEEHt » S8R %
KA Rorm RSB G - AL REE R T BREBE AT AR DI/ THEI80%H
&J120% ~ 140% ~ 160% ~ 180% ~ 200% ~ 300% ~ 400% ~ 500%E\ 5 2%~ & 2 TiEE
GAEA

[0044] GIASCRRERZ " HEEFPAI (target sequence) | {4f5 HIEANA
T EAgRNA 25 B P5 5 LB FP5 - BIRFr3IEs [EEs ZAHE(EHES [
RNA5[ZE Z DNAG S HIE HIEFFYIN GG HB R DI BmE (kSR
E) °

[0045] aASCAfER L " BRI (heterologous gene) | RIEEMER
SN S | A TG AR AREEN 8 (FlIEEE NS T 1r8) 2k
° IR BT A ZZERAR B HLE A B R SRRHY - s IFERERH 2 %
BRfE R T RIRZAK ) - FFERA B RAFARRE TRENUER - Hol BEE
RIS RS - BFAN ] B FEFRRS IR 2 IR Fe o (BP0 EZiE s #E AL
Bh) AN BBy - RIFEN] & 28 A AR RAS (HIseEis) Pt
ZRAFALREEERNRET BN - BHiNE - @BEE L AL &
(EFEAPAREZEZRP) - BEHEEERREGEERE AT RINERTEK
RS IA LR I EE R R 3R - 5% R Ry 3 - RN BA R
PFALRTE EE NG PRI R E L AR T 2 BRI ENA -
CRIFERN )~ TINEER ) R TEIEAR ) n IR o fE S EEE AT
FREEN B E N B FEINREMEZ B Y] > B0 2 R Ik R I 2 %
Berrdl] - AL —EEHRRE T RFENEEEE RN EI N B Y] > Bl
ARAFALTZRGARE T ZAZBR 5 - BB S - RIFEERAHEHH 4 ALES
HARESN EAZ AS ARG ] R 2 TRET

[0046] A5 BEL (R i AR N RR I 2 27 2 P RR TR AR S B

FI1TH - £ 182 HEPRRIE)
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AT = S BIA0AF4RAE < 78 EARImERE R A 22 - B R E R E T - B
YER /B FHAL » BN ISR 5% ~ 10% ~ 15% ~ 20% ~ 25% ~ 30%E740% > 4HHLE
T~ ESE R/ EAL - 2 RAIA0Hsin%E A, T Hepatocyte death in liver inflammation,
fibrosis, and tumorigenesis | ,2017. « fE—SEELEGEFIH » L AR R 3R
FERL SRR PRI T AR 7 S BE AR T 5 3 (0 F-4IRE < 78 £ 4R im R A 2
2 PN SRR T 300 R/ B AL BN B AEE 5% ~ 10% ~ 15% ~ 20% »
25% ~ 30%E¢40%  AHRET ~ R R/ECE L - i~ ERENIT - FiRL e
ELPRIRE o] R Hor it A 2 BRI B 2 B AN 2 R E AR AT AR s R F IR )
RN o fE—SEREMR - ZaBERE R NEER MR
R ARG B R B 1 = S 55 0 A ST R 4 A < 15 T 4HRE SRR e I
M58 PIAIA SRR A T~ 898 R/EEAL - e Bk #B5% ~ 10% ~ 15%
20% ~ 25% ~ 30%E40% < AR E T ~ HI5E R/EEEAL -

[0047) A{r—teELEGE G - mIfF S RE R A e 2 B R A (%
SIBAREE 2 NIRMEESRFS > B0y MNET RS2 O &R ERFES - 240
= RESFIEAANEEESAS FIFERHEN A EEEFIMET1
2 (EWRFPANZ Tk L RS -

[0048) fi—ieEREEGIF  BERTEEHESEFRFY] AL
ERmEF - 0P 2 2B AR 2 NIRMEETRF] - B0 E - 5k
B HFAEERFI SR AN O EGNEF1F UEEHER
14wt o AR ES 2G5 2 T LB HRS -

[0049] fi—itEREEPIF BN RS HE BEFRFII AR T
Afir% (internal ribosomal entry site : IRES) - B[l AZr 2B R NES > H Al
— D E T2 BRERE 2 WEMESTFY - B0 @ WTREE HEEERF
FI RIRESFP3I 2 4Rt 7 A A B EE N & F 1R RS EEN T MET 14

FI8H - £ 182 HEPRIHE)
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W2 NHBEER ZEFFYL M LR S -

[0050) fE—ELBRERIT - ENATEEHE S EIRFYIRIRES > 1l4HE
AENET > HAEAZ2BERE ZWIRMEESUFY] - B00Ms - |
HIFRAE5 P RIRESFA 2 w5 i A ANHBEEEWNE T 1 LUE

1

o

%
)
H

VB A IEIRES fir BH#EE B R 5 v AR gk e R M s e R M 2 i 6 8
(FHPEREARS 2 HEQESRN) - —LEBREN+ - EOE N A
RSy Sah R/ SR AR F o

[0051)] fE—SBEREHG » nREREAZ2BEARNES A aE
IRES B IEREREFESRFYI - #H0ME - a2 RESFIIHNEERE
BRI RSPt A N NBER BN e F 1R UG H R NE T 1 4RE
NEAEHZEFHRFPIIRE - —SERENF - ERELTEAEAERF
FIZ 1N THEIRESfi B - fi—LL EESE R+ - OB BNl R/
HEUERY o

[0052) W0ASCPR{ER 2 " B i Ba RS ) (AR ol GGt il T
FfEEES ) ) e/ W EE - Hh—FE&EE (F—EE) BaRmiEh
BRI e SRS (RIS FPFIEAS R mI il Ry T e AR ) S —E A
KD - A —&E (FEE) G&H b Ty Gy I4RtERTRE 2 S8
FPRIEEE IBE AR -

[0053] fi—(HEREGF ErEERa s 20 WEEZIRERE - H
h—EEE (F—EE) BEREEFY CAREAS R G g f " EEE
R, ) - MBS —EEE (B EE) Ba R G54 iSEsE AR - FF
B o BTN R 55 AR R AT E B [F] B m i SRAS v & /D A
IRAZEE & EL » Hh—EEE (F—&E) Baft—EmmiSRFEAR L 4R

FI19H - £ 182 HEPRIE)
FCP-072421
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WY s —EE (F&E) BaHd IS —0r m 4R SR A
K2 751 - JRED > @RS —m L TS (N —ERSEEL M)
FBEZHMFPIIRE-EEZRAEMFY (R —ERKTEER F AT
B EREIIREE —RFEL ) o ErBERT A S RIS ReZ R R
RFERZ E—REF Y R A/ LS — R 4RSS RE R - JRE a3
RSP B RS o

[0054) 270 BEE0 20k - DHAEMERNA « mRNASCEAELY) > Ja B -
T EL PR O 4R S EE 40 2B ~ TAE MERNABYmRNA > S| o f7— b B AsE g
BnzEERRE e 2V WERBERE - Hh—EEE (F—EE) BaRS
FRBRE 2 2 RIEFY > B — & (B EE) aaH b Frlz E/Fy
ARIBFTRRE 2 RN FP 308 BT AR - 7R - 22 /0 R (T B T 4Rt — 20
REZFRE — B A E 2R - & W& RS — 2 F— &R 2 RmiET
FIRELEE “EEE Y R BRFp I B A — B - i — S EREph - &
B2 FH RS — & B SRt 3 2 S e AR A « S (m) RESEAE T fy BEAG Y BB
H o ARSI 2 B ] RS AS B RE SR IR T PR 2 SRR 2 EEERS - &
ISR P AR R Py BB A » 5 5 CHETEE R A A -

[0055] {r—iEREfI+ EaZREBaaaaaREE S
S (F—EEEAR) 2 E—EEAREEHTFIZ GMFEFIEEE %
2Pl (T EEAR) 2 F & - fi—SARENT  F—FNEE
SR EAAZE/50% ~ 55% ~ 60% ~ 65% ~ 70% ~ 75% ~ 80% ~ 85% ~ 90% ~ 91% -
92% ~ 93% ~ 94% ~ 95% ~ 96% ~ 97% ~ 98% ~ 99%E{ 100%—F M o fr—to EL A
BHIF - B—ZIRE ZZMEEFHIAILES0 ~ 100 ~ 200 ~ 500 ~ 1000 = 5 2 ([
BT F EA % /180% ~ 85% ~ 90% ~ 91% ~ 92% ~ 93% ~ 94% ~ 95% ~ 96% -
97% ~ 98% ~ 99%8%100%—E M > R EiEg FE 7] o

55205 - £ 182 HERPRRIE)
FCP-072421
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[0056] WIASCATEA Y "R IE G175 (reverse complement) | {45
ERSEFIZ ERFII 2Ty KRG Epy IR mfaER - BHihs -
HMEAER5' CTGGACCGA 3' (SEQ ID NO = 500) - 583 | Y53
GACCTGGCT 5' (SEQ ID NO:501) » H T52% | KA G HFIES &S
TCGGTCCAG 3' (SEQIDNO : 502) - e G #fFyIAws T5e3%, /Y B
4RSI 2 FR IS~ S IREEILZ 20K » SR UeR - RIm &
FPA eI A B RS E 2 I 25 Fp 5« ASRER . " RIRE/Fs] L I8
BFERINEL S A 2 [ 5 G AFFHIEA30% ~ 35% ~ 40% ~ 45% ~ 50% ~ 55% -
60% ~ 65% ~ 70% ~ 75% ~ 80% ~ 85% ~ 90% ~ 91% ~ 92% ~ 93% ~ 94% ~ 95% -

96% ~ 97% ~ 98% ~ 99%5% 100%—F > FE%| -

1L &R
A. HE5[ERNA (gRNA) Z4HRY)

[0057) AR HEE R 1SS £ 4R 2 Blan2e 2 A8 (i B 2 BRI RS BRI R
N A RFRIREZR (FNE) BERZERYI L - 575 2 WASPIR » 18
HEOERER (PN EF1E) #imREASNRER A EAOER 2N
JRELE) T DASBE) YN ER 2 FR (R 73R o A IAEN 7 st A T — Mt Bt =] 5 2B
HERZNEFINZ A B B IR R SNEE R A KRR 2 5 B RNARYH;
A o WO 1 P A R AT E— 2P R - W04E i A SRS TP RO E MR &R
< Pl < eRNA T E & 4Rt & 2 fe 77 P B0~ — 8 BLan &% rfy (7 4n4siyE A
R 2 FF A8 A1 2 1 [E] gRNA S E8EE EL A 2 A3 A 2 FRAERR - 7RED - 555
FERARE ROKAE ZHi ABRKR I i FEEgRNAR —E R T EARGE A » B
L BUTEERABIKE 2 48 AGRIETE R —EegRNA R B8 BLR] 7 A3 A K
R - FES L B2 ErHa AR EE AR TP (TR R4REE% )

F21H - #2182 HEPRRIE)
FCP-072421
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Z gRNAA B HiLf A & M AERE < Sl s AR SRSt -

[0058) f—fLEREEHIN ASHREAN LS AT 2B EEER
ZWE T TN A RFIRINFERRN Z 1R F 57k - AL~ BRI > A5
AL TE LT B BB ERNENG | ABUE A R < E RV s 574
BEARBIAN(E FASCATE R £ 5 ZERNAFLFRNAS [ Z DNAG G| K Bl & R 5Z
BeofEse ((TEERN ) ) KRBT - A—EERENT > AUSTRERNE
5 L4 < B E A BN R R0 BIF DR RV 5 774 - BER B AL
Fifam < 5 ZERNABLIRNAS 25 2 DNAGE &I K Bl & SRIFEE < ERee (T
JEEIN ) ) KRHEET - AL~ ARERIT - ASGEEANEE A8 ES
ERWNFEEH (PN (DSB) BCERER (TI0) ) ZHYI KT
% IR E A ST e R 2 5 ZERNABIHIRNAS 22 Z DNAG &/ (140
CRISPR/Cas &t ) 2KH#ETT » S FHRN) K774 AT Bl a# H /i sV E N
BCERRNGER -

[0059) HE—EEREPIT » ALAHERZ5 [ ERNAE S HEHZR
FEZWETNEEEREIGEE Z5IEFY] - fi—EE5REHT » AR
SIERNAGEHABHESERNZANET1 (SEQ ID NO 1) ZEEA - fER
o RS | ERRA 2 B— i R AS ALY I8 Z &N - BOIME - AE—
LHREPIF - SEERNAFAIZLS ~ 16 ~ 17 ~ 18 ~ 19 ~ 20(E B F (i A EA AT
FIER 2 @S o - BB S - A—EARERT > 5[ERNAFS[Z15~ 16 ~ 17 -
18 ~ 19 ~ 20{[F = 2 ([F Bl A AT Y88 2 @S &

[0060] FE—EERAREPIT - AR5 ERNAT B AFHEH
AN&T1 (SEQID NO & 1) W Zfirkhf < A HRNAG [H Z DNAGE & (FI40
Castzlitli ) #1727 BIRE—EU)E] - Jeigsg - fe—SERE Rt - 5[ ERNAR
A EENEFEG ESEQ IDNO = 19 Z &I 25 [ FEF5] -

5221 - 182 HERPRRIE)
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[0061] {E—LLEEGEGIF - AR5 ERNAR & B H HSEQ
ID NO : 2- SEQ ID NO : 334Hpk B FEFIIEH £/095% ~ 90% ~ 85% ~ 80%5X
75%—F M S IEFY o AE S ERRER T - AR 25 [ERNAR & B
E FHSEQ ID NO: 164-SEQ ID NO : 196405~ BE> F I EAZE /195% 90% ~ 85% ~
80%2K75% B2 5 [EFFH] - S — L ERENF - AR5 [ERNAG S
B EE 5 FFISEQ ID NO : 98-SEQID NO : 1194H 5~ B FEFIBH % /095% ~ 90% -
85%~ 80%E75%—EME 2 5 [ AL — L BLAGE BI » A S8R 2 5 ERNA
AEBES R 2 FHIEA £/095% 90% - 85% ~ 80%EL75%— 211~ 5 B -
gRNAT B EFRIFRTR 25 [ EFF R —H % - gRNATTEER] - TRIFA
N FPFpr —2%3 - gRNATEER? - SRI0FFTRZFPAIhy —2 %% -
5 [BRNATEESEQIDNO : 2-SEQID NO : 331 2 —5{ %% - gRNAT 14 SEQ
IDNO : 164-SEQIDNO : 196717 —& %% - gRNATf4SEQID NO : 98-SEQ
IDNO : 119512 —5 %3 o

[0062] {r—iLERGEFIH  AAE R 25 [ERNAE S BAEEH HSEQ
IDNO : 2-SEQID NO : 334Hp 2 BE 52 287015 ~ 16 ~ 17 ~ 18 ~ 19520 {H#]
BIZERE 5 [ ERY - i~ ERENT AR 5[ ERNAG & EAE
E FSEQIDNO : 164-SEQIDNO : 1964k 7 Ff. FEF1.2 /015~ 16 ~ 17 ~ 18 ~
198Q0{fAT % H L 2 5 1B - i —SERREHF - AFHERZ5ZRNA
BEEAEEHSEQIDNO 1 98-SEQIDNO : 1194k B 2 Fpll 2 /P15~ 16
17 ~ 18 ~ 195Q0(AMPEZHIL < 51 EFFY - it BREMT - A hfer s
5| ERNAE & BAEERI P2 2/015 ~ 16 ~ 17 ~ 18 ~ 19820{F B H L
L5 EFFH o

[0063) {r—ibEAEEFth > 2 ERNAEESEEE ML FELHR BT
FISEQIDNO : 2~ SEQIDNO : 3+~ SEQIDNO : 4~ SEQIDNO : 5~ SEQIDNO :

523 - 182 HEEPRRIE)
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6~ SEQIDNO : 7~ SEQIDNO : 8 ~ SEQIDNO : 9 ~ SEQIDNO : 10 ~ SEQID
NO:11~SEQIDNO: 12+~ SEQIDNO : 13+ SEQ ID NO : 14 ~ SEQ ID NO :
15~ SEQIDNO : 16 ~ SEQIDNO : 17 ~ SEQIDNO : 18 ~ SEQIDNO : 19 ~ SEQ
IDNO : 20 ~ SEQIDNO : 21 » SEQIDNO : 22 ~ SEQIDNO : 23 ~ SEQIDNO :
24~ SEQIDNO : 25 ~ SEQIDNO : 26 ~ SEQIDNO : 27 ~ SEQIDNO : 28 ~ SEQ
IDNO : 29 ~ SEQIDNO : 30 ~ SEQIDNO : 31 ~ SEQIDNO : 32 %SEQID NO :
33

[0064] FFE—LEHEEFEHF  HEHTIERNA (gRNA) BEEHLITE
E[EEE]  a) BUESHSEQID NO : 2~ SEQIDNO : 8 ~ SEQIDNO : 13
SEQIDNO : 19 ~ SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQID
NO : 32~ SEQID NO : 334H k. B FEHI B %7195% ~ 90% - 85% ~ 80%5%75%
— M R 5 b) EEMSEQIDNO : 2~ SEQIDNO : 8~ SEQIDNO : 13 »
SEQIDNO : 19 ~ SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQID
NO : 32~ SEQIDNO : 338k~ B2 5.~ 27017 ~ 18 ~ 198020{E AR A% Hik
¢) BEMHSEQ ID NO : 34 ~ SEQ ID NO : 40 ~ SEQ ID NO : 45 ~ SEQ ID NO :
51~ SEQIDNO : 60 ~ SEQIDNO : 61 ~ SEQIDNO : 63 » SEQIDNO : 64 ~ SEQ
IDNO : 65~ SEQIDNO : 66 ~ SEQIDNO : 72 ~ SEQIDNO : 77 ~ SEQID NO :
83+ SEQIDNO : 92 ~ SEQIDNO : 93 ~ SEQIDNO : 95 ~ SEQID NO : 96 & SEQ
IDNO : 974HRk 2 BEY 51 5 d) Bl fSEQID NO : 2-SEQID NO : 334H[k>
B FRAIE A ZE/095% ~ 90% ~ 85% ~ 80%E75%—EM: 2 71 5 e) #EHHSEQ
IDNO : 2-SEQIDNO : 334|512 227017 ~ 18 ~ 198QR0{E A A% L
) ZEHHSEQIDNO : 34-SEQIDNO : 974k 2 B2 751 5 Keg) BAEASEQID
NO : 2-SEQIDNO : 33f751[#8 ~ EL KRS AR 1 S EEZ T B /- 10{ERH L A
A - F—HARE I > OEO5 [ ERNAEZEEHHSEQIDNO - 2 - SEQ

241 - 1182 HEEPRRIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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IDNO : 8~ SEQIDNO : 13 ~ SEQIDNO : 19 + SEQIDNO : 28  SEQ ID NO :
29 ~ SEQIDNO : 31 ~ SEQIDNO : 32 ~ SEQID NO : 334H% > B FE51] » f—
5 B AR EEGt > 5[ MRNAMLSEE S FHSEQIDNO : 4 ~ SEQIDNO : 13 ~ SEQID
NO : 17 ~ SEQID NO : 19 ~ SEQ ID NO : 27 ~ SEQ ID NO : 28 ~ SEQ ID NO :
30 SEQID NO : 314Hpk B 2 P51 -

[0065] AE—EEFBEHF » AR5 ERNAG & £ F AR E
MAERS (PAM) i < &35 - S0P B i< BA A H A3 AT g - PAM
FRYIFAE Bl H BAEFRYI 2 BB 2 i F o JRED » PAMFEA IR S B Rl 4.
i (AP [ERNAG S 2 BRI 2R ) |- fE—SEBiEE A+ - PAMA
B E DL T &40 B 2 BE 0 NGG - NNGRRT » NNGRR(N) » NNAGAAW -
NNNNG(A/C)TT &zNNNNRYAC © {f—E: ELESEF§ich » PAMANGG o

[0066] AE—ELEAGERF - AR E 2 5[ ERNAFSIEAITPAM
FPollZ FRRI G A -

[0067] AE—SEFBEHF » 5ERNAFYIE & BERE A2 ENE
hg38m1 7 AR 7 BEH R 1~ BN IEIN 2 R G ey ol - fE— B Ef)
o SIERNAFFYIEEHES R C BERBERN ZBHE5-6-7-8-9-10-
111213141516~ 17 ~ 18 ~ 19 ~ 20 ~ 21 ~ 22 ~ 23 ~ 24{25(H B 48 1% 1F
% < FR 7 AR - AE— B A E T - 5[ERNAFFYIE S BSHEEH R
HLRBE S5 6-7-8-9-10-11~12+13~14~15-1617 18~ 19 ~
20 ~ 21 ~ 22 ~ 23 ~ 242 S{EEGEZ T < Y| AR RS

[0068] ASCAT{ERZ G ERNANTEEHIZEE MU - SRR

(DSB) - AXFr#ems 5[ ERNANEBEE—MEUIE] - SIEEERETSR (SSB
U -
[0069] AE—iLBEAREIF » AR5 [ ERNAT T EEETRNAS|

EE

SE25H - 182 HEEPRRIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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Y DNASGE S| (FIanA S Frigor > Castz el ) #1722 BfZH—MtIE > 5]
EAAEERERZ NG FINBEARTZEE - £—SB8E 0 - 5[ERNAK/
AL V) EINL B pi < V) E S [RE A1 30%E135% ~ 35%E140% ~ 40%E145% ~ 45%E1
50% ~ 50%E155% ~ 55%H160% ~ 60%E165% ~ 65%E170% ~ T0%E175% ~ 75%E
80% ~ 80%E185% ~ 85%E190% ~ 90%H195%5K95%E199% 7 it 7 F IR EL PR A o
E—LBRSEPIF - S[ERNAR/EWIEG [ 2/D20% - £/030% ~ £/040% ~ £
150% ~ 2/060% ~ £/D70% ~ 2/080% ~ 2 /V90% EFILELIE A o il AR {E
e NECERRNER - B E - A —LEBBE0F - S ARFREHEMHE
RIKRREEE AN < Fifdi A 2 %l H st B & A Pl A 228 < BHES < H 7 EEACHTE -
R AR Z A BT R R A ERS - £ — S EBEMF - 55
RNA 72 #F 7 7A5%E210% ~ 10%E115% ~ 15%E120% ~ 20%E125% ~ 25%E130% -
30%E135% ~ 35%E40% ~ 40%E145% ~ 45%E150% ~ 50%E155% ~ 55%E160% -
60%E165% ~ 65%E170% ~ T0%E175% ~ 75%E180% ~ 80%E185% ~ 85%E190% -
90%E195% ~ 95%E99%EEE 2% ] & TEANHY SRFE R - Wi FFARE
Ra{FEVENEBCERNEM - BN E - e —LEBRE0F - Wil =R T3
i (ECH H 2R R 20L& & H ILEGZ & BRI a B A = = 881 T 2 Al 2
ZkE BT - A—LEREHIF - W0 3 ] #5 hEH R ERRFE LK
ZEHtERZ asfifi@REET 2 EEZR s CRIZEEAME -

[0070] FRI1FFrRZ5[EFPHR 2 &F A E—DaEFIMIHE R LIP
crRNA - I H3 Wiz < 5 [ B Py Il1& BA DL NI E B A - 455 83
1> GUUUUAGAGCUAUGCUGUUUUG (SEQIDNO : 300) - E:[RBEREIE %
RIS B ENREhg38 o fEsgRNAZENM T » DL ES[EF5a#E— S a 2%
SMZE B LAE HisgRNA » FI0{ES [EFF51 2 3 tntg BA DL MRz E A
FE5' 23" i | 2

5261 - £ 182 HERPRRIE)
FCP-072421
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GUUUUAGAGCUAGAAAUAGCAAGUUAAAAUAAGGCUAGUCCGUUAUCA
ACUUGAAAAAGUGGCACCGAGUCGGUGCUUUU (SEQIDNO : 301) B¢

GUUUUAGAGCUAGAAAUAGCAAGUUAAAAUAAGGCUAGUCCGUUAUCA
ACUUGAAAAAGUGGCACCGAGUCGGUGC (SEQIDNO : 302) -

R1 2 NESERNAFS R AR

SEQ

ID
58%ID | 5855 BN NO:
G009844 GAGCAACCUCACUCUUGUCU chr4:73405113-73405133 2
G009851 AUGCAUUUGUUUCAAAAUAU chr4:73405000-73405020 3
G009852 UGCAUUUGUUUCAAAAUAUU chr4:73404999-73405019 4
G009857 AUUUAUGAGAUCAACAGCAC chr4:73404761-73404781 5
G009858 GAUCAACAGCACAGGUUUUG chr4:73404753-73404773 6
G009859 UUAAAUAAAGCAUAGUGCAA chr4:73404727-73404747 7
G009860 UAAAGCAUAGUGCAAUGGAU chr4:73404722-73404742 8
G009861 UAGUGCAAUGGAUAGGUCUU chr4:73404715-73404735 9
G009866 UACUAAAACUUUAUUUUACU chr4:73404452-73404472 10
G009867 AAAGUUGAACAAUAGAAAAA chr4:73404418-73404438 11
G009868 AAUGCAUAAUCUAAGUCAAA chr4:73405013-73405033 12
G009874 UAAUAAAAUUCAAACAUCCU chr4:73404561-73404581 13
G012747 GCAUCUUUAAAGAAUUAUUU chr4:73404478-73404498 14
G012748 UUUGGCAUUUAUUUCUAAAA chr4:73404496-73404516 15
G012749 UGUAUUUGUGAAGUCUUACA chr4:73404529-73404549 16
G012750 UCCUAGGUAAAAAAAAAAAA chr4:73404577-73404597 17
G012751 UAAUUUUCUUUUGCGCACUA chr4:73404620-73404640 18
G012752 UGACUGAAACUUCACAGAAU chr4:73404664-73404684 19
G012753 GACUGAAACUUCACAGAAUA chr4:73404665-73404685 20
G012754 UUCAUUUUAGUCUGUCUUCU chr4:73404803-73404823 21
GO012755 AUUAUCUAAGUUUGAAUAUA chr4:73404859-73404879 22
G012756 AAUUUUUAAAAUAGUAUUCU chr4:73404897-73404917 23
G012757 UGAAUUAUUCUUCUGUUUAA chr4:73404924-73404944 24
G012758 AUCAUCCUGAGUUUUUCUGU chr4:73404965-73404985 25
G012759 UUACUAAAACUUUAUUUUAC chr4:73404453-73404473 26
G012760 ACCUUUUUUUUUUUUUACCU chr4:73404581-73404601 27
G012761 AGUGCAAUGGAUAGGUCUUU chr4:73404714-73404734 28
G012762 UGAUUCCUACAGAAAAACUC chr4:73404973-73404993 29
G012763 UGGGCAAGGGAAGAAAAAAA chr4:73405094-73405114 30
GO012764 CCUCACUCUUGUCUGGGCAA chr4:73405107-73405127 31
G012765 ACCUCACUCUUGUCUGGGCA chr4:73405108-73405128 32
G012766 UGAGCAACCUCACUCUUGUC chr4:73405114-73405134 33

[0071] S[ZERNARTHE—FESRNA o AR 2 S8R KO 72

FCP-072421
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HASE I > crRNAFrRNAT] 47 & £ BERNA (sgRNA) B¢ 0] JiZ it BE JHRNA

(dgRNA) | o fEsgRNAZIEL T » crRNA R trRNAZH 73 B HIA04% b i Basi
s CHA (B IR, - (£ — LB EPT - sgRNATEZHIL 2 BE & Rl
B% Ptk — B EEE -

[0072) {EASCRrf M 2 4HECY) ~ AR R TERBENF 2 &&F > 5[E
RNAHEI &R " #E5[2ERNA | B¢ " dgRNA | JEF ZH{ERNASZF © dgRNAE S
HEEZaRNAZ FE—RNATTF » B2 RNABLEFINFR AR5 (EFY] 5 KA
StuRNAZ B RNASTF o F£—RNAZ+F K55 " RNASF A AL E#RE: - HH]
2L HerRNABIrRNA 2 8 73 6] 2 B B G ¥ TP EURN A SR IR RS ©

[0073) {EASCRriM 2 4HEY) ~ iR R TERBENIF 2 &&F > 5[E
RNAHEIEE | BEG[HERNA | B¢ " sgRNA | JOFLZ H(ERNAST T © sgRNAH ]
S ERNAILE R ~ A EFRIF RGBT L orRNA (BLHER 77 ) - sgRNA
AEERIFHRLSEFHI215 ~ 16 ~ 17 ~ 18 ~ 195020{RABREZ L - 1—1
BASEHIF » crRNABLrRNAKE i85+ IL{E R - {F—LLBASENIF » sgRNA
2L HerRNABLRNA 2 & 77 [~ Bip B BU BT pl F ip-ER R4S 1 - i — S ERE
B > crRNA FztrRNAGK R Byt s 2 — o2 (M et (B 87 -

[0074] {E—iEEEEFHIH  tRNARE S RIAFFEAL L CRISPR/Cas
Z %t S trRNAFRAI 2 B E—E 7y o AE— LB RE DT - rRNAG S EEE
fZEfi~ Br A AIrRNA « trRNA Z REERFTHCRISPR/Cas 247 M E © A — L EASE
s > tRNABLE DL e T 405 :5-6-7-8-9~10~11~12-13~ 14 ~
151617 ~18~19 202530 ~ 40 ~ 50 ~ 60 ~ 70 ~ 80 ~ 90 ~ 100=%, #Z #8100
(FfZHEE - AT —LEREMIF - tRNATE S EEN— B (# B2 P45 B T 1R
P 4T B — B S T AE I 2 o E AR &ERE -

[0075] FHE—&EBENF  ABHoEOEREANET1IAZ BIEEF]

528 - 4 182 HEEPRIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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B, (PINEHENSEQIDNO © 1A Z & 2 % HEEFS ) P85 [HRNA Y 5|
BIFY G - A EREHF - 5[BRNA Y 5B 7B E HIE Ry 2
B8 AR R B/ DT75% ~ 80% ~ 85% ~ 90% ~ 95% ~ 96% ~ 97% ~
98% ~ 99%E100% - fE—LEEAGE FIF - gRNAZ HIRFAIES [ EF5H BEA
100% & e —2t: - e A EASE T > gRNAZ HIERFYI G [EFFa] &
HED—(EERC - BUIS > gRNAZHIERFY G [EFPFR]EH1 -2~ 3 ~ 484
S gaHC - HA 5P 2 SR E R&J205020 - £ —LBI/EHF - gRNAZH
ERY RS B RRY ] &3 1 24 FSHEC - B 5 [E R RE20 8202 5l -

[0076] 4ASCATHEA R BR - HEHSIERNAT AN EHEH AR Z
NaF1mis A RRERFEN (FIOEEAR ) - Wit > fE—SBaEEH$
AFR AR E B (5 [ERNA (gRNA) ZZHBY) - % — K Z(EgRNARLE
T HRNAS [ DNASE &S] (f41Cas9) EH5|EHEHERN T2 HIEDNAFY
51BN -

[0077] HE—EHEEEEHT AR ARV EGERECY B2 A E YR
HESE AN S P i~ CastZ el FIRNAS [ ZE 2 DNAZE & H 2 B G sE IE 2R
(open reading frame ; ORF ) FYmRNA o 41 N AL - Bl & CastZ el 2 mRNA
R e R AR RN - U) IR f/sifir BEE —MEDNASE & IE M 2 FENRSEBR
CasOtZ gl ~ CasOtZ Bl - A — L HAGE BT - 4Rt HRNAS [~ DNAZ N
Z ORF By &8 {26 HRNAG [ Z DNASE S HIORF | BCRGHH 5y ' 45 {Z6fi 2 ORF |
HURHE P2 HRTE RORFAL(EET -

[0078) AR A B R ir s H E41Cas9 ORF - HIFELE {2 Ef < Cas9
ORF -« {Ef—({EER] - Cas9 ORFu]&E &M FAE(L » LAFERESFYIEERR
—EE AR — RN B EE T - WAHER " BAEE T
(alternative codon ) | {RFE$T 4R E R AN, < #HlE T 2 B2 H o] Bk

529K - £ 182 HEEPRIIE)
FCP-072421
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AR Bt 4G E R A < BEER (LS T (KESTREL) - BES
ARG ERR AN T BTS2 B BRI a4 -
WO02013/176772 ~ WO2014/065596 ~ WO02016/106121 FzW02019/067910.7 Cas9
4RIEFPYI ~ Cas9 mRNAK Cas9OE HFFILAS I Z FAHFAR S - 5¥5 2
WO02019/067910. 2 Ez 7%[0449]m < %= ZORFCasOfg A Bt 7 51l DL K
W02019/067910. 5 $%[0214]-[0234].2Cas9 mRNA K ORFLLE| .2 H = HEA A
S

[0079] {E—LLEREEMIT - #2A4t - (ERHEEE T B & RISENCastL N
<~ HIRNAS [H ” DNA%E &7 2 ORF 2 mRNA e

B. X{Effi eRNAKmRNA

[0080] FF—iCEBEEHIF - sRNAK(EEERT - & L EK BT
X ETE < gRNATE By T 881261 < ) gRNAEL " &8(LER(EEf . | gRNA - FIR
R B MDA ~ G ~ CRUBE(EHZ —E IR R A R/ ER IR FAE L
AH T BCAHREAVRAT - AL — L BASE I - &{EE0 < eRNAG IR H B
BRER » MRS T BT ) - ST H TR AT EEL TR —K
g (1) Wil _Be i 4R rh 2 IR E RN A P < — B S/ BB R L S
< —HEEER > PInER (PIrMEEREe) o (i) Ploil b2 2FE
ZAEAER Y < BB BN E R (PIRMEbEEER) o i) B T LR ) AR
T2l BaEl o BB (PIRMFZ#EET)  (v) BEfEIRA e K
DAL Z i s 2 (BEfEcE R (PnMEmEEes) & (v) ZiE-wiEE R &
ezt (PRMEgZReEah) & (vi) Bl 3 Umes tn L Baf > BIaR
Wi BEEE < B0k ~ (EaECEIREE T - BEGERE T 245G (%53 55 TR B
AlELENE R/ ECE AT ) Kk (vil) BEZEETECERR (FIRMENEZER) -

530K - 4 182 HEPRRIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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[0081] mIEHGEEA AP 2L Eaf 2 (L B a LRt & i B A
Wil ~ = ~ VO(E=E S (A BB Rz HR (Giflh "R, ) & BH
Z gRNAK/5mRNA - B4 = - &L {Ea < B i) T & a2 S B B A%
itk o AL—EEEASE PN > eRNAZ F—lp AL 26 - PIAIRTA A BasE
it Qb B A ]~ <L (T < P B AL ) - AL RS AR E T > eRNAS T ZFTH
CEE EAT A A E P A (U B s E R - A — S ERE A - &2
Bffi  eRNAFERNA Z 5l s FT AT L 5 22/ D —(EE (B ai < 24 - HE— L EARE D
1 K(EE. gRNAFERNA Y 3 i BU T 61 & 22/ 0 — (M &L (B B 2 JE AL - Lk
gRNATERNA 7 5'%ii 2 3 Winipa BT AT L 5 22 /D — (K S B 2 T -

[0082] Fr—ieERSEHIF > gRNARE—@ - Wil - =(FeE ALK E
Bl 2R - E—EEEREHIT - &Eai L gRNAR Z 2/D5% (HlnZ%E/05% ~ 2
D10% ~ 2/D15% ~ 2/020% ~ £2/025% ~ £/030% ~ £/035% ~ £/040% ~ £/D
45%~ £/050% ~ 2/055% ~ £/060% ~ 2/165% ~ £/070% ~ £/175% ~ £/180% -
£/085% ~ £/090% ~ £/V95%E100% ) (i B R &S ef. A% H Bd%HEE -

[0083) RELIEER.LA%BL 7] 548 i BIATAE A% BRI B IR T 38350 2
T BElglERE - SBOIMS - ERNE ] KEE B B2 _Baik - (NI > A2 —(ERs%
AR gRNA R 21 — B S B AL BUZERE - P PAS | ASTEAE
NIZBERE BCE R IR < A2 BEl < FR M » A — S ERRE P - ASCFrfil 2 48
fE8f L eRNAZ TAETERE N KRG YNNI & 5 | A IR RS o i A] R B 95 < e R M
RIELNE - flosh ARV E ) IR W R IR BRI S NR MR B 2 4
MR IE » OB REREAENE (B TER) RHEER U RABET -

[0084] frEZR{Eafis —LLARRE BT &iBah L A 2 Bl A E a3
M FERAEERE T Z— B HEET - IAh - EEahs RE (FId
AL B ER < 2B b < BB L AL ) Al BHE QA SR Il 2 SE (2 A < i

E31H - 182 HEFPERIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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el E B EIRORE BT < Bl ol o - A — SR E T - il 2R
ARG EEEENTREEE T A AN EHEG oM T EER T ZF
L e

[0085) &LfEef 2 BBk < B BB rami (Ch RS - th {Chalehs - i
W5 (borano phosphate/borano phosphate ester ) ~ G - Mt - B
B ke Bl B e I 55 S R bk B — s - SR AK (BB < B R B B ] o 2 gt [R5~ Ry JE Tk
By - 280 > FHPAERT R TR 2 — B BRI R T 2 —F nEew R T
By FIEHY - IIAEETREER T BA TRy 4HRR CASCRRp) 201 S 4ARE (A
FsSp) o BZJNHEM AR (BBl ARl ) - i (BB ABiels ) Kbk

(rei s R AR AT ) Bridgin s (VrRE ek Rl itz H 2 ) M InLMESR -
EIR O S AL E— R A R B3 AR AL W ([ A R
[0086] ot BEMsAEE Al {1 oS 2R B A T (IR St R A B B A - A — 26

BERRENIT - R EE PR B o Al B iR BRI E A H S
B PIH] B R B PR BIARERE HES - FERE - WESE - 0RERRS - PR A -~ ik
FHERRS -~ BRfz - il - IR\ ON0ER T - waBels - tafihy - bR GEEE - B4
5~ GE R R~ oo HHER RN ol R ~ R RS ~ o BHAR TR R e
PR BL SR A BL B -

[0087) JNHTHESR aiE A RE < B 20 > H b R R 1 - RO nE i
B B H B (BB - i%FEdf ] IRIEZEf e - A —LEE
AR E I - iR AR (UF AR RIE - O EAEREATRIIEIME « BT A
MEIRIE K ik BE (PNA) f2 (B -

[0088) &L{EEf.Li%H M IEal AT B o] B A ST ¥ AL & — B ([ 2
B - JRRIAERESEREE AL - 224U S > 2'78E: (OH) H&{Ed - BIans 2 {fEf
A A BT RR ) MREER o E - EEEPIT - $TE2ECE 2 B

\.

=
%H>¢
=

5E32H - 182 HEFPRRHE)
FCP-072421
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SRIZIE ZARENE > AR R E A L E LI - e s B il T

[0089] 2¥CE{SHEH < B EfEEEASOTE A (OR > Hp TR A/
BUSERs ~ BRIGEES ~ 755k ~ Sk ~ FEDTEREE ) © B8 Z % (polyethyleneglycol
PEG) : O(CH,CH,0),CH,CH,OR > EL AR A] B BIATHEHH 7 BAE AU e 2 -
Hno] 0220 7 #28; (41024 ~ 028 ~ 0210~ 0216 ~ 124~ 128~ 1210~
1216 ~ 1220 ~ 284 ~ 28 ~ 2410 ~ 2416 ~ 220 ~ 4428 ~ 4210 ~ 4 216 4
£20) - AE—EEBEST > 2FEEABET ] B2-0-Me - AL~ EHARE I > 2
FEEME i A] Ro2 -m S8 - s B2 R - A — S EEEMT - 2¥ A EHi ]
Fp2-H o RS ER2EAE - AL BRENT - 25 B " #HE ) &%
Bz (LNA) > HA2 SR aT BRI Cr s e A BNC s b FE e G S B RE 22 [F]— 1%
AR > Hrr GRS I AT E fh e B ~ P E ~ B EAEE  O-fek (H
R A R BIAONH: © Bl ks ~ ekt ~ FEEREL ~ JTMEA: - o7 - T
BB MO AN - LB RN ) R E A - O(CH)w AR (ks
A R BIAONH: © Befaks ~ ik ~ FERAL ~ J7lAR ~ o5 - RS AR
RET AR » 2 W BREEA) o E—LARENT » 2EEBI RS T R
E | ¥ (unlocked nucleic acid ; UNA ) » H A 7RG = C2'-C3'§E - f£—4E B
Ae BP0 o 2¥E B E e 7] B A B S A L& (methoxyethyl group : MOE)

(OCH,CH,OCH; » fIISIPEGTAEY)) -

[0090] " EF ) 2'Eafi AR (JRRILELNE - BIEET 7T dsRNA Z
ZetiElsrpa ) ¢ A (BIANER ~ F - smisiiak ) o Bkt (i al R I40NH,
GEREBS ~ R E ~ REERAL ~ UM A - TR~ RETTIEE - RETRE R
HeEEZ ) NH(CH.CHoNH) CH2CH,-fies ( EL o B ml g AR Al )
-NHC(O)R ( HLARA] B BIAfAL ~ BRIEES ~ 774 - F7kdhk ~ FEOTAEE) ~ &
B G R U R R T AR A B AT A S Pt A

=z

i

I

SE33H - £ 182 HEPRIE)
FCP-072421
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BN eEs ~ BRI ~ 74 - A B A -

[0091] FEEEGTJEEIN T E&H - iR A AR BT 2
JEMRAH S 2 TTAS(BE24HRE © (NI » SE(E 6l il v Brh & BIA0{E RliE < BT
Ef R H T - S8 Eaf < IR o] B IR A - h 5 i A — A
R R T 2 — BB E R A B - (B ET AR Rl ERE IOl 2 — B
ZHE2LE A o

[0092] H[GF ALK (S 6 < AZEE T < APl &« S8 (B 6 < B H R A
LI E W v BRI Rtk < SR E A <l - iR L B HIEREEA R
S (A) ~ BIEK (G) - fmgte (C) RARWETE (U) o Pz n] 424
Bt R B DR AL 0T O ALK B8~ B < S Bl < TR EE o HEE il EL AT
JEILHNEE H RN ~ vENE ~ A st R ) o fE— S BRRE AT - iR
B A EREBIA R AL L i BT Y R S i A T A -

[0093] FEFRAIEES ZERNAZ BAGE BT > orRNA Fetracr RNAH 7 £
o EHE - % FEEMT ] RN RNAK/Hitracr RNA Y — s/l - LEE
sgRNAZ BEGE BT » sgRNA Z — Ui sl Wil Uit < — B 25 {8 FR L nT & B2 24 -
H/BGA S AT & (e > B/ (FsgRNA L EE - FEERE IR ES
U e o F-ib AR E BIE 23 TS -

[0094] fE—SLBEREEHIT » AR 25 [ERNARE2017412H8H
3% 7 fE8E B T Chemically Modified Guide RNAs | 2 WO02018/107028 Al Hf18
TZAEEMEA P 2 —F » REZNEUE G R 2 HAHFALR L F - fE—2E
REE BT - AT R 25 [ERNARL EUS20170114334 01 A < &/ Z Affi R
AFL—F  BEINEUEGIHZ TR AL S F o fE—L BT+ -
A X 2 5 [FERNAR EWO02017/136794 51 g < 45 /B afiE = b 2 —
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202507011

R2 1 NEBEHSIEFIZsgRNARSH A EH 5 B2 sgRNAZ itz

5% 1D

TEEF

SEQ ID
NO :

K2 FFFIEH

SEQID NO :

G009844

GAGCAACCUCACUCUUGUCUGUUUU

AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

34

mG*mA*mG*CAACCUCACUCUUGUCUGU
UUUAGAMGMCmUmAMGmMmAMAMAmMUm
AmGmCAAGUUAAAAUAAGGCUAGUCC
GUUAUCAMAMCmUmUmGmAmAmAmAmM
AmGMmUmGMGMCmAMCmCmGmAmGmUm
CmGmGMUmGMCmU*mU*mU*mU

66

G009851

AUGCAUUUGUUUCAAAAUAUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

35

mA*mU*mG*CAUUUGUUUCAAAAUAUG
UUUUAGAMGMCmUmAmMGmAmAmAmUm
AmGmCAAGUUAAAAUAAGGCUAGUCCG
UUAUCAMAMCmMUmUmGmMAMAMAMAmMAmM
GmUmGmMGMCmAMCmMCmGmMmAMGmMmUmMCm
GmGMUmGMCmU*mU*mU*mU

67

G009852

UGCAUUUGUUUCAAAAUAUUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

36

mU*mG*mC*AUUUGUUUCAAAAUAUUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

68

G009857

AUUUAUGAGAUCAACAGCACGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

37

mA*mU*mU*UAUGAGAUCAACAGCACGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUmUmGmMAmMAMAMAmMAmMmGm
UnmGmGMCmAMCmCmGMAMGMUmMCmGmG
mUmGmCmU*mU*mU*mU

69

G009858

GAUCAACAGCACAGGUUUUGGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

38

mG*mA*mU*CAACAGCACAGGUUUUGGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUmUmGmMAmMAMAMAmMAmMmGm
UnGmGMCmAMCmCmGMAMGMUmMCmGm

70

FCP-072421

113136358
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202507011

5(8%) ID

T2

SEQ
NO :

ID

KE2 I

SEQID NO :

CGmUmGMmCmU*mU*mU*mU

G009859

UUAAAUAAAGCAUAGUGCAAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

39

mU*mU*mA*AAUAAAGCAUAGUGCAAGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

71

G009860

UAAAGCAUAGUGCAAUGGAUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

40

mU*mA*mA*AGCAUAGUGCAAUGGAUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

72

G009861

UAGUGCAAUGGAUAGGUCUUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

41

mU*mA*mG*UGCAAUGGAUAGGUCUUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

73

G009866

UACUAAAACUUUAUUUUACUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

42

mU*mA*mC*UAAAACUUUAUUUUACUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

74

G009867

AAAGUUGAACAAUAGAAAAAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

43

MmA*mA*mA*GUUGAACAAUAGAAAAAGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

75

FCP-072421
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202507011

5(8%) ID

T2

SEQ ID
NO :

KE2 I

SEQID NO :

G009868

AAUGCAUAAUCUAAGUCAAAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

44

MA*mA*mU*GCAUAAUCUAAGUCAAAGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

76

G009874

UAAUAAAAUUCAAACAUCCUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

45

mU*mA*mA*UAAAAUUCAAACAUCCUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

77

G012747

GCAUCUUUAAAGAAUUAUUUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

46

mG*mC*mA*UCUUUAAAGAAUUAUUUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

78

G012748

UUUGGCAUUUAUUUCUAAAAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

47

mU*mU*mU*GGCAUUUAUUUCUAAAAGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

79

G012749

UGUAUUUGUGAAGUCUUACAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

48

mU*mG*mU*AUUUGUGAAGUCUUACAGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

80

G012750

UCCUAGGUAAAAAAAAAAAAGUUUU

49

mU*mC*mC*UAGGUAAAAAAAAAAAAGU

81

FCP-072421

113136358
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1132052376-0




202507011

5(8%) ID

T2

SEQ ID
NO :

KE2 I

SEQID NO :

AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

G012751

UAAUUUUCUUUUGCGCACUAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

50

mU*mA*mA*UUUUCUUUUGCGCACUAGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

82

G012752

UGACUGAAACUUCACAGAAUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

51

mU*mG*mA*CUGAAACUUCACAGAAUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

83

G012753

GACUGAAACUUCACAGAAUAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

52

mG*mA*mC*UGAAACUUCACAGAAUAGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

84

G012754

UUCAUUUUAGUCUGUCUUCUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

53

mU*mU*mC*AUUUUAGUCUGUCUUCUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

85

GO012755

AUUAUCUAAGUUUGAAUAUAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU

54

mA*mU*mU*AUCUAAGUUUGAAUAUAGU
UUUAGAMGMCmUmAMGMAMAMAMUmMAmM

86

FCP-072421

113136358

SF39H - 3t 182 H(EHIHHE)
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1132052376-0




202507011

5(8%) ID

T2

SEQ ID
NO :

KE2 I

SEQID NO :

AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

G012756

AAUUUUUAAAAUAGUAUUCUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

55

mA*mA*mU*UUUUAAAAUAGUAUUCUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

87

G012757

UGAAUUAUUCUUCUGUUUAAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

56

mU*mG*mA*AUUAUUCUUCUGUUUAAGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

88

G012758

AUCAUCCUGAGUUUUUCUGUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

57

mA*mU*mC*AUCCUGAGUUUUUCUGUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

89

G012759

UUACUAAAACUUUAUUUUACGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

58

mU*mU*mA*CUAAAACUUUAUUUUACGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

90

G012760

ACCUUUUUUUUUUUUUACCUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA

59

mA*mC*mC*UUUUUUUUUUUUUACCUGU
UUUAGAMGMCmUmAMGMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA

91

FCP-072421

113136358

SR40K - 3t 182 H(SEHIHE)
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1132052376-0




202507011

5(8%) ID

T2

SEQ
NO :

ID

KE2 I

SEQID NO :

AAAGUGGCACCGAGUCGGUGCUUUU

UCAMAMCmUmUmGMAMAMAMAMAMGMU
mGmGMCMAMCmCmGMAMGMUmMmCmGmGm
UnmGmCmU*mU*mU*mU

G012761

AGUGCAAUGGAUAGGUCUUUGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

60

mA*mG*mU*GCAAUGGAUAGGUCUUUGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

92

G012762

UGAUUCCUACAGAAAAACUCGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

61

mU*mG*mA*UUCCUACAGAAAAACUCGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

93

G012763

UGGGCAAGGGAAGAAAAAAAGUUUU
AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

62

mU*mG*mG*GCAAGGGAAGAAAAAAAGU
UUUAGAMGMCmUmAMGmMAMAMAMUmMAmM
GmCAAGUUAAAAUAAGGCUAGUCCGUUA
UCAMAMCmUMUMGMAMAMAMAMAMGmMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

94

G012764

CCUCACUCUUGUCUGGGCAAGUUUU

AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

63

mC*mC*mU*CACUCUUGUCUGGGCAAGUU
UUAGAMGMCmUmAMGMAMAMAMUmMAmMG
mCAAGUUAAAAUAAGGCUAGUCCGUUAU
CAMAMCMUMUMGMAMAMAMAMAMGMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU

95

G012765

ACCUCACUCUUGUCUGGGCAGUUUU

AGAGCUAGAAAUAGCAAGUUAAAAU
AAGGCUAGUCCGUUAUCAACUUGAA
AAAGUGGCACCGAGUCGGUGCUUUU

64

mA*mC*mC*UCACUCUUGUCUGGGCAGUU
UUAGAMGMCmUmAMGMAMAMAMUmMAmMG
mCAAGUUAAAAUAAGGCUAGUCCGUUAU
CAMAMCMUMUMGMAMAMAMAMAMGMU

96
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202507011

SEQ ID SEQID NO :
SIEMID | E2F5 NO : Ke2FlEH
mGmGMCMAMCMCmGMAMGMUMCmGmGm
UmGmCmU*mU*mU*mU
UGAGCAACCUCACUCUUGUCGUUUU 65 mU*mG*mA*GCAACCUCACUCUUGUCGUU 97
AGAGCUAGAAAUAGCAAGUUAAAAU UUAGAMGMCmUmAMGMAMAMAMUmMAmMG
AAGGCUAGUCCGUUAUCAACUUGAA mCAAGUUAAAAUAAGGCUAGUCCGUUAU
AAAGUGGCACCGAGUCGGUGCUUUU CAMAMCMUMUMGMAMAMAMAMAMGMU
mGmGMCMAMCMCmGMAMGMUMCmGmGm
G012766 UmGmCmU*mU*mU*mU

FCP-072421

113136358
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5 ERFFSEQID NO : 301#%HE .« fF—F ZsgRNA » HESEQIDNO : 301
ZEMENT BRI 23 > HHPsgRNAR{IZR2ESEQ IDNO : 350 1 AR
{2 -

[0115) 40 FCPfatt - fE— S BARE T - ACFigm < 4R =R
Ve EH B SRS EE A S PR 2 Castz BE RS <~ IHRNAS [ 2 DNAZE &7
< B EREMESS (ORF ) HYmRNA - ff—ELHESEHF - 12 - e TS
dRiEEE W Castz Bl « (MRNAS [ Z DNA%E & 2 ORF Z mRNA - {f —E BACE
B > dRIEHRNAS [ 2 DNARZLEE ~ ORF By T &{E4f 2 FHRNAS 22 2 DNA%E

SFA6H - 182 HERPRIIE)
FCP-072421
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EHIORTY | s E ' &L BELORF ;- HDIE A AN e RORFAEZEf o

[o116] FE—LEHEGEHT > &A26 2 ORFH] L& £/ DAE—(H ~ 1EEHH =L
FTARE L ER & B RE - £~ HIRE T - el RE RES LR
PIANEEEaER ~ FHABNAA BT PR « AE— LR E PN - &2 < PRE /]
(L PIANEE R 2R ~ AL LR < BPRE - $EBEH PR o] RO ERE
NI-FHE-BPRE ~ S-HHEAPRE ~ S-HPRE A S - fE— AR ERIT - &2
Bffi < PR RyS-HH R AR » £ — S BAREHIT » el 2 /RE RS-HlpRE - f£—
LHEBSEN T & RkE /RRE - £ —SEREMT - &EHiZIRE R
NI-FHE-RIRE - fE— LB EPIT - &0 PRE R RPREEN-H AR
ZE - AE—EERE T - & R BERRTES-HEER T ZHE - £
—EEBEEE T - e R RN-HEFREFHAS-HEAR T ZHE - fi—
L BASE P - &2 aH L PRE RBS-R T HINT-HA-BRE e - A — AR
B - &gl e B E PSR T 2B E - £ EEE T - & ZHf
L RE Ry S-WpREEAS- R AR E 24 & -

[0117] FHE—LAREFF » A CFTHE R ZmRNAE EFE40Cap0 ~ Capl
2¢Cap2 Z 5" - SWE—f Ry 48 iS5 - = BB RE £ mRNA Y 5" 23" 7 S5 — I H Bk <
S'Mirz 7-HESER Iz R (H a2 &6 - 20 N LS ARCART
sl ) o JRRISE—IEAT % E i © fECap0dt » mRNAZ SF—IBHTInt% H s < A%
M 555 BT It i B < R R P B &2 P A © fECapl H > mRNA 2 55 —&
ek < L E B A2 NE R A e 2 R B 2 A0t oo Bl B a2 - A R 2 RS
B o f£Cap2 » mRNA Y 55 —I8HTImtZ H Bk < A0 5 58 BT bt 5 e < A%obE
W& E-E2-HEE - 2 H F4KatibahZ A (2014) Proc Natl Acad Sci USA
111(33):12025-30 ; Abbas A (2017) Proc Natl Acad Sci USA 114(11):E2106-E2115

EEFEM ABIMRNA Z T AL BYImRNA Z R 2 BN S F EZmRNARL & Capl

FATH - 182 HEPRRIE)
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B¢Cap2 o MRS WIIFIT-1 RIFIT-5 2 Se R R 24 4H oy P B T IR E
A% HCap0 K BiCap] K Cap2-1 [F] ~ HAESS AL A < LB o] B
RN A EEES T ER 2N R EES © sEIFIT-1 RIFIT-5
A R M G Z 4 2 GH oy N B BleTF AR 3+ & & B 47 PrCap1 E(Cap24/h 2 1E
mRNA » JELE A HImRNAGERE

[0118] Mg =] DALLEES: T =CEFEAEN - BHIIME - ARCA (HL RITEERM
%7 5 Thermo Fisher Scientific H $%5FAM8045 ) Fyfl & 784% 2 0] {1 — BRI E
NG b 2 SIS IZ L T B <~ 5'i 2 7-H B B IS 3'- FH 4 -5 - = 1 %
HIMERALY) « ARCAZEA:CapOig » Horh S5 —IEHT Itz g < 2' L ReFS A - 22 FLA
#1StepinskiE A (2001) T Synthesis and properties of mRNAs containing the novel
‘anti-reverse' cap analogs 7-methyl(3'-O-methyl)GpppG and
7-methyl(3'deoxy)GpppG | , RNA 7: 1486- 1495 o ARCASERERE AT N30 o

? Cr—h N
o o o ¢ M
> 0 i n N I

/K 0-P-0-P-OP-0~ N” T NH;
o & 0
Cl;Ho'(i)CHg OH OH
[0119] CleanCap™ AG (m7G(5")ppp(5)(2'OMeA)pG ; TriLink

Biotechnologies H #£5%N-7113 ) = CleanCap™ GG (m7G(5"ppp(5')(2'OMeG)pG ;
TriLink Biotechnologies H #%5%N-7133 ) u] FIjt DAL i# g% /5 =042 HCap 1 4515 -
CleanCap™ AG K CleanCap™ GG 7 3'-O-HH EA LRI R 8] 47 B DA B $#:55N-7413 %
N-7433 5 TriLink Biotechnologiesf#15 o CleanCap™ AG&EFERE AL N H -

A - £ 182 HEURIIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



(RS RTINS

B Y
YO0
4}/

AP > U
LA (New HEagland Biolabs | |45
i o NI > AV A e S BT R i e G P B 1 o JEv RS TP LSRG

ASITRERNA L

Sk T B TS I IR RNA T o BT s /T

WO080S ) ¢ 1L

AU LU LD TR

)

JRNA B

AR hr

AT A L ED T K i ey LI

Rt

T ERICap0 o 221 0 1Cue, P A Moss, 3. (1990) Proc. Natl. Acad.

Al

Sci.USA 81, 10234001 5 Mao, X jrShurman, S. (1994) J. B

2

N9, DNNTD o

(0121 4F - - M 1]

(poly adenylated 5 poly-A ) kg o 41

A0~ 50 ~ 60 ~ Y0 ~ 80 ~ GO IOOHLILING » BIPELIAS L300 BB o 41> 1] ]

TN poly AEE1UTE95 ~ 96 ~ 97 > 98~ 99ul 10O I AL [ TIE -

.((‘1

Neo J DN il\ J

DN

|
u

L DNAGRT

(0122.)

7\
Z<
>

A ERNAG [ ONAG M
¥

QA ST B » AR ]
H;]XU\ZM» Aw { ;::LI“’[/ /V\] Aok ﬁ /}\,&4& )A/\A}J\ (5&

F G o TTERNAG [ZTL 2 DNAG R L) 18T w78 I RNA. L it

v

éuuﬁﬁ,“] AL 4“ 104 Al

TR s AR A A AU s e (4
Wi CHrAICashZ iy (WAICas9 ) ) ZITIRNA [ELY.

i

J 20512, g Uil

“"-ﬂ@ ? l ]%g; (ﬁmjré\il‘nj\ i)
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DNASE SHINVSHEILIP iz EE E &) -

[0123] FE—EERBEWIF > sE0CasIBEEE 2 FARNAS [H ” DNASE &
B B 7R T R R B A DB & M ARl - AF — BT HF - 384
CasOtZ gl <« HRNAS [~ DNASE S K| B A /R0 By Bz B2 A VI & M U
CIREENE - £ —SEREHIT - [HRNAS[ZE 2 DNAG & H| B & Castz izl - Cas
1ZEENs ~ B B e SRR SRR e O & PR R AY) (2R8I
—EEh OFHE ) ZBIHICRISPR 234 Castz Bl i Hosg Felizess (FIaneE T
MG ~ IERAFHL ~ RAFHELZ ~ siHEHAMER ) A - 2 74040
US2016/0312198 A1 ; US 2016/0312199 Al -

[0124]  ©]74 Castz el < FRIRFHIME IR VMBI R REAR SEER B ~ BEEN
HEERE ~ S - e CRERE - TSEw TR E (Listeria innocua )~ I
B HAME (Lactobacillus gasseri ) ~ 31 W FIEEAVEET X B (Francisella novicida ) ~
= 38 IH R K BE ( Wolinella succinogenes) ~ ZE {8 [E %5 B (Sutterella

(
( Gammaproteobacterium ) ~ FSHFE S BEERE ~ 25

-

wadsworthensis ) ~ 5SS EH
S HHARE ~ 2 A% H B ( Pasteurella multocida ) ~ FEIEIARE SR4EFSEE ( Fibrobacter
succinogene ) ~ ZRALATHREE (Rhodospirillum rubrum ) ~ ZEFNYERE G R

( Nocardiopsis dassonvillei ) ~ 4&hed#fEE (Streptomyces pristinaespiralis ) ~ JFE

—

GREOFEEEE (Streptomyces viridochromogenes ) ~ FESKEOHERIE ~ M4l E

( Streptosporangium roseum ) ~ ¥4l SRR ~ EIEEMEIENRE (Alicyclobacillus
acidocaldarius ) ~ FREIRZFEFINEE (Bacillus pseudomycoides) ~ WiiE [H ZEFIFE
( Bacillus selenitireducens ) ~ Po{AF| o iV IMEE ( Exiguobacterium sibiricum ) ~
8 0 K AMEE (Lactobacillus delbrueckii ) ~ EER A5G ( Lactobacillus salivarius )
HERAME (Lactobacillus buchneri ) ~ &gt esa ( Treponema denticola ) ~

EE W EE (Microscilla marina) ~ {5 %2 & B 12 K 4 ( Burkholderiales

S50 - 4 182 HEFPERIE)
FCP-072421
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bacterium) ~ BZ B ALE (Polaromonas naphthalenivorans) -~ BRI EH &
( Polaromonas sp. ) ~ FLECEEEKE ( Crocosphaera watsonii ) ~ BEER & ( Cyanothece
sp.) ~ HH%EEERE (Microcystis aeruginosa ) ~ BLEKEEE (Synechococcus sp.)
Pl (O REREAS B (Acetohalobium arabaticum ) ~ fREIRE (Ammonifex degensii ) ~
FRBAEERE (Caldicelulosiruptor becscii ) ~ W& ( Candidatus Desulforudis ) ~
N E (Clostridium botulinum ) ~ ERERAEE (Clostridium difficile ) ~ KZ5%

3%

R E (Finegoldia magna ) ~ "EBEBIREREE ( Natranaerobius thermophilus )
BENIE[FEEE (Pelotomaculum thermopropionicum ) ~ "ERE M Z B EE
(Acidithiobacillus caldus) ~ & [ & b up & i % ( Acidithiobacillus
ferrooxidans ) ~ FHEEZEEE (Allochromatium vinosum ) ~ 7G5 J& ( Marinobacter
sp. ) ~BEEETERN (B EREE ( Nitrosococcus halophilus ) ~ FLEC G {EERE ( Nitrosococcus
watsoni ) ~ /BB EIE (Pseudoalteromonas haloplanktis ) ~ JH e 4F5E
( Ktedonobacter racemifer) ~ SBESERE (Anabaena variabilis ) ~ JREHEK
% (Nodularia spumigena ) ~ SIKEEE (Nostocsp.) ~ i KHER (Arthrospira
maxima ) ~ $HIEEES® (Arthrospira platensis) ~ Gijee® (Arthrospirasp.) -
RGeS E (Lyngbya sp.) ~ [ERIFESE (Microcoleus chthonoplastes) ~ BEYEE
(Oscillatoria sp. ) ~ EE A #EE ( Petrotoga mobilis ) ~ JEINZENTE ( Thermosipho
africanus ) ~ B HHERE (Streptococcus pasteurianus ) ~ JREZEFERE ( Neisseria
cinerea) ~ 4LMEBEE IR E (Campylobacter lari) -~ B8 ZE| 40 /%
( Parvibaculum lavamentivorans ) ~ WEREIRITE ( Corynebacterium diphtheria ) ~
W EREEREE (Acidaminococcus sp.) ~ FIEFIE (Lachnospiraceae bacterium )
ND2006 (& #4mtz A E (Acaryochloris marina ) e
[0125)] FE—fLBEASEHIF - CastzBk i Ry 2k B MR S BR i < CasOtZ ik
B - FE— L EASE P - Castx il £y 2k VS HGHEBK R < CasOtZBelE - /1 —Lb R

ES1H - #2182 HEEPRRIE)
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A E B Castz il o2k B GHF R BEBK R 2 CasOfZBERG - fE— L RS EHIT -
CastZ el B2k 5 &= A A B & CasOtxiElE - F—tb HAEEH|d - Cast%Es
it Ry 2k BT L TR RAPE AT ER B Cpf Vi el - A — S HAGE BT - CastZBElE
K E R BB B < Cpf Vil - AE— S B AGEH - Castz Bl Ry2k B B8R
EIND2006 Z Cpfli% izl - £ 559NERSE BT - Castzlily 2k B T RAREH
(Francisella tularensis) ~ BIRPIE ~ B AE4E TERINE (Buyrivibrio

proteoclasticus )~ 4 ( Peregrinibacteria bacterium )~ WHEE X B ( Parcubacteria
bacterium ) ~ SRR (Smithella) ~ R EMEEREE - H i L R RS 558
f ( Candidatus Methanoplasma termitum ) ~ $kFNBEFFE (Lubacterium eligens ) ~
AHREHIE (Moraxella bovoculi) ~ FEH$IRNERS (Leptospira inadai) ~ ¥
CIRENNIbE BERE T ( Porphyromonas crevioricanis ) ~ fRFEIRE 25 7 KE (Prevotella
disiens ) BCFENNMHEEREE (Porphyromonas macacae) 2 CpfIi%RENg - fEA-L5
BASEHIT - CastzEElE /oK B B AR PR I B R AL Cpf L el -

[0126] fr—LEEEE P  gRNAZFE HRNAS [H 2 DNAG G —EHH
FoiZilitzE E " &) (ribonucleoprotein complex : RNP) - fE—EE AFRRERIF -
FIRNAS [ZH . DNASS S| Ry Castz Bl - £ — LB ASEHIT - gRNAE[E Cast% ik
By — LA RyCas RNP - fE—EE BAGEHI$ - RNPELE IRy  SEIANE 7 EER
IIAYER 77 - HE—EE BB E AT - Castziliy fo 2l B S5 IAICRISPR/Cas £:47 ~ Cas9
EH - AE—EERERIT > gRNAKEECasd—ikLf /5 Cas9 RNP

[0127] B A AICas9 H A WA{EFZEERIE - RuvC R HNH - RuvCIsiZ #IE H
fEDNARS - MHNHIgZ# HIEDNAR - £ —EEAEE T - Cas9E LB EEE
—{ERuvCig Fo/2#8 8 — (EHNHIE, - £ — L B EHF - CasdE o AE A A
Cas9 - fEAHREY) ~ R R T ERBGE T 2 B - CasshE HIZEDNA 2 BEH
Er

o

i

EE52H - £ 182 HERPRRIE)
FCP-072421
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[0128] {r—iLEAGEPIH - MRS CasizBell - HbZERE Y —(F
HEEEAFREAE Bl - £ ERERRERIF - CasiZBlgH 4K E
seAlFokl Z REfZIeRE 2 WE # - (L —LEISE I+ » CastxBANE ] KB
xRS -

[0129] {rHANEAGEFIF - CasizBaNE 7] 2Kk 5 55U CRISPR/Cas %47 « 1%
— b B ERERIh » Cast%EHE 0] &S5 IRICRISPR/Cas 4%~ SR E &) 2 405 -
L EAEERIT > CastZBENE 1] BCas3EEH - (£ EBEE KT - Cast4LlE
A2 H SBIIEICRISPR/Cas 5247 » £ —2E EASE I » Casixlill \T EAARNA
S

[0130] {E—iLERSEMIF - MIRNAS[E Y DNASSSHEI A B Y] O
JENE > R DIE—(EDNARL DAZE 4 BERER Y - 32 BRGNS/ T U0, -
fE—H B EHF - HRNAS[E Y DNA%E & K6 & Cast)) (I - U) RS A1
dsDNAFEATIC > JREITEIDNALEIRjERE > — (BB I E S —Re 2 1 - 1E
—LE ELESE B > Castl) L1 B Ho R IS i f (i R — B A R e (3]
INBEZESE ) (EAZER A VIS BEA L Castx el (40 FSCFTam it~ Cas
BN ) AR - 2 REIIEHY Castl) LIS R = ME B3 B e e > SR 25
F558,889,3565% - £ —LLEAGEFIH - FHMCasV) [1EE  CasUI IFEEA FIEL
7 RuvCI s HNHIE; o

[0131] {E—2ERERIF - [HRNAS[E Y DNAGSHIKELTLMEER
—(E IR BRI - AN S - SERIE O v SEHIAE R ERR R 2 — & &
Ze BB o R EE MR AR R AR B A E M - (i — S EREsh - (THEA
AR EM: 2 RuvCI 2 UICIEE - fE—SE BESE I+ - (FHEAIREMRuvCE
ZVIOING « fr—ERRE P - (EREAARE SN < HNHES VIO - 15
—HE BRI - (AR AIREMEHNIE Z P8 -

=

?ug
N

SE53H - £ 182 HERPRIE)
FCP-072421
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[0132] AE—LLEASEPF » CasEE O ZEANBIEIN & Or T BBEAS AU LA
PR B AL B 1 - AE— S BASE B - Castz el v & 2 RuvCiZ B s =L
FARuCHZ Bl 2 B A BE A o RuvCRZ BRI B AR uv CAX L g 2 s
Ve A BE U ELFEDI0A (AN FER#EEKHCas9EEH ) - 2 Afd0ZetscheZE A
(2015) Cell Oct 22:163(3): 759-771 o {f—Lb EASE ] » Casf%EER 0] A4 HNH
2 M s R N HAZ i el o e B UG - HINHAZ Bl sl SR HINH A F i e
o B R BB U VELFEET62A ~ H840A ~ N863A ~ HO83A K DI86A (A i
IR CasOEH ) © 2 AL ZetscheZE A (2015) « SHA0Z Fm AR AL EU A
FED917A ~ E1006A K D1255A (EF 3 W FRBIPEHTECEUI12 Cpfl (FnCpfl)
F=%1 (UniProtkB - AOQ7Q2 (CPF1_FRATN) ) ) o

[0133] AE—LLEASEHIF » DAL Y BB B AR R A 2 A Fh K S 5 A4/
< —H5[ERNAR SRR - fFHEEEEHF - 5[ERNARY CfgE
512 BRI EFE AT BRI 2 MM FAERRTIO (JRRIEEYICT) 25 A
DSB - fE—LBFGEHF - (5HU)OEE LR # [RIDNA Z tH B < W ([E 355 [ E
RNALDIE HIEDNA 1 FE AR 1 - {F—LBA8EHIH - AU CEG DL R 48
PAFRE SEAT < I (E B 8T [ERNALUE HAEDNAF A ] « fE— L EASE
§1 - HRNAG [ 2 DNAGE S & — B MR (FlaAsiEame®
KD e

[0134] FE—SERERIF - RFEEEEMEER MRNAS [E 2 DNASE
BRI 2 AR T - 2200 = - SRS AsE AT ByfZ B i1 {E5%( nuclear localization
signal ; NLS) < ff—LBASEHIF - HRNAS[ZE 2 DNAGE S| A BL1-10{ENLS
Fie o AL EREEHIF - HRNAS[EH 2 DNAGE S ATEL-SENLSEL& - f£—
L EHASE T - MRNAS[E Z DNAGE S| o] Bl —(ENLSR@ & « FE{HH—{ENLS
ZIFMT » NLSH[ZERHAEHRNAS [ 2 DNAGE S P71 2 Nifg e Clififz < HJRA]

EESAH - 182 HEERPRRIE)
FCP-072421
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fil ATEHIRNAG [ 2 DNAG S EIFAIN - fEHAMEREH S > HRNAG[E
DNA%E &S F o] B A —ENLSRL & o fE—LBARE AT - HRNAS[E 2 DNALE
ERIETE2 ~ 3 ~ 4ECS{ENLSRl & - fE—LBASE P - [HRNAS[H ZDNALE &
B e B EINLSRE & © EFEEEN T - WI{EBNLSHAEIE (HIL0pi{ESV40 NLS )
B [E o A EBASEHIT - HRNAS [ 2 DNASS SR #R Bl < W
{ESV4ONLSFFHIREE - AE—LL ARG E HIH » FIRNAS 2.2 DNAZE S ] B R {(E]
NLSEf& » —{ENLSZEREAENGE - H—({ENLSERE(CClinfz - £ — L EA8EH
§1» HRNAG [ Z DNAGE S A B3 {ENLSFL & « £ LB EHIH - HRNAG]
B DNASESE A BINLSEL & - fE— L BAGE 1] » NLSH] S FE41SV40 NLS
PKKKRKYV (SEQ ID NO : 600) #PKKKRRV (SEQ ID NO : 601) .7 B
(monopartite ) FEH - £ —LEBAEHIHP - NLSH S iz E & H ZNLS
KRPAATKKAGQAKKKK (SEQIDNO : 602) EEftFp%l| o 45 E EFSE

1 > BE—PKKKRKV ( SEQID NO : 600) NLSH] {7 FHRNAS |24 DNA%E &
Bl Cllitife. © — B {31 T T RS LR & (L B

D. HtEESE/FY

[0135] ACCFria 2 2H skt K7 A BfEE FE e Frd A A ZH 5|
HRNAK FIRNAS [ DNAGE &R A ~ U E (i Bl 2~ el SR E N FPA Y
LTSS - WASCRTRER » IR A S |t 2 ERe s, - B
AG 1] G AS R SRR 2B (JRRI R EERIE 2. ) > BIZODNA ~ {S{ERNA
(mRNA) -~ DJHEMERNA ~ J/NTHERNA (siRNA) -~ i/ ARNA (miRNA) -
BEHRNA (ssRNA) ~ RIEGRISRNABS FEZHEL

[0136] AR 2 HRH) Fe U7 7 Bl 5 A B4 4t B8 (P E AL N - 4
AW (W IE B L (N 2 JE R (R BB (R ERAG - BRI RAe ] B S el 2 he

SESSH - 182 HERPRRIE)
FCP-072421
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HPE 2 GRS -

[0137] ACSCRRfEI 2 SHpY) kA ErEE A EE 2/ 0 EIR= &
B AR . B m SR ES - Hp— & (F—&EE) BaimiEpy=iE
EAER - ME—EE (BEE) el s Gy miBiEiaaR < P
FI] o B EERES O] B S dRtE BB R AS 1 E  RIFEN  F— RSy R H
AR HES— L RIS RIF AR ~ IREEIREZ A0 HRE 2 55 Rty -

[0138) AfE—LEAEPF A~ BB EaRENERE F—
Ui R 0 IR0 55— W B R /B EE B B R 2 BT BRI RN AR & 5 B — {lE = (el
TERERFA S bRz fr - Ai—SL B EHIH - BRI B ENAG - {F
FHINERRE I - BRI INAGAHR - fE—SBARE NI+ - BI85 T
E ORIz PR O EL ZIMNET1 2B —ift 2 B E B R
#E o F— LB ENF - SRrZEARN N EERN - f—E B EE I+
BRSO N B E AR - A — e B ESE P - SIS #E R FO (BT FIX )
BUREAZAS o IO ORIF9 2 FNBE -1 R 2B0 AT —itE 2 FORIREAZEG - fF— LB 58
B EREZEACHE N AFFOENR - fE—L AR EPIF - BIREZAS AN
EFOEN - MANEZAEY T 2 6585 N TE7 e 2 B M BT R 2 By,
RIHY H AT ACOR S FTBHL ig<Els - 2 BLfla0Shapiro, % A, 1987, Nucleic Acids Res.,
15,7155-7174 » Burset, %A, 2001, Nucleic Acids Res., 29, 255-259 ©

[0139] fE—BERENF  BERTHBICERIHEE—EER/EE &
B 2 3iBa SRS - IRy " poly-A | (H&REE - fE—HLEREEHIT - MIEE
— B R /B8 B B 2 3 R B T R AR o IR EH R LB T B ER
{EEERPAIL L s T =Rt - Bt a2 B TR (LRI /B IR H B (L (E
SRRPA . T AAL F B ROt E R A B AL - AdE s HpnEiE e aEl K
NIRFIXEIRiREZ A < G 2 BRZag eyl - fE— L BRRE MY - B EILE

S0 - 182 HERPRIIE)
FCP-072421
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SERFYIIAAUAAA (SEQIDNO : 800) & HNTHABY) 24T - (HESHIEEED
UAUAAA (SEQIDNO : 801) 5{AU/GUAAA (SEQIDNO : 802) v 5% o
£ FFI4ONT Proudfoot, Genes & Dev. 25(17):1770-82, 2011 « ff—i& ELASE (5| -
A fEpoly AR » I ZRRS R I v R A AR RT i (L - H R] R fi%0200
{E s AL ¥ (bp) Z%J5000{FEbp » & 40£200{[Ebp 2 £920001{Ebp » F5%04Y500{Ebp
FE&J15001Fbp - fF—ELEAREHIF - DNAFEASHER < R IEFK4I200{Ebp - 2054y
500{FElbp » 2 R4I8001Fbp » 2 A&T1000{E gAY - BREY1500{EmpAE - fFH
i BASE HIF - fESHEN 2 R R 2 /D200(#bp - B¢ Fs % /D 500(#bp - B2 /D
800{fElbp » =55 /110001 bp » E¢ 552/ 15001Ebp

[0140] 1E3AG 0] Ry EERG - BERGEGED 7> B S B 7 B 2 DNAECRNA »
H AT ASRMEEERR (PI0iiiEs ) =05 I AfE T4 - 2 AAnsEEEA] A
BH52010/0047805%% ~ 552011/0281361%% ~ 552011/0207221%% « LIS |
A+ ATET#Eth AT B R ifa SHIEk 2 B 8 R CA 2 A A R A1 2 K <2
FPreg (Pl zixBEINIRERE) - BOIME @ K — RS (LS TR R A
IR 23w - B/ BB E I A — el i e - 25000
Chang% A(1987) Proc. Natl. Acad. Sci. USA 84:4959-4963 : Nehls% A (1996)
Science 272:886-889 o RN PRe&HNIR A% BE S 2 g BRI A BLFE(HAN RIS
IR e A2 R (o s b (s I Bl ~ e Bk I I O-HH Aot B s e At o
B2 BEah < IR E BARIE o nIRIESRE LU R AR NE SRS - BE+ KR
WS EL AR 221 B R BRY NI 2 B o FRVER 0 TP 05 L A SR - fEsRAS H]
B8 2R3 Ie R o IhAh LRSS vl DU ~ USSR E e EC& /)
( poloxamer ) ~ E5RIME & 2 LT 51 A > BCalFE RS (PIBRRE - AAV
PR E - RS 18R ) KIEE

[0141] FE—LEBEEDT  BEAFERNTR  BA AR 2 R

ESTH - #1182 HERPRRIE)
FCP-072421
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AN AT ELFE IR B T ~ SR T~ G T~ WEMZRERG AL (LR ~ RSP
S R B BR T B LB SR < et sl = R 51 -

[0142] fE—LLERREHIT BastEpE L I wmEFY R
AIEFELL et 2 —E S ¢ T E(E (PIAst T ABENET) R/E—EK
ZAEHER(EAL BRI - 2 A EMclntoshZ A(2013) Blood (17):3335-44 -

[0143] fE—SEREHF - il AERIGLUEE R i AR <
WIREET (B0 SRR E2E AR B EGERNETE > BNEE
EHRET) BE) - AEZFHEN T > BIEANATRERR = BEB) HARIR 2 Ed TR

(PR Fe/edg 58+~ (PIANMEEE) T1EaREs ) 280 - BAZAMD » At
BRT > RS RBE IR E BRI 2 BT K/ B3E 5T - fla
AP R BT A A S — M (PR E— ki Mg — M) BT -
AR E RN EEETIR (PIUaESERK - KB LES Z(E
k) ZAEFPAIL T HE L a I ERUE R RRIE RIRE B 2 P - IERE
Al SR RS B RIFEH BRI SRV T BB AT E i Ry
WISENES ZFF - £—EERENT > ZRRERLEEEEEANES 2
B < JEERCHRE M A TR - AE— S BR BRI - R P
FINHEJ (FEHR ) Ry fE1E BEREDNAE L 9] skt SRR IR > R iiE (F
- B R Ry R AHE M (AR S -

[0144] RESFEHHEE 2D WEXERE R 2 RIS L —(
EFz (F—&R) BEmBATRIE LN 2 RmEBY (GRiSREFIEAS T a1
By D EIEAN ) BB BIEAN) &R (FEE) AaHTFL
B A5 [ SmAE TR £ L BE R 2 PRI R RN - AE— LB E P - GRS
FRAIgRmsE M2k ~ DIREERNABGE 58T ZIaHRH] o 2/ VR EZ o] 4Rt —2
A E 2R B F R o fE— S BRRE T - ASCFTeR L B RERAe

S8 - 3£ 182 HEEPRIIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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Har/ Vg & - Hh—EEE (F—&E) 8aRSEmEZZIkZ
HEFEY - m—&EE (B &) BaHPRi 2 Gy dmtSEaints %
IR FPH1] o & BLAIASO i At BN 4R 2 s S RS - R 2
MEFCRTRAE ARG EE— Ty mfd A CRIRPYAE— (5 1 EfE A ) HARSE A(LEEA
TOFFIE LA NRIRFTRE 20K+ a) —(EI&EE (BIAIE 1A FJTssAAVIESEAE
s T NMEFY9 , &) ZERIERY c B2) S—&E L GRSy (BIAE L
FE B JisSAAVIESERE T EIE CfaERTE T NP9, W ABE 2 P 1€
YA ST BRI G ti A KRBT ACR o AN RTE 408 5] < KR 1] (e IR AT
BE R/EETE AR - SEEAARNGE ARG T HNAFHZEET - %5
ERAREE 2 G a0 BEE —EDNASE .47 - EFECRISPR/Cas 24 5 Ff5
#Z WM (zinc finger nuclease ; ZFN) %4t ¢ BRI prE (BN T RUE VI Z M B
( transcription activator-like effector nuclease ; TALEN) Z:%f o

[0145] FE—SLEHEGEHT BB 1~ S e ae R s S IR
BT - BHINE - 2R NE T BEF (PInEREEERES
EHETFHE s HEAEREFRFNREEERE T ) 58F) - {f—LEREHF
ErZEEREaESE EAEEARN LRI ZR I S —BENFE &
Bz o fEFEEEASE I - sIREZ RPN EH AN N & F 1.2 5EEe
TR 4R 2o e s i B 2 B g Fr VA -

[0146] FE—ELEHEEEHT  BuZiERnE s AE S 2N
Frl2 B—BE B a SR il ey 2 S m G 2 5 &EE - HitJE%
BREER > JRA0Lt - HIL - F—EET  RIEFYIRESRI LI > 5 _EET
LR AR G AR IRRES R IR Z 2K - BIR R E SN G5
TIEEERF  AASCFTER 2 T 4RtSFFY) (coding sequence ) | fRfEH &G
il (4RH5) A (JRRISE EEEH 2 e G5 2 B dmREFyl) -

SES9H - 182 HEPRRIE)
FCP-072421
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[0147] {E—SHEBEERF  F—EET RS ZIKA Z RSN
B2 IRA Z GRS P 2 S R B AP Y T BRI 100% B 41k - IR fE—EEAg
BHF  FEEESHEHZIAZEEFY] (1) - mE _&E LI ZIRA
ZARERFY] (2) Z R el G e3> HidrtBFesl (1) BIERIERY1] (2) A —2 -
BYIME - WBEDIRAZEEFY] (1) R/EEREFS (2) "R RS -
FE—EE BAGE G T » — (SR A5 n] S8 S 5 T (B AR SERAE 251 (1) B
WY (2) ZRIEEMAFYIEA100%30 0 100% 5 1k - fe—EEAeE H
o BUEE RIS E A R &R T B GRS A E 2 k2
— RS ER AR — RS EE U TR DI - AR EA 2 T & U
T RiastHGE AR A 2 B R H Al REC A Bt 4G
TERI R4 L EE R L ENE (BT RE(L) - BUEHESFEHEEE
HERBEAT B ET L E T FTE R i s EX -

[0148] fH—EEREEHT S EEREESRAEE —EE ZHBFIZ
T A [B]. 2 #5158 Y K2 5] B e A LA ek D B2 R G R OB - SRR
R EfFYE DR — &R 2 RS L 2 E R I e A - H O
WFEBEGEMEE DI - L FFR T F—EERZ OIS A ZIRA Z SRt 51A]
EAGnst S [ RE RS R -  ZIRA Z RS PR F I B A EDRME - (A BA—2U0E -
S ERET - F_EEEESREE —EET LRI E M (Fl
FHEHET0% G 4 ) KR G AFPA - AL —LEAE AT - BB EHE—E
Fh > SRHE RS o (B E/DI0% 4 ) 2 K [a GAHFEY » ff— Lt B R
Bid - 55 &R S —EEL R 2 GRS TR 2/04730% ~ £935% ~ £940%
&45% ~ 4950% ~ 4J55% ~ 4960% ~ £J65% ~ £70% ~ &J75% ~ £980% ~ £985% -
4790% ~ £995% ~ 4997%E&I99% G fit K 5 EfRFF S -

[0149] H—EEREHT FoEEREEHEE—EERT ZEBFIIER

SR60H - 3 182 HEFIHRRE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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100% & @ < Sz [0 G As P » KRB > 56 et Z FPdll s — ez 2 dRtis 7
Wz seER G5 - R4S > F—EEEEfERFY]S CTGGACCGA 3
(SEQ ID NO : 500) - ifiss _E&EEEESEQ ID NO : 17 [m G A/ FF51-/RE[S'

TCGGTCCAG 3' (SEQIDNO : 502)

[0150] FHE—ELHEEEHT Bz E e A E e i 2@k

(PIEE—2 k) LRSI E—EE R B & 2 IREEER] (HIE %K)

a1 2| A SACIER i | P NN = g SRR 5= L SR W o S T ]

F— L —ZIBAEEIRY » A — S EREEHI - 0 FICATIT - B —IAIR
Bl j2 26 BRI RAE ERY - AE— L BESE G - B2 IRE _ZIEAERY -
fE— S ERE T - BB R 3 DaEEI R ER - 2B0IE 0 B2
Ry KA > B 2R ZIB « (ERS—EH > S—ZIBZA > E %
KR ZIRAC BERES (PIf B (BB R EE) - 22848 - e (B
kiR 2 — (AN ) SRHAHS) - ®ISZIL L mSFII A REEES
—ECEHABRIN L HEE R ZIK 2 FPY] o RN SRS R B R B B e 51
Fe3l o sEAESREY ~ RS (FIg0HIBIt) sEIRIEERS (HIdf% E LR
%1] (nuclear localization sequence ; NLS) BCHZFAL) - 4t Ak 2 4RtE51]
RFEEAERE— S R ENE RN A - BN YI 2 &0
FERESREE 2 Sh— & ES R 58 & ER TP AR A B A TE] -

[0151] ASCFTHAA B8 [ri 2588 o] I IRIB A ST ia R < AR+
Ak « L ERERIF - BB 2k - fE—ERBES+ » 2K
R H P HYEEE LI b I AER (FIROERTHEEEM: ) 220K - A
SCRTERZ T8 5rib 2 ZHK (secreted polypeptide ) | {AFE HIAAE 340 H/EREAH]
BMRMEE PR E Y S EHE

[0152] FE—ELERREHF » ZAILBREANZIK - fE—LBRBENF - 20K

F61H - £ 182 HERPEIIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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RH P HYREEE AN E R (BIaEThEeEN:) 2K « AT
Z "HEWNZBK (intracellular polypeptide ) | {5 BLFE Al AMEAIMIEE L2 A H
AP EEHE -

[0153] f—LERREPIT > ZINHEERZIK -

[0154] f—SLEREHIT > ZINAIFESREERLE - AR ER.Z

"HFEB (liver protein) | RyPISIAERF R AR EEA: Ko/ sAERT R BT s 2
EHE - L—EHERENT > FFEA M EEZIGREGSEHERE - f£—
LERENT - FFEE ME TR st 2 EEEHE R - £— LA
EHIF - A — e S AR A AH SR A > BT E B AT T RG22 IR A —
LEREEMT - ZIKAIEFES -

[0155) f—LEREEPIT - SR BRRRAE BRI - BOIMNS > B—
& F2 K 5 BB DI E T A HE R P - e~ ERE T » &K
RGP 2 3B R Z S iR — & 2 3 AT o AL — SRS E AT > B
& % 2 Sl B & R B AR 2 56 8 L Z 3 i i % © e — S B E Rt H
TRl B R ~2-3-4~5-6~7~8~9~10~11~12~13~14~15~
16~17-~18~19-~20~25-~30-35~40-45~50~55~60-~65~70~75~80~
85~90 ~95-~100 ~ 150 ~ 200 ~ 250 ~ 300 ~ 500 ~ 1000 ~ 1500 ~ 20005, 5 % {[& #%
HEz - FTESOEE T B E A A TR > A —EEAE &
el A BRI RE TP L AN PP P M L -

[0156) ASCA&E N 2 SRS AT S S A LASUEA R 8 A 2 R/ B T — 2k
ZIEFTFROIRE TR B BT o8 < EERE - e —EEREPIT - ASFTE
N EEZREEREA R ERRE - A AREAIT - FIaERE R
Z s RgRe S5 FBIEF R A= (non-homologous end joining : NHEJ) fifi A
ENRRERNES « fE—SERREHIT - AR~ LR R IERR O

SRO2H - 182 HERURIIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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ROTEERAS - (L — L ERENIF - By N ZEE SRR I IRE - IR i
SRS A PR — D713 (firfa]) fei A B PRIBS AL PR B H DA Fe A R0t 4 A
K/ BEREAFRRRE 2 2K -
[0157) FE—LLEREEHIH ATt > SR B & — B (N BT
A8 ACIfir8E (IRES ) - &2 A5/ NRNAJgE: (Picorna virus ) RNAZ ¥ 8k » IRES
FER AL TBAE R BN T 5 1 E O E SR SEE (A - IRESH L E HE—
LRSS S By O RE LR HIE 2 L EZBES o+ s —[ - &FE
B —(E D REAL T REAS & (i B FEEERE nT RIS iz MRS ( T IR TS+, )
TR 2 TR AR o FIEAUM  REEEES P B & IRES LA IR B A R
2Pk (JRETEEBESLN) a2 ZFES o WA ZIRESFFAI 2 EHaiEHE
AR B LT E ZIRESFFSI - /NRNAJRE (HIAIFMDV) -~ HEAEY)HE
( CFFV )~ & B8 RE 3% 53 polio virus s PV )~ &, 031138 53 3 encephalomyocarditis
virus ; ECMV) ~ O3 (foot-and-mouth disease virus ; FMDV) ~ CEIFF
$I%3E (hepatitis C virus ; HCV) ~ &BFEEI% S (classical swine fever virus ;
CSFV) - B[ Mm¥77 5 ( murine leukemia virus ; MLV ) ~ JE 5 2551 = 575 ( simian
immune deficiency virus ; SIV ) S{BRIRfE#E ( cricket paralysis virus ; CrPV ) o
[0158) fi—ERREMIT - ZEEEEE STEIRARFFIESRARSZ
4Rt B SERL PR3 o BRI RP2ARK ~ T2ARKEHSRMY) - (E— LB E
Bl > BMICEM AR E 2 2 B - L —EEREGIT > FiB2AlZ
R3] R A o B (E B 2B PR 2 B RE 2 4RIBIE - IS — BB R+ - It
FEFH] A (e RS AR o B SRS P 5| ELTE TR B IR o B 4wt e 51 (CIRRIAYTR B
EQERFIN) - AERIERFIEED] - HIB2ARKZ FFHIH] /Al BiBIE 2
(A-2A-B) < 2AKZ FFALIES [E—(AREOEEEDA - EHABR2ALH -
EHAKEABI BRI 2 ZRMEESCRE -

SR63H - £ 182 HERPRRIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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(0159] #E—ILEBEHIT F—BERE BHED Y —EXWEDEE
B8 (L 1 /B IRE 22 Te  JRHR PO (L35 - A — B LB
Bl » R (LRSI 5 — B RS0 B S PRARARHS  BIAfE %

"poly-A | ffifEz -

L B’EXTT7A

[0160]  =T{EH ATEHilr<isk o oG 2 S E A H &8 2 H7ARA S
A& 25 ERNATERG N EUE RS ME % £ 78 LIRS - mIRF S [ERNAELLL
Tl (BahEEi i) R - FARNASE ZDNAGEEH] - 58 21CasBm S
CasO Z izl (PIa1Cas9skdmtECas 2 1282 ) © KB SR EFEN P2 E
RAS o BRI RIF AN Z P R A AA SR i FE AR 2 5 [ERNAE A
YJEIr R

[0161] ERIZEF R RIERE L BRI 774 A AR BIanm
AEWVIARE) KBRS 5 I AASATE/ R 2 5 ERNALUKR RNAS [ZH 2 DNA
SO SRR - WASCE—D TRt > JBREER IR RS BEE A R
IEREERS - HiGEES K OISRz DL BlEE iR E RS ~ lRE ARk (lipid
nanoparticle ; LNP) BOHE /M 2 IEIABEIE & A% B - IR se RS Rt EiE
DNAJ#RE K RNAJFHE °

[0162] FIFIEREIRIAZEE < )7 iA R AR B B 7L - AR E RS -
BUUEST ~ BIAE - WAL - IFERS - RIEARER - LNP -~ F5HE 2R E
B SY) ~ tRIZEE (BIAIERDNA/RNA) ~ ATIRERLT R A HERIE 78 2 DNA
#EHY - (£ A B40Sonitron 2000 %4t (Rich-Mar ) #T 2 BRG] R IR
%

[0163] ZASNZ BITRPERZ L AR 25 240 BL15 F AmaxaBiosystems ( Cologne,

SRO4AH - 182 HERPRIIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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Germany) - Maxcyte, Inc. (Rockville, Md.) ~ BTX Molecular Delivery Systems
(Holliston, Ma.) K Copernicus Therapeutics Inc $2fit ~ FFRIRIE 24 (2 RLHIA0
FEHEA556,008,3365% ) - HEE RS AUNM PN =B H A 555,049,3865% 5 5
4,946,7875% K $4.8973555F 1 - HEEERELHAB S ER (Hl@
Transfectam™ fzLipofectin™ ) - GIfEEL[AAEE S (FENREAREEEY)) 25
B AR &) < SR AE P B R il S R AT R 0 HL A SR

[0164] JRAI&tEEHBEBREHASGE A 5ERNA - [HRNAS[H
DNASE & H e fLAGREEREE IR 248 (B0 - BRERS - LNP) & T 2£4Y)
5 LR R B R IR 25 £ Al ECE RS Y ME T 2 dRE =GRS &Y) - I T (REmE
AARTIAD FLURSBLUIR ~ s SRR < AR S 2 — BT - 525F
ARISEFEEATRES - L - BEHE REZFL - TR FHER L E®m A
By ERHY H B PER traih ih B 18 RIEE A -

[0165] FE—iLEHASE BT B — B (EEAG F AR 2 ATt
A 5 ERNAHYMBE IR B Z Rl s E sk 715 T 25
BIZOPCT/US2017/024973 » ENZ LA S5 R Z 2B AR - Frfsd flo Gk
B AR AR SR H B IR X 2 (EAS < (ETRE B ZoR i+ (LNP ) 3
Aoy o] LA AT I 2 5 [ERNA LUK 4R HRNAS [ 2 DNASE & (F541Cas
2Cas9 ) ZmRNAB(HIRNAS [H “DNASGE ST (5EUICasECas9ZEH ) A5 —itt
HIH -

[0166] {E—LLERGEHIF iR AT~ L5 [ERNAK HLNPIRIA £
AT 2 1a 40T (GUVEWNEUERN ) - fE—EERE T - gRNA/LNPIRELH]
RNAS[E Z DNAGE&F] (5540Cas9 ) B4Rt HRNAS [ 2 DNAGESH] (5540
Cas9) ZmRNA%i& « HE—EEEARE BT - gRNA/LNP/REIATASC A it 2 fHAS

ARG T -

SR65H - £ 182 HERURIIE)
FCP-072421
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[0167) F—ELAREPIT - ARAEREANEEE NRASRTE R Z
gRNAMRIA AT 2 775 H P gRNARIEFHLNPIELL - (£ — L HASE 7 > gRNA
(HFEMMIELNPFE, > SEMNAEHAAVAGIELS » MHIRNAS [ 2 DNAGEH] (#]
ZCas9 ) BmHEHIRNAG[ZE 2 DNASGS LR (Bl41Cas9 ) ZmRNAK/BHAGHEE
A A RS TILNPAELL -

[0168] fr—LEREHIT » AFHEME S ASFTHE R ZgRNAKLNP
T2 E—F L) - fE— B E T - Y B & Caso B Rt Cas9
ZmRNABCASCFT AL 55— HRNAS B Z DNAG &R « fE—SEAaE HT
P B E A AT 2 RS ERAS -

[0169) fr—itELEEEWt » LNPEEEYERE. o (LASE - fF—
CERRE BT > LNPEEF/(9,12-IFER(9Z,122)-3-((4 4- - CFEE) T BREH =
E)2-((C(Z AR AN EE)IRE) FE)HE)NEE (M RA3-(4A4-BCERE)
TEREDFEE)-2-(((-(Z L& F)N | E)IR B A ) H BN F(9Z,122)-+ )\
-9,12- " ¥&BERS) ) B S —a] B T{EAEE - 2 RAIPCT/US2018/053559 (20184F9
A28HHEE ) ~ W0O/2017/173054 ~ WO2015/095340 FzW0O2014/136086 L, Jz H:H~
Fieft 2 2H R HEE - i —EERE T - fELNPREE 2B T > flanBr5E
TR AT (BT A - BN e T (EAEE GlpHifn E AR5 HET-HY ©

[0170] H—E£ABREHT - BEHENEHESHAZ AL 25 E
RNAS Z{E—3 » HIRNAG [H 2 DNASE &R K/ BCASCRTE R 2 st sRag ({1
EEEESRAS ) (FamtRElE REkAie LBy ) AEReE ZRo R T R EC e
FEEZ KR F1ET 5 2 R HIWO0/2017/173054 » HNZLLE TR HREEA
AL

[0171] EEFAINRBIREEY) 2 FFTE > BAEMEZFL AT AR ERE
ASCHTE R ZgRNAR 2T —% » AL —SE BB ERT - BEFL AR IEEA SR

5

I

SRO6H - £ 182 HEFIRRIE)
FCP-072421
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R ZgRNAH Z (E—F » A EERE A [E 2 [F TR < IRNAG [
DNASE S| (5E40Cas9 ) BidmtEHRNAS [~ DNAGE S| (F540Cas9 ) ZmRNA
—tIR L o fE—EARRE I - EEFL RN EIA A HE R Z gRNAS 2 (£ —
B RS i < RS I EREG

[0172] FEFEEBEE T AR THR RS E S AT 5 EF5
F ZE—F L E 2 HRNAF 2 F—F 2 DNASFSECRNASAS - [ FLEEAS
BHd » KEIREEREA S Y 5 [Ept 2 £ —F WL E C DNAKES
BRNASLES - AE—SEEAEHT - FRS [ERNARY S - SieE—F B a1 4R
55 [BRNAZZHE o FERTES [ERNA Y B BB R R BE+ - 5T - 3
BiFFY1 ~ 4Rt HRNAS [H 2 DNAGE S (Hn] BaEiCasO 2% BElE ) 1% B8 K
B RIFARN BREERRE - A —EEREHT - SisE & — S HOA AT
L GmiECrRNA ~ tRNABCCrRNA K trRNA Z 12 H % 75 -

[0173] {E—HEREHT SEEE S HRESEseRNA L HIEFY
FARHE M RNAG[E  DNAGE & B ( H 0] £ 58 W1Cas9siCpfl ZCastE H ) Z
mRNA - £ —E BT - HIEEE - Z(HARMEaRNA « rRNA 2 H I
FI Fe 4t HRNAG [ 2 DNAGE S A ( H A Ry 5B U0Cas9sCpfl 2 CasfEH ) &
mRNA ° f£—{H BAEFIF - CasOBsK B REIRHEEKE (J/RRISpy Cas9) - ff—1b
BEAEHIF » 4RiEcrRNA ~ trRNABcrRNA ZtrRNA ( H ] BysgRNA ) 2% H ik
FRAIEE LI N B DU T B4R« #E 2K 2 RIATEAE Z CRISPR/Cas 47 < EHHEFF
H| 2 2R —aR % 2 5 B o flEcrRNA ~ ttRNAB{crRNA K trRNAEY
HAR B E— S Easia/ryl > KR yas i Teih I &4E
A%+ ANELCrRNA ~ trRNAB{CcrRNA K trRNA—RE R 2R &3 2 141 -

[0174] FE—EEHEEERT - corRNAKrRNAGH—{EHFG A 2 IR
Bz dmhls - AE A BB E T - orRNA RrRNA W] R B dmtls - AE— L AASE

SROTH - £ 182 HERPRIIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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B > crRNA K rRNA TR IR B — 1% S B A Smtts AL HAEARSEHIT > arRNA
KetrRNA R B — %% 2 A [EI R 4wt -

(0175 fe—LEREE P - SRe A BIRIREY - M EASE I - sie
A B &R IERY o S ERRE AT - SRR T » IFER - JEiRE
FORKLTBUREREELS - FEIRFIMESI RIS EIRE RS - WERS - RRER
AT EES - A Ehe ~ BT WEaie R E0S -

[0176] f—LEREEPIT - Sie ] iR Esie - A —SHIRENT - %
g o] L Ey A R e A IR N 5 U - B0 S - IREsEie I fE —
A EHRE LA ~ PR LU BT E B LA R s Re &« — B (M Ik 38 4
2L - ZRFEFMITUEREEE - BESCR - RN - BREREs - w13
ek o o AL EREMT - IFEERRE L iR LUE SR A
BHEEE AR R ZINRMERPA - AE—S A E AT - JHaaie i B g
ZTEEGER - AE— S BREHT - fEEE TR ESE L e HRTED o
S EEEMT - RERREFY B EEEERNET OREER (5015
Gl AEEBLERREEMIER SR - —EERET - JHEaie ]
FtBBIRAIARIEY - AL~ ERRE P - REEie i B & FNRM S ek o = 2
FPAI LA BE SRS b R P o 2 30 - AL~ AR BRI - Wi AN s
fAEAIRY - SRBIS - W5 1] Ae s 22— B Tt B 25 2 B IE it S AS EL ek
REEENR BT TR O REE sy (GEREES ) - BB R T > Al
BE—ES A R IS A T o L ES 2 — B B4 0 5 | A TS AR LA R AL
ATt 2 &G e - AL ERRE AT - WE A~ afiiReE - B0hs
5 i A S B 2 L B MR R B ARG - AL R E P - A
T & SRS 20 m] Rt S et R BT I e oy

[0177) JERBIMESI IR SRR EERAERRTE (AAV) 558 - 189HE

SRO8H - 3 182 HEFURIE)
FCP-072421
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BRSBTS EEE (helper dependent adenoviral
vector ; HDAd) ~ BE4lfEIB I3 (herpes simplex virus ; HSV-1) %8 - mapgae
T4~ IR R S S - LRI - AR T BAAV
A - (A ST o R T RO -

(0178 fE—Le ELRSEFBIE » TAAV (i S BRIIEL - BB R RIS AE
2 AAVELREEHAAY  TAAV | ETHIR S IRE S ST - T8 TAAV
HFEAAV] ~ AAV2 ~ AAV3 ~ AAV3B ~ AAV4 ~ AAVS ~ AAV6 ~ AAV6.2 ~ AAVT -
AAVrh.64R1 ~ AAVhu.37 ~ AAVrh.8 ~ AAVrh.32.33 ~ AAV8 ~ AAV9 ~ AAV-DJ -
AAV2/8 ~ AAVrh10 ~ AAVLKO3 ~ AVI10 ~ AAV11 ~ AAVI2 ~ th10 f HEE &8 ~ &
FEAAY ~ ZFAAV ~ RAAV ~ FEAAV  BEIEBVIAAV - JLEREBIAAY 4T
SEAAV © AAV. 5 T L 2 RS AP 91 bR K24 KU S FE ) (terminal
repeat | TR)  RepZ& [ F R K BT 2 FEAIAE B LG B P XL 55
AT SO SO GenBank 2 /A SEERRIEE P RE] - MDA A 2. T AAVELHS
(AAV vector) | (5B &7 FLH AAVESARESI.Z FERFES CIRENEAAY S
BEAFFR) -+ SR & ARRERTHIE BRSO IE Y FrIRTAAVAAY - HESA T
HEZAAV] ~ AAV2 ~ AAV3 ~ AAV3B ~ AAV4 ~ AAVS5 ~ AAV6 ~ AAV6.2 ~ AAVT ~
AAVrh.64R1 ~ AAVhu.37 ~ AAVrh.8 ~ AAVrh.32.33 ~ AAV8 ~ AAV9 ~ AAV-DJ -
AAV2/8 ~ AAVrh10 ~ AAVLKO3 ~ AVI10 ~ AAV11 ~ AAVI2 ~ th10 f HEE &8 ~ &
AV « ARV« RAAV « EAAV - BEEHVIAAV - JEEEIEHVIAAV R
EAAVIHRIFFS - —fRiMTS - RIS (BUERR) (R 2/ b—(FH A —
B R (FIAAV 2 BRI AR5 Cinverted terminal repeat sequence © TTR ) 3¢
I © AAVEEET] S EEREEY (SSAAV) BCELRHTY (scAAV) o

(0179  fE—iE EAERHID - 1BFE T AR AL o LA
B BT BIREEE  A—EABEDID - BT AR

el
%

ﬂ]ﬂfﬁ}

HHIIH

SO0 - 182 HERIRIIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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RS ) B EE 0 HbRS RS R E AR (ITR) REHEEESE ( "1 )
ZANZ FTAIRERISE GIRE TR UG I A & - 1 X HA B E
F o SR EEAES T HHSV-1808 - /L — AR EPIF - BRHSV-1. 2 S KR
BRI - HAEHMBERE T - HAEEREIRKREAY - B0E - &
PREFEIEERYI] 2 bl T Ee R R A SR o 2w Bhm s LR EHE - 1%
FRIEN IR LA 2 MIFR30kb 2 HSV- 1588 1 T B & - ({CEINEARE
T REERE ] RS ERR T4 - A —EERENT - BB ENEEER - G T4
A RESE A 4R M BERIADNABRNA ) - fEHA BT RIS - REEEs bl
iR ERRS o A M EREN T - REsie ] B E R EEAe o (68
REABUNEERE Z AAVEU KRR < BREE 0T - R Rl AEs—
{[FHL S DURIA A ST~ < B8 24 < R ER4H Y - B0 S » —(HAAVERS
e H RS NCasEE H (FI41Cas9 ) ~ FIRNAS [H 2 DNAGE G P51 - ek
CAAVEEG I EH B ES [E A

[0180] {E—tLEAGE (I - HiAs vl setshBdiit t « — e EARS P51
L o AT EASE ST - Y] HEEAEERL - 1HY) - RaRsH ALY
L EHAZAN - A EREHT - B A A YA o A EEE
B ERx AR A RrEEn s dine - £ ERE T - EARMN AT A AR
A o BEEHA[EEE 2 dipE T 2 R 2 SRS FAERT B Rl s P BRI - fE—
L EREOIT - BE ] BEAA - £ HMBERREN T - BEF el Eam LA
FREAR (efficient/efficacious ) ZHLIH - 1£ X HAMEARE R F - BE)+ 0] 4EE
FAB RS HDgE - BUIME - BEF I BEAEE RN EERREEEEEE
IR E R BN AT

[0181] {E—LLERGEHIT - SHS v B & A Al « RS CasE H

(flIaCas9 ) Z HIRNAS [ 2 DNAG S H 2 EHREFPY - £ —S B E T

SET0H - £ 182 HERPRRIE)
FCP-072421
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HEAS AR < I BERE 7T B CasEEH A —EBISE NI - Sl AK T B E—EE
WEAENE < L E M P L AEA - AEHAM ERSEHT - #iiE A n] B EiR—(F
IEILILNE < E Y AEA - AE— R ERRE ST - RN
ZI ey B /D — (i g SRR e R P 51 e SR R R - AE— LB E P - 4Ri%
BN < e R ey B /D —(E RS m] e R st i -

[0182] {E—tLERGE G - S vl B & A Tl 68 SR AR
R TLE—BHEE - A -HERENT - ZIFAR B /D —(EiE 5 e
AEERIFR S TR R - fE— S BRRENT - BIRERA 2D —(FERE
AR ERE - LSBT YT - RIFERAN BERE) RIFER TR < BE+
P

[0183] FE—LLERBENIF - BB F ol HaHpA! - D[R E S H—:
Ay - fE—SEREHT - BE T RAAREEE T o FRRGIMEGIRM:4E R EL
BB fEAAE E AR Z( cytomegalovirus : CMV )T R HIELES - J&IK 2 SV40)
BB~ B E M E] (MLP) Br@h+ - 5585 (Rous sarcoma virus ;
RSV) B#T ~ /N FLIRERE 5 (mouse mammary tumor virus ; MMTV ) E#)
+ ~ BEEE TR BABES (phosphoglycerate kinase ; PGK ) E{&)+ -~ &R F-a
(elongation factor-alpha ; EFla) B(&)+ - ZEEREF - HEIELREIT -~ ¥
BEEORET - RIENREQRET - RUgetR REEIAEE o f—F
R - T ERENF > BEI T BCMVEE) T - L —LERENIH > B
TR R4S < CMVEE) ¥ - AEHAERSEHIT - BE)+ o] BEF1af@)+ - 1£
—EBRREHIT - BE) o] B el A ERE T o JERGIME SR AR E R TR
FERTFE T EETEE Ot - (LEWE - IR - &8 - HEE - A REEEAE 2 BE)
¥ o AE—E BTN - WRERE O BEAEER (GRS ) RFE A
SHERET > S50 Tet-On"E@)+ (Clontech) -

ETIH - 182 HERWRIE)
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[0184] {E—tLEASENIF » BUE)+ 0] eSS —MERE)+ - (I A
t R EHE M BE T

[0185] &HS A — D EEHIEA AT 2 5[ FERNAZ B HEEFP Y o
i EREEH - SEEE—FS I ERNAZEA - FHMEREE+F > S
BB —H5 [ ERNAZEA - [EEAEB—#5 [ERNAZ BREHT » 5[HE
RNAG] A —F LAE R m A [F BARRA > 2] —2 A HEE [ AH[E) B 2R
Al o fEH P E A S A —(F5 [ ERNAY — L HEEE Mt - Z5[EBRNATEA
HANEI%rM: - sE{EEECas RNPIE G Y2 BIIHRNAS [E 2 DNAZEERG ~ 18
EYINEEMEEIREN: - A —ERIEE T - $RhE5 [ERNA Z 2 H 5]
sEUIEE) T~ 3' UTRECS' UTR 2 2/ — (i s B e e B 71 T $R A g - A
—{EEASEHIF - BB o B IItRNARS 2 (RNAB(#)FEURNAFR&HE - 2
Mefferd A, RNA. 2015 21:1683-9 ; Scherer¥s A, Nucleic Acids Res. 2007 35:
2620-2628 - fr—EEEFEEH|T - BE) T 0] HRNAZ&BFII ( polymerase I11 ; Pol
1) B - Pol IR 2 JEMRMIMEE B & FEUORE) T R H1 B @ T » fE—2E R
AEEPIT > gmiE 5 [ERNAZAZE B P51 n] B/ N B B AR UGRI Bl - 1] 152 i 72
PE o AEHAM ERE ST - 4RHES FERNA AL E RS FE 4 0] Bl N Bl A\ KEH | @+
a[HR(ERERE - (F EAIB—ES [ ERNAY BTN » FNEEERIE > @)
FAMMHEECARE « FE—EL AR HT - HETERNA ZcrRNA A% HEE K 4R
5IERNA ZrRNA Z A% 5 B ] fR LM [F e F o fE— S BREIT - %
crRNAZ % E e K AmtiSrRNA A% 5l o] i H [E B E) 568 - £ — LB R EH
§1 > crRNA FRtrRNA W] gt By B — i) - 22BN S » orRNAKrRNAH] 1 B —
R TR B LY B 7y 75 [ZERNA 0]l - crRNA Kz trRNA T3 B
77T 5IZERNA (sgRNA)  fEHAEARE T > crRNA K trRNAH] 1 I ]
SAG b ¥HERE TR o A£ L HAEARE BT > crRNAKtrRNA ] {1 [Fl5kAS

ET2H - 182 HERPRRIE)
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4R -

[0186] {E—LERBEPIT - iS5 ERNAZIZTFB A A L& &4
et CasEE H L IRNAS [ 2 DNAGE S HI 2 % HBE PP A IR AHIESES b - AE — 1
BASEH|F - 5 [HRNA 2 FIH e eEMICastE H < HRNAS [ DNAGE &7~ 3
A HE B ERE) FEeE) - fE— S BIREHT - 5ERNA 2 R o] hEa S
WCasfE H < HRNAS [ ~ DNALE &I« F36 2 AH EIEE)F588) - f— L BASE
e 5 ZERNA K gE a1 CastE H 2 FIRNAG [ 2 DNAGE & Bl g 0] & B —iH
SEYIN - BB - 5 [ERNAT] B EEAICasEE H 2 FIRNAS [ 2 DNASS & 74
PRV R (untranslated region ; UTR) N » fE—2EEARFHIF » 5[ZERNA
RS 2 5 UTRW » AEHAL BASE B - 5 [ERNAN] i #Esr) 2 3' UTR
A e FE—EL BESE G - i35k < AR IR A EL3 UTRINEH 5 3ERNA
Hi¢maam s UTRZ REMmM4EM - fLE/NERERIF - 5[ ERNAT RN E:
VI NETWN - E—SEEBRERT » aHEHENEMLS [ERNAZ NG T RIMNITE

TR B AE SIS Y B E BT R S [HRNA -

[0187] {E—HLEREHT HAWESEHE LG - A —LEREHT
A A B —(HE =S - AL HAN BTN S AT EE W EEEE -
ERYNERRERIF - Sl A% TEE = (EHEE - EEATESIERNAAR
THFECE fEH T ERNA Y ZAEHE AR - 38 240 [ E e s =HEHE - £
BRgEMF » SRS TE A WA T . fES SRS - i — B
O SRS TE - E SRS i - A — S EEERT - SEE
ZH AP E S RIET [ERNA X K/ BRI HRNAS [ DNASE SHI 2
8% - ZHRNAS [~ DNASGE S HIA] BagdlCas9 2 CasEEH - /£ — L BAGH
§ o 4RSS [ERNA 2 Ko /BRI IHRNAS [ DNAGE S RIS NG < 2 25
HECH & R B 2 A S iE 2 (B R e L siis rik o BEEie L - £ R

ET3H - 182 HERPRRIE)
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RREOIT L E—FT > BREAGEELMFEY] > ZERIIEREA RN OA
ST S BE - ~ E5E T~ SHEIRRY o R ERRE AT - SEE RGN R
B A EeE R (Pl aERe) JEEAERNZ KRR - £ —SEERE
Bl - FES R E S — S (AGRIErRNA ~ ttRNAE CcrRNA FtrRNA L #ZH BE Fr
F - i~ BRENF - iSRG B (ARIEsgRNA L H 5 K 4R
HEHRNAG [ 2 DNASE S| 2 mRNA » 3Z HRNAS [ 2 DNA%E &7 0] £ Cast%
Bzl ( HI90Cas9 )« fE—LE ARG E HIH - EAS R 9 H & — 2 Z (H dmhGcrRNA ~ trRNA
ZIEH B R AREHRNAS [ 2 DNAGE G 2 mRNA - 5% IRNAS [~ DNA
S ] RyeEdNCas9 2 Castz el o AE—LEARSE P - CasOfask B RERRHEEK
(7REISpy Cas9) o ff—tEHEEEH|F » 45HEcrRNA ~ trRNAEcrRNA FtrRNA
(E A BysgRNA ) 7 HH Y& LT BT AN 4« #E K E RAFEAE

Z CRISPR/Cas %4t < BRI < BB — & 0l 2 5 [H RS - #iAE 4] &
aREELI N T EFAEA 2% ¢ orRNA ~ tRNAEB(crRNA F2trRNA » HA
G 2B 2 DL N U N H A ¢ A BerRNA ~ ttRNABGCrRNA K trRNA—HE
RN 2 B

[0183] {E—LLERGEGIF - Hie 2400 B & i ERE) T LUEE R H IR
% BRAHAE 2 2 FAIRTRIR - FRIRMGIM: B M vl 55 LB + B 4E v 5 rh 24
8O0 (LEYE K 28 - BERE - ARSERERET - L8R
REEMIT  [SEEEE T A REAEERE (JRERE) RRE ZFEEEE T
st 0 Tet-On"E#)+ (Clontech) -

[0189]) {EERYNERGE G - EiAS 240 0] B S dHME—MBE) + DUET LK
HARA SR EARSRT L1RFRIGTRIA -

[0190] SASELES A nIREMIE'ERS ~ oKk T ~ AESMSEUMER IR
% o EES/R RS HAEE ZORKL - (LNP) #R2E - —BEUE (M5 [HRNA ~ G5RNA

FTAH - 182 HEERPRRIE)
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~ DNA%SE (FIHIMRNA ) 56 & 4RAE FRE (7 FEFl- (Al peshas o] B 1
S LT T B SRS - 20K T - RISMBSR AR BE AR, - — =%
{15 | 24RNA - £54RNAZDNASEST (HHIMRNA) 26 45 RRE A 2 F
511 (i B SR T BB S DA (T 4R & Tt B FHL NP 2% « A Bt~ LNP
FLNPYIECY) b 2 (£ —2 B R E S [ 2 « CastiBels (s 4RRECaskkaNs.”
MRNA) ~ HAH & R /oh & BRI s - fr S EL gl WS a s
PUF %2 LNPAIRRY) | RNALH Y RASTI4E Sy  Hep R4 4 B4 s A0 2 o]
. TTHE T (LRSS > WA ¢ FLELrPRNAYH 36 & 5 RNA R /B4R HE Castiie
5. mRNA o £E— 608500 T > HSREAH 460 & A o] et 2 o i 7 (LA RS ~ S -
DSPC FzPEG-DMG -

[0191]  EESRM - AU FFE T 5| RNA ~ FIRNAG [ DNASE S (]
HMICast BABG BUARHE Casty BAN 2 1 ) (LB M S B T 68 AR IS BT B e
WX - BT > 51 ERNA - CaskiReNG RS SEaS T EHAL (BHDAAV) 1
# - TR > CastiBENE (22 smRNAT ) 2/ogRNAT] HEAEELLNP
G > TTHSERE T BRI AL - 0N > FREDEE 2 ST AR SR R
F -

[0192] 1E—E ERSEE » 7R S THLNPH 2 5 HRNA R
RNAZ (257 DNA%E & ] ( SEA04RHECasORABANG 2 mRNA ) 1£ 535N EL BB BRI -
T H TS S ARSI B 1 AAVIRS TSRS - B
5[ #ERNA % 45 Cas9. mRNA ~ CRISPR/Cas9 LNPTT AR /L T - AAV {0
B TTARARINIL T o

(0193 7[5 2% 24 T 5 3B A o455 B A ]9 ot £ £ 20 AT
B o FE—i ELBBERIE - (EBBRESERS . O BIRNA R CastiBaNG TT1ES BN B E RS
BT — (RS ~ (AL - BIEHLRE - —(FLNP - R{HLNP - BBLNPaLL

FTSH - 182 HERURRIE)
FCP-072421
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HEPERES - A —EHRENT - 2H8EEH A R/EEILNPS & Z (RAS R
A 1] AL R K B BRI 2R/ B B RLNPG o BB [FILNP—iE 2 X E 5
(RNP) 7025 [ZERNA K /2 CastZ B4l < AT (HIA0491 ~2~3~4-5-6~78
9~10~ 1112~ 13 ~ UREKFEZKR) {EERNEGVENIELE - S ERE D
o R AN ER  BRHA - #8=K - BUX - 818 - GWHHAE
eI 2 R e TRk o £ EBRET - SRS A L — R
b > BIAAESE 1 ~ SB238 R R3FIRIS  (E R —E P > EFRGH /=i
JHLNPE G EGEFLNP—EE 2% EH (RNP) B2 5 ERNA K Castz L
IR 2 H RS 2 BLNP G & 2 fE AR < A (PIa0&y1 ~2-3 456
782910111213~ UMREEZR) iGN ENES - fi—%H
BT > BEAST[ERNATEANER - WK ~ =K - UK - &8
(STc HEEEVUIE 2T R o S EEEMT - HEHS1E
RNAHR]DL—#8[E0 - PIAIFESR 1 ~ S8238 K SR 3iF kX - fr—SeHAGE BT
Castz el i] 4L 2 X I& T RS > IR - BWK - =K - BlUX - &8
B - F=AEIEEX - fE L ERENT - CastzBilg 1] LL—HERS -
PIAOESE 1 ~ 5528 K 35318 5

LLfH
E%Ti

3% o

IV. ERT7A

[0194] ASCHTER L gRNA K& & 574 K SHER AT F A 1E E40AE.Z
NBHEEEREZNE T INARMHEA R ONF) &R - fE—SBiGE 0
B ASIER M ETE AL A BEBERNE ZWE T 1WA RRERN 2
2 HEERE LA CERNEGVEN ) T ASCRT#EI 2 5[ZERNA (SEQ
IDNO : 2-SEQIDNO : 33tf 7 {F—3 ) - HIRNAG[ZE ZDNAGEEH] (a0
SR Castz el ) KBl dRiB R L BIRS I 2 PP o 2 RS sRe

ET6H - 182 HERPRRIE)
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[0195] ASCHTa R L gRNA K& & 574 K sHER AT F A 1E E40RE.Z
NHHERERNEZNaTINERRER ONE) &N - £—EEIBEHH > K
SRR L TR NHEEAERE NS TINRRERERN 2 77k H
Ba AL CERNEEVE N ) T A SRR 2 5ZHRNA(SEQIDNO -
2-SEQ ID NO : 331 2 {F—% ) ~ MIRNAG[ZE ZDNAGG =R (HIIaIA LA
It Castz el ) J /B S4B < BIRZIN L Fryl 2 RS sRag -

[0196] ASCATE/RZgRNA K&t 574 K 41 RV 78 3 AN SCRTH A
JaF (RS < FPHERE - A —SEERE 0T > ARSI HBIRE 2 7
2 HEERE LA CERNEGVEN ) T ASCRT#EI 2 5[ZERNA (SEQ
IDNO : 2-SEQIDNO : 33tf 7 {F—3 ) - HIRNAG[ZE ZDNAGEEH] (a0
SRS Castz el ) K Bl S dmiBFREE L 2R o2 (AR -

[0197) ASEHH Z &R K 575 AT AN — 25 7E AR - AE— 25 H
AR E BT - 15 2 AHAE R AT REATAE ~ M CAIRE s RN - A — S ERE HIT
15 EAA R T &l < JE 7 2R - SOASCRTRERT & T IR 244 (non-dividing
cell) | HIEEARME HA 733 Z SR LARA 73 ZHE Pres P AE A AR 7 2R
JEZRETT < FRRGANAE - BOIE - FHEAIRE IR R AT (BIEZ BT
e ) o HERRIHA 32 - AR GAIRE > 2U0E - FEREE R irE RN B EE
EERER R R o A BT o IR AN AR BB Ry
e > HArEJRE#E (homologous recombination : HR) A S {E{EHHAE 2 &
EDNABTZE 2 £ B 2 4R - fE—LBREE AP - T IR 4N fAfEdIa
MR R o 2R > H P IREDE AN S (NHE)) RS R4t 2 BERDNA
B F B 2 AHIAT o o SLATRTRR AL E S r A OINHEJ S DN A B 24UE
1EH&F s Sk - 22 RLFA0Tyama, DNA Repair (Amst.) 2013, 12(8): 620-636 °
A EAEE AT 5 ZAE RS EA PR AT AT - AR TR -

FTTH - 182 HEWRIE)
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A EREMT - fF LA REN/NE - RERREO AT AR AT SRR -
A EREMT - fF 2 REN/NE - RERREO AR AR -
H—EEREPID - ASGREE ESCAT i 2 B & AT R 2 R RS 1E
FAIAE - AL —EERE T > HZMIERIR A ATE s L BRGNS
EIEFLAN IR o AE—SHRE T - AR MAS R ARG Z1E
FAIAE - ALFLEEERRE BT > 15 ZAAE (AR R 1 Z AR T BORE A S T
i 7 BE R R 1SRRG K 56N ZFN » TALENEKCRISPR/Cas9 £t < BN 4R 2451

s
ﬁ"

r\F&F

[0198) fE—LHBENT » Z7AE—FaaEkpazEIEA -2

{EH ~ ol H ~ 1FBRFBRZFASR - AL —ELHRREPIT > AP E
LA B E 2 R 2/ D HEA ~ 2@ H - 6F A ~ 1 FEEQENR A
B - AE— L ERERT - EEREANTIXE R/ EE KERER/VIER -
2 H ~ oA ~ 1FERFEAR ~ AL —EHEREMT - FIXERZREELE/EEE
ZREDTR ~ 2/VIARNED8K - AEFNAFRE BT - Z A B S B
B ZBRRANTIXIEE R/ EEERF 201~ 2 - 4306(M A2z /b1 ~ 2~ 3~ 4805

7

[0199]) fEdRFEABESEREF ZE/NEARE M - [Hi8 2 RO E
HEaEERERN - Z A EHEE  EBROEN BT EEEEREOE
HEEZ+5% ~ +10% ~ +15% ~ +20%5+ 50% £ F B E R+ - ([Hig
HEHSEMARNARGERZHRE HEH e8NS M2 (Le/4H - 858 - 12
20 o (r R ERERT - HE 2 OEASERE N BRREEIER
B el ZEFHATEESRENFINROENSET L BEET W -

[0200] {F—iEREH+F ASHFEESEHEOAEAEEROE
AEA (B{r b E A SRR ) 2 HIAS R 2 a8 FAREETE =

ET8H - 182 HEPRRHE)
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SR EES TR A A ST AL gRNAT 2 (£ —F B - HESHESEE (Fla
SRS FIX 2 FPoll 2 B mifEsRas ) ITRNAS [ 2 DNASE S ( flaiCastZ L
i) - AE—LEBEYT  AERHESEMENABEEEONETIZHEGN
& (PIaE A EA R ) ~ 7 As R & mfE F A ETE
SHREEES TR A A ST AL gRNAT 2 (£ —F B - HESHSEE (Fla
SRS FIX 2 FPoll 2 B mifEsRas ) ITRNAS [EH 2 DNASE S ( flaiCastZBL
i) - AE—LEREPT - AEHE S BHEENL2EBALE (GEORAHSREHT
AHRETE FAHRE ) o AFAASRAGARIREE (Planfe H A R e Y ) 2 7 AE
iR (F1E T+ AR ETE T AR T BCR IR A AT I gRNAFR 2 (£ —
NE%E ~ SRR (PIESHEERFIXZ P2 #EiERES ) RHRNAS|
H ZDNAGEET] (PICastxBERE ) - sEWlZe e BArE (U aEOEREZL S
AR (PIONEF1) ) ZERRREREEA Z fi A iE RN IXERI
HEE A0 AT AR ECAT B AR 75 T AR BB EE S A 2 s 2 - fE— 2 H S
EHF - AEHEE B ABROESERE 2 NEF1 (FIa0feE b E A e
H) ZINEEM R & [F 15 T AR ECE T SRR T BRI A S T i
gRNAF 7 (F—F L - IR (MU SRERFIX A B niEsE
#8) JHRNAG [EE 2 DNAGE SR (FliCastz gl ) - F—HLBRBENF » 5[E
RNAGEEASGEMEANEHERERE ZNEF1 (SEQ ID NO : 1) Nz Z/D
15~16 ~ 17 ~ 18 ~ 19220{FE A REAZ I~ 5 [ EFFH - ff—ELBRRERF - 51E
RNAfLL3E [ FSEQ ID NO : 2-SEQ ID NO : 334H /% BE 2 FE5 2 /015 ~ 16 ~
17 ~ 18 ~ 198Q20{EARAZ H I - A5 — L BASEPIF - 5[ERNAG S BLEH HSEQ
IDNO : 2-SEQID NO : 3341k B FEFI EAT ZE/095% ~ 90% ~ 85% ~ 80%5K75%

—HMZ FPA] - AF—EBAREEPF - AR 5 [ERNAREZEEH HSEQ ID
NO : 2~ SEQIDNO : 8 ~ SEQIDNO : 13 ~ SEQIDNO : 19 ~ SEQIDNO : 28 ~

ET9H - 182 HERPRRIE)
FCP-072421
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SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQIDNO : 32 ~ SEQ ID NO : 33401k > B
5B AT — L BASE PIT AT 2 5 [ERNAR S {F KB E HSEQID
NO : 2~ SEQIDNO : 8 ~ SEQIDNO : 13 ~ SEQIDNO : 19 ~ SEQIDNO : 28 ~
SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQIDNO : 32 ~ SEQ ID NO : 33401k > B
AN 2017 ~ 18 ~ 198R0{BA R H i < 5 1B Y] - fE—L B aEgrd
ASCEE R B BRNAR S FISEQ ID NO : 34 ~ SEQ ID NO : 40 ~ SEQ ID
NO : 45+ SEQID NO : 51 ~ SEQ ID NO : 60 ~ SEQ ID NO : 61 ~ SEQ ID NO :
63 ~ SEQIDNO : 64 ~ SEQIDNO : 65 ~ SEQIDNO : 66 ~ SEQIDNO : 72 ~ SEQ
IDNO : 77 ~ SEQIDNO : 83 » SEQIDNO : 92 ~ SEQIDNO : 93 + SEQID NO :
95~ SEQIDNO : 96 ;ZSEQ ID NO : 974Hpk 2 B~ 5 [ e 5] - T —L ARG EHIF -
KPR 2 5 ERNAE S ELEEH HISEQID NO © 2-SEQID NO : 334Hp 2 B
FPAIEA 2£/095% ~ 90% ~ 85% ~ 80%E75%—Ei M 2 5[ EfPF] « F—LHEE
B AR 2 5 [EERNAG & 1F R H FHSEQ ID NO : 2-SEQ ID NO : 33
R BEZ FRAIZ /017 ~ 18 ~ 198Q0(BA R H B < 5 [ERFA - (£ —HE5
EHIF - A e~ 25 EERNAEEEE H HSEQ ID NO : 34-SEQ ID NO : 9748
R B 5B - AE—LBREHIT - Z AR ENIT - F—HE5S
U ZABREERNT - i —LBRE0+ - fREERE LS R
RFIXZ Al B RfERAS - fE— LSBT HT - 18 £ AAEsE Rl -
FEERNEASE P - HF At A A -

[0201] FE—LEASEHIF AR ERINFIXZES | AE T 4HiEEE
FHREEEF 2 AR R » HAE ST T EGRIA A ST 2 gRNAH 2 (£ —F 5
%% ~ HEEER (J0ESHEBRFIX P2 BrfEiEge) KIHRNAS[E
< DNAGEETH] (FlalCastz el ) - AE—ELBARE T - 5[ERNAR S EHAEH

SoE A NHHEAENELZAET1 (SEQIDNO 1) N ZEEZ £S5 - 16

580K - £ 182 HEPEIIE)
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17 ~ 18 ~ 198R0{BARREZ H L < 51 E P51 - fE—ELARBEHIF - SERNARE
BEEFHSEQID NO : 2-SEQ ID NO : 334Hpk Z BEZ 5412 2715 ~ 16 ~ 17 ~ 18 ~
198520{FAF AL EE - £ — L BRREHIH - SEERNAE S EEEH HSEQID NO !
2-SEQIDNO : 3340k 2 B 2 B HIEF £ /095% ~ 90% ~ 85% ~ 80%5K75%—F M
Z P AT~ AR EBIF - AR 2 5 I ERNAG & EEE HISEQIDNO : 2 »
SEQIDNO:8-SEQIDNO: 13+ SEQIDNO: 19+ SEQIDNO: 28 - SEQIDNO :
29 ~ SEQIDNO : 31 ~ SEQIDNO : 32 ~ SEQID NO : 334Hpk .~ Bf 7 5[5 -
1 — b ELASE ]t » AT B ERNAR S E BB E FHSEQID NO : 2 ~ SEQ
IDNO : 8 - SEQIDNO : 13 ~ SEQIDNO : 19 ~ SEQIDNO : 28 ~ SEQIDNO :
29 ~ SEQIDNO : 31 ~ SEQIDNO : 32 ~ SEQID NO : 334Hpk Z B 51> & /b
17 ~ 18 ~ 198R0{BARREZ E L < 5 [ HFF] - A~ BBEEHT - AXFhiEns
5[HERNAESEEEFSEQIDNO : 34 ~ SEQIDNO : 40 ~ SEQIDNO : 45 + SEQ
IDNO : 51 ~ SEQIDNO : 60 ~ SEQIDNO : 61 ~ SEQIDNO : 63 ~ SEQIDNO :
64 ~ SEQIDNO : 65 ~ SEQIDNO : 66 ~ SEQIDNO : 72 ~ SEQIDNO : 77 ~ SEQ
IDNO : 83 - SEQIDNO : 92 ~ SEQIDNO : 93 ~ SEQIDNO : 95~ SEQIDNO :
96 2SEQIDNO : 9740k 2 B¥ < SE A1 « fE— LB E T - AR 5]
HERNAFA S B E HSEQ ID NO : 2-SEQ ID NO : 334Hpk >~ B FHI|EA %/
95% ~ 90% ~ 85% ~ 80%B(75%—H Mt 251 EF5 - fE—EEREHF - AT
B 5 [ ERNAE 2 E RBEE HSEQIDNO : 2-SEQID NO : 3380k Bf Z Y]
2 Z/D17 ~ 18 ~ 1980 ez H ik 2 5 1275 « A—SEERERF - ASCAT
18T B[ ERNAE 2 EEE FHSEQ ID NO : 34-SEQ ID NO : 9740k B2 5[5
Bl o AL~ BFEPIF - ZITEGEAENET - (F—ELEREPIF - Z7E
BALERENETT - (A —HEREMF - HREERLEEFEERFXZFYZ
EE M RESERS - (L EREHIt - B AR AT RRAIAE - 2SS4 AsE A

F81H - 182 HEURIIE)
FCP-072421
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HF4HRE < AR AR -

[0202] fi—teEREGIF  ASHEE LS T4 TAAEE R
RFIXZ AR AR ST EUR A A Pl gRNAH 2 (£ —F %
- SEEREEE (JIEEEERTIX P2 SrfEsig ) RHRNAS[E
DNAZE G (Fl0CastxBel) « fE—tLEAREHIH - 5 ERNAE S &HAEH4E
EE NHEEORERE ZNEF (SEQIDNO: 1) 1N &k 2 £/015-16 17 »

8 ~ 19BR0(FA LTl « 5 1B FY] - Ae— AR ERT - S[ERNAESEEE
FISEQID NO : 2-SEQIDNO : 334Hpk B 5.2 /015 ~ 16 ~ 17 ~ 18 ~ 195,
20{FEABRERZ T B - 47—t BB E (] > 5 MERNAGLE B8 H 1 SEQ ID NO : 2-SEQ
ID NO : 33405 2 BE > FEHIEA £ 7095% ~ 90% ~ 85% ~ 80%E(75%—EL 4 541 -
fE—tt B it ASCAiE R 5 [ ERNAG B EH MSEQIDNO : 2 ~ SEQID
NO : 8~ SEQIDNO : 13 - SEQIDNO : 19 - SEQIDNO : 28 - SEQIDNO : 29 ~
SEQIDNO : 31 ~ SEQIDNO : 32 ~ SEQIDNO : 334Hp 2 FE B 55 o 1—
e H R gt > ASCATER S 5 ERNAE & BB E HSEQIDNO : 2 ~ SEQID
NO : 8+~ SEQIDNO : 13 - SEQIDNO : 19 - SEQIDNO : 28 - SEQIDNO : 29 ~
SEQIDNO : 31 ~ SEQID NO : 32 ~ SEQID NO : 334Hpk Z B 5.2 % /017

8 ~ 19BR0(FAf B Tl < 5| P - AL —BBEPIF - AP~ 5 E
RNAGZEEEFSEQIDNO : 34~ SEQIDNO : 40 - SEQIDNO : 45+~ SEQIDNO :

1+ SEQIDNO : 60 - SEQIDNO : 61 ~ SEQIDNO : 63 ~ SEQIDNO : 64 ~ SEQ
IDNO : 65~ SEQIDNO : 66 ~ SEQIDNO : 72 ~ SEQIDNO : 77 ~ SEQIDNO :
83~ SEQIDNO : 92~ SEQIDNO : 93 ~ SEQIDNO : 95 - SEQIDNO : 96 &% SEQ
ID NO : 974k 2 BE 2 5 [ EFpF) o fE—SBERENIT » A hign 251 HRNA
4B H FHSEQ ID NO : 2-SEQ ID NO : 3345 2 BE 5l B %7095%
90% ~ 85% ~ 80%EK75%—E Mt 2 5[ EFpH - fE—LLERREHIT - AR

E82H - 4 182 HEPRIIE)
FCP-072421
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5 HRNAGE(EREEHSEQIDNO : 2-SEQIDNO : 333k 2 Bf 2 751 2 /b
17 ~ 18 ~ 1980 AHE L HEE 5B - Ae—EARERIT - AXFHERZ
5[ZERNARSEEEHHSEQ ID NO : 34-SEQ ID NO : 974H5 2 £ 5| B2 5] - 4%
—EERENT - B AAREEVENET - i EHERE T - ARILE
RENEETT - e EHERENT - REEREESEBRTIX A EEE
e o A EERERIT - 75 LA HAT AR - s TR R AT AHAE

Z BTHE AR -
[0203] f—fEREEHT  AFHESERMAR (PIOARIMmAZRFEE
BRIMAR ) ZHAs ik 2 RAFEZFRR T AR IE A SR

gRNAF Z(T—H X%  HESREE (FIUEEREHN TIX 2Py 2 SR
%) KIRNAG [ ZDNASGEEH] (PIaiCastz el ) - fE—SLAgeEH+ > 5[E&
RNABSEARMGEE NEHEGENEZNET1 (SEQID NO - 1) X
i ZE/015~ 16 ~ 17 ~ 18 ~ 198Q0(EAFEZ TR 2 51 E Y - (£ L EEH
fie > 5EERNAEEEEH HISEQIDNO : 2-SEQIDNO = 338p 2B ZFPoll 2 &
P15 ~16 ~ 17 ~ 18 ~ 19BQOEMPHLHE - £ —EEAEEHF - 5[ERNAES
B35 [ISEQ ID NO : 2-SEQ ID NO : 334Hpk. 2 Bt FEAI A £ 7095% ~ 90%
85% ~ 0% 75% ML FFF - A ARREPIT - AATHER 25 ERNAE
ZEMSEQIDNO : 2~ SEQIDNO : 8 ~ SEQIDNO : 13+ SEQIDNO : 19 »
SEQIDNO : 28 ~ SEQIDNO : 29 » SEQIDNO : 31 » SEQIDNO : 32 + SEQID
NO : 338k 2 BF 2 51 EFS - e —EBREEHT » AATER 25 ERNAE S
E RS HSEQIDNO : 2~ SEQIDNO : 8 ~ SEQIDNO : 13 ~ SEQIDNO : 19
SEQIDNO : 28 ~ SEQIDNO : 29 » SEQIDNO : 31 » SEQIDNO : 32 + SEQID
NO : 333 2B Z PP 2 /017 ~ 18 ~ 1980{EA L H L 2 5 B 51 - 4E—
L BB B - A AR 5 ERNAE A H FSEQID NO : 34~ SEQIDNO :

SE83H - £ 182 HERPRIHE)
FCP-072421
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40 ~ SEQIDNO : 45~ SEQIDNO : 51 » SEQIDNO : 60 ~ SEQIDNO : 61 ~ SEQ
IDNO : 63 ~ SEQIDNO : 64 ~ SEQIDNO : 65 ~ SEQIDNO : 66 ~ SEQID NO :
72~ SEQIDNO : 77 ~ SEQIDNO : 83 ~ SEQIDNO : 92 ~ SEQIDNO : 93 ~ SEQ
IDNO : 95 ~ SEQID NO : 96:SEQ ID NO : 974Rpk > Bf > B [R5 - {f—LEE
BREOIH - A~ 25 [ ERNAEEBIEEH HSEQID NO 1 2-SEQIDNO : 33
MR B2 AR E/095% ~ 90% ~ 85% ~ 80%E:75%— B > 5 [ EFH] o {F
—HLBRERIF - AR 5 [ ERNAR S BB HSEQID NO : 2-SEQID
NO : 338Hp B 2 ol /017 ~ 18 ~ 198Q0{FEH AL TS ~ 5 [HFEH - f£—
EHRREYIF A~ 25 [BRNAEEEEH HSEQ IDNO : 34-SEQID NO :
OT4HR  BE 2 S EFRY - fF— L BAEHF - fiSERRHESRERITZI
ZFPA 2 B RfESREG - AE— S EASE I - 18 T AR AT - =0 AR
BE Ry sE ARG A SR -

[0204] WASCFR{ERZ T IiM&% (hemophilia) | {5FE & R EHA
PERFIXER B INE L IR E « [ 78 E H i R P e e 1 R VIITER R ER
ZIREEIRE - Wi RIS EE N /Eie KM (Plaah B3 EARESEE) K
o HBEFEARIM AR RBAIM AR - AZIM AR AR VIIGE = 25 - BRI
FIRGRIAFIXGE = EE - fE—LBREHIH - SRR FIXEREE INEE
[ 2 RFIX & EREE /R FIX SR SRR - AR SR > mR%
BIFERSRE ~ B REEMAR - B0 E - BEADIRG%EERF 2 (#8855
RyEARBEMAR - BAY-%EMRT 2 EfEEA MR - HEARE
MAR < FREATINEE & & 2 &5-40% 2 B 2 B S MM A+ -

[0205] fE—LHEEDF  HERAREEREBRTFIXZFH - HAR
FIXFPA BB ARIRFIX - £ —SBREHF - FPHIEERFIXZERE - 2
P s - SR BEAMEIENE AR FIX SN s s20E - BHhE

R84 - 182 HERPRIIE)
FCP-072421
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HHENHEUNTIXNS - BREANTIXAEE S ME5EE » H0ir ER338 ({
ZOR338L ) off Z B R B - AL —LE BAGE P - PPy A RN T IXEH
80% ~ 85% ~ 90% ~ 93% ~ 95% ~ 97% ~ 99%—E 1% ~ I AR FIXME E
H2/080% ~ 85% ~ 90% ~ 92% ~ 94% ~ 96% ~ 98% ~ 99% ~ 100%3 5 % & 2
RTIXEEAG - A —SHBREHT - PGSR TIX 2R > Efazh BRAHE
REFAERRFIXME BEA 2/080% ~ 85% ~ 90% ~ 92% ~ 94% ~ 96% ~ 98% ~ 99% -
100%E 3 %75 1 -

[0206] f—fLERREHIT  HEEFEESHBRTIXERE P
HAr N FIXE RS A AL E AT/ EIA T VIILZ 0 N E SR (RIS [#E
e PR ZF VI DWENE ) © R ERTIXBERE ] E—D R RN T
IXZEME - 80inE - HERHENRNTIXNE @ WERTIXERE e &
HL6 ~ VI8 ~ K265 ~ 1383 ~ E1855  f A IV B H & - B4linE - tHER
HARRFIXMES @ WERTFIXESEEE T E-SL6F2EE: - VI811ZE%E: - K265A%E

~ [383VZesE ~ E185DZe&E B HAH S -

[0207)  ASF0HZ ARV K U5 R 8 R LA st i AP 2 2 SR ES N B
L RIFRF N (PIAEFRIEZIL) - HE—SERET > SR
LB - LB ERRE T - ZIK R HIREEE I b Z DI A ER

(BranBhreiEt:) 220K - AR "&b 2 Ik ) HiEhdiE sy
b H/E LR NE B A B e st 2 EH'E

[0208] fE—SLERGEMIF > ZICBAENZIL - A — S EREHF > 2k
R P HY e R E AN ETE R (IR TIREENE) 22K o A0SR {EH
Z "HEAZIL ) AR AEEAINEE S A R L ERE - —K
2 (MIRES Ko /2 5 2LER IR P 51 B] BIATAESE 20 25 IR 2 R Bt Z 2 JoRk K Ui i B P 2T
{AFREAEIN 2K -

EE

SE85H - £ 182 HERPRIIE)
FCP-072421
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[0209)] fE—SEHEEGIF > SICRE LRSI - A — L EAEHIT -
PR R (Ba0Zesd) ik (PSRRI 2 S EERsEEE ) - £ —5R
BT > ZIKBITES - £—EHERENT > ZRAIENES - £—5SHEE
Bl > SRR TIXEHE RS - (A —SERRE T - A2 KRG U
AIFRIEZ 2K > ZAHREE O E AR ES R BRIE ~ B ARKIE (Wilson's
disease ) ~ ZE-FETEHTIR ( Tay-Sachs disease) ~ SIEALEMIE (72 4N LR KIE
(Crigler-Najjar) ) ~ SMERESKMESENE ~ S1RNEERIE ~ B TMESRIER
A IR E SARIESE FRIA -

[0210] fE—LEREEHIT AR A SAE ™ Z Y < A &
TR BN S > MEEAIEET 2R (AamslE NECERR N )
e /2% ~ 3% ~ 4% ~ 5% ~ 6% ~ 7% ~ 8% ~ 9% ~ 10% ~ 15% ~ 20% ~ 25% -

moW

\

30% ~ 35% ~ 40% ~ 45% ~ 50% ~ 55% ~ 60% ~ 65% ~ T0%E 5 % - {FERYNEREE
pidr > RIFLIKZFIR A2 2/ 0 a{EH BE0eR FAKZ & -

[0211] FF—EEESEHIF - g FAHMETZ 2R (RamalE N
BUEREN ) WIMEERIEEE (FIa@REEET 2R 8) Z2/02% ~ 3%
4% ~ 5% ~ 6% ~ 7% ~ 8% ~ 9% ~ 10% ~ 15% ~ 20% ~ 25% ~ 30% ~ 35% ~ 40% ~ 45% -~
50% ~ 55% ~ 60% ~ 65% ~ 70% ~ 75%BFE % o

[0212] HE—SEBEHIF - OEA0E(ERS < 40 ~ Mm% R/skiE AT
AE > e AT 2 2R LR (RamslENBUERRN ) HI1E £ /04910
pug/ml ~ 15 pg/ml ~ 20 pg/ml ~ 25 pg/ml ~ 30 pg/ml ~ 35 pg/ml ~ 40 pg/ml ~ 45 pg/ml ~
50 pg/ml ~ 55 pg/ml ~ 60 pg/ml ~ 65 pug/ml ~ 70 pg/ml ~ 75 pg/ml ~ 80 pg/ml ~ 85 pg/ml ~
90 pg/ml ~ 95 pg/ml ~ 100 pg/ml ~ 120 pg/ml ~ 140 pg/ml ~ 160 pg/ml ~ 180 pg/ml -
200 pg/ml ~ 225 pg/ml ~ 250 pg/ml ~ 275 pg/ml ~ 300 pg/ml ~ 325 pg/ml ~ 350 pg/ml -

400 pg/ml ~ 450 pg/ml ~ 500 pg/ml ~ 550 pg/ml ~ 600 pg/ml ~ 650 pg/ml ~ 700 pug/ml ~

SE86H - 182 HERPRIIE)
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750 pg/ml ~ 800 pg/ml ~ 850 pg/ml ~ 900 pg/ml ~ 1000 pg/ml ~ 1100 pg/ml ~ 1200 pg/ml -
1300 pg/ml ~ 1400 pg/ml ~ 1500 pg/ml ~ 1600 pg/ml ~ 1700 pg/ml ~ 1800 pg/ml ~ 1900
pg/ml ~ 2000 pg/mlsCE % - FHI K ERIEFEE LT < 2 EE 2 TEERTER
il R AT A

[0213) {E—SEREHIF  AH AN KA BT R R 2
7 o SASCRTER 2 T AFAERREER (liver-associated disease ) | {RI5HAT4HAE
PEISRHRS < PR ~ T RTAAEE  IRGE R 2 Bk K/ BBt B 2 sk A2 JE
HFes B BRAHSRIE - FHAERR R < B RIS AN R BRI MU ~ R AR ER
R-IE TR - SR ME (GORMERRIE) ~ SRR EE ~ 5518
B ITE ~ TSR MR NRE TR R ARMESE PR -

[0214]) SASCHTHEAL - AFTE R 2 SIERNAH ZE—FHHEE -
RNA5 [~ DNASE ST 5 B 2 R L As i s as o] (F H AT @ Rl s 2
RN ATART &8 2 MR 15 2 e T AR IR % » SRR RTAEaE N B E RS TN G 20
E XA IRA - £ — L RBRTEYI - AESMHEE - SERNAK HRNAS[H
< DNASE ST AT{EVE NECERR NG —(FEAS - WEEES - BEIEEES - —
{ELNP ~ F{ELNP ~ EJLNPEHAH & P [ERF IR % © AE— AR EHIF - 2580
2R/ B EBILNPST & 2 SRS IR A ] (£ 1R ik B SRS TP =0 R/ Bl B L NP4 5 8¢
AELNP—E 2% E R (RNP) P25 [ERNA K/EHRNAS [ 2 DNA%E
GBI R (BIA0491 ~2-3-~4-5-6-~7-8-9-10~11 12+ 13~ I4RHKFEZ
R) HERNEGUEWNIELE - (ERS—EP - 2SR /2 EELNPG &
SGEFLNP—EEEZEZEH (RNP) 2 5ZERNA /5 HRNAS [ 7 DNA

SR AR A EEESE 20 EBLILNPS & SRS 2 A (P41 ~2 -3~ 4
56-7~8-9~10~11~12~ 13~ MREFEZ K ) {LHERBNEGUVENIEZE < 1¢
—EERREHIF - 5[ERNAKHRNAS [E ~ DNAG GHIELNPE & H AL IEA

E8TH - 182 HEFPRIIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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A TSRS < HTIRIA 2 15 T4

[0215] {E—HEREHT HEMAEEEHEERFIX ZFreHE R
Be - BBYIE - SEBEAELNT AN S N &N - £ —LERE
Birh - R dmiis ey A B KPR A 1 B 80% ~ 85% ~ 90% ~ 93% ~ 95% ~ 97% -
99%—E M ~ N EARZIRME EAZ/80% ~ 85% ~ 90% ~ 92% ~ 94% -
96% ~ 98% ~ 99% ~ 100%EFH % EM: ~ RN EAE o fL— L EREHF > [FYI4R
TEF LI R B - Hp R B B AR S m s B A £/080% ~ 85%
90% ~ 92% ~ 94% ~ 96% ~ 98% ~ 99% ~ 100%5{ 5 % E: -

[0216] {F—EREMF - GaRFER HEHEEE - 5[ERNAK
MRNAS[H ~ DNAGS &R~ B35 T B LUK BR: ~ 2 Ik 2 BRI 2 AR
&L HAERENF - AEA e REAR 2 ISR - 5ZERNA K HRNA
552 DNAGE &R 2 47 k) < # B — TAE T HIA A RSUR R R B A
iy o

EE

[0217] fE—EEAEEHT - 5[ZERNA -« IRNAS[ZE Z DNAGE & K {H
Re SR BB B U A S AR RN T - A—EEREAIT - K51E
RNA - FIRNAG [ ” DNAG = K (e s ie Bt s U E R G A T 2
FHEER T -

[0218] fE—iLERBEHF - 5 FS(ERAHIAEY) - £ —LERBE
o HEEERE R ANE - AL ERE R - AR REEEY) (HI/N
B °

[0219) AEREAE K OIRIEERRE B SR B A TRSIM: - R AER A
=PI R A EE 2 HEY - BrIESIMETR - BRI REE « H 7 EEEEEd)
LA BUE LU R B B A 3 B [ o BT (8 < A B B FE R A o e P
T T Hfreg " &Y ) Bah 2 RN EaR < AR - NI - BRIFFHRIER

SE88H - 4 182 HEFURIE)
FCP-072421
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5 AIE LU TN e B S e P HH 2 S5 e [ o R e B {E 2 8Ok RIS A I (S 2 AT
TRk b ZATUE - 20 HASUER 8= Al Z FEFITR B HH 55 S i &
ZaE > SRESEE/VERBITHRE 2 ANET 28 H D mEA ST ERE A
FOMTACHERE -

=iz
[0220] $R{ELL TN EHEHI LR HFRER R 2 BT B B EmRE Ry LA
BT 2 PR A S 2 ] -

BBk R 057k
B N B RS

[0221] mpssEAtlERs SRl AAV2 ITREIE B md A fEEAeE H £
pUC57-Kant® - FrSi@ZRes (P00147) FI(E R HoANEAS < 7R (LBEIEEEG © N
ESEM SR A A RESEAS (MITR ) HIEEJE 2pUCSTH o FBIIFRHIEE (New
England BioLabs » H§£5ER0144S) JH{L&L4I{E 2 'EHE - HRHE AR EIE S
FERE T o fESI3™LE FHERURRGARE (E. coli) (Thermo Fisher » H %
57C737303 ) HEIHERS -

AAVEE

[0222] FHEK293MAE S « = R FFTRR £ SRR e R AN
LU#EITAAV8 KR AAV-DIAE - H &bl oo DB A00 R 2R B O A TR AR B BE 2 A
R R BB E WA LATEERE (2 A AI40LockZ A, Hum Gene Ther. 2010510
H:21(10):1259-71) - A& A ARG K AR £ 2 ERie L = Elr T ZER (%
FEERGITFREN " PXXXX ) Ryt K - IR RA0RI - fEEFEERER (BA

SE89H - 4 182 HERPRIIE)
FCP-072421
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0.001% Pluronic F68 7 PBS ) HHiEMT4L 5 Bt AAV  FEHqPCR{E A T iAITRE A
Z5 TR HIEAAVIIE -

RENES ( TIVT ) ZEEE§mRNA

[0223] FEH{E ML ERRDNABRR X T7 RNARGNE - T ENE
¥ 0 A REAN-HER-UZINME B AR B (R R #EERE ( " Spy,y ) Cas9
mRNA - —fiZIiE * @A TTEEF K100 ntF(A/T)& 2 EFEDNAGFEMAE3TC
T BIXbal = H LLSEHOHIL - FEEA(E65C T XbalE TN S (L N ALR 14
b o g R E A LML B/ - B DAAERAE CasOfZ B < mRNA ZIVT
RIEHE3TC MELL MR TR B4/ 50 ng/uL &R E 2B  F2mM Y
GTP ~ ATP ~ CTPENI1-HEMF-UTP ( Trilink ) ; 10 mM ARCA ( Trilink) ; 5 U/uL
T7 RNAE &S (NEB) 5 1 U/uLERNAFGHIIEIE (NEB) ; 0.004 U/uLfrEf&A
W AR FERA AR (NEB ) 5 K 1< S JELR TR - AT TURBO DNARS ( ThermoFisher )
£0.01 UL f#ORE - B REYIFIEE 300 8 LIS FRDNAIEN - fRIZELE
75 ;7% (ThermoFisher ) {##HMegaCleart#ss Bl E4H4H{ECas9 mRNA o T
o FLICL I ~ £ B 8% 0 8 T £ Bk $7 7 B {8 FLICL )& 0% 46 {ECas9
mRNA » #Z 35 V) [ RS T HE— DAL - #5860 nmE ~

(Nanodrop ) ZHIE YR - HEE 2 Bioanlayzer (Agilent ) #E{TEAHE X

ER TR o

[0224] R Cas9 mRNAL£Cas9 ORF SEQ ID NO : 7035{SEQ ID NO :
704E(PCT/US2019/053423 ( HDASIH Z R GFEAA L F ) 2724 2 A1 -

IR BEECas9 mRNA KgRNA Z 5 B0
[0225] AAGETEETEREE (+/9,12-20G8L(92,122)-3-((4.4- (3

SR90H - 4t 182 HEFUERE)
FCP-072421
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) T A EE)-2-((C-(= L&MW S )RR A HE)NE » IR
3-((4.4-CGEE R THEEE)2-(C-CZ2EBRBENE B BB E ) HE)N
F(9Z,127)-+/\-9,12-_}#als) ) ~ WEREIES - DSPC K PEG2k-DMG .~ A5E FHCY)
17Cas9 mRNA Kz gRNAJEZX EAAT R EY) -

[0226] EPFIHTRESGHIEEFICY) ((EAX T BB, ) < Eh
WA S — 2B R AE100% 2 FE Hf LA50:38:9:3 7 ] f + (L A5 E:HE
fi%:DSPC:PEG2k-DMGE HEE 1B JR4H 77 » 1% DA4Y6.0. 2 HE 'E i BEIRN AR % s

(N:P) EHEEERNAEY) ({%0Cas9 mRNA K gRNA ) JE&

[0227] ¥ FIRFEEC RAREZORRITF (LNP) 415y~ B > DA THEL
HELRH B RRT100% ZBEH - BFRNAEY) (fF141Cas9 mRNA K gRNA ) &M
FA25 mMFERERAES ~ 100 mM NaCl (pH 5.0) 1> FE4470.45 mg/mL RNAEY)
yisa

[0228) SAEHGRFPTM - B ERRER SR EER

Precision Nanosystems NanoAssemblr™ Benchtop S @ BiHEE FIRNAE R UL R

\/\

BT RRLNP » £ F 22 ot TR & B 4720 1 /KOE R OB HIEE
REZEZ - WELNP > fE7Kf kg (4911 viv) > FE=0m MRFFUNR » HiE—
ZHZKHRE (911 viv) o ZRETRASEEIRE R - FAPD-1058ETE (GE)
ASERFE 1R 50 mM Tris ~ 45 mM NaCl ~ 5% (w/v) FEfE (pH7.5) (TSS) >
AR SRR R A o MR - RE T Amicon 100 kDafe 0 i#Ess (Millipore ) #ET
He OACRGERECY) - FE(% > (ERH0.2 imfE IS RIEFTIR GY) o R mRELNP
HAENR-8C TEEE —FHEH Kk - Li45:44:92 7 ] gt 7 (b 5 EHE &
fi2:DSPC:PEG2k-DMGHE H EL f2 44 5 Z AE B R EFARNARERETS (N:P) SEEEELIK
1:1.2 gRNABImRNAE S LEFHACLNP -

[0229) SHYHMEHE G B - 58 2CORE > FIFER ZEE

FO1H - £ 182 HERPRRIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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Z BEE P (FRS TR < RNAE I R — (B Re R < /K 2 fEr B e i & BURLNP - &€
BETFEER R ZAEE M ERE L RNAERUE S < SEhSNTEAHES
PR FE 2RSS (2AW02016010840 E2) - RELNPALZR T o)
R /INRp . HiE—25 F7KFRRE (&91:1 viv ) « AR E ( Sartorius > 100 kD MWCO )
EERIV) R AR A R <E AR R Z LNP - H RS 1R 48 R e it Ho 4k R #2550
mM Tris ~ 45 mM NaCl ~ 5% (w/v) FEME (pH7.5) (TSS) - o3&k > FAPD-10
EREVEE(GE ) 2KGE B A Ry TSS 2 A 4 il B 4R « W20 » 5 1 FJ Amicon 100
kDage (v i#iEss (Millipore) HEITHEELACRLERACY) - BET% - (£/40.2 nmftEE
JEESBIBFTIREY) « S LNPREEF4 CE-80C T E £ #E—F{EH Rk - LA
50:38:9:3 7 "l g T-{EAEE BEEIRZ: DSPC:PEG2k-DMGE H L K 46 0.2 F5 & fz i
RNAREZRS (N:P) HHEELIK 11 ZgRNABImMRNAE & EEFHECLNP -

A B SR E N X Cas9 mRNA ~ gRNA RIEA 1874
Hepal-64t

[0230] KfHepa 1-64HAfHLA10,000{EAHAME/FL < B FE 2R #HAEIOFLER 1 - 24/
> 1% > FILNPRAAVIEFRARE - (06 AT > (EFL Ak HIgE A - FHLNP
FEDMEM + 10% FBSkz g L b iitE 24 ng/ul » HE10%FBS (JADMEMA ) Hiife
—HMREE2 ng/ul » BAE37C A0 min (1£5% FBSZRARET) -
<~ BREEMOIfy1e6 » FiFEADMEM + 10% FBSEFEEH » mIAHREHIRANS0 pl 132
(SRR 2412 ng/ul N ZLNP (JRIAZEIL100 ng RNAEY)) - BEZIRNN50 pl AAV -
LNP R AAV ERAEFRE 88 - 4HA R 2 B A SRS TR 100 pl » 7R & T2/
I FOBRER30R 2 1% » (RIS E&OAH 2 iU FIERLUETT N SR it
> NIEFIX ELISASAT o

F92H - 182 HEEPERIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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Bl Gagaiilial

[0231] &R/ N AF4llifE ( Primary mouse hepatocyte : PMH) ~ €3 &
BRI AT 4IAE ( primary cyno hepatocyte : PCH ) Ko #T14k ARART-AHIARE ( primary human
hepatocyte : PHH ) A2 H FRFH BAME @ (ThermoFisher ) .~ FFAHAEAE A
SRR REEETEL - RELER > BRFTREE AN RRE R AT
POEEENIE I EL (ThermoFisher ) o7 - BISHAAETTETE - HAFHE R PHHEL
33,0001 HAE/ 7L HEFFYPCHLELS0,000{[E S AR/ FL LA K B PMH LS, 0001 4HAT/ AL
LR B A Bio-coatB2 R E HIZ 9658 I - [ELE SR~ MAEA37C K
5% CORAE MEARBIE B B T E LRSS - 5 212 leddliin s B
JEIRY - BAEBSCMERF AT I B Mia SR DR =2 - HAE37TC TR -

[0232] #HFIAREE REL 2B - KCas9 mRNA K gRNATELERF IS
EPZEHTRIMEE2 mgml - Hi52.9 pl.zCasd mRNAKgRNATRIIE&EH
125 plz50 mMFEREZEA ~ 200 mM pH&S5 2 Z B R6.9 p/K Z 5L (729651
Eppendorff& oft ) o - B5{% > 0125 WA EERECY) > #EE7R 125 pl7K R 150 pl
TSS o R’ ZFLIE TSI MR E MR E20 ng/ul CHHENAERNASZE ) » H
a1 FH6 Y% e/ NERUMUE MR 10 ng/l CHHERNGERNAS R ) (AL T ks
BE ZiRETES > Hi40 WiEEB/RNAESYIR 24 » #22RIMOI
FyleSZAAV (MRENHERFEERT ) - AASCATIIL - JBRHRT2/ NGRS E
ELUEFT AT - WAL T —20 T -

EHEIETT
[0233] 708 R ARAEEEE B 2 NanoLuc Bl 2 B - K—(ERETE
Nano-Glo®# J¢ Z g 77 17 2 B BI508G 18 < Nano-Glo® & it 2 [ 73 A1 4% 11 4H

& ° {£Promega Glomax iz F[10.5 secFE o HFfEI{E 1 10FFE 2 Btk (50 IRl

SR93H - 4 182 HEEPERE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

+ 40 pl7K+ 10 WARREE R ) EIEAT -

[0234) 705 RS E A+ 2 HiBitlEE U 2 Ehe > KLeBiTEH
JzNano-GloR HiBiTHfI¥MZ' 8 {7 2 5 Nano-GloR HiBiTHIyMERET R 43 HILL1:100
K2 1:50F%7% - £ Promega Glomaxi#g - LL1.0 secEE A HF R H I 1: 105512 5 50
WIEE+ 40 pl7K+ 10 pAAREERE AL ) EIE 1T -

JEREPTBIXLNP K BeAAV
[0235] “ErMIEERFIREEEE/ N LLAAV ~ LNP ~ AAV K LNP R 2 B LA
(PBS +0.001% Pluronic ( #f/AAAVEERE|) » TSS (EIFALNPEA]) ) © LL0.1 mL/
SV L BSTE RAASFT L. B (FARERR/NE > " vg/ms ) ) fETAAV -
IFLNPHERERS TSSO H DAAIAS A E R Z & ~ PRSI/ AT As B T « HLHUHY »
HHER - ATE e/ NEVESTAAV HFETRESTLNP o 40 N 25 il - fIaH
1% S TERF ARG - R IE K/ B4R SR DU fT RS T -

NHBEFFAX (hFIX ) ELISAS T
[0236] EfPEENITE » IRBELER T EZ(EH AR FIX ELISAEZH
(Abcam - H$£57ab188393 ) HIEFHifEEEF b L B AR FIXEE - &
Tl ZWFIX & B & E 42 8EEE SRR 4K E & H 7R Ang/mliga
;__%; o
[0237) EFYERBNIAT W REEIR B oM Fem e - fRE5
g R EAARRFIX ELISAESH (Abcam @ H #£57ab188393 ) JHIE I A LA
AFIXEE - MUFBUMIEhFIX & B4 (R4S BEEE S REEEHGKEEZ A

TN Rspg/mLIE -

SROA - £ 182 HERPRIIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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KHCEF % ( next-generation sequencing ; NGS ) Ravtf FEEZBRE )
T

[0238) FIFAREE ARG EES ZNa 51 A HEARNRES |
A ZFE A K MR ZAFAE - A1 B AR B B 5T PCRE [ HE ARl £ < BN
Sk o T USRI TS [P ARG T o

[0239] fRIZEGER G (llumina) FYTEIYNPCREGANIEERYIE LU
{TER - #£lllumina MiSeqffas F¥HIE TR TER - AR ARLE T8
REFR 1% o REEF IS NG TIEYE - AR FEER TR 2
SEHENE (BAMIEZE) » K EHEREMEAE L HiRE 28 - HetEE 4
RICEE: C BEH S A AGL ( TREAGRE ) ) ZHEECEE -

[0240] 4REE 0L (PID " 4REEXCE ) B0 T REE% ) ERBEAREA
Bk ( THEARRE ) ) ZRFRYIEEEL L SREH R LB R AR AL L R A IRE S < 4R
®H -

AL #5707

[0241] BaseScope (ACDbio » Newark » CA) %y A FR L HI401 &7 i A
JEER (WFIX) Rk BfEAfER (HEHZIMET1) LRSI S mRNA
R 2 AN TR B B — BRI FIRNA R i #fE &5 i - BaseScope
P& HIFR S mRNA Y FFBRAIRE > I L -

[0242] F{=HI5EEmMRNA » [HACDbio (Newark © CA) 55t [ {EfH A EE
[FIREERAS (R B A 2 SRS mRNA Z W ERET - PRET 2 — B RS TR AT
— {7 [F)F AR ERRSEE A < FEEmRNA - [ 55— PR Taka T AR R A E 55— fir 704
NSRS E A 2 FEEmRNA 2K B A [E/NaH < B BT 2 RV R - R
PR BLIE 2 T 5 Y B PR £ B & BFER BT 1T 2 BaseScope 3 #fT » #5HHALO

SROSH - £ 182 HERTRRIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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YRR H o aEd R - ot AR (EEE/KEeRE) /0.58% -

BHH2-AEANRES ARFREE ZAREEEZNE TFIZEABRIR

[0243] AEREEHREGIT - PUaOa0EHEH1 AT - 55 Hepal -641AE > H.
FEFH BN FAE IR Cas9 mRNA K G000551 ZLNP 2155 T A BHE A 2
AN (PIEABERENEE (" ssAAV ) ) SREHMHEREE ( 'scAAV, ) )
IAAVE HBEITIER (n=3)  OEHEHI AT I B FHAAV K LNP - 1
BT AL - A6 & - WEREEEDAN AR TIX2E -

[0244]  Hepal-651 A BB E LI EY) T 70 H 2 Ak A AL/ B AT B A
F o WE2FATR CEFRTI2NGIFRE) - PIaef ATBRAET 8E8 2
NE T 2% > BE200(#bpEIRE Z&iie (RN EREP00204 2scAAV ) 5]
LTI hFIXERER - AL E T - 2KFHPO0123 ZAAVERS (k= [FERE
SCAAV ) FACTFYP00147 2 AAVEIRE (fAZ RIS ZssAAVEERIESRAS ) ZfEMH
A5G HEA M ZhFIXFIR o AR FFAIEEYIT - B EIGRERI0OREFHEIT
FOMTHFERDIE G R (B Rt -

BHEH3-ERANRET A BRARFEE ZAREEEZRE TFIZEABRIN
[0245] AEpt&EHEGIT - EFFR2FVE NG > AR HEEER
(P00123 ~ P00204 KP00147 ) Z AAVIGHR/INER, © RIEHE(I1 o A zc B i H 45 4%
SREENTIEL - 488 (HIRS4H > n=5) CSTBL/6/NER LA 3el 1 Z iAG AL INRE (vg/ms )
PEE EE R4 mgkg (HEPERNAGYIEE) ZB&G000551 (' G551, )
ZLNP 582 VU > (BE)YIZe9E00 - HUWCRATHAR K g Loy Bl A S dmidE e
hFIXZFIH -
[0246] WMEBARFRIR2FH R HEEEEREHESZINETIZ

SR96H - £ 182 HEFIHERIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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gRNAZ LNP & S EH P HEI~60% AT 4REE = - 280 - A8 & e+
IR H - RmBENF - #2728 BAERE ZssAAVERE (ZERP00147
Z Efs BLLNPH &R BIWIE AR IMUE T < s hFIXRIR E([E3B K13 ) -

12 AL Y%

B SR ARRR (%) AR AR
(%)
scAAV $fi{LAI (P00123) 66.72 4.09
ssAAV $i{LH (P00147) 68.10 2.27
ssAAV HR (P00204) 70.16 3.68
{& LNP 68.24 6.47
] 0.28 0.08
=13 : RFIX&& (pg/mL)
B PR IX TEARTIX
(pg/mL ) (pg/mL)
scAAV $fi{LA (P00123) 0.75 0.28
ssAAV $i{LH (P00147) 2.92 1.04
ssAAV HR (P00204) 0.96 0.35
{& LNP 0 0
ol 0 0

BHEH4-AENHHRRE KA REREEZANBEOZRET1ZssAAVIRA

RN

[0247])  PEE GG R A E Sptein it FURE TERE N OF AssAAVEES

Hh 2R
[0248] OEHEHI AT s H 458 RN L E B L S5 EEADR] - 4585
(HF%4H - n=5) C5STBI/6/NEE L 3el] ve/ms » FEE RHIE £50.5 mg/kg (FHETY
BRNAEYIEE) ZHEG000666 ( T G666 | ) 5iG000551 ( "G551 ;) ZLNP o
dagtie U - WEEBMIE LA hFIX R -

FCP-072421

113136358

SFITH - 4k 182 H(EHIERE)

FEESE A0101

1132052376-0
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[0249] dNEMARFRI4FHIR  (ERHEA N EHERE ZssAAVERS (¥
A ACE B EEP00350 ~ P00356 K7 P00362. Sk A% » 43 B1]55300/600{EbpEs ~ 300/2000
{EbpEF £ 300/1500{EbpE ) DUd AfIGSS18 e 2 HEENEF &+ 5 L5
hFIX & BRI AT AR TR - 2810 » (5 B EDRE HAEEE R e B AW
{EhFIXGHFEEME (ORF) ZssAAVELREE (ZKRYP00147 ) {E &84 & A4 1]
M fEERhFIX & &

(0250 ARt - AR R AR BA FRE < B m & (ARERP00147 ) »
{55 FH 3 32k B B8 #2P00353 ¢ P00354 2 B 7 ¥ 1 [B] B 2 ssAAVEL S DUt A
G666#E 7]~ HEE H N & F 1 fir B E AR EAE T 2 &8 2 FE4B KRS ).

22 14 : hFIX [IJEESE AAV SEHEE FIX fEAEZE 7% FIX
(pug/mL) (pg/mL)
P00147 5.13 131
P00350 -0.22 0.08
P00356 -0.23 0.04
P00362 -0.09 0.16
F15 : WFIXILESE
AAV SEIE FIX B E FIX
(pg/mL) (pg/mL)
P00147 7.72 467
P00353 0.20 0.23
P00354 0.46 0.26

113136358

BiaBIs-AENE DS NBART OB ZNE T 1R 2208 B E
HYRR RS

[0251] EREE shZFFE ZErEREEEEAANEABESZN
a1 2 HAMMHRE 2 $AG - ILE 0] i il < & bete b F OB RE A2 G 2 MF
H o A —4H B AR B EATF20(EA FL 2 8 im w0 sk N AT (PMH) 42 2 B H
EHZNET 1 ZeRNAJIGULF 2L [ E RS

SR98H - 4t 182 H(BEHIRE)
FCP-072421

FEESE A0101

1132052376-0
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[0252] & Had] 1 ATt C B A1t B (0 - ORI < ssAAV R BEE BLIE
PAFOREE#EE EPMH » HATAAV Y MOLE €5 - fEiaHE % » W& BINE
DNA F 4Rt B LAy R T dRis BRI T - #ie b o S&/E ]
OB R AR A B YRR YL I B R B 2 SREHS - fEESCH4g
B AR ERGEE T ( Mrelative luciferase unit s RLU, ) - #BAiNE - &
hFIX ORF.Z AAVEAS &7H Rl &1 H3 iz < HiBithK - A8 E &HEERN L AAV
% #5 E & NanoLuc ORF (FRGFP4h) - Tl « &S o~ & & o B B AR
ESAH o FTAE L eRNATRFAESB RIESCH » ¥R AT5I2E 2 gRNA - fiEH]
dardmst (PP B L ATESE (leading zero) - FIAIEAPAERS T T G551, #f
FEFY T G000551 ;) o

[0253] ANESBRFI6F AR - FEE(EFTAG < &8 & T A EDARH
T BE AR L RIHE - (S TEERES ERNAR ST < BIEA
RELFRIRESCH « AESDHATR - AHERKE ZIEARRRIP A —ET HEE
= T AR, - aE A R e R E MR E M - IIERT A& K
ANGREFER 25 BYIEES B EAHERAER  E0E - ENEE
EF/DA0%45E8 > 5 % > (P04 E A K P004 18R » {EE A
kSR B RN EN: 8 - RMEDHIR0.54 5037 (ESD) © 5HEREM - A&
A [EIORF R YRz e 401 » Ffla < = (BEAS < 6] < A0 ERL U B BRI 2 AH ¥
KB R—E - BEE R RGOS BEEREA D E
HZWaEF1Hh i@~ a[FANRERNE (2RBSCRFELT) - /NaHEH
ST RS R NIAFIX I RE 236 25 8 5 AW L BE AR -

P00411 P00418 P00415

RIG B “poma | mEER | TORA | MEER | THRA | REEE

/\99%95% 0 0 V]
S35 D iR (%) | ABRK | 6K (%) | AR | #R% (%) | AdRK

(%) (%) (%)
G000551 67.4 1.42 70.67 2.29 66.73 4.90
G000552 90.93 0.15 91.10 243 90.37 1.01
G000553 77.80 3.83 7747 1.87 80.50 0.85

SR99H - £ 182 HERPRRIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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113136358

G000554 72.37 6.49 70.53 3.16 70.60 291
G000555 35.37 2.63 35.77 9.34 40.47 4.75
G000666 62.47 3.87 50.90 19.41 65.90 3.99
G000667 30.57 2.73 25.30 3.67 31.67 2.29
G000668 63.60 2.02 66.65 4.60 68.30 4.90
G000669 19.10 251 19.33 1.53 18.70 1.25
G000670 47.80 3.27 49.10 4.42 51.97 2.06
GO11722 4.20 0.72 4.27 1.20 4.20 0.26
GO11723 5.63 1.27 6.07 0.15 5.93 0.15
GO11724 6.10 1.28 8.50 2.69 7.13 1.27
GO11725 1.93 0.29 2.60 0.79 2.53 0.65
GO11726 10.73 1.46 11.70 0.50 12.43 1.33
GO11727 14.20 1.56 14.80 2.36 16.20 2.69
GO11728 10.55 1.20 13.65 0.92 15.50 1.56
GO11729 5.00 0.10 5.63 0.25 6.00 1.01
GO11730 7.83 0.97 9.13 0.59 7.33 0.59
GO11731 23.70 0.66 25.27 121 24.87 1.01
f& AAV 0.15 0.07 0.05 0.07 0.10 0.00
®17  BAEREERA
P00411 P00418 P00415
=38 ID LR | BREER | CPIEt | RS | FERLER | REEE
‘ B (RLU) | St S JtEEs | B8 (RLU) | B
(RLU) | (RLU) | (RLU) (RLU)
G000551 58000.00 4331.28 41800.00 2165.64 78633.33 20274.70
G000552 95700.00 10573.08 80866.67 | 27911.35 205333.33 30664.86
G000553 205333.33 52993.71 | 17733333 | 32929.22 | 471666.67 | 134001.00
G000554 125333.33 55949.38 91933.33 19194.10 | 232666.67 | 67002.49
G000555 59933.33 11566.04 77733.33 11061.80 155666.67 15947.83
G000666 88500.00 28735.87 | 93266.67 | 30861.19 | 313000.00 15394.80
G000667 75333.33 22653.11 68966.67 | 2722211 153000.00 | 30805.84
G000668 164000.00 | 56320.51 | 133400.00 | 65111.29 429000.00 | 120751.80
G000669 28933.33 11636.29 | 22033.33 2413.16 46466.67 6543.19
G000670 162666.67 | 32959.57 | 200000.00 | 33867.39 | 424666.67 | 36473.73
GO11722 16766.67 3384.28 8583.33 4103.10 24000.00 8915.16
GO11723 22733.33 7252.82 17133.33 4905.44 26100.00 8109.87
GO11724 17300.00 2400.00 28033.33 9091.94 30933.33 3365.02
GO11725 8253.33 1163.20 8890.00 1429.27 20366.67 13955.05
GO11726 12223.33 3742.54 11610.00 2490.44 14950.00 8176.03
GO11727 35600.00 8128.35 36300.00 12301.22 86700.00 5023.94
GO11728 14900.00 5011.99 22466.67 7130.45 38166.67 13829.08
GO11729 10460.00 2543.95 11223.33 2220.28 26966.67 16085.50
GO11730 14833.33 2307.24 21700.00 8681.59 41233.33 25687.03
GO11731 16433.33 3274.65 22566.67 2205.30 20756.67 13096.20
f& AAV 217.00 15.56 215.00 15.56 207.00 1.41
1005 » 3 182 EGEHHAKE)
FCP-072421
FREMRSE A0L01 1132052376-0
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Bhefle-EREAE RO EO N a1 H Rk b2 s

[0254)  Zn'EhE (1 o P A B i A S B HE B POl ssAAV e LNP H 3%
K ECSTBIO/NELARFLERS N B AR RS b BRI ERAS R - 4521 IUH
{EBI2EEsE > HUCERRT SRR K B LUy B R B 4RiE S hFIX R o

[0255] fE¢saEERRT » HaF 10 REER W& T1.ZgRNA
Z 107 A [FILNPgHE BC ¥ LA K 2K FrP00147 2 ssAAVIR 25 22 /N B, » 57 1] PA3el ]
vg/ms K4 mg/kg (FHEERNAGYIEE ) IEIXAAV KLNP (HE4H >  n=5) -
FEREE R gRNATRRRE 6T - ANME6 K18 F FR » sV E NATELA - 1H
B R/KHE 2t AR IE A TR IR AL N 2 4 AR
K18 : hFIXME &8 B AGRK %

5159) THEAGRK | PREEEEARR | THEOLERE | FREEECRE
(%) K (%) (RLU) (RLU)
G000551 75.02 1.27 3.82 3.38
G000555 51.18 1.19 32.56 9.05
G000553 62.78 2.64 25.07 4.04
G000667 52.96 4.96 32.03 6.74
G000554 55.24 2.28 29.48 7.34
G000552 67.56 1.73 14.79 5.34
G000668 43.14 5.78 26.72 7.97
G000669 50.68 2.97 10.70 4.43
G000666 64.62 1.34 26.19 5.56
G000670 55.90 1.30 30.96 8.44

[0256] {rEEEERRT - A/ERPHIEHEE A fate AR —4HEE
[F120{[ A [5) HAR RS 2 20{HgRNA - BtEHEY - aA20FEHEER ZNET
1.7 gRNA Z NP FCY) LA K AR FRP0O0147 2 ssAAVIR 25 22 /N g, » 575l BA3el ]
vg/ms k1 mg/kg (FHENAERNASYIGE ) IRIEAAV KLNP « fEHEE R TR 2

gRNATRIRIETA KB 7B -

R 2 GRtg
gIEY) | AR (%) | BREEERTERE (%)
G000551 59.48 4.02
G000555 5872 3.65

F101H - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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G000553 51.26 2.81

G000554 33.04 8.76

G000555 12.72 4.46

G000666 53.60 4.92

G000667 26.74 4.98

G000668 39.22 3.04

G000669 33.34 4.77

G000670 47.50 5.58

G011722 10.34 1.68

G011723 4.02 0.84

G011724 2.46 0.64

G011725 8.26 1.24

G011726 6.90 1.01

G011727 13.33 6.43

G011728 35.78 9.34

G011729 4.62 1.46

G011730 12.68 3.14

G011731 26.70 1.86

220 : IMBhFIXEE
51 %2 5 4
2 [y P45 FIX SAEL | PHTIX SAEL | PHTIX SR
(ug/mL) FIX (pg/mL) FIX (pg/mL) FIX
(pg/mL ) (pg/mL ) (pg/mL)
G000551 10.88 2.74 10.25 2.51 9.39 3.48
G000555 13.34 2.09 12.00 2.75 12.43 2.57
G000553 17.64 434 20.27 6.35 1531 243
G000554 12.79 4.99 14.29 6.09 12.74 4.93
G000555 11.94 5.79 11.99 5.76 8.61 4.02
G000666 21.63 1.32 20.65 1.55 17.23 0.62
G000667 16.77 2.86 12.35 2.85 12.57 5.60
G000668 2135 1.51 18.20 3.18 17.72 225
G000669 5.76 2.10 6.72 2.93 3.39 0.78
G000670 18.18 2.17 19.16 3.05 15.49 3.61
G011722 8.07 1.74 7.74 241 8.07 1.74
G011723 2.11 0.28 1.65 0.28 2.11 0.28
G011724 0.92 0.43 0.60 0.30 0.92 0.43
G011725 1.75 0.77 1.14 0.67 1.75 0.77
G011726 0.59 0.30 1.01 0.64 0.59 0.30
G011727 6.71 2.80 6.90 3.68 6.71 2.80
G011728 11.77 3.12 12.29 3.43 11.77 3.12
G011729 0.94 0.35 0.89 0.29 0.94 0.35
G011730 5.93 1.77 6.33 1.73 5.93 1.77
G011731 3.56 0.87 3.78 0.50 3.56 0.87
& AAV 0.00 0.00 0.00 0.00 0.00 0.00
| 0.00 0.00 0.00 0.00 0.00 0.00
NEILE 3.63 0.32 3.61 035 3.28 0.03
102 - 4 182 HEWHHAS)
FCP-072421
FERESE A0101 1132052376-0
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[0257] AOE7TARFIOFFTR - EE(EFTHEZ & LNP/EESAH & -]
FaReHh BB B GRIEE < 281 » JE7BH A BB 1S5 it
ZHENERN—E > FeREEN —E5 EE s R NEEERKINE - 15
T [l REERAS  AREE LA AR FEIRRZ ABRAM: - B L FTER RIS B
BRANAL 87D Fe 220 i it 2 i 4 PR 22 B  hFIXERER ~ & 2 R e D
HHRANE - 5F 5 < BT HREERER DTN 10%4RE 2 5 gRNARY - (Lt EER
Z dRR B R BIRFE R C ST R E0 34 2 RYME - 5 [FERA LM - 2B 7CH AT
T PREE B E TGS~ sAENE B RLUFFT [ LI E R E
(EDRIR 2 SRS e A PRI =AM RA M 428 - HLRRME £50.70 » S E1I4RA
REEREEELERS NG & 8] 2 IERHRRE -

[0258) Rt 24 E & < BmEERE A - GO ER G A
7t - (ERE AR S (BaseScope ) 73T sk B 486 B < AFGHAR - LA A]
FA AT R F IX T8 BL PR NBR B A ME T LR 91 2 T 2 BE B 2 PR BT Ry 5
GHEEEY) - WESAFFTR » {EHEZAAVRLNPEIE ~ 81 - (EURIE] B &8sk
VIERGM: 4 - FFES Y 0 BEERTAAVER - DI L.0%ANREE ST 2
B o AT E2G011723 ~ GO00551E(G000666 NP &5 T » 4.9% ~ 19.8%
5052 3% AR S ESE Y 251 41 WESBH AR - MEERhFIX & & B
GV 25N 2 R0 < BOEAERR - 1% o R A R A — AL 5] 2 EE e
hFIXIESRES Z fl A\ 2 & OFERET « 281 » & (0 A& O B —fir [m 2 BE—HRBH0T
B SR 251 i B RERSGHRHENE 28 2 8—F (fi—
(EEHFIT > 4.46%%19.68%) - RIAEEEREEIE DM E— (RS A T
EOZNEFIF > EARTEAESE T EEERTE Y EHERIEERE
MOy - IWEERERITER  EREQE EEWANE A5 B E -

103H - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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BHES7-EREAAAV R LNPIRZX Z R 5

[0259) HEMEERSIT - AR EEfEABER LN TP 2 a &
[FIhFIXIEZRAS < sSAAVERLNPIR K 2 FRHVIS P ©

[0260] L& (511 o B A B i A ML B HE B POl ssAAV e LNP H 3%
K2/ - LNPERECY) &7 G000551 > H B[R (A (E RS PO0147 Z ssAAV
ARHEIS © 77 LA3ell vg/ms fe4 mglkg (HHETYSERNASYIEE ) IRIXAAV K LNP
(B4 n=5) TR ) FBMEHERZAAV - (i "PBS | EBMEEEA
PEZ AAVERLNP o — I8 [F]J 1:BE A S0 R MK Fr 2 (HHFR S T #8 ) AAV RRLNP( ' 255
ORMEM+LNP ) 5 So—FEEMEEEBORIEZAAV HAES IRFZINP (1551
KRIEHRTLNP ) 3 HEAFEEMEBORIEZAAV HAESETRPZINP (155
TREEMLNP ) o 2138 ~ 238 R 68T > UERMAELUEIThFIXEIR 34T -

[0261] WNEIFHIR > A& ke & F MR (L MMFIX > fEAAV
IR 2 & BV 2 [F— R Z LNPRIE 2[RI 1A & LER R PR AD -

BHBIS-TEREAAV Z 1R L REGEELNP
[0262] AEREEHEFIT - SRR ABES ZAE T 19 ZssAAV
& T 18 ZLNPERLGEE 2 UR
[0263] A& {511 o B A B i A HE B HE B POt ssAAV e LNP H 3%
1% 2 C57Bl/6/NE - LNPEHEC Y&/ G000551 > HssAAVAFEFAP00147 < 43Rl A 3el 1
vg/ms §20.5 mg/kg (FHERGERNAGYIG & ) IAAAV R LNP (HR &40 > n=5) -
T{EREM ) BB ERFZAAV > [ T PBS | FEBMEEAREZAAVEILNP « —(F
[FEMEEFAESBORMF 2 (MBI #8 ) AAVRLNP H A #EITH#E—5768 (1£
[E105F - TR LNP (1x) ) @ S—[FBUHEAEBORMKFREZ (HHIRED
## ) AAV R LNP HAESETRIEZE _FE (FEE109 - TR+ LNP (2x) 5 )

104K - 3t 182 H(HEHIEE)
FCP-072421
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HRE EB IR RORMRAF 2 (HIRET# ) AAVELNP ~ fERTREZE
“HIE ZINPHAESB 4R B ZFE=RIE L LNP({EE 109 » T #8E i+ LNP(3x) ;)
AT AAVIRL ~ 2 ~ AR 6T - WARIMAE LU ThFIXFIR 34T

[0264] B0 FTR » ALE o i AL & R @ MR T (EMIhFIX > B
TIREHE < LINPAREEHIEIIhFIXRIF 2 & -

HHEA9-ERAhFIXRE 2 FFA G

[0265] AEBLEFHEGI - ERGE LA 2 Bt 2 BERF R HERS 2 8 A A
EH NG F1 T ZABhFIXRIR 2 KA M < Bt HAY » AEEOEER 2 81 2 F +
EAhFIXIE R— R AT Z B 57 -

[0266]  4NEEHE 1 H AT At B 1 1 B e (9 R I 2 ssAAV iR LNP H %
P FECSTBl/6/NE, o LNPHREY)&7HG000551 » HssAAVACEFAP00147 o [3ell
vg/msiEIEAAV > HLL0.25501.0 mg/kgiRXLNP (FHEHRAERNAGEYIEE) (Y
&4 > n=5) o

[0267] 4nMEIAREBRFR21-22HA R - EHHARIELE - ES5HEE
EREAEQ N E T UET ZhFIXRIEE128 - BUSES AT NEI 2 ET
PEARER RS ELISA T Z BB - AE 50238 R4 UEFEHELISAR HIME H EH

&8 - BAERETR T RO B & RSFIE -

21 : FIX&E
piilh=
B 0.25 mpk LNP 1 mpk LNP

S35 hFIX fEESE hFIX S35 hFIX fEEESE ZFIX

(pg/mL ) (pg/mL ) (pg/mL ) (pg/mL )
2 0.48 0.21 2.24 1.12
4 0.55 0.18 2.82 1.67
8 0.40 0.17 1.72 0.77
12 0.48 0.20 2.85 1.34
20 0.48 0.27 245 1.26
41 0.79 0.49 4.63 0.95

105K - 3t 182 H(HEHIEE)
FCP-072421
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722 : hFIXE &
jullh=
B 0.25 mpk LNP 1 mpk LNP

V44 hFIX fE e SE ZhFTX P44 hFIX fE e 2E ZFIX

(pg/mL) (pg/mL) (pg/mL) (pg/mL )
2 0.87 0.15 4.02 1.75
8 0.99 0.15 411 1.41
12 0.93 0.14 4.15 1.35
20 0.83 0.22 4.27 1.54
41 0.83 0.37 4.76 1.62
52 0.82 0.25 472 1.54

Hhap10-B(LME 2 AAV R LNPHETERAhFIXRE Z FH

[0268] A{EHEEHEGIF » FECSTBI/6/NEFH SR Rt A D EH 2 N E
F 2 BRI AAV RLNPR 2 B & LAFHERhFIXERIR 2 (EF

[0269]  40& i 5] 1 v P 2 Ll o 1 bk B e 5] B3 sSA AV R LNP H i
/NG o LNPHRE&75G000553 » HssAAVAJEFAP00147 « Dllell ~ 3ell
le125¢3e12 veg/msiEiEAAV > HLL0.1 ~ 0.3871.0 mg/kg B ALNP (FHEA4ERNA
BEvag) (HNEM  n=5) - GEERRE - [EEY28Est - BWEMELUE
{ThFIXZRER 734 -

[0270] #NME12A (178) KE12B (28) RFE23HFR » BEZAAVELNP
ZHIEHEEEEES 2 NET UETZ ZERANIXRE & -

£23 1 fISEhFIX

N VA
R R, ?NP BlE | AAVEIE | Y FIX sp | N
mg/kg ) (MOI) (ng/ml)
1E+11 0.08 002 | 2
o1 3E+11 0.11 004 | 5
' 1E+12 0.41 015 | 5
1 3E+12 0.61 017 | 5
1E+11 0.36 014 | 5
0.3 3E+11 0.67 026 | 5
1E+12 1.76 014 | 5

106K - 3t 182 H(HHIEE)
FCP-072421
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MZ

EhE ?NP HE | AAVEIE | PS5 FIX SD | N

mg/kg ) (MOI) (ng/ml)
3E+12 4.70 2.40 5
1E+11 3.71 031 4
10 3E+11 8.00 0.51 5
’ 1E+12 14.17 1.38 5
3E+12 20.70 2.79 5
MNEEMF 1:1000 6.62 - 1
1E+11 0.12 0.01 2
01 3E+11 0.26 0.07 5
’ 1E+12 0.83 0.24 5
3E+12 1.48 0.35 5
1E+11 0.70 0.26 4
03 3E+11 1.42 037 5
2 ' 1E+12 3.53 0.49 5
3E+12 8.94 4.39 5
1E+11 5.40 0.47 4
10 3E+11 12.31 2.45 5
’ 1E+12 17.89 1.95 5
3E+12 2552 3.62 5
MNEEMF 1:1000 4.47 - 1

BEHEAI11-3E N BB 4k IR BA) sk A\ SERT 4l 2 B R RE B2 BB (i
Y

(0271 et EREGIS > A& —&H B IR A B B AR 73 5 8 R | B
( "cynomolgus : cyno; ) ZW&ET1RFIFKeyno (PCH) T Z AFIHEH K
IR AGHRTAIRE (PHH) 2 gRNAMIGEL &8 [FEERAE ZsSAAVEIRE -

[0272] A0 HEEI A A B A A FE B B OlIER Z ssAAV K AR B L
et HARZE EPCH R PHH © {1/69F 1% > BRI HE 2 BN AEDNA K AU &
LUy R T 4mis S I E R N IR ot - Eiieh < S & B g a1 T HT i
AL AR RN < SRR EN 2 H B (RFERERSP00415) - FE[H
13B K [E14Brf 4 B MH B e R BB T ( T RLU, )~ DB HFURKE 3B
KB 4B ZRLUBERHE N R3 K RATEE EHAE - B - AAVEREEH
NanoLuc ORF (FRGFP.Z4N) - Frlllad 2 &8 < s Ef2 AL p  E 13B K (& 14B 1 -
BRI RIFRTIE 2 Frflls > gRNA - gRNAG(E RER RS EF 2 &

F107H » 3t 182 H(HEHIEE)
FCP-072421
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e

[0273] 20SHEPCH LB 13A K3t HPHH 2 [B14ARFR » EHIZ]FTHTE
ZHEP B E LB mEE (MINHAREREN T 2 e ZFES [T #%k
R BAEPCHE B G 2 — Sl & 2 St E R A s B B 13A R R30 ) LA
B ORI E 1B3A KB 14A T 2 REEERHE T R3 e RATEIE A4 - 20
Z0ME13B ~ B 13C K E 14BLAK B 14CHT AR - A E KKEE 2l AGRSS IR TR
PIE AN 2 4l A BRI > F57r oy HIIPCH K PHH A 7 BB (RIS AG 2 SREE L A/ R
R AR MR D - B—EERE - BI13CHAETREZRMEFR0.13 - HE14D
ZRMYER022 -

K3 | BASSRBERBT AR seRNAZ HEQ W& T 148 REEERR

BB
5[%%) ID PR | BRI % S RLU | BR#E%E RLU
G009867 25.05 0.21 10650.67 1455.97
G009866 18.7 3.96 75556.67 12182.98
G009876 14.85 4.88 27463.33 10833.53
G009875 12.85 2.33 51660.00 6362.36
G009874 2825 6.01 270433.30 133734.10
G009873 42.65 5.59 178600.00 87607.25
G009865 59.15 0.21 301666.70 18610.03
G009872 48.15 3.46 320233.30 63517.43
G009871 46.5 5.23 211966.70 65852.44
G009864 33.2 8.34 210033.30 61201.33
G009863 54.8 12.45 69853.33 15216.92
G009862 44.6 7.21 508666.70 119876.30
G009861 28.65 0.21 178666.70 15821.93
G009860 33.2 7.07 571333.30 52728.87
G009859 0.05 0.07 258333.30 79052.73
G009858 14.65 1.77 402333.30 25579.94
G009857 23 0.99 312333.30 73036.52
G009856 14.8 0.99 95900.00 21128.42
G009851 1.5 0.42 105766.70 2704891
G009868 12.15 2.47 43033.33 9141.85
G009850 63.45 13.93 228200.00 101542.10
G009849 57.55 8.27 225400.00 46001.30
G009848 33 5.37 156333.30 20647.84
G009847 66.75 7 100866.70 22159.72

FCP-072421

113136358
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202507011

G009846 61.85 5.02 31766.67 10107.59
G009845 544 7.5 43020.00 11582.23
G009844 47.15 2.05 110466.70 32031.44

R4 BAZYENEFAE seRNAY AE AN & T 14E EEREHE

e
51%% 1D PRI | AR % Y RLU | Bz RLU
G009844 19.07 2.07 268333.30 | 80432.17
G009851 0.43 0.35 18033.33 2145.54
G009852 47.20 3.96 18400.00 2251.67
G009857 0.10 0.14 71100.00 14609.24
G009858 8.63 9.16 32000.00 18366.55
G009859 3.07 3.50 59500.00 16014.99
G009860 18.80 4.90 190333.30 | 54307.76
G009861 10.27 2.51 62233.33 9865.26
G009866 13.60 13.55 96200.00 46573.81
G009867 12.97 3.04 3916.67 1682.03
G009868 0.63 0.32 10176.67 2037.80
G009874 49.13 0.60 318000.00 | 114118.40
G012747 3.83 0.23 51000.00 6161.17
G012748 1.30 0.35 17433.33 2709.86
G012749 9.77 1.50 75066.67 11809.04
G012750 42.73 4.58 5346.67 2971735
G012751 1.77 1.16 32066.67 18537.62
G012752 32.93 2.27 402000.00 | 83144.45
G012753 21.20 2.95 71800.00 32055.73
G012754 0.60 0.10 16933.33 4254.80
GO012755 1.10 0.10 13833.33 3685.56
G012756 2.17 0.40 35600.00 6055.58
G012757 1.07 0.25 13993.33 6745.08
G012758 0.90 0.10 34900.00 15308.82
G012759 2.60 0.35 30566.67 15287.36
G012760 39.10 6.58 6596.67 2133.13
G012761 36.17 2.43 467666.70 | 210965.20
G012762 8.50 0.57 217000.00 | 13000.00
G012763 47.07 3.07 142333.30 | 37581.02
G012764 44.57 5.83 1423333.00 | 261023.60
G012765 19.90 1.68 179666.70 | 57011.69
G012766 8.50 0.28 24333330 | 17473.79

[0274] =5 Fi—4H EARALES BRI E eIk AZRRTEHAE (PHH) H1.2
NEHEAZNET 2 EHE [ ERNARGE &8 m 58 ssSAAVELES -
[0275] Z0EHE A1 o AT Al B fRissAAV R LNPH R} HLAE X 22 PHH - {175

109K - 3t 182 H(HHIEE)
FCP-072421
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iz

B2 WERS CIIERERRP0041S)

FCEME T ( "RLU, )

ZAN)

Tyl < BN AGDNA K SRS B DLy i
TIT o G T L S

& AT EHE B A

z<<< EEI ﬁ;ﬁ/\

GNP

1T 4R SR TE AR R 3R
=GR
FEEN1 4D ag Bl 5y H AL R24 T BN Rt
- BBHIME - AAVELfe = A NanoLuc ORF ( frGFP
° FTilE Z #iie <R R ETR LR E 13B KB 14B o © BRI R R TS
28 Z PTG 2 gRNA > gRNA{R(E S GR SR E 14D -

224 B BYR R ERBEITAI seRNAZ B E O N & F IR ST R

BRe12-ERNARIE ARBEREEY T Z NBRTIER@EA

FCP-072421

113136358

o PHTER R | R
‘ (RLU) Zhi§ (RLU)
G009844 3,700,000 509,117
G009852 281,000 69,296
G009857 1,550,000 127,279
G009858 551,000 108,894
G009859 1,425,000 77,782
G009860 2,240,000 183,848
G009861 663,500 238,295
G009866 274,000 11,314
G009867 44,700 566
G009874 2,865,000 431,335
G012747 651,000 59,397
G012749 867,000 93,338
G012752 4,130,000 268,701
G012753 1,145,000 162,635
G012757 579,000 257387
G012760 129,000 36,770
G012761 4,045,000 728,320
G012762 2,220,000 127,279
G012763 1,155,000 205,061
G012764 11,900,000 1,555,635
G012765 1,935,000 134,350
G012766 2,050,000 169,706
LNP 8,430 212

ESIN=

FEESE A0101

H 182 H(EEHHERAAE)

1132052376-0
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[0276] AELLEHEAIH - L& TRHERE (AAV) R/EEAZES]
BY) < RREZCRRF (LNP) TS BB MIE T+ < N F9E R A KhFIX
BRI 8IBWSE - IEBHFE A0 AT AL~ LNPERECY) R AAVERCY)
AT - SLNPFHACY) =75 Cas9 mRNAK 5 [ZERNA (gRNA) » HfimRNA:gRNA
EEIER2:1 o ZssAAVIZKIFFP00147 -

[0277] =3 Z[F/EMERF ek M BB e - 75 rh DARS A e <
ST TISHE RS Sl AR BEFN I LLAAV © FEAAVIEIE 1% > FEAISHEF L
B (E Bz RS TR PTG I~ 4% EDRECLNP o

[0278) 4aZEtR i » & & RTINS [ E 2 S A iU B e R - S
AR DR E T 285 A E5771A-86°'C £-60°C T « FEEfanJeHiETHG It 2 NGS
TE PP A TR SR 4R EE AT

[0279] EEFIXELISAHT » FE4REEE5ETR ~ 614K ~ B8RS
SORIEBYIWER MR - W IR AAE MR < AN TRk A% - FLE%
FI-86CE-60C N HENT AL -

[0280] #5MELISAMMAZRE MM EEAFRFIXEE - G52 @
Reacti-Bind 9614 & (VWREE5RPI15041) ZEMAFH R K1 ng/ml.ZiHEEht
fe (Pt AR FIXPIRE 2/NamAB (HTI > H##$5FAHIX-5041) ) - E{EEH
1x PBS e S%A-E B & H HET - ##3 » A£EEFL P MR e iR mEE §
Z & aibz NERFIXED 2 LEdEE S (ERL - B #F9EHFIX 1009 - 4t
SEHFIXA4840 ) o URFREE F5100 ng/ml  (ZHHAE (FH A ARTFIZRGURE -
Abcam > H§%57ab128048 ) - {7100 ng/mL K 4iAE ( BAHRP ZERHIATF1gG
pAb> Abcam > H g£55ab97125 ) - (i FHTMB<7 & 51\ K 4H ( BD OptEIA H $£57555214 )
SRR o AL ERRFEAES (Molecular Devices i34 ) _EA£450 nmfg P73 e &
ERHEEHETE > HEASoftMax pro 6 AR HMEIT 3T ©

FUIE - 3 182 HEHSHE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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[0281] {ERIZE(HE AGRKIPR - MERLARER 4 - NGSEREBEURA A
TRFTE R « NHPH ¢ B 85 1 AR R HETT 2 hFIXF IR (585 FHELISASK 20 H i#i4g
A6 Ko [E] 155 - hFIX[M AT & & ZF oAl Fy 6% F A 2 &8 (George, F A,
NEIM 377(23), 2215-27,2017) -

[0282)] WFrEM > BRI FIXEN 2 ERFEEZE/ VAR (2AIE1S
FERETR  E1AK - F8F R ES6F M E~135 ~ ~140 ~ ~150 F~110 ng/mL .
HaEg) o ERTN~T5 ng/mLE~250 ngmLEEN  EHEEE © (EHR338L
DRe TUAENFIX S BAg ~ =5 ~8(5 PG ST H M ARhFIX & & (SimioniZ%: A, NEJM
361(17), 1671-75,2009 ) ( HL#R#E390 + 28 U/ 7% hFIX-R338L > & & HEEME: »
Feds5 £2.4 U/ 2 BFAMAFIX 2 EZEFEIEN) - sFRARET ARG 2
DIRETCHERFIXE RS 2 Dge PR (ERFIXOEM: - BBt N ERCEH E
FREF A BRI FIXOE M 2 8920%-40% 2 JANHPH 2 BB E AR FIXEH 2 & (#
EFS e A AN FIXIEME 2 12%-67% ) -

=5 Pz dmiE
B ID | o[EY D | FO-AAV FO-AAV 2f& | LNP LNP 2 f&
(vglkg) (mL/kg) (mg/kg) | (mL/kg)
4001 G009860 | 3E+13 1 3 2
4002 G009860 | 3E+13 1 3 2
4003 G009860 | 3E+13 1 3 2
5001 TSS 3E+13 1 0 0
5002 TSS 3E+13 1 0 0
5003 TSS 3E+13 1 0 0
6001 G009862 | 0 0 3 2
6002 G009862 | 0 0 3 2
6003 G009862 | 0 0 3 2

F12H - 4+ 182 HEHWHRHE)
FCP-072421
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226 : hFIXZRH

%) ID NN F 14K F 28K FE 56K
HF IX HF IX HF IX HF IX
(ng/mL) (ng/mL) (ng/mL) (ng/mL)

4001 122.84/+-2.85 | 94.93/+- 0.56 105.65/+- 1.94 9731/+-1.49

4002 149.77/+-13.5 | 222.92/+-9.61 252.49/+- 6.46 152.05/+- 7.46

4003 134.06/+-6.17 | 107.04/+- 6.46 95.30/+-3.18 74 23/4+-3.53

5001 ND ND ND ND

5002 ND ND ND ND

5003 ND ND ND ND

6001 ND ND ND ND

6002 ND ND ND ND

6003 ND ND ND ND

BEA13-ERAARFEARBERESY R ZRTF9EA

[0283] ALRbEHERI T > FLIE T AR RP00147 ZssAAV Ko/8 H A B 175
G009860.Z =1dH5 [ k. ZAELNPZH 77 2 CRISPR/CasOREE 7=k 7 (LNP) &
TR BB R T L AT OB A A KhFIXEE B RIA 25T -

[0284] FEMINGSEMFE AGRKIVR > ML RER 54 - AEHEHI12 At
gt - F& MELISA(E H #F ¥ AN 7 IX $i 88 Z /)N EEmAB (HTI > H #% 57
AHIX-5041) -~ SR ABNTIZIRIIAE (Abcam > Hi%57ab128048 ) K HEAH
HRP ZBgHi47=1gG pAb (Abcam - H#f5tab97125 ) it sl Ed8 A BN T
IXEE - t(HEEHN 2 2Bt 2k AFFIXEH G EE>3EZ NHFIXEH
2 E(AERECCRISPR/Cas9 LNPIEEERIIEMIELS - {EBFTH > ELISATIHTSER
farm o AL /DB 1R KB 28 KB EIRAE F HYNHP 1.2 GO09860ZE S HR B = Y IE
B NEFIXEE&8E (3-5 pg/mL ; AmiralZ A, Clin. Chem., 30(9), 1512-16, 1984 )
ZIBRFIXEH S E - YHAERHE MR R E 2RI 14K 2~3-4 pg/mL
ERAFFIXEHGE - HT28REEFIFTARSR (~3-5ug/mL) - {EH5E

SEREFEOMHE A ENASFIXEE > HERHERNER25H -

F13H - 4+ 182 HEHWHHE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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225 | B AR FIXEASE-BEHHI13ZELISATA

FIR|E B|FE 14| FHE | F 28| FHE|F 42|FE|F 56| FE
FIX 7= PN 7= PN 7= PN 7= PN 7=

ng/mL FIX FIX FIX FIX

ng/mL ng/mL ng/mL ng/mL
3001 | 2532.8 | 1456 | 25626 |99.0 |3011.7 |62.7 |2936.7 |72.4 |2748.5 | 86.0
3002 | 2211.4 | 958 [29585 | 1192 | 33502 |98.4 |3049.7 |112.7|3036.7 | 90.6
3003 | 3195.1 | 4756 | 44339 238733672 |157.7|3746.1 |95.6 |39250 | 1574

[0285] H#EMELISAEHIEREERGE 528 RESHERASRHEH
SR o fEsET - RECER BT 2 AT HEE S EE b ~15% {14
AFEZEYIT o EREEE e EREREN B (A TREEHEESRE > &
B H AR EHLR -

[0286] JREEMIZCL o i LA S EhRe s BUAE MG 3R N HFIXEH &
= ° 52 » FH1%ECL[HEE (Sigma - GERPN2125 ) [HETMSD GOLD 96f.31

A EH#E ZSECTORES (Meso Scale Diagnostics * HEEL15SA-1) -~ fE5¢EH
Eraim ik > AEYIZEIRLHITITAS (Sino Biological » 11503-R044 ) [ETEAEHE
F o {EFHEH AFEFIXZE H (Enzyme Research Laboratories » HFIX 1009 ) 2 4£0.5%
ECLIH B SR AR AR s « AEIEIR AR - R AE IR AR 5 e AR AR SR D 2 3R
T HEE - R KSR EARESIES ZEAPEE (Haematologic
Technologies » AHIX-5041) /RMIIEFLF HIEE - fEREEAREG S 2 T
e 1% o REERR ENRTHR 211 - AN ETERFINE S 2B T > FIMSD
Quick Plex SQI120f& 232 {& - H FHDiscovery Workbench 4.0E4E#k 38 ( Meso
Scale Discovery ) 73 &} < JBE Dlug/m BB TR B FHTst ERTE - B
FrIEFESRTE R (FEIEN TN=2) » &RIN=3 - 40FEHMSD ELISAFTE M 4%
AR Z Tt P IE H B H AR T ZhFIXCEIR s 26 -

F114H - 4182 HEHWHRHAE)
FCP-072421
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R26 - B ABRTIXEHSE

FEH ERE (pg/ml)
3001 3002 3003
efElll | JRE | afECY | RE | STECY | BE T CV
ETR | 185 20% 5.63 14% 11.20 26%
E 14K | 865 15% 11.06 18% 14.70 28%
FE28K | 9.14 7% 14.12 7% 10.85 25%
FE42K | 9.03 10% 33.12% 0% 13.22 13%
556K | 10.24 13% 16.72 12% 33.84%* 4%

B4 0E8 N5 (B2 (B B

[0287]

A EE A (2 HaCameronZE A, Nature Methods. 6,

600-606;2017 ) JHIE FH#L 5] (9 & 1~ Cas934fR 7 T AT (mik B AZ R R BE (i B - fE It
Hhrrh > (E A& HE HEK293 BN AGDNAERZE 1 3 (W #E R A H EH ZsgRNA K
W 5 ER il B AR B L 65 8 - ALAEYEE PP (R 16 nM5 [ZEY)
TR TE R 2 TE A e H AR 8E 2 B H R R270 - Sy s A AT AN

sgRNA 2 JEAL il B AL -

27 : ik E ST

FCP-072421

113136358

gRNAID | HEE 5|75 (SEQIDNO : ) it A2
AR

G012753 | H&EH | GACUGAAACUUCACAGAAUA 62
(SEQ ID NO : 20)

G012761 | {&EH | AGUGCAAUGGAUAGGUCUUU 75
(SEQ ID NO : 28)

G012752 | &SN | UGACUGAAACUUCACAGAAU 223
(SEQ ID NO : 19)

G012764 | H#&EH | CCUCACUCUUGUCUGGGCAA 3985
(SEQ ID NO : 31)

G012763 | HEH | UGGGCAAGGGAAGAAAAAAA 5443
(SEQ ID NO : 30)

G009857 | HEH | AUUUAUGAGAUCAACAGCAC 131
(SEQ ID NO : 5)

G009859 | HEH | UUAAAUAAAGCAUAGUGCAA 91
(SEQ ID NO : 7)

G009860 | HEH | UAAAGCAUAGUGCAAUGGAU 133

FEESE A0101

SFUISH - 4t 182 H(EHIHE)

1132052376-0
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(SEQ ID NO : 8)
G012762 | BZEH | UGAUUCCUACAGAAAAACUC 68
(SEQ ID NO : 29)
G009844 | BEH | GAGCAACCUCACUCUUGUCU 107
(SEQ ID NO : 2)
G012765 | BZEH | ACCUCACUCUUGUCUGGGCA 41
(SEQ ID NO : 32)
G012766 | HEH | UGAGCAACCUCACUCUUGUC 78
(SEQ ID NO : 33)
G009874 | &N | UAAUAAAAUUCAAACAUCCU 53
(SEQID NO : 13)
G000644 | EMX! | GAGUCCGAGCAGAAGAAGAA 304
(SEQ ID NO 1129)
G000645 | VEGFA | GACCCCCUCCACCCCGCCUC 1641
(SEQ ID NO 1130)

[0288) frs&alft b0 {8 2 AVHER A2 EXIREE B AR i

- BRTHRE IR R T AR AR R B VB L (i E AR AL B DA Ry n AL A T - )
YOFEFRRRE < 1R AR i Bess VB A T BT - B E o & oA
R & (iR 2 S84 E 2 = 0 T2 A NASDNA H A5 AT H 2 Cas9 RNP ZHi[ &
MR - AV EER A M 8 T R VB A (milt H AR RS B - NI > R
WE R 2 B (it E AL (5 R Frast s | < VB (it E AR (1 B B IR e

KRB -

BHESSEER N MG e EER B 2 HEE

[0289] ZEANEERIFEIRAG ZIESRA nI s TR (E S R b M B R 73 kb
MEAE - HMEERELEE - BRETES ARG I ZERARE
ZAEFRFFH o AU > SRS AR A EARE Z WIRIEE TS (BIAE i
EIEAENEG 2ETAN AEFERETR EWNREESERFY) -

[0290] AHEEZ T FRCRIIEAMEE BE JEREE AT ea T EF A
e Es Y LEEHAREE LM 2 WIRMEE TR o Tz F Rz
—EARERERE T O ANE R A CLES (IRES) 51 - SEAIEMCV
IRES ZIRESFH s TRUEIEMRNAN Z AT A BT 2 55 - BRREEEIRESE

F116H - 4+ 182 HEHWHHHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

i1 Zpa 2 Nl T 2 B85 - IEAETIE B e A ERFPY il AL BRI Gh =15
FHE 2 WIRMES Y 2 EBE (PIaiE 8 EEERNE L INET 1R E 2 (5
TPV EEREREZETET) - EANFLEEFHFIZERLT - EHEA
o1 o THRERE T ZIRESFAI Z E B EFERK B LT & ZIRESFFHI © /]
RNAJF#ZE (FIAIFMDV) ~ 5E£YRE (CFFV) ~ HRRKE RHE (PV)
LA RS (ECMV) ~ OffAs (FMDV) ~ CAIFFRIFE (HCV) ~ &
HAEERE (CSFV) -~ BEIFRE (MLV) -~ BREsiZkeE (SIV) =g
ERE R (CrPV) e

[02091] HIRNFRFIETIMMERR 2 BRTAREERER T 2R
LK il — B B HERK - sEAI2ARPYIBER2 AR 2 BRI e E
Az bkiE (S5 A B EmRNARE sk V) 2 A4 2 (MR E B E - LK B R 11 2 E581D
PO041SF7 - A B HARIL (PIIP2A ) A plF3R i (EEE AN (Plzokeg
YEEME R GFP) 2 IR 58fG - Al (Uil - Bl {5 F B RO R B = 15 40
HEz NIRMEESRFYI 2 EBE (POl EBE B 2ARFTHENR
MHEAERFIEMEEZEGE ZHs EXEE) - aMHZARE2ARR
P28 © S59h > wiE (GSG) BEAIIZ RS it DA B AR 12 R .2 3

R 28 : RS 2 B RAERK

7 e gl

T2A(SEQ ID NO : 1131) EGRGSLLTCGDVEENPGP

P2A (SEQ ID NO : 1132) ATNFSLLKQAGDVEENPGP

E2A (SEQ ID NO - 1133) QCTNYALLKLAGDVESNPGP
F2A (SEQID NO : 1134) VKQTLNFDLLKLAGDVESNPGP

BH GSG EE ~ T2A (SEQ ID NO : 1135) | GSGEGRGSLLTCGDVEENPGP

BEH GSGEE ” P2A (SEQ ID NO : 1136) | GSGATNFSLLKQAGDVEENPGP
B GSG EE ” E2A (SEQID NO : 1137) | GSGQCTNYALLKLAGDVESNPGP
B GSGEE F2A (SEQ ID NO : 1138) | GSGVKQTLNFDLLKLAGDVESNPGP

BHepI16. A AR EL/NEEREANERAAJEFIHAZT[ERNA

FEUTH - 4182 HEHHHHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

[0292)] EZFBEHBANEFEANEOEQRRE R 2 HM5E
RNA - Bt BHY - EFFAEF/NE B E O EREEHE A O &0 ERNEF
P (BESE—NET) BiRZ/NE (ALB™WNE) - s ESERAEA
FFZBEE AR  AHEES ZE—NEF L5 ERNA Z AR - iEH
ALB™M N85 B (] B0 N B2 B B DA B SR 4 AL 1 1 5 [HRNA » %5 [ZHRNARE ]
NEHEOEREZ F—NEF - (LERBORE 2 &N THHE H & MR
FRIRAETTI S « 3R 18 ~ 55370 - B4 R A& S UK ik - A
AT o AL TIREEE/ N, o SRR R ITIR » BooBimaE - [ER SR
J R o

[0293] fesE—EE+ - WEEHHIE M HHE 6(H 5 Cas9 mRNAK,
DL T B & %) ~LNP : G009852 ~ G009859 - G009860 ~ G009864 ~ G009874 &
G012764 - FHLNPIGEE0.3 mgkg (EA30ATE I8 E ) ALIEE/NE3EL
B NRS 2 & 4 E T EH S S [mh L 91 AR 2 AAVS « A ESR A&/
127t B 475 2 fi 2 ALB™ ™M/ NER, « (R &K B IE— B MR 2/ N 15
B AEF BT R /R R 2 CAGGRIE) + L AAVS » 5 [FEAF9 2 FF R TR

(LAEE/NESEIHBERRE) - Fa=(ERMEERE - LhE8H=8/ N EF
FHERER - EREERY h 9t AN 2 AAVSEELNP-G009874 -

(0294 AeEEe » d0EEHEE11 24 BOAE LT & Cas9 mRNA K LAR
5[ 2 LNP : G009860 ~ G012764 - G009844 ~ G009857 ~ G012752 ~ G012753
k:G012761 - = ELNPHFEE0.3 mg/kg (ER40L T THEREE ) HEIFE/NE
SEIUREAEREE < BB TN R [ hr 9t AR 2 AAVS - FERTE
30/8EALB™ /N, © (T &2k B [Fl—F B MR < /N R I E S Bilh 9]
HRVEIERE 2 CAGGRIE)F Z AAVS » 115 [FEAF9 B A3 ( LIE &/ N 3E T
WEARE) o PAEZERMEERE - HihE3E =8/ NEOESERER - EH

F18H - 4+ 182 H(EHHHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

B[R 9t ATER 2 AAVSEELNP-G009874 -

[0205] 770 #7 » PUTELISALUE & RARE( L/ N B EHhFIXEER & -
I HEE A AR TIX ELISAZEAH (ab188393) - HAZKHGeorge King
Bio-Medical 2 NFA& HFIEH MAEE BF5E oA HaH B E 2 B0 - JESHE R0
&P 2 MRS 2 AR TIXERE B 16A KB 16BT - BigVE A
ABR—2 > EfEA5ERNA G0098526; - (FHIFIEEMANTIXMESE - 1
NIHBHEH TR ZHAPAMFFYI—2 - E{E5 [ERNA G009864Hs » [AFIXIf
Haw A a{EH - EH5|ZERNAG009859 ~ G009860 ~ G009874 f G0012764E A
FIFH 2 MF T ZNTIXRE -

[0296] 25K R BT 2 A AEE 2 — 8003 LU T R UERA (NGS)
I o (EFANGSEHEALER AAV-hF9BERS K LNP-CRISPR/CasO{& 55744 AFH1{E
HEEAENER BAREAMIER (lAGS ) ZAHfEdies Hote - ABE
H sk ZAHAPAMFS—2 > E A5 ERNA GO098646F - AT it a] (=] 2 4w
g o 5 [ZERNA G009859 ~ G009860 ~ G009874 f:G012764 (&R}A ) ¥R
ANEZ4H 2 B o 2 4 -

[0297] 30 6k BT[] 8 41 10% H 1 45 45 T8 F v 240 N H P& % 22
T0%ZF5 o (B TE DI VU 22 F (i B 25 2 HistoWisz > H (T Ra Bl H %
AFSEER T - iR - (ES AR VB AWCRYIR > HAE Ventana Ultra Discovery

(Roche ) F{fFEABASESCOPE™REFr K547 ( Advanced Cell Diagnostics )
LUK e IR T HRET T TBASESCOPE™ » 32 TE Rlnia t iR st #E R AL 2R U &
I P R 2K EALBM " E EHERE 2 E—NEF 2 ANEEEBEFRFY
BRI OWTE AN 2 [R] 2 SHRFmRNARE & 8L » Ba1% - (EFHALOREHAS (Indica
Labs) EESEMT ZIFMEAIE L G o7EE - BStR - S8 208 L2 ISR
B E b T E S 7B MM IS T 2 hFIX S EHER o SRR BT 29T - 5

F119H - £+ 182 H(EHWRHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

T & B PIhALB-hFIX mRNAZ 51 2 %58 ZUAER (r = 0.89 : R? =

0.79) -

5229, 273N FIX 5, BASESCOPE™ &}

hFIX pg/mL | mRNA #E8t% | STD mRNA | Fret B2 &
IINER, 5 &) 0

(B78) (4-5fEYIR ) Bdt% &R
1 RER ND 0.09 0.03 152833
4 & AAV ND 0.53 0.67 351084
7 & LNP ND 0.48 0.33 75160
10 CAG F9 211.8 0.20 0.22 190277
15 G009852 ND 0.30 0.09 144518
20 G009859 0.5 0.82 0.45 143817
21 G009859 0.5 0.88 0.43 160172
22 G009859 23 1.71 1.54 26015
23 G009859 38 274 0.59 183085
24 G009859 0.6 278 1.96 152424
25 G009860 5.6 12.46 5.80 78935
26 G009860 10.6 13.76 532 112252
27 G009860 97 14.80 5.45 201592
28 G009860 2.1 332 0.76 84710
29 G009860 3.0 1.52 0.35 203277
30 G009864 ND 1.94 1.78 145807
35 G009874 1.7 242 1.14 126665
36 G009874 1.5 1.08 0.53 195861
37 G009874 2.1 1.02 1.29 181679
38 G009874 55 0.40 0.43 175359
39 G009874 1.5 0.44 0.18 205417
40 G012764 15.7 28.85 7.11 167824
41 G012764 19.6 19.17 8.23 70081
42 G012764 1.9 1.95 1.79 154742
43 G012764 77 438 0.68 114060
44 G012764 3.0 1.64 1.04 238623
43 DapB (-) - 0.12 0.07 144730

[0298] AMHEHANET1: (SEQIDNO:1)
GTAAGAAATCCATTTTTCTATTGTTCAACTTTTATTCTATTTTCCCAGTAAAA
TAAAGTTTTAGTAAACTCTGCATCTTTAAAGAATTATTTTGGCATTTATTTCT
AAAATGGCATAGTATTTTGTATTTGTGAAGTCTTACAAGGTTATCTTATTAAT
AAAATTCAAACATCCTAGGTAAAAAAAAAAAAAGGTCAGAATTGTTTAGT

GACTGTAATTTTCTTTTGCGCACTAAGGAAAGTGCAAAGTAACTTAGAGTG

120K - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

ACTGAAACTTCACAGAATAGGGTTGAAGATTGAATTCATAACTATCCCAAA

GACCTATCCATTGCACTATGCTTTATTTAAAAACCACAAAACCTGTGCTGTT

GATCTCATAAATAGAACTTGTATTTATATTTATTTTCATTTTAGTCTGTCTTCT

TGGTTGCTGTTGATAGACACTAAAAGAGTATTAGATATTATCTAAGTTTGAA

TATAAGGCTATAAATATTTAATAATTTTTAAAATAGTATTCTTGGTAATTGAAT

TATTCTTCTGTTTAAAGGCAGAAGAAATAATTGAACATCATCCTGAGTTTTT

CTGTAGGAATCAGAGCCCAATATTTTGAAACAAATGCATAATCTAAGTCAA

ATGGAAAGAAATATAAAAAGTAACATTATTACTTCTTGTTTTCTTCAGTATTT

AACAATCCTTTTTTTTCTTCCCTTGCCCAG

R1./NEHEHEHSERNA

5184 ID

5IBFF5

Z R

SEQ ID
NO :

G000551

AUUUGCAUCUGAGAACCCUU

chr5:90461148-90461168

98

G000552

AUCGGGAACUGGCAUCUUCA

chr5:90461590-90461610

99

G000553

GUUACAGGAAAAUCUGAAGG

chr5:90461569-90461589

100

G000554

GAUCGGGAACUGGCAUCUUC

chr5:90461589-90461609

101

G000555

UGCAUCUGAGAACCCUUAGG

chr5:90461151-90461171

102

G000666

CACUCUUGUCUGUGGAAACA

chr5:90461709-90461729

103

G000667

AUCGUUACAGGAAAAUCUGA

chr5:90461572-90461592

104

G000668

GCAUCUUCAGGGAGUAGCUU

chr5:90461601-90461621

105

G000669

CAAUCUUUAAAUAUGUUGUG

chr5:90461674-90461694

106

G000670

UCACUCUUGUCUGUGGAAAC

chr5:90461710-90461730

107

GO011722

UGCUUGUAUUUUUCUAGUAA

chr5:90461039-90461059

108

GO011723

GUAAAUAUCUACUAAGACAA

chr5:90461425-90461445

109

G011724

UUUUUCUAGUAAUGGAAGCC

chr5:90461047-90461067

110

GO011725

UUAUAUUAUUGAUAUAUUUU

chr5:90461174-90461194

111

GO011726

GCACAGAUAUAAACACUUAA

chr5:90461480-90461500

112

GO011727

CACAGAUAUAAACACUUAAC

chr5:90461481-90461501

113

GO011728

GGUUUUAAAAAUAAUAAUGU

chr5:90461502-90461522

114

GO011729

UCAGAUUUUCCUGUAACGAU

chr5:90461572-90461592

115

GO011730

CAGAUUUUCCUGUAACGAUC

chr5:90461573-90461593

116

GO011731

CAAUGGUAAAUAAGAAAUAA

chr5:90461408-90461428

117

G013018

GGAAAAUCUGAAGGUGGCAA

chr5:90461563-90461583

118

G013019

GGCGAUCUCACUCUUGUCUG

chr5:90461717-90461737

119

FCP-072421

113136358

FI21H - 3 182 HHEYRHASH)

FEESE A0101

1132052376-0



202507011

8. /N B EE H sgRNA R AZ iR

5(8%) ID

T2

SEQ ID NO:

KiEeiZ E2FI

SEQID NO :

G000551

AUUUGCAUCUGAGAACCCUUG
UUUUAGAGCUAGAAAUAGCAA
GUUAAAAUAAGGCUAGUCCGU
UAUCAACUUGAAAAAGUGGCA
CCGAGUCGGUGCUUUU

120

mA*mU*mU*UGCAUCUGAGAACCCUUGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUmMCmGmGMUmGmCmU*mU*mU*mU

142

G000552

AUCGGGAACUGGCAUCUUCA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

121

mA*mU*mC*GGGAACUGGCAUCUUCAGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

143

G000553

GUUACAGGAAAAUCUGAAGG
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

122

mG*mU*mU*ACAGGAAAAUCUGAAGGGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

144

G000554

GAUCGGGAACUGGCAUCUUC
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

123

mG*mA*mU*CGGGAACUGGCAUCUUCGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

145

G000555

UGCAUCUGAGAACCCUUAGG
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

124

mU*mG*mC*AUCUGAGAACCCUUAGGGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

146

G000666

CACUCUUGUCUGUGGAAACA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

125

mC*mA*mC*UCUUGUCUGUGGAAACAGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUmMCmGmGMUmGmCmU*mU*mU*mU

147

FCP-072421

113136358

FEESE A0101

FI221 - 3 182 HEYEHAE)

1132052376-0




202507011

5% 1D

TEEF

SEQ ID NO:

KEHiz B2 F5

SEQID NO :

G000667

AUCGUUACAGGAAAAUCUGA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

126

mA*mU*mC*GUUACAGGAAAAUCUGAGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUmMCmGmGMUmGmCmU*mU*mU*mU

148

G000668

GCAUCUUCAGGGAGUAGCUU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

127

mG*mC*mA*UCUUCAGGGAGUAGCUUGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

149

G000669

CAAUCUUUAAAUAUGUUGUG
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

128

mC*mA*mA*UCUUUAAAUAUGUUGUGGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

150

G000670

UCACUCUUGUCUGUGGAAAC
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

129

mU*mC*mA*CUCUUGUCUGUGGAAACGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

151

GO011722

UGCUUGUAUUUUUCUAGUAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

130

mU*mG*mC*UUGUAUUUUUCUAGUAAGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

152

GO011723

GUAAAUAUCUACUAAGACAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

131

mG*mU*mA*AAUAUCUACUAAGACAAGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUmMCmGmGMUmGmCmU*mU*mU*mU

153

G011724

UUUUUCUAGUAAUGGAAGCC
GUUUUAGAGCUAGAAAUAGC

132

mU*mU*mU*UUCUAGUAAUGGAAGCCGUUUUA
GAMGMCMmUmAMGMAMAMAMUMAMGMCAAGUU

154

FCP-072421

113136358

FEESE A0101

FI23H - 3 182 HEYEHE)

1132052376-0




202507011

5% 1D

TEEF

SEQ ID NO:

KEHiz B2 F5

SEQID NO :

AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmMU
mGMAMAMAMAMAMNGMUMGMGMCmMAMCmCmG
mAMGMUMmCmGmMmGMUmGMCmU*mU*mU*mU

GO011725

UUAUAUUAUUGAUAUAUUUU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

133

mU*mU*mA*UAUUAUUGAUAUAUUUUGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

155

GO011726

GCACAGAUAUAAACACUUAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

134

mG*mC*mA*CAGAUAUAAACACUUAAGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUmMCmGmGMUmGmCmU*mU*mU*mU

156

GO011727

CACAGAUAUAAACACUUAAC
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

135

mC*mA*mC*AGAUAUAAACACUUAACGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

157

GO011728

GGUUUUAAAAAUAAUAAUGU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

136

mG*mG*mU*UUUAAAAAUAAUAAUGUGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

158

G011729

UCAGAUUUUCCUGUAACGAU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

137

mU*mC*mA*GAUUUUCCUGUAACGAUGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

159

GO011730

CAGAUUUUCCUGUAACGAUC
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU

138

mC*mA*mG*AUUUUCCUGUAACGAUCGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG

160

FCP-072421

113136358

FEESE A0101

FI241 - 3 182 HEYEHAE)

1132052376-0




202507011

5% 1D

TEEF

SEQ ID NO:

KEHiz B2 F5

SEQID NO :

GGCACCGAGUCGGUGCUUUU

MmAMGMUmCmGmGmUmGmCmU*mU*mU*mU

GO011731

CAAUGGUAAAUAAGAAAUAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

139

mC*mA*mA*UGGUAAAUAAGAAAUAAGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

161

GO013018

GGAAAAUCUGAAGGUGGCAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

140

mG*mG*mA*AAAUCUGAAGGUGGCAAGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUmMCmGmGMUmGmCmU*mU*mU*mU

162

G013019

GGCGAUCUCACUCUUGUCUG
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

141

mG*mG*mC*GAUCUCACUCUUGUCUGGUUUUA
GAMGMCmUMAMGMAMAMAMUMAMGMCAAGUU
AAAAUAAGGCUAGUCCGUUAUCAMAMCmUmU
mGMAMAMAMAMAMGMUMGMGMCmAMCmCmG
MmAMGMUMCmGmGMUmGMmCmU*mU*mU*mU

163

FCP-072421

113136358

FEESE A0101

FI25H - 3 182 HEYEHAE)

1132052376-0




2025070

11

729. CynoHZZEH5|ZERNA

SEQ
5| B Y ID
D 5|5 R NO:
G009844 | GAGCAACCUCACUCUUGUCU | chr5:61198711-61198731 164
G009845 | AGCAACCUCACUCUUGUCUG | chr5:61198712-61198732 165
G009846 | ACCUCACUCUUGUCUGGGGA | chr5:61198716-61198736 166
G009847 | CCUCACUCUUGUCUGGGGAA | chr5:61198717-61198737 167
G009848 | CUCACUCUUGUCUGGGGAAG | chr5:61198718-61198738 168
G009849 | GGGGAAGGGGAGAAAAAAAA | chr5:61198731-61198751 169
G009850 | GGGAAGGGGAGAAAAAAAAA | chr5:61198732-61198752 170
G009851 | AUGCAUUUGUUUCAAAAUAU | chr5:61198825-61198845 171
G009852 | UGCAUUUGUUUCAAAAUAUU | chr5:61198826-61198846 172
G009853 | UGAUUCCUACAGAAAAAGUC | chr5:61198852-61198872 173
G009854 | UACAGAAAAAGUCAGGAUAA | chr5:61198859-61198879 174
G009855 | UUUCUUCUGCCUUUAAACAG | chr5:61198889-61198909 175
G009856 | UUAUAGUUUUAUAUUCAAAC | chr5:61198957-61198977 176
G009857 | AUUUAUGAGAUCAACAGCAC | chr5:61199062-61199082 177
G009858 | GAUCAACAGCACAGGUUUUG | chr5:61199070-61199090 178
G009859 | UUAAAUAAAGCAUAGUGCAA | chr5:61199096-61199116 179
G009860 | UAAAGCAUAGUGCAAUGGAU | chr5:61199101-61199121 180
G009861 | UAGUGCAAUGGAUAGGUCUU | chr5:61199108-61199128 181
G009862 | AGUGCAAUGGAUAGGUCUUA | chr5:61199109-61199129 182
G009863 | UUACUUUGCACUUUCCUUAG | chr5:61199186-61199206 183
G009864 | UACUUUGCACUUUCCUUAGU | chr5:61199187-61199207 184
G009865 | UCUGACCUUUUAUUUUACCU | chr5:61199238-61199258 185
G009866 | UACUAAAACUUUAUUUUACU | chr5:61199367-61199387 186
G009867 | AAMAGUUGAACAAUAGAAAAA | chr5:61199401-61199421 187
G009868 | AAUGCAUAAUCUAAGUCAAA | chr5:61198812-61198832 188
G009869 | AUUAUCCUGACUUUUUCUGU | chr5:61198860-61198880 189
G009870 | UGAAUUAUUCCUCUGUUUAA | chr5:61198901-61198921 190
G009871 | UAAUUUUCUUUUGCCCACUA | chr5:61199203-61199223 191
G009872 | AAMMAGGUCAGAAUUGUUUAG | chr5:61199229-61199249 192
G009873 | AACAUCCUAGGUAAAAUAAA | chr5:61199246-61199266 193
G009874 | UAAUAAAAUUCAAACAUCCU | chr5:61199258-61199278 194
G009875 | UUGUCAUGUAUUUCUAAAAU | chr5:61199322-61199342 195
G009876 | UUUGUCAUGUAUUUCUAAAA | chr5:61199323-61199343 196

FCP-072421

113136358

FI1261 - 3 182 H(HEPHHSH)

FEESE A0101

1132052376-0



202507011

2210 : Cyno sgRNA K BEfitRER,

5(8%) ID

T2

SEQ ID NO:

KB eI

SEQID NO:

G009844

GAGCAACCUCACUCUUGUCU

GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

197

mG*mA*mG*CAACCUCACUCUUGUCUGUUUUAG
AmGMCmUmAMGmMAMAMAMUmMAMGmCAAGUUA
AAAUAAGGCUAGUCCGUUAUCAMAMCmUmUm
GmMAMAMAMAMAMGMUmMGMGMCmMAMCmCmGm
AmGmUmCmGmGmUmGmCmU*mU*mU*mU

230

G009845

AGCAACCUCACUCUUGUCUG

GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

198

mA*mG*mC*AACCUCACUCUUGUCUGGUUUUAG
AmGMCmUmAMGmMAMAMAMUmMAMGmCAAGUUA
AAAUAAGGCUAGUCCGUUAUCAMAMCmUmUm
GmMAMAMAMAMAMGMUmMGMGMCmMAMCmCmGm
AmGmUmCmGmGmUmGMCmU*mU*mU*mU

231

G009846

ACCUCACUCUUGUCUGGGGA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

199

mA*mC*mC*UCACUCUUGUCUGGGGAGUUUU
AGAMGMCmUmMAMGMAMAMAMUMAMGmMCAA
GUUAAAAUAAGGCUAGUCCGUUAUCAMAMCm
UnUmGmMAMAMAMAMAMGMUMGMGMCmAmMCm
CmGMAMGMUmCmGmGmUmGmCmU*mU*mU*mU

232

G009847

CCUCACUCUUGUCUGGGGAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

200

mC*mC*mU*CACUCUUGUCUGGGGAAGUUUUA
GAMGMCmUmMAMGMAMAMAMUMAMGmCAAGU
UAAAAUAAGGCUAGUCCGUUAUCAMAMCmUm
UnGmAMAMAMAMAMGMUMGMGMCmAMCmCm
GmMAMGMUmMCmGMmGmUmGMCmU*mU*mU*mU

233

G009848

CUCACUCUUGUCUGGGGAAG
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

201

mC*mU*mC*ACUCUUGUCUGGGGAAGGUUUU
AGAMGMCmUmMAMGMAMAMAMUMAMGmMCAA
GUUAAAAUAAGGCUAGUCCGUUAUCAMAMCm
UnUmGmMAMAMAMAMAMGMUMGMGMCmAmMCm
CmGMAMGMUmCmGmGmUmGmCmU*mU*mU*mU

234

G009849

GGGGAAGGGGAGAAAAAAAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

202

mG*mG*mG*GAAGGGGAGAAAAAAAAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

235

FCP-072421

113136358

FEESE A0101

FI27H - 3 182 HEYEHAE)

1132052376-0




202507011

5% 1D

SEEF

SEQ ID NO:

&Ktz 2 F5

SEQID NO:

G009850

GGGAAGGGGAGAAAAAAAAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

203

mG*mG*mG*AAGGGGAGAAAAAAAAAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

236

G009851

AUGCAUUUGUUUCAAAAUAU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

204

mA*mU*mG*CAUUUGUUUCAAAAUAUGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

237

G009852

UGCAUUUGUUUCAAAAUAUU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

205

mU*mG*mC*AUUUGUUUCAAAAUAUUGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

238

G009853

UGAUUCCUACAGAAAAAGUC
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

206

mU*mG*mA*UUCCUACAGAAAAAGUCGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

239

G009854

UACAGAAAAAGUCAGGAUAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

207

mU*mA*mC*AGAAAAAGUCAGGAUAAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

240

G009855

UUUCUUCUGCCUUUAAACAG
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

208

mU*mU*mU*CUUCUGCCUUUAAACAGGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

241

G009856

UUAUAGUUUUAUAUUCAAAC
GUUUUAGAGCUAGAAAUAGC

209

mU*mU*mA*UAGUUUUAUAUUCAAACGUUUUAG
AmGmCmUmMAMGMAMAMAMUMAMGMCAAGUUAA

242

FCP-072421

113136358

FEESE A0101

FI28 - 3t 182 H(EPEHAE)

1132052376-0




202507011

5% 1D

SEEF

SEQ ID NO:

&Ktz 2 F5

SEQID NO:

AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UnmCmGmGmUmGmMmCmU*mU*mU*mU

G009857

AUUUAUGAGAUCAACAGCAC
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

210

mA*mU*mU*UAUGAGAUCAACAGCACGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

243

G009858

GAUCAACAGCACAGGUUUUG
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

211

mG*mA*mU*CAACAGCACAGGUUUUGGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

244

G009859

UUAAAUAAAGCAUAGUGCAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

212

mU*mU*mA*AAUAAAGCAUAGUGCAAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

245

G009860

UAAAGCAUAGUGCAAUGGAU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

213

mU*mA*mA*AGCAUAGUGCAAUGGAUGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

246

G009861

UAGUGCAAUGGAUAGGUCUU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

214

mU*mA*mG*UGCAAUGGAUAGGUCUUGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

247

G009862

AGUGCAAUGGAUAGGUCUUA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU

215

mA*mG*mU*GCAAUGGAUAGGUCUUAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUmGMGMCmAMCmCmGmMAmMGm

248

FCP-072421

113136358

FEESE A0101

FI129H - 3 182 HEPEHE)

1132052376-0




202507011

5% 1D

SEEF

SEQ ID NO:

&Ktz 2 F5

SEQID NO:

GGCACCGAGUCGGUGCUUUU

UmCmGmGmUmGmCmU*mU*mU*mU

G009863

UUACUUUGCACUUUCCUUAG
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

216

mU*mU*mA*CUUUGCACUUUCCUUAGGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

249

G009864

UACUUUGCACUUUCCUUAGU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

217

mU*mA*mC*UUUGCACUUUCCUUAGUGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

250

G009865

UCUGACCUUUUAUUUUACCU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

218

mU*mC*mU*GACCUUUUAUUUUACCUGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

251

G009866

UACUAAAACUUUAUUUUACU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

219

mU*mA*mC*UAAAACUUUAUUUUACUGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

252

G009867

AAAGUUGAACAAUAGAAAAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

220

MA*mA*mA*GUUGAACAAUAGAAAAAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

253

G009868

AAUGCAUAAUCUAAGUCAAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

221

mA*mA*mU*GCAUAAUCUAAGUCAAAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

254

G009869

AUUAUCCUGACUUUUUCUGU

222

mA*mU*mU*AUCCUGACUUUUUCUGUGUUUUAG

255

FCP-072421

113136358

FEESE A0101

SFI30H - 3t 182 H(EPEHAE)

1132052376-0




202507011

5% 1D

SEEF

SEQ ID NO:

&Ktz 2 F5

SEQID NO:

GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

G009870

UGAAUUAUUCCUCUGUUUAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

223

mU*mG*mA*AUUAUUCCUCUGUUUAAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

256

G009871

UAAUUUUCUUUUGCCCACUA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

224

mU*mA*mA*UUUUCUUUUGCCCACUAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUm
GmMAMAMAMAMAMGMUmMGMGMCmMAMCmCmGm
AmGmUmCmGmGmUmGMCmU*mU*mU*mU

257

G009872

AAAAGGUCAGAAUUGUUUAG
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

225

mA*mA*mA*AGGUCAGAAUUGUUUAGGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

258

G009873

AACAUCCUAGGUAAAAUAAA
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

226

MmA*mA*mC*AUCCUAGGUAAAAUAAAGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

259

G009874

UAAUAAAAUUCAAACAUCCU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC
CGUUAUCAACUUGAAAAAGU
GGCACCGAGUCGGUGCUUUU

227

mU*mA*mA*UAAAAUUCAAACAUCCUGUUUUAG
AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
UmCmGmGmUmGmCmU*mU*mU*mU

260

G009875

UUGUCAUGUAUUUCUAAAAU
GUUUUAGAGCUAGAAAUAGC
AAGUUAAAAUAAGGCUAGUC

228

mU*mU*mG*UCAUGUAUUUCUAAAAUGUUUUAG
AmGmCmUmMAMGMAMAMAMUMAMGMCAAGUUAA
AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm

261

FCP-072421

113136358

FEESE A0101

FI31H - 3 182 HEYEHHE)

1132052376-0




202507011

S5IEYID | E2F5 SEQID NO: | &KZffiz ZEFF5 SEQID NO:
CGUUAUCAACUUGAAAAAGU AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm
GGCACCGAGUCGGUGCUUUU UmCmGmGmUmGmCmU*mU*mU*mU
UUUGUCAUGUAUUUCUAAAA 229 mU*mU*mU*GUCAUGUAUUUCUAAAAGUUUUAG 262
GUUUUAGAGCUAGAAAUAGC AmGMCmUmAMGMAMAMAMUmMAMGmCAAGUUAA
AAGUUAAAAUAAGGCUAGUC AAUAAGGCUAGUCCGUUAUCAMAMCmUmUmGm
CGUUAUCAACUUGAAAAAGU AMAMAMAMAMGMUMGMGMCmAMCmCmGmMAmMGm

G009876 GGCACCGAGUCGGUGCUUUU UmCmGmGmUmGmCmU*mU*mU*mU

RS . i i]l

835 ID 5'ITR B EE (1 | BIEAR (F 1{r | Poly-A (55 | Poly-A (% | #IEAR (F2 | BEEZEE (F2|3'1TR
fir[A) [4] ) 1fi7/=) 2fi7H) fir[A) firE )
P00147 (SEQID | /NEH&EARE | NERTFIX SEQ ID SEQ ID ANBEHET IX /N EHEHE] | (SEQID
NO :263)| =8 (SEQID |(R338L) (SEQID |NO:266 |NO : 267 (R338L) (SEQ | ##=#(SEQID | NO :
NO : 264) NO : 264) ID NO : 268) NO : 269) 270)
P00411 (SEQID | AFRET X5 | AR IX SEQ ID SEQ ID ANBEHET IX NBET IXES | (SEQID
NO : 263) | $#=52 (SEQID | (R338L) -HiBit NO : 266 | NO : 267 (R338L) -HiBit | B<82(SEQID | NO :
NO : 271) (SEQID NO : 272) (SEQID NO : NO : 274) 270)
273)
P00415 (SEQID |/NEHZEEE#HE | Nluc-P2A-GFP SEQ ID SEQ ID Nluc-P2A-GFP | /NELHZEHET | (SEQ ID
NO : 263) | =& (SEQ ID (SEQIDNO : 275) | NO : 266 NO : 267 (SEQIDNO : B2 E(SEQID | NO
NO : 264) 276) NO : 269) 270)
P00418 (SEQID | /NEH&EARE | NERTFIX SEQ ID SEQ ID ANBEHET IX /N EHEHE] | (SEQID
NO :263)| =8 (SEQID (R338L) -HiBit NO 266 | NO : 267 (R338L) -HiBit | #<8(SEQID | NO :
NO : 264) (SEQID NO : 272) (SEQID NO : NO : 269) 270)
273)
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[0299)] S5'ITRFFFI (SEQIDNO : 263)
TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC
AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG
CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCT

[0300] /NEBEESF#EZE (FUHiFE) (SEQIDNO : 264)
TAGGTCAGTGAAGAGAAGAACAAAAAGCAGCATATTACAGTTAGTTGTCT
TCATCAATCTTTAAATATGTTGTGTGGTTTTTCTCTCCCTGTTTCCACAG

[0301) AFHATFIX (R338L) > ZFE1firjr) (SEQIDNO : 265)
TTTCTTGATCATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGGTAT
AATTCAGGTAAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAATG
TATGGAAGAAAAGTGTAGTTTTGAAGAAGCACGAGAAGTTTTTGAAAACA
CTGAAAGAACAACTGAATTTTGGAAGCAGTATGTTGATGGAGATCAGTGT
GAGTCCAATCCATGTTTAAATGGCGGCAGTTGCAAGGATGACATTAATTCC
TATGAATGTTGGTGTCCCTTTGGATTTGAAGGAAAGAACTGTGAATTAGAT
GTAACATGTAACATTAAGAATGGCAGATGCGAGCAGTTTTGTAAAAATAGT
GCTGATAACAAGGTGGTTTGCTCCTGTACTGAGGGATATCGACTTGCAGAA
AACCAGAAGTCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTTTC
TGTTTCACAAACTTCTAAGCTCACCCGTGCTGAGACTGTTTTTCCTGATGT
GGACTATGTAAATTCTACTGAAGCTGAAACCATTTTGGATAACATCACTCA
AAGCACCCAATCATTTAATGACTTCACTCGGGTTGTTGGTGGAGAAGATGC
CAAACCAGGTCAATTCCCTTGGCAGGTTGTTTTGAATGGTAAAGTTGATGC
ATTCTGTGGAGGCTCTATCGTTAATGAAAAATGGATTGTAACTGCTGCCCA
CTGTGTTGAAACTGGTGTTAAAATTACAGTTGTCGCAGGTGAACATAATAT
TGAGGAGACAGAACATACAGAGCAAAAGCGAAATGTGATTCGAATTATTC

133H - 3t 182 H(HEHIEE)
FCP-072421
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CTCACCACAACTACAATGCAGCTATTAATAAGTACAACCATGACATTGCCCT
TCTGGAACTGGACGAACCCTTAGTGCTAAACAGCTACGTTACACCTATTTG
CATTGCTGACAAGGAATACACGAACATCTTCCTCAAATTTGGATCTGGCTAT
GTAAGTGGCTGGGGAAGAGTCTTCCACAAAGGGAGATCAGCTTTAGTTCT
TCAGTACCTTAGAGTTCCACTTGTTGACCGAGCCACATGTCTTCTATCTACA
AAGTTCACCATCTATAACAACATGTTCTGTGCTGGCTTCCATGAAGGAGGT
AGAGATTCATGTCAAGGAGATAGTGGGGGACCCCATGTTACTGAAGTGGA
AGGGACCAGTTTCTTAACTGGAATTATTAGCTGGGGTGAAGAGTGTGCAAT
GAAAGGCAAATATGGAATATATACCAAGGTATCCCGGTATGTCAACTGGATT
AAGGAAAAAACAAAGCTCACTTAA

[0302) Poly-A (ZFE1fir[r]) (SEQIDNO : 266)
CCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGT
GCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAA
TGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGG
TGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGG
CATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAGGCGGAAAGAACCAG
CTGGGGCTCTAGGGGGTATCCCC

[0303) Poly-A (Z2fir[z]) (SEQIDNO : 267)
AAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAA
TTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAAT
AGCATCACAAATTTCACAAATAAAGCATTTTTTITCACTGCATTCTAGTTGTG
GTTTGTCCAAACTCATCAATGTATCTTATCATGTCTG

[0304) AFEAFIX (R338L) - ZE2firjn) (SEQIDNO : 268)

TTAGGTGAGCTTAGTCTTTTCTTTTATCCAATTCACGTAGCGAGAGACCTTC

F134H - 3t 182 H(HEHIEE)
FCP-072421
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GTATAGATGCCATATTTCCCCTTCATCGCACATTCCTCCCCCCAACTTATTAT
CCCGGTCAAGAAACTTGTTCCTTCGACTTCAGTGACGTGTGGTCCACCTG
AATCACCTTGGCATGAGTCGCGACCGCCCTCGTGAAACCCAGCACAAAAC
ATGTTATTGTAAATCGTAAATTTCGTGGACAGAAGACAGGTCGCTCTATCG
ACCAACGGGACGCGCAAATATTGCAGAACGAGGGCTGATCGACCTTTGTG
GAAGACCCGCCCCCACCCACTCACATATCCGCTCCCAAATTTCAAGAAGAT
ATTTGTATATTCTTTATCGGCTATACAAATCGGGGTAACATAGGAGTTAAGTA
CGAGTGGCTCGTCCAGCTCCAGGAGGGCTATATCATGGTTGTACTTGTTTAT
AGCGGCATTATAATTGTGATGGGGTATGATCCTGATAACATTCCTTTTCTGTT
CAGTATGCTCAGTTTCTTCAATGTTGTGTTCGCCAGCCACGACCGTAATCTT
AACCCCCGTCTCGACACAGTGTGCGGCCGTTACAATCCACTTTTCATTGAC
TATGGAGCCCCCACAAAACGCGTCGACTTTTCCGTTGAGCACCACCTGCCA
TGGAAATTGGCCAGGTTTAGCGTCCTCGCCCCCGACAACCCTAGTAAAGTC
ATTAAATGACTGTGTGGATTGTGTTATATTATCAAGAATCGTTTCGGCTTCA
GTAGAGTTAACGTAGTCCACATCGGGAAAAACTGTCTCGGCCCTTGTCAA
CTTTGATGTCTGGGACACACTTACCCGACCGCACGGGAAGGGCACCGCCG
GTTCACAGCTCTTTTGATTCTCAGCGAGCCGGTAGCCCTCAGTGCAACTAC
ACACAACTTTGTTGTCGGCGGAATTTTTACAGAATTGCTCGCATCGTCCATT
TTTAATGTTGCAGGTGACGTCCAACTCGCAGTTTTTTCCTTCAAAACCAAA
AGGGCACCAACACTCGTAGGAATTTATATCGTCTTTACAACTCCCCCCATTC
AGACATGGATTAGATTCGCATTGGTCCCCATCGACATATTGCTTCCAGAACT
CAGTGGTCCGTTCTGTATTCTCAAACACCTCGCGCGCTTCTTCAAAACTGC
ATTTTTCCTCCATACACTCTCGCTCCAAGTTCCCTTGCACGAATTCTTCAAG
CTTTCCTGAGTTATACCTTTTAGGCCGGTTAAGTATCTTATTCGCGTTTTCGT

135K - 3t 182 H(HHIEE)
FCP-072421
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GGTCCAGAAA

(03051 /NEBEEBF#EZE (F2{rF) (SEQIDNO : 269)
CTGTGGAAACAGGGAGAGAAAAACCACACAACATATTTAAAGATTGATGA
AGACAACTAACTGTAATATGCTGCTTTTTGTTCTTCTCTTCACTGACCTA

[0306] 3'ITRFFFI (SEQIDNO : 270)
AGGAACCCCTAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGC
TCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACCTTTGGTCGC
CCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAA

[0307] NERTIXFIREEZEE (B1MizfE) (SEQIDNO : 271)
GATTATTTGGATTAAAAACAAAGACTTTCTTAAGAGATGTAAAATTTTCATG
ATGTTTTCTTTTTTGCTAAAACTAAAGAATTATTCTTTTACATTTCAG

[0308) AFHAFIX (R338L) -HiBit (Z1fir[z]) (SEQIDNO :272)
TTTCTTGATCATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGGTAT
AATTCAGGTAAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAATG
TATGGAAGAAAAGTGTAGTTTTGAAGAAGCACGAGAAGTTTTTGAAAACA
CTGAAAGAACAACTGAATTTTGGAAGCAGTATGTTGATGGAGATCAGTGT
GAGTCCAATCCATGTTTAAATGGCGGCAGTTGCAAGGATGACATTAATTCC
TATGAATGTTGGTGTCCCTTTGGATTTGAAGGAAAGAACTGTGAATTAGAT
GTAACATGTAACATTAAGAATGGCAGATGCGAGCAGTTTTGTAAAAATAGT
GCTGATAACAAGGTGGTTTGCTCCTGTACTGAGGGATATCGACTTGCAGAA
AACCAGAAGTCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTTTC
TGTTTCACAAACTTCTAAGCTCACCCGTGCTGAGACTGTTTTTCCTGATGT
GGACTATGTAAATTCTACTGAAGCTGAAACCATTTTGGATAACATCACTCA
AAGCACCCAATCATTTAATGACTTCACTCGGGTTGTTGGTGGAGAAGATGC

136K - 3t 182 H(HEHIHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

CAAACCAGGTCAATTCCCTTGGCAGGTTGTTTTGAATGGTAAAGTTGATGC
ATTCTGTGGAGGCTCTATCGTTAATGAAAAATGGATTGTAACTGCTGCCCA
CTGTGTTGAAACTGGTGTTAAAATTACAGTTGTCGCAGGTGAACATAATAT
TGAGGAGACAGAACATACAGAGCAAAAGCGAAATGTGATTCGAATTATTC
CTCACCACAACTACAATGCAGCTATTAATAAGTACAACCATGACATTGCCCT
TCTGGAACTGGACGAACCCTTAGTGCTAAACAGCTACGTTACACCTATTTG
CATTGCTGACAAGGAATACACGAACATCTTCCTCAAATTTGGATCTGGCTAT
GTAAGTGGCTGGGGAAGAGTCTTCCACAAAGGGAGATCAGCTTTAGTTCT
TCAGTACCTTAGAGTTCCACTTGTTGACCGAGCCACATGTCTTCTATCTACA
AAGTTCACCATCTATAACAACATGTTCTGTGCTGGCTTCCATGAAGGAGGT
AGAGATTCATGTCAAGGAGATAGTGGGGGACCCCATGTTACTGAAGTGGA
AGGGACCAGTTTCTTAACTGGAATTATTAGCTGGGGTGAAGAGTGTGCAAT
GAAAGGCAAATATGGAATATATACCAAGGTCTCCCGGTATGTCAACTGGATT
AAGGAAAAAACAAAGCTCACTGTCAGCGGATGGAGACTGTTCAAGAAGA
TCAGCTAA

[0309) AFHEAFIX (R338L) -HiBit (Z82fir[r]) (SEQIDNO :273)
TTAGGAAATCTTCTTAAACAGCCGCCAGCCGCTCACGGTGAGCTTAGTCTT
TTCTTTTATCCAATTCACGTAGCGAGAGACCTTCGTATAGATGCCATATTTCC
CCTTCATCGCACATTCCTCCCCCCAACTTATTATCCCGGTCAAGAAACTTGT
TCCTTCGACTTCAGTGACGTGTGGTCCACCTGAATCACCTTGGCATGAGTC
GCGACCGCCCTCGTGAAACCCAGCACAAAACATGTTATTGTAAATCGTAAA
TTTCGTGGACAGAAGACAGGTCGCTCTATCGACCAACGGGACGCGCAAAT
ATTGCAGAACGAGGGCTGATCGACCTTTGTGGAAGACCCGCCCCCACCCA

FI137TH » 3t 182 H(HEHIEE)
FCP-072421
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CTCACATATCCGCTCCCAAATTTCAAGAAGATATTTGTATATTCTTTATCGGC
TATACAAATCGGGGTAACATAGGAGTTAAGTACGAGTGGCTCGTCCAGCTC
CAGGAGGGCTATATCATGGTTGTACTTGTTTATAGCGGCATTATAATTGTGAT
GGGGTATGATCCTGATAACATTCCTTTTCTGTTCAGTATGCTCAGTTTCTTC
AATGTTGTGTTCGCCAGCCACGACCGTAATCTTAACCCCCGTCTCGACACA
GTGTGCGGCCGTTACAATCCACTTTTCATTGACTATGGAGCCCCCACAAAA
CGCGTCGACTTTTCCGTTGAGCACCACCTGCCATGGAAATTGGCCAGGTTT
AGCGTCCTCGCCCCCGACAACCCTAGTAAAGTCATTAAATGACTGTGTGGA
TTGTGTTATATTATCAAGAATCGTTTCGGCTTCAGTAGAGTTAACGTAGTCC
ACATCGGGAAAAACTGTCTCGGCCCTTGTCAACTTTGATGTCTGGGACAC
ACTTACCCGACCGCACGGGAAGGGCACCGCCGGTTCACAGCTCTTTTGAT
TCTCAGCGAGCCGGTAGCCCTCAGTGCAACTACACACAACTTTGTTGTCG
GCGGAATTTTTACAGAATTGCTCGCATCGTCCATTTTTAATGTTGCAGGTGA
CGTCCAACTCGCAGTTTTTTCCTTCAAAACCAAAAGGGCACCAACACTCG
TAGGAATTTATATCGTCTTTACAACTCCCCCCATTCAGACATGGATTAGATTC
GCATTGGTCCCCATCGACATATTGCTTCCAGAACTCAGTGGTCCGTTCTGTA
TTCTCAAACACCTCGCGCGCTTCTTCAAAACTGCATTTTTCCTCCATACACT
CTCGCTCCAAGTTCCCTTGCACGAATTCTTCAAGCTTTCCTGAGTTATACCT
TTTAGGCCGGTTAAGTATCTTATTCGCGTTTTCGTGGTCCAGAAA

[0310] NERTIXFIREEZEE (3B2MrfF) (SEQIDNO : 274)
CTGAAATGTAAAAGAATAATTCTTTAGTTTTAGCAAAAAAGAAAACATCAT
GAAAATTTTACATCTCTTAAGAAAGTCTTTGTTTTTAATCCAAATAATC

[0311] Nluc-P2A-GFP (ZE1fir[r)) (SEQIDNO : 275)

TTTCTTGATCATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGGTAT

138K - 3t 182 H(HHIEE)
FCP-072421
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AATTCAGGTAAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAATG
TATGGAAGAAAAGTGTAGTTTTGAAGAAGCAGTATTCACTTTGGAGGACTT
TGTCGGTGACTGGAGGCAAACCGCTGGTTATAATCTCGACCAAGTACTGG
AACAGGGCGGGGTAAGTTCCCTCTTTCAGAATTTGGGTGTAAGCGTCACA
CCAATCCAGCGGATTGTGTTGTCTGGAGAGAACGGACTCAAAATTGACAT
CCATGTTATCATTCCATATGAAGGTCTCAGTGGAGACCAAATGGGGCAGAT
CGAGAAGATTTTCAAGGTAGTTTACCCAGTCGACGATCACCACTTCAAAGT
CATTCTCCACTATGGCACACTTGTTATCGACGGAGTAACTCCTAATATGATT
GATTACTTTGGTCGCCCGTATGAGGGCATCGCAGTGTTTGATGGCAAAAAG
ATCACCGTAACAGGAACGTTGTGGAATGGGAACAAGATAATCGACGAGAG
ATTGATAAATCCAGACGGGTCACTCCTGTTCAGGGTTACAATTAACGGCGT
CACAGGATGGAGACTCTGTGAACGAATACTGGCCACAAATTTTTCACTCCT
GAAGCAGGCCGGAGACGTGGAGGAAAACCCAGGGCCCGTGAGCAAGGG
CGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCG
ACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGC
CACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGC
CCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGC
TTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGC
CATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACG
GCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGT
GAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCC
TGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATG
GCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACA
ACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACAC

139K - 3t 182 H(HEHIEE)
FCP-072421
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CCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCA
CCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTC
CTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCT
GTACAAGGGAGGAGGAAGCCCGAAGAAGAAGAGAAAGGTCTAA

[0312] Nluc-P2A-GFP (Z2fi7[=]) (SEQIDNO : 276)
TTACACCTTCCTCTTCTTCTTGGGGCTGCCGCCGCCCTTGTACAGCTCGTCC
ATGCCCAGGGTGATGCCGGCGGCGGTCACGAACTCCAGCAGCACCATGTG
GTCCCTCTTCTCGTTGGGGTCCTTGCTCAGGGCGCTCTGGGTGCTCAGGTA
GTGGTTGTCGGGCAGCAGCACGGGGCCGTCGCCGATGGGGGTGTTCTGCT
GGTAGTGGTCGGCCAGCTGCACGCTGCCGTCCTCGATGTTGTGCCTGATCT
TGAAGTTCACCTTGATGCCGTTCTTCTGCTTGTCGGCCATGATGTACACGTT
GTGGCTGTTGTAGTTGTACTCCAGCTTGTGGCCCAGGATGTTGCCGTCCTC
CTTGAAGTCGATGCCCTTCAGCTCGATCCTGTTCACCAGGGTGTCGCCCTC
GAACTTCACCTCGGCCCTGGTCTTGTAGTTGCCGTCGTCCTTGAAGAAGAT
GGTCCTCTCCTGCACGTAGCCCTCGGGCATGGCGCTCTTGAAGAAGTCGTG
CTGCTTCATGTGGTCGGGGTACCTGCTGAAGCACTGCACGCCGTAGGTCA
GGGTGGTCACCAGGGTGGGCCAGGGCACGGGCAGCTTGCCGGTGGTGCA
GATGAACTTCAGGGTCAGCTTGCCGTAGGTGGCGTCGCCCTCGCCCTCGC
CGCTCACGCTGAACTTGTGGCCGTTCACGTCGCCGTCCAGCTCCACCAGG
ATGGGCACCACGCCGGTGAACAGCTCCTCGCCCTTGCTCACGGGGCCGGG
GTTCTCCTCCACGTCGCCGGCCTGCTTCAGCAGGCTGAAGTTGGTGGCCA
GGATCCTCTCGCACAGCCTCCAGCCGGTCACGCCGTTGATGGTCACCCTGA
ACAGCAGGCTGCCGTCGGGGTTGATCAGCCTCTCGTCGATGATCTTGTTGC
CGTTCCACAGGGTGCCGGTCACGGTGATCTTCTTGCCGTCGAACACGGCG

140K - 3t 182 H(HEHIEE)
FCP-072421
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ATGCCCTCGTAGGGCCTGCCGAAGTAGTCGATCATGTTGGGGGTCACGCCG
TCGATCACCAGGGTGCCGTAGTGCAGGATCACCTTGAAGTGGTGGTCGTC
CACGGGGTACACCACCTTGAAAATCTTCTCGATCTGGCCCATCTGGTCGCC
GCTCAGGCCCTCGTAGGGGATGATCACGTGGATGTCGATCTTCAGGCCGTT
CTCGCCGCTCAGCACGATCCTCTGGATGGGGGTCACGCTCACGCCCAGGT
TCTGGAACAGGCTGCTCACGCCGCCCTGCTCCAGCACCTGGTCCAGGTTG
TAGCCGGCGGTCTGCCTCCAGTCGCCCACGAAGTCCTCCAGGGTGAACAC
GGCCTCCTCGAAGCTGCACTTCTCCTCCATGCACTCCCTCTCCAGGTTGCC
CTGCACGAACTCCTCCAGCTTGCCGCTGTTGTACCTCTTGGGCCTGTTCAG
GATCTTGTTGGCGTTCTCGTGGTCCAGGAA

[0313)] P0014752&F%] ({EITREITR) @ (SEQIDNO : 277)
TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC
AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG
CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTAGAT
CTCTTAGGTCAGTGAAGAGAAGAACAAAAAGCAGCATATTACAGTTAGTT
GTCTTCATCAATCTTTAAATATGTTGTGTGGTTTTTCTCTCCCTGTTTCCACA
GTTTTTCTTGATCATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGG
TATAATTCAGGTAAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAA
TGTATGGAAGAAAAGTGTAGTTTTGAAGAAGCACGAGAAGTTTTTGAAAA
CACTGAAAGAACAACTGAATTTTGGAAGCAGTATGTTGATGGAGATCAGT
GTGAGTCCAATCCATGTTTAAATGGCGGCAGTTGCAAGGATGACATTAATT
CCTATGAATGTTGGTGTCCCTTTGGATTTGAAGGAAAGAACTGTGAATTAG
ATGTAACATGTAACATTAAGAATGGCAGATGCGAGCAGTTTTGTAAAAATA

F141H - 3£ 182 H(HEHIEE)
FCP-072421
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GTGCTGATAACAAGGTGGTTTGCTCCTGTACTGAGGGATATCGACTTGCAG
AAAACCAGAAGTCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTT
TCTGTTTCACAAACTTCTAAGCTCACCCGTGCTGAGACTGTTTTTCCTGAT
GTGGACTATGTAAATTCTACTGAAGCTGAAACCATTTTGGATAACATCACTC
AAAGCACCCAATCATTTAATGACTTCACTCGGGTTGTTGGTGGAGAAGATG
CCAAACCAGGTCAATTCCCTTGGCAGGTTGTTTTGAATGGTAAAGTTGATG
CATTCTGTGGAGGCTCTATCGTTAATGAAAAATGGATTGTAACTGCTGCCC
ACTGTGTTGAAACTGGTGTTAAAATTACAGTTGTCGCAGGTGAACATAATA
TTGAGGAGACAGAACATACAGAGCAAAAGCGAAATGTGATTCGAATTATT
CCTCACCACAACTACAATGCAGCTATTAATAAGTACAACCATGACATTGCC
CTTCTGGAACTGGACGAACCCTTAGTGCTAAACAGCTACGTTACACCTATT
TGCATTGCTGACAAGGAATACACGAACATCTTCCTCAAATTTGGATCTGGC
TATGTAAGTGGCTGGGGAAGAGTCTTCCACAAAGGGAGATCAGCTTTAGT
TCTTCAGTACCTTAGAGTTCCACTTGTTGACCGAGCCACATGTCTTCTATCT
ACAAAGTTCACCATCTATAACAACATGTTCTGTGCTGGCTTCCATGAAGGA
GGTAGAGATTCATGTCAAGGAGATAGTGGGGGACCCCATGTTACTGAAGT
GGAAGGGACCAGTTTCTTAACTGGAATTATTAGCTGGGGTGAAGAGTGTG
CAATGAAAGGCAAATATGGAATATATACCAAGGTATCCCGGTATGTCAACTG
GATTAAGGAAAAAACAAAGCTCACTTAACCTCGACTGTGCCTTCTAGTTGC
CAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGT
GCCACTCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCATCGCATTGTC
TGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAG
GGGGAGGATTGGGAAGACAATAGCAGGCATGCTGGGGATGCGGTGGGCTC
TATGGCTTCTGAGGCGGAAAGAACCAGCTGGGGCTCTAGGGGGTATCCCC

F142H - 3t 182 H(HEHIEE)
FCP-072421
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AAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAA
TTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAAT
AGCATCACAAATTTCACAAATAAAGCATTTTTTITCACTGCATTCTAGTTGTG
GTTTGTCCAAACTCATCAATGTATCTTATCATGTCTGTTAGGTGAGCTTAGT
CTTTTCTTTTATCCAATTCACGTAGCGAGAGACCTTCGTATAGATGCCATATT
TCCCCTTCATCGCACATTCCTCCCCCCAACTTATTATCCCGGTCAAGAAACT
TGTTCCTTCGACTTCAGTGACGTGTGGTCCACCTGAATCACCTTGGCATGA
GTCGCGACCGCCCTCGTGAAACCCAGCACAAAACATGTTATTGTAAATCGT
AAATTTCGTGGACAGAAGACAGGTCGCTCTATCGACCAACGGGACGCGCA
AATATTGCAGAACGAGGGCTGATCGACCTTTGTGGAAGACCCGCCCCCAC
CCACTCACATATCCGCTCCCAAATTTCAAGAAGATATTTGTATATTCTTTATC
GGCTATACAAATCGGGGTAACATAGGAGTTAAGTACGAGTGGCTCGTCCAG
CTCCAGGAGGGCTATATCATGGTTGTACTTGTTTATAGCGGCATTATAATTGT
GATGGGGTATGATCCTGATAACATTCCTTTTCTGTTCAGTATGCTCAGTTTCT
TCAATGTTGTGTTCGCCAGCCACGACCGTAATCTTAACCCCCGTCTCGACA
CAGTGTGCGGCCGTTACAATCCACTTTTCATTGACTATGGAGCCCCCACAA
AACGCGTCGACTTTTCCGTTGAGCACCACCTGCCATGGAAATTGGCCAGG
TTTAGCGTCCTCGCCCCCGACAACCCTAGTAAAGTCATTAAATGACTGTGT
GGATTGTGTTATATTATCAAGAATCGTTTCGGCTTCAGTAGAGTTAACGTAG
TCCACATCGGGAAAAACTGTCTCGGCCCTTGTCAACTTTGATGTCTGGGAC
ACACTTACCCGACCGCACGGGAAGGGCACCGCCGGTTCACAGCTICTITTG
ATTCTCAGCGAGCCGGTAGCCCTCAGTGCAACTACACACAACTTTGTTGTC
GGCGGAATTTTTACAGAATTGCTCGCATCGTCCATTTTTAATGTTGCAGGTG
ACGTCCAACTCGCAGTTTTTTCCTTCAAAACCAAAAGGGCACCAACACTC

1435 - 3t 182 H(HEHIEE)
FCP-072421
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GTAGGAATTTATATCGTCTTTACAACTCCCCCCATTCAGACATGGATTAGAT
TCGCATTGGTCCCCATCGACATATTGCTTCCAGAACTCAGTGGTCCGTTCTG
TATTCTCAAACACCTCGCGCGCTTCTTCAAAACTGCATTTTTCCTCCATACA
CTCTCGCTCCAAGTTCCCTTGCACGAATTCTTCAAGCTTTCCTGAGTTATAC
CTTTTAGGCCGGTTAAGTATCTTATTCGCGTTTTCGTGGTCCAGAAAAACTG
TGGAAACAGGGAGAGAAAAACCACACAACATATTTAAAGATTGATGAAGA
CAACTAACTGTAATATGCTGCTTTTTGTTCTTCTCTTCACTGACCTAAGAGA
TCTAGGAACCCCTAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCT
CGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACCTTTGGT
CGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAA
[0314) PO04115E2FE% (fEITREITR) ¢ (SEQIDNO : 278)

TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC
AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG
CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTAGAT
CTCTGATTATTTGGATTAAAAACAAAGACTTTCTTAAGAGATGTAAAATTTT
CATGATGTTTTCTTTTTTGCTAAAACTAAAGAATTATTCTTTTACATTTCAGT
TTTTCTTGATCATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGGTA
TAATTCAGGTAAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAAT
GTATGGAAGAAAAGTGTAGTTTTGAAGAAGCACGAGAAGTTTTTGAAAAC
ACTGAAAGAACAACTGAATTTTGGAAGCAGTATGTTGATGGAGATCAGTG
TGAGTCCAATCCATGTTTAAATGGCGGCAGTTGCAAGGATGACATTAATTC
CTATGAATGTTGGTGTCCCTTTGGATTTGAAGGAAAGAACTGTGAATTAGA
TGTAACATGTAACATTAAGAATGGCAGATGCGAGCAGTTTTGTAAAAATAG
TGCTGATAACAAGGTGGTTTGCTCCTGTACTGAGGGATATCGACTTGCAGA

F144H - 3t 182 H(HEHIEE)
FCP-072421
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AAACCAGAAGTCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTTT
CTGTTTCACAAACTTCTAAGCTCACCCGTGCTGAGACTGTTTTTCCTGATG
TGGACTATGTAAATTCTACTGAAGCTGAAACCATTTTGGATAACATCACTCA
AAGCACCCAATCATTTAATGACTTCACTCGGGTTGTTGGTGGAGAAGATGC
CAAACCAGGTCAATTCCCTTGGCAGGTTGTTTTGAATGGTAAAGTTGATGC
ATTCTGTGGAGGCTCTATCGTTAATGAAAAATGGATTGTAACTGCTGCCCA
CTGTGTTGAAACTGGTGTTAAAATTACAGTTGTCGCAGGTGAACATAATAT
TGAGGAGACAGAACATACAGAGCAAAAGCGAAATGTGATTCGAATTATTC
CTCACCACAACTACAATGCAGCTATTAATAAGTACAACCATGACATTGCCCT
TCTGGAACTGGACGAACCCTTAGTGCTAAACAGCTACGTTACACCTATTTG
CATTGCTGACAAGGAATACACGAACATCTTCCTCAAATTTGGATCTGGCTAT
GTAAGTGGCTGGGGAAGAGTCTTCCACAAAGGGAGATCAGCTTTAGTTCT
TCAGTACCTTAGAGTTCCACTTGTTGACCGAGCCACATGTCTTCTATCTACA
AAGTTCACCATCTATAACAACATGTTCTGTGCTGGCTTCCATGAAGGAGGT
AGAGATTCATGTCAAGGAGATAGTGGGGGACCCCATGTTACTGAAGTGGA
AGGGACCAGTTTCTTAACTGGAATTATTAGCTGGGGTGAAGAGTGTGCAAT
GAAAGGCAAATATGGAATATATACCAAGGTCTCCCGGTATGTCAACTGGATT
AAGGAAAAAACAAAGCTCACTGTCAGCGGATGGAGACTGTTCAAGAAGA
TCAGCTAACCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCC
TCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCC
TAATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTC
TGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAA
TAGCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAGGCGGAAA
GAACCAGCTGGGGCTCTAGGGGGTATCCCCAAAAAACCTCCCACACCTCC

145K - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

CCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTAT
TGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAAT
AAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATG
TATCTTATCATGTCTGTTAGGAAATCTTCTTAAACAGCCGCCAGCCGCTCAC
GGTGAGCTTAGTCTTTTCTTTTATCCAATTCACGTAGCGAGAGACCTTCGTA
TAGATGCCATATTTCCCCTTCATCGCACATTCCTCCCCCCAACTTATTATCCC
GGTCAAGAAACTTGTTCCTTCGACTTCAGTGACGTGTGGTCCACCTGAATC
ACCTTGGCATGAGTCGCGACCGCCCTCGTGAAACCCAGCACAAAACATGT
TATTGTAAATCGTAAATTTCGTGGACAGAAGACAGGTCGCTCTATCGACCA
ACGGGACGCGCAAATATTGCAGAACGAGGGCTGATCGACCTTTGTGGAAG
ACCCGCCCCCACCCACTCACATATCCGCTCCCAAATTTCAAGAAGATATTT
GTATATTCTTTATCGGCTATACAAATCGGGGTAACATAGGAGTTAAGTACGA
GTGGCTCGTCCAGCTCCAGGAGGGCTATATCATGGTTGTACTTGTTTATAGC
GGCATTATAATTGTGATGGGGTATGATCCTGATAACATTCCTTTTCTGTTCAG
TATGCTCAGTTTCTTCAATGTTGTGTTCGCCAGCCACGACCGTAATCTTAAC
CCCCGTCTCGACACAGTGTGCGGCCGTTACAATCCACTTTTCATTGACTAT
GGAGCCCCCACAAAACGCGTCGACTTTTCCGTTGAGCACCACCTGCCATG
GAAATTGGCCAGGTTTAGCGTCCTCGCCCCCGACAACCCTAGTAAAGTCAT
TAAATGACTGTGTGGATTGTGTTATATTATCAAGAATCGTTTCGGCTTCAGT
AGAGTTAACGTAGTCCACATCGGGAAAAACTGTCTCGGCCCTTGTCAACTT
TGATGTCTGGGACACACTTACCCGACCGCACGGGAAGGGCACCGCCGGTT
CACAGCTCTTTTGATTCTCAGCGAGCCGGTAGCCCTCAGTGCAACTACACA
CAACTTTGTTGTCGGCGGAATTTTTACAGAATTGCTCGCATCGTCCATTTTT
AATGTTGCAGGTGACGTCCAACTCGCAGTTTTTITCCTTCAAAACCAAAAG

146K - 3t 182 H(HEHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

GGCACCAACACTCGTAGGAATTTATATCGTCTTTACAACTCCCCCCATTCAG
ACATGGATTAGATTCGCATTGGTCCCCATCGACATATTGCTTCCAGAACTCA
GTGGTCCGTTCTGTATTCTCAAACACCTCGCGCGCTTCTTCAAAACTGCAT
TTTTCCTCCATACACTCTCGCTCCAAGTTCCCTTGCACGAATTCTTCAAGCT
TTCCTGAGTTATACCTTTTAGGCCGGTTAAGTATCTTATTCGCGTTTTCGTGG
TCCAGAAAAACTGAAATGTAAAAGAATAATTCTTTAGTTTTAGCAAAAAAG
AAAACATCATGAAAATTTTACATCTCTTAAGAAAGTCTTTGTTTTTAATCCA
AATAATCAGAGATCTAGGAACCCCTAGTGATGGAGTTGGCCACTCCCTCTC
TGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGG
GCGACCTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGG
GAGTGGCCAA

[0315)] P004155E&F%] ({EITREITR) @ (SEQIDNO : 279)
TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC
AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG
CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTAGAT
CTCTTAGGTCAGTGAAGAGAAGAACAAAAAGCAGCATATTACAGTTAGTT
GTCTTCATCAATCTTTAAATATGTTGTGTGGTTTTTCTCTCCCTGTTTCCACA
GTTTTTCTTGATCATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGG
TATAATTCAGGTAAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAA
TGTATGGAAGAAAAGTGTAGTTTTGAAGAAGCAGTATTCACTTTGGAGGA
CTTTGTCGGTGACTGGAGGCAAACCGCTGGTTATAATCTCGACCAAGTACT
GGAACAGGGCGGGGTAAGTTCCCTCTTTCAGAATTTGGGTGTAAGCGTCA
CACCAATCCAGCGGATTGTGTTGTCTGGAGAGAACGGACTCAAAATTGAC

F147TH - 3t 182 H(HEHIHHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

ATCCATGTTATCATTCCATATGAAGGTCTCAGTGGAGACCAAATGGGGCAG
ATCGAGAAGATTTTCAAGGTAGTTTACCCAGTCGACGATCACCACTTCAAA
GTCATTCTCCACTATGGCACACTTGTTATCGACGGAGTAACTCCTAATATGA
TTGATTACTTTGGTCGCCCGTATGAGGGCATCGCAGTGTTTGATGGCAAAA
AGATCACCGTAACAGGAACGTTGTGGAATGGGAACAAGATAATCGACGAG
AGATTGATAAATCCAGACGGGTCACTCCTGTTCAGGGTTACAATTAACGGC
GTCACAGGATGGAGACTCTGTGAACGAATACTGGCCACAAATTTTTCACTC
CTGAAGCAGGCCGGAGACGTGGAGGAAAACCCAGGGCCCGTGAGCAAGG
GCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGC
GACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATG
CCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTG
CCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTG
CTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCG
CCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGAC
GGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGG
TGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATC
CTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATG
GCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACA
ACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACAC
CCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCA
CCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTC
CTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCT
GTACAAGGGAGGAGGAAGCCCGAAGAAGAAGAGAAAGGTCTAACCTCGA
CTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTC

148K - 3t 182 H(HEHIHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

CTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGA
AATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGT
GGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCATGCT
GGGGATGCGGTGGGCTCTATGGCTTCTGAGGCGGAAAGAACCAGCTGGGG
CTCTAGGGGGTATCCCCAAAAAACCTCCCACACCTCCCCCTGAACCTGAA
ACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATG
GTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTC
ACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTATCATGTCT
GTTACACCTTCCTCTTCTTCTTGGGGCTGCCGCCGCCCTTGTACAGCTCGTC
CATGCCCAGGGTGATGCCGGCGGCGGTCACGAACTCCAGCAGCACCATGT
GGTCCCTCTTCTCGTTGGGGTCCTTGCTCAGGGCGCTCTGGGTGCTCAGGT
AGTGGTTGTCGGGCAGCAGCACGGGGCCGTCGCCGATGGGGGTGTTCTGC
TGGTAGTGGTCGGCCAGCTGCACGCTGCCGTCCTCGATGTTGTGCCTGATC
TTGAAGTTCACCTTGATGCCGTTCTTCTGCTTGTCGGCCATGATGTACACGT
TGTGGCTGTTGTAGTTGTACTCCAGCTTGTGGCCCAGGATGTTGCCGTCCT
CCTTGAAGTCGATGCCCTTCAGCTCGATCCTGTTCACCAGGGTGTCGCCCT
CGAACTTCACCTCGGCCCTGGTCTTGTAGTTGCCGTCGTCCTTGAAGAAGA
TGGTCCTCTCCTGCACGTAGCCCTCGGGCATGGCGCTCTTGAAGAAGTCGT
GCTGCTTCATGTGGTCGGGGTACCTGCTGAAGCACTGCACGCCGTAGGTC
AGGGTGGTCACCAGGGTGGGCCAGGGCACGGGCAGCTTGCCGGTGGTGC
AGATGAACTTCAGGGTCAGCTTGCCGTAGGTGGCGTCGCCCTCGCCCTCG
CCGCTCACGCTGAACTTGTGGCCGTTCACGTCGCCGTCCAGCTCCACCAG
GATGGGCACCACGCCGGTGAACAGCTCCTCGCCCTTGCTCACGGGGCCGG
GGTTCTCCTCCACGTCGCCGGCCTGCTTCAGCAGGCTGAAGTTGGTGGCC

149K - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

AGGATCCTCTCGCACAGCCTCCAGCCGGTCACGCCGTTGATGGTCACCCTG
AACAGCAGGCTGCCGTCGGGGTTGATCAGCCTCTCGTCGATGATCTTGTTG
CCGTTCCACAGGGTGCCGGTCACGGTGATCTTCTTGCCGTCGAACACGGC
GATGCCCTCGTAGGGCCTGCCGAAGTAGTCGATCATGTTGGGGGTCACGCC
GTCGATCACCAGGGTGCCGTAGTGCAGGATCACCTTGAAGTGGTGGTCGT
CCACGGGGTACACCACCTTGAAAATCTTCTCGATCTGGCCCATCTGGTCGC
CGCTCAGGCCCTCGTAGGGGATGATCACGTGGATGTCGATCTTCAGGCCGT
TCTCGCCGCTCAGCACGATCCTCTGGATGGGGGTCACGCTCACGCCCAGG
TTCTGGAACAGGCTGCTCACGCCGCCCTGCTCCAGCACCTGGTCCAGGTT
GTAGCCGGCGGTCTGCCTCCAGTCGCCCACGAAGTCCTCCAGGGTGAACA
CGGCCTCCTCGAAGCTGCACTTCTCCTCCATGCACTCCCTCTCCAGGTTGC
CCTGCACGAACTCCTCCAGCTTGCCGCTGTTGTACCTCTTGGGCCTGTTCA
GGATCTTGTTGGCGTTCTCGTGGTCCAGGAA

[0316] P004185E %] ({EITREITR) @ (SEQIDNO : 280)
TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC
AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG
CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTAGAT
CTCTTAGGTCAGTGAAGAGAAGAACAAAAAGCAGCATATTACAGTTAGTT
GTCTTCATCAATCTTTAAATATGTTGTGTGGTTTTTCTCTCCCTGTTTCCACA
GTTTTTCTTGATCATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGG
TATAATTCAGGTAAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAA
TGTATGGAAGAAAAGTGTAGTTTTGAAGAAGCACGAGAAGTTTTTGAAAA
CACTGAAAGAACAACTGAATTTTGGAAGCAGTATGTTGATGGAGATCAGT

150K - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

GTGAGTCCAATCCATGTTTAAATGGCGGCAGTTGCAAGGATGACATTAATT
CCTATGAATGTTGGTGTCCCTTTGGATTTGAAGGAAAGAACTGTGAATTAG
ATGTAACATGTAACATTAAGAATGGCAGATGCGAGCAGTTTTGTAAAAATA
GTGCTGATAACAAGGTGGTTTGCTCCTGTACTGAGGGATATCGACTTGCAG
AAAACCAGAAGTCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTT
TCTGTTTCACAAACTTCTAAGCTCACCCGTGCTGAGACTGTTTTTCCTGAT
GTGGACTATGTAAATTCTACTGAAGCTGAAACCATTTTGGATAACATCACTC
AAAGCACCCAATCATTTAATGACTTCACTCGGGTTGTTGGTGGAGAAGATG
CCAAACCAGGTCAATTCCCTTGGCAGGTTGTTTTGAATGGTAAAGTTGATG
CATTCTGTGGAGGCTCTATCGTTAATGAAAAATGGATTGTAACTGCTGCCC
ACTGTGTTGAAACTGGTGTTAAAATTACAGTTGTCGCAGGTGAACATAATA
TTGAGGAGACAGAACATACAGAGCAAAAGCGAAATGTGATTCGAATTATT
CCTCACCACAACTACAATGCAGCTATTAATAAGTACAACCATGACATTGCC
CTTCTGGAACTGGACGAACCCTTAGTGCTAAACAGCTACGTTACACCTATT
TGCATTGCTGACAAGGAATACACGAACATCTTCCTCAAATTTGGATCTGGC
TATGTAAGTGGCTGGGGAAGAGTCTTCCACAAAGGGAGATCAGCTTTAGT
TCTTCAGTACCTTAGAGTTCCACTTGTTGACCGAGCCACATGTCTTCTATCT
ACAAAGTTCACCATCTATAACAACATGTTCTGTGCTGGCTTCCATGAAGGA
GGTAGAGATTCATGTCAAGGAGATAGTGGGGGACCCCATGTTACTGAAGT
GGAAGGGACCAGTTTCTTAACTGGAATTATTAGCTGGGGTGAAGAGTGTG
CAATGAAAGGCAAATATGGAATATATACCAAGGTCTCCCGGTATGTCAACT
GGATTAAGGAAAAAACAAAGCTCACTGTCAGCGGATGGAGACTGTTCAAG
AAGATCAGCTAACCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTT
GCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCC

FISIH » 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

TTTCCTAATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTC
TATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAA
GACAATAGCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAGGC
GGAAAGAACCAGCTGGGGCTCTAGGGGGTATCCCCAAAAAACCTCCCACA
CCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTT
GTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTC
ACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCA
TCAATGTATCTTATCATGTCTGTTAGGAAATCTTCTTAAACAGCCGCCAGCC
GCTCACGGTGAGCTTAGTCTTTTCTTTTATCCAATTCACGTAGCGAGAGAC
CTTCGTATAGATGCCATATTTCCCCTTCATCGCACATTCCTCCCCCCAACTTA
TTATCCCGGTCAAGAAACTTGTTCCTTCGACTTCAGTGACGTGTGGTCCAC
CTGAATCACCTTGGCATGAGTCGCGACCGCCCTCGTGAAACCCAGCACAA
AACATGTTATTGTAAATCGTAAATTTCGTGGACAGAAGACAGGTCGCTCTA
TCGACCAACGGGACGCGCAAATATTGCAGAACGAGGGCTGATCGACCTTT
GTGGAAGACCCGCCCCCACCCACTCACATATCCGCTCCCAAATTTCAAGAA
GATATTTGTATATTCTTTATCGGCTATACAAATCGGGGTAACATAGGAGTTAA
GTACGAGTGGCTCGTCCAGCTCCAGGAGGGCTATATCATGGTTGTACTTGT
TTATAGCGGCATTATAATTGTGATGGGGTATGATCCTGATAACATTCCTTTTC
TGTTCAGTATGCTCAGTTTCTTCAATGTTGTGTTCGCCAGCCACGACCGTAA
TCTTAACCCCCGTCTCGACACAGTGTGCGGCCGTTACAATCCACTTTTCATT
GACTATGGAGCCCCCACAAAACGCGTCGACTTTTCCGTTGAGCACCACCT
GCCATGGAAATTGGCCAGGTTTAGCGTCCTCGCCCCCGACAACCCTAGTAA
AGTCATTAAATGACTGTGTGGATTGTGTTATATTATCAAGAATCGTTTCGGC
TTCAGTAGAGTTAACGTAGTCCACATCGGGAAAAACTGTCTCGGCCCTTGT

F152H - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

CAACTTTGATGTCTGGGACACACTTACCCGACCGCACGGGAAGGGCACCG
CCGGTTCACAGCTCTTTTGATTCTCAGCGAGCCGGTAGCCCTCAGTGCAAC
TACACACAACTTTGTTGTCGGCGGAATTTTTACAGAATTGCTCGCATCGTC
CATTTTTAATGTTGCAGGTGACGTCCAACTCGCAGTTTTTTCCTTCAAAACC
AAAAGGGCACCAACACTCGTAGGAATTTATATCGTCTTTACAACTCCCCCC
ATTCAGACATGGATTAGATTCGCATTGGTCCCCATCGACATATTGCTTCCAG
AACTCAGTGGTCCGTTCTGTATTCTCAAACACCTCGCGCGCTTCTTCAAAA
CTGCATTTTTCCTCCATACACTCTCGCTCCAAGTTCCCTTGCACGAATTCTT
CAAGCTTTCCTGAGTTATACCTTTTAGGCCGGTTAAGTATCTTATTCGCGTTT
TCGTGGTCCAGAAAAACTGTGGAAACAGGGAGAGAAAAACCACACAACA
TATTTAAAGATTGATGAAGACAACTAACTGTAATATGCTGCTTTTTGTTCTT
CTCTTCACTGACCTAAGAGATCTAGGAACCCCTAGTGATGGAGTTGGCCAC
TCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCG
GGCGTCGGGCGACCTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGC
AGAGAGGGAGTGGCCAA

[0317)] P0012352&F%1] ({EITRZEITR) @ (SEQIDNO : 281)
GGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAA
AGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCG
AGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTGGAGG
GGTGGAGTCGTGATAGGTCAGTGAAGAGAAGAACAAAAAGCAGCATATTA
CAGTTAGTTGTCTTCATCAATCTTTAAATATGTTGTGTGGTTTTTCTCTCCCT
GTTTCCACAGTTTTTCTTGATCATGAAAACGCCAACAAAATTCTGAATCGG
CCAAAGAGGTATAATTCAGGTAAATTGGAAGAGTTTGTTCAAGGGAACCTT

153K - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

GAGAGAGAATGTATGGAAGAAAAGTGTAGTTTTGAAGAAGCACGAGAAG
TTTTTGAAAACACTGAAAGAACAACTGAATTTTGGAAGCAGTATGTTGATG
GAGATCAGTGTGAGTCCAATCCATGTTTAAATGGCGGCAGTTGCAAGGATG
ACATTAATTCCTATGAATGTTGGTGTCCCTTTGGATTTGAAGGAAAGAACT
GTGAATTAGATGTAACATGTAACATTAAGAATGGCAGATGCGAGCAGTTTT
GTAAAAATAGTGCTGATAACAAGGTGGTTTGCTCCTGTACTGAGGGATATC
GACTTGCAGAAAACCAGAAGTCCTGTGAACCAGCAGTGCCATTTCCATGT
GGAAGAGTTTCTGTTTCACAAACTTCTAAGCTCACCCGTGCTGAGACTGTT
TTTCCTGATGTGGACTATGTAAATTCTACTGAAGCTGAAACCATTTTGGATA
ACATCACTCAAAGCACCCAATCATTTAATGACTTCACTCGGGTTGTTGGTG
GAGAAGATGCCAAACCAGGTCAATTCCCTTGGCAGGTTGTTTTGAATGGTA
AAGTTGATGCATTCTGTGGAGGCTCTATCGTTAATGAAAAATGGATTGTAA
CTGCTGCCCACTGTGTTGAAACTGGTGTTAAAATTACAGTTGTCGCAGGTG
AACATAATATTGAGGAGACAGAACATACAGAGCAAAAGCGAAATGTGATT
CGAATTATTCCTCACCACAACTACAATGCAGCTATTAATAAGTACAACCATG
ACATTGCCCTTCTGGAACTGGACGAACCCTTAGTGCTAAACAGCTACGTTA
CACCTATTTGCATTGCTGACAAGGAATACACGAACATCTTCCTCAAATTTG
GATCTGGCTATGTAAGTGGCTGGGGAAGAGTCTTCCACAAAGGGAGATCA
GCTTTAGTTCTTCAGTACCTTAGAGTTCCACTTGTTGACCGAGCCACATGT
CTTCTATCTACAAAGTTCACCATCTATAACAACATGTTCTGTGCTGGCTTCC
ATGAAGGAGGTAGAGATTCATGTCAAGGAGATAGTGGGGGACCCCATGTT
ACTGAAGTGGAAGGGACCAGTTTCTTAACTGGAATTATTAGCTGGGGTGA
AGAGTGTGCAATGAAAGGCAAATATGGAATATATACCAAGGTATCCCGGTA
TGTCAACTGGATTAAGGAAAAAACAAAGCTCACTTAACCTCGACTGTGCC

F154H - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

TTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACC
CTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCA
TCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAG
GACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCATGCTGGGGATG
CGGTGGGCTCTATGGCTTCTGAGGCGGAAAGAACCAGCTGGGGCTCTAGG
GGGTATCCCCACTAGTCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAG
GCCGGGCGACCAAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTC
AGTGAGCGAGCGAGCGCGCAGAGAGGGA

[0318) P0020452&F%] ({EITRZEITR) @ (SEQIDNO : 282)
GGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAA
AGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCG
AGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTGGAGG
GGTGGAGTCGTGACCTAGGTCGTCTCCGGCTCTGCTTTTTCCAGGGGTGTG
TTTCGCCGAGAAGCACGTAAGAGTTTTATGTTTTTTCATCTCTGCTTGTATT
TTTCTAGTAATGGAAGCCTGGTATTTTAAAATAGTTAAATTTTCCTTTAGTGC
TGATTTCTAGATTATTATTACTGTTGTTGTTGTTATTATTGTCATTATTTGCAT
CTGAGAACTAGGTCAGTGAAGAGAAGAACAAAAAGCAGCATATTACAGTT
AGTTGTCTTCATCAATCTTTAAATATGTTGTGTGGTTTTTCTCTCCCTGTTTC
CACAGTTTTTCTTGATCATGAAAACGCCAACAAAATTCTGAATCGGCCAAA
GAGGTATAATTCAGGTAAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGA
GAGAATGTATGGAAGAAAAGTGTAGTTTTGAAGAAGCACGAGAAGTTTTT
GAAAACACTGAAAGAACAACTGAATTTTGGAAGCAGTATGTTGATGGAGA
TCAGTGTGAGTCCAATCCATGTTTAAATGGCGGCAGTTGCAAGGATGACAT

FI1S5H - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

TAATTCCTATGAATGTTGGTGTCCCTTTGGATTTGAAGGAAAGAACTGTGA
ATTAGATGTAACATGTAACATTAAGAATGGCAGATGCGAGCAGTTTTGTAA
AAATAGTGCTGATAACAAGGTGGTTTGCTCCTGTACTGAGGGATATCGACT
TGCAGAAAACCAGAAGTCCTGTGAACCAGCAGTGCCATTTCCATGTGGAA
GAGTTTCTGTTTCACAAACTTCTAAGCTCACCCGTGCTGAGACTGTTTTTC
CTGATGTGGACTATGTAAATTCTACTGAAGCTGAAACCATTTTGGATAACAT
CACTCAAAGCACCCAATCATTTAATGACTTCACTCGGGTTGTTGGTGGAGA
AGATGCCAAACCAGGTCAATTCCCTTGGCAGGTTGTTTTGAATGGTAAAGT
TGATGCATTCTGTGGAGGCTCTATCGTTAATGAAAAATGGATTGTAACTGCT
GCCCACTGTGTTGAAACTGGTGTTAAAATTACAGTTGTCGCAGGTGAACAT
AATATTGAGGAGACAGAACATACAGAGCAAAAGCGAAATGTGATTCGAAT
TATTCCTCACCACAACTACAATGCAGCTATTAATAAGTACAACCATGACATT
GCCCTTCTGGAACTGGACGAACCCTTAGTGCTAAACAGCTACGTTACACCT
ATTTGCATTGCTGACAAGGAATACACGAACATCTTCCTCAAATTTGGATCTG
GCTATGTAAGTGGCTGGGGAAGAGTCTTCCACAAAGGGAGATCAGCTTTA
GTTCTTCAGTACCTTAGAGTTCCACTTGTTGACCGAGCCACATGTCTTCTAT
CTACAAAGTTCACCATCTATAACAACATGTTCTGTGCTGGCTTCCATGAAG
GAGGTAGAGATTCATGTCAAGGAGATAGTGGGGGACCCCATGTTACTGAA
GTGGAAGGGACCAGTTTCTTAACTGGAATTATTAGCTGGGGTGAAGAGTG
TGCAATGAAAGGCAAATATGGAATATATACCAAGGTATCCCGGTATGTCAAC
TGGATTAAGGAAAAAACAAAGCTCACTTAACCTCGACTGTGCCTTCTAGTT
GCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAG
GTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCATCGCATTG
TCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCA

156K - 3t 182 H(HHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

AGGGGGAGGATTGGGAAGACAATAGCAGGCATGCTGGGGATGCGGTGGG
CTCTATGGCTTCTGAGGCGGAAAGAACCAGCTGGGGCTCTAGGGGGTATC
CCCCTTAGGTGGTTATATTATTGATATATTTTTGGTATCTTTGATGACAATAAT
GGGGGATTTTGAAAGCTTAGCTTTAAATTTCTTTTAATTAAAAAAAAATGCT
AGGCAGAATGACTCAAATTACGTTGGATACAGTTGAATTTATTACGGTCTCA
TAGGGCCTGCCTGCTCGACCATGCTATACTAAAAATTAAAAGTGTACTAGT
CCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAAAG
GTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCGAGC
GCGCAGAGAGGGA

[0319)] P0035352&F%] ({EITREITR) @ (SEQIDNO : 283)
TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC
AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG
CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTAGAT
CTGATTTTGAAAGCTTAGCTTTAAATTTCTTTTAATTAAAAAAAAATGCTAG
GCAGAATGACTCAAATTACGTTGGATACAGTTGAATTTATTACGGTCTCATA
GGGCCTGCCTGCTCGACCATGCTATACTAAAAATTAAAAGTGTGTGTTACT
AATTTTATAAATGGAGTTTCCATTTATATTTACCTTTATTTCTTATTTACCATT
GTCTTAGTAGATATTTACAAACATGACAGAAACACTAAATCTTGAGTTTGA
ATGCACAGATATAAACACTTAACGGGTTTTAAAAATAATAATGTTGGTGAA
AAAATATAACTTTGAGTGTAGCAGAGAGGAACCATTGCCACCTTCAGATTT
TCCTGTAACGATCGGGAACTGGCATCTTCAGGGAGTAGCTTAGGTCAGTGA
AGAGAAGAACAAAAAGCAGCATATTACAGTTAGTTGTCTTCATCAATCTTT

AAATATGTTGTGTGGTTTTTCTCTCCCTGTTTCCACAGTTTTTCTTGATCATG

FISTH » 3t 182 H(HEHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

AAAACGCCAACAAAATTCTGAATCGGCCAAAGAGGTTTCTTGATCATGAA
AACGCCAACAAAATTCTGAATCGGCCAAAGAGGTATAATTCAGGTAAATTG
GAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAATGTATGGAAGAAAAGTG
TAGTTTTGAAGAAGCACGAGAAGTTTTTGAAAACACTGAAAGAACAACTG
AATTTTGGAAGCAGTATGTTGATGGAGATCAGTGTGAGTCCAATCCATGTTT
AAATGGCGGCAGTTGCAAGGATGACATTAATTCCTATGAATGTTGGTGTCC
CTTTGGATTTGAAGGAAAGAACTGTGAATTAGATGTAACATGTAACATTAA
GAATGGCAGATGCGAGCAGTTTTGTAAAAATAGTGCTGATAACAAGGTGG
TTTGCTCCTGTACTGAGGGATATCGACTTGCAGAAAACCAGAAGTCCTGTG
AACCAGCAGTGCCATTTCCATGTGGAAGAGTTTCTGTTTCACAAACTTCTA
AGCTCACCCGTGCTGAGACTGTTTTTCCTGATGTGGACTATGTAAATTCTAC
TGAAGCTGAAACCATTTTGGATAACATCACTCAAAGCACCCAATCATTTAA
TGACTTCACTCGGGTTGTTGGTGGAGAAGATGCCAAACCAGGTCAATTCC
CTTGGCAGGTTGTTTTGAATGGTAAAGTTGATGCATTCTGTGGAGGCTCTAT
CGTTAATGAAAAATGGATTGTAACTGCTGCCCACTGTGTTGAAACTGGTGT
TAAAATTACAGTTGTCGCAGGTGAACATAATATTGAGGAGACAGAACATAC
AGAGCAAAAGCGAAATGTGATTCGAATTATTCCTCACCACAACTACAATGC
AGCTATTAATAAGTACAACCATGACATTGCCCTTCTGGAACTGGACGAACC
CTTAGTGCTAAACAGCTACGTTACACCTATTTGCATTGCTGACAAGGAATAC
ACGAACATCTTCCTCAAATTTGGATCTGGCTATGTAAGTGGCTGGGGAAGA
GTCTTCCACAAAGGGAGATCAGCTTTAGTTCTTCAGTACCTTAGAGTTCCA
CTTGTTGACCGAGCCACATGTCTTCTATCTACAAAGTTCACCATCTATAACA
ACATGTTCTGTGCTGGCTTCCATGAAGGAGGTAGAGATTCATGTCAAGGAG
ATAGTGGGGGACCCCATGTTACTGAAGTGGAAGGGACCAGTTTCTTAACT

158K - 4t 182 H(HHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

GGAATTATTAGCTGGGGTGAAGAGTGTGCAATGAAAGGCAAATATGGAATA
TATACCAAGGTATCCCGGTATGTCAACTGGATTAAGGAAAAAACAAAGCTC
ACTTAACCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTC
CCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTA
ATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTG
GGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATA
GCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAGGCGGAAAGA
ACCAGCTGGGGCTCTAGGGGGTATCCCCGTGAGATCGCCCATCGGTATAAT
GATTTGGGAGAACAACATTTCAAAGGCCTGTAAGTTATAATGCTGAAAGCC
CACTTAATATTTCTGGTAGTATTAGTTAAAGTTTTAAAACACCTTTTTCCACC
TTGAGTGTGAGAATTGTAGAGCAGTGCTGTCCAGTAGAAATGTGTGCATTG
ACAGAAAGACTGTGGATCTGTGCTGAGCAATGTGGCAGCCAGAGATCACA
AGGCTATCAAGCACTTTGCACATGGCAAGTGTAACTGAGAAGCACACATT
CAAATAATAGTTAATTTTAATTGAATGTATCTAGCCATGTGTGGCTAGTAGCT
CCTTTCCTGGAGAGAGAATCTGGAGCCCACATCTAACTTGTTAAGTCTGGA
ATCTTATTTTTTATTTCTGGAAAGGTCTATGAACTATAGTTTTGGGGGCAGC
TCACTTACTAACTTTTAATGCAATAAGAATCTCATGGTATCTTGAGAACATTA
TTTTGTCTCTTTGTAGATCTAGGAACCCCTAGTGATGGAGTTGGCCACTCCC
TCTCTGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCG
TCGGGCGACCTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGA
GAGGGAGTGGCCAA

[0320)] P0035452&F%] ({EITRZEITR) @ (SEQIDNO : 284)
TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC

159K - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG
CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTAGAT
CTTAGCCTCTGGCAAAATGAAGTGGGTAACCTTTCTCCTCCTCCTCTTCGT
CTCCGGCTCTGCTTTTTCCAGGGGTGTGTTTCGCCGAGAAGCACGTAAGA
GTTTTATGTTTTTTCATCTCTGCTTGTATTTTTCTAGTAATGGAAGCCTGGTA
TTTTAAAATAGTTAAATTTTCCTTTAGTGCTGATTTCTAGATTATTATTACTGT
TGTTGTTGTTATTATTGTCATTATTTGCATCTGAGAACCCTTAGGTGGTTATA
TTATTGATATATTTTTGGTATCTTTGATGACAATAATGGGGGATTTTGAAAGC
TTAGCTTTAAATTTCTTTTAATTAAAAAAAAATGCTAGGCAGAATGACTCAA
ATTACGTTGGATACAGTTGAATTTATTACGGTCTCATAGGGCCTGCCTGCTC
GACCATGCTATACTAAAAATTAAAAGTGTGTGTTACTAATTTTATAAATGGA
GTTTCCATTTATATTTACCTTTATTTCTTATTTACCATTGTCTTAGTAGATATTT
ACAAACATGACAGAAACACTAAATCTTGAGTTTGAATGCACAGATATAAAC
ACTTAACGGGTTTTAAAAATAATAATGTTGGTGAAAAAATATAACTTTGAGT
GTAGCAGAGAGGAACCATTGCCACCTTCAGATTTTCCTGTAACGATCGGGA
ACTGGCATCTTCAGGGAGTAGCTTAGGTCAGTGAAGAGAAGAACAAAAA
GCAGCATATTACAGTTAGTTGTCTTCATCAATCTTTAAATATGTTGTGTGGTT
TTTCTCTCCCTGTTTCCACAGTTTTTCTTGATCATGAAAACGCCAACAAAAT
TCTGAATCGGCCAAAGAGGTATAATTCAGGTAAATTGGAAGAGTTTGTTCA
AGGGAACCTTGAGAGAGAATGTATGGAAGAAAAGTGTAGTTTTGAAGAAG
CACGAGAAGTTTTTGAAAACACTGAAAGAACAACTGAATTTTGGAAGCAG
TATGTTGATGGAGATCAGTGTGAGTCCAATCCATGTTTAAATGGCGGCAGT
TGCAAGGATGACATTAATTCCTATGAATGTTGGTGTCCCTTTGGATTTGAAG
GAAAGAACTGTGAATTAGATGTAACATGTAACATTAAGAATGGCAGATGCG

160K - 3t 182 H(HHIEHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

AGCAGTTTTGTAAAAATAGTGCTGATAACAAGGTGGTTTGCTCCTGTACTG
AGGGATATCGACTTGCAGAAAACCAGAAGTCCTGTGAACCAGCAGTGCCA
TTTCCATGTGGAAGAGTTTCTGTTTCACAAACTTCTAAGCTCACCCGTGCT
GAGACTGTTTTTCCTGATGTGGACTATGTAAATTCTACTGAAGCTGAAACC
ATTTTGGATAACATCACTCAAAGCACCCAATCATTTAATGACTTCACTCGGG
TTGTTGGTGGAGAAGATGCCAAACCAGGTCAATTCCCTTGGCAGGTTGTTT
TGAATGGTAAAGTTGATGCATTCTGTGGAGGCTCTATCGTTAATGAAAAAT
GGATTGTAACTGCTGCCCACTGTGTTGAAACTGGTGTTAAAATTACAGTTG
TCGCAGGTGAACATAATATTGAGGAGACAGAACATACAGAGCAAAAGCGA
AATGTGATTCGAATTATTCCTCACCACAACTACAATGCAGCTATTAATAAGT
ACAACCATGACATTGCCCTTCTGGAACTGGACGAACCCTTAGTGCTAAACA
GCTACGTTACACCTATTTGCATTGCTGACAAGGAATACACGAACATCTTCCT
CAAATTTGGATCTGGCTATGTAAGTGGCTGGGGAAGAGTCTTCCACAAAG
GGAGATCAGCTTTAGTTCTTCAGTACCTTAGAGTTCCACTTGTTGACCGAG
CCACATGTCTTCTATCTACAAAGTTCACCATCTATAACAACATGTTCTGTGC
TGGCTTCCATGAAGGAGGTAGAGATTCATGTCAAGGAGATAGTGGGGGAC
CCCATGTTACTGAAGTGGAAGGGACCAGTTTCTTAACTGGAATTATTAGCT
GGGGTGAAGAGTGTGCAATGAAAGGCAAATATGGAATATATACCAAGGTAT
CCCGGTATGTCAACTGGATTAAGGAAAAAACAAAGCTCACTTAACCTCGA
CTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTC
CTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGA
AATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGT
GGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCATGCT
GGGGATGCGGTGGGCTCTATGGCTTCTGAGGCGGAAAGAACCAGCTGGGG

FI161H » 3t 182 H(HEHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

CTCTAGGGGGTATCCCCGTGAGATCGCCCATCGGTATAATGATTTGGGAGA
ACAACATTTCAAAGGCCTGTAAGTTATAATGCTGAAAGCCCACTTAATATTT
CTGGTAGTATTAGTTAAAGTTTTAAAACACCTTTTTCCACCTTGAGTGTGAG
AATTGTAGAGCAGTGCTGTCCAGTAGAAATGTGTGCATTGACAGAAAGAC
TGTGGATCTGTGCTGAGCAATGTGGCAGCCAGAGATCACAAGGCTATCAA
GCACTTTGCACATGGCAAGTGTAACTGAGAAGCACACATTCAAATAATAGT
TAATTTTAATTGAATGTATCTAGCCATGTGTGGCTAGTAGCTCCTTTCCTGGA
GAGAGAATCTGGAGCCCACATCTAACTTGTTAAGTCTGGAATCTTATTTTTT
ATTTCTGGAAAGGTCTATGAACTATAGTTTTGGGGGCAGCTCACTTACTAA
CTTTTAATGCAATAAGAATCTCATGGTATCTTGAGAACATTATTTTGTCTCTT
TGTAGTACTGAAACCTTATACATGTGAAGTAAGGGGTCTATACTTAAGTCAC
ATCTCCAACCTTAGTAATGTTTTAATGTAGTAAAAAAATGAGTAATTAATTTA
TTTTTAGAAGGTCAATAGTATCATGTATTCCAAATAACAGAGGTATATGGTT
AGAAAAGAAACAATTCAAAGGACTTATATAATATCTAGCCTTGACAATGAA
TAAATTTAGAGAGTAGTTTGCCTGTTTGCCTCATGTTCATAAATCTATTGAC
ACATATGTGCATCTGCACTTCAGCATGGTAGAAGTCCATATTCAGATCTAGG
AACCCCTAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCA
CTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACCTTTGGTCGCCCG
GCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAA

[0321] P00350:300/600 bp HA FOf#EERg8 (B7AGS511E ) (SEQIDNO
285)
TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC

AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG

162K - 3t 182 H(HEHIHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTAGAT
CTAAGTATATTAGAGCGAGTCTTTCTGCACACAGATCACCTTTCCTATCAAC
CCCACTAGCCTCTGGCAAAATGAAGTGGGTAACCTTTCTCCTCCTCCTCTT
CGTCTCCGGCTCTGCTTTTTCCAGGGGTGTGTTTCGCCGAGAAGCACGTAA
GAGTTTTATGTTTTTTCATCTCTGCTTGTATTTTTCTAGTAATGGAAGCCTGG
TATTTTAAAATAGTTAAATTTTCCTTTAGTGCTGATTTCTAGATTATTATTACT
GTTGTTGTTGTTATTATTGTCATTATTTGCATCTGAGAACCTTTTTCTTGATC
ATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGGTATAATTCAGGT
AAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAATGTATGGAAGA
AAAGTGTAGTTTTGAAGAAGCACGAGAAGTTTTTGAAAACACTGAAAGA
ACAACTGAATTTTGGAAGCAGTATGTTGATGGAGATCAGTGTGAGTCCAAT
CCATGTTTAAATGGCGGCAGTTGCAAGGATGACATTAATTCCTATGAATGTT
GGTGTCCCTTTGGATTTGAAGGAAAGAACTGTGAATTAGATGTAACATGTA
ACATTAAGAATGGCAGATGCGAGCAGTTTTGTAAAAATAGTGCTGATAACA
AGGTGGTTTGCTCCTGTACTGAGGGATATCGACTTGCAGAAAACCAGAAG
TCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTTTCTGTTTCACAA
ACTTCTAAGCTCACCCGTGCTGAGACTGTTTTTCCTGATGTGGACTATGTA
AATTCTACTGAAGCTGAAACCATTTTGGATAACATCACTCAAAGCACCCAA
TCATTTAATGACTTCACTCGGGTTGTTGGTGGAGAAGATGCCAAACCAGGT
CAATTCCCTTGGCAGGTTGTTTTGAATGGTAAAGTTGATGCATTCTGTGGA
GGCTCTATCGTTAATGAAAAATGGATTGTAACTGCTGCCCACTGTGTTGAA
ACTGGTGTTAAAATTACAGTTGTCGCAGGTGAACATAATATTGAGGAGACA
GAACATACAGAGCAAAAGCGAAATGTGATTCGAATTATTCCTCACCACAAC
TACAATGCAGCTATTAATAAGTACAACCATGACATTGCCCTTCTGGAACTGG

163K - 3t 182 H(HHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

ACGAACCCTTAGTGCTAAACAGCTACGTTACACCTATTTGCATTGCTGACA
AGGAATACACGAACATCTTCCTCAAATTTGGATCTGGCTATGTAAGTGGCT
GGGGAAGAGTCTTCCACAAAGGGAGATCAGCTTTAGTTCTTCAGTACCTTA
GAGTTCCACTTGTTGACCGAGCCACATGTCTTCTATCTACAAAGTTCACCA
TCTATAACAACATGTTCTGTGCTGGCTTCCATGAAGGAGGTAGAGATTCAT
GTCAAGGAGATAGTGGGGGACCCCATGTTACTGAAGTGGAAGGGACCAGT
TTCTTAACTGGAATTATTAGCTGGGGTGAAGAGTGTGCAATGAAAGGCAAA
TATGGAATATATACCAAGGTATCCCGGTATGTCAACTGGATTAAGGAAAAAA
CAAAGCTCACTTAACCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGT
TTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGT
CCTTTCCTAATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCAT
TCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGG
AAGACAATAGCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAG
GCGGAAAGAACCAGCTGGGGCTCTAGGGGGTATCCCCCTTAGGTGGTTATA
TTATTGATATATTTTTGGTATCTTTGATGACAATAATGGGGGATTTTGAAAGC
TTAGCTTTAAATTTCTTTTAATTAAAAAAAAATGCTAGGCAGAATGACTCAA
ATTACGTTGGATACAGTTGAATTTATTACGGTCTCATAGGGCCTGCCTGCTC
GACCATGCTATACTAAAAATTAAAAGTGTGTGTTACTAATTTTATAAATGGA
GTTTCCATTTATATTTACCTTTATTTCTTATTTACCATTGTCTTAGTAGATATTT
ACAAACATGACAGAAACACTAAAGATCTAGGAACCCCTAGTGATGGAGTT
GGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAA
AGCCCGGGCGTCGGGCGACCTTTGGTCGCCCGGCCTCAGTGAGCGAGCGA
GCGCGCAGAGAGGGAGTGGCCAA

164K - 3t 182 H(HEHIHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

[0322] P00356 : 300/2000 bp HA FOREERES (HHAGS51ME ) (SEQID
NO : 286 )
TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC
AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG
CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTAGAT
CTAAGTATATTAGAGCGAGTCTTTCTGCACACAGATCACCTTTCCTATCAAC
CCCACTAGCCTCTGGCAAAATGAAGTGGGTAACCTTTCTCCTCCTCCTCTT
CGTCTCCGGCTCTGCTTTTTCCAGGGGTGTGTTTCGCCGAGAAGCACGTAA
GAGTTTTATGTTTTTTCATCTCTGCTTGTATTTTTCTAGTAATGGAAGCCTGG
TATTTTAAAATAGTTAAATTTTCCTTTAGTGCTGATTTCTAGATTATTATTACT
GTTGTTGTTGTTATTATTGTCATTATTTGCATCTGAGAACCTTTTTCTTGATC
ATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGGTATAATTCAGGT
AAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAATGTATGGAAGA
AAAGTGTAGTTTTGAAGAAGCACGAGAAGTTTTTGAAAACACTGAAAGA
ACAACTGAATTTTGGAAGCAGTATGTTGATGGAGATCAGTGTGAGTCCAAT
CCATGTTTAAATGGCGGCAGTTGCAAGGATGACATTAATTCCTATGAATGTT
GGTGTCCCTTTGGATTTGAAGGAAAGAACTGTGAATTAGATGTAACATGTA
ACATTAAGAATGGCAGATGCGAGCAGTTTTGTAAAAATAGTGCTGATAACA
AGGTGGTTTGCTCCTGTACTGAGGGATATCGACTTGCAGAAAACCAGAAG
TCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTTTCTGTTTCACAA
ACTTCTAAGCTCACCCGTGCTGAGACTGTTTTTCCTGATGTGGACTATGTA
AATTCTACTGAAGCTGAAACCATTTTGGATAACATCACTCAAAGCACCCAA
TCATTTAATGACTTCACTCGGGTTGTTGGTGGAGAAGATGCCAAACCAGGT
CAATTCCCTTGGCAGGTTGTTTTGAATGGTAAAGTTGATGCATTCTGTGGA

165K » 3t 182 H(HHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

GGCTCTATCGTTAATGAAAAATGGATTGTAACTGCTGCCCACTGTGTTGAA
ACTGGTGTTAAAATTACAGTTGTCGCAGGTGAACATAATATTGAGGAGACA
GAACATACAGAGCAAAAGCGAAATGTGATTCGAATTATTCCTCACCACAAC
TACAATGCAGCTATTAATAAGTACAACCATGACATTGCCCTTCTGGAACTGG
ACGAACCCTTAGTGCTAAACAGCTACGTTACACCTATTTGCATTGCTGACA
AGGAATACACGAACATCTTCCTCAAATTTGGATCTGGCTATGTAAGTGGCT
GGGGAAGAGTCTTCCACAAAGGGAGATCAGCTTTAGTTCTTCAGTACCTTA
GAGTTCCACTTGTTGACCGAGCCACATGTCTTCTATCTACAAAGTTCACCA
TCTATAACAACATGTTCTGTGCTGGCTTCCATGAAGGAGGTAGAGATTCAT
GTCAAGGAGATAGTGGGGGACCCCATGTTACTGAAGTGGAAGGGACCAGT
TTCTTAACTGGAATTATTAGCTGGGGTGAAGAGTGTGCAATGAAAGGCAAA
TATGGAATATATACCAAGGTATCCCGGTATGTCAACTGGATTAAGGAAAAAA
CAAAGCTCACTTAACCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGT
TTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGT
CCTTTCCTAATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCAT
TCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGG
AAGACAATAGCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAG
GCGGAAAGAACCAGCTGGGGCTCTAGGGGGTATCCCCCTTAGGTGGTTATA
TTATTGATATATTTTTGGTATCTTTGATGACAATAATGGGGGATTTTGAAAGC
TTAGCTTTAAATTTCTTTTAATTAAAAAAAAATGCTAGGCAGAATGACTCAA
ATTACGTTGGATACAGTTGAATTTATTACGGTCTCATAGGGCCTGCCTGCTC
GACCATGCTATACTAAAAATTAAAAGTGTGTGTTACTAATTTTATAAATGGA
GTTTCCATTTATATTTACCTTTATTTCTTATTTACCATTGTCTTAGTAGATATTT

ACAAACATGACAGAAACACTAAATCTTGAGTTTGAATGCACAGATATAAAC

166K - 3t 182 H(HHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

ACTTAACGGGTTTTAAAAATAATAATGTTGGTGAAAAAATATAACTTTGAGT
GTAGCAGAGAGGAACCATTGCCACCTTCAGATTTTCCTGTAACGATCGGGA
ACTGGCATCTTCAGGGAGTAGCTTAGGTCAGTGAAGAGAAGAACAAAAA
GCAGCATATTACAGTTAGTTGTCTTCATCAATCTTTAAATATGTTGTGTGGTT
TTTCTCTCCCTGTTTCCACAGACAAGAGTGAGATCGCCCATCGGTATAATGA
TTTGGGAGAACAACATTTCAAAGGCCTGTAAGTTATAATGCTGAAAGCCCA
CTTAATATTTCTGGTAGTATTAGTTAAAGTTTTAAAACACCTTTTTCCACCTT
GAGTGTGAGAATTGTAGAGCAGTGCTGTCCAGTAGAAATGTGTGCATTGA
CAGAAAGACTGTGGATCTGTGCTGAGCAATGTGGCAGCCAGAGATCACAA
GGCTATCAAGCACTTTGCACATGGCAAGTGTAACTGAGAAGCACACATTC
AAATAATAGTTAATTTTAATTGAATGTATCTAGCCATGTGTGGCTAGTAGCTC
CTTTCCTGGAGAGAGAATCTGGAGCCCACATCTAACTTGTTAAGTCTGGAA
TCTTATTTTTTATTTCTGGAAAGGTCTATGAACTATAGTTTTGGGGGCAGCT
CACTTACTAACTTTTAATGCAATAAGATCCATGGTATCTTGAGAACATTATTT
TGTCTCTTTGTAGTACTGAAACCTTATACATGTGAAGTAAGGGGTCTATACT
TAAGTCACATCTCCAACCTTAGTAATGTTTTAATGTAGTAAAAAAATGAGTA
ATTAATTTATTTTTAGAAGGTCAATAGTATCATGTATTCCAAATAACAGAGGT
ATATGGTTAGAAAAGAAACAATTCAAAGGACTTATATAATATCTAGCCTTGA
CAATGAATAAATTTAGAGAGTAGTTTGCCTGTTTGCCTCATGTTCATAAATC
TATTGACACATATGTGCATCTGCACTTCAGCATGGTAGAAGTCCATATTCCT
TTGCTTGGAAAGGCAGGTGTTCCCATTACGCCTCAGAGAATAGCTGACGG
GAAGAGGCTTTCTAGATAGTTGTATGAAAGATATACAAAATCTCGCAGGTAT
ACACAGGCATGATTTGCTGGTTGGGAGAGCCACTTGCCTCATACTGAGGTT
TTTGTGTCTGCTTTTCAGAGTCCTGATTGCCTTTTCCCAGTATCTCCAGAAA

F167TH » 3t 182 H(HEHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

TGCTCATACGATGAGCATGCCAAATTAGTGCAGGAAGTAACAGACTTTGCA
AAGACGTGTGTTGCCGATGAGTCTGCCGCCAACTGTGACAAATCCCTTGT
GAGTACCTTCTGATTTTGTGGATCTACTTTCCTGCTTTCTGGAACTCTGTTT
CAAAGCCAATCATGACTCCATCACTTAAGGCCCCGGGAACACTGTGGCAG
AGGGCAGCAGAGAGATTGATAAAGCCAGGGTGATGGGAATTTTCTGTGGG
ACTCCATTTCATAGTAATTGCAGAAGCTACAATACACTCAAAAAGTCTCAC
CACATGACTGCCCAAATGGGAGCTTGACAGTGACAGTGACAGTAGATATG
CCAAAGTGGATGAGGGAAAGACCACAAGAGCTAAACCCTGTAAAAAGAA
CTGTAGGCAACTAAGGAATGCAGAGAGAAAGATCTAGGAACCCCTAGTGA
TGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGCCC
GGGCAAAGCCCGGGCGTCGGGCGACCTTTGGTCGCCCGGCCTCAGTGAGC
GAGCGAGCGCGCAGAGAGGGAGTGGCCAA

[0323] P00362 : 300/1500 bp HA FOREEREE (HHAGS51ME ) (SEQID
NO : 287)
TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACC
AAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAG
CGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTAGAT
CTAAGTATATTAGAGCGAGTCTTTCTGCACACAGATCACCTTTCCTATCAAC
CCCACTAGCCTCTGGCAAAATGAAGTGGGTAACCTTTCTCCTCCTCCTCTT
CGTCTCCGGCTCTGCTTTTTCCAGGGGTGTGTTTCGCCGAGAAGCACGTAA
GAGTTTTATGTTTTTTCATCTCTGCTTGTATTTTTCTAGTAATGGAAGCCTGG
TATTTTAAAATAGTTAAATTTTCCTTTAGTGCTGATTTCTAGATTATTATTACT

GTTGTTGTTGTTATTATTGTCATTATTTGCATCTGAGAACCTTTTTCTTGATC

168K - 3t 182 H(HHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

ATGAAAACGCCAACAAAATTCTGAATCGGCCAAAGAGGTATAATTCAGGT
AAATTGGAAGAGTTTGTTCAAGGGAACCTTGAGAGAGAATGTATGGAAGA
AAAGTGTAGTTTTGAAGAAGCACGAGAAGTTTTTGAAAACACTGAAAGA
ACAACTGAATTTTGGAAGCAGTATGTTGATGGAGATCAGTGTGAGTCCAAT
CCATGTTTAAATGGCGGCAGTTGCAAGGATGACATTAATTCCTATGAATGTT
GGTGTCCCTTTGGATTTGAAGGAAAGAACTGTGAATTAGATGTAACATGTA
ACATTAAGAATGGCAGATGCGAGCAGTTTTGTAAAAATAGTGCTGATAACA
AGGTGGTTTGCTCCTGTACTGAGGGATATCGACTTGCAGAAAACCAGAAG
TCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTTTCTGTTTCACAA
ACTTCTAAGCTCACCCGTGCTGAGACTGTTTTTCCTGATGTGGACTATGTA
AATTCTACTGAAGCTGAAACCATTTTGGATAACATCACTCAAAGCACCCAA
TCATTTAATGACTTCACTCGGGTTGTTGGTGGAGAAGATGCCAAACCAGGT
CAATTCCCTTGGCAGGTTGTTTTGAATGGTAAAGTTGATGCATTCTGTGGA
GGCTCTATCGTTAATGAAAAATGGATTGTAACTGCTGCCCACTGTGTTGAA
ACTGGTGTTAAAATTACAGTTGTCGCAGGTGAACATAATATTGAGGAGACA
GAACATACAGAGCAAAAGCGAAATGTGATTCGAATTATTCCTCACCACAAC
TACAATGCAGCTATTAATAAGTACAACCATGACATTGCCCTTCTGGAACTGG
ACGAACCCTTAGTGCTAAACAGCTACGTTACACCTATTTGCATTGCTGACA
AGGAATACACGAACATCTTCCTCAAATTTGGATCTGGCTATGTAAGTGGCT
GGGGAAGAGTCTTCCACAAAGGGAGATCAGCTTTAGTTCTTCAGTACCTTA
GAGTTCCACTTGTTGACCGAGCCACATGTCTTCTATCTACAAAGTTCACCA
TCTATAACAACATGTTCTGTGCTGGCTTCCATGAAGGAGGTAGAGATTCAT
GTCAAGGAGATAGTGGGGGACCCCATGTTACTGAAGTGGAAGGGACCAGT
TTCTTAACTGGAATTATTAGCTGGGGTGAAGAGTGTGCAATGAAAGGCAAA

169K - 3t 182 H(HHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

TATGGAATATATACCAAGGTATCCCGGTATGTCAACTGGATTAAGGAAAAAA
CAAAGCTCACTTAACCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGT
TTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGT
CCTTTCCTAATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCAT
TCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGG
AAGACAATAGCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAG
GCGGAAAGAACCAGCTGGGGCTCTAGGGGGTATCCCCCTTAGGTGGTTATA
TTATTGATATATTTTTGGTATCTTTGATGACAATAATGGGGGATTTTGAAAGC
TTAGCTTTAAATTTCTTTTAATTAAAAAAAAATGCTAGGCAGAATGACTCAA
ATTACGTTGGATACAGTTGAATTTATTACGGTCTCATAGGGCCTGCCTGCTC
GACCATGCTATACTAAAAATTAAAAGTGTGTGTTACTAATTTTATAAATGGA
GTTTCCATTTATATTTACCTTTATTTCTTATTTACCATTGTCTTAGTAGATATTT
ACAAACATGACAGAAACACTAAATCTTGAGTTTGAATGCACAGATATAAAC
ACTTAACGGGTTTTAAAAATAATAATGTTGGTGAAAAAATATAACTTTGAGT
GTAGCAGAGAGGAACCATTGCCACCTTCAGATTTTCCTGTAACGATCGGGA
ACTGGCATCTTCAGGGAGTAGCTTAGGTCAGTGAAGAGAAGAACAAAAA
GCAGCATATTACAGTTAGTTGTCTTCATCAATCTTTAAATATGTTGTGTGGTT
TTTCTCTCCCTGTTTCCACAGACAAGAGTGAGATCGCCCATCGGTATAATGA
TTTGGGAGAACAACATTTCAAAGGCCTGTAAGTTATAATGCTGAAAGCCCA
CTTAATATTTCTGGTAGTATTAGTTAAAGTTTTAAAACACCTTTTTCCACCTT
GAGTGTGAGAATTGTAGAGCAGTGCTGTCCAGTAGAAATGTGTGCATTGA
CAGAAAGACTGTGGATCTGTGCTGAGCAATGTGGCAGCCAGAGATCACAA
GGCTATCAAGCACTTTGCACATGGCAAGTGTAACTGAGAAGCACACATTC

AAATAATAGTTAATTTTAATTGAATGTATCTAGCCATGTGTGGCTAGTAGCTC

170K - 3t 182 H(HEHIHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

CTTTCCTGGAGAGAGAATCTGGAGCCCACATCTAACTTGTTAAGTCTGGAA
TCTTATTTTTTATTTCTGGAAAGGTCTATGAACTATAGTTTTGGGGGCAGCT
CACTTACTAACTTTTAATGCAATAAGATCCATGGTATCTTGAGAACATTATTT
TGTCTCTTTGTAGTACTGAAACCTTATACATGTGAAGTAAGGGGTCTATACT
TAAGTCACATCTCCAACCTTAGTAATGTTTTAATGTAGTAAAAAAATGAGTA
ATTAATTTATTTTTAGAAGGTCAATAGTATCATGTATTCCAAATAACAGAGGT
ATATGGTTAGAAAAGAAACAATTCAAAGGACTTATATAATATCTAGCCTTGA
CAATGAATAAATTTAGAGAGTAGTTTGCCTGTTTGCCTCATGTTCATAAATC
TATTGACACATATGTGCATCTGCACTTCAGCATGGTAGAAGTCCATATTCCT
TTGCTTGGAAAGGCAGGTGTTCCCATTACGCCTCAGAGAATAGCTGACGG
GAAGAGGCTTTCTAGATAGTTGTATGAAAGATATACAAAATCTCGCAGGTAT
ACACAGGCATGATTTGCTGGTTGGGAGAGCCACTTAGATCTAGGAACCCCT
AGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGC
CGCCCGGGCAAAGCCCGGGCGTCGGGCGACCTTTGGTCGCCCGGCCTCAG
TGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAA

[0324] Cas9 ORF (SEQIDNO : 703 )

ATGGATAAGAAGTACTCAATCGGGCTGGATATCGGAACTAATTCCGTGGGT

TGGGCAGTGATCACGGATGAATACAAAGTGCCGTCCAAGAAGTTCAAGGT
CCTGGGGAACACCGATAGACACAGCATCAAGAAAAATCTCATCGGAGCCC
TGCTGTTTGACTCCGGCGAAACCGCAGAAGCGACCCGGCTCAAACGTACC
GCGAGGCGACGCTACACCCGGCGGAAGAATCGCATCTGCTATCTGCAAGA
GATCTTTTCGAACGAAATGGCAAAGGTCGACGACAGCTTCTTCCACCGCC

TGGAAGAATCTTTCCTGGTGGAGGAGGACAAGAAGCATGAACGGCATCCT

F171H » 3 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

ATCTTTGGAAACATCGTCGACGAAGTGGCGTACCACGAAAAGTACCCGAC
CATCTACCATCTGCGGAAGAAGTTGGTTGACTCAACTGACAAGGCCGACC
TCAGATTGATCTACTTGGCCCTCGCCCATATGATCAAATTCCGCGGACACTT
CCTGATCGAAGGCGATCTGAACCCTGATAACTCCGACGTGGATAAGCTTTT
CATTCAACTGGTGCAGACCTACAACCAACTGTTCGAAGAAAACCCAATCA
ATGCTAGCGGCGTCGATGCCAAGGCCATCCTGTCCGCCCGGCTGTCGAAGT
CGCGGCGCCTCGAAAACCTGATCGCACAGCTGCCGGGAGAGAAAAAGAA
CGGACTTTTCGGCAACTTGATCGCTCTCTCACTGGGACTCACTCCCAATTT
CAAGTCCAATTTTGACCTGGCCGAGGACGCGAAGCTGCAACTCTCAAAGG
ACACCTACGACGACGACTTGGACAATTTGCTGGCACAAATTGGCGATCAGT
ACGCGGATCTGTTCCTTGCCGCTAAGAACCTTTCGGACGCAATCTTGCTGT
CCGATATCCTGCGCGTGAACACCGAAATAACCAAAGCGCCGCTTAGCGCCT
CGATGATTAAGCGGTACGACGAGCATCACCAGGATCTCACGCTGCTCAAA
GCGCTCGTGAGACAGCAACTGCCTGAAAAGTACAAGGAGATCTTCTTCGA
CCAGTCCAAGAATGGGTACGCAGGGTACATCGATGGAGGCGCTAGCCAGG
AAGAGTTCTATAAGTTCATCAAGCCAATCCTGGAAAAGATGGACGGAACC
GAAGAACTGCTGGTCAAGCTGAACAGGGAGGATCTGCTCCGGAAACAGA
GAACCTTTGACAACGGATCCATTCCCCACCAGATCCATCTGGGTGAGCTGC
ACGCCATCTTGCGGCGCCAGGAGGACTTTTACCCATTCCTCAAGGACAAC
CGGGAAAAGATCGAGAAAATTCTGACGTTCCGCATCCCGTATTACGTGGGC
CCACTGGCGCGCGGCAATTCGCGCTTCGCGTGGATGACTAGAAAATCAGA
GGAAACCATCACTCCTTGGAATTTCGAGGAAGTTGTGGATAAGGGAGCTT
CGGCACAAAGCTTCATCGAACGAATGACCAACTTCGACAAGAATCTCCCA
AACGAGAAGGTGCTTCCTAAGCACAGCCTCCTTTACGAATACTTCACTGTC

F172H - 3t 182 H(HEHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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TACAACGAACTGACTAAAGTGAAATACGTTACTGAAGGAATGAGGAAGCC
GGCCTTTCTGTCCGGAGAACAGAAGAAAGCAATTGTCGATCTGCTGTTCA
AGACCAACCGCAAGGTGACCGTCAAGCAGCTTAAAGAGGACTACTTCAA
GAAGATCGAGTGTTTCGACTCAGTGGAAATCAGCGGGGTGGAGGACAGAT
TCAACGCTTCGCTGGGAACCTATCATGATCTCCTGAAGATCATCAAGGACA
AGGACTTCCTTGACAACGAGGAGAACGAGGACATCCTGGAAGATATCGTC
CTGACCTTGACCCTTTTCGAGGATCGCGAGATGATCGAGGAGAGGCTTAA
GACCTACGCTCATCTCTTCGACGATAAGGTCATGAAACAACTCAAGCGCCG
CCGGTACACTGGTTGGGGCCGCCTCTCCCGCAAGCTGATCAACGGTATTCG
CGATAAACAGAGCGGTAAAACTATCCTGGATTTCCTCAAATCGGATGGCTT
CGCTAATCGTAACTTCATGCAATTGATCCACGACGACAGCCTGACCTTTAA
GGAGGACATCCAAAAAGCACAAGTGTCCGGACAGGGAGACTCACTCCAT
GAACACATCGCGAATCTGGCCGGTTCGCCGGCGATTAAGAAGGGAATTCT
GCAAACTGTGAAGGTGGTCGACGAGCTGGTGAAGGTCATGGGACGGCAC
AAACCGGAGAATATCGTGATTGAAATGGCCCGAGAAAACCAGACTACCCA
GAAGGGCCAGAAAAACTCCCGCGAAAGGATGAAGCGGATCGAAGAAGGA
ATCAAGGAGCTGGGCAGCCAGATCCTGAAAGAGCACCCGGTGGAAAACA
CGCAGCTGCAGAACGAGAAGCTCTACCTGTACTATTTGCAAAATGGACGG
GACATGTACGTGGACCAAGAGCTGGACATCAATCGGTTGTCTGATTACGAC
GTGGACCACATCGTTCCACAGTCCTTTCTGAAGGATGACTCGATCGATAAC
AAGGTGTTGACTCGCAGCGACAAGAACAGAGGGAAGTCAGATAATGTGCC
ATCGGAGGAGGTCGTGAAGAAGATGAAGAATTACTGGCGGCAGCTCCTGA
ATGCGAAGCTGATTACCCAGAGAAAGTTTGACAATCTCACTAAAGCCGAG
CGCGGCGGACTCTCAGAGCTGGATAAGGCTGGATTCATCAAACGGCAGCT

F173H - 3t 182 H(HHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

GGTCGAGACTCGGCAGATTACCAAGCACGTGGCGCAGATCTTGGACTCCC
GCATGAACACTAAATACGACGAGAACGATAAGCTCATCCGGGAAGTGAAG
GTGATTACCCTGAAAAGCAAACTTGTGTCGGACTTTCGGAAGGACTTTCA
GTTTTACAAAGTGAGAGAAATCAACAACTACCATCACGCGCATGACGCATA
CCTCAACGCTGTGGTCGGTACCGCCCTGATCAAAAAGTACCCTAAACTTGA
ATCGGAGTTTGTGTACGGAGACTACAAGGTCTACGACGTGAGGAAGATGA
TAGCCAAGTCCGAACAGGAAATCGGGAAAGCAACTGCGAAATACTTCTTT
TACTCAAACATCATGAACTTTTTCAAGACTGAAATTACGCTGGCCAATGGA
GAAATCAGGAAGAGGCCACTGATCGAAACTAACGGAGAAACGGGCGAAA
TCGTGTGGGACAAGGGCAGGGACTTCGCAACTGTTCGCAAAGTGCTCTCT
ATGCCGCAAGTCAATATTGTGAAGAAAACCGAAGTGCAAACCGGCGGATT
TTCAAAGGAATCGATCCTCCCAAAGAGAAATAGCGACAAGCTCATTGCAC
GCAAGAAAGACTGGGACCCGAAGAAGTACGGAGGATTCGATTCGCCGACT
GTCGCATACTCCGTCCTCGTGGTGGCCAAGGTGGAGAAGGGAAAGAGCAA
AAAGCTCAAATCCGTCAAAGAGCTGCTGGGGATTACCATCATGGAACGATC
CTCGTTCGAGAAGAACCCGATTGATTTCCTCGAGGCGAAGGGTTACAAGG
AGGTGAAGAAGGATCTGATCATCAAACTCCCCAAGTACTCACTGTTCGAA
CTGGAAAATGGTCGGAAGCGCATGCTGGCTTCGGCCGGAGAACTCCAAAA
AGGAAATGAGCTGGCCTTGCCTAGCAAGTACGTCAACTTCCTCTATCTTGC
TTCGCACTACGAAAAACTCAAAGGGTCACCGGAAGATAACGAACAGAAG
CAGCTTTTCGTGGAGCAGCACAAGCATTATCTGGATGAAATCATCGAACAA
ATCTCCGAGTTTTCAAAGCGCGTGATCCTCGCCGACGCCAACCTCGACAA
AGTCCTGTCGGCCTACAATAAGCATAGAGATAAGCCGATCAGAGAACAGG
CCGAGAACATTATCCACTTGTTCACCCTGACTAACCTGGGAGCCCCAGCCG

F174H - 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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CCTTCAAGTACTTCGATACTACTATCGATCGCAAAAGATACACGTCCACCA
AGGAAGTTCTGGACGCGACCCTGATCCACCAAAGCATCACTGGACTCTAC
GAAACTAGGATCGATCTGTCGCAGCTGGGTGGCGAT

[0325] U-dep Cas9 ORF (SEQIDNO : 704)
ATGGACAAGAAGTACAGCATCGGACTGGACATCGGAACAAACAGCGTCGG
ATGGGCAGTCATCACAGACGAATACAAGGTCCCGAGCAAGAAGTTCAAGG
TCCTGGGAAACACAGACAGACACAGCATCAAGAAGAACCTGATCGGAGC
ACTGCTGTTCGACAGCGGAGAAACAGCAGAAGCAACAAGACTGAAGAGA
ACAGCAAGAAGAAGATACACAAGAAGAAAGAACAGAATCTGCTACCTGC
AGGAAATCTTCAGCAACGAAATGGCAAAGGTCGACGACAGCTTCTTCCAC
AGACTGGAAGAAAGCTTCCTGGTCGAAGAAGACAAGAAGCACGAAAGAC
ACCCGATCTTCGGAAACATCGTCGACGAAGTCGCATACCACGAAAAGTAC
CCGACAATCTACCACCTGAGAAAGAAGCTGGTCGACAGCACAGACAAGG
CAGACCTGAGACTGATCTACCTGGCACTGGCACACATGATCAAGTTCAGA
GGACACTTCCTGATCGAAGGAGACCTGAACCCGGACAACAGCGACGTCG
ACAAGCTGTTCATCCAGCTGGTCCAGACATACAACCAGCTGTTCGAAGAA
AACCCGATCAACGCAAGCGGAGTCGACGCAAAGGCAATCCTGAGCGCAA
GACTGAGCAAGAGCAGAAGACTGGAAAACCTGATCGCACAGCTGCCGGG
AGAAAAGAAGAACGGACTGTTCGGAAACCTGATCGCACTGAGCCTGGGA
CTGACACCGAACTTCAAGAGCAACTTCGACCTGGCAGAAGACGCAAAGC
TGCAGCTGAGCAAGGACACATACGACGACGACCTGGACAACCTGCTGGC
ACAGATCGGAGACCAGTACGCAGACCTGTTCCTGGCAGCAAAGAACCTGA
GCGACGCAATCCTGCTGAGCGACATCCTGAGAGTCAACACAGAAATCACA

F175H » 3t 182 H(HHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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AAGGCACCGCTGAGCGCAAGCATGATCAAGAGATACGACGAACACCACC
AGGACCTGACACTGCTGAAGGCACTGGTCAGACAGCAGCTGCCGGAAAA
GTACAAGGAAATCTTCTTCGACCAGAGCAAGAACGGATACGCAGGATACA
TCGACGGAGGAGCAAGCCAGGAAGAATTCTACAAGTTCATCAAGCCGATC
CTGGAAAAGATGGACGGAACAGAAGAACTGCTGGTCAAGCTGAACAGAG
AAGACCTGCTGAGAAAGCAGAGAACATTCGACAACGGAAGCATCCCGCA
CCAGATCCACCTGGGAGAACTGCACGCAATCCTGAGAAGACAGGAAGAC
TTCTACCCGTTCCTGAAGGACAACAGAGAAAAGATCGAAAAGATCCTGAC
ATTCAGAATCCCGTACTACGTCGGACCGCTGGCAAGAGGAAACAGCAGAT
TCGCATGGATGACAAGAAAGAGCGAAGAAACAATCACACCGTGGAACTTC
GAAGAAGTCGTCGACAAGGGAGCAAGCGCACAGAGCTTCATCGAAAGAA
TGACAAACTTCGACAAGAACCTGCCGAACGAAAAGGTCCTGCCGAAGCA
CAGCCTGCTGTACGAATACTTCACAGTCTACAACGAACTGACAAAGGTCA
AGTACGTCACAGAAGGAATGAGAAAGCCGGCATTCCTGAGCGGAGAACA
GAAGAAGGCAATCGTCGACCTGCTGTTCAAGACAAACAGAAAGGTCACA
GTCAAGCAGCTGAAGGAAGACTACTTCAAGAAGATCGAATGCTTCGACAG
CGTCGAAATCAGCGGAGTCGAAGACAGATTCAACGCAAGCCTGGGAACAT
ACCACGACCTGCTGAAGATCATCAAGGACAAGGACTTCCTGGACAACGAA
GAAAACGAAGACATCCTGGAAGACATCGTCCTGACACTGACACTGTTCGA
AGACAGAGAAATGATCGAAGAAAGACTGAAGACATACGCACACCTGTTCG
ACGACAAGGTCATGAAGCAGCTGAAGAGAAGAAGATACACAGGATGGGG
AAGACTGAGCAGAAAGCTGATCAACGGAATCAGAGACAAGCAGAGCGGA
AAGACAATCCTGGACTTCCTGAAGAGCGACGGATTCGCAAACAGAAACTT
CATGCAGCTGATCCACGACGACAGCCTGACATTCAAGGAAGACATCCAGA

F176H » 3t 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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AGGCACAGGTCAGCGGACAGGGAGACAGCCTGCACGAACACATCGCAAA
CCTGGCAGGAAGCCCGGCAATCAAGAAGGGAATCCTGCAGACAGTCAAG
GTCGTCGACGAACTGGTCAAGGTCATGGGAAGACACAAGCCGGAAAACA
TCGTCATCGAAATGGCAAGAGAAAACCAGACAACACAGAAGGGACAGAA
GAACAGCAGAGAAAGAATGAAGAGAATCGAAGAAGGAATCAAGGAACTG
GGAAGCCAGATCCTGAAGGAACACCCGGTCGAAAACACACAGCTGCAGA
ACGAAAAGCTGTACCTGTACTACCTGCAGAACGGAAGAGACATGTACGTC
GACCAGGAACTGGACATCAACAGACTGAGCGACTACGACGTCGACCACAT
CGTCCCGCAGAGCTTCCTGAAGGACGACAGCATCGACAACAAGGTCCTGA
CAAGAAGCGACAAGAACAGAGGAAAGAGCGACAACGTCCCGAGCGAAG
AAGTCGTCAAGAAGATGAAGAACTACTGGAGACAGCTGCTGAACGCAAA
GCTGATCACACAGAGAAAGTTCGACAACCTGACAAAGGCAGAGAGAGGA
GGACTGAGCGAACTGGACAAGGCAGGATTCATCAAGAGACAGCTGGTCG
AAACAAGACAGATCACAAAGCACGTCGCACAGATCCTGGACAGCAGAAT
GAACACAAAGTACGACGAAAACGACAAGCTGATCAGAGAAGTCAAGGTC
ATCACACTGAAGAGCAAGCTGGTCAGCGACTTCAGAAAGGACTTCCAGTT
CTACAAGGTCAGAGAAATCAACAACTACCACCACGCACACGACGCATACC
TGAACGCAGTCGTCGGAACAGCACTGATCAAGAAGTACCCGAAGCTGGA
AAGCGAATTCGTCTACGGAGACTACAAGGTCTACGACGTCAGAAAGATGA
TCGCAAAGAGCGAACAGGAAATCGGAAAGGCAACAGCAAAGTACTTCTT
CTACAGCAACATCATGAACTTCTTCAAGACAGAAATCACACTGGCAAACG
GAGAAATCAGAAAGAGACCGCTGATCGAAACAAACGGAGAAACAGGAGA
AATCGTCTGGGACAAGGGAAGAGACTTCGCAACAGTCAGAAAGGTCCTG
AGCATGCCGCAGGTCAACATCGTCAAGAAGACAGAAGTCCAGACAGGAG

F17TH » 3 182 H(HEHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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GATTCAGCAAGGAAAGCATCCTGCCGAAGAGAAACAGCGACAAGCTGAT
CGCAAGAAAGAAGGACTGGGACCCGAAGAAGTACGGAGGATTCGACAGC
CCGACAGTCGCATACAGCGTCCTGGTCGTCGCAAAGGTCGAAAAGGGAAA
GAGCAAGAAGCTGAAGAGCGTCAAGGAACTGCTGGGAATCACAATCATG
GAAAGAAGCAGCTTCGAAAAGAACCCGATCGACTTCCTGGAAGCAAAGG
GATACAAGGAAGTCAAGAAGGACCTGATCATCAAGCTGCCGAAGTACAGC
CTGTTCGAACTGGAAAACGGAAGAAAGAGAATGCTGGCAAGCGCAGGAG
AACTGCAGAAGGGAAACGAACTGGCACTGCCGAGCAAGTACGTCAACTT
CCTGTACCTGGCAAGCCACTACGAAAAGCTGAAGGGAAGCCCGGAAGAC
AACGAACAGAAGCAGCTGTTCGTCGAACAGCACAAGCACTACCTGGACG
AAATCATCGAACAGATCAGCGAATTCAGCAAGAGAGTCATCCTGGCAGAC
GCAAACCTGGACAAGGTCCTGAGCGCATACAACAAGCACAGAGACAAGC
CGATCAGAGAACAGGCAGAAAACATCATCCACCTGTTCACACTGACAAAC
CTGGGAGCACCGGCAGCATTCAAGTACTTCGACACAACAATCGACAGAAA
GAGATACACAAGCACAAAGGAAGTCCTGGACGCAACACTGATCCACCAG
AGCATCACAGGACTGTACGAAACAAGAATCGACCTGAGCCAGCTGGGAG
GAGACGGAGGAGGAAGCCCGAAGAAGAAGAGAAAGGTCTAG

[0326] H&U dep Cas9. 2 mRNA (SEQ ID NO : 705)
GGGUCCCGCAGUCGGCGUCCAGCGGCUcCUGCUUGUUCGUGEUGUGUGUC
GUUGCAGGCCUUAUUCGGAUCCGCCACCAUGGACAAGAAGUACAGCAU
CGGACUGGACAUCGGAACAAACAGCGUCGGAUGGGCAGUCAUCACAGA
CGAAUACAAGGUCCCGAGCAAGAAGUUCAAGGUCCUGGGAAACACAGA
CAGACACAGCAUCAAGAAGAACCUGAUCGGAGCACUGCUGUUCGACAG

F178H - 3t 182 H(HEHIHE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

CGGAGAAACAGCAGAAGCAACAAGACUGAAGAGAACAGCAAGAAGAAG
AUACACAAGAAGAAAGAACAGAAUCUGCUACCUGCAGGAAAUCUUCAG
CAACGAAAUGGCAAAGGUCGACGACAGCUUCUUCCACAGACUGGAAGA
AAGCUUCCUGGUCGAAGAAGACAAGAAGCACGAAAGACACCCGAUCUU
CGGAAACAUCGUCGACGAAGUCGCAUACCACGAAAAGUACCCGACAAU
CUACCACCUGAGAAAGAAGCUGGUCGACAGCACAGACAAGGCAGACCU
GAGACUGAUCUACCUGGCACUGGCACACAUGAUCAAGUUCAGAGGACA
CUUCCUGAUCGAAGGAGACCUGAACCCGGACAACAGCGACGUCGACAA
GCUGUUCAUCCAGCUGGUCCAGACAUACAACCAGCUGUUCGAAGAAAA
CCCGAUCAACGCAAGCGGAGUCGACGCAAAGGCAAUCCUGAGCGCAAG
ACUGAGCAAGAGCAGAAGACUGGAAAACCUGAUCGCACAGCUGCCGGG
AGAAAAGAAGAACGGACUGUUCGGAAACCUGAUCGCACUGAGCCUGGG
ACUGACACCGAACUUCAAGAGCAACUUCGACCUGGCAGAAGACGCAAA
GCUGCAGCUGAGCAAGGACACAUACGACGACGACCUGGACAACCUGCU
GGCACAGAUCGGAGACCAGUACGCAGACCUGUUCCUGGCAGCAAAGAA
CCUGAGCGACGCAAUCCUGCUGAGCGACAUCCUGAGAGUCAACACAGA
AAUCACAAAGGCACCGCUGAGCGCAAGCAUGAUCAAGAGAUACGACGA
ACACCACCAGGACCUGACACUGCUGAAGGCACUGGUCAGACAGCAGCU
GCCGGAAAAGUACAAGGAAAUCUUCUUCGACCAGAGCAAGAACGGAUA
CGCAGGAUACAUCGACGGAGGAGCAAGCCAGGAAGAAUUCUACAAGUU
CAUCAAGCCGAUCCUGGAAAAGAUGGACGGAACAGAAGAACUGCUGGU
CAAGCUGAACAGAGAAGACCUGCUGAGAAAGCAGAGAACAUUCGACAA
CGGAAGCAUCCCGCACCAGAUCCACCUGGGAGAACUGCACGCAAUCCUG
AGAAGACAGGAAGACUUCUACCCGUUCCUGAAGGACAACAGAGAAAAG

F179H - 3t 182 H(HHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

AUCGAAAAGAUCCUGACAUUCAGAAUCCCGUACUACGUCGGACCGCUG
GCAAGAGGAAACAGCAGAUUCGCAUGGAUGACAAGAAAGAGCGAAGAA
ACAAUCACACCGUGGAACUUCGAAGAAGUCGUCGACAAGGGAGCAAGC
GCACAGAGCUUCAUCGAAAGAAUGACAAACUUCGACAAGAACCUGCCG
AACGAAAAGGUCCUGCCGAAGCACAGCCUGCUGUACGAAUACUUCACA
GUCUACAACGAACUGACAAAGGUCAAGUACGUCACAGAAGGAAUGAGA
AAGCCGGCAUUCCUGAGCGGAGAACAGAAGAAGGCAAUCGUCGACCUG
CUGUUCAAGACAAACAGAAAGGUCACAGUCAAGCAGCUGAAGGAAGAC
UACUUCAAGAAGAUCGAAUGCUUCGACAGCGUCGAAAUCAGCGGAGUC
GAAGACAGAUUCAACGCAAGCCUGGGAACAUACCACGACCUGCUGAAG
AUCAUCAAGGACAAGGACUUCCUGGACAACGAAGAAAACGAAGACAUC
CUGGAAGACAUCGUCCUGACACUGACACUGUUCGAAGACAGAGAAAUG
AUCGAAGAAAGACUGAAGACAUACGCACACCUGUUCGACGACAAGGUC
AUGAAGCAGCUGAAGAGAAGAAGAUACACAGGAUGGGGAAGACUGAGC
AGAAAGCUGAUCAACGGAAUCAGAGACAAGCAGAGCGGAAAGACAAUC
CUGGACUUCCUGAAGAGCGACGGAUUCGCAAACAGAAACUUCAUGCAG
CUGAUCCACGACGACAGCCUGACAUUCAAGGAAGACAUCCAGAAGGCA
CAGGUCAGCGGACAGGGAGACAGCCUGCACGAACACAUCGCAAACCUG
GCAGGAAGCCCGGCAAUCAAGAAGGGAAUCCUGCAGACAGUCAAGGUC
GUCGACGAACUGGUCAAGGUCAUGGGAAGACACAAGCCGGAAAACAUC
GUCAUCGAAAUGGCAAGAGAAAACCAGACAACACAGAAGGGACAGAAG
AACAGCAGAGAAAGAAUGAAGAGAAUCGAAGAAGGAAUCAAGGAACUG
GGAAGCCAGAUCCUGAAGGAACACCCGGUCGAAAACACACAGCUGCAG
AACGAAAAGCUGUACCUGUACUACCUGCAGAACGGAAGAGACAUGUAC

180K - 3t 182 H(HHIEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

GUCGACCAGGAACUGGACAUCAACAGACUGAGCGACUACGACGUCGAC
CACAUCGUCCCGCAGAGCUUCCUGAAGGACGACAGCAUCGACAACAAG
GUCCUGACAAGAAGCGACAAGAACAGAGGAAAGAGCGACAACGUCCCG
AGCGAAGAAGUCGUCAAGAAGAUGAAGAACUACUGGAGACAGCUGCUG
AACGCAAAGCUGAUCACACAGAGAAAGUUCGACAACCUGACAAAGGCA
GAGAGAGGAGGACUGAGCGAACUGGACAAGGCAGGAUUCAUCAAGAGA
CAGCUGGUCGAAACAAGACAGAUCACAAAGCACGUCGCACAGAUCCUG
GACAGCAGAAUGAACACAAAGUACGACGAAAACGACAAGCUGAUCAGA
GAAGUCAAGGUCAUCACACUGAAGAGCAAGCUGGUCAGCGACUUCAGA
AAGGACUUCCAGUUCUACAAGGUCAGAGAAAUCAACAACUACCACCAC
GCACACGACGCAUACCUGAACGCAGUCGUCGGAACAGCACUGAUCAAG
AAGUACCCGAAGCUGGAAAGCGAAUUCGUCUACGGAGACUACAAGGUC
UACGACGUCAGAAAGAUGAUCGCAAAGAGCGAACAGGAAAUCGGAAAG
GCAACAGCAAAGUACUUCUUCUACAGCAACAUCAUGAACUUCUUCAAG
ACAGAAAUCACACUGGCAAACGGAGAAAUCAGAAAGAGACCGCUGAUC
GAAACAAACGGAGAAACAGGAGAAAUCGUCUGGGACAAGGGAAGAGAC
UUCGCAACAGUCAGAAAGGUCCUGAGCAUGCCGCAGGUCAACAUCGUC
AAGAAGACAGAAGUCCAGACAGGAGGAUUCAGCAAGGAAAGCAUCCUG
CCGAAGAGAAACAGCGACAAGCUGAUCGCAAGAAAGAAGGACUGGGAC
CCGAAGAAGUACGGAGGAUUCGACAGCCCGACAGUCGCAUACAGCGUC
CUGGUCGUCGCAAAGGUCGAAAAGGGAAAGAGCAAGAAGCUGAAGAGC
GUCAAGGAACUGCUGGGAAUCACAAUCAUGGAAAGAAGCAGCUUCGAA
AAGAACCCGAUCGACUUCCUGGAAGCAAAGGGAUACAAGGAAGUCAAG
AAGGACCUGAUCAUCAAGCUGCCGAAGUACAGCCUGUUCGAACUGGAA

FI81H » 3t 182 H(HHIE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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AACGGAAGAAAGAGAAUGCUGGCAAGCGCAGGAGAACUGCAGAAGGGA
AACGAACUGGCACUGCCGAGCAAGUACGUCAACUUCCUGUACCUGGCA
AGCCACUACGAAAAGCUGAAGGGAAGCCCGGAAGACAACGAACAGAAG
CAGCUGUUCGUCGAACAGCACAAGCACUACCUGGACGAAAUCAUCGAA
CAGAUCAGCGAAUUCAGCAAGAGAGUCAUCCUGGCAGACGCAAACCUG
GACAAGGUCCUGAGCGCAUACAACAAGCACAGAGACAAGCCGAUCAGA
GAACAGGCAGAAAACAUCAUCCACCUGUUCACACUGACAAACCUGGGA
GCACCGGCAGCAUUCAAGUACUUCGACACAACAAUCGACAGAAAGAGA
UACACAAGCACAAAGGAAGUCCUGGACGCAACACUGAUCCACCAGAGC
AUCACAGGACUGUACGAAACAAGAAUCGACCUGAGCCAGCUGGGAGGA
GACGGAGGAGGAAGCCCGAAGAAGAAGAGAAAGGUCUAGCUAGCCAUC
ACAUUUAAAAGCAUCUCAGCCUACCAUGAGAAUAAGAGAAAGAAAAUG
AAGAUCAAUAGCUUAUUCAUCUCUUUUUCUUUUUCGUUGGUGUAAAGC
CAACACCCUGUCUAAAAAACAUAAAUUUCUUUAAUCAUUUUGCCUCUU
UUCUCUGUGCUUCAAUUAAUAAAAAAUGGAAAGAACCUCGAGAAAAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

[r5kaiin ]

FI182H - 4t 182 H(HEHIE)
FCP-072421
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<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 4
ugcauuuguu ucaaaauauu

210> 5

<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R
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202507011

<400> 5
auuuaugaga ucaacagceac

<210> 6

<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 6
gaucaacage acagguuuug

<210> 7

<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 7
uuaaauaaag cauagugcaa

<210> 8

<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 8
uaaagcauag ugcaauggau

<210> 9
<211> 20
<212> RNA

113136358 FEESE A0101
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20
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202507011

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 9
uaglgcaalg gauaggucuu 20

<210> 10
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 10
uacuaaaacu uuauuuuacu 20

<210> 11

<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 11
aaaguugaac aauagaaaaa 20

<210> 12
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 12

113136358 FEHH3E A0101 F4H - H2MAB(RHE) 1132052376-0



202507011

daugcdauaau cuadgucdaaa

<210> 13
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 13
uaauaaaauu caaacauccu

<210> 14
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 14
gcaucuuuaa agaauuauuu

<210> 15
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 15
uuuggcauuu auuucuaaaa

<210> 16
<211> 20
<212> RNA
Q213> ALFY

113136358 FEESE A0101

20

20
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202507011

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 16
uguauuugug aagucuuaca

<210> 17
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 17
uccuagguaa aaaaaaaaaa

<210> 18
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 18
uaauuuucuu uugegeacua

<210> 19
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 19
ugacugaaac uucacagaau

113136358

FEESE A0101

B

B
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202507011

<210> 20
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 20
gacligaaacu ucacagaaua 20

<210> 21

<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 21
uucauuuuag ucugucuucu 20

<210> 22
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 22
auuaucuaag uuugaauaua 20

<210> 23
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

113136358 FEHH3E A0101 H7H - H2MB(RHE) 1132052376-0
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<223> [FERE" ALyl ik G
FAGETR"

<400> 23
aauuuuuaaa auaguauucu

<210> 24
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 24
ugaauuauuc uucuguuuaa

<210> 25
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 25
aucauccuga guuuuucugu

<210> 26
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 26
uuacuaaaac uuuauuuuac

<210> 27

113136358 FEESE A0101
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202507011

<211> 20
<212> RNA
Q213> AT

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 27
accuuuuuuu uuuuuuaccu

<210> 28
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 28
aglugeaaugg auaggucuuu

<210> 29
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 29
ugauuccuac agaaaaacuc

<210> 30
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

113136358

FEESE A0101

B

B

B

B
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202507011

<400> 30
ugggcaaggg aagaaaaaaa

<210> 31

<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 31
ccucacucuu gucugggcaa

<210> 32
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 32
accucacucu ugucugggea

<210> 33
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 33
ugageaaccu cacucuuguc

<210> 34
<211> 100
<212> RNA

113136358 FEESE A0101
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20
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20
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213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 34
£4gcaaccuc acucuugucll guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 35
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 35
augecauuuglu uucaaaalau guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 36
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 36
ugcauuuguu lucaaaauaull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 37
<211> 100

<212> RNA
Q213> AT

113136358 FEHH3E A0101 B118 - #£2345(FIR) 1132052376-0
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<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 37
auluaugaga ucaacagcac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 38
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 38
gaucaacage acagguuuug guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 39
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 39
unaaauaaag cauagugeaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 40

<211> 100

<212> RNA

Q213> AL

<220>

221> A

113136358 FEHH3E A0101 B128 - H2345(FIR) 1132052376-0



202507011

<223> [FERE" ALyl ik G
LR

<400> 40
uaaagcauag lugeaauggall guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 41

<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 41
uagugcaalug gauaggucull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 42
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 42
uacuaaaacu uuauuuuacl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 43
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

113136358 FEHH3E A0101 B138 - £234F(FIR) 1132052376-0



202507011

<400> 43
aaaguugaac aauagaaaaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 44
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 44
aaligcauaall cuaagucaaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 45
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 45
uaauaaaauu caaacauccll guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 46
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

ZHHR"

<400> 46

113136358 FEHH3E A0101 B148 - £2345(FIR) 1132052376-0



202507011

gecaucuuuaa agaauuauull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 47

<211> 100

<212> RNA

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 47
ulnuggeauuu auuucuaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 48
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 48
uguauuugug aagucuuaca guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 49
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 49
uccuagguaa aaaaaaaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

113136358 FEHH3E A0101 B158 - H2345(FIR) 1132052376-0



202507011

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 50
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 50
uaauuuucuu uugcgeacua guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 51

<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 51
ugacugaaac uucacagaall guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 52
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 52
gacugaaacu lucacagaaua guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

113136358 FEHH3E A0101 B16H - H2345(FIE) 1132052376-0



202507011

<210> 53
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 53
uucauuuuag uUcugucuucl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 54
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 54
auuaucuaag uuugaauaua guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 55
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 55
aaluuuuaaa auaglauucu guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 56

113136358 FEHH3E A0101 B178 - £2345(FIR) 1132052376-0



202507011

<211> 100
<212> RNA
Q213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 56
ugaauuauuc uucuguuuaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 57
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 57
aucauccuga guuulucugu guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 58
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 58
unacuaaaac uuuauuuuac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 59
<211> 100
<212> RNA

113136358 FEHH3E A0101 HE18E - H234B(FIE) 1132052376-0



202507011

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 59
ACCUUUUUUL uuuuluaccu guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 60
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 60
agligeaaugg auaggucuuu guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 61

<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 61
ugauuccuac agaaaaacuc guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 62
<211> 100

<212> RNA
Q213> AT

113136358 FEHH3E A0101 198 - H2345(FIE) 1132052376-0



202507011

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 62
ugggeaaggy aagaaaaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 63
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 63
ccucacucuu gucugggeaa guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 64
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 64
accucacucu uguclgggea guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 65

<211> 100

<212> RNA

Q213> AL

<220>

221> A

113136358 FEHH3E A0101 BE208 - H2345(FIE) 1132052376-0



202507011

<223> [FERE" ALyl ik G
LR

<400> 65
ugageaaccu cacucuugue guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 66
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 66
£4gcaaccuc acucuugucll guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 67
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 67
augecauuuglu uucaaaalau guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 68
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

113136358 FEHH3E A0101 B218 - H234F(FIE) 1132052376-0
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<400> 63
ugcauuuguu lucaaaauaull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 69
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 69
auluaugaga ucaacagcac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 70
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 70
gaucaacage acagguuuug guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 71

<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

ZHHR"

<400> 71

113136358 FEHH3E A0101 BE2E - H23M4F(FIR) 1132052376-0
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unaaauaaag cauagugeaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 72

<211> 100

<212> RNA

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 72
uaaagcauag lugeaauggall guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 73
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 73
uagugcaalug gauaggucull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 74
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 74
uacuaaaacu uuauuuuacl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

113136358 FEHH3E A0101 BE238 - H234F(FIR) 1132052376-0
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cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 75
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 75
aaaguugaac aauagaaaaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 76
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 76
aaligcauaall cuaagucaaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 77
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 77
uaauaaaauu caaacauccll guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

113136358 FEHH3E A0101 248 - H23M4F(FIE) 1132052376-0
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<210> 78
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 78
gecaucuuuaa agaauuauull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 79
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 79
ulnuggeauuu auuucuaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 80
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 80
uguauuugug aagucuuaca guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 81

113136358 FEHH3E A0101 B258 - H2M4F(FIE) 1132052376-0
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<211> 100
<212> RNA
Q213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 81
uccuagguaa aaaaaaaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 82
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 82
uaauuuucuu uugcgeacua guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 83
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 83
ugacugaaac uucacagaall guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 84
<211> 100
<212> RNA

113136358 FEHH3E A0101 268 - H23M4F(FIR) 1132052376-0



202507011

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 84
gacugaaacu lucacagaaua guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 85
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 85
uucauuuuag uUcugucuucl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 86
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 86
auuaucuaag uuugaauaua guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 87
<211> 100

<212> RNA
Q213> AT

113136358 FEHH3E A0101 B27E - H2M4F(FIE) 1132052376-0
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<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 87
aaluuuuaaa auaglauucu guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 88
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 83
ugaauuauuc uucuguuuaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 89
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 89
aucauccuga guuulucugu guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 90

<211> 100

<212> RNA

Q213> AL

<220>

221> A

113136358 FEHH3E A0101 B28E - H234F(FIE) 1132052376-0
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<223> [FERE" ALyl ik G
LR

<400> 90
unacuaaaac uuuauuuuac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 91

<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 91
ACCUUUUUUL uuuuluaccu guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 92
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 92
agligeaaugg auaggucuuu guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 93
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

113136358 FEHH3E A0101 B298 - H234F(FIE) 1132052376-0
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<400> 93
ugauuccuac agaaaaacuc guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 94
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 94
ugggeaaggy aagaaaaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 95
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 95
ccucacucuu gucugggeaa guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 96
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

ZHHR"

<400> 96

113136358 FEHH3E A0101 #3008 - £2345(FIR) 1132052376-0
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accucacucu uguclgggea guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 97

<211> 100

<212> RNA

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 97
ugageaaccu cacucuugue guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 98
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 93
auuugcaucu gagaacccuu 20

<210> 99
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 99
aucgggaacu ggeaucuuca 20

<210> 100

113136358 FEHH3E A0101 #3118 - H234F(FIR) 1132052376-0



202507011

<211> 20
<212> RNA
Q213> AT

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 100
gluuacaggaa aaucugaagg

<210> 101
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 101
gaucgggaac uggcaucuuc

<210> 102
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 102
ugcaucugag aacccuuagg

<210> 103
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

113136358
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<400> 103
cacucuugluc uguggaaaca

<210> 104
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 104
aucguuacag gaaaaucuga

<210> 105
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 105
gcaucuucag ggaguageuu

<210> 106
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 106
caaucuuuaa auauguugug

<210> 107
<211> 20
<212> RNA

113136358 FEESE A0101

20
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213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 107
ucacucuugu cuguggaaac 20

<210> 108
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 108
ugcuuguauu uuucuaguaa 20

<210> 109
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 109
gllaaauaucu acuaagacaa 20

<210> 110
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 110

113136358 FEME% A0L01 B34E . HUE(FHF) 1132052376-0
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unuuucuagy aauggaagee

<210> 111
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 111
uuavauuauu gauauauuuu

<210> 112
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 112
gcacagauau aaacacuuaa

<210> 113
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 113
cacagauaua aacacuuaac

<210> 114
<211> 20
<212> RNA
Q213> ALFY

113136358 FEESE A0101

20
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<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 114
gguuuuaaaa auaauaaugu

<210> 115
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 115
ucagauuuuc cuguaacgau

<210> 116
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 116
cagauuuucc uguaacgauc

<210> 117
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 117
caaugglaaa uaagaaauaa

113136358

FEESE A0101

B

B

B

B
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<210> 118
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 118
ggaaaalcug aagguggcaa 20

<210> 119
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 119
ggcgaucuca cucuugucug 20

<210> 120
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 120
aulugcaucl gagaacccuu guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 121
<211> 100

<212> RNA
Q213> AT

113136358 FEHH3E A0101 B378 - H2U4F(FIR) 1132052376-0
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<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 121
aucgggaacl ggealucuuca guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 122
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 122
gluacaggaa aaucugaagg guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 123
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 123
gaucgggaac Uggecaucuue guuuuagage uagaaauage aaguuaaaalu aaggeuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 124

<211> 100

<212> RNA

Q213> AL

<220>

221> A

113136358 FEHH3E A0101 #3888 - H234F(FIE) 1132052376-0
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<223> [FERE" ALyl ik G
LR

<400> 124
ugcaucugag aacccuuagg guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 125
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 125
cacucuuglc uguggaaaca guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 126
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 126
aucguuacag gaaaaucuga guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 127
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

113136358 FEHH3E A0101 #3958 - H234F(FIE) 1132052376-0
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<400> 127
gecaucuucag ggaguageull guuuuagage uagaaauage aaguuaaaau aaggeuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 128
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 128
caaucuuuaa auauguugug guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 129
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 129
ucacucuugu cugliggaaac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 130
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

ZHHR"

<400> 130

113136358 FEHH3E A0101 BA0E - H234B(FIE) 1132052376-0
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ugcuuguauu uuucuaguaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 131
<211> 100
<212> RNA

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 131
gllaaauaucu acuaagacaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 132
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 132
unuuucuagu aauggaagee guuuuagage uagaaauage aaguuaaaau aaggeuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 133
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 133
unavauuauu gauauauuull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

113136358 FEHH3E A0101 B418 - H23M4F(FIR) 1132052376-0
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cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 134
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 134
gecacagauau aaacacuuaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 135
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 135
cacagauala aacacuuaac guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 136
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 136
gguuuuaaaa auaauaaugll guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

113136358 FEHH3E A0101 BA2E - H23M4B(FIE) 1132052376-0
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<210> 137
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 137
ucagauuuuc cuglaacgall guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 138
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 138
cagauuuuce uguaacgauc guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 139
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 139
caaugglada uaagaaallaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 140

113136358 FEHH3E A0101 B438 - H2M4F(FIR) 1132052376-0
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<211> 100
<212> RNA
Q213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 140
ggaaaaucuy aagguggcaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 141
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 141
ggcgaucuca Cucuugucug guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 142
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 142
aulugcaucl gagaacccuu guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 143
<211> 100
<212> RNA

113136358 FEHH3E A0101 BA4E - H23M4F(FIE) 1132052376-0
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213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 143
aucgggaacl ggealucuuca guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 144
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 144
gluacaggaa aaucugaagg guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 145
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 145
gaucgggaac Uggecaucuue guuuuagage uagaaauage aaguuaaaalu aaggeuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 146
<211> 100

<212> RNA
Q213> AT

113136358 FEHH3E A0101 B45E - H23M4F(FIE) 1132052376-0
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<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 146
ugcaucugag aacccuuagg guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 147
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 147
cacucuuglc uguggaaaca guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 148
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 148
aucguuacag gaaaaucuga guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 149

<211> 100

<212> RNA

Q213> AL

<220>

221> A

113136358 FEHH3E A0101 BA6E - H23M4F(FIER) 1132052376-0
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<223> [FERE" ALyl ik G
LR

<400> 149
gecaucuucag ggaguageull guuuuagage uagaaauage aaguuaaaau aaggeuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 150
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 150
caaucuuuaa auauguugug guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 151
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 151
ucacucuugu cugliggaaac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 152
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

113136358 FEHH3E A0101 BATE - H23M4F(FIR) 1132052376-0



202507011

<400> 152
ugcuuguauu uuucuaguaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 153
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 153
gllaaauaucu acuaagacaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 154
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 154
unuuucuagu aauggaagee guuuuagage uagaaauage aaguuaaaau aaggeuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 155
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

ZHHR"

<400> 155

113136358 FEHH3E A0101 B48E - H23M4F(FIE) 1132052376-0



202507011

unavauuauu gauauauuull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 156
<211> 100
<212> RNA

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 156
gracagauau aaacacuuaa guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 157
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 157
cacagauala aacacuuaac guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 158
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 158
gguuuuaaaa auaauaaugll guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

113136358 FEHH3E A0101 B498 - H23M4F(FIE) 1132052376-0



202507011

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 159
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 159
ucagauuuuc cuglaacgall guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 160
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 160
cagauuuucc uguaacgauc guuuuagagce uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 161
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 161
caaugglada uaagaaallaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

113136358 FEHH3E A0101 B508 - #£23485(FIE) 1132052376-0



202507011

<210> 162
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 162
ggaaaaucug aagguggcaa guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 163
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 163
ggcgaucuca cucuugucug guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 164
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 164
gagcaaccuc acucuugucu 20

<210> 165
<211> 20
<212> RNA

113136358 FEHH3E A0101 #5185 - #H2345(FIE) 1132052376-0



202507011

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 165
agcaaccuca cucuugucug 20

<210> 166
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 166
accucacucu ugucugggga 20

<210> 167
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 167
ccucacucuu gucuggggaa 20

<210> 168
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 168

113136358 FEME% A0L01 B52E - H2UE(FHF) 1132052376-0



202507011

cucacucuug ucuggggaay

<210> 169
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 169
ggggaagegy dgadaaadada

<210> 170
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 170
g8Laaggeea £aaaaaaaaa

<210> 171
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 171
augcauuugu uucaaaauau

<210> 172
<211> 20
<212> RNA
Q213> ALFY

113136358 FEESE A0101

20

20

20

20

$538 - #H234H(FIIFR) 1132052376-0



202507011

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 172
ugcauuuguu ucaaaauauu

<210> 173
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 173
ugauuccuac agaaaaaguc

<210> 174
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 174
uacagaaaaa gucaggauaa

<210> 175
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 175
UUUCUUCUEC cuuuaaacag

113136358

FEESE A0101

B

B

B

B

$E54E - H234F(FIIFR)

20

20

20

20

1132052376-0



202507011

<210> 176
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 176
uuauaguuuu auauucaaac 20

<210> 177
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 177
auuuaugaga ucaacagcac 20

<210> 178
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 178
gaucaacage acagguuuug 20

<210> 179
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

113136358 FEHH3E A0101 558 - #2345 (FIE) 1132052376-0



202507011

<223> [FERE" ALyl ik G
FAGETR"

<400> 179
unaaauaaag cauagugceaa

<210> 180
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 180
uaaagcauag ugcaauggau

<210> 181
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 181
uagugcaaug gauaggucuu

<210> 182
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 182
aglgeaaugg auaggucuua

<210> 183

113136358 FEESE A0101

$568E - H234F(FIIFR)

20

20

20

20

1132052376-0



202507011

<211> 20
<212> RNA
Q213> AT

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 183
uuacuuugea cuuuccuuag

<210> 184
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 184
uacuuugeac uuuccuuagu

<210> 185
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

<400> 185
ucugaccuuu uauuuuaccu

<210> 186
<211> 20
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE=" A T4 it -

HRGE R

113136358

FEESE A0101

B

B

B

B

$B578 - H234R(FIIFR)

20

20

20

1132052376-0



202507011

<400> 186
uacudaaacu uuauuuuacu

<210> 187
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 187
aaaguugaac aauagaaaaa

<210> 188
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 188
aaugcauaau cuaagucaaa

<210> 189
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 189
auuauccuga cuuuuucugu

<210> 190
<211> 20
<212> RNA

113136358 FEESE A0101

20

20

20

20

$588 - H234H(FIIFR) 1132052376-0



202507011

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 190
ugaauuauuc cucuguuuaa 20

<210> 191
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 191
uaauuuucuu uugeccacua 20

<210> 192
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 192
aaaaggucag aauuguuuag 20

<210> 193
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 193

113136358 FEME% A0L01 B59E - H2UE(FHF) 1132052376-0



202507011

dacauccuag guadaaudaa

<210> 194
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 194
uaauaaaauu caaacauccu

<210> 195
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 195
uugucaugua uuucuaaaau

<210> 196
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 196
uuugucaugu auuucuaaaa

<210> 197
<211> 100
<212> RNA
Q213> ALFY

113136358 FEESE A0101

20

20

20

20

HF60E - H234H(FIIFR) 1132052376-0



202507011

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 197
£4gcaaccuc acucuugucll guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 198
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 198
agcaaccuca Ccuculgucug guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 199
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 199
accucacucu uguclgggega guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 200

<211> 100

<212> RNA

Q213> AL

<220>

221> A

113136358 FEHH3E A0101 B61E - H2345(FIE) 1132052376-0



202507011

<223> [FERE" ALyl ik G
LR

<400> 200
ccucacucuu gucuggggaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 201
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 201
cucacuculg ucuggggaag guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 202
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 202
ggggaagygy agaaaaaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 203
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

113136358 FEHH3E A0101 Bo2E - H23M4F(FIE) 1132052376-0



202507011

<400> 203
gggaageyea gaaaaaaaaa guuuuagage lagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 204
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 204
augecauuuglu uucaaaalau guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 205
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 205
ugcauuuguu lucaaaauaull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 206
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

ZHHR"

<400> 206

113136358 FEHH3E A0101 H63E - H234F(FIR) 1132052376-0



202507011

ugauuccuac agaaaaaguc guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 207
<211> 100
<212> RNA

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 207
uacagaaaaa gucaggauaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 208
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 208
UNUCUUCUEE cuulaaacag guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 209
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 209
unauaguuuu auauucaaac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

113136358 FEHH3E A0101 HEo4E - H23M4F(FIE) 1132052376-0



202507011

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 210
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 210
auluaugaga ucaacagcac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 211
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 211
gaucaacage acagguuuug guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 212
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 212
unaaauaaag cauagugeaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

113136358 FEHH3E A0101 B658 - H2345(FIE) 1132052376-0



202507011

<210> 213
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 213
uaaagcauag lugeaauggall guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 214
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 214
uagugcaalug gauaggucull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 215
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 215
agligeaaugg auaggucuua guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 216

113136358 FEHH3E A0101 B66H - H23M4F(FIE) 1132052376-0



202507011

<211> 100
<212> RNA
Q213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 216
uuacuuugea cuuuccuuag guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 217
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 217
uacuuugeac uuuccuuagl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 218
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 218
ucugaccuuu lauuuuaccl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 219
<211> 100
<212> RNA

113136358 FEHH3E A0101 B678 - H234F(FIE) 1132052376-0



202507011

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 219
uacuaaaacu uuauuuuacl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 220
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 220
aaaguugaac aauagaaaaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 221
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 221
aaligcauaall cuaagucaaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 222
<211> 100

<212> RNA
Q213> AT

113136358 FEHH3E A0101 HE68E - H234F(FIE) 1132052376-0



202507011

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 222
auuauccuga CulullUCUgU guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 223
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 223
ugaauuauuc cucuguuuaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 224
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 224
uaauuuucuu uugeceacua guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 225

<211> 100

<212> RNA

Q213> AL

<220>

221> A

113136358 FEHH3E A0101 B69E - H234F(FIE) 1132052376-0



202507011

<223> [FERE" ALyl ik G
LR

<400> 225
aaaaggucag aauuguuuag guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 226
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 226
aacauccuag guaaaauaaa guuuuagagce uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 227
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 227
uaauaaaauu caaacauccll guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 228
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

113136358 FEHH3E A0101 B708 - £2345(FIR) 1132052376-0



202507011

<400> 228
uugucaugua uuucuaaaall guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 229
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 229
ulnugucaugu auuucuaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 230
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 230
£4gcaaccuc acucuugucll guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 231
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

ZHHR"

<400> 231

113136358 FEHH3E A0101 B718 - £2345(FIR) 1132052376-0



202507011

agcaaccuca Ccuculgucug guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 232
<211> 100
<212> RNA

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 232
accucacucu uguclgggega guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 233
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 233
ccucacucuu gucuggggaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 234
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 234
cucacuculg ucuggggaag guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

113136358 FEHH3E A0101 B728 - H2345(FIR) 1132052376-0



202507011

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 235
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 235
ggggaagygy agaaaaaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 236
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 236
govaagygega gaaaaaaaaa guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 237
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 237
augecauuuglu uucaaaalau guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

113136358 FEHH3E A0101 HB738 - H234F(FIR) 1132052376-0



202507011

<210> 238
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 238
ugcauuuguu lucaaaauaull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 239
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 239
ugauuccuac agaaaaaguc guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 240
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 240
uacagaaaaa gucaggauaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 241

113136358 FEHH3E A0101 B748 - H23485(FIR) 1132052376-0



202507011

<211> 100
<212> RNA
Q213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 241
UNUCUUCUEE cuulaaacag guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 242
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 242
unauaguuuu auauucaaac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 243
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 243
auluaugaga ucaacagcac guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 244
<211> 100
<212> RNA

113136358 FEHH3E A0101 B758 - H234B(FIE) 1132052376-0



202507011

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 244
gaucaacage acagguuuug guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 245
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 245
unaaauaaag cauagugeaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 246
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 246
uaaagcauag ugcaauggau guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 247
<211> 100

<212> RNA
Q213> AT

113136358 FEHH3E A0101 B768 - H2345(FIE) 1132052376-0



202507011

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 247
uagugcaalug gauaggucull guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 248
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 248
agligeaaugg auaggucuua guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 249
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 249
unacuuugea cuuuccuuag guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 250

<211> 100

<212> RNA

Q213> AL

<220>

221> A

113136358 FEHH3E A0101 B778 - H£234B(FIE) 1132052376-0



202507011

<223> [FERE" ALyl ik G
LR

<400> 250
uacuuugeac uuuccuuagl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 251
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 251
ucugaccuuu lauuuuaccl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 252
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 252
uacuaaaacu uuauuuuacl guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 253
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

113136358 FEHH3E A0101 HB788 - H234B(FIE) 1132052376-0



202507011

<400> 253
aaaguugaac aauagaaaaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 254
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 254
aaligcauaall cuaagucaaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 255
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 255
auuauccuga CulullUCUgU guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 256
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

ZHHR"

<400> 256

113136358 FEHH3E A0101 B798 - H2345(FIE) 1132052376-0



202507011

ugaauuauuc cucuguuuaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 257
<211> 100
<212> RNA

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 257
uaauuuucuu uugeceacua guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 258
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 258
aaaaggucag aauuguuuag guluuuagage uagaaauage aaguuaaaal aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 259
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 259
aacauccuag guaaaauaaa guluuagage uagaaauage aaguuaaaal aaggcuaguc 60

113136358 FEHH3E A0101 HE80H - #2348 (FIIE) 1132052376-0



202507011

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 260
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 260
uaauaaaauu caaacauccu guuuuagagc uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 261
<211> 100
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 261
uugucaugua uuucuaaaal guuuuagage uagaaauage aaguuaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

<210> 262
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 262
ulnugucaugu auuucuaaaa guuuuagage uagaaauage aaguuaaaal aaggcuaguc 60
cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100

113136358 FEHH3E A0101 HE81E - H23M4F(FIE) 1132052376-0



202507011

<210> 263
<211> 145
<212> DNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 263
ftggccacte cctetetgeg cgetegeteg ctecactgagg ccgggegace aaaggtegec 60

cgacgeecgg getttgeccy ggeggectea gtgagegage gagegegeag agagggagty 120

gccaacteca tcactagggy ttect 145

<210> 264
<211> 100
<212> DNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 264
faggtcagty aagagaagaa caaaaagcag catattacag ttagttgtct tcatcaatct 60

ttaaatatgt tgtgtggttt ttctetecet gtttecacag 100

<210> 265
<211> 1296
<212> DNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

LR
<400> 265
tttettgate atgaaaacge caacaaaatt ctgaatcgge caaagaggta taattcaggt 60
aaattggaag agtttgttca agggaacctt gagagagaat gtatggaaga aaagtgtagt 120

113136358 FEHH3E A0101 HE82H - H23M4B(FIIE) 1132052376-0



tttgaagaag

tatgttgatg

gacattaatt

gatgtaacat

aacaaggtegg

gaaccageag

cgtgctgaga

ttggataaca

gaagatgcca

ttctgtggag

actggtgtta

gageaaaage

aagtacaacc

gttacaccta

ggctatgtaa

taccttagag

tataacaaca

agtgggggac

tggggtygaag

gtcaactgga

<210> 266

211> 276
<212> DNA

202507011

cacgagaagt

gagatcagtg

cctatgaatg

gtaacattaa

tttgctectg

tgecatttee

ctgtttttee

tcactcaaag

aaccaggtca

getetategt

aaattacagt

gaaatgtgat

atgacattgc

tttgcattgce

glggetggey

ttecacttgt

tgttctgtgce

cecatgttac

agtgtgcaat

ttaaggaaaa

213> AT

<220>

221> A

ttttgaaaac

tfgagtccaat

ttggtgtece

gaatggcaga

tactgaggga

atgtggaaga

tgatgtggac

cacccaatca

attcecttgg

taatgaaaaa

tgtcgcaggt

tcgaattatt

ccttctggaa

fgacaaggaa

aagagtcttc

tgaccgagcce

tggcttcecat

fgaagtggaa

gaaaggcaaa

aacaaagetce

actgaaagaa

ccatgtttaa

fttggatttg

tgcgagcagt

tatcgacttg

gtttetgttt

tatgtaaatt

tttaatgact

caggttgttt

fggattgtaa

gaacataata

cctcaccaca

ctggacgaac

tacacgaaca

cacaaaggga

acatgtette

gaaggaggta

gggaccagtt

tatggaatat

acttaa

<223> [FERE" ALyl ik G
LR

113136358

FEESE A0101

caactgaatt

atggeggeag

aaggaaagaa

tttgtaaaaa

cagaaaacca

cacaaacttc

ctactgaage

tcactcgggt

fgaatggtaa

ctgctgeeca

ttgaggagac

actacaatge

ccttagtgct

tcttectcaa

gatcagettt

tatctacaaa

gagattcatg

tcttaactgg

ataccaaggt

ttggaagcag

ftgcaaggat

ctgtgaatta

tagtgctgat

gaagtcctgt

taagcteace

tgaaaccatt

tgttggteega

agttgatgca

Ctgtgttgaa

agaacataca

agctattaat

aaacagetac

atttggatcet

agttcttcag

gttcaccate

fcaaggagat

aattattage

atcccggtat

$83E - H234F(FIIFR)

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1296

1132052376-0



202507011

<400> 266
cctegactgt

tfgaccctgga

attgtctgag

aggattggea

cggaaagaac

<210> 267
211> 192
<212> DNA

geettetagt

aggtgccact

taggtgtcat

agacaatage

cagctgggec

213> AT

<220>
<221> IR

tgccagecat ctgttgttty ceectecece gtgeettect

ceccactgtee tttectaata aaatgaggaa attgcatege

tetattctgy gggglegegtl ggggcaggac agcaagggyy

aggcatgetyg gggatgeget ggectetatg gettctgagg

fctagggggt atccce

<223> [FERE" ALyl ik G
LR

<400> 267

aaaaaacctc ccacacctee cectgaacct gaaacataaa atgaatgcaa ttgttgttgt

taacttgttt attgcagett ataatggtta caaataaage aatagcatca caaattteac

aaataaagca tttttttcac tgcattctag ttgtggttity tccaaactca tcaatgtate

ttatcatgte

<210> 268
<211> 1296
<212> DNA

tg

213> AT

<220>
<221> IR

<223> [FERE" ALyl ik G
LR

<400> 268

ftaggtgage ttagtctttt cttttatcca attcacgtag cgagagacct tcgtatagat

gecatatttc cectteateg cacattecte ceeccaactt attatcecgg tcaagaaact

tgttcettcg acttcagtga cgtgtggtcec acctgaatca ccttggeatg agtcegegace

113136358

FEESE A0101 HB8AE - H2M4E(FIIFER)

60

120

180

240

276

60

120

180

192

60

120

180

1132052376-0



geectegtga

acaggtcgct

tttgtggaag

tgtatattcet

gtecagetee

atggggtaty

gtgttcgeca

aatccacttt

cacctgeeat

attaaatgac

aacgtagtee

acttaccecga

ccggtagece

ctcgecatcegt

accaaaaggg

acatggatta

ttetgtatte

tcgetecaag

gltaagtatc

<210> 269

<211> 100
<212> DNA

202507011

aacccagcac

ctatcgacca

acccgcecccee

ttatcggcta

aggagggcta

atcctgataa

geecacgaceg

tcattgacta

ggaaattggc

tgtgtggatt

acatcgggaa

cegeacggga

tcagtgeaac

ccatttttaa

caccaacact

gattcgeatt

tcaaacacct

tteecttgea

ttattcgegt

213> AT

<220>

221> A

aaaacatgtt

acgggacgeg

acccactcac

tacaaatcgy

tatcatggtt

cattecetttt

taatcttaac

tggagececce

caggtttage

gtgttatatt

aaactgtete

agggcacege

tacacacaac

tgttgcaggt

cgtaggaatt

ggtecccate

cgegegette

cgaattctte

tttcgtggte

attgtaaatce

caaatattgce

atatccgete

ggtaacatag

gtacttgttt

Ctgttcagta

ceecgteteg

acaaaacgeg

gteetegece

atcaagaatc

ggceecttgte

cggttcacag

tttgttgtcg

gacgtecaac

tatatcgtet

gacatattgce

ttcaaaacty

aagetttect

cagaaa

<223> [FERE" ALyl ik G
LR

<400> 269

113136358

FEESE A0101

gtaaatttcg

agaacgagegs

ccaaatttca

gagttaagta

atagcggcat

tfgctcagttt

acacagtgtg

tegactttte

ccgacaaccce

gtttcggett

aactttgatg

ctettttgat

gcggaatttt

fcgcagtttt

ttacaactcc

ttccagaact

cattttteccet

gagttatacc

tggacagaag

ctgatcgace

agaagatatt

cgagtggcte

tataattgtg

cttcaatgtt

cggeegttac

cgttgagcac

tagtaaagtc

cagtagagtt

tctgggacac

tctcagegag

tacagaattg

ttcecttcaaa

ceccatteag

cagtggtceceg

ccatacactc

ttttaggccg

$858 - H234FH(FIIFR)

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1296

1132052376-0



202507011

ctgtggaaac agggagagaa aaaccacaca acatatttaa agattgatga agacaactaa 60
ctgtaatatg ctgcttttty ttecttctett cactgaccta 100
<210> 270
<211> 145
<212> DNA

213> AT

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 270
aggaaccccet agtgatggag ttggecacte cctetetgeg cgetegeteg ctecactgagg 60

ccgececggge aaageccggy cgtegggega cetttggtcy cececggectea gtgagegage 120

gagcgegeag agagggagtyg gecaa 145

<210> 271
<211> 100
<212> DNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
LA

<400> 271
gattatttgg attaaaaaca aagactttct taagagatgt aaaattttca tgatgtttte 60

ttttttgcta aaactaaaga attattcttt tacatttcag 100

<210> 272
<211> 1329
<212> DNA
Q213> ALFY

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

ZHHR"

<400> 272

113136358 FEHH3E A0101 HE86H - H23M4F(FIE) 1132052376-0



tttcttgate

aaattggaag

tttgaagaag

tatgttgatg

gacattaatt

gatgtaacat

aacaaggtegg

gaaccageag

cgtgctgaga

ttggataaca

gaagatgcca

ttctgtggag

actggtgtta

gageaaaage

aagtacaacc

gttacaccta

ggctatgtaa

taccttagag

tataacaaca

agtgggggac

tggggtygaag

gtcaactgga

atcagctaa

<210> 273

<211> 1329
<212> DNA

113136358

202507011

atgaaaacge

agtttgttca

cacgagaagt

gagatcagtg

cctatgaatg

gtaacattaa

tttgctectg

tgecatttee

ctgtttttee

tcactcaaag

aaccaggtca

getetategt

aaattacagt

gaaatgtgat

atgacattgc

tttgcattgce

glggetggey

ttecacttgt

tgttctgtgce

cecatgttac

agtgtgcaat

ttaaggaaaa

caacaaaatt

agggaacctt

ttttgaaaac

tfgagtccaat

ttggtgtece

gaatggcaga

tactgaggga

atgtggaaga

tgatgtggac

cacccaatca

attcecttgg

taatgaaaaa

tgtcgcaggt

tcgaattatt

ccttctggaa

fgacaaggaa

aagagtcttc

tgaccgagcce

tggcttcecat

fgaagtggaa

gaaaggcaaa

aacaaagetce

ctgaatcggc

gagagagaat

actgaaagaa

ccatgtttaa

fttggatttg

tgcgagcagt

tatcgacttg

gtttetgttt

tatgtaaatt

tttaatgact

caggttgttt

fggattgtaa

gaacataata

cctcaccaca

ctggacgaac

tacacgaaca

cacaaaggga

acatgtette

gaaggaggta

gggaccagtt

tatggaatat

actgtcagcg

FEESE A0101

caaagaggta

gtatggaaga

caactgaatt

atggcggcag

aaggaaagaa

tttgtaaaaa

cagaaaacca

cacaaacttc

ctactgaage

tcactcgggt

fgaatggtaa

ctgctgeeca

ttgaggagac

actacaatge

ccttagtgct

tcttectcaa

gatcagettt

tatctacaaa

gagattcatg

tcttaactgg

ataccaaggt

gatggagact

taattcaggt

aaagtgtagt

ttggaagcag

ftgcaaggat

ctgtgaatta

tagtgctgat

gaagtcctgt

taagcteace

tgaaaccatt

tgttggteega

agttgatgca

Ctgtgttgaa

agaacataca

agctattaat

aaacagetac

atttggatcet

agttcttcag

gttcaccate

fcaaggagat

aattattage

ctceeggtat

gttcaagaag

$87E - H234F(FIIFR)

60

120

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1329

1132052376-0



202507011

213> AT

<220>
<221> IR

<223> [FERE" ALyl ik G
LR

<400> 273
ttaggaaatc

ccaattcacg

cteeccccaa

tccacctgaa

gitattgtaa

gcgcaaatat

cacatateccg

cgggegtaaca

gitgtacttg

tttetgttea

aacceecgte

cccacdaaaac

agcgtcectceg

attatcaaga

ctcggececett

cgeeggttcea

aactttgttg

ggtgacgtce

atttatatcg

atcgacatat

ttcttcaaaa

113136358

ttcttaaaca

tagcgagaga

cttattatcc

tcaccttggce

atcgtaaatt

tfgcagaacga

ctcccaaatt

taggagttaa

tttatagcgg

gtatgctcag

tcgacacagt

gcgtcgactt

ceececgacaa

atcgtttcgg

gtcaactttg

cagetetttt

tcggcggaat

aactcgcagt

tctttacaac

tgcttccaga

ctgeattttt

geecgecagee

ccttegtata

cggtcaagaa

atgagtcgcg

tcgtggacag

gguctgatcg

tcaagaagat

glacgagtgg

cattataatt

tttettcaat

glgcggecgt

ttccgttgag

ccctagtaaa

cttcagtaga

atgtctggea

gattctcage

ttttacagaa

tttttectte

tceceeecatt

actcagtggt

cctecataca

gcetcacggtg

gatgccatat

acttgttect

accgeecteg

aagacaggtc

acctttgtgg

atttgtatat

ctegtecage

glgatggget

gitgtgttcg

tacaatccac

caccacctge

gtcattaaat

gttaacgtag

cacacttacc

gageeggtag

ttgctegeat

dddaccdaaa

cagacatgga

ccgttctgta

ctetegetee

FEESE A0101

agcttagtcet

ttceecttcea

fcgacttcag

tgaaacccag

gctcetatega

aagaccegec

tctttategg

tccaggaggy

atgatcctga

ccagecacga

ttttcattga

catggaaatt

gactgtgtgg

tccacategg

cgaccgeacg

cecteagtge

cgtecatttt

gggcaceaac

ttagattcge

ttctcaaaca

aagttecett

tttettttat

tcgeacatte

tgacgtgtgg

cacaaaacat

ccaacgggac

cecacccact

ctatacaaat

ctatatcatg

taacattcct

ccgtaatett

ctatggagcce

ggccaggttt

attgtgttat

gaaaaactygt

ggaagggceac

aactacacac

taatgttgca

actcgtagga

attggtcecee

cctegegege

gcacgaattc

$88E - H234F(FIIFR)

60

120

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1132052376-0



202507011

ttcaagcttt cctgagttat accttttagg ccggttaagt atcttattcg cgttttegty 1320
gtccagaaa 1329
<210> 274
<211> 100
<212> DNA

213> AT

<220>
<221> IR

<223> [FERE" ALyl ik G
LR

<400> 274

ctgaaatgta aaagaataat tctttagttt tagcaaaaaa gaaaacatca tgaaaatttt

acatctctta agaaagtctt tgtttttaat ccaaataatce

<210> 275
211> 1446
<212> DNA

213> AT

<220>
<221> IR

<223> [FERE" ALyl ik G
LR

<400> 275
tttcttgate

aaattggaag

tttgaagaag

tataatcteg

gltaagcgtca

atccatgtta

attttcaagg

acacttgtta

ggcatcgeag

113136358

atgaaaacge

agtttgttca

cagtattcac

accaagtact

caccaatcca

tcattccata

tagtttacce

tcgacggagt

tgtttgatgg

caacaaaatt ctgaatcggc

agggaacctt gagagagaat

tttggaggac tttgteggty

ggaacagggc gggetaagtt

geggattgtyg ttgtctggag

tfgaaggtctc agtggagacc

agltcgacgat caccacttcea

aactcctaat atgattgatt

caaaaagatc accgtaacag

FEESE A0101

caaagaggta

gtatggaaga

actggaggca

cectetttea

agaacggact

aaatggggca

aagtecattet

actttggtcg

gaacgttgtg

taattcaggt

aaagtgtagt

aaccgctggt

gaatttgget

caaaattgac

gatcgagaag

ccactatgge

cccgtatgag

gaatgggaac

$89E - H234F(FIIFR)

60

100

60

120

180

240

300

360

420

480

540

1132052376-0



aagataatcg

aacggcgtca

aageaggecg

accggggtey

glgteeggeg

accaccggea

cagtgcttca

cccgaaggct

cgegecegagy

gacttcaagg

aacgtctata

cacaacatcg

ggegacggce

adadagaccccad

atcactcteg

gtctaa

<210> 276

211> 1446
<212> DNA

202507011

acgagagatt

caggatggag

gagacgtgga

tgcccatect

aggecgages

agctgceccegt

geecgetaccee

acgtccagga

tfgaagttcga

aggacggeaa

tcatggecga

aggacggeay

ccgtgctgct

acgagaageg

gcatggacga

213> AT

<220>
<221> IR

gataaatcca

actctgtgaa

ggaaaaccca

ggtcgagctg

cgatgecace

geectggece

cgaccacatg

gcgeaccate

gggegacace

catcctgggg

caagcagaag

cgtgcagetce

gceegacaac

cgatcacatg

gctgtacaag

gacgggtcac

cgaatactgg

gggeeegtga

gacggegacyg

tacggcaage

accctegtga

aagcageacg

ttcttcaagg

Ctggtgaacc

cacaagctgg

aacggcatca

gccgaccact

cactacctga

gicctgctgg

ggaggaggaad

<223> [FERE" ALyl ik G
LR

<400> 276

tcetgtteag

ccacaaattt

geaagggcgad

taaacggeca

tgaccctgaa

ccacectgac

acttcttcaa

acgacggcaa

gcatcgagcet

agtacaacta

aggtgaactt

accagcagaa

gcacccagle

agttcgtgac

gececgaagaa

ggttacaatt

ttcactecty

ggagctgttc

caagttcage

gttcatctge

ctacggcgtyg

gtcegecatg

ctacaagacc

gaagggcatc

caacagccac

caagatcege

cacccccatce

cgeectgage

cgecgecgge

gaagagaaag

ttacaccttc ctettcttct tgggectgcec gecgeectty tacagetcgt ccatgeccag

ggtgatgccg geggceggtceca cgaactccag cagcecaccatg tggtceectet tcetegttgge

gtccttgete agggcegetet gggtectcag gtagtggttyg tcgggcagea gecacgggece

113136358

FEESE A0101

HFI0E - H234F(FIIFR)

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1446

60

120

180

1132052376-0



glcgccgatg

gitgtgectg

cacgttgtgg

gaagtcgatg

ggcectggte

ctcgggcatg

gcactgeacg

ggtggtgcag

gctecacgetg

gceceggtgaac

ctgcttcage

geegttgatg

gatcttgttg

gatgccecteg

cagggtygecy

gaaaatcttce

glggatgteg

gcteacgece

gitgtageceg

ctcgaagcetg

cagcttgecg

caggaa

<210> 277

<211> 3570
<212> DNA

202507011

gguetgttct

atcttgaagt

Ctgttgtagt

cectteaget

ttgtagttgce

gcgctettga

ccgtaggtca

atgaacttca

aacttgtggc

agctectege

aggctgaagt

gtcaccetga

cegttecaca

tagggcctge

tagtgcagga

tcgatctgge

atcttcaggc

aggttctgga

geggtetgcee

cacttctect

ctgttgtacc

213> AT

113136358

getggtagty

tcaccttgat

tgtactccag

cgatcctgtt

cgtegteett

agaagtcgtg

gggtggtcac

gggtcagett

cgttcacgtce

cettgcteac

tggtggecag

acagcaggct

gggtgeeggt

cgaagtagtc

tcaccttgaa

ccatctggtce

cgttctegee

acaggctgct

tceagtegee

ccatgcacte

tcttgggect

glcggeecage

geegttette

Cttgtggcece

caccagggty

gaagaagatg

ctgcttcatg

cagggtlyggec

geegtaggty

geegtecage

g88LCCEEgy

gatcctcteg

geegteggey

cacggtgatce

gatcatgttg

glggtggteg

geegetecagg

gctcageacg

cacgeegece

cacgaagtce

cetetecagg

gitcaggatc

FEESE A0101

tgcacgcetge

tgettgtegg

aggatgttge

tcgeectega

gtectetect

tggteggget

cagggeacgs

gcgtcgecect

tccaccagga

ttctecteca

cacagectec

ttgatcagcee

ftcttgeegt

gggutcacgce

fccacggeggt

ccctegtagg

atcctctgga

tgctecagea

tccagggtea

ttgccctgea

ftgttggcgt

cgtectegat

ccatgatgta

cgteeteett

acttcacctce

gcacgtagcec

acctgctgaa

gcagettgcee

cgeeetegee

tgggcaccac

cgtecgecgge

agccggtceac

fctegtegat

cgaacacggc

cgtegateac

acaccacctt

ggatgatcac

tgggggtcac

Cctggtccag

acacggecete

cgaacteete

tctegtggte

FI1E - H234F(FIIFR)

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1446

1132052376-0



<220>
<221> IR

202507011

<223> [FERE" ALyl ik G
LR

<400> 277
ttggccacte

cgacgecegg

gccaacteca

cagcatatta

cetgttteca

aggtataatt

gaagaaaagt

gaattttgga

ggcagttgca

aagaactgtg

aaaaatagtyg

aaccagaagt

acttctaage

gaagctgaaa

cgggttgtty

ggtaaagtty

geeecactgtg

gagacagaac

aatgcageta

gtgctaaaca

ctcaaattty

getttagtte

113136358

cctetetgeg

gctttgececg

tcactagggg

cagttagttg

cagtttttcet

caggtaaatt

gtagttttga

agcagtatgt

aggatgacat

aattagatgt

ctgataacaa

cetgtgaace

tcaccegtye

ccattttgga

glyggagaaga

atgcattctg

ttgaaactgg

atacagagca

ttaataagta

gctacgttac

gatctggcta

ttcagtacct

cgetegeteg

ggcggectca

ttectagate

tcttcatcaa

tfgatcatgaa

ggaagagttt

agaagcacga

tgatggagat

taattcctat

aacatgtaac

ggtggtttgc

agcagtgceca

tfgagactgtt

taacatcact

tgccaaacca

tggaggetct

tgttaaaatt

aaagcgaaat

caaccatgac

acctatttge

tgtaagtggc

tagagttcca

ctcactgagg

glgagegage

fcttaggtca

tctttaaata

aacgccaaca

gltcaaggga

gaagtttttg

cagtgtgagt

gaatgttggt

attaagaatg

fcectgtactg

tttccatgtg

tttcetgatg

caaagcacce

ggtcaattcc

atcgttaatg

acagttgtcg

gtgattcgaa

attgeectte

attgctgaca

tggggaagay

cttgttgacc

FEESE A0101

cegggegace

gagegegeag

gtgaagagaa

fgttgtgtegg

aaattctgaa

accttgagag

aaaacactga

ccaatccatg

gteectttgg

gcagatgcga

agggatatcg

gaagagtttc

fggactatgt

aatcatttaa

Ccttggcaggt

aaaaatggat

caggtgaaca

ttattcctca

tfggaactgga

aggaatacac

tcttccacaa

gagccacatg

aaaggtcgee

agagggagty

gaacaaaaag

tttttetete

tcggccaaag

agaatgtatg

aagaacaact

tttaaatggc

atttgaagga

gecagttttgt

acttgcagaa

tgtttcacaa

aaattctact

tgactteact

tgttttgaat

fgtaactgct

taatattgag

ccacaactac

cgaaccctta

gaacatctte

agggagatca

tettctatet

HF28E - H234F(FIIFR)

60

120

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1132052376-0



acaaagttca

tcatgtcaag

actggaatta

aaggtatece

tgeettetag

aaggtgccac

glaggtgtca

aagacaatag

ccagetyggey

acataaaatg

ataaagcaat

tggtttgtcee

ttttatccaa

acattcctcee

glgtggtcca

aaacatgtta

cgggacgcgcl

cecactcaca

acaaatcggg

atcatggttg

attecetttte

aatcttaacc

ggageeeeca

aggtttageg

tgttatatta

113136358

202507011

ccatctataa

gagatagtgg

ttagetgggy

ggtatgtcaa

ttgccageea

tcecactgte

ttectattetyg

caggcatgct

ctctaggggy

aatgcaattg

agcatcacaa

aaactcatca

ttcacgtage

ccecaactta

cctgaateac

ttgtaaatcg

aaatattgca

tatccgetee

gtaacatagg

tacttgttta

tgttcagtat

cecgtetega

caaaacgegt

teetegeecee

tcaagaatcy

caacatgttce

gggaccecat

fgaagagtgt

Ctggattaag

tetgttgttt

ctttectaat

geeggltggey

ggggatgegy

tatccccaaa

ttgttgttaa

atttcacaaa

atgtatctta

gagagacctt

ttatcceggt

cttggcatga

taaatttegt

gaacgaggegc

caaatttcaa

agttaagtac

tagcggeatt

gctcagttte

cacagtgtgc

cgacttttee

cgacaaccct

tttcggettce

tgtgctggct

gttactgaag

gcaatgaaag

gaaaddaacaa

geeecteece

aaaatgagga

tggggcagga

tgggctetat

aaacctccca

cttgtttatt

taaageattt

tcatgtctgt

cgtatagatg

caagaaactt

glcgegacceg

ggacagaaga

tgatcgacct

gaagatattt

gagtggeteg

ataattgtga

ttcaatgttg

ggccgttaca

gltgagcacc

agtaaagtca

agtagagtta

FEESE A0101

tccatgaagg

tggaagggac

gcaaatatgg

agcteactta

cgtgecttcee

aattgcatcg

cagceaaggygs

ggcttctgag

caccteecce

gcagcttata

ttttcactge

taggtgagct

ccatatttce

gttcecttega

cectegtgaa

caggtcgcete

ftgtggaaga

gtatattctt

tccageteca

tggggtatga

tgttcgecag

atccactttt

acctgecatg

ttaaatgact

acgtagtcca

aggtagagat

cagtttctta

aatatatacc

acctegactg

ttgaccctgg

cattgtctga

gaggattggg

gcggaaagaa

tgaacctgaa

atggttacaa

attctagttg

tagtcttttc

cetteatege

cttcagtgac

acccagcaca

tatcgaccaa

cecgececceea

tatcggctat

ggagggetat

tectgataac

ccacgacegt

cattgactat

gaaattggcc

glgtggatty

catcgggaaa

$F93E - H234F(FIIFR)

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

1132052376-0



aactgtctcg

gggcacegee

acacacaact

gltgcaggty

glaggaattt

gteeecateg

gegegettcet

gaattcttca

ttecgtggtee

ttgatgaaga

gatctaggaa

tgaggccgee

cgagegagey

<210> 278

<211> 3636
<212> DNA

202507011

geecttgtcea

ggttcacage

ttgttgtcgg

acgtccaact

atatcgtett

acatattgct

tcaaaactgc

agctttectg

agaaaaactyg

caactaactg

ceectagtga

cgggcaaage

cgcagagags

213> AT

<220>
<221> IR

actttgatgt

tettttgatt

cggaattttt

cgcagttttt

tacaactcce

tccagaacte

atttttecte

agttatacct

tfggaaacagg

taatatgctg

tggagttggc

ccgggcgtcg

gagtggccaa

Ctgggacaca

ctcagcgage

acagaattgce

tccttcaaaa

cccattcaga

agtggtcegt

catacactct

tttaggccgg

gagagaaaaa

ctttttgtte

cactccectcet

ggcgaccttt

<223> [FERE" ALyl ik G
LR

<400> 278
ttggccacte

cgacgecegg

gccaacteca

tcttaagaga

ttttacattt

aggtataatt

113136358

cctetetgeg

gctttgececg

tcactagggg

tgtaaaattt

cagtttttcet

caggtaaatt

cgetegeteg

ggcggectca

ttectagate

tcatgatgtt

tfgatcatgaa

ggaagagttt

ctcactgagg

glgagegage

tctgattatt

ttetttttty

aacgccaaca

gltcaaggga

FEESE A0101

cttacccgac

cggtagececet

tcgcatcgtce

ccaaaaggyec

catggattag

tetgtattet

cgctecaagt

ttaagtatct

ccacacaaca

ttetetteac

ctgcgegete

ggtcgeeegg

cegggegace

gagegegeag

tfggattaaaa

ctaaaactaa

aaattctgaa

accttgagag

cgcacgggaa

cagtgcaact

catttttaat

accaacactc

attcgcattg

caaacacctc

tecettgeac

tattcgegtt

tatttaaaga

tgacctaaga

gctegeteac

cctcagtgag

aaaggtcgee

agagggagty

acaaagactt

agaattatte

tcggccaaag

agaatgtatg

B4R - H234F(FIIFR)

2830

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3570

60

120

180

240

300

360

1132052376-0



gaagaaaagt

gaattttgga

ggcagttgca

aagaactgtg

aaaaatagtyg

aaccagaagt

acttctaage

gaagctgaaa

cgggttgtty

ggtaaagtty

geeecactgtg

gagacagaac

aatgcageta

gtgctaaaca

ctcaaattty

getttagtte

acaaagttca

tcatgtcaag

actggaatta

aaggtetece

agactgttca

tttgccecte

aataaaatga

gggtgggeca

cggtgggete

113136358

202507011

gtagttttga

agcagtatgt

aggatgacat

aattagatgt

ctgataacaa

cetgtgaace

tcaccegtye

ccattttgga

glyggagaaga

atgcattctg

ttgaaactgg

atacagagca

ttaataagta

gctacgttac

gatctggcta

ttcagtacct

ccatctataa

gagatagtgg

ftagctgggy

ggtatgtcaa

agaagatcag

ceecgtgect

ggaaattgca

ggacageaag

tatggettct

agaagcacga

tgatggagat

taattcctat

aacatgtaac

ggtggtttge

agcagtgceca

tfgagactgtt

taacatcact

tgccaaacca

tggaggetct

tgttaaaatt

aaagcgaaat

caaccatgac

acctatttge

tgtaagtggc

tagagttcca

caacatgttce

gggaccecat

fgaagagtgt

Ctggattaag

ctaacctcga

teettgaccee

tcgecattgte

ggggaggatt

gaggeggaaa

gaagtttttg

cagtgtgagt

gaatgttggt

attaagaatg

fcectgtactg

tttccatgtg

tttcetgatg

caaagcacce

ggtcaattcc

atcgttaatg

acagttgtcg

gtgattcgaa

attgeectte

attgctgaca

tggggaagay

cttgttgacc

tgtgctggct

gttactgaag

gcaatgaaag

gaaaddaacaa

ctgtgcecttce

tggaaggtyc

tgagtaggty

gggaagacaa

gaaccagctg

FEESE A0101

aaaacactga

ccaatccatg

gteectttgg

gcagatgcga

agggatatcg

gaagagtttc

fggactatgt

aatcatttaa

Ccttggcaggt

aaaaatggat

caggtgaaca

ttattcctca

tfggaactgga

aggaatacac

tcttccacaa

gagccacatg

tccatgaagg

tggaagggac

gcaaatatgg

agctcactgt

tagttgccag

cactcccact

tcattctatt

tagcaggcat

gggetetagy

aagaacaact

tttaaatggc

atttgaagga

gecagttttgt

acttgcagaa

tgtttcacaa

aaattctact

tgactteact

tgttttgaat

fgtaactgct

taatattgag

ccacaactac

cgaaccctta

gaacatctte

agggagatca

tettctatet

aggtagagat

cagtttctta

aatatatacc

cagcggatgy

ccatctgttg

gteetttect

clgggeggty

getggggaty

gggtatcece

IS8 - H234F(FIIFR)

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1132052376-0



aaaaaacctc

taacttgttt

aaataaagea

ttatcatgte

cttttetttt

catcgcacat

agtgacgtgt

agcacdaaaac

gaccaacggg

ceeecaccecea

ggctatacaa

ggctatatca

gataacattc

gaccgtaate

gactatggag

ttggccaggt

ggattgtegtt

gggaaaaact

cgggaaggec

gcaactacac

tttaatgtty

acactcgtag

gcattggtce

cacctegege

tftgcacgaat

113136358

202507011

ccacacctcee

attgcagett

ttttttteac

tgttaggaaa

atccaattca

tceteecececee

ggtccacctg

atgttattgt

acgecgeaaat

ctcacatatc

atcggggtaa

tggttgtact

cttttetgtt

ttaaccecey

cccccacaaa

ttagcgtcect

atattatcaa

gtctcggece

accgecggtt

acaactttygt

caggtgacgt

gaatttatat

ccatcgacat

gcttetteaa

tcttcaaget

cectgaacct

ataatggtta

tgcattctag

tcttettaaa

cgtagcgaga

aacttattat

aatcaccttyg

aaatcgtaaa

attgcagaac

cgcteccaaa

cataggagtt

tgtttatage

cagtatgctce

tctegacaca

acgcgtcgac

cgeeeecgac

gaatcgtttc

ttgtcaactt

cacagctett

tgtcggcgga

ccaactcgea

cgtetttaca

attgetteca

aactgcattt

ttcctgagtt

gaaacataaa

caaataaagce

ftgtgettte

cageegeeag

gaccttecgta

cccggtcaag

gcatgagtcg

tttcgtggac

gagggctegat

tttcaagaag

aagtacgagt

ggcattataa

agtttctteca

glgtgcgegce

ttttecgtty

aaccctagta

ggcttcagta

tfgatgtctgg

ttgattctca

atttttacag

gtttttteet

actccceccca

gaactcagtg

ttcctecata

atacctttta

FEESE A0101

atgaatgcaa

aatagcatca

tccaaactca

ccgetcacgg

tagatgccat

aaacttgtte

cgaccgeect

agaagacagg

cgacctttgt

atatttgtat

ggctcegtceca

ttgtgatggg

atgttgtgtt

gttacaatce

agcaccacct

aagtcattaa

gagttaacgt

gacacactta

gcgagceeget

aattgctcge

tcaaaaccaa

ttcagacatg

gteegttctg

cacteteget

ggccggttaa

ftgttgttgt

caaatttcac

tcaatgtate

tfgagcttagt

attteecctt

cttegactte

cgtgaaacce

tegetetate

ggaagacecy

attctttate

gctcecaggag

gtatgatcct

cgccageeac

acttttcatt

gccatggaaa

atgactgtgt

agtccacate

cecgaccgea

agceeeteagt

atcgtecatt

aagggcacca

gattagattc

tattctcaaa

ccaagtteee

gtatcttatt

HFI6E - H234F(FIIFR)

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2830

2940

3000

3060

3120

3180

3240

3300

3360

1132052376-0



cgegtttteg

dddgadaacad

atcagagatc

gctcactgag

agtgagegag

<210> 279

<211> 3615
<212> DNA

202507011

tggtccagaa

tcatgaaaat

taggaaccee

gCCgeeclgey

cgagegegea

213> AT

<220>
<221> IR

aaactgaaat

tttacatcte

tagtgatgga

caaagecegg

gagagggagt

gtaaaagaat

ftaagaaagt

glitggcecact

gegteggeey

ggceaa

<223> [FERE" ALyl ik G
LR

<400> 279
ttggccacte

cgacgecegg

gccaacteca

cagcatatta

cetgttteca

aggtataatt

gaagaaaagt

aggeaaaccg

tttcagaatt

ggactcaaaa

gggcagatcg

attctccact

ggtcgeecegt

ttgtggaatg

113136358

cctetetgeg

gctttgececg

tcactagggg

cagttagttg

cagtttttcet

caggtaaatt

gtagttttga

Ctggttataa

tfgggtgtaag

ttgacatccea

agaagatttt

atggecacact

atgagggcat

ggaacaagat

cgetegeteg

ggcggectca

ttectagate

tcttcatcaa

tfgatcatgaa

ggaagagttt

agaagcagta

tctegaccaa

cgtcacacca

tgttatcatt

caaggtagtt

tgttatcgac

cgcagtgttt

aatcgacgag

ctcactgagg

glgagegage

fcttaggtca

tctttaaata

aacgccaaca

gltcaaggga

ttcactttgg

gtactggaac

atccagcgga

ccatatgaag

tacccagtcy

ggagtaactc

gatggcaaaa

agattgataa

FEESE A0101

aattctttag

ctttgttttt

ceetetetge

acctttggte

cegggegace

gagegegeag

gtgaagagaa

fgttgtgtegg

aaattctgaa

accttgagag

aggactttgt

agggeggeyt

ttgtgttgte

gtctcagtgg

acgatcacca

ctaatatgat

agatcaccgt

atccagacgg

ttttagcaaa

aatccaaata

gcgetegete

geeeggecte

aaaggtcgee

agagggagty

gaacaaaaag

tttttetete

tcggccaaag

agaatgtatg

cgglgactygy

aagtteccete

tggagagaac

agaccaaatg

cttcaaagtce

tgattacttt

aacaggaacg

gtcactcctg

FI7E - H23AF(FIIFR)

3420

3480

3540

3600

3636

60

120

180

240

300

360

420

480

540

600

660

720

730

840

1132052376-0



ttcagggtta

aatttttcac

gglgaggage

ggccacaagt

Cctgaagttca

ctgacctacg

ttcaagtccg

ggcaactaca

gagctgaagg

aactacaaca

aacttcaaga

cagaacaccce

cagtecgece

glgaccgeceg

aagaagaaga

gceeeteece

aaaatgagga

tggggcagyga

tfggectetat

aaacctccca

cttgtttatt

taaagcattt

fcatgtctgt

catgcccagg

ctcgttggee

113136358

202507011

caattaacgg

tcetgaagea

tgttcaccgg

tcagcgtgtce

tctgcaccac

gegtgeagty

ccatgeccga

agacecgege

gcatcgactt

gccacaacgt

tcegecacaa

ccatcggcega

fgagcaaaga

ccgggatcac

gaaaggticta

cgtgccttcee

aattgcatcg

cageaagges

ggcttctgag

cacctececece

gcagcttata

ttttcactge

tacaccttce

gtgatgecgg

teettgetea

cgtcacagga

ggeceggagac

ggtggtecce

cggegaggec

cggcaagcetg

cttcageege

aggctacgtce

cgaggtgaag

caaggaggac

ctatatcatg

catcgaggac

cggeeccegty

ccccaacgag

tctcggeatg

acctegacty

ttgaccctgg

cattgtctga

gaggattggg

gcggaaagaa

tgaacctgaa

atggttacaa

attctagttg

tettettett

cggeggteac

gggegetety

tggagactct

glggaggaaa

atcctggtceg

gagggegatyg

ceegtgeect

tacccegace

caggagegea

ttcgagggcg

ggcaacatce

gccgacaage

ggeagegtge

ctgctgececg

aagcgcgatce

gacgagetgt

tgecttetag

aaggtgecac

gtaggtgtca

aagacaatag

ccagetgggy

acataaaatg

ataaagcaat

tggtttgtcee

ggggetgeeg

gaactcecage

ggtgeteagy

FEESE A0101

gtgaacgaat

acccagggcee

agctggacgg

ccacctacgg

ggceeacecet

acatgaagea

ccatcttett

acaccctggt

tggggcacaa

agaagaacgg

agctcegecga

acaaccacta

acatggtccet

acaagggags

ttgccageca

tcecactgte

ttetattety

caggcatgcet

ctctaggegy

aatgcaattg

agcatcacaa

aaactcatca

ccgeecttgt

agcaccatgt

tagtggttgt

actggccaca

cgtgagcaag

cgacgtaaac

caagetgace

cgtgaccace

gcacgacttc

caaggacgac

gaaccgeate

gctggagtac

catcaaggtg

ccactaccag

cetgageace

gctggagttc

aggaageecg

tetgttgttt

ctttectaat

gegegteggey

ggggatgegy

tatccccaaa

ttgttgttaa

atttcacaaa

atgtatctta

acagetegte

ggteectett

cgggeageag

$FI8E - H234F(FIIFR)

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

1132052376-0



cacggggceceg

gtcctegatg

catgatgtac

gteetecttg

cttcaccteg

cacgtagece

cctgctgaag

cagcttgecg

geeetegeceg

gggcaccacg

glcgcecgegcee

geeggteacg

ctcgtcgatg

gaacacggcy

gtecgateace

caccaccttg

gatgatcacg

gggggtcacy

Ctggtccagg

cacggectee

gaactcetee

ctecgtggtcee

<210> 280

<211> 3636
<212> DNA

202507011

tcgecgatgg

ttgtgectga

acgttgtgec

aagtcgatgc

geectggtet

tcgggcatgg

cactgcacge

glggtgcaga

ctcacgetga

ccggtgaaca

tgcttcagea

ccgttgatgg

atcttgttgc

atgeectegt

agggtegccgt

aaaatcttct

tggatgtcga

ctcacgeeca

ttgtagecgg

tcgaagetge

agcettgecge

aggaa

213> AT

113136358

ggutgtictg

fcttgaagtt

tgttgtagtt

cetteagete

tgtagttgce

cgctcettgaa

cgtaggtcag

tfgaacttcag

acttgtggcce

gctectegee

ggctgaagtt

tcaccctgaa

cgttecacag

agggcctgce

agtgcaggat

cgatctggcc

tcttcaggcece

ggttctggaa

cggtctgect

acttctectce

tgttgtacct

Clggtagtgg

caccttgatg

gtactccage

gatcctgtte

gtcgtecttg

gaagtcgtgce

ggtggtcace

ggtcagcttg

gttcacgtcg

cttgctcacg

ggtggecagy

cagcaggctg

ggtgccggtce

gaagtagtcg

caccttgaag

catctggtcg

gttctegeceg

caggctgetce

ccagtegece

catgcactee

Cttgggcectg

FEESE A0101

fcggccaget

cegttettet

ttgtggcececa

accagggtgt

aagaagatgg

tfgcttcatgt

agggtygggec

ccgtaggteg

ccgtecaget

gggeeggget

atcctetege

cegteggyyt

acggtgatct

atcatgttgg

fggtggtcegt

ccgetcagge

ctcagcacga

acgeegeect

acgaagtect

ctctecaggt

tftcaggatct

gecacgcetgcec

gettgtegee

ggatgttgce

cgeeetegaa

tectetecty

ggteggggta

agggeacggs

cgtegeecete

ccaccaggat

tctectecac

acagecteca

tfgatcagect

tcttgeegte

gggtcacgcec

ccacggggta

cctcgtaggg

tfcetetggat

gctecageac

ccagggtgaa

tgcectgeac

fgttggcgtt

HFI9E - H234F(FIIFR)

2400

2460

2520

2580

2640

2700

2760

2820

2830

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3615

1132052376-0



<220>
<221> IR

202507011

<223> [FERE" ALyl ik G
LR

<400> 280
ttggccacte

cgacgecegg

gccaacteca

cagcatatta

cetgttteca

aggtataatt

gaagaaaagt

gaattttgga

ggcagttgca

aagaactgtg

aaaaatagtyg

aaccagaagt

acttctaage

gaagctgaaa

cgggttgtty

ggtaaagtty

geeecactgtg

gagacagaac

aatgcageta

gtgctaaaca

ctcaaattty

getttagtte

113136358

cctetetgeg

gctttgececg

tcactagggg

cagttagttg

cagtttttcet

caggtaaatt

gtagttttga

agcagtatgt

aggatgacat

aattagatgt

ctgataacaa

cetgtgaace

tcaccegtye

ccattttgga

glyggagaaga

atgcattctg

ttgaaactgg

atacagagca

ttaataagta

gctacgttac

gatctggcta

ttcagtacct

cgetegeteg

ggcggectca

ttectagate

tcttcatcaa

tfgatcatgaa

ggaagagttt

agaagcacga

tgatggagat

taattcctat

aacatgtaac

ggtggtttgc

agcagtgceca

tfgagactgtt

taacatcact

tgccaaacca

tggaggetct

tgttaaaatt

aaagcgaaat

caaccatgac

acctatttge

tgtaagtggc

tagagttcca

ctcactgagg

glgagegage

fcttaggtca

tctttaaata

aacgccaaca

gltcaaggga

gaagtttttg

cagtgtgagt

gaatgttggt

attaagaatg

fcectgtactg

tttccatgtg

tttcetgatg

caaagcacce

ggtcaattcc

atcgttaatg

acagttgtcg

gtgattcgaa

attgeectte

attgctgaca

tggggaagay

cttgttgacc

FEESE A0101

cegggegace

gagegegeag

gtgaagagaa

fgttgtgtegg

aaattctgaa

accttgagag

aaaacactga

ccaatccatg

gteectttgg

gcagatgcga

agggatatcg

gaagagtttc

fggactatgt

aatcatttaa

Ccttggcaggt

aaaaatggat

caggtgaaca

ttattcctca

tfggaactgga

aggaatacac

tcttccacaa

gagccacatg

aaaggtcgee

agagggagty

gaacaaaaag

tttttetete

tcggccaaag

agaatgtatg

aagaacaact

tttaaatggc

atttgaagga

gecagttttgt

acttgcagaa

tgtttcacaa

aaattctact

tgactteact

tgttttgaat

fgtaactgct

taatattgag

ccacaactac

cgaaccctta

gaacatctte

agggagatca

tettctatet

%1008 - #2348 (F3IK)

60

120

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1132052376-0



acaaagttca

tcatgtcaag

actggaatta

aaggtetece

agactgttca

tttgccecte

aataaaatga

gggtgggeca

cggtygggctce

aaaaaacctc

taacttgttt

aaataaagea

ttatcatgte

cttttetttt

catcgcacat

agtgacgtgt

agcacdaaaac

gaccaacggg

ceeecaccecea

ggctatacaa

ggctatatca

gataacattc

gaccgtaate

gactatggag

ttggccaggt

113136358

202507011

ccatctataa

gagatagtgg

ttagetgggy

ggtatgtcaa

agaagatcag

ceecgtgect

ggaaattgca

ggacageaag

tatggettct

ccacacctcee

attgcagett

ttttttteac

tgttaggaaa

atccaattca

tceteecececee

ggtccacctg

atgttattgt

acgecgeaaat

ctcacatatc

atcggggtaa

tggttgtact

cttttetgtt

ttaaccecey

cccccacaaa

ttagcgtcect

caacatgttce

gggaccecat

fgaagagtgt

Ctggattaag

ctaacctcga

teettgaccee

tcgecattgte

ggggaggatt

gaggeggaaa

cectgaacct

ataatggtta

tgcattctag

tcttettaaa

cgtagcgaga

aacttattat

aatcaccttyg

aaatcgtaaa

attgcagaac

cgcteccaaa

cataggagtt

tgtttatage

cagtatgctce

tctegacaca

acgcgtcgac

cgeeeecgac

tgtgctggct

gttactgaag

gcaatgaaag

gaaaddaacaa

ctgtgcecttce

tggaaggtgc

fgagtaggty

gggaagacaa

gaaccagctg

gaaacataaa

caaataaagce

ftgtgettte

cageegeeag

gaccttecgta

cccggtcaag

gcatgagtcg

tttcgtggac

gagggctgat

tttcaagaag

aagtacgagt

ggcattataa

agtttctteca

glgtgcgegce

ttttecgtty

aaccctagta

FEESE A0101

tccatgaagg

tggaagggac

gcaaatatgg

agctcactgt

tagttgccag

cactcccact

tcattctatt

tagcaggcat

gggctctagg

atgaatgcaa

aatagcatca

tccaaactca

ccgetcacgg

tagatgccat

aaacttgtte

cgaccgeect

agaagacagg

cgacctttgt

atatttgtat

ggctcegtceca

ttgtgatggy

atgttgtgtt

gttacaatce

agcaccacct

aagtcattaa

aggtagagat

cagtttctta

aatatatacc

cagcggatgy

ccatctgttg

gteetttect

clgggeggty

getggggaty

gggtatcece

ftgttgttgt

caaatttcac

tcaatgtate

tfgagcttagt

attteecctt

cttegactte

cgtgaaacce

tegetetate

ggaagacecy

attctttate

gctcecaggag

gtatgatcct

cgccageeac

acttttcatt

gccatggaaa

atgactgtgt

$F1018 - #2348 (F3IK)

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

1132052376-0



ggattgtegtt

gggaaaaact

cgggaaggec

gcaactacac

tttaatgtty

acactcgtag

gcattggtce

cacctegege

tftgcacgaat

cgegtttteg

taaagattga

ctaagagatc

gctcactgag

agtgagegag

<210> 281

211> 1954
<212> DNA

202507011

atattatcaa

gtctcggece

accgecggtt

acaactttygt

caggtgacgt

gaatttatat

ccatcgacat

gcttetteaa

tcttcaaget

tggtccagaa

tgaagacaac

taggaaccee

gCCgeeclgey

cgagegegea

213> AT

<220>
<221> IR

gaatcgtttc

ttgtcaactt

cacagctett

tgtcggcgga

ccaactcgea

cgtetttaca

attgetteca

aactgcattt

ttcctgagtt

aaactgtgga

taactgtaat

tagtgatgga

caaagecegg

gagagggagt

ggcttcagta

tfgatgtctgg

ttgattctca

atttttacag

gtttttteet

actccceccca

gaactcagtg

ttcctecata

atacctttta

aacagggaga

atgctgettt

glitggcecact

gegteggeey

ggceaa

<223> [FERE" ALyl ik G
LR

<400> 281
ggeeactece

acgeecggec

caactccatc

acdaddagcd

tttcteteee

113136358

fctctgegeg ctegeteget cactgaggcee

tttgcecgge cggectcecagt gagegagega

actaggggtt cctyggagggy tggagtegly

gcatattaca gttagttgte ttcatcaate

tgtttccaca gtttttetty atcatgaaaa

FEESE A0101

gagttaacgt

gacacactta

gcgagceeget

aattgctcge

tcaaaaccaa

ttcagacatg

gteegttctg

cacteteget

ggccggttaa

gadaaaccac

ttgttettet

ceetetetge

acctttggte

gggcgaccaa

gcgegeagag

ataggtcagt

tttaaatatg

cgccaacaad

agtccacate

cecgaccgea

agceeeteagt

atcgtecatt

aagggcacca

gattagattc

tattctcaaa

ccaagtteee

gtatcttatt

acaacatatt

cttcactgac

gcgetegete

geeeggecte

aggtcgececg

agggagtgge

gaagagaaga

ftgtgtggtt

attctgaatce

$£1028 - #H234B(F3IK)

2830

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3636

60

120

180

240

300

1132052376-0



ggccaaagag

aatgtatgga

gaacaactga

taaatggcgg

ttgaaggaaa

agttttgtaa

ttgcagaaaa

tttcacaaac

attctactga

acttecacteg

ttttgaatgg

taactgctgce

atattgagga

acaactacaa

aaccettagt

acatcttect

ggagatcagce

ttctatctac

gltagagattc

gtttcttaac

tatataccaa

ctcgactgtg

gaccctggaa

ttgtctgagt

ggattgggaa

113136358

202507011

gtataattca

agaaaagtgt

attttggaag

cagttgcaag

gaactgtgaa

aaatagtgct

ccagaagtce

ttctaagete

agctgaaacce

ggttgttggt

taaagttgat

ccactgtgtt

gacagaacat

tgcagcetatt

gctaaacage

caaatttgga

tttagttett

aaagttcacce

atgtcaagga

tfggaattatt

ggtatcecegg

cettetagtt

ggtgccactce

aggtgtcatt

gacaatagca

ggtaaattgg

agttttgaag

cagtatgttg

gatgacatta

ftagatgtaa

gataacaagg

tgtgaaccag

acccgtgcetg

attttggata

ggagaagatg

gcattctgtg

gaaactggtg

acagagcaaa

aataagtaca

tacgttacac

fctggetatg

cagtacctta

atctataaca

gatagtgggy

agetggggty

tatgtcaact

gccageeate

ccactgtect

ctattctggg

ggeatgetgg

aagagtttgt

aagcacgaga

atggagatca

attcctatga

catgtaacat

tggtttgcte

cagtgccatt

agactgtttt

acatcactca

ccaaaccagg

gaggctetat

ttaaaattac

agcgaaatgt

accatgacat

ctatttgeat

taagtggctg

gagttccact

acatgtictg

gaccccatgt

aagagtgtegc

ggattaagga

tgttgtttgc

ttcctaataa

gggtgggety

ggatgeggty

FEESE A0101

tcaagggaac

agtttttgaa

gtgtgagtce

atgttggtat

taagaatggc

ctgtactgag

fccatgtgga

fcetgatgtg

adgcacccad

tcaattcecet

cgttaatgaa

agttgtcgea

gattcgaatt

tgeecttctg

tgctgacaag

gggaagagtc

tgttgaccga

tgctggettc

tactgaagtg

aatgaaaggc

ddaaacdaag

ceeteececeg

aatgaggaaa

gggcaggaca

ggctctatgg

Cttgagagag

aacactgaaa

aatccatgtt

ccctttggat

agatgcgage

ggatatcgac

agagtttctg

gactatgtaa

tcatttaatg

tggcaggtty

aaatggattg

ggtgaacata

attcctcacc

gaactggacg

gaatacacga

ttccacaaag

gccacatgte

catgaaggag

gaagggacca

aaatatggaa

ctcacttaac

tgeetteett

ttgcatcgea

geaagggeegad

cttctgagge

%1038 - H234B(F3IK)

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1132052376-0



202507011

ggaaagaacc agctggggct ctagggggta tcecceccactag tccacteect ctetgegege

fcgetegete actgaggecg ggcgaccaaa ggtcegeccga cgeccggect ttgeccggec

ggcctcagtyg agcgagegag cgcgcagaga ggea

<210> 282
<211> 2359
<212> DNA

213> AT

<220>
<221> IR

<223> [FERE" ALyl ik G
LR

<400> 282
ggeeactece

acgeecggec

caactccatc

tgetttttee

ctgettgtat

gtgctgattt

gagaactagg

caatctttaa

gaaaacgeca

tttgttcaag

cgagaagttt

gatcagtgtg

tatgaatgtt

aacattaaga

tgcteetgta

ccatttecat

113136358

tctctgegeg

tttgceegge

actaggggtt

aggggtgtygt

ttttctagta

ctagattatt

tcagtgaaga

atatgttgtg

acaaaattct

ggaaccttga

ttgaaaacac

agtccaatee

ggtgtceectt

atggcagatg

Ctgagggata

glggaagagt

ctcgeteget

cggectcagt

cetyggaggey

ttcgecgaga

atggaagcect

attactgttg

gaagaacaaa

tggtttttet

gaatcggcca

gagagaatgt

tgaaagaaca

atgtttaaat

tfggatttgaa

cgagcagttt

tfcgacttgca

ttetgtttea

cactgaggcc

gagegagega

tggagtcgty

agcacgtaag

ggtattttaa

ttgttgttat

aagcagcata

cteeetgttt

aagaggtata

atggaagaaa

actgaatttt

ggeggeagtt

ggaaagaact

tgtaaaaata

gaaaaccaga

caaacttcta

FEESE A0101

gggcgaccaa

gcgegeagag

acctaggtcg

agttttatgt

aatagttaaa

tattgtcatt

ttacagttag

ccacagtttt

attcaggtaa

agtgtagttt

ggaagcagta

gcaaggatga

gtgaattaga

gtgctgataa

agtcctgtga

agcteaceeg

aggtcgececg

agggagtgge

tctecggete

tttttcatet

ttttecttta

atttgeatct

ttgtctteat

tcttgatcat

attggaagag

tfgaagaagca

tfgttgatgga

cattaattcc

fgtaacatgt

caaggtggtt

accagcagtg

tfgctgagact

$£1048 - H234B(F3IK)

1860
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60
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300
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600

660

720

730

840

900

960

1132052376-0



gtttttecty

actcaaagea

ccaggtcaat

tctatcgtta

attacagttg

aatgtgattc

gacattgece

tgcattgctg

ggctggggaa

ccacttgttg

ttctgtgctg

catgttactg

tgtgcaatga

aaggaaaaaa

tttgccecte

aataaaatga

gggtgggeca

cggtgggete

cttaggtget

tfgaaagctta

ftacgttgga

atactaaaaa

ggeegggegd

gegagegege

<210> 283

113136358

202507011

atgtggacta

cccaatcatt

tcecttggca

atgaaaaatg

tcgcaggtga

gaattattce

ttctggaact

acaaggaata

gagtcttcca

accgageeac

gcttccatga

aagtggaagg

aaggcaaata

caaagcteac

ceecgtgect

ggaaattgca

ggacageaag

tatggettct

tatattattyg

getttaaatt

tacagttgaa

ftaaaagtgt

ccaaaggtcg

agagaggga

tgtaaattet

taatgactte

gottgttttg

gattgtaact

acataatatt

tcaccacaac

ggacgaacce

cacgaacatce

caaagggaga

atgtcttcta

aggaggtaga

gaccagtttc

tfggaatatat

ttaacctcga

teettgaccee

tcgecattgte

ggggaggatt

gaggeggaaa

atatattttt

tettttaatt

tttattacgg

actagtccac

cecgacgece

actgaagctg

actcgggtty

aatggtaaag

gctgeccact

gaggagacag

tacaatgcag

ftagtgctaa

ttcctcaaat

tfcagctttag

tctacaaagt

gattcatgtce

ftaactggaa

accaaggtat

ctgtgcecttce

tggaaggtyc

tgagtaggty

gggaagacaa

gaaccagctg

ggtatctttg

aaaaaaaaat

tctcataggg

tcectetety

gggctttgce

FEESE A0101

aaaccatttt

ttggtyggaga

ftgatgcatt

gtgttgaaac

aacatacaga

ctattaataa

acagetacgt

ttggatctgg

ttettcagta

tcaccatcta

aaggagatag

ttattagctg

cccggtatgt

tagttgccag

cactcccact

tcattctatt

tagcaggcat

gggetetagy

atgacaataa

gctaggceaga

cctgectget

cgcgeteget

cgggeggecet

ggataacatce

agatgccaaa

ctgtggagge

fggtgttaaa

gcaaaagega

gtacaaccat

tacacctatt

ctatgtaagt

ccttagagtt

taacaacatyg

tgggggacce

gggtygaagag

caactggatt

ccatctgttg

gteetttect

clgggeggty

getggggaty

gggtatcece

tgggggattt

atgactcaaa

cgaccatget

cgcteactga

cagtgagcga

#1058 - H234H(F3IK)

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2359

1132052376-0



<211> 2925
<212> DNA

202507011

213> AT

<220>
<221> IR

<223> [FERE" ALyl ik G
LR

<400> 283
ttggccacte

cgacgecegg

gccaacteca

ttaattaaaa

ttacggtcte

tactaatttt

cttagtagat

taaacactta

geagagaggad

agggagtage

ttcatcaatc

atcatgaaaa

ccaacaaaat

aagggaacct

tttttgaaaa

glgagtccaa

glitggtgtcee

agaatggcag

gltactgaggg

catgtggaag

113136358

cctetetgeg

gctttgececg

tcactagggg

aaaaatgcta

atagggcctg

ataaatggag

atttacaaac

acgggtttta

accattgeca

tftaggtcagt

tttaaatatg

cgcecaacaaa

tctgaatcgg

tfgagagagaa

cactgaaaga

tcecatgttta

ctttggattt

atgcgagceag

atatcgactt

agtttetgtt

cgetegeteg

ggcggectca

ttectagate

ggcagaatga

cetgetegac

ttteccattta

atgacagaaa

aaaataataa

cctteagatt

gaagagaaga

ftgtgtggtt

attctgaate

ccaaagaggt

tgtatggaag

acaactgaat

aatggcggca

gaaggaaaga

ttttgtaaaa

gcagaaaacce

tcacaaactt

ctcactgagg

glgagcgage

fgattttgaa

ctcaaattac

catgctatac

tatttacctt

cactaaatct

tgttggteaa

ttectgtaac

acdaaadgca

ttteteteee

ggccaaagag

ataattcagg

aaaagtgtag

tttggaagca

gltgcaagga

actgtgaatt

atagtgetga

agaagtcctg

ctaagcteac

FEESE A0101

cegggegace

gagegegeag

agcttagett

gttggataca

taaaaattaa

tatttcttat

tfgagtttgaa

aaaatataac

gatcgggaac

gcatattaca

tgtttceaca

gitttcttgat

taaattggaa

ttttgaagaa

gtatgttgat

tgacattaat

agatgtaaca

taacaaggtg

tgaaccagea

ccgtgctgag

aaaggtcgee

agagggagty

taaatttett

gitgaattta

aagtgtgtat

ttaccattgt

tgcacagata

tttgagtgta

tggcatcttc

gltagttgte

gtttttetty

catgaaaacg

gagtttgttc

gcacgagaag

ggagatcagt

tectatgaat

tgtaacatta

gtttgctecet

gtgccattte

actgttttte

#1068 - H234H(F3IK)

60

120

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1132052376-0



ctgatgtgea

gcacccaate

aatteectty

ttaatgaaaa

ttgtcgcagg

ttcgaattat

cccettetgega

ctgacaagga

gaagagtctt

ttgaccgage

Cctggcttcca

Cctgaagtgga

tfgaaaggcaa

aaacaaagct

cteceecgty

fgaggaaatt

gcaggacage

ctctatggct

cgeeecatcegg

gaaageecac

ftgagtgtga

Ctgtggatct

acatggcaag

tctagcecatg

cttgttaagt

113136358

202507011

ctatgtaaat

atttaatgac

gcaggttegtt

atggattgta

tgaacataat

tcecteaccac

actggacgaa

atacacgaac

ccacaaaggg

cacatgtett

tgaaggaggt

agggaccagt

atatggaata

cacttaacct

cettecttga

gcatcgeatt

dagggggags

tctgaggegy

tataatgatt

ttaatattte

gaattgtaga

gltgctgagea

tfgtaactgag

tgtggctagt

Ctggaatctt

fctactgaag

ttcactcggg

ftgaatggta

actgetgece

attgaggaga

aactacaatg

cccttagtge

atcttcctca

agatcagcett

ctatctacaa

agagattcat

ttcttaactyg

tataccaagy

cgactgtgcc

ccctggaagg

gictgagtag

attgggaaga

aaagaaccag

tfgggagaaca

tfggtagtatt

gcagtgetgt

atgtggcage

aagcacacat

agcetecttte

attttttatt

ctgaaaccat

ftgttggtge

aagttgatgc

actgtgttga

cagaacatac

cagctattaa

taaacagcta

aatttggatc

tagttcttca

agttcaccat

gtcaaggaga

gaattattag

tatcccggta

ttctagttgce

tgecactece

gltgtcattct

caatagcagg

Ctggggctcet

acatttcaaa

agttaaagtt

ccagtagaaa

cagagatcac

tcaaataata

Clggagagag

fctggaaagg

FEESE A0101

tttggataac

agaagatgcce

attctgtgga

aactggtgtt

agagcaaaag

taagtacaac

cgttacacct

tfggctatgta

gtaccttaga

ctataacaac

tagtggpeea

ctggggtygaa

tgtcaactgg

cagceatetg

actgtecttt

attctgggee

catgetgggy

agggggtatce

ggcctgtaag

ttaaaacacc

fgtgtgcatt

aaggetatca

gltaatttta

aatctggage

tctatgaact

atcactcaaa

aaaccaggte

ggctctateg

aaaattacag

cgaaatgtga

catgacattg

atttgcattg

agtggetggy

gttccacttg

atgttctgtg

ceccatgtta

gagtgtgcaa

attaaggaaa

ttgtttgcce

cctaataaaa

glggggtegy

atgeggtggy

cccgtgagat

ttataatget

tttttccace

gacagaaaga

agcactttge

attgaatgta

ccacatctaa

atagttttgg

$F1078 - H234B(F3IK)

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

1132052376-0



202507011

gggcagetea cttactaact tttaatgeaa taagaatctc atggtatett gagaacatta

ttttgtctet ttgtagatct aggaacccect agtgatggag ttggecacte cctetetgeg

cgcetegeteg ctcactgagg ccgcccggge aaageccggg cgtegggega cetttggteg

cccggectcea gtgagegage gagegegceag agagggagtyg gecaa

<210> 284
211> 3477
<212> DNA

213> AT

<220>
<221> IR

<223> [FERE" ALyl ik G
LR

<400> 284
ttggccacte

cgacgecegg

gccaacteca

tttctectec

gcacgtaaga

gtattttaaa

tgttgttatt

atttttggta

ttaattaaaa

ttacggtcte

tactaatttt

cttagtagat

taaacactta

geagagaggad

agggagtage

113136358

cctetetgeg

gctttgececg

tcactagggg

teetettegt

gttttatgtt

atagttaaat

attgtcatta

fctttgatga

aaaaatgcta

atagggcctg

ataaatggag

atttacaaac

acgggtttta

accattgeca

tftaggtcagt

cgetegeteg

ggcggectca

ttectagate

cteeggetcet

ttttcatecte

tttectttag

tttgcatctg

caataatggg

ggcagaatga

cetgetegac

ttteccattta

atgacagaaa

aaaataataa

cctteagatt

gaagagaaga

ctcactgagg

glgagegage

ftagectcetg

gettttteca

tgettgtatt

tgctgatttc

agaaccctta

ggattttgaa

ctcaaattac

catgctatac

tatttacctt

cactaaatct

tgttggteaa

ttectgtaac

acdaaadgca

FEESE A0101

cegggegace

gagegegeag

gcaaaatgaa

ggggtgtgtt

tttctagtaa

tagattatta

ggtggttata

agcttagett

gttggataca

taaaaattaa

tatttcttat

tfgagtttgaa

aaaatataac

gatcgggaac

gcatattaca

aaaggtcgee

agagggagty

glgggtaacc

tcgcecgagaa

tggaagcectg

ttactgttgt

ttattgatat

taaatttett

gitgaattta

aagtgtgtat

ttaccattgt

tgcacagata

tttgagtgta

tggcatcttc

gltagttgte

%1088 - H234H(F3IK)

2760

2820

2830

2925

60

120

180

240

300

360

420

480

540

600

660

720

730

840

900

1132052376-0



ttcatcaatc

atcatgaaaa

aagagtttgt

aagcacgaga

atggagatca

attcetatga

catgtaacat

tggtttgcte

cagtgccatt

agactgtttt

acatcactca

ccaaaccagg

gaggctetat

ttaaaattac

agcgaaatgt

accatgacat

ctatttgcat

taagtggctg

gagttccact

acatgttctg

gaccecatgt

aagagtgtegc

ggattaagga

tgttgtttac

ttcctaataa

113136358

202507011

tttaaatatg

cgcecaacaaa

tcaagggaac

agtttttgaa

gltgtgagtce

atgttggtet

taagaatggc

Ctgtactgag

tccatgtgga

fcectgatgtg

aagcacccaa

tcaattcect

cgttaatgaa

agttgtcgea

gattcgaatt

tgeecttcetg

tgctgacaag

gggaagagtc

tgttgaccga

tgctggettce

tactgaagtg

aatgaaaggc

dddaacdaay

cecteececg

aatgaggaaa

ftgtgtggtt

attctgaate

cttgagagag

aacactgaaa

aatcecatgtt

cccetttggat

agatgcgage

ggatatcgac

agagttictg

gactatgtaa

tcatttaatg

tggcaggtty

aaatggattg

ggtgaacata

attcctcacc

gaactggacg

gaatacacga

ttccacaaag

gccacatgte

catgaaggag

gaagggacca

aaatatggaa

ctcacttaac

tgeetteett

ttgcatcgca

ttteteteee

ggccaaagag

aatgtatgga

gaacaactga

taaatggcgg

ttgaaggaaa

agttttgtaa

ttgcagaaaa

tttcacaaac

attctactga

acttecactcg

ftttgaatgg

taactgctgce

atattgagga

acaactacaa

aaccettagt

acatcttect

ggagatcage

ttctatctac

gtagagattc

gtttcttaac

tatataccaa

ctcgactgtg

gaccctggaa

ttgtctgagt

FEESE A0101

tgtttceaca

gtataattca

agaaaagtgt

attttggaag

cagttgcaag

gaactgtgaa

aaatagtgct

ccagaagtec

ttctaagete

agctgaaace

gettgttogt

taaagttgat

ccactgtgtt

gacagaacat

fgcagctatt

gctaaacage

caaatttgga

tttagttett

aaagttcacc

atgtcaagga

fggaattatt

ggtatceegg

ccttetagtt

ggtgccactce

aggtgtcatt

gtttttetty

ggtaaattgg

agttttgaag

cagtatgttg

gatgacatta

tftagatgtaa

gataacaagg

tgtgaaccag

acccgtgcetg

attttggata

ggagaagatg

gcattctgtg

gaaactggtg

acagagcaaa

aataagtaca

tacgttacac

fctggetatg

cagtacctta

atctataaca

gatagtgggy

agcetggggty

tatgtcaact

gccageeate

ceactgtect

ctattctggg

$F1098 - H234H(F3IK)

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

1132052376-0



gegtggegty

ggatgeggty

tceecgtgag

agttataatg

cettttteca

ttgacagaaa

caagecacttt

taattgaatg

gcecacatet

ctatagtttt

ftgagaacat

ctatacttaa

ttaatttatt

agaaaagaaa

agagtagttt

cttcagcatg

teeetetety

gacctttggt

<210> 285

211> 2476
<212> DNA

202507011

gggeaggaca

ggctctatgg

atcgeecate

ctgaaagece

ccttgagtet

gactgtggat

gcacatggca

tatctagecea

aacttgttaa

gggggeaget

tattttgtet

gtcacatete

tttagaaggt

caattcaaag

geetgtttge

gtagaagtcce

cgegeteget

cgeeeggect

213> AT

<220>
<221> IR

geaagggega

cttctgagge

ggtataatga

acttaatatt

gagaattgta

Ctgtgctgag

agtgtaactg

tgtgtgecta

gictggaatc

cacttactaa

ctttgtagta

caaccttagt

caatagtatc

gacttatata

ctcatgttca

atattcagat

cgcteactga

cagtgagcga

ggattgggaa

ggaaagaacce

tttgggagaa

fctggtagta

gagcagtegct

caatgtggca

agaagcacac

gtagctectt

ttatttttta

cttttaatge

ctgaaacctt

aatgttttaa

atgtattcca

atatctagee

taaatctatt

ctaggaacce

ggCCgCeegy

gcgagegcee

<223> [FERE" ALyl ik G
LR

<400> 285

gacaatagca

agctgggoct

caacatttca

tftagttaaag

gtccagtaga

gccagagatce

attcaaataa

tcctggagag

tttctggaaa

aataagaatc

atacatgtga

tfgtagtaaaa

aataacagag

ttgacaatga

gacacatatg

ctagtgatgg

gcaaageecg

agagagggay

ggcatgetgg

ctaggggeta

aaggcectgta

ttttaaaaca

aatgtgtgca

acaaggctat

tagttaattt

agaatctgga

ggtctatgaa

tcatggtatc

agtaaggggt

aaatgagtaa

gtatatggtt

ataaatttag

tgcatctgca

agttggccac

ggcgteggec

tggccaa

ftggccacte cctetetgeg cgetegeteg ctecactgagg ccgggegace aaaggtegec

113136358

FEESE A0101

$F1108 - H234B(F3IK)

2460

2520

2580

2640

2700

2760

2820

2830

2940

3000

3060

3120

3180

3240

3300

3360

3420

3477

60

1132052376-0



cgacgecegg

gccaacteca

cagatcacct

ceteetecte

taagagtttt

ttaaaatagt

ttattattgt

attctgaate

Cttgagagag

aacactgaaa

aatcecatgtt

ccctttggat

agatgcgage

ggatatcgac

agagtttctg

gactatgtaa

tcatttaatg

tggcaggtty

aaatggattg

ggtgaacata

attcctcacc

gaactggacg

gaatacacga

ttccacaaag

gccacatgte

113136358

202507011

gctttgececg

tcactagggg

ttcctatcaa

ttcgtetecg

atgtttttte

taaattttce

cattatttge

ggccaaagag

aatgtatgga

gaacaactga

taaatggcgg

ttgaaggaaa

agttttgtaa

ttgcagaaaa

tttcacaaac

attctactga

acttcactcg

ttttgaatgg

taactgctgce

atattgagga

acaactacaa

aacccttagt

acatcttect

ggagatcage

ttctatctac

ggcggectca

ttectagate

ceccactage

getetgettt

atctectgett

tttagtgctg

atctgagaac

gtataattca

agaaaagtgt

attttggaag

cagttgcaag

gaactgtgaa

aaatagtgct

ccagaagtce

ttctaagete

agctgaaacce

ggttgttggt

taaagttgat

ccactgtgtt

gacagaacat

tgcagctatt

gctaaacage

caaatttgga

tttagttett

aaagttcacce

glgagcgage

taagtatatt

ctctggecaaa

ttccaggggt

gtatttttet

atttctagat

ctttttetty

ggtaaattgg

agttttgaag

cagtatgttg

gatgacatta

ftagatgtaa

gataacaagg

tgtgaaccag

acccgtgctg

attttggata

ggagaagatg

gcattctgtg

gaaactggtg

acagagcaaa

aataagtaca

tacgttacac

fctggcetatg

cagtacctta

atctataaca

FEESE A0101

gagegegeag

agagcgagtc

atgaagtggg

gtgtttcgee

agtaatggaa

tattattact

atcatgaaaa

aagagtttgt

aagcacgaga

atggagatca

attcctatga

catgtaacat

tggtttgcte

cagtgccatt

agactgtttt

acatcactca

ccaaaccagg

gaggctctat

ttaaaattac

agcgaaatgt

accatgacat

ctatttgeat

taagtggctg

gagttccact

acatgttctg

agagggagty

tttetgeaca

taacctttet

gagaageacg

gcectggtatt

gltgttgtty

cgccaacaad

tcaagggaac

agtttttgaa

glgtgagtce

atgttggtat

taagaatggc

ctgtactgag

tfccatgtgga

tcetgatgtg

adagcacccad

tcaattcecet

cgttaatgaa

agttgtcgea

gattcgaatt

tgeecttctg

tgctgacaag

gggaagagtc

tgttgaccga

tgctggette

F1118 - #234B(F3IK)

120

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1132052376-0



catgaaggag

gaagggacca

aaatatggaa

ctcacttaac

tgecetteett

ttgcatcgea

geaagggegad

cttctgagge

tattgatata

aaatttettt

ttgaatttat

agtgtgtatt

taccattgte

tagtgatgga

caaagecegg

gagagggagt

<210> 286

211> 4175
<212> DNA

202507011

gtagagattc

gtttcttaac

tatataccaa

ctcgactgtg

gaccctggaa

ttgtctgagt

ggattgggaa

ggaaagaacce

tttttggtat

taattaaaaa

tacggtctca

actaatttta

ftagtagata

gitggccact

gegteggeey

ggceaa

213> AT

<220>

221> A

atgtcaagga

tfggaattatt

ggtatcecgg

cettetagtt

ggtgccactce

aggtgtcatt

gacaatagca

agctgggect

ctttgatgac

aaaatgctag

tagggectge

taaatggagt

tttacaaaca

cectetetge

acctttggtce

gatagtgggy

agetggggty

tatgtcaact

gccageeate

ccactgtect

ctattctggg

ggcatgctgg

ctaggggeta

aataatgggg

gcagaatgac

ctgetegace

tteccatttat

tgacagaaac

gegetegete

geecggecte

<223> [FERE" ALyl ik G
LR

<400> 286

ttggccactc cctetctgeg cgetegeteg ctecactgagg

cgacgececgg getttgeceg ggcggectca gtgagegage

gccaacteca tecactagggg ttectagate taagtatatt

113136358

FEESE A0101

gaccecatgt

aagagtgtgc

ggattaagga

tgttgtttgc

ttcctaataa

gggtggegty

ggatgeggty

tcceecttag

gattttgaaa

tcaaattacg

atgctatact

atttaccttt

actaaagatc

gctcactgag

agtgagcgag

cegggegace

gagegegeag

agagcgagtc

tactgaagtg

aatgaaaggc

ddaaacaaag

cecteececg

aatgaggaaa

gggeaggaca

ggctctatgg

glggttatat

gcttagettt

ttggatacag

aaaaattaaa

atttettatt

taggaaccce

geegececeges

cgagegegea

aaaggtcgee

agagggagty

tttetgeaca

HF1128 - #H2348(F3IK)

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2476

60

120

180

1132052376-0



cagatcacct

ceteetecte

taagagtttt

ttaaaatagt

ttattattgt

attctgaate

Cttgagagag

aacactgaaa

aatcecatgtt

ccctttggat

agatgcgage

ggatatcgac

agagtttctg

gactatgtaa

tcatttaatg

tggcaggtty

aaatggattg

ggtgaacata

attcctcacc

gaactggacg

gaatacacga

ttccacaaag

gccacatgte

catgaaggag

gaagggacca

113136358

202507011

ttcctatcaa

ttcgtetecg

atgtttttte

taaattttce

cattatttge

ggccaaagag

aatgtatgga

gaacaactga

taaatggcgg

ttgaaggaaa

agttttgtaa

ttgcagaaaa

tttcacaaac

attctactga

acttcactcg

ttttgaatgg

taactgctgce

atattgagga

acaactacaa

aacccttagt

acatcttect

ggagatcage

ttctatctac

gtagagattc

gtttcttaac

ceccactage

getetgettt

atctectgett

tttagtgctg

atctgagaac

gtataattca

agaaaagtgt

attttggaag

cagttgcaag

gaactgtgaa

aaatagtgct

ccagaagtce

ttctaagete

agctgaaacce

ggttgliggt

taaagttgat

ccactgtgtt

gacagaacat

tgcagctatt

gctaaacage

caaatttgga

tttagttett

aaagttcacce

atgtcaagga

tfggaattatt

ctctggecaaa

ttccaggggt

gtatttttet

atttctagat

ctttttetty

ggtaaattgg

agttttgaag

cagtatgttg

gatgacatta

ftagatgtaa

gataacaagg

tgtgaaccag

acccgtgctg

attttggata

ggagaagatg

gcattctgtg

gaaactggtg

acagagcaaa

aataagtaca

tacgttacac

fctggcetatg

cagtacctta

atctataaca

gatagtgggy

agetggggty

FEESE A0101

atgaagtggg

gtgtttcgee

agtaatggaa

tattattact

atcatgaaaa

aagagtttgt

aagcacgaga

atggagatca

attcctatga

catgtaacat

tggtttgcte

cagtgccatt

agactgtttt

acatcactca

ccaaaccagg

gaggctctat

ttaaaattac

agcgaaatgt

accatgacat

ctatttgeat

taagtggctg

gagttccact

acatgttctg

gaccecatgt

aagagtgtgc

taacctttet

gagaageacg

gcectggtatt

gltgttgtty

cgccaacaad

tcaagggaac

agtttttgaa

glgtgagtce

atgttggtat

taagaatggc

ctgtactgag

tfccatgtgga

tcetgatgtg

adagcacccad

tcaattcecet

cgttaatgaa

agttgtcgea

gattcgaatt

tgeecttctg

tgctgacaag

gggaagagtc

tgttgaccga

tgctggette

tactgaagtg

aatgaaaggc

$F1138 - #H234B(F3IK)

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1132052376-0



aaatatggaa

ctcacttaac

tgecetteett

ttgcatcgea

geaagggegad

cttctgagge

tattgatata

aaatttettt

ttgaatttat

agtgtgtatt

taccattgte

gcacagatat

ftgagtgtag

ggcatcttca

ttagttgtet

acaagagtga

aagttataat

acctttttce

attgacagaa

tcaagcactt

ttaattgaat

ageecacate

actatagttt

fgagaacatt

tatacttaag

113136358

202507011

tatataccaa

ctcgactgtg

gaccctggaa

ttgtctgagt

ggattgggaa

ggaaagaacce

tttttggtat

taattaaaaa

tacggtctca

actaatttta

ftagtagata

aaacacttaa

cagagaggaa

gggagtagct

tcatcaatct

gatcgeecat

gctgaaagcee

accttgagtg

agactgtgga

tgcacatggce

gtatctagcce

taacttgtta

tgggggcage

attttgtete

tcacatctce

ggtatcecgg

cettetagtt

ggtgccactce

aggtgtcatt

gacaatagca

agctgggect

ctttgatgac

aaaatgctag

tagggectge

taaatggagt

tttacaaaca

cgggttttaa

ccattgccac

taggtcagtg

ttaaatatgt

cggtataatg

cacttaatat

tfgagaattgt

fctgtgctga

aagtgtaact

atgtgtggct

agtctggaat

tcacttacta

tttgtagtac

aaccttagta

tatgtcaact

gccageeate

ccactgtect

ctattctggg

ggcatgctgg

ctaggggeta

aataatgggg

gcagaatgac

ctgetegace

tteccatttat

tgacagaaac

aaataataat

cttcagattt

aagagaagaa

fgtgtgettt

atttgggaga

ttctggtagt

agagcagtgc

gcaatgtggc

gagaageaca

agtagctcect

cttatttttt

acttttaatg

tgaaacctta

atgttttaat

FEESE A0101

ggattaagga

tgttgtttgc

ttcctaataa

gggtggegty

ggatgeggty

tcceecttag

gattttgaaa

tcaaattacg

atgctatact

atttaccttt

actaaatctt

gttggtgaaa

tcetgtaacg

caaaaagcag

tteteteecet

acaacatttc

attagttaaa

tgtccagtag

agccagagat

cattcaaata

ttcctggaga

atttctggaa

caataagatc

tacatgtgaa

gtagtaaaaa

ddaaacaaag

cecteececg

aatgaggaaa

gggcaggaca

ggctctatgg

glggttatat

gcttagettt

ttggatacag

aaaaattaaa

atttettatt

gagtttgaat

aaatataact

atcgggaact

catattacag

gtttccacag

aaaggcctgt

gttttaaaac

aaatgtgtgc

cacaaggceta

atagttaatt

gagaatctgg

aggtctatga

catggtatct

glaaggggtc

aatgagtaat

$F1148 - H234B(FIIK)

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2830

2940

3000

3060

3120

3180

1132052376-0



taatttattt

gaaaagaaac

gagtagtttg

ttcagcatgg

cagagaatag

cgcaggtata

tttgtgtctg

cgatgagcat

tgagtctgce

tttectgett

ggaacactgt

glgggactce

tgactgecca

ggaaagacca

agaaagatct

ctcactgagg

glgagcgage

<210> 287

<211> 3675
<212> DNA

202507011

ttagaaggtc

aattcaaagg

cctgtttgce

tagaagtccea

Ctgacgggaa

cacaggcatg

cttttcagag

gccaaattag

gccaactgtg

tctggaactce

ggcagageggc

atttcatagt

aatgggagct

caagagctaa

aggaaccect

cegeecggee

gagegegeag

213> AT

<220>

221> A

aatagtatca

acttatataa

tcatgttcat

tattecttty

gaggctttct

atttgctggt

tcetgattge

tgcaggaagt

acaaatccct

tgtttcaaag

agcagagaga

aattgcagaa

tgacagtgac

accctgtaaa

agtgatggag

aaageccgge

agagggagty

tgtattccaa

tatctagecet

aaatctattyg

Cttggaaagg

agatagttgt

tgggagagcce

ctttteccag

aacagacttt

tgtgagtacc

ccaatcatga

ttgataaage

gctacaatac

agtgacagta

aagaactgta

ttggcecacte

cgtcgggcga

gccaa

<223> [FERE" ALyl ik G
LR

<400> 287

ataacagagg

tgacaatgaa

acacatatgt

caggtgttce

atgaaagata

acttgectea

tatctccaga

gcaaagacgt

ttetgatttt

cteccatcact

cagggtgatg

actcaaaaag

gatatgccaa

ggcaactaag

cctetetgeg

cctttggteg

tatatggtta

taaatttaga

gcatctgeac

cattacgect

tacaaaatct

tactgaggtt

aatgetcata

glgttgecga

glggatctac

taaggcccecg

ggaattttct

tctcaccaca

agtggatgag

gaatgcagag

cgctegeteg

cecggectea

ftggccacte cctetetgeg cgetegeteg ctecactgagg ccgggegace aaaggtegec

cgacgcececgg getttgecceg ggcggectca gtgagegage gagegcegeag agagggagty

113136358

FEESE A0101

$F1158 - H234B(F3IK)

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4175

60

120

1132052376-0



gccaacteca

cagatcacct

ceteetecte

taagagtttt

ttaaaatagt

ttattattgt

attctgaate

Cttgagagag

aacactgaaa

aatcecatgtt

ccctttggat

agatgcgage

ggatatcgac

agagtttctg

gactatgtaa

tcatttaatg

tggcaggtty

aaatggattg

ggtgaacata

attcctcacc

gaactggacg

gaatacacga

ttccacaaag

gccacatgte

catgaaggag

113136358

202507011

tcactagggg

ttcctatcaa

ttcgtetecg

atgtttttte

taaattttce

cattatttge

ggccaaagag

aatgtatgga

gaacaactga

taaatggcgg

ttgaaggaaa

agttttgtaa

ttgcagaaaa

tttcacaaac

attctactga

acttcactcg

ttttgaatgg

taactgctgce

atattgagga

acaactacaa

aacccttagt

acatcttect

ggagatcage

ttctatctac

gtagagattc

ttectagate

ceccactage

getetgettt

atctectgett

tttagtgctg

atctgagaac

gtataattca

agaaaagtgt

attttggaag

cagttgcaag

gaactgtgaa

aaatagtgct

ccagaagtce

ttctaagete

agctgaaacce

ggttgttggt

taaagttgat

ccactgtgtt

gacagaacat

tgcagctatt

gctaaacage

caaatttgga

tttagttett

aaagttcacce

atgtcaagga

taagtatatt

ctctggecaaa

ttccaggggt

gtatttttet

atttctagat

ctttttetty

ggtaaattgg

agttttgaag

cagtatgttg

gatgacatta

ftagatgtaa

gataacaagg

tgtgaaccag

acccgtgctg

attttggata

ggagaagatg

gcattctgtg

gaaactggtg

acagagcaaa

aataagtaca

tacgttacac

fctggcetatg

cagtacctta

atctataaca

gatagtgggy

FEESE A0101

agagcgagtc

atgaagtggg

gtgtttcgee

agtaatggaa

tattattact

atcatgaaaa

aagagtttgt

aagcacgaga

atggagatca

attcctatga

catgtaacat

tggtttgcte

cagtgccatt

agactgtttt

acatcactca

ccaaaccagg

gaggctctat

ttaaaattac

agcgaaatgt

accatgacat

ctatttgeat

taagtggctg

gagttccact

acatgttctg

gaccecatgt

tttetgeaca

taacctttet

gagaageacg

gcectggtatt

gltgttgtty

cgccaacaad

tcaagggaac

agtttttgaa

glgtgagtce

atgttggtat

taagaatggc

ctgtactgag

tfccatgtgga

tcetgatgtg

adagcacccad

tcaattcecet

cgttaatgaa

agttgtcgea

gattcgaatt

tgeecttctg

tgctgacaag

gggaagagtc

tgttgaccga

tgctggette

tactgaagtg

$F116H - H234H(F3IK)

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1132052376-0



gaagggacca

aaatatggaa

ctcacttaac

tgecetteett

ttgcatcgea

geaagggegad

cttctgagge

tattgatata

aaatttettt

ttgaatttat

agtgtgtatt

taccattgte

gcacagatat

ftgagtgtag

ggcatcttca

ttagttgtet

acaagagtga

aagttataat

acctttttce

attgacagaa

tcaagcactt

ttaattgaat

ageecacate

actatagttt

fgagaacatt

113136358

202507011

gtttcttaac

tatataccaa

ctcgactgtg

gaccctggaa

ttgtctgagt

ggattgggaa

ggaaagaacce

tttttggtat

taattaaaaa

tacggtctca

actaatttta

ftagtagata

aaacacttaa

cagagaggaa

gggagtagct

tcatcaatct

gatcgeecat

gctgaaagcee

accttgagtg

agactgtgga

tgcacatggce

gtatctagcce

taacttgtta

tgggggcage

attttgtete

tfggaattatt

ggtatcecgg

cettetagtt

ggtgccactce

aggtgtcatt

gacaatagca

agctgggect

ctttgatgac

aaaatgctag

tagggectge

taaatggagt

tttacaaaca

cgggttttaa

ccattgccac

taggtcagtg

ttaaatatgt

cggtataatg

cacttaatat

tfgagaattgt

fctgtgctga

aagtgtaact

atgtgtggct

agtctggaat

tcacttacta

tttgtagtac

agetggggty

tatgtcaact

gccageeate

ccactgtect

ctattctggg

ggcatgctgg

ctaggggeta

aataatgggg

gcagaatgac

ctgetegace

tteccatttat

tgacagaaac

aaataataat

cttcagattt

aagagaagaa

fgtgtgettt

atttgggaga

ttctggtagt

agagcagtgc

gcaatgtggc

gagaageaca

agtagctcect

cttatttttt

acttttaatg

tgaaacctta

FEESE A0101

aagagtgtgc

ggattaagga

tgttgtttgc

ttcctaataa

gggtggegty

ggatgeggty

tcceecttag

gattttgaaa

tcaaattacg

atgctatact

atttaccttt

actaaatctt

gttggtgaaa

tcetgtaacg

caaaaagcag

tteteteecet

acaacatttc

attagttaaa

tgtccagtag

agccagagat

cattcaaata

ttcctggaga

atttctggaa

caataagatc

tacatgtgaa

aatgaaaggc

ddaaacaaag

cecteececg

aatgaggaaa

gggcaggaca

ggctctatgg

glggttatat

gcttagettt

ttggatacag

aaaaattaaa

atttettatt

gagtttgaat

aaatataact

atcgggaact

catattacag

gtttccacag

aaaggcctgt

gttttaaaac

aaatgtgtgc

cacaaggceta

atagttaatt

gagaatctgg

aggtctatga

catggtatct

glaaggggtc

$F1178 - #234B(F3IK)

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2830

2940

3000

3060

3120

1132052376-0



tatacttaag

taatttattt

gaaaagaaac

gagtagtttg

ttcagcatgg

cagagaatag

cgcaggtata

agtgatggag

aaageccgge

agagggagty

<210> 288

<400> 288

000

<210> 289

<400> 289

000

<210> 290

<400> 290

000

<210> 291

<400> 291

000

<210> 292

<400> 292
000

113136358

202507011

tcacatctce

ttagaaggtc

aattcaaagg

cctgtttgce

tagaagtccea

Ctgacgggaa

cacaggcatg

ttggccacte

cgtcgggcga

gccaa

aaccttagta

aatagtatca

acttatataa

tcatgttcat

tattecttty

gaggctttct

atttgctggt

cctetetgeg

cctttggtceg

atgttttaat

tgtattccaa

tatctagecet

aaatctattyg

Cttggaaagg

agatagttgt

tgggagagcce

cgetegeteg

cecggectea

FEESE A0101

gtagtaaaaa

ataacagagg

tgacaatgaa

acacatatgt

caggtgttce

atgaaagata

acttagatct

ctcactgagg

gtgagcgage

aatgagtaat

tatatggtta

taaatttaga

gcatctgeac

cattacgect

tacaaaatct

aggaaccect

cegeecggec

gagegegeag

$F118H - H234H(F3IK)

3180

3240

3300

3360

3420

3480

3540

3600

3660

3675

1132052376-0



202507011

<210> 293
<400> 293
000

<210> 294
<400> 294
000

<210> 295
<400> 295
000

<210> 296
<400> 296
000

<210> 297
<400> 297
000

<210> 298
<400> 298
000

<210> 299
<400> 299

000

<210> 300
211> 22
<212> RNA
Q213> ALFY

<220>
<221> IR

113136358 FEHH3E A0101 £1198 - #2348B(F3%H) 1132052376-0



202507011

<223> [FERE" ALyl ik G
FAGETR"

<400> 300
guuuuagage uaugcuguul ug

<210> 301
<211> 80
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 301
guuuuagage lagaaalage aaguuaaaau aaggeuaguc cguuaucaac uugaaaaagl

ggcaccgagu cggugcuuuu
<210> 302

211> 76

<212> RNA

Q213> AT

<220>

<221> IR

<223> [FHRE=" A LAl sl Ay

HRGE R

<400> 302
guuuuagage lagaaalage aaguuaaaau aaggeuaguc cguuaucaac uugaaaaagl

ggcaccgagu cgglge

<210> 303
<400> 303
000

<210> 304

<400> 304
000

113136358 FEESE A0101 $£1208 - #H234B(F3IK)

22

60

80

60

76

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

305

305

306

306

307

307

308

308

309

309

310

310

311

311

312

312

313

113136358

FEESE A0101

$F1218 - #H234B(F3IK)

1132052376-0



202507011

<400> 313
000
<210> 314
<400> 314
000
<210> 315
<400> 315
000
<210> 316
<400> 316
000
<210> 317
<400> 317
000
<210> 318
<400> 318
000
<210> 319
<400> 319
000
<210> 320
<400> 320
000
<210> 321

<400> 321

113136358 FEHH3E A0101 F1228 - #234B(F3%H) 1132052376-0



202507011

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

322

322

323

323

324

324

325

325

326

326

327

327

328

328

329

329

113136358

FEESE A0101

$1238 - #234B(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

330

330

331

331

332

332

333

333

334

334

335

335

336

336

337

337

338

113136358

FEESE A0101

$F1248 - H234B(FIIK)

1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

338

339

339

340

340

341

341

342

342

343

343

344

344

345

345

346

346

113136358

FEESE A0101

$F1258 - H234B(FIIK)

1132052376-0



202507011

000

<210> 347
<400> 347
000

<210> 348
<400> 348
000

<210> 349
<400> 349

000

<210> 350
<211> 100
<212> RNA
Q213> ALFY

<220>
<221> IR

<223> [FERE" ALyl ik G
LR

<220>

<221> FRAEHmRE

<222> (1)..(20)

223> a~cu~ g AREECHEA

<400> 350
NNONNNNNNN MNNDNNNNND guuuuagage uagaaauage aaguliaaaau aaggcuaguc 60

cguuaucaac uugaaaaagu ggcaccgagu cggugeuuuu 100
<210> 351
<400> 351

000

<210> 352

113136358 FEHH3E A0101 £1268 - #234B(F3%H) 1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

352

353

353

354

354

355

355

356

356

357

357

358

358

359

359

360

360

113136358

FEESE A0101

$F1278H - H234B(FIIK)

1132052376-0



202507011

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

361

361

362

362

363

363

364

364

365

365

366

366

367

367

368

368

113136358

FEESE A0101

$1288H - H234H(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

369

369

370

370

371

371

372

372

373

373

374

374

375

375

376

376

377

113136358

FEESE A0101

$F1298 - H234H(FIIK)

1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

377

378

378

379

379

380

380

381

381

382

382

383

383

384

384

385

385

113136358

FEESE A0101

$F1308 - H234B(F3IK)

1132052376-0



202507011

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

386

386

387

387

388

388

389

389

390

390

391

391

392

392

393

393

113136358

FEESE A0101

$F1318 - #H234B(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

394

394

395

395

396

396

397

397

398

398

399

399

<210> 400

<400> 400

000

<210> 401

<400> 401

000

<210> 402

113136358

FEESE A0101

$F1328 - #234B(FIIK)

1132052376-0



202507011

<400> 402
000
<210> 403
<400> 403
000
<210> 404
<400> 404
000
<210> 405
<400> 405
000
<210> 406
<400> 406
000
<210> 407
<400> 407
000
<210> 408
<400> 408
000
<210> 409
<400> 409
000
<210> 410

<400> 410

113136358 FEHH3E A0101 #1338 - #234B(F3%H) 1132052376-0



202507011

000

<210> 411
<400> 411
000
<210> 412
<400> 412
000
<210> 413
<400> 413
000
210> 414
<400> 414
000
<210> 415
<400> 415
000
<210> 416
<400> 416
000
210> 417
<400> 417
000
<210> 418

<400> 418
000

113136358 FEHH3E A0101 £1348 - #234B(F3%H) 1132052376-0



202507011

<210> 419
<400> 419
000
<210> 420
<400> 420
000
<210> 421
<400> 421
000
<210> 422
<400> 422
000
<210> 423
<400> 423
000
<210> 424
<400> 424
000
<210> 425
<400> 425
000
<210> 426
<400> 426

000

<210> 427

113136358 FEHH3E A0101 #1358 - #234B(F3%H) 1132052376-0



202507011

<400> 427
000
<210> 428
<400> 428
000
<210> 429
<400> 429
000
<210> 430
<400> 430
000
<210> 431
<400> 431
000
<210> 432
<400> 432
000
<210> 433
<400> 433
000
<210> 434
<400> 434
000
<210> 435

<400> 435

113136358 FEHH3E A0101 1368 - #234B(F3RH) 1132052376-0



202507011

000

<210> 436
<400> 436
000
<210> 437
<400> 437
000
<210> 438
<400> 438
000
<210> 439
<400> 439
000
<210> 440
<400> 440
000
<210> 441
<400> 441
000
<210> 442
<400> 442
000
<210> 443

<400> 443
000

113136358 FEHH3E A0101 £1378 - #234B(F3%H) 1132052376-0



202507011

<210> 444
<400> 444
000
<210> 445
<400> 445
000
<210> 446
<400> 446
000
<210> 447
<400> 447
000
<210> 448
<400> 448
000
<210> 449
<400> 449
000
<210> 450
<400> 450
000
<210> 451
<400> 451

000

<210> 452

113136358 FEHH3E A0101 #1388 - #234B(F3%H) 1132052376-0



202507011

<400> 452
000
<210> 453
<400> 453
000
<210> 454
<400> 454
000
<210> 455
<400> 455
000
<210> 456
<400> 456
000
<210> 457
<400> 457
000
<210> 458
<400> 458
000
<210> 459
<400> 459
000
<210> 460

<400> 460

113136358 FEHH3E A0101 #1398 - #234B(F3%H) 1132052376-0



202507011

000

<210> 461
<400> 461
000
<210> 462
<400> 462
000
<210> 463
<400> 463
000
<210> 464
<400> 464
000
<210> 465
<400> 465
000
<210> 466
<400> 466
000
<210> 467
<400> 467
000
<210> 468

<400> 468
000

113136358 FEHH3E A0101 £1408 - #2348B(F3%H) 1132052376-0



202507011

<210> 469
<400> 469
000
<210> 470
<400> 470
000
<210> 471
<400> 471
000
<210> 472
<400> 472
000
<210> 473
<400> 473
000
210> 474
<400> 474
000
210> 475
<400> 475
000
<210> 476
<400> 476

000

<210> 477

113136358 FEHH3E A0101 £1418 - #2348B(F3%H) 1132052376-0



202507011

<400> 477
000
<210> 478
<400> 478
000
<210> 479
<400> 479
000
<210> 480
<400> 480
000
<210> 481
<400> 481
000
<210> 482
<400> 482
000
<210> 483
<400> 483
000
<210> 484
<400> 484
000
<210> 485

<400> 485

113136358 FEHH3E A0101 £1428 - #2348B(F3%H) 1132052376-0



202507011

000

<210> 486
<400> 486
000
<210> 487
<400> 487
000
<210> 488
<400> 488
000
<210> 489
<400> 489
000
<210> 490
<400> 490
000
<210> 491
<400> 491
000
<210> 492
<400> 492
000
<210> 493

<400> 493
000

113136358 FEHH3E A0101 £1438 - #2348B(F3%H) 1132052376-0



202507011

<210> 494
<400> 494
000

<210> 495
<400> 495
000

<210> 496
<400> 496
000

<210> 497
<400> 497
000

<210> 498
<400> 498
000

<210> 499
<400> 499

000

<210> 500
211> 9

<212> DNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 500
ctggaccga 9

113136358 FEHH3E A0101 £1448 - #234B(F3%H) 1132052376-0



202507011

<210>
211>

501
9

<212> DNA

213> AT

<220>

<221> F
<223> [FHEE" A TFAZ il SR
SEHRR"

<400>

501

tcggtecag

<210>
211>

502
9

<212> DNA

213> AT

<220>

<221> F
<223> [FHEE" A TFAZ il SR
SEHRR"

<400>

502

tcggtecag

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

503

503

504

504

505

505

506

506

113136358

FEESE A0101

$F1458 - H234H(FIIK)

1132052376-0



202507011

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

507

507

508

508

509

509

510

510

511

511

512

512

513

513

514

514

113136358

FEESE A0101

$F146H - H234H(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

515

515

516

516

517

517

518

518

519

519

520

520

521

521

522

522

523

113136358

FEESE A0101

$F1478H - H234B(FIIK)

1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

523

524

524

525

525

526

526

527

527

528

528

529

529

530

530

531

531

113136358

FEESE A0101

$148H - H234H(FIIK)

1132052376-0



202507011

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

532

532

533

533

534

534

535

535

536

536

537

537

538

538

539

539

113136358

FEESE A0101

$F1498 - H234B(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

540

540

541

541

542

542

543

543

544

544

545

545

546

546

547

547

548

113136358

FEESE A0101

#1508 - H234B(F3IK)

1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

548

549

549

550

550

551

551

552

552

553

553

554

554

555

555

556

556

113136358

FEESE A0101

#1518 - H234B(F3IK)

1132052376-0



202507011

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

557

557

558

558

559

559

560

560

561

561

562

562

563

563

564

564

113136358

FEESE A0101

$F1528 - H234H(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

565

565

566

566

567

567

568

568

569

569

570

570

571

571

572

572

573

113136358

FEESE A0101

81538 - H234B(FIIK)

1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

573

574

574

575

575

576

576

577

577

578

578

579

579

580

580

581

581

113136358

FEESE A0101

$F1548 - H234B(FIIK)

1132052376-0



202507011

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

582

582

583

583

584

584

585

585

586

586

587

587

588

588

589

589

113136358

FEESE A0101

$1558 - H234B(F3IK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

590

590

591

591

592

592

593

593

594

594

595

595

596

596

597

597

598

113136358

FEESE A0101

$156H - H234H(F3IK)

1132052376-0



202507011

<400> 598
000

<210> 599

<400> 599
000

<210> 600
211> 7

<212> PRT
<213> 40

<400> 600
Pro Lys Lys Lys Arg Lys Val
1 5

<210> 601
211> 7

<212> PRT
<213> 40

<400> 601
Pro Lys Lys Lys Arg Arg Val
1 5

<210> 602
211> 16

<212> PRT
<213> KA

<220>

<221> FIR

<223> [ERRE="RA Hl :
AR EL NN

<400> 602
Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly Gln Ala Lys Lys Lys Lys
1 5 10 15

<210> 603

<400> 603
000

113136358 FEHH3E A0101 £1578 - #2348B(F3%H) 1132052376-0



202507011

<210> 604
<400> 604
000
<210> 605
<400> 605
000
<210> 606
<400> 606
000
<210> 607
<400> 607
000
<210> 608
<400> 608
000
<210> 609
<400> 609
000
<210> 610
<400> 610
000
<210> 611

<400> 611
000

113136358 FEHH3E A0101 #1588 - #234B(F3%) 1132052376-0



202507011

<210> 612
<400> 612
000
<210> 613
<400> 613
000
<210> 614
<400> 614
000
<210> 615
<400> 615
000
<210> 616
<400> 616
000
<210> 617
<400> 617
000
<210> 618
<400> 618
000
<210> 619
<400> 619

000

<210> 620

113136358 FEHH3E A0101 #1598 - #234B(F3%H) 1132052376-0



202507011

<400> 620
000
<210> 621
<400> 621
000
<210> 622
<400> 622
000
<210> 623
<400> 623
000
<210> 624
<400> 624
000
<210> 625
<400> 625
000
<210> 626
<400> 626
000
<210> 627
<400> 627
000
<210> 628

<400> 628
000

113136358 FEHH3E A0101 £1608 - #2348B(F3%H) 1132052376-0



202507011

<210> 629
<400> 629
000
<210> 630
<400> 630
000
<210> 631
<400> 631
000
<210> 632
<400> 632
000
<210> 633
<400> 633
000
<210> 634
<400> 634
000
<210> 635
<400> 635
000
<210> 636

<400> 636
000

113136358 FEHH3E A0101 £1618 - #234B(F3RH) 1132052376-0



202507011

<210> 637
<400> 637
000
<210> 638
<400> 638
000
<210> 639
<400> 639
000
<210> 640
<400> 640
000
<210> 641
<400> 641
000
<210> 642
<400> 642
000
<210> 643
<400> 643
000
<210> 644
<400> 644

000

<210> 645

113136358 FEHH3E A0101 £1628 - #234B(F3%H) 1132052376-0



202507011

<400> 645
000
<210> 646
<400> 646
000
<210> 647
<400> 647
000
<210> 648
<400> 648
000
<210> 649
<400> 649
000
<210> 650
<400> 650
000
<210> 651
<400> 651
000
<210> 652
<400> 652
000
<210> 653

<400> 653
000

113136358 FEHH3E A0101 #1638 - #234B(F3%H) 1132052376-0



202507011

<210> 654
<400> 654
000
<210> 655
<400> 655
000
<210> 656
<400> 656
000
<210> 657
<400> 657
000
<210> 658
<400> 658
000
<210> 659
<400> 659
000
<210> 660
<400> 660
000
<210> 661

<400> 661
000

113136358 FEHH3E A0101 £1648 - #234B(F3RH) 1132052376-0



202507011

<210> 662
<400> 662
000
<210> 663
<400> 663
000
<210> 664
<400> 664
000
<210> 665
<400> 665
000
<210> 666
<400> 666
000
<210> 667
<400> 667
000
<210> 668
<400> 668
000
<210> 669
<400> 669

000

<210> 670

113136358 FEHH3E A0101 £1658 - #234B(F3%H) 1132052376-0



202507011

<400> 670
000
<210> 671
<400> 671
000
<210> 672
<400> 672
000
<210> 673
<400> 673
000
<210> 674
<400> 674
000
<210> 675
<400> 675
000
<210> 676
<400> 676
000
<210> 677
<400> 677
000
<210> 678

<400> 678
000

113136358 FEHH3E A0101 £166H - #234B(F3RH) 1132052376-0



202507011

<210> 679
<400> 679
000
<210> 680
<400> 680
000
<210> 681
<400> 681
000
<210> 682
<400> 682
000
<210> 683
<400> 683
000
<210> 684
<400> 684
000
<210> 685
<400> 685
000
<210> 686

<400> 686
000

113136358 FEHH3E A0101 £1678 - #234B(F3RH) 1132052376-0



202507011

<210> 687
<400> 687
000
<210> 688
<400> 688
000
<210> 689
<400> 689
000
<210> 690
<400> 690
000
<210> 691
<400> 691
000
<210> 692
<400> 692
000
<210> 693
<400> 693
000
<210> 694
<400> 694

000

<210> 695

113136358 FEHH3E A0101 #1688 - #234B(F3%H) 1132052376-0



202507011

<400> 695
000
<210> 696
<400> 696
000
<210> 697
<400> 697
000
<210> 698
<400> 698
000
<210> 699
<400> 699
000
<210> 700
<400> 700
000
<210> 701
<400> 701
000
<210> 702
<400> 702

000

<210> 703
<211> 4104
<212> DNA
Q213> ALFY

113136358 FEHH3E A0101 #1698 - #234B(F3%) 1132052376-0



<220>
<221> IR

202507011

<223> [FERE" ALyl ik G
LR

<400> 703
atggataaga

atcacggatg

cacagcatca

gcgaccegee

tatctgcaag

Ctggaagaat

aacatcgteg

aagttggttg

atgatcaaat

glggataagce

atcaatgeta

cgectegaaa

ttgatcgcete

gacgegaage

caaattggcg

ttgctgtecg

atgattaage

cagcaactge

gggtacatcg

gaaaagatgg

aaacagagaa

gceeatettge

113136358

agtactcaat

aatacaaagt

agaaaaatct

tcaaacgtac

agatctttte

ctttectggt

acgaagtggc

actcaactga

tcecgeggaca

ttttcattca

geggcgtcga

acctgatege

tctcactggg

tgcaactete

atcagtacge

atatcctgcg

ggtacgacga

ctgaaaagta

atggaggegc

acggaaccga

cctttgacaa

ggegecagga

cgggctggat

geegtecaag

catcggagcec

cglgaggcgad

gaacgaaatg

ggaggaggac

gtaccacgaa

caaggecgac

ctteetgate

actggtgcag

tgccaaggcce

acagctgecg

actcactccc

aaaggacacce

ggatctgttce

cgtgaacace

gcatcaccag

caaggagatc

tagccaggaa

agaactgctg

cggatccatt

ggacttttac

atcggaacta

aagttcaagg

Ctgctgtttg

cgctacacce

gcaaaggtcg

aagaagcatg

aagtacccga

ctcagattga

gaaggcgatce

acctacaacc

atcctgtcecg

ggagagaaaa

aatttcaagt

tacgacgacg

cttgccgeta

gaaataacca

gatctcacge

ttettegace

gagttctata

gtcaagctga

ccccaccaga

ccattectcea

FEESE A0101

attccgtggg

tcetggepaa

actccggcega

ggeggaagaa

acgacagett

aacggeatec

ccatctacca

fctacttggc

tgaaccetga

aactgttcga

cccggctgte

agaacggact

ccaattttga

acttggacaa

agaaccttte

aagcgecgcet

tgctcaaage

agtccaagaa

agttcatcaa

acagggagega

tccatctggg

aggacaaccg

ttgggcagty

caccgataga

aaccgcagaa

tcgcatctge

cttecacege

tatctttgga

tctgcggaag

cetegecceat

taactcegac

agaaaacccad

gaagtegegg

tttcggeaac

cctggccgag

tttgctggca

ggacgcaatce

tagcgecteg

gctcegtgaga

tgggtacgea

gccaateety

tctgctecegg

tgagctgcac

ggaaaagatc

#1708 - #2348 (F3IK)

60

120

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1132052376-0



gagaaaattc

cgettegegt

gitgtggata

aatctcccaa

tacaacgaac

tceggagaac

glcaagcage

ageggeygtey

atcaaggaca

ctgaccttga

catctetteg

cgeetetece

gatttectea

agectgacct

catgaacaca

glgaaggteg

attgaaatgg

atgaagcgega

glggaaaaca

gacatgtacg

atcgttceac

gacaagaaca

aattactgge

actaaagecg

Ctggtcgaga

113136358

202507011

tfgacgttccg

ggatgactag

agggagcttc

acgagaaggt

tfgactaaagt

agaagaaage

ttaaagagga

aggacagatt

aggacttcect

cecttttega

acgataaggt

gcaagctgat

aatcggatgg

tftaaggagga

tcgcgaatcet

tcgacgagcet

cccgagaaaa

tcgaagaagg

cgcagctgcea

tfggaccaaga

agtcetttcet

gagggaagtc

ggcagcetect

ageglgeces

ctcggcagat

catceegtat

aaaatcagag

ggcacaaage

gcttectaag

gaaatacgtt

aattgtcgat

ctacttcaag

caacgctteg

tfgacaacgag

ggatcgegag

catgaaacaa

caacggtatt

cttcgetaat

catccaaaaa

ggeeggttcg

ggtgaaggtc

ccagactace

aatcaaggag

gaacgagaag

gctggacatce

gaaggatgac

agataatgtg

gaatgcgaag

actctcagag

taccaagcac

tacgtggegcce

gaaaccatca

ttcatcgaac

cacagectee

actgaaggaa

Ctgctgttca

aagatcgagt

Ctgggaacct

gagaacgagyg

atgatcgagg

ctcaagegee

cgcgataaac

cgtaacttca

gcacaagtgt

ccggcgatta

atgggacggc

cagaagggce

Cctgggcagcee

ctetacctgt

aatcggttet

tfcgatcgata

ccatcggagg

ctgattacce

Ctggataagg

glggcgcaga

FEESE A0101

cactggcgceg

ctccttggaa

gaatgaccaa

tttacgaata

tfgaggaagcc

agaccaaccg

gtttcgactce

atcatgatct

acatcctgga

agaggcttaa

gceggtacac

agagcggtaa

fgcaattgat

ccggacages

agaagggaat

acaaaccgga

agaaaaactc

agatcctgaa

actatttgca

ctgattacga

acaaggtgtt

aggtcgtgaa

agagaaagtt

ctggattcat

tcttggactce

cggcaattcg

tttcgaggaa

cttcgacaag

cttcactgte

ggcctttcetg

caaggtgacc

agtggaaatc

cctgaagatce

agatatcgtce

gacctacget

tggttgggec

aactatcetg

ceacgacgac

agactcactce

tctgcaaact

gaatatcgtg

ccgegaaagg

agageaceeg

aaatggacgg

cgtggaccac

gactcgecage

gaagatgaag

tgacaatcte

caaacggcag

ccgcatgaac

$F1718 - #2348 (F3IK)

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

1132052376-0



actaaatacg

aaacttgtgt

taccatcacg

taccctaaac

atgatageca

aacatcatga

ccactgatcg

gcaactgtte

caaaccggcg

gcacgcaaga

tactccgtee

aaagagctge

ttcctegagg

tactcactgt

caaaaaggaa

cactacgaaa

cagcacaage

atcectegecg

ccgatcagag

ccageegect

gaagtictgg

gatctgtege

<210> 704

211> 4140
<212> DNA

202507011

acgagaacga

cggactttcg

cgcatgacgc

ttgaatcgga

agtcegaaca

actttttcaa

aaactaacgg

gcaaagtgct

gattttcaaa

aagactggega

tegtggtygge

tggggattac

cgaagggtta

tfcgaactgga

atgagctggc

aactcaaagg

attatctgga

acgecaacct

aacaggecga

tcaagtactt

acgegaccect

agetgggtey

213> AT

113136358

taagcteatce

gaaggacttt

atacctcaac

gittgtgtac

ggaaatcggg

gactgaaatt

agaaacgggc

ctctatgcecg

ggaatcgatc

cccgaagaag

caaggtggag

catcatggaa

caaggaggty

aaatggtcgg

cttgcctage

gtcaccggaa

tgaaatcatc

cgacaaagtc

gaacattate

cgatactact

gatccaccaa

cgat

cgggaagtga

cagttttaca

getgtggteg

ggagactaca

aaagcaactyg

acgctggeca

gaaatcgtgt

caagtcaata

ctececaaaga

tacggaggat

aagggaaaga

cgatcctegt

aagaaggatc

aagcgcatgc

aagtacgtca

gataacgaac

gaacaaatct

ctgtcggect

cacttgttca

atcgatcgea

agcatcactg

FEESE A0101

aggtgattac

aagtgagaga

gtaccgeect

aggtctacga

cgaaatactt

atggagaaat

gggacaagyes

tftgtgaagaa

gaaatagcga

tcgattcgee

gcaaaaaget

fcgagaagaa

tgatcatcaa

tggcttcgge

acttcctcta

agaagcagcet

ccgagtttte

acaataagca

cectgactaa

aaagatacac

gactctacga

cctgaaaage

aatcaacaac

gatcaaaaag

cgtgaggaag

cttttactca

caggaagags

cagggacttc

aaccgaagtg

caageteatt

gactgtcgea

caaatccgte

cccgattgat

actceccaag

cggagaactc

tcttgettcg

tttcgtggag

aaagcgcegty

tagagataag

cctgggagce

gtccaccaag

aactaggatce

$F1728 - #H234B(F3IK)

2830

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4104

1132052376-0



<220>
<221> IR

202507011

<223> [FERE" ALyl ik G
LR

<400> 704
atggacaaga

atcacagacg

cacagcatca

gcaacaagac

tacctgcagg

Cctggaagaaa

aacatcgteg

aagctggtceg

atgatcaagt

glcgacaage

atcaacgeaa

agactggaaa

ctgatcgeac

gacgcaaage

cagatcggag

ctgctgageg

atgatcaaga

cagcagctge

ggatacatcg

gaaaagatgg

aagcagagaa

gcaatcetga

113136358

agtacageat

aatacaaggt

agaagaacct

tfgaagagaac

aaatcttcag

gettectggt

acgaagtcge

acagcacaga

tcagaggaca

tgttcateca

gcggagticga

acctgatege

tgagectggy

tgcagctgag

accagtacge

acatcctgag

gatacgacga

Ccggaaaagta

acggaggage

acggaacaga

cattcgacaa

gaagacagga

cggactggac

cccgageaag

gatcggagca

agcaagaaga

caacgaaatg

cgaagaagac

ataccacgaa

caaggcagac

ctteetgate

gctggtecag

cgcaaaggca

acagctgecg

actgacaccg

caaggacaca

agacctgttc

agtcaacaca

acaccaccag

caaggaaatc

aageeaggaa

agaactgctg

cggaagcatc

agacttctac

atcggaacaa

aagttcaagg

Cctgctgttcg

agatacacaa

gcaaaggtcg

aagaagcacg

aagtacccga

Ctgagactga

gaaggagace

acatacaacc

atcctgageg

ggagaaaaga

aacttcaaga

tacgacgacg

Cctggcagcaa

gaaatcacaa

gacctgacac

ttettegace

gaattctaca

gtcaagctga

ccgeaccaga

ccgttectga

FEESE A0101

acagcgtcgg

tcectgggaaa

acageggaga

gaagaaagaa

acgacagett

adagacaccce

caatctacca

tctacctgge

tfgaacccgga

agctgttcga

caagactgag

agaacggact

gcaacttcga

acctggacaa

agaacctgag

aggcaccgcet

tgctgaaggc

agagcaagaa

agttcatcaa

acagagaaga

tccacctggg

aggacaacag

atgggcagtce

cacagacaga

aacagcagaa

cagaatctge

cttcecacaga

gatcttcgga

CCctgagaaag

actggcacac

caacagcgac

agaaaacccg

caagagcaga

gltcggaaac

cctggcagaa

cctgctggcea

cgacgeaatce

gagegcaage

actggtcaga

cggatacgea

gceegatcectg

cctgctgaga

agaactgeac

agaaaagatc

$£1738 - #234B(F3IK)

60

120

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1132052376-0



gaaaagatce

agattcgcat

glcgtcgaca

aacctgeega

tacaacgaac

ageggagaac

glcaagcage

agcggagtcg

atcaaggaca

ctgacactga

cacctgttcg

agactgagca

gacttcctga

agectgacat

cacgaacaca

glcaaggtcg

atcgaaatgg

atgaagagaa

gtcgaaaaca

gacatgtacg

atcgtecege

gacaagaaca

aactactgga

acaaaggeag

Ctggtcgaaa

113136358

202507011

tfgacattcag

ggatgacaag

agggageaay

acgaaaaggt

tfgacaaaggt

agaagaaggc

tfgaaggaaga

aagacagatt

aggacttcect

cactgttcga

acgacaaggt

gaaagctgat

agagegacgg

tcaaggaaga

tcgcaaacct

tcgacgaact

caagagaaaa

tcgaagaagg

cacagctgca

tcgaccagga

agagcttect

gaggaaagayg

gacagctgct

agagaggags

caagacagat

aatcecgtac

aaagagcgaa

cgcacagage

cctgccgaag

caagtacgte

aatcgtcgac

ctacttcaag

caacgcaage

ggacaacgaa

agacagagaa

catgaagcag

caacggaatc

attcgcaaac

catccagaag

ggeaggaage

ggtcaaggtc

ccagacaaca

aatcaaggaa

gaacgaaaag

actggacate

gaaggacgac

cgacaacgtce

gaacgcaaag

actgagcgaa

cacaaagcac

tacgtcggac

gaaacaatca

ttcatcgaaa

cacagectge

acagaaggaa

Ctgctgttca

aagatcgaat

Ctgggaacat

gaaaacgaag

atgatcgaag

Ctgaagagaa

agagacaage

agaaacttca

gcacaggtca

ccggeaatca

atgggaagac

cagaagggac

Ctgggaagcc

ctgtacctgt

aacagactga

agcatcgaca

ccgagegaag

ctgatcacac

Ctggacaagg

gtcgcacaga

FEESE A0101

cgctggcaag

caccgtggaa

gaatgacaaa

tfgtacgaata

tfgagaaagcc

agacaaacag

gcttcgacag

accacgacct

acatcctgga

aaagactgaa

gaagatacac

agageggaaa

fgcagcetgat

geggacages

agaagggaat

acaagecgga

agaagaacag

agatcctgaa

actacctgea

gcgactacga

acaaggtect

aagtcgtcaa

agagaaagtt

caggattcat

tcectggacag

aggaaacage

cttcgaagaa

cttcgacaag

cttcacagte

ggcattcctg

aaaggtcaca

cgtegaaate

gctgaagatce

agacatcgte

gacatacgea

aggatygggga

gacaatcety

ceacgacgac

agacagcctg

cctgeagaca

aaacatcgte

cagagaaaga

ggaacacecy

gaacggaaga

cgtegacceac

gacaagaage

gaagatgaag

cgacaacctg

caagagacag

cagaatgaac

$F1748 - H234B(FIIK)

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

1132052376-0



acaaagtacg

aagctggtca

taccaccacg

tacccgaage

atgatcgeaa

aacatcatga

ccgetgatceg

gcaacagtca

cagacaggag

gcaagaaaga

tacagcgtee

aaggaactge

ttcctggaag

tacagcectgt

cagaagggaa

cactacgaaa

cagcacaage

atcctggeag

ccgatcagag

ccggeagceat

gaagtcctgg

gacctgagee

<210> 705

<211> 4501
<212> RNA

202507011

acgaaaacga

gcgacttcag

cacacgacge

tfggaaagcga

agagcgaaca

acttcttcaa

aaacaaacgg

gaaaggtcct

gattcagcaa

aggactggea

tggtcgtege

tgggaatcac

caaagggata

tfcgaactgga

acgaactggc

agctgaaggy

actacctgga

acgcaaacct

aacaggcaga

tcaagtactt

acgcaacact

agetgggagy

213> AT

113136358

caagctgate

aaaggacttc

atacctgaac

attcgtetac

ggaaatcgga

gacagaaatc

agaaacagga

gagcatgecg

ggaaagcatc

cccgaagaag

aaaggtcgaa

aatcatggaa

caaggaagtc

aaacggaaga

actgccgage

aageecggaa

cgaaatcatce

ggacaaggtc

aaacatcatc

cgacacaaca

gatccaccag

agacggagga

agagaagtca

cagttctaca

gcagtcgtcg

ggagactaca

aaggeaacag

acactggcaa

gaaatcgtct

caggtcaaca

ctgccgaaga

tacggaggat

aagggaaaga

agaagcagcet

aagaaggace

aagagaatgc

aagtacgtca

gacaacgaac

gaacagatca

ctgagcgcat

cacctgttca

atcgacagaa

agcatcacag

ggaageeega

FEESE A0101

aggteatcac

aggtcagaga

gaacageact

aggtctacga

caaagtactt

acggagaaat

gggacaagyes

tcgtcaagaa

gaaacagega

tcgacagece

gcaagaagct

tcgaaaagaa

tgatcatcaa

tggcaagegce

acttectgta

agaagcagcet

gcgaattcag

acaacaagcad

cactgacaaa

agagatacac

gactgtacga

agaagaagag

actgaagagce

aatcaacaac

gatcaagaag

cgtcagaaag

cttetacage

cagaaagaga

aagagactte

gacagaagtc

caagetgate

gacagtcgea

gaagagegtc

cecgategac

gctgccgaag

aggagaactg

cctggcaage

gttcgtcgaa

caagagagtc

cagagacaag

CCctgggagca

aagcacaaag

aacaagaatc

aaaggtctag

$F1758 - H234B(F3IK)

2830

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

1132052376-0



<220>
<221> IR

202507011

<223> [FERE" ALyl ik G
LR

<400> 705
gggucccgea

auucggauce

cgucggaugg

gggaaacaca

cggagaaaca

aaagaacaga

cagcuucuuc

acacccgauc

cuaccaccug

ceuggcacug

cecggacaac

guucgaagaa

acugagcaag

cggacuguue

cuucgaccug

ggacaaccug

ceugagegac

accgeugage

gaaggcacug

caagaacgga

caucaagecg

agaagaccug

113136358

gucggeguce

gecaccaugg

gcagucauca

gacagacaca

gcagaageaa

aucugcuacce

cacagacugg

uucggaaaca

agaaagaage

gcacacauga

agcgacgucg

aacccgauca

agcagaagac

ggaaaccuga

gcagaagacg

cuggcacaga

gcaauccuge

gcaagcauga

glucagacage

uacgcaggau

auccuggaaa

cugagaaage

ageggeucug

acaagaagua

cagacgaaua

gcaucaagaa

caagacugaa

ugcaggaaau

aagaaageuu

ucgucgacga

uggucgacag

ucaaguucag

acaagcuguu

acgcaageygg

uggaaaaccu

ucgeacugag

caaagcugea

ucggagacca

ugagcgacau

ucaagagaua

ageugecgga

acaucgacgg

agauggacgg

agagaacauu

cuuguucgug

cagcaucgga

caaggucccg

gaaccugauc

gagaacagea

cuucagcaac

ccluggucgaa

agucgeauac

cacagacaag

aggacacuuc

cauccageug

aglucgacgea

gaucgeacag

cclgggacug

gcugageaag

glacgeagac

ccugagaguc

cgacgaacac

aaaguacaag

aggageaage

aacagaagaa

cgacaacgga

FEESE A0101

ugligugucgu

cuggacaucg

agcaagaagl

ggagcacuge

agaagaagal

gaaauggceaa

gaagacaaga

cacgaaaagl

gcagaccuga

cugaucgaag

guccagacau

aaggeaauce

cugeeggegag

acaccgaacu

gacacauacg

cuguuccugg

adcacdagaad

caccaggace

gaaaucuucu

caggaagaal

cugcugguca

ageauccege

ugcaggeeuu

gaacaaacag

ucaagguccu

uguucgacag

acacaagaag

aggucgacga

agcacgaaag

acccgacaau

gacugaucua

gagaccugaa

acaaccagcu

ugagegeaag

aaaagaagaa

ucaagageaa

acgacgaccl

cagcaaagaa

ucacaaaggce

ugacacugeu

ucgaccagag

ucuacaaguu

agcugaacag

accagaucca

#1768 - H234B(FIIK)

60

120

180

240

300

360

420

480

540

600

660

720

730

840

900

960

1020

1080

1140

1200

1260

1320

1132052376-0



ccugggagaa

caacagagaa

ggeaagagga

gliggaacuuc

gacaaacuuc

cgdaauacuuc

aaagecggea

aaacagaaag

cgacageguc

cgaccugeug

ccuggaagac

acugaagaca

auacacagga

cggaaagaca

gcugauccac

acagggagac

gggaauccug

gccggaaaac

gaacageaga

ccugaaggaa

ceugeagaac

cuacgacguc

gguccugaca

cgucaagaag

aaaguucgac

113136358

202507011

cugcacgeaa

aagaucgaaa

aacagcagau

gaagaagucg

gacaagaacce

acagucuaca

uuceugageg

gucacaguca

gaaaucageg

adagaucauca

aucguccuga

uacgcacace

uggggaagac

auccuggacu

gacgacagee

agecugeacg

cagacaguca

aucgucaucg

gaaagaauga

cacceggucyg

ggaagagaca

gaccacaucg

agaagegaca

augaagaacu

aaccugacaa

uccugagaag

agauccugac

ucgeauggau

ucgacaaggy

ugcegaacga

acgaacugac

gagaacagaa

agcagcugaa

gagucgaaga

aggacaagga

cacugacacu

uguucgacga

ugagcagaaa

uccugaagag

ugacauucaa

aacacaucgc

aggucgucga

aaauggcaag

agagaaucga

adadacacaca

uguacgucga

uccegeagag

agaacagagg

acliggagaca

aggeagagag

acaggaagac

auucagaauc

gacaagaaag

agcaagegea

aaagguccug

aaaggucaag

gaaggcaauc

ggaagacuac

cagauucaac

cuuccuggac

guucgaagac

caaggucaug

gcugaucaac

cgacggauuc

ggaagacauc

aaaccuggea

cgaacugguc

agaaaaccag

agaaggaauc

gcugcagaac

ccaggaacug

cuuccugaag

aaagagegac

gcugeugaac

aggaggacug

FEESE A0101

uucuacccgu

ccguacuacg

agcgaagaaa

cagagcuuca

ccgaageaca

uacgucacag

gucgaccuge

uucaagaaga

gecaagecugg

aacgaagaaa

agagaaauga

aagcagcuga

ggaaucagag

gcaaacagaa

cagaaggcac

ggaageccgy

aaggucaugg

acaacacaga

aaggaacugg

gaaaageugu

gacaucaaca

gacgacagea

aacgucccga

gcaaageuga

agegaacugg

uccugaagga

ucggaccgeu

caaucacacc

ucgaaagaau

gecugeugua

aaggaaugag

uguucaagac

ucgaaugeuu

gadacauacca

acgaagacau

ucgaagaaag

agagaagaag

acaagcagag

acuucaugea

aggucagegg

caaucaagaad

gaagacacaa

agggacagaa

gaagecagau

accuguacua

gacugagega

ucgacaacaa

gcgaagaagu

ucacacagag

acaaggcagg

$F1778 - #2348 (FIIK)

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

1132052376-0



auucaucaag

ggacageaga

caucacacug

cagagaaalc

agcacugauc

cuacgacguc

guacuucuuc

agaaaucaga

caagggaaga

caagaagaca

cagcgacaag

cageecgaca

gaageugaag

aaagaacccg

caucaageug

aagegeagga

ceuguaceug

gcageuguue

auucagcaag

caagcacaga

gacaaaccug

auacacaagce

glacgaaaca

gaagagaaag

gagaaagaaa

113136358

202507011

agacagcugg

augaacacaa

aagagcaage

aacaacuacce

aagaaguacce

agaaagauga

uacagcaaca

aagagaccge

gacuucgeaa

gaaguccaga

cugaucgeaa

gucgeauaca

agegucaagg

aucgacuucce

ccgaaguaca

gaacugeaga

gcaageeacu

gucgaacage

agagucaucce

gacaageega

ggageaccgyg

acaaaggaag

agaaucgacce

gucuageuag

augaagauca

ucgaaacaag

agliacgacga

uggucagega

accacgcaca

cgaagcugga

ucgcaaagag

ucaugaacuu

ugaucgaaac

cagucagaaa

caggaggauu

gaaagaagga

geguccuggu

aacugcuggg

uggaageaaa

gecuguucga

agggaaacga

acgaaaagcu

acdagcacua

uggeagacge

ucagagaaca

cagcauucaa

uccuggacge

ugagecageu

ccaucacauu

audagcuuauu

acdagaucaca

aaacgacaag

cuucagaaag

cgacgeauac

aagcgaauuc

cgaacaggaa

cuucaagaca

aaacggagaa

gguccugage

cagcaaggaa

cugggacecg

cglicgcaaag

aaucacaauc

gggalacaag

aclggaaaac

aclggeacug

gaagggaage

ccluggacgaa

aaaccuggac

ggcagaaaac

guacuucgac

aacacugauc

gggaggagac

uaaadagcauc

caucucuuuu

FEESE A0101

aagcacgucg

cugaucagag

gacuuccagu

cugaacgeag

gucuacggag

aucggaaagg

gaaaucacac

acaggagaaa

augcegeagg

ageauccuge

aagaaguacg

gucgaaaagg

auggaaagaa

gaagucaaga

ggaagaaaga

ccgageaagl

ccggaagaca

aucaucgaac

aagguccuga

aucauccacc

acaacaaucg

caccagagea

ggaggaggad

ucagcecuace

ucuuuuucgu

cacagauccu

aagucaaggl

ucuacaaggu

ucgucggaac

acuacaagglu

caacagcaad

uggeaaacgg

ucgucuggga

ucaacaucgu

cgaagagaaa

gaggauucga

gaaagageaa

gcageuucga

aggaccugau

gaaugcugee

acgucaacuu

acgaacagaa

agaucagega

gcgeauacaa

uguucacacu

acagaaagag

ucacaggacu

gcecgaagaa

augagaauaa

ugguguaaag

$£178H - H234H(FIIK)

2830

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4260

4320

1132052376-0



202507011

ccdacdacccCu gucuaaddaa cauadauuuc uuuaaucauu uugccucuuu ucucugugcu

ucaauuddua daaaduggdd dgaacCucCgd gaddaadddad ddddddadda ddaddddadd

dddddddadd dddddddddd dadddadddd ddddddaddd adddaddadd dddddadada

<210> 706

<400> 706

000

<210> 707

<400> 707

000

<210> 708

<400> 708

000

<210> 709

<400> 709

000

<210> 710

<400> 710

000

<210> 711

<400> 711

000

<210> 712

<400> 712
000

113136358

FEESE A0101

$F1798 - H234B(FIIK)

4380

4440

4500

4501

1132052376-0



202507011

210> 713
<400> 713
000
210> 714
<400> 714
000
210> 715
<400> 715
000
<210> 716
<400> 716
000
210> 717
<400> 717
000
<210> 718
<400> 718
000
<210> 719
<400> 719
000
<210> 720

<400> 720
000

113136358 FEHH3E A0101 #1808 - #234B(F3%H) 1132052376-0



202507011

210> 721
<400> 721
000
210> 722
<400> 722
000
<210> 723
<400> 723
000
210> 724
<400> 724
000
210> 725
<400> 725
000
<210> 726
<400> 726
000
210> 727
<400> 727
000
<210> 728
<400> 728

000

<210> 729

113136358 FEHH3E A0101 £181H - #234B(F3%H) 1132052376-0



202507011

<400> 729
000
<210> 730
<400> 730
000
<210> 731
<400> 731
000
<210> 732
<400> 732
000
<210> 733
<400> 733
000
210> 734
<400> 734
000
<210> 735
<400> 735
000
<210> 736
<400> 736
000
210> 737

<400> 737
000

113136358 FEHH3E A0101 £1828 - #234B(F3%H) 1132052376-0



202507011

<210> 738
<400> 738
000
<210> 739
<400> 739
000
<210> 740
<400> 740
000
<210> 741
<400> 741
000
<210> 742
<400> 742
000
<210> 743
<400> 743
000
<210> 744
<400> 744
000
<210> 745

<400> 745
000

113136358 FEHH3E A0101 #1838 - #234B(F3%H) 1132052376-0



202507011

<210> 746
<400> 746
000
210> 747
<400> 747
000
<210> 748
<400> 748
000
<210> 749
<400> 749
000
<210> 750
<400> 750
000
<210> 751
<400> 751
000
210> 752
<400> 752
000
<210> 753
<400> 753

000

<210> 754

113136358 FEHH3E A0101 £1848 - #234B(F3%H) 1132052376-0



202507011

<400> 754
000
<210> 755
<400> 755
000
<210> 756
<400> 756
000
210> 757
<400> 757
000
<210> 758
<400> 758
000
<210> 759
<400> 759
000
<210> 760
<400> 760
000
<210> 761
<400> 761
000
<210> 762

<400> 762
000

113136358 FEHH3E A0101 #1858 - #234B(F3%H) 1132052376-0



202507011

<210> 763
<400> 763
000
<210> 764
<400> 764
000
<210> 765
<400> 765
000
<210> 766
<400> 766
000
<210> 767
<400> 767
000
<210> 768
<400> 768
000
<210> 769
<400> 769
000
<210> 770

<400> 770
000

113136358 FEHH3E A0101 £186H - #234B(F3RH) 1132052376-0



202507011

210> 771
<400> 771
000
210> 772
<400> 772
000
210> 773
<400> 773
000
Q210> 774
<400> 774
000
210> 775
<400> 775
000
<210> 776
<400> 776
000
Q210> 777
<400> 777
000
210> 778
<400> 778

000

<210> 779

113136358 FEHH3E A0101 £1878 - #234B(F3%H) 1132052376-0



202507011

<400> 779
000
<210> 780
<400> 780
000
<210> 781
<400> 781
000
<210> 782
<400> 782
000
<210> 783
<400> 783
000
<210> 784
<400> 784
000
<210> 785
<400> 785
000
<210> 786
<400> 786
000
<210> 787

<400> 787
000

113136358 FEHH3E A0101 £188H - #234B(F3%H) 1132052376-0



202507011

<210> 788
<400> 788
000
<210> 789
<400> 789
000
<210> 790
<400> 790
000
<210> 791
<400> 791
000
<210> 792
<400> 792
000
<210> 793
<400> 793
000
<210> 794
<400> 794
000
<210> 795

<400> 795
000

113136358 FEHH3E A0101 #1898 - #234B(F3%H) 1132052376-0



202507011

<210> 796

<400> 796
000

<210> 797

<400> 797
000

<210> 798

<400> 798
000

<210> 799

<400> 799
000

<210> 800
211> 6

<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 800
aauaaa 6

<210> 801
211> 6

<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 801
uauaaa 6

113136358 FEME% A0L01 21908 - H234B(F3I%) 1132052376-0



202507011

<210> 802

211> 6

<212> RNA

Q213> AT

<220>

<221> IR

<223> [FHRE=" A LAl sl Ay
B

<400> 802

akuaaa 6

<210> 803

<400> 803

000

<210> 804

<400> 804

000

<210> 805

<400> 805

000

<210> 806

<400> 806

000

<210> 807

<400> 807

000

<210> 808

<400> 808

000

113136358 FEME% A0L01 21018 - H234B(FAI%) 1132052376-0



202507011

<210> 809
<400> 809
000
<210> 810
<400> 810
000
<210> 811
<400> 811
000
<210> 812
<400> 812
000
<210> 813
<400> 813
000
<210> 814
<400> 814
000
<210> 815
<400> 815
000
<210> 816

<400> 816
000

113136358 FEHH3E A0101 £1928 - #234B(F3%H) 1132052376-0



202507011

<210> 817
<400> 817
000
<210> 818
<400> 818
000
<210> 819
<400> 819
000
<210> 820
<400> 820
000
<210> 821
<400> 821
000
<210> 822
<400> 822
000
<210> 823
<400> 823
000
<210> 824
<400> 824

000

<210> 825

113136358 FEHH3E A0101 #1938 - #234B(F3%H) 1132052376-0



202507011

<400> 825
000
<210> 826
<400> 826
000
<210> 827
<400> 827
000
<210> 828
<400> 828
000
<210> 829
<400> 829
000
<210> 830
<400> 830
000
<210> 831
<400> 831
000
<210> 832
<400> 832
000
<210> 833

<400> 833
000

113136358 FEHH3E A0101 £1948 - #234B(F3%H) 1132052376-0



202507011

<210> 834
<400> 834
000
<210> 835
<400> 835
000
<210> 836
<400> 836
000
<210> 837
<400> 837
000
<210> 838
<400> 838
000
<210> 839
<400> 839
000
<210> 840
<400> 840
000
<210> 841

<400> 841
000

113136358 FEHH3E A0101 #1958 - #234B(F3%H) 1132052376-0



202507011

<210> 842
<400> 842
000
<210> 843
<400> 843
000
<210> 844
<400> 844
000
<210> 845
<400> 845
000
<210> 846
<400> 846
000
<210> 847
<400> 847
000
<210> 848
<400> 848
000
<210> 849
<400> 849

000

<210> 850

113136358 FEHH3E A0101 #1968 - #234B(F3%H) 1132052376-0



202507011

<400> 850
000
<210> 851
<400> 851
000
<210> 852
<400> 852
000
<210> 853
<400> 853
000
<210> 854
<400> 854
000
<210> 855
<400> 855
000
<210> 856
<400> 856
000
<210> 857
<400> 857
000
<210> 858

<400> 858
000

113136358 FEHH3E A0101 £1978 - #234B(F3%H) 1132052376-0



202507011

<210> 859
<400> 859
000
<210> 860
<400> 860
000
<210> 861
<400> 861
000
<210> 862
<400> 862
000
<210> 863
<400> 863
000
<210> 864
<400> 864
000
<210> 865
<400> 865
000
<210> 866

<400> 866
000

113136358 FEHH3E A0101 £198E - #234B(F3%H) 1132052376-0



202507011

<210> 867
<400> 867
000
<210> 868
<400> 868
000
<210> 869
<400> 869
000
<210> 870
<400> 870
000
<210> 871
<400> 871
000
<210> 872
<400> 872
000
<210> 873
<400> 873
000
210> 874
<400> 874

000

<210> 875

113136358 FEHH3E A0101 #1998 - #234B(F3%H) 1132052376-0



202507011

<400> 875
000
<210> 876
<400> 876
000
<210> 877
<400> 877
000
<210> 878
<400> 878
000
<210> 879
<400> 879
000
<210> 880
<400> 880
000
<210> 881
<400> 881
000
<210> 882
<400> 882
000
<210> 883

<400> 883
000

113136358 FEHH3E A0101 2008 - #2348B(F3%H) 1132052376-0



202507011

<210> 884
<400> 884
000
<210> 885
<400> 885
000
<210> 886
<400> 886
000
<210> 887
<400> 887
000
<210> 888
<400> 888
000
<210> 889
<400> 889
000
<210> 890
<400> 890
000
<210> 891

<400> 891
000

113136358 FEHH3E A0101 E201E - #2348B(F3%H) 1132052376-0



202507011

<210> 892
<400> 892
000
<210> 893
<400> 893
000
<210> 894
<400> 894
000
<210> 895
<400> 895
000
<210> 896
<400> 896
000
<210> 897
<400> 897
000
<210> 898
<400> 898
000
<210> 899
<400> 899

000

<210> 900

113136358 FEHH3E A0101 £2028 - #234B(F3%H) 1132052376-0



202507011

<400> 900
000
<210> 901
<400> 901
000
<210> 902
<400> 902
000
<210> 903
<400> 903
000
<210> 904
<400> 904
000
<210> 905
<400> 905
000
<210> 906
<400> 906
000
<210> 907
<400> 907
000
<210> 908

<400> 908
000

113136358 FEHH3E A0101 22038 - #234B(F3%H) 1132052376-0



202507011

<210> 909
<400> 909
000
<210> 910
<400> 910
000
<210> 911
<400> 911
000
<210> 912
<400> 912
000
<210> 913
<400> 913
000
<210> 914
<400> 914
000
<210> 915
<400> 915
000
<210> 916

<400> 916
000

113136358 FEHH3E A0101 E2048 - #234B(F3RH) 1132052376-0



202507011

<210> 917
<400> 917
000
<210> 918
<400> 918
000
<210> 919
<400> 919
000
<210> 920
<400> 920
000
<210> 921
<400> 921
000
<210> 922
<400> 922
000
<210> 923
<400> 923
000
<210> 924
<400> 924

000

<210> 925

113136358 FEHH3E A0101 2058 - #234B(F3%) 1132052376-0



202507011

<400> 925
000
<210> 926
<400> 926
000
<210> 927
<400> 927
000
<210> 928
<400> 928
000
<210> 929
<400> 929
000
<210> 930
<400> 930
000
<210> 931
<400> 931
000
<210> 932
<400> 932
000
<210> 933

<400> 933
000

113136358 FEHH3E A0101 H£206E - #234B(F3R) 1132052376-0



202507011

<210> 934
<400> 934
000
<210> 935
<400> 935
000
<210> 936
<400> 936
000
<210> 937
<400> 937
000
<210> 938
<400> 938
000
<210> 939
<400> 939
000
<210> 940
<400> 940
000
<210> 941

<400> 941
000

113136358 FEHH3E A0101 E2078 - #234B(F3RH) 1132052376-0



202507011

<210> 942
<400> 942
000
<210> 943
<400> 943
000
<210> 944
<400> 944
000
<210> 945
<400> 945
000
<210> 946
<400> 946
000
<210> 947
<400> 947
000
<210> 948
<400> 948
000
<210> 949
<400> 949

000

<210> 950

113136358 FEHH3E A0101 2088 - #234B(F3%) 1132052376-0



202507011

<400> 950
000
<210> 951
<400> 951
000
<210> 952
<400> 952
000
<210> 953
<400> 953
000
<210> 954
<400> 954
000
<210> 955
<400> 955
000
<210> 956
<400> 956
000
<210> 957
<400> 957
000
<210> 958

<400> 958
000

113136358 FEHH3E A0101 £2098 - #234B(F3%H) 1132052376-0



202507011

<210> 959
<400> 959
000
<210> 960
<400> 960
000
<210> 961
<400> 961
000
<210> 962
<400> 962
000
<210> 963
<400> 963
000
<210> 964
<400> 964
000
<210> 965
<400> 965
000
<210> 966

<400> 966
000

113136358 FEHH3E A0101 £2108 - #234B(F3%H) 1132052376-0



202507011

<210> 967
<400> 967
000
<210> 968
<400> 968
000
<210> 969
<400> 969
000
<210> 970
<400> 970
000
<210> 971
<400> 971
000
<210> 972
<400> 972
000
<210> 973
<400> 973
000
<210> 974
<400> 974

000

<210> 975

113136358 FEHH3E A0101 £2118E - #234B(F3%H) 1132052376-0



202507011

<400> 975
000
<210> 976
<400> 976
000
210> 977
<400> 977
000
<210> 978
<400> 978
000
<210> 979
<400> 979
000
<210> 980
<400> 980
000
<210> 981
<400> 981
000
<210> 982
<400> 982
000
<210> 983

<400> 983
000

113136358 FEHH3E A0101 E2128 - #234B(F3RH) 1132052376-0



202507011

<210> 984
<400> 984
000
<210> 985
<400> 985
000
<210> 986
<400> 986
000
<210> 987
<400> 987
000
<210> 988
<400> 988
000
<210> 989
<400> 989
000
<210> 990
<400> 990
000
<210> 991

<400> 991
000

113136358 FEHH3E A0101 2138 - #234B(F3RH) 1132052376-0



202507011

<210> 992
<400> 992
000
<210> 993
<400> 993
000
<210> 994
<400> 994
000
<210> 995
<400> 995
000
<210> 996
<400> 996
000
<210> 997
<400> 997
000
<210> 998
<400> 998
000
<210> 999
<400> 999

000

<210> 1000

113136358 FEHH3E A0101 F2148 - #234B(F3%H) 1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

1000

1001

1001

1002

1002

1003

1003

1004

1004

1005

1005

1006

1006

1007

1007

1008

1008

113136358

FEESE A0101

$2158 - H234H(F3IK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

1009

1009

1010

1010

1011

1011

1012

1012

1013

1013

1014

1014

1015

1015

1016

1016

113136358

FEESE A0101

$216H - H234H(F3IK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

1017

1017

1018

1018

1019

1019

1020

1020

1021

1021

1022

1022

1023

1023

1024

1024

1025

113136358

FEESE A0101

$2178 - #H234B(F3IK)

1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

1025

1026

1026

1027

1027

1028

1028

1029

1029

1030

1030

1031

1031

1032

1032

1033

1033

113136358

FEESE A0101

2188 - H234H(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

1034

1034

1035

1035

1036

1036

1037

1037

1038

1038

1039

1039

1040

1040

1041

1041

113136358

FEESE A0101

$2198 - H234H(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

1042

1042

1043

1043

1044

1044

1045

1045

1046

1046

1047

1047

1048

1048

1049

1049

1050

113136358

FEESE A0101

82208 - H234H(F3IK)

1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

1050

1051

1051

1052

1052

1053

1053

1054

1054

1055

1055

1056

1056

1057

1057

1058

1058

113136358

FEESE A0101

§2218 - #H234B(F3IK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

1059

1059

1060

1060

1061

1061

1062

1062

1063

1063

1064

1064

1065

1065

1066

1066

113136358

FEESE A0101

82228 - H234H(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

1067

1067

1068

1068

1069

1069

1070

1070

1071

1071

1072

1072

1073

1073

1074

1074

1075

113136358

FEESE A0101

852238 - H234H(FIIK)

1132052376-0



202507011

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

1075

1076

1076

1077

1077

1078

1078

1079

1079

1080

1080

1081

1081

1082

1082

1083

1083

113136358

FEESE A0101

§2248 - H234H(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

1084

1084

1085

1085

1086

1086

1087

1087

1088

1088

1089

1089

1090

1090

1091

1091

113136358

FEESE A0101

82258 - H234H(FIIK)

1132052376-0



202507011

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

1092

1092

1093

1093

1094

1094

1095

1095

1096

1096

1097

1097

1098

1098

1099

1099

1100

113136358

FEESE A0101

852268 - H234H(FIIK)

1132052376-0



202507011

<400> 1100
000
<210> 1101
<400> 1101
000
<210> 1102
<400> 1102
000
<210> 1103
<400> 1103
000
<210> 1104
<400> 1104
000
<210> 1105
<400> 1105
000
<210> 1106
<400> 1106
000
<210> 1107
<400> 1107
000
<210> 1108

<400> 1108
000

113136358 FEHH3E A0101 E278 - #234B(FARH) 1132052376-0



202507011

<210> 1109
<400> 1109
000
<210> 1110
<400> 1110
000
<210> 1111
<400> 1111
000
<210> 1112
<400> 1112
000
<210> 1113
<400> 1113
000
<210> 1114
<400> 1114
000
<210> 1115
<400> 1115
000
<210> 1116

<400> 1116
000

113136358 FEHH3E A0101 2288 - #234B(FARH) 1132052376-0



202507011

<210> 1117
<400> 1117
000
<210> 1118
<400> 1118
000
<210> 1119
<400> 1119
000
<210> 1120
<400> 1120
000
<210> 1121
<400> 1121
000
<210> 1122
<400> 1122
000
<210> 1123
<400> 1123
000
<210> 1124
<400> 1124

000

<210> 1125

113136358 FEHH3E A0101 2298 - #234B(FARH) 1132052376-0



202507011

<400> 1125
000

<210> 1126

<400> 1126
000

<210> 1127

<400> 1127
000

<210> 1128

<400> 1128
000

<210> 1129
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 1129
gaglccgage agaagaagaa 20

<210> 1130
<211> 20
<212> RNA
Q213> ALFY

<220>

<221> ZKJH

223> [FEREE" N TP F sl SRy
B

<400> 1130
gacCCeCUCe accecgecuc 20

113136358 FEHH3E A0101 22308 - #234B(F3%H) 1132052376-0



202507011

<210> 1131
<211> 18
<212> PRT
213> AT

<220>

<221> IR

<223> [FHRE=" A LAl sl Ay
AR

<400> 1131
Glu Gly Arg Gly Ser Leu Leu Thr Cys Gly Asp Val Glu Glu Asn Pro
1 5 10 15

Gly Pro

<210> 1132
<211> 19
<212> PRT
213> AT

<220>

<221> IR

<223> [FHRE=" A LAl sl Ay
AR

<400> 1132
Ala Thr Asn Phe Ser Leu Leu Lys Gln Ala Gly Asp Val Glu Glu Asn
1 5 10 15

Pro Gly Pro

<210> 1133
<211> 20
<212> PRT
213> AT

<220>

<221> IR

<223> [FHRE=" A LAl sl Ay
AR

<400> 1133
Gln Cys Thr Asn Tyr Ala Leu Leu Lys Leu Ala Gly Asp Val Glu Ser

113136358 FEHH3E A0101 #2318 - #234B(F3RH) 1132052376-0



202507011

Asn Pro Gly Pro
20

<210> 1134
<211> 22
<212> PRT
213> AT

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

Hj( "
<400> 1134
Val Lys Gln Thr Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val
1 5 10 15

Glu Ser Asn Pro Gly Pro
20

<210> 1135
<211> 21

<212> PRT
213> AT

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

Hj( "
<400> 1135
Gly Ser Gly Glu Gly Arg Gly Ser Leu Leu Thr Cys Gly Asp Val Glu
1 5 10 15

Glu Asn Pro Gly Pro
20

<210> 1136
<211> 22
<212> PRT
213> AT

113136358 FEHH3E A0101 £2328 - #234B(FA%H) 1132052376-0



202507011

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

Hj( "
<400> 1136
Gly Ser Gly Ala Thr Asn Phe Ser Leu Leu Lys Gln Ala Gly Asp Val
1 5 10 15

Glu Glu Asn Pro Gly Pro
20

<210> 1137
<211> 23
<212> PRT
213> AT

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

Hj( "
<400> 1137
Gly Ser Gly Gln Cys Thr Asn Tyr Ala Leu Leu Lys Leu Ala Gly Asp
1 5 10 15

Val Glu Ser Asn Pro Gly Pro
20

<210> 1138
<211> 25
<212> PRT
213> AT

<220>
<221> IR
<223> [FHRE=" A LAl sl Ay

Hj( "
<400> 1138
Gly Ser Gly Val Lys Gln Thr Leu Asn Phe Asp Leu Leu Lys Leu Ala
1 5 10 15

Gly Asp Val Glu Ser Asn Pro Gly Pro
20 25

113136358 FEHH3E A0101 £2338 - #234B(F3RH) 1132052376-0



202507011

113136358 FEHH3E A0101 2348 - #234B(F3RH) 1132052376-0



202507011

[S5OHEGE S A =E ]
(AR ) —fERIERIE SR 2 ML 2 B AT T A dlftEs s HE A
REES 2 J57%  HEEHET
i) gRNA » HEESEHLITE 2P
a) BLEE S FSEQIDNO : 2~ SEQIDNO : 8 ~ SEQIDNO : 13~ SEQ IDNO :

19 ~ SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQID NO : 32 %SEQ
IDNO : 3340k 2 BE 2 5 B £7095% ~ 90% ~ 85% ~ 80%3K75%— 2142 P51 ;

b) BEEMSEQIDNO : 2~ SEQIDNO : 8  SEQIDNO : 13 ~ SEQIDNO :
19 ~ SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQID NO : 32 %SEQ
IDNO : 338Hp Z BEZ FPoll2 227017 ~ 18 ~ 198Q0{FEH L T

¢) #EEMSEQIDNO : 34~ SEQIDNO : 40 ~ SEQIDNO : 45~ SEQIDNO :
51 ~ SEQIDNO : 60 ~ SEQIDNO : 61 ~ SEQIDNO : 63 ~ SEQIDNO : 64 ~ SEQ
IDNO : 65~ SEQIDNO : 66 ~ SEQIDNO : 72 ~ SEQIDNO : 77 ~ SEQIDNO :
83~ SEQIDNO : 92 ~ SEQIDNO : 93 ~ SEQIDNO : 95 ~ SEQIDNO : 96 F;SEQ
ID NO : 974HRk 2 B2 FFA1

d) BIEEHHSEQID NO : 2-SEQIDNO : 3345k 2 B 2 P HAH 2/095% ~
90% -~ 85% ~ 80%EK75%—F M FH ;

e) BEEMSEQ ID NO : 2-SEQ ID NO : 334Hpk 2 BE Vol /017 ~ 18 ~
195R0{EHA AL HEE

f) BEEHSEQ ID NO : 34-SEQ ID NO : 974Hpk 7 B 551

g) BFIHHSEQ ID NO : 2-SEQ ID NO : 33Fr5I[58 & B RRS FEAE 2 15 ([ 4E
e+~ 10{8% B BE G4l < P51

h) B H FSEQ ID NO : 98-SEQ ID NO : 119405k < B~ FR 7 H A 27095%
90% -~ 85% ~ 80%EK75%—F M FH ;

F1HE - 3 14 HEHIHEEAEE)
FCP-072421

113136358 FEESE A0101 1132052376-0



202507011

i) #EEMSEQIDNO : 98-SEQIDNO : 1194Hkk 7 BE 2 P32 /017 ~ 18
1950 BIATRERZH L »

i) BEEMSEQID NO : 120-SEQID NO : 16340k BEZ FEH

ii) FIRNAS[ZE ZDNAGEH] @ K

i) BRI AR 2 RS

fRE i RF 5% 4 B5 22 R 2 IR 2 A B4 A\ % 15 L AR =Raf i < B E B AN E
1o

%

[F5oRTH2] —HE1ErE T AREECAf R - O E O ERB R ZF LI 2 T

% HEEKT

i) gRNA » HEESEHLITNEZF

a) BiEEE HSEQIDNO : 2~ SEQIDNO : 8 - SEQIDNO : 13 ~ SEQIDNO :
19 ~ SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQID NO : 32 %SEQ
IDNO : 3340k 2 BE 2 5 B £7095% ~ 90% ~ 85% ~ 80%3K75%— 2142 P51 ;

b) BEEMSEQIDNO : 2~ SEQIDNO : 8  SEQIDNO : 13 ~ SEQIDNO :
19 ~ SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQID NO : 32 %SEQ
IDNO : 338Hp Z BEZ FPoll2 227017 ~ 18 ~ 198Q0{FEH L T

¢) #EEMSEQIDNO : 34~ SEQIDNO : 40 ~ SEQIDNO : 45~ SEQIDNO :
51 ~ SEQIDNO : 60 ~ SEQIDNO : 61 ~ SEQIDNO : 63 ~ SEQIDNO : 64 ~ SEQ
IDNO : 65~ SEQIDNO : 66 ~ SEQIDNO : 72 ~ SEQIDNO : 77 ~ SEQIDNO :
83~ SEQIDNO : 92 ~ SEQIDNO : 93 ~ SEQIDNO : 95 ~ SEQIDNO : 96 F;SEQ
ID NO : 974HRk 2 B2 FFA1

d) BIEEHHSEQID NO : 2-SEQIDNO : 3345k 2 B 2 P HAH 2/095% ~
90% -~ 85% ~ 80%EK75%—F M FH ;

e) EEHMSEQ ID NO : 2-SEQ ID NO : 334Hp% ~ B ol 2 /017 ~ 18 »

2 0 3 14 HEHIHEEEAEE)
FCP-072421
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195R0{EHA AL HEE

f) BEEMHSEQ ID NO : 34-SEQID NO : 97405k BEV 551 5 R

g) BEEHHFSEQ ID NO : 2-SEQ ID NO : 3377128 7 B NG REAE 2 1 S
ERZE - 108 Tl 2 P51

i) FHRNAS 2 DNASESH] 5 K

il ) Bt EZERZ I mEFI 2 BEEE

(eI AE %15 £ ARt R R Z EIR LK -

[ FEKTH3 ) — A IR AR A SRR RT R B ARl 2 7% - HEE

i

i) gRNA » HEESEHLITNEZF

a) BiEEE HSEQIDNO : 2~ SEQIDNO : 8 - SEQIDNO : 13 ~ SEQIDNO :
19 ~ SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQID NO : 32 %SEQ
IDNO : 3340k 2 BE 2 5 B £7095% ~ 90% ~ 85% ~ 80%3K75%— 2142 P51 ;

b) BEEMSEQIDNO : 2~ SEQIDNO : 8  SEQIDNO : 13 ~ SEQIDNO :
19 ~ SEQIDNO : 28 ~ SEQIDNO : 29 ~ SEQIDNO : 31 ~ SEQID NO : 32 %SEQ
IDNO : 338Hp Z BEZ FPoll2 227017 ~ 18 ~ 198Q0{FEH L T

¢) #EEMSEQIDNO : 34~ SEQIDNO : 40 ~ SEQIDNO : 45~ SEQIDNO :
51 ~ SEQIDNO : 60 ~ SEQIDNO : 61 ~ SEQIDNO : 63 ~ SEQIDNO : 64 ~ SEQ
IDNO : 65~ SEQIDNO : 66 ~ SEQIDNO : 72 ~ SEQIDNO : 77 ~ SEQIDNO :
83~ SEQIDNO : 92 ~ SEQIDNO : 93 ~ SEQIDNO : 95 ~ SEQIDNO : 96 F;SEQ
ID NO : 974HRk 2 B2 FFA1

d) BIEEHHSEQID NO : 2-SEQIDNO : 3345k 2 B 2 P HAH 2/095% ~
90% -~ 85% ~ 80%EK75%—F M FH ;

e) EEHMSEQ ID NO : 2-SEQ ID NO : 334Hp% ~ B ol 2 /017 ~ 18 »

F3H - 3 14 HEHIHEEAEE)
FCP-072421

113136358 FEESE A0101 1132052376-0
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198Q0{EAT L HEE

f) #EEHSEQ ID NO : 34-SEQ ID NO : 974Hpk > B %1 + K

g) EEHHISEQ ID NO : 2-SEQ ID NO : 33f751[8 2 ELRAGREAE 2 1 5([ 7
EH B - 10(ERHEE < P51

ii) FHRNAG [ ZDNASESH] 5 K

i) EEF RIS RGP 2 E5EE

(e MALZ IR AR AR A SRR R %GR -

[35°KIE4) WA RIA1 B3 E—THAT Il /77 » H % gRNARL & H
DU 4AR > B B85 : SEQIDNO : 2~ SEQIDNO : 3 ~ SEQIDNO : 4
SEQIDNO : 5+ SEQIDNO : 6 ~ SEQIDNO : 7~ SEQIDNO : 8 + SEQIDNO :
9+ SEQIDNO : 10 ~ SEQIDNO : 11 ~ SEQIDNO : 12 ~ SEQIDNO : 13 ~ SEQ
IDNO : 14~ SEQIDNO : 15+ SEQIDNO : 16 ~ SEQIDNO : 17 ~ SEQID NO :
18 ~ SEQIDNO : 19 ~ SEQIDNO : 20 ~ SEQIDNO : 21 ~ SEQIDNO : 22 + SEQ
IDNO : 23 ~ SEQIDNO : 24 ~ SEQIDNO : 25 ~ SEQIDNO : 26 ~ SEQID NO :
27~ SEQIDNO : 28 ~ SEQIDNO : 29 » SEQIDNO : 30 ~ SEQIDNO : 31 + SEQ
IDNO : 32%SEQIDNO : 33 -

[35°KIES ] d0EEKIH1 B4R E—IERFTIL Y J702% - HAFZ AR ERE N

aAoKIE6] WEROKIE | EATE—IEFTIL 2 507k » HoaZ Jy A A sVE

[E5°KTH7) WEF KA 26 FE—IERT I J7 % » R aZgRNASGE & [ A
frEAHARTARS (protospacer adjacent motif ; PAM) _Fifif Z &35

[ 35°KIE8 ] WEEKIATHTAL 2 J70% » HAaZ PAM{%ZE HNGG ~ NNGRRT -
NNGRR(N) * NNAGAAW + NNNNG(A/C)TT FzNNNNRYAC -

FAH - 4t 14 HEEYHFEHAEE)

FCP-072421
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A OKIA9 ) MEEKIHI B8R —THFTIL 2 J77% » Ha%gRNA L EEgRNA
(dual gRNA ; dgRNA) -«

[FAoKTH10] 2EEKIA E8FE—THFTHL Y J57k - H 1 i%gRNA BB gRNA
(single gRNA ; sgRNA) -

[EE°KTH1] WEEKIHIOFTIL 2 J5 7% » H A a%sgRNA H A& —E AL &
B < HZH -

FAORIHI2) WMEESKIAI 2 N R E—THFTI 2 7% » HFZHRNAG[E 2
DNA&E G| F5Cas9BidRtECas9 « IXFX -

[E55KTH13]) WEE KA1 2120 £ —THRT I 2 J7 7% » R HRNAG[E
DNAE G| BémtEaz TRNAS [E 2 DNASS S5 2 (X F -

[35°KIH14]) 20EESKIHI3ATI . J7 7% - HaZ 4R HRNAS [ 2 DNAGS &
il < B FsmRNA -

A oKIELS ] WIEESKIR 4R 2 502 - HEZmRNA B &E 26 2 mRNA -

[E55KTHI6]) WEE KA1 B 1SHR{E—THRT Il 2 J77% » R #ZHRNAG[E
DNA&E G By CastZ Ll EciRtS e Castz Ll I B -

sA KIALT YUOEESKIA 6T &« 0% » HorpaZ Castx el s 552 S CastZ LI

[35°KIH18]) WEEKIH 6B TR 2 Tk » HrpaZ CastZ el 5B EE AT
B B ¢ BEIRSERKEN (S. pyogenes ) #Z%lE ~ oEERBEKE (S aureus)
LN ~ ZERGHIARE (C.jejuni ) 1ZEERG ~ UEEGEIKEN (S. thermophilus ) %0 ~

REGHE S BEBK TR (N, meningitidis ) T2 e FLEB AT -
[55°KTH19]) AEEKIH16 2 18 —THFTIl 2 J7 7% » H % Castx il B
Cas9 -

[55°KTH20]) AR kIR ORI 2 J5k - Hor % Castz Bl Ry FRAR #EEK i Cas9
EA

%‘

FSH - 4t 14 HEEWHFEHAEE)

FCP-072421
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202507011

[E5°KIE21 ] A03AKIE16 820 {E—TEATIL 2 /772 » HrreZ Cast el B
{ir BEEE—MEDNASE &UEME -

[E5°KIEH22) A3 sKIE16 4821 PR —TEATI 2 J702 > HorreZ Cast NG R ]
(1% (nickase) o

[55°KIEH23 ) A03AKIE 164821 R —TEATI 2 7702 > HorreZ Cast FRNE Fo3d
I (cleavase) o

[F5°KIEH24] A03AKIE19 421 P{E—TEATIL . /777 » HrreZ CastZ Il H
AU RN & -

FAOKIE25 ) WEESRIE9E 24 (E—TERTI . J7k > HP e REEEae Rk
[EURACHE MRS REEE A

[E5°KIH26]) A03AKIE] 225 AT 10k HA sz s A i

(E5°KTH27]) WERKIA26FTHL 2 Ji7k » HA el

IRN=Fa e VE4i Wl ThiR P S E S

IRCI=rrE O E QI s | P SA IR ) s 2| P Ca 2

[55°KIH28] A0EA°KIHL 227 FHE—IHFIL 2 )57 » HopZERe e 2R

HEZ (LB -

[55°KIH29] 40sA°KIA 1 E28 T —IHAIL 2 U572 » HopZERe e &80
FEAZAL -

[55°KIH30] 40E5°KIH 29 FE—IHFIL 2 7 > HpZERE N EaF
TRE o

aAoKIE31] A5 KIE1 £330 (E—IHRTAL 2 U570k » K gRNARIESEAS
E G B NS R i
[55°KI5H32] AIER°KIA1E3 1 E—IART AL 2 574 - HAP % RNAG [H 2

SFOH - 4t 14 HEIH FEHAEE)

FCP-072421
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DNA%E SRR AE B o/ BHEEZo R 1% T -

[E5°KIE33 ] WIFEKIA1 320 (R —THFl « )70 » HE e RIFER <
SRS R EES R/ AR E Z O P T

[FFKIE34]) WEEKIA31 R33 R E—IHAT I 2 )77 » H AR R EE
ﬁ% o

5AoKTH3S Y AIEEKIA34PTIL 2 U7k - B siaa(r 2 e LA N &4

R B © BRAERAE (adeno-associated viral 5 AAV) 55 ~ BRREERS - N

[E5°KIH36] AEF KIA3SHTIL ~ #AS » Hri 2 AAVERS A EEE DL T &4
B 2 BE T AAVI ~ AAV2 ~ AAV3 ~ AAV3B ~ AAV4 ~ AAVS ~ AAV6 ~ AAV6.2 -
AAV7 - AAVth 64R1~ AAVhu.37 ~ AAVrh.8 - AAVrh.32.33~ AAVS ~ AAV9 ~ AAV-DJ ~
AAV2/8 ~ AAVth10 ~ AAVLKO3 ~ AV10 ~ AAVI11 ~ AAVI12 - rh10 & H &8 o

[E5KIE37 14055 KT 236 R {E— Tl J57% » HofaZgRNA ~ 5% HIRNA
5128 DNAGE SR Kz Bl a s RIF 2 I Rt e | 2 B SR Ra (A BB s AT
AR E A ERE T

[E5KRIE38 1 AIEE SKIH 1 236 F{E— Tl 2 /57 » HofiZgRNA ~ 5% HIRNA
5128 DNAGE S H| Kz Bl 2 st SRR 2 K 2 Rl e ¥ B R AT E R K&
/BRI E T AL T

[E5°KTEH39]) WNEESKIH1 236 R38HE—IHATL 2 /7% » HaZ FIRNAS [
Z DNAGE SR HRNAS [ 2 DNASE & EBLgRNARYAR & R ARz e
ALY ©

A OKIH40]) MEEKIE1 236 K38 {E—THFTI 2 77k - Kz et iR

TR IR 2 GG Ry L ISR AS (R A 5% gRNA K/BUHIRNAS [ H  DNAGE S 2 Fiif
% o

FTH - 4t 14 HEEYHFEEAEE)

FCP-072421
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[35°KTH41]) AIEHKIA1 240 {E—THFTIl 2 U5 7% - H ez e e i R R
#% - RNAG[H Y DNAGE SR K gRNA G EUE AT GH &7 2 AR P —/INRF I 152
% o

(E5°KTH42]) AEF°KIA1 241 HE—THATIL 2 U35k - e BRI Ry
b ZZNIK o

aROKIAA3 ] WEACKIAL A T —TRAIL 2 57k > HAPZ RIR 2RI
2K -

[E5°KTH44 ] AIEE°KIAL £43 T —THFTl 2 774 » HL ez 4lihE A AT Healiie

(liver cell ) -
[ 555K IH45] 4055 SKTH44PT 2l 2 5 04 > . o 5% BT i A AE A BT 4 A
(hepatocyte)

[E5°KTH46]) dE°KIE1 45 PHE—TERTIL 2 U7k - Hoffr s Z4iiEd 2 a%
RRD IR LI EINAL L T#%gRNA ~ FIRNAS 28 2 DNAGE & K Bl & #1574
RFZMK 2 Rt Py | 2 SRS Z Hsz Sl T Z B S I 2 /D492% ~ §93% ~ &Y
4% ~ &5% ~ £6% ~ &Y7% ~ £y8% ~ £Y9% ~ EY10%EFE % -

[55°KIH47 18 K IH L 246 iR {E—IHPTIl 2 7% iz gRNABLESEQ ID
NO : 3012¢(SEQ ID NO : 302

[55°K7H48] AIER°KIA1 4T {E—IHFTAL 2 J57% » H e gRNAS M EIE
MIRNAG [ ” DNAGG S F#EE( T2 HIRE—MEUIED st ERERN ZNET1
RECNEaEaErE e i)W iR I

[EA°KTH49 ] WRTALES KA R —HHRT Al 2 U574 » Hrraz UIE 5 Az A
HEEE 2 22 /062% ~ §5%BE10% R % Bl AR -

aA oKIAS0 ) 4055 KIBA9RTHLY J572 - Hgaz VI ES [RET T HREY30%EA35%
] ~ &Y35%EH40% 2 fE] ~ £940%E145% 7 fE] ~ £945%E150% 2 [ ~ £950%E155% 2

F8H - 3 14 HEHIHEHEAEE)
FCP-072421
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fE] ~ 2955%E160% 7 [t ~ 4960%E165% 7 ] ~ £965%E170% 7 fE] ~ £70%E175%
fE] ~ 2975%E180% 7 [t ~ 4980%E185% 7 fH] ~ £985%E190% 7 fE] ~ £90%E1195%
[HIE&I95%E199% ~ ] 2 iZ # T SR MK 2 SRt R A VR AR -
[ 35°KIE51 ] WRTACGE SRIARE—TERT I 7% - HHREHRNAS [ 2 DNA
& AR R IEIR K I CasOTX BN -
[3E°KTHS2]) WIFFCRIAS 1Al 2 50k » Horh ez iz il R ig el CIRg -
[35°KIES3]) WEEKIE 252 E—IEFTl 2 J50% - HiE— b aafTas
2% gRNAZ LNP ©
[ 35°KIES54 ) WEEKIE 253 E—IaATl 2 J50% - HiE— P aEafTas
dmhEa% TRNAS [ 2 DNAGE S| 2 mRNA ZLNP -
sAoKIEASS ] WEFKIASARTIL Y J77% » HipsZ LNPEL & 5% eRNA K% 4mts
RNAE |2 DNA4S 47 mRNA o
[ E5°KIES6 JAOERKIE 255 E—THRT Il Y 10k » o eZgRNA K% FIRNA
51E 2 DNASGE S EHALARNPIE T -
[ F5°KIH57] AEERIAS3 B S6 R {E—THTIl 2 J70% - K iEsEaebash
ARSI T ©
eAoKIHAS8 ] —HHTE T AR - HgE halss o RIH 257 £ —THR I 2 0k
[3E°KTE59] —fdEfE 4T - HESEmE Tl AEnEREZNET1
NEE 2 Rt SR I B m i B SR -
[ FE°KIH60]) an3E KIHS8ESOFT A~ 15 F AHAE » H %15 T SRt R i Het
A -
[ Z5°KTHO1] WIEFKIAS8 260 F{E—THATAL ~ 15 T 4HHE - H A 3% A B4 AeE
Ry RTHAE -

P

SF9H - 4t 14 HEE W FEHAEE)

FCP-072421
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[55°KTH62 ] dOmuHtas KIERATIL Y J7AEE F 40T - e iRNAS [H 2
DNASE S H| B 4mtSIRNAS [H ~ DNAGE & H| 2 iz -
(555K 7563 YAy AR >KIH R —IRRT L 2 7 AE0E £ 4RE > o FaZ HRNA
5128 2 DNAGE SR Ry Castz el -
A K IA64 YU A AR >KIH FR A —THRT AL 7 A80E £ 4R > ez HRNA
5 E 2 DNAGE G RydmtiSCastz Ball < I
(55 5KIEH65 YAy AR >KIH H E— AR 7 AE0E 4R > ez HRNA
538 2 DNAGE S B4Rt Cast4 L.~ mRNA -
[E53KIH66 1 4055 KIA65FTil 2 /5 A8 E £ 4 > H P eZmRNA 2L 26 <
mRNA o
iR KIA67 ] A0EFKIA63 266 HH (£ —THfTIl Y J7 A s s £ 4R - Hrr# Cas
1Bl 55 2 A CastX TG
[E55KTEH68 ] WN3EKIH63 267 F{E—THATIL 2 J77ABAHR Y - Hre%z Cast%
B%G fyCas9 -
[E55KT5H69 ] 035 KIH63 268 F{E—THFTIL . J77ABAHR Y » Hra% Cast%
Belg (B EH DL A BT - BRI - e AR
ZE G AR RAZ BN ~ MR RN EER R I G ~ RS Sk MEBER R A T
FAORIAT0] WIFESKIA69FT AL~ A B - HofZCas
e[ CR AT A S
[E55KTE71]) W05 KIE63 270 {(E—THATI 2 J77ABEHR Y - He% Cast
BEle E A B E—MEDNAGE & EM: -
[E55KTH72]) W35 KIE63 271 {E—THATI 2 J77ABEHR Y - Hez Cast%
B Ay U I -
fAKIAT3 ) d0EFSKIA63 £ 72 iR (R —THfTIl . J7 AR - o Cast%

'

%j
&ar

i

EO

RGN Ry s

%b

10 » 3t 14 F (R FeA M AIFE )

FCP-072421
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202507011

i ity T 2L AR -

[E5°KTHT4]) WEEKIH63 RT3 E—THFTIL Y 77k » HF % Casiz el 1~ &
AV OGRS M: -

[E5°KIEH75) e KIE 274 E—THpm 2 U7k - HoE— P aEENIEE
B2 Z2/D&1% » FIEEE L 2/045% 2 RIFLINEEREFL NS E -

[E5°KIEH76]) e KIH1 275 HE—THpT 2 U7k - Haz SRS IUE MR
BRI EE/ NATEEE Z47500% -

[E5°KIEH77]) e KIE 276 E—IHpmI 2 7k - HE— P EE&ENIEE
B2/ D&% E300% 2 RIFLINERRFL NS E -

[E5°KIH78]) MEEKIAS 27T E—IHT BN 0% » HE— PR ET
(EReHERAIME P UER ~ 2 F ~ 6@ F ~ 1FEERQFERR ZFF AR

[E5°KIEH79]) e KIAS 278 E—IHTI 2 VERS N 70 » R T#%
FeiEsEfs 2 1% AR RO EASEEFE 2P HEAR - 2EA - 6@ A 514E -

A oKIES0) MEE KIS B T9FE—IHTI L EIR N A - Hp (i T4
Rz 2 1% > AR EROEO S B4R AE -

A oKIES1 ) M KIAS £ 80— L VEES N 0% - HAR ek (A 2 18
ROEHSERS T - BERREEEEHE -

[E5°KIE82 ) AIFAKIH 1 281 {E—THRTIll 2 J57% - HP 5 [ BRNAR 2758
EFHSEQIDNO : 2-SEQID NO : 334Hpk Z BE 512 /017 ~ 18 ~ 19820(FH4H
PERLE I -

[55°KIE83 ) AIFEKIH 1 282 {E—THPIll . J57% - %5 [ERNAR &
BEE FHSEQID NO : 2-SEQ ID NO : 334Hp% > B2 41 A %71°95% ~ 90% ~ 85%
80%3K75%—EL M 2 A -

[55°K1H84 ) M35 KIH 1 283 {E—THFIll 2 J57% - HAP 5 [ BRNAR 2758

FUH - 3 14 HEHHFEHEHEE)
FCP-072421
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H FSEQ ID NO : 2-SEQ ID NO : 334f[k > B FE51 -

FAKYASS ) AOFTALEE SKIE PR — TR < U7 7AEE A - H x5 (8
RNARLZSEQ ID NO : 3015{SEQ ID NO : 302 -

2 K YH86 Y AR ZCEE SR IH HE— TP 2 575 R AH ) - HRaZ 5 [ERNA
B&SEQ ID NO : 251 -

& K YAST YRGS SRIH A — TPl 2 575 R AH ) - HoRaZ 5 [ERNA
B&SEQ ID NO : 3L FH1

& K YH88 YA R AICEE SR I H E—THPT Il 2 575 R AH ) » a5 [ERNA
B&SEQ ID NO : 451

[ 35°KIE89 YA p i ah SKIH AR —THFT I < 070 A S 8 Ry » H %5 [ZERNA

B&SEQ ID NO : SR

[E5°KIE90 Y4mpiaias KA P E—TEFTak 2 U575 R sH ) - L% 5 [ZERNA
BESEQ ID NO : 6#%F & /751 -

(E5°KIE91 YAmpiaies KA E—TE At 2 U5 R sH ) - L% 5 [ZERNA
BESEQ ID NO : TiXEEF5] -

[(55°KIE92 YAmFiaies KA E—TEFTat 2 575 R sH ) - L% 5 [ZERNA
BESEQ ID NO : 8#%FE /751 -

[55°KTH93 YAmpiaies KA HE—TEFTAt 2 U5 7 R sH ) - L% 5 [ZERNA
BESEQ ID NO : 9#%REF5] -

[(E5°KIE94 Y4ORiaies KA E—TE Rt 2 U575 R sH ) - L% 5 [ZERNA
BESEQ ID NO : 10#%f%FF51 -

(55°KIE95 YAmRiaias KA HE—TEFTAt 2 57 R sH ) - L% 5 [ZERNA
BESEQIDNO « 1151 -

[E5°KIE96 YAmFiaias KA E—TEFTAk 2 U5 R sH ) - L% 5 [ZERNA

FI2H » 3t 14 5 (G MR E])

FCP-072421
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BESEQ ID NO = 12#%f%FF5 -

aA KIA9T YAORTAEs KA E—TEFTI 2 J5 7R R sH ) - L% 5 [ZERNA

BESEQ ID NO : 13#%f%FF5 -
aA KTH98 AN AR SKIA AP R —THAT AL 7R R AR H

BESEQ ID NO : 14#%f%FF5 -

5[ZERNA

s >KIE99 YAORiAies KA E—TE R 2 U5 R sH ) - L% 5 [ZERNA

BESEQ ID NO * 158451 -
5r oK IH100] AIAT S KA T —
161% &5 -
[E5°KIA101] AATALEE KA T —
17#% 851 -
[E5°KIH102] AATALE KA T —
181% &5 -
[E5°KIH103] AATALEE KA T —
191% &5 -
[E5°KIH104] QATALE KA H T —
RNAELESEQ ID NO : 20f%EsF51 -
[E5°KIH105] AATALER KA T —
RNAELESEQ ID NO : 21{ZEEF51 -
[E5°KIH106] AIATAILEE KA H T —
RNAELESEQ ID NO : 22{%EF51 -
[E5°KIH107] AATALE KA T —
RNAELESEQ ID NO : 23{%EsF51 -
[E5°KIH108] AIATALEE KA T —

YEAT I~ 77k K 4R R
RNAALZSEQ ID NO :

RNAALZSEQ ID NO :

RNAALZSEQ ID NO :

RNAALZSEQ ID NO :

FI3E -+ 3t 14 F(HH A S AR )

FCP-072421

113136358 FEESE A0101
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RNA®ESEQ ID NO : 24f% P31

[F53KIH109] ORISR PAE—IH AT AL TR KRl > Hr a5 &
RNAELESEQ ID NO : 251 £ -
[553KIA110] QOATZEE SKIH FAE—IHRFT AL J7 A R B p) » Horpazs [E
RNAELESEQ ID NO : 261%F£FF51 -
[E5KIE111] 2O0RTALER KRR L —IRRT AL 2 A R AHEY) - Hhaz 5[
RNAEL&ESEQ ID NO : 27#% £ P51 -
(E53KIA12] QORTEHE SKIE P AE—IHFT AL 7 7R R B p) » Horpazs 48
RNAELESEQ ID NO : 28#% 41 -
(E53KIA 13 ] QOATEE SKIE FAE—IHRFT AL 7 7A R B p) » Horpzs 5
RNAELESEQ ID NO : 29#% £ -
(553KIH114] QORTZCEHE SKIE FAE—IHRFT AL J7 A R R » Horpazs [E
RNAEL&SEQ ID NO : 30#%EEFF51 -
s oK TALS ] AORTALES SKIE P AT —TERTALL J A R ) > H iz 5[4
RNAEL&SEQ ID NO : 3151 -
s oKTA16 ] WIRTALES SKIA P AT —THRTALL J A R AR > H a5 &
RNAEL&SEQ ID NO : 32#% 51 -
(E53KIA117] QORTCEHE SKIE P AE—IHAT AL 7 7R R B p) » Horpazs [4E

RNAEESEQ ID NO : 33t P31

SFI4H - 3t 14 H (G HOMER(E])

FCP-072421
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[ S H 3% B A E ]
[ Z55KTE1 ) —fEES [ZERNA (single guide RNA ; sgRNA ) » HAESEQID
NO : 40 251 - HorfriitsgRNARL & — B [HEE B A% F -
aROKIA2 ) A0EACKIAL.ZsgRNA » HEELIT & ZFA]
mU*mA*mA* AGCAUAGUGCAAUGGAUGUUUUAGAMGMCmUmAmMGm

AmAMAMUMAMGMCAAGUUAAAAUAAGGCUAGUCCGUUAUCAMAMCmU
mUmGmAMAMAMAMAMGMUMGMGMCmAMCmCmGmMAMGmUmCmGmGmU
mGmCmU*mU*mU*mU (SEQIDNO : 72) >

Ht TmA; ~ "TmC, ~ "TmU, K "'mG, fAFREL2-0-Me B L HEL
H*farrit(ChslLls (phosphorothioate : PS) §

[E5oKIHE3] —fEaEE o RIH B2RT il 2 sgRNARY I 8 - R BLE R 4Rt
RN AL A 2 AR eI~ O E O AR R 2 a8 L » Al A

B & [ AT s AR R A 1k

1) WEEKIE1ER2ATH sgRNA ;

i) HRNAS[EH DNAGEESH] 5 K&

i) B Edmhhaz RIR LIk %k 2 B

TR 1M i 5% 4 8% 2 I 26 ik 2 i e A 22 P IC 4 B sl R B < B SR AR R

_E_.

i

A OKIAA ] AR SKIA3 AT 2 A2k - HAaZ FHRNAS [ 2 DNAGE &7 5 Cas
A e AN A PR A
(E5°KIAS ] 40EA°KIFARTAL 2 iR - Hrp % CastiBENE Ky 55240 CastXBE N -
[E5°KTH6]1 AEF>KIAAFTAL 2 A%k - Hrr iz Casti el R Cas9 -
(E5°KIH7] IE8KIB3ATA 2 ik - i ZERaa e TR R (LEYF

%

.

A o

FI1H - 4k 5 HEHHFEHEE)
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[F5°KIE8] AIEEKIASFTAL L Fik - ez s e S o0 fir (splice
acceptor site ) o

[F5°KIE9 ] 4NsA°RIE3ATALL FiR » Horh a2 BIR IR R b Ik
REZiIN

[E5°KIE10 ] 40EA°RIE3ATAL 2 FliR » HPe% HIRNAS [ 2 DNASE KI5 LA
4EHES RNAS [ DNAE S I EE sk IR o

(EAKIE] AIERIABATAL L Fl ik > H % sgRNA ~ FIRNAS [ 2 DNA%E
EE Y LR E 4 O A R P £y Ve T e S =R N A
TR

[E5°KIA12] Q0EERIAVFTIL 2 ik - K ez siaa 2 aEaiis -

[FA°KIAI3]) WEERIA 1A . Flik - HaZ i sae (rEE 5 LA T &4
pkZBE ¢ BRAHERH S (adeno-associated viral : AAV) FAG - B saAe - fOE
s RS K 18955 (lentivirus ) #AS -

(E5°KIE14] EFKIE3FTHL 2 3R » HoraZsgRNAYMEE B IHRNAS [H
ZDNASGGER#IT 2 HIRE MR (ER LB ERERN N E T 1NEAZ SR
SRR B IR I -

[FA>KIAIS ) WEEKIAART I 2 Fak - Hoaz B IR S — V) EE R GRS
SRS IR AT AR T 2/ 042% ~ £/DE5%E/DE10% 2 FEAS -

(EA>KIE16] AIEKIE3ATL L Ak - HorbaZ SHA AR & T B =
HEESE -

s oKIHLT] —HEEES [ERNA (sgRNA) Z AR - HAHRN RIS RIEE
TR IK < s A\ E RS T <~ AAE s RE . B & 0 AR 2 B8R - Fril
AR E S A AT ER I T -
i) EE5[ZERNA (sgRNA) > HEASSEQID NO : 407 %1 ;

UH’

r:"‘l_

F2H - k5 HEHHFEHEE)

FCP-072421

113136358 FEHESE A0202 1133269155-0



202507011 ETF B E8:1135 108228

ii) MRNAS[E ZDNAGEHE] ; K
i) B2 RIS IR LR IEERAS

TR TR % 4mtS SR 20 Ik A B fi A\ 22 s SR AR < B B AN E T -
s oKIH18] ANEAKIANTATAL R - Hi iz sgRNARL & — B ([ & 2 Hf

N
N

soRIHI9) MEBKIH TR 2 FiR » HEEUTHEZFA
mU*mA*mA* AGCAUAGUGCAAUGGAUGUUUUAGAMGmCmUmAmMGm
AmAMAMUmMAMGmCAAGUUAAAAUAAGGCUAGUCCGUUAUCAMAmMCmU
mUmGmAmMAMAmMAMAMGmUmGmMGmMCmAMCmCmGmAmMGmUmCmGmGmU
mGmCmU*mU*mU*mU (SEQIDNO : 72) >
Hfr "TmAy ~ "TmC, ~ "mU, & "'mG, AAFRCL2-0-Me AU UL HTE
H*fe~iifihlEfs (PS) §2 -
fAORIA20] WIFESKIA17 £ 19 £ —THFTl 2 R - HZ RNAG [H 2
DNA%E &7 FyCas9 B4R Cas9  f4 L -
[EE3KIH21]) WEFEKEIT 219 E—THpT 2 AR - HFRZHRNASG [
DNA%E ST LAGRIEZ HRNAS [H 2 DNAGE S < AT -
[E55KIH22]) A0EEKIA21FTil e R » HZ 4miBHRNAS [E 2 DNAG &
Pl < #% 8% FymRNA o
FAORIH23 ] AEEORIH22F I 2 FliAk » HiZmRNA S (EEf 2 mRNA -
[FFKTH24] 0EFKIE1T 219 E—THPT L Rk - HAZHRNAS [E 2
DNA%E & FyCastZ ARG B ARS 5% CastZ L lg &« FXBE
[F55KTH25 ) EEKRIA24AT M FiiAR » Hrpaz CastZ Bl £y Cas9 -
[55°K7H26]) aEE-KIF24FIl 2 AR » ez Castz Ll R FEiR Bk E (S,
pyogenes ) CasOf%iEH# -

F3H - k5 HEHHFEHEE)
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[E53KIH27] QIR KIE17 219 {E—IEATHL 2 iR - K
BRE B LES Y -

[E55KIH28] AIER°KIA17 219 {E—IHRTIL Y iR > K ZERm e &5y
FEREZAL ©

[E53KIH29] AIsR°KIE17T 219 {E—IEFTIL 2 ik > HfZERErE S
[FRE o

[E53KIE30] AsA°KIE17 19 {E—IARFTAL 2 FiR > H i eZsgRNARAESK
A% S BRSO T T

[55°KIE31] QIEF°KIE17 219 E—TEATI 2 iR - HA e HRNAS[E Y
DNA&GE &Rt 8 K/ Bis B R i T -

[E53KIE32] AIEF°KIA17 219 E—IERFTIL Z iR > K E & Rt R
LR Z LB SRS (s K/ AR B R T i T

[E5°KTH33]) WNERKIA30RTAL 2 Fl#k - Hr e skie Rimaaihs -

aROKIHA34] EEKIA33ATALL ik » Koz aEaie a5 m Ll T &

pRZEE - BRHERA T (AAV) S8 - BRSNS - EsR st M 18R EH
B

_E_.
gi&t
i
A4
il
@
il
2

FoRIE3S ) A0 KIET 5 97 (E—TEFTI R + Hri%sgRNAS SIS
M3 [HRNAT [ 2.7 DNAGE SHERT 2 IS —EEE] « (5150 5 B E AR 2 A
& T ARSI I 04 -

(345K IE36] 035K IESATAL Y Pl » BLoF 3 B A — ) H i H s RS
SRSk B IR b B /0H92%  BRISUEEDEII0% 2 AT -

[55RIE37) A0k 74 195 (E—TEFTIL Y i » E0PseRNA R/BG
FRNAZ | 2 DNA%: S RAE R 2K T 1L T <

[5RIE38) A0SR TS 19F (E—THFTIL > i » H o iseRNA R

FAH - 5 HEHHHFEHHEE)
FCP-072421

113136358 FEHESE A0202 1133269155-0



202507011 ETF B E8:1135 108228

RNA5 [H 2 DNAG S EH RLZEZES (RNP) &7 -
[55°KIH39] —HEsAE - HEaWHEKIH 2T 2 sgRNA -
[55°KTH40]) A0E5KIE39FTHL 2 $kAG - H P Pl s Ryim s ahs -
[E5°KTH41] —fElEE TR T HAEE W5 KIE BRI 2 sgRNA -
[55°KTH42] —HEANAE - HE S WEKIH B2 AT 2 sgRNA -
[E5°KIH43] —FEAERKIA 1 B2l sgRNART R - HARF P BSR4
SRR IR e A £ AR 2 B E B AN P 2 B 480, -
[E5°KIH44] —FEAERKIA 1 B2ATIl 2 sgRNART R - HARF BSR4
SRR 2 K i A £ (RS T AR IR 2 B E B AR R T 2 B 8,
[E5°KTH45] —fEEsHE R - HEE -
i) MEBESKIAIERATILZ sgRNA |
ii) MRNAS[E ZDNAGEHE] ; K
i) EEwRSRIFDIN g ERE
T % Al F2 R 20 Ik < i et A 2 iR sl e < 5 B E AW -

BSH - k5 HEHHFEHAERE)

FCP-072421
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