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L — Pl RIS 4 St U E 78 T, T3 3 A 45 & S PR 5 LA 26 L T AL gL He 4
P 2 P (MHC) B (977 205 BT HLA- A2/ TyeD, g, o b Tk R 5 45 S5 B 45 4 S 45
2D R A X B L4 2 AN ZE Cot 919 TR e 72 X (CDR) 51

CDR1 HE#(HC) SEQID NO: 309 SYGVH

CDR2 HC SEQ ID NO: 310 VIWAGGTTNYNSALMS
CDR3 HC SEQ ID NO: 311 DGHFHFDF

CDR1 %% (LC) SEQID NO: 303 RASDIIYSNLA

CDR2 LC SEQ ID NO: 304 AATNLAA K

CDR3 LC SEQ ID NO: 305 QHFWGSSIS

B P P SR R 45 5 SEAR AR TR 5 & X3, BTk TR 45 XA 45 22 N 22 Coig
HEFIH EAME SR E X (CDR) [7 51 -

CDR1 HE##(HC) SEQID NO: 293 TSGMGVS

CDR2 HC SEQ ID NO: 294 HIYWDDDKRYNPSLKS

CDR3 HC SEQ ID NO: 295 KDYGSSFYAMHY

CDR1 #%(LC) SEQID NO: 287 KASQDIHNYIA

CDR2 LC SEQ ID NO: 288 YTSTLQP /%

CDR3 LC SEQ ID NO: 289 LQYDNLWT 3

2. QAR LR T BT I 55 A &5 5 Se A, FLRRAEAE T, Iidk S AN 45 & Sk H T i 9t

P& HRE PR Z 4K (CAR) AT 3244 (TCR) ZH R #E4H .
3. UBURIEE SR BT IR () S VR 25 & SR, FARRIELE T, BT IR o Al 45 & S 2 4t
4. ﬁnﬂﬂ%z‘aﬁﬁ‘*m%%nriéﬁé.\%zl:,,\%ﬂEf% T ik 5 F° riéﬁé.\ﬂz!s%m
5. QAR B SR 1 BT I (55 A £ %14&,\%115?? Fr ik 5 A @éﬁé};&ﬁs%
6 . QIAS R L3R 1 BT 1 55 AR &5 A s, SLRRAE/E T, B S 4 7&1¢7~Eé r@‘?

”a

(L8
T ANBURIERSPTIA (2% ARG & S, RFIEAE T, Prid 55 AN 45 5 Se AR 2 N JRAE ST
(S

. UTURIZE R | SRR RIS 2 56 SURFAE £ T, A AP 5 566 6 2T
Py

O UTURITER LB RV L6 £ 920, FUAFAEAE T 7 36 PO 46 2 56 G T A
.

10 QAR ZE R 2 83 i () 25 AR &5 5 S A, SLRFARAE T, BT IR BLiR o SRR , XURS
FVEPURB AR R BT
1L R > B 2R, AR T, ik 2 F IR B AR 7 51, F DA 2 A5 40 AU

ZOR1Z10HE TR SR AR 45 & 54

12, — PR IR AR, LA T, Prid RE B WBCR ZR1TITR 1) Z2 H IR, Br
I 2 A% IR AT A e AR A B PR LA

13— Pl , HAFAEAE T, P 40 i B 45 nBOR ZER 1T ik (1) 2 4% IR, B AU 22
RI2Pr IR ) RIBHAE

14. — MG &Y, R T, rid 294 & Y85 R 2R T2 104E— Tifnid
FRISR AR 45 5 SEAA S AN AU SR 12 B iR 1) 2R 3804 , BCAnSUR 225K 13 B ik i) 4 e
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15— oM FIABUR ZE R 122 104E— I I8 A1) 26 AN 45 45 SEAR S BUMI ZER 12 ik 1Y) T8 3
AR EROMI ZE SR 13 Ffr 18 1) 2400 1) 1 ¥ 77 R €00 308 B o R A B PR 1) 285 W D 2 Y
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EASFMEMAER T F AR TCRIUFE SR FEFESE
(LYSEE)e

[0001]  FARGUE S FF FHA

[0002] A BAE L — BU St (1] op AT 5% T 2 SR IR S & SEAR , DTl ok AITE 4G & SR 4
FAT m R AR AN R RF S VE I — SETCRYTIR &5 A8 b L iz

[0003]  Jifrseg 175 2 JEk G 1) 22 A Al a4k 22 AN CD8 4 i B METAH AR 531, VA 81 7, ik 2 A4
CD8" 4 ifd 2 1= TAH B RIS 10 LAV X e A o 9 T Re A AL Tk s B U T4 i 2 44 (TCR) 77
I B e i ik 4 R R T ) T B U R B A (MHC) 70 R B — 45 € 1 k7T
Jilo A R 20 ST MR AL B R Y SR R IUATAE B 2 A IR AN OGP B 2 S 73 B A
P AU E) 22 A 55— 2RMAC S 1 _E L DN BE, 2B e 57 PEMHC - IR S0+ 2 A e ia )T
JTiERZ A EARR) B AR — FHIZXFR I 7 12K 2 AN TCRXS TMHCHR A & W R v i ARy (4 18 5
S PR AELAER 8 A 23 AR 2 0l L AT X 2 R BB 23 R AT AT — SR TCRAF S R ) 22 1 2 A
PERIEVEGUAR S T Ik 2 AU, BN ZANTCRGUA , BT R 9 — 8 2K S iR 7 2940
FITid G B 167 23V RE 5 #L 1) 224> R AR BRI AL I AR L OF o e NI RS e 5% 1 o B
T e ZANRITRE ISt  SETCRUTIAIT K N R AE AN 2 L 43 1 22 A2 Wl BL
L AR W FE o — ZRMHCHT R B R B 2 A B R 7T T A

REAAE

[0004] AR A W — LSt B ) — ST T SR T — PSR AR 45 5 Se AR, BT IR SR A
25 SRR — PR EL & DX i R 45 5 XA 45 22 AN 28 Cam R 71 (1 ELAME TR E X
(CDR) F¥* 41 -

CDR1 HHH(HC)  SEQ ID NO: 309 SYGVH

CDR2 HC SEQ ID NO: 310 VIWAGGTTNYNSALMS
[0005] CDR3 HC SEQ ID NO: 311 DGHFHFDF

CDR1 #%5(LC)  SEQID NO: 303 RASDIIYSNLA

CDR2 LC SEQ ID NO: 304 AATNLAA

CDR3 LC SEQ ID NO: 305 QHFWGSSIS

[0006]  Frik S A4S & SEARRE S DL — N R T EALGA MR &K MHO) FRE Ry 7 s &
HLA-A2/TyrDygq oomo

[0007] ARG A B HR) — S8 S 451 ) — S D5 T, $R A T — MR AT 45 5 SR, ik o ANk
G SEARALSE— PR 4 & X, BT HU R 45 & DX 346 2Nt 22 Cli 1R 21 1Y ELAM2: H 5E X
(CDR) J¥41 :

CDR1 H#(HC) SEQID NO: 293 TSGMGVS

CDR2 HC SEQ ID NO: 294 HIYWDDDKRYNPSLKS
[0008] CDR3 HC SEQ ID NO: 295 KDYGSSFYAMHY

CDR1 #%E(LC)  SEQID NO: 287 KASQDIHNYIA

CDR2 LC SEQ ID NO: 288 YTSTLQP

CDR3 LC SEQ ID NO: 289 LQYDNLWT
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[0009]  FTidkoie Rt 25 & S e 5 L —MHCPR 52 1 77 2045 G HLA-A2/TyrD gy o oo

(00101 R4 A< W I — L8 St B 1) — ST T Sk 17— PR AR 45 45 Se A, i o Ak
25 B SRR — PR S & DX i 7t SR 45 5 XA 45 22 N 2 Co R 271 (0 ELAME TR E X

(CDR) J¥41 :
CDR1 HC SEQ ID NO: 325 SYDMS
CDR2 HC SEQ ID NO: 326 YMSSGGGTYYPDTVKG
CDR3 HC SEQ ID NO: 327 HDEITNFDY
[oo11] CDR1 LC SEQ ID NO: 319 RASQSISNSLH
CDR2 LC SEQ ID NO: 320 YASQSIS
CDR3 LC SEQ ID NO: 321 QQSYSWPLT

[0012] BTk Rtk 25 & S e 5 L —MHCPR 52 (1 77 2045 G HLA-A2/WT e oy0
[0013]  ARHEAS S BH [ — L8 SE it (51 ) — AN 5 T, SR T — Fos i 4 A sk, AR T,
T 55 A &5 & SR B 3G — PR 25 & X Ik, Frids 11 )5 4 A X 3 B0 435 22 SN 22 Cotg HE 71 ) B

AMEPELX (CDR) Fr 41 -

CDR1 HC SEQ ID NO: 341 GYWIE

CDR2 HC SEQ ID NO: 342 EILPGSGGTNYNEKFKG
[0014] CDR3 HC SEQ ID NO: 343 DSNSFTY

CDR1 LC SEQ ID NO: 335 SVSSSVDYIH

CDR2 LC SEQ ID NO: 336 STSILAS

CDR3 LC SEQ ID NO: 337 QQRSSYT

[0015] BT Rt 25 & S A Ak 5 L —MHCPR 52 ¥ 77 2045 G HLA-A2/MAGE - Ay 0
[0016] AR A BH 1) — L S i) — AN 5 T, S 4t 7 — o AR 5 A sk, BT ik o A
45 A SRS — PR S A X8, FTid Pt JR 45 A X 3 A 465 22 NN 2 Com HE 51 1) B A B 52 X

(CDR) J¥41 :
CDR1 HC SEQ ID NO: 357 FSSSWMN
CDR2 HC SEQ ID NO: 358 RIYPGDGDTNYNEKFKG
CDR3 HC SEQ ID NO: 359 EATTVVAPYYFDY
[0017] CDR1 LC SEQ ID NO: 351 RASENIYRNLA
CDR2 LC SEQ ID NO: 352 AATNLAD
CDR3 LC SEQ ID NO: 353 QHFWGTPLT

[0018]  Ffpidk i A 25 & S AARE 5 DL —MHCRR 28 1) 77 2045 S HLA-A2/MAGE-A9,,, uooo
[0019]  HR¥EA K B — LL S 5] (1) — A5 T, R AL T — Mpoie i 45 & Sk, Bt o Al
gh A SR — PR SEA X3, TR PR 25 & X3 EL$E 2 /Nt 22 CligHE 51 1 B R o 2 X
(CDR) ¥ %1 :

CDR1 HC SEQ ID NO: 373 DYNMD

CDR2 HC SEQ ID NO: 374 DINPNYDTTTYNQKFKG
00207 CPR3 HC SEQ ID NO: 375 RNYGNYVGFDF

CDR1 LC SEQ ID NO: 367 KASQRVNNDVA

CDR2 LC SEQ ID NO: 368 YASNRYT

CDR3 LC SEQ ID NO: 369 QQDYSSPFT

[0021] BTk i Rtk 25 & S e % L —MHCPR 52 (1 77 2045 G HLA-A2/PAP, ) oo
[0022] AR A K B A — S S o], B ik S AibE 45 & se iRk B T —Hidk . — i &P R 2
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A% (CAR) AN— T 32 44 (TCR) AL 4

[0023] R A A2 ) — ST 9, 3 RO 2 S A — B
[0024] R4 A 2 ) — ST ), T 6 3 R 45 92 i — TCR.
[0025] A4 A< 2 ) — ST ), 6 3 O 45 92 e —CAR.
[0026] L4 A5 W (g — BSI2 s ), T kS AOPE 6 2 S f R— FT VPG
[0027] L4 A5 W (g — B2 ), 3 AP 6 2 S e — AR
(0028)  {RARAR 30—, BRI S T ).

(00291 HRAEATS W) — LLS i 1], Tk 2% AP 25 5 Se AR 04—l A AR 2

[0030] R4 A< W 1) — L St 51, P ik ?Mllijj FEEDUIA, — XWURF SRR B — K
HNE7IRZNS

(00311 AR¥EAS K W) — LSt Bl ) — ST i S it 17— Py B 2R ik 2 %
MRALAE—AXIR PP 8], HI LA bt ik 2 PR &5 £ SEEAR o

[0032]  HRAFEAS S W I — LSt B ) — ST T St 1 PhaRIE AR, il 2 A% IR T 4
PR 2 — AR A AR LA

[0033] AR 4f A< W 1 — S8 St 0 ) — N D i, SR 1 R AR, BTk A M AL P iR 2 %
HIR , BTIR R IE AR

[0034]  HRAfEAS e W) — L8 St B ) — D7 T St T RS S, Pk 5 WAL S
G TR 2R AR LS & SEAR BTk s, B IR 4 .

[0035] AR AS W I — L8 St i 1) — D T St 17— Rl iR B TR L ik Ty
A AL RRVF IR SRR 26T (TR pLiA 5 Prid du i fcfid, b prid e 2 &
VI A AL BITIR Ge E B A — 7K FH L2 Hh P ik e 240

[0036] ARy AW ) — L SE R — A5, S i 1 — FRERR ZAR I AA T AR —
PRSI E 7 REAE K 75325 FRFIEAE T, Pk U7 i g -

(00371 (a) HR4fE Py 18 15 ¥ AT M o 42 m 22 Ao 4 I 0140 474

[0038]  (b) ATl 1) 2> Je AH M I, W P ik AR LA T s K

(00391 (c) 45 F ik AR —PUlas ik

(00401 HRAEA AW ) — L SE R — A5, S i 1 — FhERR ZAR I AA T RAE N —
PR AR I AIG T FERE B TTVE , B JTVEALHE - AR SO VE S S T U 26 A8 1 5 A8 BT ik 3244
(K] — 40 5 BTk pu AR i , e rp i S e B 5 IR A7 AE B IR S e A W) — KT LA
7 H TIR FEAE o

[0041]  ARFEA S —LE STt o], BTk 40 2 — B R4 .

[0042] R4 AS S W I — 8 St i 1) — D T St 1 PR TR I 5 9k BT IR 5
45 TA BN — LR I6)7 A BRI TR 25 ANk 25 & SEAR P id A BB R 40, I
IR FEAE o

[0043] ARy A A WY ) — LSRN — A5, S 17—l DA 6 ¥ T Je i 1Y) 285 W0 )
R, i N s P i ik 2% AR 85 5 SIE A P 8 38 AR B i ik 4 i«

[0044]  HRAEAS A W 1K) — LS Ht 51, P 3 2 AN &5 &5 S F T Ty v DI, v i e i 6 B T 1R
PR ZR R AN o B 4 i 8 P 2L RS AR AL

[0045] R4k A< A W FK) — LB S 51, ik 2% AN 25 5 S F 1 BUR I IR MR 22 1 (WT D)

6
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IS, B e AE 2 B T H 08 P RE AN M IR L 22 R MR BER M) SO IR S 4T T I
(ALL) < SVPEB B8 /B BB 1k 1 0 (AML) B 8% 8 o 5 43 5 A (MDS) < [8] K208 BN 5L« 11
Tt » 9 AN 235 iy L Wt M DR e L s e (9 AR /N0 B ) RB E 38 B AR
TE YRS A8 R AR R

[0046] AR A W IR — Lo S 5], ik 5 A 45 & Sk BT R €0 3R AE S R 4 (MAGE -
A4) I, TR Je e 6 1 8 2R« O SR S TR P I /bR 2R (9 AnATLL) 58 e Skt |
s s S BT IE T o

[0047] R A W IR — Lo S 451, ik 5% AP 45 & Sk B T R €0 3R AE G BT R 9 (MAGE -
A9) I, T Je i ide B - H 'V 20 « DS g LR B ST 2 e i 2L RO A 4L

[0048] AR A i W) — e S 71, P ik 5 MM 45 5 S F T 0 21 iR vk R P 5 IR g (PAP)
I, i i e e 2k T £R AU S e P 2R RS AR AL

(00491 ERAR S5 ANUL A , 75 WA SCFf 456 K BT A BORARAE A/ B ARE R AT 5 A% W B
JiE RIS ) S B AN N BT o B 1) R I ) 5 T o ERCOR AR TR T (10 S it 451 ] DA SR e SR AP %
[7 T 2A% c W F4) 5 Jt 81 I (0 A A 75 9 R J I Mt B MK, A D ) St 491 300245 180 O i A/
B IR AL A o AE PRSI R OL T R AAS T A I 5 A 3 e SCRA S ) kb W I 5
VANt AR 28 S5 5 I ELAS e PR T LA BR 1 o

’3 15 RF

[0050] 75 SH il A8 1100 AR R B (18] — skt s it 3] Al 3o 2584810 1 77 209225 B IRl , il v A 3
AH B LA 228 SRk, B2 9 R s B 4015 A 28451, B DA 36 B 4 6 BH S it 4510 1 1D o 28
THIX R, 4G PIT B F B R A  AR A AR N B i I R ) SIZ it A A B 7 St 45

[0051]  ZEf}Fl

[0052] &1 §a) £ /NHLA- A2/ T S BRI 52 G W) S TCRALAAR I R 11 45 G 28 A I 5 o i i
LA TGl L Fi /)N 5 BN 2816 ToGla] d2 3 [ 5 78 AT ik R 11 45 5 1S4 3R (SPR) A% JBGES
Fr b oA BT B R AT B R34 1 24N scHLA- A2 5 & W Ak 41 B8 51 4 2 B P AR 1 2 A dliqk,
) B 2H B BEHLA- A2/ TR A BRGS0 -

[0053] (&2 it PN &R A X T 22 N ZETCRPTAAR B AL S P 0 5 o T 3 s G Tt
AR 2B 1.2.3.4.5.6 THISH IV AN IR , ik Z 4NN 2R (Ala) TRAZME KB &
% 3 B —iR BEE10 " E 10 BE AR B IN A 22 /T2 40 B 10 SR S B4R (APC) i #E37°C 112
ZINESF o 3 e 9 QT B AR BUAS FE — R B I 1050 / = THIR 2R TCR AR T (1 45 &, DL S &
ok P38 S i BT I R 1) 45 B, I HLS BT AR (WT) 1 R SR T R i ek K 1) BT i &5 5 e
JE AT LU o A AT a1 A5 B 1 T3 AF S S0 408 DA W T ek B 1 ik &5 5 190 1/ 49 L o
[0054]  FE3: ZANIRTCRYLIADL LAIDT 55 N s S BR i ek JIK (1) 22 AN T2APCLA Je 2 /N X B2
HLA- A2 5 JPE R F0 25 2 o 22 T2A0 M N — VR BRI 10 2810 ° B SR Ak 2 ) i e IR T e
PL K Z2 AN B s B RE R AE 37 C Hp 12/ o &5 A Tl i =Q 4l I R R SR R i T R
(PE) Anic B9 e P /N B TgG R s il o B e 44 (MAD) BB7 . 24 K I MIHLA - A2/ R34 , BAF
P e g MFT) "o

[0055]  [&]4: Z AN RTCRITARDL L FIDT 55 A Pt 2 IR g J1E K DA K 22 > %o HEZH HLA - A2 PR 5 ik
FR K 22 N T2APCH 45 2 o 2 AN T24R AN N — ¥R FE AR 10 2210 ° B R ok 4 T U B Tt P Ok B

7
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S22 FTRR /s I RERRAE ST C H L 2/N o 45 5 e JE I 9 R4l B B AR ) F = RPEARIC T/ B
TgGAlT Wil MAb BB7 . 24 FH R Wa MIHLA- A2/ 35 , L35 J6mi B (MFT) s

[0056]  [&]5: TCRYTAADL 1 5 A It 2 R g J1k Ik DA Je 22 /> o R ZH HLA - A2FR 5 HE KIS 2 4
T2APCHISE 4 o 2/ T2AH BB TN — IR BERI 10 13210 " B8 SR VR FBE (1) T8 S BRI FPE K LA B 2 AN i
B 7~ B IR AE 37 °C o 127N o 45 G ol i i =40 R 5 R R FH - SR PEAR iR B B /N BR T g Gl B
I MAb BBT7. 24 FI SR WS MIHLA - A2ff) Rk , LAP 175 e (MFT) Kow .

[0057] K16 : RTCRILIRDT 5 N M 2 R g ok LA B 2 A5 BRAHHLA - A2R 52 ik Bk 1) 2 A~
T2APCHISE 4 o /N T2AH BB TN — IR BERI 10 13210 " B8 SR VR FBE (1) T8 S BRI FPE K LA B2 2 AN i
B 7~ B IR AE 37 °C o 127N o 45 G ol i i 340 PR 5 R R FH - SR PEAR E B B /N BRL T g G T B
M MAb BBT7. 24 F SR WS MIHLA - A2ff) Rk , LAP 17 e (MFT) Kow .

[0058] P& 7: ZRTCRETMRMCT 55 A Bk S R T Pk K DL % 22 A o) FEZHLHLA - A2FR 5 Bk Ik 1) 22
T2APCHISE & o 2 /N T2AH B TN — IR BERI 10 13210 " B8 SR VR FBE (1) T8 S BRI FPE K LA B2 2 AN i
B 7~ B IR AE 37 °C o 127N o 45 G ol ik i = 40 PR 5 R R FH - SR PEAR iE B B /N BR T g Gl B
M MAb BB7 . 24 F R Wi MIHLA- A2/ 3R 15 , LLF 1475 o FE (MFT) R o

[0059] K18 : JETCRITAAMC 5 F TAHLA - A2 T S g it P B €20 22 R0 A M 1 &5 5 ol i v 2 4
AR R R PEFRIC B BT S TG i I 22 A B8 12 2% 83 40 i 5 SR TCRALAAMC L ) 25 & - MAb
BB7 . 24 F R WS MIIHLA - A21¥) R 1A , L4750 e i (MFT) KR

[0060]  [K]9: RTCRITAARMC SHLA- A2+ DA K I S0 R I 52 BH 1 B B M0 2 AN 45 & . 38
1o 7 20 A B e A R PERRC A 37T N 2R TG I 2 TAHLA - A2 A % % S R T 2 B 1k i 1
(1) 22 A 988 1 5 28 TCRILAARMC LK) 45 & MAD BB7 . 24 Sk s MHLA - A2(1) 3% , LLF 35758
SR (MFT) K.

[0061]  [&10: 2N 2ETCRITAARDL 1 AIDT SHLA- A2+ Rz Ik 2 Pk Tty S5 9 1t B¢ o) 28 (1) 22 A 4 i
(1 &5 B o 38 QA B AR R B G PEARIC 4T/ R TG I I3 TAHLA - A2 DA K% i 2 R i 52
IoF 1k B S 1 1) 22 A g 4 D 5 2 TCRBTARMC 1 () 45 4 MAb BBT . 245 FH Sk Wi IIHLA - A2/ ik
PLF 3558 o E (MFD) Rom o

[0062]  [&]11:ZANZETCRITARDL LFIDT SHLA- A2+ LA Je Ik S R i 5 BH 12 1 2 ANl i 45 o
188 3o 9 2 4 M AR R R PEARIC A B0/ B TG IV I 6 TAHLA - A2 DA K% % S I il 5 B i) 22
AR 20 i 5 25 TCRHTARMCL IR 45 4 MAb BB7 . 24 FH SR Wi MIHLA - A21¥) 21k , DAF- 3575 it Ji
MFD) &R

[0063]  PE12: ZANRTCRPTAADIIAIDT FIMCT SHLA - A2+ DA K% Ji 2 R Tt S o #2896y 2 A4
YR 2 AR A o i I R Al B R R B R PEFR L PT /N B T g G I I A HLA - A2
DA e T 22 BRI 52 S P B S A4 1 22 1 P 4 5 28 TCRPLAARD L 1. DT LA BRMC LI &5 45

[0064]  [&]13:RTCRHLIADL 1 HHLA-A2+/ P& BRI 2 1 1 1 2 AN IR JEARA I 45 &
AN TE 8 TR AR M (1) 4 23 2 SRR anb 7, 38 5 3t =X 4 e 45 AR ) B = G PERR LI 5T/ BR TGk
MIEIXHLA - A2 DL S I A IR g 52 BH 14 11 22 A e 48 i 5 2R TCRBTARD L 1 ) 45 o MADb BBT7. 27
FH K W IHLA - A2 5 .

[0065] P14 : RTCRITMADI 1 EHHLA-A26/ B% 2 BRI 2 B M1 2 A IE 3 RARAIIR I 45 6 o
AN TE 8 TR AR YT M (1) 4H 23 2 SR8 anb o, 38 5 98 =X 4 e 45 R R B = G PERR L I 5T/ BR TGl
MR IEXHLA-A2LL J% P 2 BRI 52 9 2 (1) 22 A el 2 B S5 2R TCRPUAAD L L I 45 65 o
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[0066]  [&]15: SKTCRYTIADT HHLA-A2+/ B U BRI 52 1 14 1 2 A IR AR 45 & . 241
IE 5 JEAR AN B IR 20 22 SRR b s 5 38 ik i R4l BB AR R R PEAR1E (I BT/ B TG UE I
FIKHLA-A2DL J2 s S BRI 2 1 PRI 221 e 240 i 5 R TCRITAAD T 45 6 o

[0067] K& 16:BB7.2 52 AN IEH AR 45 & o 2 AN 1E % TR A 4N A 1) 2H 2327 SRk U5 b
I I R GE B R R FIMAD BB7 . 2 5 — R PEARICHIHT/INER TG Ml 2 AN 1F % S5 AR 41
H A 2E SRR FIHLA- A2/ FRiX

[0068]  PE17: ZANZRTCRPLAARMCL , D11 K% D7 5 A IE & A1 & M AN Z 41 A (PBMCs) FIZ5 45
JE T PCR4E 72 PBMCs [(THLA - A2 [ Y5 55 4% & PR ARF 14 - R — 2 PEFRIC I B/ TGl I 22 A
KRTICRYUARI 4G o

[0069]  [&I18: JETCRATIAD 1 3EFEME I A 45 o 3BT F FIPEARIC P/ iR T oG IHa HLA - A2+
PO AL PP DA R B G 2 AN 0B 5 28 TCRFUAD 11 ) 45 & o +/ - 27 il 3 PCR BT M 5 0 T R
Pt P 5 A A% B A% 82 (mRNA) (1) 3 R 635 MAb BB7 . 245 FH i W IHLA - A21F) Rk

[0070]  [&119: RTCRPUARD T FE M (1) S 45 o 38 R FHPEAR L FI 4T/ BR TG MIHLA - A2+3 J&
S REPE L K ) 2 S 41 S5 2R TCRPTIRDT M 45 & o +/ - 327 18 1 PCRIUN 75 1) % 2 & B mRNA
1) B R 223K JMAD BB . 24 FH K M MIHLA - A2 Rk

[0071]  FE20: ZANSKETCRITAARMCL , D11 D7 5 1A i 2 B2 g Ak JOk DA B AR AL T B R R B 11 2
ANHLA - A2FR 58 HE K 2 ANT2APCEE & o 2 ANT24H ML N N — VR BE I 10 BE SR Uk F85 (14 T S I il
FEE R DA B 22 A B s (R EE R AE 37 °C rb 127N o 45 45 s 38 5k v 2 4 D BOR ) - R PEAR L 1)
P/ R TG a6

[0072]  [&]21: SKTCRYLAADL 15 I 2 AN ABALLT- 1% S R i ek K 1Y) 22 ASHLA - A2 PR 7 ik ik i) 22
ANT2APCEE & o 2N T2 B NN — VR BE 111 10 ° B8 SR R 5 Fi 1% 52 R T ek B DA K2 2 AN BT s 1Y)
FERKAE3T C 127N o 4 A a3k i X At B B AR 1 H = 2 PEAR 12 B e/ BR TG Fr s I . MAb
BB7 . 211 25 4 i LR R K 0 DN BRI 22

[0073]  [&]22: SKTCRYTLAADL 15 Z AN ARALL T 1% U R i ik K 1) 22 ASHLA - A2 PR 7 ik ik i) 22
ANT2APCEE & o 2N T2 B I\ — VR BE 111 10 ° B8 SR R P55 Fi 1% 52 R T ek B DA K2 2 AN BT s 1Y)
FERRAE 3T C Hr 127N o 254 2l i e Q4B BB AR FH R PEAR 18 1 Bt /) B g G 1t - MAD
BB7 . 211 25 & i LR R K 00 IO N BRI I 22

[0074]  [&]23: SETCRYLAADL 15 I 2 AN ARALLT- 1% S R i ik K 1) 22 ASHLA - A2 PR 7 ik ik i) 22
ANT2APCEE B o 2N T2 B I N — VR BE 111 10 ° B8 SR R P55 P 1% 52 R T ek B DA K2 2 AN BT s 1Y)
FERKAE3T C 127N o & A a3k it XAt B B AR 1 H = 2 PEAR 12 B Bt/ BR TG Ffr 1 I . MAb
BB7 . 211 25 & i DR R K 0 IO N BRI 22

[0075]  [&124 : ETCRYLAADL L 5 N AHAL T 2 R 1Y 22 NHLA - A2 R 22 PR JIK 1) 22 1S T2APC
G o AN T2A AN N — MR BE 1K1 102 B JR IR 14 1% e Tk JOK LA R 22 A BT s 4 ek P 7
3T CHI12/NIF o &5 G 2 8 It A M 45 AR = G PEFR I I i /INBR TgG AT Bl . MAb BBT7. 2
(1) &5 A B AR B KT N BCR IR =

[0076]  [&125: SKTCRYLIADT 5 HiA FHACL T HK S R ) 22 INHLA - A2FR & IR 1 22 /N T2APCE
B0 2 ANT2LRIH NN — L 1 10 B IR 4 J3E (1) 1 S R I e Pk DA J% 22 A e o £ FEE A 7 37
‘CH12/NEF o &5 G 8 i A M 3 AR R = 2 PEFR I A i /NBR TgG R Bl MADb BB7 . 21
SEE IR R IR M GRS
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[0077]  [&]26: FRTCRHTARDT 5 i AEAL T I BRI 22 AN HLA - A2 78 E IR I1) 22 S T2APCES
E o T2 DN — R B FRI 10 ° BE R % 1A T S R T M O LA B 22/ B A s F0 JUE Ok 737
‘CH12/NEF o &5 G 2 8 I A M R R = 2 PEFR I A i /NBR TgG R Bl . MADb BB7 . 21
SE A IR R IR M GRS

[0078] W27 : SKRTCRHTMARDT 5 A AHAL T B 2 BRI 22 ANHLA - A2PR 78 E K1) 22 S T2APCES
o ZAT2YHNIHE DN — R FRI 10 ° B R % 14 T S R T Mk O LA B 22 B A s F0 U POk 737
‘CH12/NEF o &5 G 2 8 I A M 4 AR R = G PEFR I A /N BR TgG R Bl . MAb BB7 . 2]
SE A R R IR M GRS

[0079]  [&]28: ETCRYLIADT 5 T A BRF 1 )5 Fr#H R 0 A AR AU, T % U B2 B 1) 22 1NHLA- A2
B 5 P B H 22 AN T2APCES B o 2 AN T24R AN — K FE 1107 BE AR UK (1 T S R 1l B L. B %2
A FTbR s R AE 37 °C A 12/ N, B ik T U g ek S DA B 2 A4 B b s ) e R R AR B8 D 7 Y 3%
PR BRSSP 2 AN A a 548 P I Hp BT O A 110 » 45 7 A S ik U s R4l i B R B — R PEARIC
[FIPT/INER TeGRT WA I MAb BB7 . 211 45 & A DR HE R 10 IO N BCR I D 22

[0080]  [&]29: #[n] 22 NHLA-A2/WT 1 & W SR TCRETIABATBO ) K 1H 45 & 55 A I 5E - 2
AL TGl it Pt /0N BR8N S8 TeGla] et [ 52 78 Airids 2R 110 45 2 1 JL 9% (SPR) A AR JEGE:
b AR B R AT B A 1 2 AN scHLA - A2 55 & W) A4 A1 558 47 8 i 2 4B 1 2 AN 44K I
2 BEEHLA-A2/WT1E A0

[0081]  [&]30: ZNRTCRYTIABATFIESKL 5 I WT THLA - A2BR 72 BERE I 2 N T2APCI 45 6 o
LTI — IR FE 10 E210° " BE AR UK P O T S BRI IV Uk A K 22 A BT s ) TP A 72
3T CHI12/N o 45 & il i Vi s 4R BB R FHPEFR i I Bt/ B TG (FHT-B47) B K16 (H]
TESK1) Fr i il MAb BB . 248 FH 2 W MIHLA- 2] #32 , LA 3728 6o (MFT) oo

[0082]  [&I31: 2N ZRTCRYTIARBATFIESKT 5 INAWT1REIE LA K2 22 A% REZHHLA - A2FR & ik
¥ 2 NT2APCIHI 45 A5 o 22 N T24R BB N — IR BEI 10 BE JR IR FEHOWT Lk B LA % 2 A b
[ FEE R AE 37 °C H 127N o 25 A Al 3ok = 40 P 4 AR ) — R PEFRC I /N BR TG (FH T-B4T)
B N TgG (FHT-ESKL) B il . MAb BB7 . 24 FI SR M5 MIIHLA - A2/ ik , LA-F-34 98 558 i (MFT)
ET

[0083]  [&]32: Z /N RTCRYUIARBATFIESKL 5 I0A 2 AN AHAL T-WT LR KT HLA - A2 & JPE ki
ZANT2APCIRI S 45 o Z N T2AMMI NN — R BE IR 10 15510 BE /R IR FEROWT L K LA B 24 B
PRI ERRTE3T CHr12/N0T o 4 & 2 i i SR Al B B AR FI H R PEAR i I Bt/ MR TgG (T
B47) 8¢ N3 1gG (FHT-ESKL) T Wa sl JMAD BB7 . 2011 454 A5 JEE R 1) I N R 1 T 2

[0084]  [&]33: JRTCRPTIABAT 5 INAWT L EKEL 2 A X REZHHLA - A2FR 58 B IR T2APCs I 45
o ZANT2AIH AN — IR ERI 10 " BE IR WK B HIWT LR K LA Sz 2 AN B b R P R #E 37 °C 112
/NI o & e R A P R R R PEFRIC I PL /N BR TgG R e Il . MADb  BB7 . 21 5 & 7
AN NS &=

[0085]  [&|34: 5 TCRYLAKBAT 5 A AEAL T-WT L JE ik FRTHLA - A2FE 58 JIE ik 1) 22 S T2APCH &5
E o ZA T2 MMM — R FEAI10 " Z210 °BE R FEAIWT LI A A S 22 AN B ko (4 ek R 2 37
‘CH12/NEF o &5 G 2 I8 i A M AR R G PEFR I /MR TgG (FH T-B47) B 2K 1gG
(FHFESKD) T 5 MAD BB7 . 201 45 4 W AR L BE ) I N R I 2

[0086]  [&35: ZANIRTCRYTABATFIESKL 5 FAX BLA FRIAWT 1 THLA - A2 52 BH P 1) 2 /> i g

10
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(R 45 G o 256 I i = M AR R F = ZPEFRIC I HT/N R TG (FH T-B47) BN 2K 1gG (T
ESK1) At il . MAb BB7 . 24 FH R M MIIHLA - A2 1A .

[0087]  E36: JETCRPLARBAT (3L B 14 () J 45 o 8 ik ) FHPERR I A HT /N B TG UL IMIHLA - A2+
P 2 B P DL R 5 ) 22 AN 40 S SR TCRPTARBAT I 45 & o +/ - KR I R PCRIUAF A WT L mRNA
)3 R 28 JMAD BB7 . 243 FH K M MHLA - A2 323K

[0088]  [&]37 .3 PN BRI X T 22 AN S TCREUAA 1) A7 S M M 5 o BTl WT 1 12 K 2 %71
R ZAALE L3 45 THISH I N 2R , ik Z AN &R (Ala) RAZMEIK#E & R, 77 Hobn
2R 2N (APC) T o 38 i it 2040 R B3 SR TCRYUAAESK L I 5 &, LA Al &3
oS ¥ 0 5 B AT B ) 45 A R BT, IE H S B AE R (WT) B9 R SRWT LIk K Fr) e i &% -5 55 P58 3k
AT O o RS AL a AR A7 5 P BT s AR %o 52 ) A DP-Aiks S WT B ORI B i 25 5 0 F 2 B ik
HDao% N (RHE LB )5 1761a33 (2013) .

[0089]  K&]38: ZANKTCRITMADLL D7 AR A FIMCL 5 0 1% I I JOA DA S AR AL T %
ARG 2 NHLA- A2FR 5 K 2 ANT2APCHI 45 6, S1T R S23 N T &R 9 2 il 1) 22 /> AH AL
P B o 22 AN T 2200 AR I N — VR FEE PR 10 ° B8 SR A€ B8 P 1 2 TR A P O LA S 22 A I s ) B
TE3TCHIL2/NI o Z AN AE — IR BE I 10Te / T 2 A R T40 i 52 44k (TCRL) Hifk s
Je ¥ R RPERRIC IR SR AR/ DU/ TG, 3 HaB i i A B e AR 4387, LT 35¢
R E MFT) R

[0090]  KE39: ZANZKRTCRYLARDL 1. D7 FIMCL 5 I i 2 R g Ak ok LA K AR AL T s R IR g 1) 2
ANHLA-A2FR 5 HE R (9 2 AN T2APCH 45 &, KIAA0355.S7.S17 2 S23 9 TH & e N HE Rl ) 2 AN A
AL JE o 22 /S T2 A DTN — 36 £ 10 B 2R R T ) T 2 R TR ek K L B 24 B s o £ e
JEAE3T CH 12/ o Z AN M4 — IR BE I 1050 o / 2 H I 2 AN TCRLPT R Yo 8 f5 B2 A1 H —
PPEARMC IR 5 A&/ DU/ R 16, I Hal i i A SR 04, LA 3805 6 3 B (MFT) &
7INo

[0091]  E40AZEC: ZAETCRFLIADLL (E1404) ,D7 (K140B) F1AEYI ZALRIMCL (B400) 5
HLA-A2+, P SRR BT it 52 BE 1 B BH P PR A a1 &5 6 o J8 sk qPCR XS FRAKHLA - A211) 22 A i 8 A
TE 5 AR A1 A K P 2 R B mRNA ) 3R 3K o 24N IoRg 4 B g — IR I 10 / = T 2 4
TCRLyUAAR Je 2 5 4255 FI F — L PEFRIC I BE B R M2/ Hi/NR TG, I Hod i i xUAm i e AR 43
B, LU0t B2 (MFD) KR .

[0092]  K&41:HHA —AHICD-38 J—MDITE XK 7% (BS) TCRLATT-HLA-A2+/ %2
B+ (BH %) DL SCHLA-A2+/ B S BRI - (FH %) 19 2 A~ i MO PR 1 % K, Fr il TCRLAFR N Ty r
D11BS TCRL.¥4Tyr D11BS TCRL5 Z{fh ZIBHLA- A2+/ FR & BR i+ 1K) 2 AN Al LA SZHLA-A2+/
1% 2 TR il - (1) 0T HELZEL Iy A B B R A — i, 2 S5 AP id Tyr D11BS TCRLUA K& A 2 /Mg
FEANA 2 B R Z AN RIEAL (naive ) PBMCLA10: 1E: THIEL 2 (10 1S4« bREEA LL ) 85
FR24/NI 8T FLR i U (LDH) R0 0 & 40 e 7 1:

[0093]  KE&42:H Tyr DI1X}-FHLA-A2+/BEZEREE - 11 2 A~ 1E 3 B ARAH B I 2% K, B BS D11
SRt FEZH 1) 22 €0 2R HLA - A2+/ T BRI+ 11 22 41 i LA JZHLA - A2+/ s S B I - 1) 2
1B R A f 35 7R AE — 2, 2 14 5 Frid Tyr DI1BS TCRLEL S A 2 A ik B A 43
H 2 AKIEACPBMCLAL10: 1E: TR LE 28 (10 TR A : FREEAT LG 2R) B57R24 /M

[0094]  [&43:H Tyr D7BS TCRLX}T-HLA-A2+ /% S B i+ LA L HLA - A2+/ B& S BRI - 1) 2 1

11
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HAR PR 5 K, ¥4 DTBS 5 2 €5 2 JRTHLA - A2+ i BRI+ 1Y) 22 /N 4T A LA A HLA - A2+ T 4 TR il -
1) 22 A% B2 i yRg 4 B 55 7R A — 2 , 2 DN S AT IR Tyr DTBSLA S M 2 A i e M A b 43 5
) Z AN RIEACPBMCLL 10 1E : THILL Z& (10 : 12 N4 - FREE AT EL ) 855224/

[0095]  [&]44: HD7BSXIT-HLA-A2+/ Bé 2 IR - 1) 2 /> IR & R ACA ML 1) 3% K, 4 DTBS 5 1E A
XT HRZH (1) R ZR TR HLA - A2+ /P& 2 BRI+ 1) 22 A A DL JCHLA - A2+/ 6 2 IR il - 11 2 AN 1R TR
RPN RS Fa /e —2 , Z UM 5 TR Tyr D11BS TCRLEA S M fi BE AN A 43 B8 2 AN &2
AN RIEPBMCLAL0: 1E: THEL 2 (10 : 1R 40 : AR SR EL ) B 3224/ N .

[0096]  [&45\E 7% 1 DTBSAETRNOD/SCID/NER A 1S . C. 50 1 AR €8 25 987 1 i I8 T2 R ) AR Y
ik

[0097]  [&]46: 2 KR TCRIUAR M= ALESKL MIBATB6 5 INAWT 1 JHE ik LA B2 22 /4> H B HLA - A2
B 5 JPE KPR 22 S T2APCH 45 2 o 22 N T2ZR MM TN — IR R 107 ° B JR U FE FWT 1R LA B %2
A FFR 7R B ERRAE3T CHr 127N o 2 AN A — I B2 10Fd o / 1K) 2 N TCRLBT A4 44 1
Je ¥ R RPERRIC IR SR AR/ DU/ R TG, 3 HaB i i A B AR 4387, BLF-35¢
SR E MFT) 3R

[0098]  [&]47: ZANKTCRIUAR A Y ZALESKL FBATB6 5 A WT L ik DA S ABALL T-WT 1 2 A4
HLA- A28 52 BRI 2 AN T2APCHI 25 B 0 S2.S6 S ST 2 AN T &R A JE At ) AR AUPE R AR . SR
— ARHRL (heteroclitic peptide) » ZANT24HBEHE I — R FEFI 107> BE SR I FE HOOWT 11 Jik
DA K AN Frbn s R RERRAE 3T C Hr 12/ o 2 AN M — I BE R 1050 5 / = 7+ 2 ASTCRLT
PRESK1 AIB4TB6 4 4 J5 255 F| FH — R PEAR G I BE B2k A1 2/ i MR TG, F Ho s i =4 i
FEARG M, L3R T (MFT) 3R

[0099] P48 i# i SPRIF)SE AIE: - B[] 2 ANHLA-A2/WT1 & &I 28 TCRPTARESK 1 FIB47B6H)
F &5 G o AN D 22 - 240 1 L 2H 1) AE AL ) B BEHLA - A2 /WT 1 & W42 t K AT 1 R I8 1)
ZAscHLA-A2E GRS E it 2 B =24, FriRHLA-A2/WTIE & 5 g fii R
(NeutrAvidin) [B] 42 [ € 7ESPRIF AL IBGE A b . 44 I ESK 1 AIBATBE TCRLIY Z AL R 45 &
1, (Fab) fE A Z A0

[0100] P49 i@t N R R T A8 Sk e R AL e e 1k T IR E 2 ML E 1.2.3.4.5.7.8F01
9 BA T E R BRI 22 A SATFIWT L B 2 BT DA — R PR 1072 BE JR IR P N 28 22 S T2.40
Ul 2 IAHHE (APC) HHT-37°C F 1270 o Z AN 41 B — IR FE I 10%0 78 / 2+ 2R TCRPTAA
BATB6 Y 4, 3 H i ik it s AN B B AR 5 BT o B ALaBUAR A7 B 1R AT 3R ARG 520 DL 25 4 7 A
T BRI B o bRk

[0101]  [&]50: ZANZETCRFTIABAT FIESKL 5HLA- A2+ LA S WT LmRNA 5 [H 12 5 B 14 1 22 4™ 4 i
[P 454 o I qPCRXT R IAHLA - A2 22 A g 40 i 47 WT 1 mRNAZRGK (1) WK « 224 B 4
B 101055 / Z T+ Z A TCRLITIAESK 1 FIB4TB6 4Lt J5 6 A F R PEARIC I BB S5 FE L LA
SR8 R B (MFT) KR o 78 3 ZRmRNA R Rk 1 £ s LA S O0URs s v T =X (A $HTCD3) i1 24>
P AR R OK , WA IR

[0102]  [&]51A: @it b #:B47B6BS SESK1BSXTHLA-A2+/WT 1+ FTHLA-A2+/WT1- {2/ 15 R
YR AL 5% K o ¥4 BATBE6BS FIESK1BS S HLA-A2+/WT1+EEHLA-A2+/WT1 - ) 1F ¥ AR 40 i 15 5%
i, AU 5 Pk BATB6BSELESK1BS LA & 5 M £ Ak BEAN A R 4 B 1 2 S AR5 AL
PBMCLA10: 1E = TH bt 2R 15 77 24 /NI o e b LR Mo 20 (LDH) B s K] 5 4 B 2542k

12
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[0103]  [&|51B:iH it bt B4 7B6BS 5 ESK1BS A HLA - A2+/WT 1+ FIHLA-A2+/WT1 - (K] 2 AN 4w #k
(1) 3% K o ¥4 B4TB6BS FIESK1BS5HLA-A2+/WT1+BLHLA-A2+/WT1 - [ 22 A Mg 2 45 35 4 — ke,
Z M5 Frik BATBE6BSERESK1BS LA S 5 22 A i B AN A rh 73 B I ARV AL PBMCLA 10 : LE - T
[k 2 Bs 7224/ N (BF3- 4% 50 - Fo b BT iR Pt 704 %3 (CD3) I B4R 53 X (scFv) Fr B S RTid
Fab] pfrid 2 4 ] A8 [X 33 1H € X (VLCL) BA) o

[0104]  [&]52: K TCRYLIACLO6BI 5 MIATMAGE -Ad,, oo (P FRAMAGE - A4fE FIK) ik ik LA K 22
ANFLEHLA-A2PR G RE IR IR 25 45 o 2 T24R BN\ — VR B IR 10 ° B JR U JEE HOMAGE - A4 A % %2
ASFTAR R I ERRZE3T CHr 12/ o Z AN M4 1 010e / Z T+ B9 2 AN TCRLYTAAC106BI G 4 )5
BRI H ZRPEARC I PT N R 16, I Ham il i U 4 AR 4347 » AP 398 S5 g (MFT) &
7INo

[0105]  [&]53: 5 TCRYLIARC106BI 5 I MAGE - A4 2k ik LA 2 22 AN FEALL T-MAGE - A4f¥JHLA - A2[R
SEWERR I 45 2 o 2 AN T2GH I NN 10 BE JR UK P FIMAGE - A4 LA K% 22 AN BT F JHE R 237 °C
127N o 2 AN AR B — R FE I LOFk v / 22 T+ (1) 2 AN TCRLYLAA C106BI Sy 2 )5 4 75 FI) FH — K PE
FRCEI PR 16, I Had it i =R B B AR 507

[0106]  [&]54 ;i i SPRIY 35 A - 8L [f1) 22 NHLA-A2/MAGE - A4 5 & W) 25 TCRHT 14 C106B9fH
FTH 45 A 2B A 5E - 2501 FE A0 1 AR ) 2 A BTHLA - A2/MAGE - A4 &2 B R I B R 1A
(1) 22/~ scHLA- A28 S WK AN B 3T 4 & B = A=, FTIRHLA-A2/MAGE-ME AW 5 R R Fl R
V) 2 b [ 52 76 SPRACAR JEGE Fr B o 4l AL {IC106BITCRL Fab{E N ETR 44

[0107] P55 @it N Z R T4 S8 A8 SR I e R AL e e 1k T IR AE 2 ML B 1.2.3.4.5.7.8F01
954 TH 2R U BT i 2 AN 9848 (IMAGE - A4 Ik 45 i » 2 A AT BE 1A 4 52 67 Bl — K B 1
TR o IR Z A KR K AS HIMAGE - A4 P R UL — IR R 10 ° BE R WK B I 28 2 AN T2 40 i 47t R
SN (APC) HT-37°C R L2/ o Z2AN A M4 — W FE IR 1076lve / 2= T () SR TCRHTARC106BI
getty, IF Had i m N B R 04, 2 N4 I 2 A A8 DA S BT A R Y IR M T4 % Lt
B BN ALa BRI AL B 1 BT I FEGT 5 M DA &5 6 10 A2 T R BRI B 40 bl RaA

[0108]  [&]56: J5TCRILIACIO6BI SHLA-A2+ L SMAGE - A4 37T Ji 5 BH 4 5 B 4 1) 22 A~ 41 B F)
g4y o il 1 qPCRAFAE Z A4 i FHMAGE - A4 FImRNA K 223 o 22 AN I8 240 a4 1 O o, / 22 T 1)
C106BIYL th J5 2 I H — R PEARIC I BT N FAA, DLF 352 e it B (MFT) 3871 o 7R 3R 7RmRNA
) 223 R B L K XURR TR 2 (R HICD3) 1 2 AN TR o 4 i ) 5% K, InAS ST adk
[0109]  [&]57: H1C106BIBSK|T-HLA-A2+/MAGE - A4+ LA JZHLA- A2+/MAGE - A4 - (11 22 /> 4 i bk 1)
K 5 #4C106BIBS HHLA - A2+/MAGE - A4+ 11 22 AN 4 g LA F ) FEZH FTHLA - A2+/MAGE - A4 - 1) 2 4
YRS FEE— D, 2N 5 AT C106BIBS LA K2 M 22 A i A4 H 43 85 1) 2 A~ A 75 AL PBMC
PL10: 1E: T EL 2 RE 7R 247N o

[0110] [&|58:FHHC106BIBSH T-HLA-A2+/MAGE-A4- [ £ AN 1IE & R ACYH AR i) 3% K, %
C106BIBS 5HLA-A2+/MAGE-A4- 1] AN IR & ARG IS 7R 72—t , 2 N4l 5 i iR C106BIBS
DA e I A B REANAR R 23 BS 1) 2 S ARIELPBMCLA10: 1E : TR LE 55 FR24 /N

[0111]  [&59:MAGE-A4BS C106BIBSTETH[TNOD/SCID/NER HH TS . C. B2 10 290 ) a2 1 1)
AP

[0112]  [&60: K TCRYLIAF184CT 5 IATMAGE - A9, . Ik (HL 4 R AMAGE - AOfE FIK) LA K %2
ANFHEHLA- A2BR 5 HEIK K 45 4 o 2 N T24R I NN 10 BE /R I £ HIMAGE - A9 LL K ATk
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(I HEREAEST C 127N o 2 /N 4R 4 — IR FE I L0Fl o / Z T+ 2 AN TCRLYTIARF 184CT et J
BRI H ZRHPEARC BTN R 16, I Ham i i U p 4 AR 4347 » AP 398 Je s g (MFT) &
7INo

[0113]  [&61: 25TCRYTLIRF184CT 5 NG MAGE - A9 I ik LA 2 22 A AEALL F-MAGE - A9F{JHLA - A2
52 WE K (4 45 45 o S8 — LA P& IR 9 T 1) AR A2k kK » 22 AN T 2400 IO A3 N N 10 JBE JR K JE £
MAGE-A9LA J ZAN b s B IR AE 37 °C Hh 12/ o 22 N0 g — IR BE [ 10 o / 22 24
TCRLYTIAF184CT 4Lt J5 #5255 Fll F — R PEFRICIIPT/INR TG, I Hal i i =R am e 8RR 4 #r , LA
PR E MFT) 2R,

[0114] 162 : 38 it A ZURR F1 31 58 748 R 52 3 Ao 4 5 1 o FTIR E 2 M B 2.3.4.5.6.7.8F1
95 N RARRIURI BT id 2 A~ 58 MAGE - A IR 45 A Bl o BTk 22 N ATa AR DL K R AR ik LA
— R 10 " BE SRV FE 4 N 28 22 AN T2 40 B 40 B S DAL (APC) th T-37°C R 12/ o 24N 4
Wi — IR I 108 70 /2 T+ A 8 TCRATTIABATB6 Y £2 , I HLiE R i SR 4B B AR 0 47 o B S Ala B
RIS B 1 BT MRS 52 M DA 45 5 B A R KB 7 o LRI

[0115] 163 : 2 TCRYIARF184CT 5 £ ANHLA- A2+ IF 8 JRAC AN IR I 45 4 . 22 /N 1E % J5 AR 4
FRBE 10T405e / 2 T+ 2 AN TCRLATAAF184CT e 4 f5 4556 /& — RPEARIC I HT/NR Bk , BLT-35)
PIGTRE MFT) FoR.

[0116]  P64: JTCRILVRDI0AS S5 I PAP, |, |,k (B4 FROAPAPE E) LA K 24N e
HLA- A2 5 AR 45 25 o 2 N T2AN MBI\ — IR BRI 10 ° BE R IR FE FIPAP LA 1 22 AN bR 1)
FERKAE3T C 12/ o 2 AN 4H BB 1050 5 / 1K) 2 AN TCRLBTAARC106BI L (8 f5 82 1L H —
ZPEFRCHI BTN TG, 3 HB I 3 4 AR 4T, LT 9658 (MFT) &R .

[0117]  [&]65: KTCRHTAD1I0A3 5 N PAPRE K DA K 22 /N #EABLT-PAPIHLA - A2BR e f Ik 11 45
o B T2 N — IR E IR 10 7 JBE SR U FE (KR PAP LA I %2 AN I AR s B HE K AE 37 C i 12708
I} o 224N 40 B 1043 5 / 22 T 2 N TCRLBTARD 1 0A3 Yt J5 B35 B — 2 PEARiC B BT/ R
1gG, I Hidd A B AR 74, LLF 35758 658 FE (MFT) 2R o

[0118]  [&166 - i i PN &R F 4t S A8 SRk e R AT R e 1k T IR E 2 AL E 1.3.4.6.7.8F19
FLA TR RRHUR I 224> 948 (K PAP I BE W A5 BRI DA — R B 01107° JBE JR IR B 1N 28 22 S T2 40 i
FiJE S (APC) H T-37°C F 12/ o 2 AN 4H B ik — MR BE (1 1098 v / 22 T 2R TCR 3044
DI0A3H: , ZANHMI NN AN 938 DA e B A= 750 ik R PO TAR o Bb 552 L A1 aBUA R I A2 L1
FIT i AR 52 DA &5 & B AR R PRI o L R IE

[0119]  [&I67 : SRTCRPLIAD10A3 5 £ NHLA - A2+ 1E 3 JEAR YT M () 45 & . 2/ 1E 3 JEL AR 41 iy
W 10% 5T /2 T+ 2 ANTCRLBTARD1 0A3 YL 1 J5 B2 45 F F — L PEARIC I i/ R P, DA%
JesRE MFI) FoR e

[0120]  [E68:D11HUMAN Z AR I 2 %L (SEQ 1D NO:280-295) .

[0121]  [E69: DTHUIARM 2 A FER A2 MLIER (SEQ 1D NO:296-311) »

[0122]  [E70:BATBOHLIAR) 2 AR IER AL MZIR (SEQ 1D NO:312-327)

[0123] P& 71:C106BIHUMAI A EIEFR A2 MZER (SEQ D NO:328-343) .

[0124] P& 72:F184CTHUAI 2N EIEFR FI 2 MZER (SEQ 1D NO:344-359) .

[0125]  [&]73:D10A3PUIARNT 2RI F1 2 LR (SEQ 1D NO:360-375) .
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BAsthu )

[0126] AUk B AEH — eS| i A 0 T 2 AN S MR 25 6 S Ad, Prid S AP 25 SR A0 9
BA SR AR R 4 e P — SR TCRPU AR 45 A 3 % -

[0127]  FEVEANARREA K BA 1) 22 /b — AN SEHt A5 2 117, B4 B AR AR i AN — B PR € T4 & B
TE LA F I8 1 20745 B Fr 25451 1) 22 AN S5 o A% B e 8 DL HAth STt 51 35 DA 25 o 77 2 >R S itk
BN

[0128]  ZKT4HMf 5244 (TCR) (TCRL) # M T &1 X} 22 /> IiJgs R A7 1) — SR TCRER: = 14 o AR F X6
MHCHKHL )5 52 & W3R 30 tH AKSE A 2 ANTCR, 2 ANTCRLI 4 P A2 RIS ik 22 AN TCRLIK W] %
PR Xt B A S AV . TCRLBE T R A — B AP e 7 2 5 38 ) 224 Joisg 40 B 5/ 5 B4
(R RE M 07 o B A, ik Z2 NPl 2 24N A B BT 7860, e vr 7 N SRER — R PRIk -MHC
F) BC Ak ¢ 32 DA J2 TCR - ik ik - MHC ) 22 S A BAE BRI 7T

[0129] AR NIAEC & iEt — 2% B e FISL I # R 7 2 AN H 3R TCRL, BT ik 2 4N
S TCRLAF TyrD-HLA-A2 (D7 & D11) ,WT1-HLA-A2 (B47) ,MAGE-A4-HLA-A2 (C106B9) ,MAGE-
A9-HLA-A2 (F184C7) LA J¢PAP (D10A3) o &I H 52 TG i 1) A R A e 14, BT ad 22 A A i) i
ZANCDRA] AR AE N AEAT AR S5 AR 25 S i, ) an B A — RN 4 (59140, CARFITCR) o
[0130] DRIt , ARAHE AR R BH ) — E SRt (1) — AN T 1, it 7 — Mo AR 455 S, BT ik o
R4 & SEARFE — PR 45 A XI5, i $U 5 46 6 DX 3300 46 22 /1 Nitw 22 Com HE 21 19 EL A M o
EIX (CDR) 741

CDR1 HHE(HC)  SEQ ID NO: 309 SYGVH

CDR2 HC SEQ ID NO: 310 VIWAGGTTNYNSALMS
[0131] CDR3 HC SEQ ID NO: 311 DGHFHFDF

CDR1 #%5(LC)  SEQID NO: 303 RASDIIYSNLA

CDR2 LC SEQ ID NO: 304 AATNLAA

CDR3 LC SEQ ID NO: 305 QHFWGSSIS

[0132]  Prik s A &5 & SEARRE i DL — N R T EAH LG AR Sk MHC) B e 1) 7 NS &
HLA-A2/TyrD,; -0

[0133] ARG A B H) — 8 S 491 ) — /S D5 1T, B4 1 — Mo At &5 5 SR, B o Ak
GG SEARELHE — PR S A X 38, BT iR 45 X A4 22 SN 22 Cii Ik 51 B AMPE g [X
(CDR) J¥%1) :

CDR1 HHE(HC) SEQ ID NO: 293 TSGMGVS

CDR2 HC SEQ ID NO: 294 HIY WDDDKRYNPSLKS
[0134] CDR3  HC SEQ ID NO: 295 KDYGSSFYAMHY

CDR1 %#H#E(LC)  SEQID NO: 287 KASQDIHNYIA

CDR2 LC SEQ ID NO: 288 YTSTLQP

CDR3 LC SEQ ID NO: 289 LQYDNLWT

[0135] BTk oi Mtk 25 & S Ak 5 L —MHCPR 52 (1 77 2045 G HLA- A2/ TyrDygy o oo

[0136]  FRFEA K B — LL St 5 (1) — AN 5 T, $e 6t 1 — i oie A 25 & Sk, v ads o A
ShE SERELTE — PR S5 A X8, BTl B 45 6 X 3B 46 22 /N 22 Caing HE 51 (1) B M B 2 [X
(CDR) ¥ %1 :
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CDR1 HC SEQ ID NO: 325 SYDMS

CDR2 HC SEQ ID NO: 326 YMSSGGGTYYPDTVKG
(01377 CPR3 HC SEQ ID NO: 327 HDEITNFDY

CDR1 LC SEQ ID NO: 319 RASQSISNSLH

CDR2 LC SEQ ID NO: 320 YASQSIS

CDR3 LC SEQ ID NO: 321 QQSYSWPLT

[0138) s e 45 4 S P R LA —MHCIR S J7 SR 45 rHLA-A2/WTT o
[0139] {45 A Ay — B S — 1 T, SR8 7 — i R S A e b, JURFAE 2 T
P 3 R 5 S 5 — B 2 X B, T R 5 X L 2 AN 25 Co e 510 11
AMEBELX (COR) 31

CDR1 HC SEQ ID NO: 341 GYWIE

CDR2 HC SEQ ID NO: 342 EILPGSGGTNYNEKFKG
[0140] CDR3 HC SEQ ID NO: 343 DSNSFTY

CDR1 LC SEQ ID NO: 335 SVSSSVDYIH

CDR2 LC SEQ ID NO: 336 STSILAS

CDR3 LC SEQ ID NO: 337 QQRSSYT

[0141] BTk i Rtk 25 & S R 5 L —MHCPR 58 (1 77 2045 G HLA-A2/MAGE - Ay 0

[0142] AR FEA K BH 1) — L8 S i) — AN 5 T, S 4t 7 — i oie AR 5 A sk, BT i o A
75 A SRS — PR S A X8, FTid i JR 45 A IX 3 A 465 22 /NN 2 Com HE &) 1) B A B 52 X
(CDR) ¥ 51 :

CDR1 HC SEQ ID NO: 357 FSSSWMN

CDR2 HC SEQ ID NO: 358 RIYPGDGDTNYNEKFKG

CDR3 HC SEQ ID NO: 359 EATTVVAPYYFDY
[0143] CDR1 LC SEQ ID NO: 351 RASENIYRNLA

CDR2 LC SEQ ID NO: 352 AATNLAD

CDR3 LC SEQ ID NO: 353 QHFWGTPLT

[0144] BTk i Rt 25 & SL AR e 5 DL —MHCPR 58 (¥ 77 2045 G HLA-A2/MAGE-A9,,,, 4o

[0145] AR 4 A g BH 1) — ML S (9] 1) — /N 5 D, $2 4 1 — Pl oie R 25 & s, B o A
GEA SR — PR LS A X, TR BT 45 & X 3B H5 22 /N 22 Cuim AR 51 1 B R p 52 X
(CDR) ¥ %1 :

CDR1 HC SEQ ID NO: 373 DYNMD
CDR2 HC SEQ ID NO: 374 DINPNYDTTTYNQKFKG
CDR3 HC SEQ ID NO: 375 RNYGNYVGFDF

01461 pr1 LC SEQ ID NO: 367 KASQRVNNDVA
CDR2 LC SEQ ID NO: 368 YASNRYT
CDR3 LC SEQ ID NO: 369 QQDYSSPFT

(01471 Frid s Rk 45 & S A4 RE % DL —MHCPR 78 1) 77 2045 G HLA-A2/PAP ) oo

(01481 ZRSCHT A8 A — “THI ML 32 ARAFHLAA™ B “TCRL” 248 5 HLAPR & BE AR BT R 2 A1)
—MHCES & B — ik - TCRL-5 I iR TCRLARFE A 45 & B A —MHCKR %€ f 45 7k o FE SR> Tk
ERERRT BT TCRLEUAAN 5 FTIAMHCES & » LUK AE i BMHCH) — SR /D T, T BLiR £ A 5 i
BRERRSS £ o
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[0149]  ARSCHT# I “45 & (binding) "B “45 4 (binds) ” faduik- iR LN 45 &, H
HIEH AT, AR R AR DG TCRLA 500, 1883 28 1 55 B8 14 3L 4R 43 1 (SPR) WllsE , 7EK KT
2044 JBE /R FE T L A

[0150] PRt Jif 4 A3k 55 AT I e i & - 30 70 Jis (40 B o =% R0 2 4 FH Bk o A4 1) B ik
AL 2RI SE , BT IR FUAAR (1) BT IR 0 IR 45 A 3801 ik 22 1~ CDR & M BT IR 044 (1) BT I v %
PETE T AT AR o 0T TR FOVEVEAY , BT I 0 i A2 A FH BT i 0 B i w1 e =X, 9, o Scadt
— BRI — BBEMHCHE R E &40

[0151]  GrA SRS FH , AR1E K7 248 BT IR §1 R 455 4805 I i 4710 SR 45 -5 3 AR 2 ) 97 5
) P B P 4 A 2

[0152] N4 ERf# , BT I 5 Rl 45 G SR 0 ik 2% A 2l i 2 ASCORMIE < SR T, Bk 2%
A 3R] LAASE R A S L N K 22 AN J7 VR e, 491 a5 A I o

[0153]  ASSCAlT FIM S A4 A LR S 48— 45 B 880, ITid &5 &3 4 LA LL R X T — 4
TR EN B A S S E PR, I HIRAE — 2 Mk 2010 OB /R, i it
AT A 22 N DT e , A5 2 1 55 5 TR LR R (SPR) »

[0154] AR & — EAKE St 77 58, BTl S5 A1 50040 B8 JR IR B - 0. 549 B JR VR B, 1004H JBE
IRIR P - LN BE TR UK B, 5O BE IR IR 5 - 1 4N BE TR VK B, 2090 BE R IR 58 - 1 4 JBE 7R VK B, 1040 BE IR
WP - 1R PEIRIR P

[0155]  Fridk s A3 43 BT LAk 9 FH TCR , CAR-TUA S2 i A4 i 2EL B f1 iR E 4H

[0156] R4 — ELARIISLi 5 28, BTl o Ak &5 & st — Pk . R S eoR A4 &
SEARFLE , BT 2 N PUR I S 25 SCRRIBEVE AN , AR S it 77 22 140 BT 1 3R AN I 48 e A M BIR 1) 2
(1), A B S-S5 b 5 AR SCRTIR 1 22 AN 45 6 SEAR AR G, RE IR AE T SCHE— D HEIR 11 BT b 41 i
BITIE X k.

[0157] AU B S IR R IE “Pii” 5 2458850 1 L ik 524 0 T 2 AN Thie B,
flFab.F (ab’ ) 2.Fv.scFv.dsFvELZ A~ Hddk 7 7, HIAnVHAIVL , B iR 2 /> Thise A B Re % LA
—MHCBR Hl T X5 — PR — KA & AE RN — DN EEREARNIRR , Frid A& “buik” B W 7E
T AL AT A 25 ROV 25 A SR, Bl 5% Al 45 SEAR DL —MHCPR 58 1 4 5 Pk 5 — SR I AE — 4]
MR 1R T 456 o DR, A R B 1 — S5 St 451 1) BT IR 44 1) 2 AN CDR AT A A N AE 2 A
N L5, Bl an T 32 AR B2 ASCAR, W R SCdE— P iR .

[0158]  FH TS AN i B — e Sl i1 2 AN & ik i Br B & — B BREE L B (R
FRA” B2 8E”) 1 — HL AN 5 X 35 (CDR) «— e BRER % (AR RRON” EAE”) () — T AR
SE X — AR B AR X A, — B A AR X Ik — B — R Fd B LTI 2 AR
FBUEAR SRR IR, B a0—FvIX . — BBEFv (scFv) «— XU Fr a2 [ Fv (dsFv) .
—Fab, —Fab’ #1—F (ab’ ) 2,

[0159]  GnAR ST R fs FH , AR “Ho b sE X 380 B “CDR” w] B AR 4 {8 FH DA $a tH AE BT ik 24~
R AR BE 2 K BT il AR X 3N R B iR 2 AN PUR S A X — ikl 2 AN PURE A
iR VH (CDR HIEEHI;CDR H28EGH2; LA JZCDR H3EEH3) H413E =ANCDR; LA Je =ANEEREAN BTk
VL (CDR LIBYLI;CDR L28{L2;and CDR L38KL3) . Frik £ ANCDRIF HIIK) AN F 9k it 45
FR A DL S it 451 Tt 25 I D7 AID 11 - TCRL o 73 A1 1 552 it 451 £, FEWT 1BA7B6 \MAGE - A4C106B9
MAGE-A9F184C7 .PAP D10A3 (W1[&68-73171) o
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[0160] K 5E HuAd v (1) ik G 21k IR ke B P A4 ol — AT A8 [X 35 B — CDR ) ik £ 4 w] LAASE FH
TEAATIE H 2 RN 7 vk e , HF HABHE 9 an th Kaba t 88 N € SCHY P21 R 7 7% (10
il inKabatSE N, 1992, (A tHC E EH T 51D, S50, A AR RS, Bl X LA 7Tk, 4
BEHUREIX) |, FITad 45 44 3R X 33k i AL B WiChothiaZs NPT e X (B 0Ll anChothiaZs A, (H 4R
342:877-883,1989) , ffi F 4= (11 43 T (¥ AbMAL AR B30, 5 14 (B 75 2 Accelrys®, 2 If,

MartinZg A, 1989, (3 H [H ¢ Bl B b 7 )86 : 9268 ; LA K2 4= 1R 1) % 3 73 4 W sifiwww . bioinf -
org.uk/abs) fEKabat MChothia [B )37 5, 4 HH B2 g SO & SCH AT ) 5 % dt A 45 14
(Z WMacCallum® N) , (5 T 24 £)262:732-745,1996) , Tk “Hy Bl e X (20, 5
LMakabeZs N, (ZEW4k 2 42 49283 :1156-1164,2008) LA JZIMGT [LeFRanc MPZ% A (2003) H
T BR A RN T2 52 44 () 22 A4 T A% X S80FN T g bt 5 G A A 2RV IX I IMG T A R 4 5 5 (K
B ML B R )27 :55-T7]1

[0161] WA SRS A, ik “22 AN ] A% [X 380 A1 “ 22 N CDR” AT LA B A 45038 0 R AT A 77
AT ITIERI A BT g U 2 AN AT AR X I3 A 2 4~CDR.

[0162] ARG — BARMISLHaf], BT ik 2 ANCDRAZAR FiKabat & N ([F]_E) B RM5E .

[0163]  ZANThAEVEDUIAR A BB 5 42 B AN 25 Bl 0 3N B S A b AN ) ] AR X, 5 SUA
LN

[0164] (1) Fv, # 58 ONH BT iR 8288 (VL) 19 Fridk n] 28 X 38 DL K Bt i EE 5% (VH) (1) 7] AR [X 35k
Fr 2H S P — B R RS B, DA RIS

[0165]  (2) BLEFv (“scFv”) , — B [A TR M B BE 5 1, 00 & B B B 1) Bk ] 2% IX 38 A e
A FE R IR VT AR X 48, iR R DR AR ) S A Tl il — SE i 2 IRE R R N — R DR
HHI AT

[0166]  (3) WA AT fa € IFV (“dsEv”) , — &R TREMI PR , B 2 BT iR 52 B 1 BT id il AR [X
FFTIR E LRI FTIA AT AR X, BT 22 (R T A2 f oA i — 2 DR T RE () WU B 4 42

[0167]  (4) Fab, —$Hif&sr T B — B BB & —Puik s T — BN PLRE S5 &5 7 Frid dufs
53T Bnl i sk DL BT IR A IUER [ I A 2 S BUad DL = H BT IR 5 88 1) it IR 42 B8 A1 BT i E2
BN FTIRFd B BeoR kA, BT iR B BE 10 BT IR d Bl B v] 2% [X 3 K% B ids 2585 (1) ik Fd A B
[ CH1 [X 3 it 45 1%

[0168]  (5)Fab’ , —Hifksr I — BB & — ik T BN PR S G385, Fridyiig sy
T Bl 5 AL B A PR R IRAS , SR S kD (BEPLAR 7y 7 3RAG AN Fab’ i
B

[0169]  (6)F (ab’ ) 2, —Hifk ¥ — B & —Pidk s T — A P s 45 &880, FridF
(ab’ ) 2R] 3@ IS Pr iR 15 2 1 g A P B A PR SR IRAS (B, B A XUBR B IR 3 7E — i 1) 24
Fab’ B — 25K s BA K

[0170]  (7) Z /> BRI AR B AN K A O T Bt B 2 A 2 08 5% RV () B AN VHER VL X 380 20
%o

[0171] A= 220> 22 o AR R v B AR 1) 2 AN 715 DL T I 21> 22 o R R, o e 4 1)
2N B BAE ARSI 2 O AR (B 061005 iHar lowlLane , (PUid : — 556G = FA) , 18R
PESILIG E, A12Y, 1988, FEMBI AME NS ETRD o

[0172] A= 2 AN % o B IR o B HLAR 1K) v DA B BTk 2 A 22wl FN s S e o i) A B
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ARSI 2 CLV ) (Z WL a2 W Har lowFlLane , {PUAR . — 286 = Tt , I SRS SR I6 =,
A 2),1988, FEIL G AME NS FE TR o

[0173] AR i A< e BH — e S 5] 1) 22 A4 R B mT DA B ik i HU 44 1) £ 3 /K A B 3 i ol
TER A B a2 A a4 i (Bl an b [E & R PSR R e EARE RS BH
DNAZR S BT IR Fr B I 2R 1A K il 2% « Z AN 7 B nT st 2 A4 7 ka1 B 2 B g EoR I
VIR 2 DN BAPURRIAR A0, Z2AP0E 7 BT sk 5 & 8 R 2 APk i U
AR LRI —5S Fr By Ko NF (ab’ ) o fiTid Fr BE T DA — B B0 J 75 3t — 25 V) &1 B
R B, DA RCRT gt T R 22 A OB B ) 2R I 7 AR 1 22 A BTk S B 1 — FH P4 8 Aok = A=
Z 3. 5SHFab’ B0 Fr B B AR, (8 FH B e B R ) — B V) 7 AE RS B Fab’ Jr BOFIFe v
B iR 247 iE R R E B AN i Goldenberg , 3¢ B L F 54,036, 945814, 331,647, LL & Frid
ZANLRBEEWZA G H, Bk 24T R4 DS T XFFARSCH . HS
Porter,R.R. [{A4b 42 ENT73:119-126 (1959) ] H e VIEIHUIRIT Z AN J77%, Bl 2 A~ S EE (1)
BB 2 A AN i - A B 2 B — D U0 B R R DA A
TR AR BB AR, LB RTIR A F B4l & E 4 ATk 5 B PR BT HER I Bk &

[0174]  ZAFv i BB 46 2 NVHFIVLEE I — gl - BTl e 45 vl LR FEE0 1, @i Inbar%E A
R (5 1 E F R B B i) 69 : 2659-62 (19720) 1H FTIA o B AR HE , Firidk 224N 7] A 4% 7] il
ik B P — XUk B i e BOE I 22 AN SR ) o D 8 RS T A e M, BT IR 2 AP i B
FEH — RGBT IE M 2 N VIAIVLEE . ik 2 RS R S5 G (sFyv) 2 i —
SE R LR L B 22 /N DNAJT B i HH — SR A% T BRI B2 10 BT IR 2 S VHANVLIX 38k il 2% o firid 25
PR DRI 3 N AE— SRR B AR, BT IR 308 BB Ji5 4% 51 N — 18 =5 40 B 451 4 K W v+, Bl
2N HH T UM G R BN 2 REE , BTl A 2 IR A — I A B BT R P VI
Fi T4 77 sFvs ) 24N 5 VIR ZE 450 40 [Whit LowAIFi1pula, € J57%)2:97-105 (1991) ;BirdZE
NS CRHED242:423-426 (1988) sPack®E N, (AEXD/BHEN11:1271-77 (1993) ;5 PA S S [H % A
54,746,778, Frid TR 1) 43 LA 51 B 7 I AA

[0175]  —Hudd ;i Bl i — Ao X0 — BERK, Fridt ik Ik g S — B — H b 8 X 35k (CDR) » 2
ANCORME K 7 224> B /NI B 1™ ) Rl 3 aet 40 42 20 0SB MR 1) — B4R (1) BT iR CDR ) 2 AN 2 1A
A5 o BTk Z AN FE K2 B, 49 s ik ) B i 56 i XU RE A 2 AN PR 7 AR ZH B T RNA G
RSO AT AR [X 385 1] £ . 22 W5 inLarri ck MIFRy [ 535:),2:106-10 (1991) 1.

[0176]  Z AN AN (Blan: B2 Piikns 2 NI E 8 2 AN Bk E B 2 ANk
HARESATIA Z MR E LB 24 B (Bl iFv Fab\Fab’ \F (ab’ ) 7 28 L e ht )R
HE TR MZMRE DT, TR 2 NIETE RS A /AN RIE T R AR sk EH
1751 2 A NIEA TR & 2 N N R sk A 2R , Hd prik 24 N K ek
A N HI T BT IR 324K ) — TR 2 X 38, (CDR) 1) 22 A5k 3 4 5 45 AN 2 AN AE N 2R 4 F
(AR B/ BR KRR B 5 7 19 —CDRIY 2 Nk 2, BT 3B N KW i) 2 /N ik 2k B B
TR CEAERIA B AR TR, iR N R Bk S A 1) 2 ANFvAE LR LB B 4
FHXT B () 2 AN B N 28R 3 o 24 NIEALPUARIE iT CLALTE 2 ANTERT IR SZ AR LR AT IR 5 N1
CORH #RI% A I HRHL B2 AMHELL T 51, B 2 AR H A4 A7 5 N B CDRER B 42 )7 41
RILEIFEIE . — T & 5 iR NV Bk AT RE AR H A& 3 i 20—, 3 H i A A
FEWAS, 2R AR X I8, Horh prf B A BT A B CDRIX 300t T —3F NS G sk EE B 1
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R ZANCDRIX 35, UA J Fr A B A% b BT AT (I FRIX 306 7 T —JE A\ SR s 5k R (1 3L 5 5101
Pl 22 ANFRIX 35k ik NP5 TR EE AR b B dE — o BRE E E X (Fe) &> —3 4,
BT, — NRGEERE A — R ERE A EE X Fe) M ZED—H4> JonesFEN L, (HRY,
321:522-525 (1986) ;Riechmann®s A, {H4R),332:323-329 (1988) ; LA KPresta, {Z#I2EW)
AP H BT, 2:593-596 (1992) 1.

(01771 HT NP Z A4 N BPUER R 2 AT B ARG 2 AT 8 E , — NS
A AR NI —RIE T Sl NI — A2 A BRI ik 2 A JE AR Rk 4
WO Z A GINTREE , FTiR 2 AN 51 NER IR 5 2 N\ — TN ] 28 X 3 B rs o A PEfem]
LA FdgfWinter X 2 NEFRIATIR T [JonesFE N, (H R ,321:522-525 (1986) ;
RiechmannZg A, (H4R),332:323-329(1988) ;Verhoeyen, (Fl25),239:1534-1652
(1988) 1, i ik Fmi thi 25/ 2 A~CDRER 2 ANCDR 7 H1AR B — NS BRI B il AR % B 1 471
I, X R YR PR 2 2 AN IR A Dk GEE L F)54,816,567) , A F/ANF—52 81 A
FAT AR X AR H T — AR N SRR ) B AR ) 7 1 BUAR . SEBr B, 24 NP i
R 2 NEPUR, Hodp — LLCDRYR B AT A] §E Hh— LLFRIR FL 2 4 oKk B T 2 ANk 4 2R bk
W) 2 AN AT A 2 AN ERIE BT EUAR

[0178] AN N ZEPuiR 7 vl DA A 4503k 0 e 1 25 Pl A SR A2 77, B0 4 22 A 06 1 1A R s 22
[HoogenboomAlWinter, (/> AW &) ,227:381 (1991) ;MarksZE N, (7 T &),
222:581(1991) ], ColefE A MBoerner®s N K prid 2 N EoR W] T 24 AR B Efi ik
PR 2% [Cole®E N, (HTEBE UK AE VR YT ) » Alan R.Liss, 257771 (1985) FflBoerner
HEN R RED, 147 (1) :86-95 (1991) 1 [AIFEHL, 2 N RG] LUE N K ik ik
25 DR 51 N 22 A R R S 4 R il 4, 91 s P 3R 22 A A I PR 3 BR A 1 PR 2 4 0 H
BT A ETE AL 2 AN R AE PR B SR RBP4, BT IR N SR BUARTE B A 7 TH
AR FALTAEN KA g BT R PR, G5 2L R B HE, & FPUR . i 7 1L IR 1E
N2 E £ F) 55,545,807 ;5,545,806 5,569,825 5,625,126:5,633,425;5,661,016H,
PARAELL I Z AR R Marks S5 N, AR/ FHE 225D : 779-783 (1992) ;Lonberg
FEN,CHR)368:856-859 (1994) sMorrison,{ HEA)368 812-13(1994) ;Fishwild% N ,{(H
SRAEDIHIARN14,845-51 (1996) ;Neuberger, { H ARAEMFEARN14:826 (1996) 5 LA K : Lonberg
FiHuszar , B bR 4% PE18 ) 13,65-93 (1995) .

[0179]  fE—SZhtifal , Brid bk e — 2 KPuik, K B 1 —duk ) Brid 2 /> S5 A g
ZAREERT LR A (B —HUR AT LA S E DA, DL R A e B ) SN A D —
AN SE R R EE) BT LABLHE — PR S5 &5 (—Fab,F (ab’) 40 322, FvEl— BLEEFv
Bt (“scPv”) AR e sl , frid ik EaE e X 21k H T an1gG1. 162 1gG3.
TgG4 TgM.TgAl TgA2 . TgDFNIgE . f£ — 4L STyt ffi o , BT id S e Bk 1 i [F] AP A ik 5 TG L.
1gG2.TgG3MTgG4, B BLfAHh, TgGl (Flan AR HITgGL) B T1gG4 (1 4n, NFKHIT1gG4)  FrikHifk
R B IR B R T Pk B 150 v 25 1R I G2 RS K T RE

[0180]  ASCififisge 1 2 AN PUAE M) 2 AN XK P IC B o — MoSURe e M B Se B Bt fA (BsMAD,
BsAb) i&— M N TEH , Frik N T8 H H P AR 5w BE ST T B BT dd s, PRtk 5 7 FAs
[F) T B PSR 4 o AR — AR5 2 1) St 8], ik BsMAb A 152 T B8 ) B 485 45 38— 40 i 75 14 41 e
(5l , 55 B — 2R ALl T-CD3 M 52 44%) A K — e S 451 Qa4 4 4 55 1 — PR 4l . (7 SeHpade— 20
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)

[0181] 7R ST AT I 21T “Hik & LR 5244 (CAR) " J& 48— B B & il T, i B2 4H B
B A TN — BT 7R LR PR 9 AR )R e 1t A S 2 T M S2 A T A P 48 i P X
PLAE 77 5%5f i o 5 1 P SR R B0 S 00 0 9 3 0 1 1 — ik &

[0182] A S Fp e FH AR 4 15 T M 52 AR 81 “TCR” /2 8 25 2L T A 52 4 ) w1 DL S Ak mT
AT

[0183]  fpA S B s A 46 31 “MHC (BKHLA) PR 5 K™ 2 i ¥ e L R I AE —MHC 4+ B —
FE K o B3 ek K T DA S st 3 0 S = R 49 o i vk B s v S ATLABE AL A A R ] . —
FILAMHC (BRHLA) 1 PR K2 $B AE AR S 1 B N E AT B B —MHC /13RI — K

[0184] AR & — EARI St 5] , BT IAMHCPR 72 2 5K W1 LA B Bl i 55 Al 45 & SR A
iB4TB6 T i& 2 ~CDR.

[0185] AR s — FLAK[Y STt 5] , BT IAMHCRR 72 ik K A2 5k T Ty rDUL JZ Bridk o v 45 & SE Ak
AFEDTELDL L) BTk 2 /~CDR.

[0186] AR & — EARM St 5] , BT IAMHCPR 72 2 5K W1 LA B Bl i 55 Al 45 & SR A
5 C106BIfH) i ik 2 1~CDR.

[0187] AR & — B AR St 5] , BTl MHCRR & I A2 oK FMAGE - AQLA K Ffr it % Atk &5 & 5
RAFEF184CTHY) T id 2 1~CDR.

[0188] AR & — EARM St 5] , BT IAMHCPR 72 K2 5K H T PAP LA B Bl i 55 A 45 & SR A
F5D10A3M BT id 2 1~CDR.

[0189]  Frid LTHIHE BN 2 AN SR APE LS A SEAR T 2 /N CORFH IR 7E K 68- 739

[0190] R LORAFEGEL 25 5035 BT IR AH AH . b 3 1) Pl i 245 5 2% A A ] e B RE S 1, th %
FEFZ AN FIYE 741, 4514, 222090 %6 11 [R1 YR 5 95 %6 1 [R] Y5 P B 22 32 21599 %6 1) [R) s
[0191] R, AR A KB —J7 1, 384t 7 — 0 B 2 HR, rid 2 ERE & — %R
J7 50 Zh 6 A SR 3k 1R Pk S8 AP 45 S AR

[0192]  ARBHIESRML T —RaXH A, OHE AT HAEHIE B2 2 — AR A s 4 A 2 4%
R

[0193] A BH (1) — L& S it 451 1) T IR AL R A Ak (AR ST R —” SRR #AE”) B8 2N
I3, ik 2 AN 05 50 T Frid 8kl & T 2 AN R AEY) 2 A B A, Bt
P (BN : 2 AN FAREA) T2 I ATEE G o e Ah , 22 A B 11 B B AR RT DAL — B SR
IR ER LG 7 21, B SMBIIR 1L T UL R — Z IR ERRAAE 5 A s, BT ik 2 A1) i A 4
ML & —5 LTR, —tRNAZS &AL i, — P 5 5, — P e BEDNAS B R, BA &
—3" LTREL3’ LTRE— 3557

[0194] A BH — M6 S i 5] () P ik A% PR A i AR B A b A0 55— 5 5 P A1 T — 18 41
I3 W BRI IR S At 4 & S, Horp Frid B or T A ik 1 = 4i i o fLak s, F-T-Frik B
(R BT AS 5 7 512 — IR AL 3G 5 )7 1.

[0195] P i ELA% Ja 807 3 B 0 5 PR R 2R B iR 0 7 91, BT IR TATA SR P e 2 A~ B JE 31
T TR TATAR , A7 T B e sk 4B A2 s 1 B0 1) 25 - 30 M XT , # N A S 5 R 5IRNAR &
Al GERNA G o P 8 130 3 31 A A 00 e s R 3l a1 Pl T 22

[0196]  fLidkHh , A e BH — L6 St 51 1) Pfr 3 A% IR A 2 4 i A FH %) B ok J3 30 ¥ 76 BT e A 1) e
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A E A IR o 2 E B SR AR e 1 A/ B 2R R B B T 2 AR
AN TBENTLAT , A FEAS S 2R 1 [Pinkert25 A, (1987) (GGERIFIR FEN1:268-277] .
ZAWRE R 7 B sl T [CalameZE N, (1988) (s it )43:235-275] ; 7E 2 AT A 52 44
(1) 2 NMREE JE BT [Winoto%E N, (1989) (BRI 7 T AW Z1)8: 729-733] Fl £ N ik
BREEE ; [Banerji%s A (1983) (4HJfI)33729-740] , ZANME JoHr Fe 1tk 2 5h T, 20 ik # 4
22 JRZ) [Byrnef§ N, (1989) (& FE Bl 7 Biki T1)86:5473-5477] , Z AN MK: 71 )5 3
T-[EdlunchZg A\, (1985) (F})230:912-916] 8% % /N A vk B 3h 1, o Ar ik 4 95 3
EEA BT GEEERS4,973, 3160 LERIHHE A IT5264,166) .

[0197]  Z AN 35 72 14 mT DL A 2 AN 32 1 R R B 7 058 3 7 UG S 221, 00065 . 24 2
A5 AL T SRR AR AL AU N T R R VE AL SRR T 2 AN R I VT 2 e T4 A
HA Tz 0918 336 E I BAE S M 20 2 3G o 451, BT iR SV4 05 1A 36 ] 438 5% 7 3&
TR 2 MR o3& T A R B — e st 49 1) e e 30 7/ SR B F A SRS AT A H 2
W, NIRER RE 4 p 5 (OMV) , fiTAE B & PR somi 2 , a0 bR B I i 25 , BR Bl Y
Je B AHIVIE iR KR B . 2 L, (2 MR T I AZ RO ) , ¥ SR HE HA WA, ¥4 SR i
2291983, Frid (2 /N 08 7 FIEAZ RIEVE ML 5] NME RS TR

[0198] £k RIEHARM PR i &, BT i 3 3+ Pt # 7 T -5 Frid = 5 s e s o pit
KEHIA B EE B AL, an7EFTIR J& 20110 R A8 e B H 1 BT 3% st s A o5 AR T, an AR itk i
K, FEANE SR B 37 DR RSO0, B PR B8 1) — e {2 iT DL VR

[0199]  ZBRARE R 7 H1 30 v] LA i N T i Rk 2 AcHh , DLAE R TCRL mRNA%S 1) Bk 2%
o T BRI FVAAT TR AE 80 2 IR R AL : 245 A GUERUR 3 FI4L T
BT ik 2 S MR BR A, s 1 R U DA S — 1 FE AR 7 7 P 6 M IR , AAUAAA, A7 T BT 11-30
ANGTFFR o 8 FH T 25 2 B — 6 S 491 1) 28 1 AN 2 A 22 IR P IR AL 15 5 B3 SR U5 T SVAO ) BT itk
AL Z IR TRRIES .

[0200] [ 1 AR IR 2 AN A, AR B — S8 S it 451 P i 3 1k A a5 AT DALY
FLEREAL B A A DU 0 22 A T B A R 1) Tk 028 /K P B AR 3E 4% 7 BT i L ZH DNAT) 22 4™ 4
() BT IR HE R o 9, VF 22 S0 75 5 7 2 AN DNAJF I 3k Tk 95 75 225 AR E 24 SR VR 41 i
AL A BT IR A ) G AR ST 1) o B E I i A b 48 0 A 25 R BRI I i A P Bl
R FE RAAR SR At 22 N U I TR 1, TR 45 A Pk 22 A0 B 5 ) 000 JO A ] A v e ) 2 11
[0201]  Frid &k i ol DLALHE BN 46 — B B 1 W SR — B S A7 1, s A
&I IR B AR IC T B AL AN B 3G BT IR A . a0 SR TR # AR B — B T WA
AIREA I BRI 3G o A I, T I H5 4 DNAE &5 31 BT IR ¥ 1 (1) 40 140 B ok 22 DR 4H v, o Bl
RIS FTid A 3148 5 B f R B RIS HL 5

[0202]  SRfRAE T ZAN4HHL, BTk 4UB B FE A SCHTR I 24 2T IR/ 2 A RIBEAE .
[0203] ik 240 i o i g Bkl FH T 2 A EA R B s 2RI (i, 249015 , Y EL
FEAZ M, 5140, 2 /NCHO , HEK - 29341 fd) , {H 24 45 4t BT iR TCRLI) Fir ik 2 /N CDR#E AE N 7E AT
A Z AN — T M 52 PR BLCARES , tH AT DL B — e 5 P S8 S vE PRI 2418 40
(i, ZANTAH P ENK A PR & an R SCifE— D R IR

[0204]  Friop AR 45 & SR Bl S RE R IR T e R & & T 2 AN 2 B Fa 7 B
[0205] K|tk , AR A i BH AT — N 5 T, B4 1 ARG R I A — SO B AT HLARR 52 PR R B 5 1
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— AR — T7 3 o BT IR J7 VR ARG 2 Pl A B 5 A BH B A X BT IR BN BB Y HLA PR 7 i
JRAU S P AR S 1) T O 23 R 45 5 SR (g, B4 422 ik B A R AE RV e B A
TE R Z A6 T 13547, Horb BT ik 9% 52 6 sl ik S % 5 S VI K -F 1) — R ILFE 7R ik
2 i I A O R ) I IR HLARR 38 HERE BT

[0206] A SC A AR IE “fidll (detecting) ” & 48 “Dill (detecting) 7 “J& %0
(perceiving) ". “¥@&& (uncovering) "\ “W K& (exposing) "\ ‘%A (visualizing) "B “H¥f
W\ (identifying) "—ZHMI ) BHAE o Fr i K B A4S U 77 326 A0S T Pk ] AGn U350 0 (FE AR ST
WHARRATHERER ) » B fiiR ALl — 2 B 5 Brid o] R 8 7 45 A £ — e .

[0207]  HR¥EA K B BT ik 2 Ao v] DR 2 A4S 51— 41 il AR 2 AN 4R - 45l 4o, Bk 2 A4
R AT LLR AT VIR, Gl an 0 Bk , A4 (9 o e 355 72 400) DA S 2 AR, 51 G
Z My R, B AR D) B TIBR R A, 4RI YD 5 iR A AR A I 2 AN T VEAE AR S H
AT

[0208] B ilA i J7 v m] T 2 AN 0 ik 12 W, it DL B BT iR HLARE K 52 & 90 (1) 9% i
[RIZ T LA IE 5 I B AN [R] 2 2R 1) 23 A R

[0209]  ASCHRAE I RIE “2WT (diagnosing) 7 48X — BT — 7028, M E — i
— PR E R AL GEGEB) L W I R, T i 5 1) — & SR/ B B ) 2 A i S

[0210]  Fral s R AT DL IEAEEAT — 94T B i REAS 25 1 — A R R (9l , N 2) - B AXGHh,
JIr ik 523K AT REAL T Bk 5003 1) RUSS: » 3 41, AR, ik 7 vk vl FH - M VG 7 1 T 2K
[0211] Bl TCRL AT LAEHE G 4N, 456 22— vl iR 43 o B AR ER 73 4 b , BT TCRL (8 —
R EYE & MR TCRL) AT DA A] 2 H 1 ,  dnid ik 4 B —Fh — sk

[0212]  Prad i o] LLAEARSL (ROFE— ARtk , 24N RARLRAE ) , f o slfk g 34T

[0213] 1 Bl , R R BH B ITVEAE 2 AR T R LB s 2 A4 (10, A< B 1)
Bk Z2 AN Puis 5 B iAMHCE & 1) Bk BE K 2 TR ) — 52 &4, 38 5 7E BTk 22 A 4 i R 4k
fiERIsy) s BT ik 242 (BN, 2 AEE KK EE, 2R, 2 NRFE, 24 S E) BA K&
MACHTIR Z AN %A T R AR E RN L C i, 3 AT 17 240011

[0214] AR EHR BTk 2 Ao I 25 6 Sk (1 n, o) e e A T Frd s e V6 97
[0215] AL AdE B AR TE W™ & SN 221> e i 20 PR ) B ok PR AN 52 4 1) A Kl
IR - 2 41 B o] DA J&y 3 o B I B i Iy Ak B2 3R 40 31 B B 4k 1) e 3
7

[0216] P i W] DA — IS B, — SIeAA IR | R B A e g o 25 Pl i () 21
BB S AN PR T FL e B0 &) e OF S0 L 8 U L S R R IR 45 T B B
Jo PR o e < AR ESL 98 L 18 P AR 2L 4410 1 1 I 9ps (CLL) 3 I < e 45 o ] 3 3 AR i B 1) —
S S5t 51 PR i i 7 EIR 9T 1) 2 A A MR AR RR S A SR pEAE DL B L

(02171 ZANATLARE Va7 00 i B0 4 Ve A I8 AT T , BN R R B I 84, LA R 2
Tl I AT MR8 o Pfr it g i mT DA B0, 3 22 e [ 245 Py (45 22 A it v e 9gg , 450 4, 151 I s A
WRESJR9) BRORT AL HE 22 M SRR AR BN BT IR 2 AN PR VR T I e hE R A AL B HANER T,
YiE  JRIR S RIIRE , DA K — 6 1 I8 bR B R IR A AT g, DA RS e, 48] 2 PR 9 e
i AN PR ZR o AL 22 PN TR /i AN 22 ) LR e /i

[0218] 22 o IfiL Y e i A T 3 ML 9 B B B 1) 22 ol o LR 25 (B0 1) 1) i ) 497 1~
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I, B St IR (f97) 2 A R 2 0 o e L e 8 0 PR 1 1 L S B
1 I 9 R S, 758 20T A2 1 L9 7 A 4 PR A T R B A T P 1 T B R A 1
M7 FHLT [ IL95) 12 P s« (an i 1 BE 2 . CRL 4R AR 3 L9 1 P 400 e P o R 1 2
TREE 2T A 1 L) A T A B 1 22 o R ER R L AT A AR A R R (S T S
AR 2 R B BER  BL/R S ITRe B Bk ER O E A e RE AR R RSB
A 3 IS AN R G A R SR AL

[0219]  ZZANSAARIR A2 38 5 2 AN 2 el 22 MR X I 24 i 4 240 2 Fh sl ]
DA R B o AN [RS8 2 1R SRR 0 i 44 9T B EATTI) 2 AN A I BT ik 2R Y (51 4n 22 Fof
AR« 22 PPl A 22 Rtk B2 98 o 2 AN SRR I 2 AN 1, 40 22 0 22 PR R RD 22 Bl , B 4
Y RIJRE RSV PR IR TR T PRV R PRV B PRV B PRI ) B 9B AT RLEE , TG TR IR, S
WLRIJEE , BESUULR I , 225 i, O ECL S el R e LR, Wi, O S0 , U 27 e , - 44
P g, AR 20 P s, i SRS A0 P e, Mo A, HOIR I REAE e FROIR IR L SotR e B Bt e T
JigE L SOIR I  FLR e BB  SCUE I, B A IRE i SR E I b R
KU B 200 =2 AL JHRE S RS A B B e e R L B R DL R A MR R G e
(5l a2 o g (A i == s Jo 98 AR B PR TS B 9ed) T o B 40 P (LA Bk Dy 22 TR A I o B 4
Mg BT ARR IR , HAX A R0 (CNS) Ik EL IR AR FE AT M 87 i BR 4T B g , #4289 RE P I A
Jo 2 NGRS A SR AR TR | I A RR AR LR, W AR, 2D SR JoT 20 R PR B2 R i
Jed » A0 00X JSE 5 24 e AR i 2 #2980 o

[0220] AR AN BH A — LSt 5], B i J B — SEAAR

[0221] ARG AR BA ) — LL STt 51, A BH () — S8 S 451 ) 77 v i il & A 2 M 45 R B A
—HuiEE

[0222] AR AE FHEARTE “BLl I 88, 238 — P A VIR , BT ik A2 W 2508 v e ok ik e
PR — 52, B s Jifyed 40 B 2 H 1 — sk /b, PR B B 30 H 19— kb, i — 38 m, 5k 5
e PR 7 S A S 1) 2% P A BERE DR T M0 SR R I o — “PU IR RS2 b ] DA I A B 1) AT iR 2
VIAE 28— S Py e AR B e 1R R I .

[0223]  #RHEEAR) S TT 52, 24 B 28 A 45 & SE AR 2 T B = IR G (TyrD) B, Frid e
i A 6 [ T FH R 0 2R R AR 5T B 20 B8 P 2 RS ) I iR A 4H

[0224]  AR#E— EARRI St 7 R, 24 BTk o A 25 A s AAo WIS, Frid e iE 2 ik H -
[0225] #1

[0226] £ 10955

2 R BEJE (M)

VIR 4R 3 I ps (ALL)
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B REIE A R 2R A4k (MDS)
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BRI

R

T E A R

[0227] AR HAKRKI SEHE T 5, 2 PTIR SR I 25 & S A4 /2 FH TMAGERS , Brid e fie & 1k H -
[0228] k2

MAGE-A4
YN 595

T 20 B (1 s bk 2988 (f5 an, ATLL)
[0229]1 | RIJ&

2 LI

k29

5% it I

[0230] | X IE
[0231] 3

(0232 [ypGE-9

' 4 e

5% ot e

L

Jir R P I A e

[0233] ARG — HARH) SZiti 77 32, 24 ik S A 45 4 S AR & FH-T-PAPIS , T i i i A2 1ij 471 Jig
[0234]  Prik EIHI 2470 KB 52 L T A oK.

[0235] e A & BA 1) BT IR 4 88 525 WD A A7 AE B K T B T i o A4 B B 26 1) i 3 ] e
B>

[0236]  A] FHT A& BH 1) 2 AN AT A IR 43 1) 2 AN 7B S HANR T 2 AU R FRAL 2R, 2
M, 2RO, 2T, 2, 2R Z KA 2 AR AL
PRI o BT I B G IER 43 7] DL — 45 & 0 ) — 4R, BT 45 i ] 3d o B i 2H i 5 Bl 45 & %
DL AT B R 1) — b 25 1 — B4 B A A 0 AR LA R AE— B, TR 45 & %)
B iR 2H B2 38 3 — A S b e U BT R 1 — B o 75— 7, BT iR B A8 2 — e R
A E — B A — B R N

[0237]  ZANEIEE IS 7 i H e 78 & BB 1B 1 & S5 W = 48 (PET) A R R 3 4R ple 4%
(MRT) W] AP By ik 22 AN PTA UES 5 5 B A B w350 29 40 e AR s AR N D i T
[0238] Y4 Ffpads mp A IS 7 A — 22 KNS, B S e b i (BRI 55 B aa m e 050 43 A8 X 1) i i
PuiR) nliE I 2 AN E A T Bk A =, 8 A Al Lt 4 an L 458 A 2 AN A K S R
PLE SR %o — AN Bl 22 AN S SRR AR JE 1 P IR 220 NN o s FH B 4 DNARE R (R gt Brik
TCRLI¥) T 22 4% 1 R 4t e SR b Rl B ml A RS ) W] 5 A e B Bo AR 445 5 1) 22 JOR m s U358
THIE TR E Z AR Z K, 2B K, Z A BRI 2 N RALFR L .
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[0239] & AXHh, Ak B BT Id 22 AR 1) — A 50 43 () — A 22 2 ] LIS BT A &3
() 4b 2, BB A2, ol i — KB CH T RS R 2y A — 2 IKE) , Bt — e A
PRI AN B, 00— 4 7 R B B A 5048, Bl — B HLER B VR AT ik 2 Mk &
JE K AT DB I 7E BT id 2 AN HERK ) BT id F2 2 (C) BR&(JE (N) K R84 RIER:, si@E T #4
22 WA A dn BB  SCEEBIIRNEE , P 50 i 5 S50 i 7 5 o A A 5l R
N SRRT L2 5 3 ) RN ] 6 T 3 22 AN A 6 R K, 456 F 0 0 i) Bk R ) vk A/ 8 2 A ik
BRI AN B . 25 [ L F 53,940, 4754, 289, 747 H14, 376 , 110FR VELARBIR L T % AN
PIEFRICHI IR .

[0240]  FHT BB AN R DS 73 () 7 Bt 7 V24 T SO

[0241]  SPDP{HEE:

[0242]  m] DL A AN 572 8 N AT AT SPDP AR B 7 2% o 48 4, 5 — > 7~ 91 42 552 Jit 431
e, A8 AN BT IR B Cumber 58 N B 77 VA — 121 (19854F , (B2~ 77740 112:207-224) »

[0243]  — WSk, Bl an— TR BRI 4y, (L. 72w/ Z ) 51 & 10£5 K SPDP (fE &
fit Hp 5022 BER IR FE) VA s AT IR TR TE 2022 BE 7RI B TR BB B 5 O . 10 B 7R 94 B 1 & SR Ak
(NaCl) pH 7.29 55—t 2545 1SPDPIR & , 3 H A — AN IR NBCE 1 a0, =i R 3/ R 5
FAPBSK BT i J S AT

[0244]  Frid A4 iR, 48 4 55 50 22 B JR IR FE DT TAE 3 F /NI o I8 G- 258 4 (FRiis
5% [RAE i/ B A AR AR) FEREIR — &8 (KH,PO,) pH 6.5 I 1T~ , K BT ik B 300 J5L ) i ik 5 ik
SPDP-HL AR DL — BE /R LG 1 : TOPUAAR : Bk K25 6 5 H7E4 °C st i 5 DUTE 15— R K - P A A B
Yo

[0245] [ —[E{HEK.

[0246]  — Ik (B 40, — AT HHRBE T 5 50 5 —HUAR i AR T Do A GURE AN R E
ST A T T ) 22 A D7 SR S B o A T, AE — AN o 45 S i 4 ob 4 R AE R T IR Y
G.T.Hermanson (1996 “BrAAE i AEEL , 7EAEDBREREL A, AR R AL, SEHO I ET) (19 i 48
IR 77

[0247] BRI yUiRFBTIARERR (1. 125/ =) 5—id E10458950.05% % —EE 0. 1 BE /R
U P PRI IR 6 %0 . 15 B8 JR MR () G AL 41 (pH6 . 8) VAR & » I S VFAE 5 I R BN 27N &
0. 01mffi Z0 R v LABE N CABH Wy 22 /N i S 1AL 5o R B2 S, 38 FH BAPBS (10 % v i /8 FE A4
O PHTHIG- 25 FE R I Frid 1 = 1 I

[0248]  f — V& AR K -

[0249]  — IR — A (0 A3 I mI JE e A A3 AR N B3 L T 22 A T A8 FH — B K 1451
U —Folrbe — IV Rk SN o B e M, Tk e — W B AE4 - — F R ML e AR AE 2 R . I
WIAATIS R AN LR 2 R0 B — R P AR B nT T AERERR I — R E S5 — ik — R
[T — A (P B — TR ) , B—Puikn) — 2 R ] (FE— W& s i e ) 58—
PUkr—5i % (B mAREREIE R .

[0250]  [A] Fftth, At — SO AR K AT B T2 — JUAR I — Bl 22 (4] 5 B IR ik IR 1y — e 2 L S R B
B 2 AT AL SL A B . 2 0L, 3B L, T March, (R 208 WAL 2 < B AL EE Fngh
¥, pp.349-50&372-74 (3d ed.) , 1985 @1t HEHH , FFARRR il , Fridk Bk KA B —Fh— Bk — 0
file, i andn — 3 R AL g S — i S — SRR Pr AR R B @ S I,
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B.Neises®E NHFTiR ZAMEE 712 (1978, (N AL 22) , B FR9E AR, 17:522 5 A . Hassner&s
A (1978, (VU T 4438 i »4475) ;E.P.BodenZE A (1986, CHHIAL B FIN50:2394) FI
L.J.Mathias (1979,(&H)561) . Frid F i & S YHI7K T AT L 52k B —3F B xS R — Xt
HRALFE S AT L3, Horb G 2 A TR ) T T A2 SR SR I 45 o L ide L BTk i 52
S 5 N AR F A, Pl 5 AR R AR RS , B, M SR IO UG RC B S B AR, BT IR
HRZHAE it ] LR E BT A R R0 i — g AL 23, 7E 5 i 3t e 2 AT B T e 2 ) o
[0251]  AR¥E— B ARt 5] , B foi 0] 2 FHFACS S 3 o

[0252] Y LRIk, AR BH B ik 2 Ao AR 25 B s ik, i an, Juis i nl - F 2 AN697
HAprid i s —iaITr il o .

[0253]  FTidyG 97 3543 vl LA BT iR AR 0 — 2R 43, Bl n , 76— B PR B R 0L T, BTk
Fe DX T il TR AR i 40 B A 3 09 41 B 25 14 7E H (ADCC) « ADCCH2 —F 4 B /i T 1) e 2 7 AL
il , o R I8 P G 9% R 8 — R8N 40 A B b SRR — AR SR AR AR, BT IR bR B L0 AR 22 I -
KIMPURE O 2 M E PR L G 1K 72 2 DPURAE R Il A e 28 S SR — 356 23 1 24
Bz — , m] DA B PR 1AL S BRGSO AE I o 22 B ADCC I 24> 1 AR 3445 (NK) 4R i i /v 5
ZAER AN, 22 AN MR 2 R 22 AN TR 1 R 40 it AT DAY FADCC o 5 4 , 22 AN RE TR 1
o 241 o v DLd I TgE AT I ADCC AR K B R A i B — L8 25 2E He o f T ADCCAR T — JE AT i
PO [N ADCC A2 T 32 I M G 928 S 2 ) — 384

[0254] B ARMBERA SN b , TR AR AT DA — XU SR oA, Sorb i ia 97 3820 2 — T4n i
BAW, Hlan— A PiCD3 Bk s — AN CD16a, B ACHE , BTk VA y7 565 il L& — /NP fe e 7
R @iPD-1) o

[0255] & AR Hb B A1, B id o vl Lo 32 B — S IRVE I3 o (i B iR 2 BB
1) o ITIRIGYT IR AT LA , Bl a0 — 4R B PR Ay s — FE MR A AR R A . — 2
[0256]  Frid$iifn] DL —mriE e dE nr s g .

[0257]  ZANERTVE I 2] DL 860, 5 B ik H44 1) 22 S CDRI — 43 T # i E 22 Bl R
I — gl — ik b (F3 AT HTRIT LR Z M2 N D) .

[0258]  FiTik 2 /41 B i 5 7 B 48 2 AN e S ML . 2 AT, 2 S BARRE , 2 /M SR 4,
Y R 55 SR R A 4B (CIK) , AR ARG TH R (NKT) , [ 2R 2405 40 (NK) ([ 44, &) 5
&, TR .

[0259] AR s —HARRY L], FriRpuid (&L hs b prid STk FICDR) T i — 1k & Pt S 52 44
(CAR) (4 _EFrid) 8— N T4 244 (K bk , g X AR — 70 T — 2R IR S\ B
PR — A .

[0260] AR #& A< BH () — LSSt 5], vk 40 i — T, — B SRR A 40, 78— A e 4 i
R ARSI A A VE I — G, 7E RN TR b AT — F0 IR R — 2a i, B — 2
VIR A A hRe ) — v B 4R B A — 3| DhRe B — BT H A 4a i

[0261]  FRFEA K B — e st 5], BT iR 40 2& — T4, BaBTAN L EK, v ST .
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T B 1 BTk 2 A 73 BN B IR 78 BRATLAG) A i T =X B L o 491 2, P v 5 000, T LA
7 HH 36 [ 6 5 R 2 W B R v 1) T 2 AN 07 250 8k 2 A AL 77 2540 B A AE R 7 it 4 N
Yo 2 A W AFE I T DA )£ T ) Sffe 25 MR 25 W v 1 AR i BH I — i 5, T B A —
&Y P AT, I B ICH TI697 — e ieRal, a0 BT gk — S R e A .

[0331] W LA J0H 28176 A% 17 B ) — & R A5 i S 1AL, 44 1 K HVF 2 AR B TCRLs s T iA R
T TCRLs )7 Hl SR 45 A R e AT B oA .

[0332]  4pnASC RS I RIS “40” 8 £10% .

[0333] RiE “fu#h (comprises)” . “fuff (comprising)” “B#% (includes) ™ “fl&
(including)” . “EA (having)” MR Z 4R “BIEAR T,

[0334]  RiE“H---ZHK (consisting of)” & B “BLFE KA T .

[0335]  RiE“FEA FH...... 4K (essentially consisting of)” fgH &%), Jrikak
SER AT O FERINE g3 A R %/ BGHA  AH R SR g3 A IR R/ B S AN e
AR T B SRR I LB T 1 B GS TR B AR AR BB R

[0336]  ASCRAE ) HE R 7 A LR R AR R RS L BRAE BRSO A
B FILE o 5l an, AR “— &4 8“2 b — R Gy L FE 2 Me e, AR IR S
Y.

[0337]  FEHEANAHIE H, A% BH 1 25 P ST 51w DA DA — A9 Bl A B A7 7E o B S B A DA
— 3 [ B X A A BT DR 7 {8 % MW, A S B DR o AR B S A ) s A IR o] o AT, 2
AR T IR BT R O 2 B A I BT A AT R 1) 13 B DL A L ) B — A L
24\ R AT 26 1R 0 B 5 O 22 BAR A TFFIE B Bl an 1203, 124, 125, 24, )
226, 32655, LA S Bt B7E el P ) B — 8507, 40 12345 %6, MEANE Ja B AT B & H
[0338]  HpYFEASCH T BB VG ], 2 F8 B0 4 B F8 98 Bl N IO ARART 5| B B (9 B el
QI NI St 1= N SN T 1= b e il 12112 /e - I St 1=V N | M S 1= 7
TG FEA SO T B, FE R AR S — R R R, LR BT o B
[0339] AL HT FHEARIET 753 (method) 4812 T 58 sl — ¢ B A1 5511 7 X (manner) ,
F-Bt (means) , HR (technique) FIFEF (procedures) , WFHHAR T, WL T7 50, FB, HAR
MFEFP, o2 O A, s N Enm 77 20, F B, BORBURE AR 25 & g fb 2, 2538, A2, A=
e B I 2 s MY K

[0340] YA SCRT FH, RE7¥RIT 7 AR R, AR AN, Joloie Bl B e iE 1 3E R, R A 1
CACE T E PRI PR B3 Co B AR B I A YR o P I PR B Co B R 1) HE B

[0341] {4225 ZANKEE I P HI BRI, Irik 25 M 48 BE e B A A B SR 2% (1)
FLANF BRI B 2 AN 30, B Fe 5 ALFE 2 AN OCE I P 91284, Tl 2 AN 8 P iR 22
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22 T R 2 B IR B e, R SR R BRI N 0 BT 5 R ) H A R B S 2L Arid 2 AN L
IETRSCRLE /N T H T2 — MR R /N T — B2 — MEHRH, 803, B,
ENTF B Z MR ERY DN THESZ — MEERS, N —TF 02— M
TR, 83, B NT AT oz — MY, 8% N T— a2 —Mx R

[0342]  WT ARG, AR B B FEECRHAE , D 135 A ) B, R AE ST I S A ) B ST
0] DU AR 7R — B — St 51 1 LA & B4t o AH I, A R BH (1) % FhRRAIE , 2 1 178, fE— B — 5K
T BN SO REIA , AT DL SR R DUAT AR Sl 1 T4 A B DA S S T AR R B AT AT L
T P S it g SRR A o 75 25 P Sl A8 P B T SR R 5 23 R AR S IR A DA A S TS I i 45
(1) F2 BERFIE , B AR STt 7R V% A IR e 1 AR B L A IEAE

[0343] "I i {4 S e A5 AR 1 AR i B PR % ol SIC kA5 RD 7 T, SHe L A SUR S SRS 43 v BT
SRR, 76 T (1) SE e 451 o R BT S50 SR

[0344] Z AT

[0345]  IAEZSFELLT 2201, ik 20115 Fk i 2 Ak DL —JE R RIvER 7
a1 AR B — e STt 5]

[0346] 385 Hh , A SCHT AR A ) AR IE A T A4 K BH R I ik s 56 =5 5 VR B o -, AR AL
L AE YL R BEAHDNARE A o BT il 2 AN HORAE SCRR A AR R - 2 L, D, “4r 1 v b
UG % F M Sambrook % N, (1989) 5“0 FAEM) % M uTE 17 % — % =, Ausubel,R .M.,
ed. (1994) ;Ausubel&E N, “BFAEMF 4HT W E P, JohnWileyandSons,Baltimore,
Maryland (1989) ;Perbal, “/r T v l& L FH¥8FE” , JohnWiley&Sons,NewYork (1988) ;Watson
s\, “ELZHDNA” , L EH B PEE, A 2);Birren®s A\ (eds) “BEPR2H /0 #7 . SEI 3 T 2517,
H— 2D, ARSI = H A, 412 (1998) 5 £ [ & F)54,666,828;4,683,202;4,801,
53135,192,659 5,272,057 F [ IR i 77 v s “Ai A2 SRR = F M, 46— 2 =, Cel lis,
J.E.,ed. (1994) ; HFReshney,Wiley-Liss “Zhaiuss 3% - AR AR FM , A2 (1994) ,
ThirdEdition; “SeiE AT B —% = ,Coligan] .E. ,ed. (1994) ;StitesZE A
(eds) , “FEAith e 9% - AR PR S0 9% 2% (55 )\[R) ,Appleton&Lange,Norwalk,CT (1994) ;
Mishell#Shiigi (eds) , “Hf S 2= () Z ANk #7777 ,W.H.Freeman and Co., 4l %]
(1980) s BLA 1 958 73 M 72 & R AR} 2 SCHR R A T2 R - 2 0L, i, 55 [ & 453,
791,932:3,839,153;3,850,752;3,850,578:3,853,987;3,867,517;3,879,262:3,901,
654:3,935,074;3,984,533;3,996,345:4,034,074;4,098,876:4,879,219:5,011, 7715,
281,521 ;" EM TR Gait,M.J. ,ed. (1984) ; “#%8& 423 "Hames ,B.D. , flHiggins
S.J.,eds. (1985) ; "% 5% AN 1% "Hames ,B.D. ,and Higgins S.J.,eds. (1984) ;" Zh¥4H
R 9% "Freshney,R.1.,ed. (1986) ;7 [& 46 40 B ANEE " IRLH it , (1986) 37 43 F o i) —5E
FH48H "Perbal,B., (1984) and "2 5L 4:1-317, 22 AR AL ; "PCREMIL : J5 ¥E A0 N 46
B, AR R, ST EF I AAE JE T (1990) sMarshakZs A, 725 [ 5 4lAk A1 5 SR -
S = PRAE T CSHL M At (1996) ; B A BT ik Z2 AN SCERAS LA 51 - 7 9 AR SO AEAR
SCERH AL T BB — RS SR A BT IR 2 SCER R B TR 2 AN D IR DR 7E A Ak
SOV, HoA T s 7 5 X TS AT A (5 B LL 5 B 7 I EAA .
[0347]  ZAMH FHIIA BRI

[0348] A=W AL BABEMUCTE IR B & 70K il %%
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[0349] S AN BABEMHC (scMHC) °- Ji ik 5 & W2 7 53 T HEB-D- BRAR L SLBEEF (IPTO) (155 5
KA B o ) 2 A B R B AR A BRI B A o TR G, — seMHC, 3 25 TR B, - il
BRAET A I LA S TR HLA - A2 R (1) B ik 22 A4 B A0 X 3akii ik — SR VR i B i B4 i, ik
sCMHCHE W 1 DA 7E BTk Cig £ 55 FH T sURs S MR AE R A I B r AR IR 7 41 (seMHC-BirA) o 7E
WHT IR B ERK I A R AT R AN E 37 S . B B B 722 #:Q-Sepharose il (GE
Healthcare Life Sciences) 4 B A4ifb IE#HT S A0 2 ANMHC- FERKE &40, 28 544 F Frig
Bir AR GEAME) AT 07 s R e M A R AL, T 4277 2 4> B BEMHCHE IR &2 & 0 — B 3
YR B AEDenkbergZE A (2002) PNAS,99:9421-9426+H .

[0350] i Apfu AR

[0351] £ /NT-BZLALT240 M4k JC MIE HIRPMT 164085 72335 ¥, F& 10 *& 10 PBE Rk
JEEFF) It R g 7, YMDGTMSQV (SEQ 1D NO:=1) /WT1 ¢ |5, (RMFPNAPYL,SEQ ID NO:141) FEfik/
MAGE-A4,,) ,,,SEQ ID NO:176/MAGE-A9,,, ,,, 203/PAP, |, ,«SEQ ID NO:230) ksl Al 5C 1
ZANXTRRZLEE (BT R R 16H) (85 7230 B 1A A8 FH 2 A4S InE KB T2 40 i T T HLA -
A2-ZEE-PURBBT . 2FMFT 5 2K InZ& i 2 AN T240 i (O1) FIMF T 22 18] () bl 38 SR 56 0F ik Bk in 28 3%
AR R .

[0352]  ZANT2Ek JEACAN M Bk 40k (10°) 5107w /2= TH s E Hidk (Ab) (el TEAE s
k) 724 C T 8575 1/, 8235 HPEFR LI BT/NR /N /BB SR AT ZRADAEA°C N E5 4570 81, B Y
PEAA, Pr/ N — R BB R A E 1 TARAS 2] 5 D1 1 ABATB6 1) AL &5 2R o % Ja % 4 i
BATIEVE RN HT <

[0353]  FACS 1:

[0354]  HL#&:BD FACS calibur

[0355]  Z»MT#kf4: CELLQuest

[0356]  FACS 2:

[0357]  HL#8:Beckman Coulter NAVIOS

[0358]  /p#TakAH:Kaluzasil. 3K

[03591 sl FH vk % S SR AR A2 7 HLA - A2/ Fig S BRI 369377 /WT1 5, /MAGE-A4,. 0 oo/
MAGE-A92237231/PAP1127120EI’~Jﬁ/l\%ﬁTCRT)‘TﬁK

[0360] i 5-6/KHLA-A2- K E A Y5075 / 7N B )3 S ASE HHD /)N B4 B 24k T2 - 34K
(33 S N Quit LA 7 B2 T 45 24 o Jl sk K il B2 6 W B 8 1 /N B R 40 5 100 22 A4 B 4 e
EINSO HE S8 AP I Rl 7= 2 2 AN 258 TR v (An AT T BT iR (1) We i danz 55 N 2011, €[ s e 2
FPFR)30:328-340) , A LI 40T Bk i) 2 4> 2 S EELTSAR B8 2E AT 97 128 A1 23 5 gl
X T 2N IS BRI TCRLIV 07 34E , 18 FH BT IR AH G I 2 ATy rD369- 377 FEIKHLA- A28 &9+ 5
Jir ik A A 5% () 22 > p68-DDX5 %] FEZH i ik (SEQ ID NO: 2YLLPATVHI) HLA-A2fc & AL 55 o B
HEZANAALIHLA-A2-Tyr 2 AW LA J 5 s H e HLA-A2-FR & BEAK (6 15) 1% IRZIHLA- A28
E PN ELTSARE F T e 22 MR e MR e B, 2240 5 100 2R 58 96 o e e 0. el o DL 8 5 o PR
AN TEE906-11-D11 (FRAD11, K168) F1905-2-D7 (FRADT, KE169) ik .

[0361]  Z%AZ R AEHAT DMEMELJE LI F DOCM2:4 75 3 A K H BIE 4 >80 % I Hllt & H i
W AAL IR T G2 38 1 15 FH AR A AR AR S5 A E M N8 9% ETE W 85 - P ik 4l AL i) 2R A )
SDS-PAGE ) 7 S 7~ HH 33 JS 1, 4 (1) TG LA Tl A 43 F & 9 29150 18 /K il
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[0362]  #ANTgG AbfR A%

[0363]  FTid Z ANHAAL FabZi[R (X TMCL) 4 7ok DL SRR IE , i N 2K TgG1xAbsr HilHE N
TR 2 /> BA% 3k Bk pOpt i VECLA JzpcDNA3 . 3-TOPOH . FFAN AR H ik Hifk i 7 — A
I 1) 22 (R % % G F-pOpt i VEC, FITIRDHFR/HT - LA % ¢ F-peDNA3. 3, i AL 85 25) L 3B ik FH ik
FreeStyle MAX/ N7 (Invitrogen) 7527755 7% H W BT I8 A Fh A R A (1) He 2% 4L 22 Pk — &
- FR 4 J5 g (DHER) S Fe B A7 28 1 22 ANDGAAZH o (1 H [ 6 B I 52 (CHO) SRR gk ik . 78 3t
L, M SRR R AR e . 5 R A A IR IE369- 3TTREK I X 2 AN TY T240 f ks
S SO ) B B A R B AE0 . 5 % IS R AR K, IF BLAE AR A ASE RZ M it — 2D Hhaf
1k« BT 446 1) 25 A R SDS - PAGE 23 T 278 HE 340 J3 ) < 4l ) Te G 2L T 4 F 8 A ~150F
TH IR

[0364]  HA _EiERELAEE 2 SAbIIELTSA

[0365] i@ ff H 2 ANV ZH AL scMHCHE IR & PRI ELTSAN & & A~ Hil el 2 A4tk
(K TCRLALAA [ BT ik 25 &5 Sk o ¥iMaxi sorp 96FLIFIKIELISAZE: T~ (Nunc#442404) # i 4
Mg H&EA - AR AR/ LR SR ST G B ITR 2 A7 B B R (UM
S/ FLA) CE (1N, ZIR) KRS Y, H B HO0. 2554 5C MHC/ 4 KT & 0k & (171
I, D) oW TR 2 AN TR S IR N FHPBS /2 % it 2 W i 35 (1 3020 Bh L B S £E =R T L
2= 50 /FLIA I b3 R ERAE AL ) 2 AN TCRLEUAAR U B L/INSF o 7EI- B 5, Bk 243 7l E A H
HRP - 515 /1 N 3N R Ab o K FH TMB Y HR 22 156 2R iz i 71 (DAKO, S1599) #EAT At , Fir ik 2 A~
HLA-A2-FR 72 JE K F T B i A i) b 3s i s atifh (1) 2 AN TCRLBUAR IR 2 ANRE PR
[0366]  Proteon XPR36F[HI%: & TR (SPR) I & AT

[0367]  TgGZETCRALAARM[H 52 b 7E25 C 2 3 B J7 W] 1 — 8 FJZ A (GLM) 365 (Bio-Radsk
362, R v BT, IoRIAR e, S ) AT, BTIR & SR AT 22 vl PBST (1022 BE /R
WP IR A, 15022 BE IR BE I 5040 4, 0. 005 % Tween 20, pH7.4) « FH505 T (410 . 04 28 /K
WREIIN- 225 -N - (3- ZF RN 28) Ak M fi (EDC) A0 . 01 R 7R R FE N - 2 B0 AR H e
% (f#3% -nhs) I — TR A PI7E30Tt/ 20 B — L R i AL LN 18 , B BT i H /8 R 5
Z1eG/NeutrAvidinFiRE e 1022 BE /R IR 1) £ BRANEE hiliipH4 . 5 BL B — B 2R IK B 25 7./ =
Tt CA AL 50TH # vE 5 J5 'K 6 1 50T 1) L BB IR I B2 (1) £ B i SR R £k pHS . 51K — 3 45
Fridd TgG TCRLELAAR/ 24k fr) sr 5k B ZHHLA - A2/ 6 S FR I8 /WT 1 /MAGE - A4/MAGE - A9/PAP K & 1
Be AR LEPBSTH B8 25 1045w /2= FF » L KX Q0BT LASOR T/ 43 Bh i) — It N LA 3 B 5
0o TR SN B IEYERF T HE VAR N — S BT 4 thr ) Al 1) S 4 B ZHHLA - A2/ B8 S IR Il /
WT1/MAGE-A4/MAGE-A9/PAPE &4)/Fab TCRLELIAYE (7558 FFT-5084 T/ 45 14 FH AN AJH
[RI9< BE (1000,500.250 125 LA J 62590 BE SR FE) T FirikProteOnf¥) i ik 7K ~F-J7 Rl VEN , 7
NI [E RN IS AT 2 M BT 22 DU IE A i 52536 3 18] Bk 2 AN 3R
ORI TR S 5 B R TH IR F K o BT A I 25 A AR I L2 & I ProteOn B L 4% (Bio-
Rad S50 = , HRHLve # 17, 52 ) B e , A3 R o0 # . 2 46 45 A i 28 2 A8 BT IR B2 /R
BAHEIR L 1G5 A BT RGBS FH BT i B 28 R R ol B 7 R4 BR A Y

[0368]  ZAThRetE M

[0369]  LDH- BBk

[0370] AR BN P40 2 1 M 1 F CytoTox90® (Promega) Ml & XU 57t 1 TCRLE
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AL ) BRI K e o b 0 LR 5 S0 (LDH) , — i/ 200 3 i )5 R TP T
PA—Fh 105 BB IEREE I & 2 AN 35 9% BIE R R ORE I LDH, S 80— DU M E5 £R (INT) 1) BT ik %
AR S — 20 H 272 BT 7= 2B ) B 8 B0 5 22 A2 1 A0 ) T SR B8 i L 49

(03711 EfAcHh, 22 A ¥ 20 i A 22 A 25007 20 i 9t 7 e 1T B DA e B T B R AE E By 411
CRPMT 3 373 (1 % FBS) H o 45 2 b BE 4 I 4 1 38 25— 20 0 25 P A 22 T2 . 5X10° AN L O
FLATIR 224 2 I 200 i 25— 441t 35 P A =2 2 . 5X 10PN . 4015 (1 X 10 4 ) [ 22 /Mt
YT Bl 15 FRAE — 96 FLV AL AL -+ o LA f v MR 5 o) 2% FIT 3R SO0 7 14 TCRL K 4k 741 (1) — A
FAFIRAE T, BT R IR AR AE AN & By 41 1) B 2 S B S B 1 4 2 — LA B L e ik ) ik
P o 98 i e Pt i XU 7 P4 TCRL DA AR L TR 205+ 0 28] Pl i X288 (%) BT 3 22 A A S 4 o
DA% T 2 AN e A HR 7R B 18 B AR5 K 8 BT I 2 A B SR 4 i 0 Bt 4k ) 8 7 5 BT i XL
KR PETCRLIE & F-37°C /5% CO, F 3597204 b, £ 3597 & , A0 TH 9 24N S 4 i (1X10° 4
F) g BN TRFLE, PR AR — NI BL10: 1 (B:T) [ 28, 224N BB 4H L VIR ol 2 b e 14
Z RN YA LA AR R RE T, LA B 22 AN FR A - B 2 B 80 T / 2 T 1 1 3% DA
THE BRI RE I A 26 A DL = B R A — S AR R 100 B I a3t 47 I 5 o K B il 4% 7 7237
‘C/5%C0, FHiFR24/NF AEFEFRIAJG , TR T 4E700x g F B.064r 81, 3 B NEE—ANFLIRA
H R 50 T} 22— 96 FL i JikMax i sorb4if 1= (Nunc) HH AR Fr ik of W2 FL IR H , 42 B st s 1)
Z AU, 18 F CytoTox96® it 2% itk 281 #4 ik Cyto Tox 96 ® e iR &4, LA K

K505 A B Bk 87 &AL BT iR B PR a5, HF HAE S IRE 10 8. 28
JEAE— B AR L SR AEA90 9K I PIT IR W S B o SR a8 L T A X E 4R E 1 E 4
LU« R S R SR = [ (5256 - R BN - AR RN A) / (H A KB - H A H R AED 1x 100, A
TR KR 1) 2 N PBMCAE A 2 M e G RE 70 & , 9F B R A I I8 8 19 IRBI 2 At &
Z A R & o A A AT R Lymphoprepdi R 735 2 AN 3% PBMC.
[0372] AN JMe A M AR R0 22 A 1E 1 JEAC 4
[0373]  ZANHAIFRA3TS (BB EIH) JU20S (& IR ~TCCSUP (Bt Je) FIFib (4 4ERF 41 D)
EXNFEH 10 % FBSH 56 FEDMEMH 55 37 (453 HH GIBCOHEAE) .501A.SKMe 15 Mewo A11938 (2E £4
298 Saos2 (F IR JPancl ()  T82FNUMUCS (BERk) JH1703 (A /N2 o il it ges) « TVM2
(78 5 20 PROAREE J8) L IMO (22 R 1B 6 7989) U266 (R BEJR) LA K SW620 (45 B ) Bs 95 fE4h 78
H 10 % FBSH 58 BERPMI A (4= 5B FH GIBCOFE L) JMalme3m (FE €4 25989  JEKO1 (B4 Atk 2 80)
SET2 (4 75 B I /N AR A 5510) DA K& BV173 (BH B HiF 4 11 IMIL995) 15 77 75 %h 78 45 20 % FBS[1) 56 %
RPMIH (4= #B HHGIBCOHEAL) , thp-1 (AML) 3% 7= 1F #h 766 10 % FBS ) 58 #RPMI 7 (4= #B 1 GIBCO
LA F0. 052 BE /R IK FE i beta- 3k £ 1% (H Thermo-fisher#&fit) .OVCAR-3 (P L RHE) 1%
FRIEAN A 20 % FBSH SE BERPMI H A0 01 2= 78 / =+ 4 R I 25 (FH Sigmad@fit) o B 4 i
PRORFFAEST CAET . 5% CO21 — i 1 2= AR DLW H 36 B B 0B 72 Y0 R o
[0374]  ZANIEH R A0, Z A OREVLAIM, Z AR 4, 2 BB 40, 243
E LA, 2 i VA, 2 A R A 2 AN S B A2 MSciencel 1HY
73, F BRI Bk i3k v 1) 22 AN Ul B EAT 55 97 BT A 4 BAR R FFAE3T CHET . 5% CO2(1] — I
=S,
[0375]  #FExpi293 R Z Al iEEE HFab Abf Rk F4lifl
[0376]  TyrD11AAD7() FriAVH-CH1 AIVL-CLIE Kl \MAGE -A4C106B9 . WT1B47B6 FESK11gGs
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TR 7E TR A% R AA A peDNA3 . 49 F T 3R15 NFab, Hi s - tag # 3% 2 I CH1 X 381 BTk C -
[0377]  #id AridFectamined% J4ik5fl (Life technologies) {4 Firids i Fhie) s 44 (E5 4% FN42
) FF UL AR Expi 293 RIAKE FR I A I BT IR 2 N Expi293F A 2Ry (35 #2& Frid Expi293
KiE RGN ZNHK) HRAE R L ARG, Z DML FR6R AE6 R 5, 2441
FET00x g N 5005204, B0 5 , ik 2 D11.D7.C106B9.B47B6ELESK1Fab ] AT ik I i5 1 M
ZAMAE kR I HIEIL0. 22uid S AR KBTI _EIE W FHPBSIENT I K

[0378] it 4 @ M A (Talon) ZifLFTIAD11.D7.C106B9.BA7TB6EKESK1FabE 41 5 ,
I B FHPBSIE M it 7% » BT iR 464k (D11 .D7.C106B9 . B47B6 B, ESK 1 Fab £ i J& A1 ik J5 [ SDS -
PAGE L 43 #7 .

[0379]  fEExpi 293 RGH 12N WURE T PETCRLI A4 4 , R IA Fafifh,

[0380]  TyrD11AID7()HriAVH-CHIAIVL-CLZEA , WT1B47B6 FIESK 1 AIMAGE -A4C106B9, TgGs
B v B BT iR B A% R IK Bk pe DNAS . 45 DL T XU = 1% (BS) T (ZA4NF 41 & 68- 70+
i, ESK1H 2 AN 41 0] AWO 2015/0761H(4%) o %F FTyr D11,WT1B47B6FIESK1 AIMAGE -
A4C106BIf) ik i B 4k 44 , HCD3 (FEFEUCHT1) scFvl iz $E 3| Frik VL IX ) BT iRN - K 3 (BSH%
103, 8F3) o KT ik L BE A A, Hi s - tagfi i 422 31 Bk CHI X 38 Fir ik C R ¥ o X T+ Tyr D7, 4L
CD3 (e FEUCHT1) scFv i 3% 2 31| # 5% 1) IR VHIX 1 BTN - K (BSH% 31, #1) DL K His- taght
22 31 iR CH [X 38 () BT ik C- 3

[0381] #Hid ffridFectamine®% YLikiil (Life technologies) ¥ Firik P Fhl) i A JL 5% YL 7
Expi293RIER: FH M B AT IR 2 A Expi 293F N R4l ffl (— 3 #5/& FridExpi 293K 1K RAHI £
AR kR RIR ARG, 2 MR FROR AE6 R G, Z N HAET00x g F
OB 8 B0 5 5 BT B8 BTk 22 /N TCRLBURE S P BT 1) BT I 35 A 22 A 40 P H # ok o
HIEIL0. 225CK ik JiE A% - 2R 5 # A i b3 v FHPBS & BT 7

[0382]  FTiR £ MBS-TCRLIY 2 A~ H 4H 85 1 28 i 4 J& 55 A (Talon) AR HERH £ 3% 32
(Superdex 200 10/300GL GE) B AN 20 B 44k . Frid 2 A4l AL BS - TCRLYESDS - PAGE - /3
BT o

[0383]  Z AN Pl

[0384]  Sf T-501AME L Z IR AR (ATCC, B4l o 96 75 Je M , 56 )

[0385] 22N L e 55 IR AE 4 78 A 10 % G 4 L3 (GIBCO, YR /R A 4R h % 1% € M1, 26 ) 1Y
RPMI 16404 K15 77 3L (GIBCO, PR /R B0 Ty i FE M, SE[E)

[0386] A ZEAMJA I HE A% 41 B (PBMC) 218 FH 2 1~SepMateTM-50% 1~ (Stemcell) 24
fd BRI 2 A5 1

[0387]  {EZEOK, Z1>8-10 4 % (I MEVENOD/SCID/N (Envigo, LA ;n=6-8) #£— .1l
W R FUES (s.c.) 5x10°ANI501AE (2RI 4, +/ - 25x10°ANPBMC (ORI - iR 4 A 4 b
#5:1) FERAARRA0 . 25 =2 T (M BB 22 1 W (PBS) H s DTXUR: S PETCRL (0. 122 % /T %¢) Bk
A (PBS) LA — AR N0 . 2ml fEs . o VESS JG L/INSF R kRS (. v) 2525, A5 DN B4 M)
I, 24/ N 252

[0388]  Sf T-A375E (L F IR LMK (ATCC, Hhghig™ i 96 75 Je M , 56 )

[0389] 2™ e 5 IR AE 4 78 A 10 % G 4 I3 (GIBCO, YR /R A 4R h 5% 1% € M1, 26 ) 1Y
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RPMI 16404 K157 3 (GIBCO, R /R B T 5% 1% JE MM, SE )

[0390]  ffi HH— Pk FETd (REP) M40 Al ifl 50N A% 4 g (PBMC) il #% 22 /MG 4 [ CDST
YA, 1 FSepMateTM-50%5 T (Stemcel 1) M fif 5 ) 45 164 2 1 41 J& I ik b )3 22 N RIS 4k
( Naive) [lIPBNC, 8:% 18 F§ Dynabeads® Untouched™ A 25CDSTAIIE L (Invitrogen) fifi

CDSTHHI & 48 , Firidk 22 A 4li4k (1) CD8T 41 Jfd 1) 3% A4 AE Tl ik A X H1CD3 (0KT3) FNCD28IH) 2 /> H.
TR BRI M AT, ZEXN A 10 % FBSFIL100TU/ 2= TF N SKIL- 20185 32 rh 72/ i)
TEAI Z AN 2 RN R 10 % FBS, 300010/ ZFHHI IL-2, 3052 55 /2= FH I OKT3 LA K& 2x10°
1) 52 5 IR PBMC

[0391]  ZEZ50K,8- 108 % M MEMENOD/SCID/NR (Envigo, LA %] ;n=6-8) 7£— B4 Fz
TS (s.c.) 5x10°MAIASTS B (4 IR 2N, +/- 10x 10°NREP CDSTEH MY (N - i 9g 41 g i)
bb 362 1) TR ZARFR0. 252 FH I RR 22 1A Wl (PBS) sMAGE-A4C106BIXURF 74 TCRL (0. 1%
5/ 5) JWT1BATB6 XWUKE = ETCRL (0. 12570 /T ) 5k Ak (PBS) LA — i & AR RN . 2m1 7E
s.c. YRS G /NI B BKESS (L.v) 4520, A& DUANBIAMA I, RE24/ N 45 2

[0392] 7 Ffridk P Rl L (501AFIA375) HH DL 22 AN AR = RAE 9 Fh 22 B RS B X6 24 o

12 SR, LU F AR S R AL wianx (=22) x 3.14

[0393]  AHIF T A4 FH A L B TCRLALAA

[0394]  {EWO 2008/120202H i T MCL 4 i o

[0395] ESK1HJFrid“E = (Dao T.Yan S.Veomett N.Pankov D.Zhou L.Korontsvit T.
Scott A.Whitten J.Maslak P.Casey E.Tan T.Liu H.Zakhaleva V.Curcio M,
Doubrovina E.0’Reilly RJ.Liu C.Scheinberg DA, { FIV&IT I NS AR HE ] 4HAE Y WT 1 a8 L
=400 CRF AR ), 2013453 H13H 15 (176) = 176ra33) o K ILESK 12 M 45 ik 2 TR
FFFIW0 2015/07761, ESK14=K[¥)VH-SEQ ID NO:128FIESK14=K-[{JVL-SEQ ID NO:1307EWO
2015/070061 1 Fr 51) 51| 23 3 5 = B 8 B BT AR 1, B i AR AR D TG A A L 1 ik
Expi293 R4 1E 2 ANHEK29340 iu b A2, JF Hal i 8 R B AE AR M E I A2 AR5 7% E
THR AL

[0396]  ZAMZIR A SR HL

[0397] AR AT A s 75 (10 2 UL LARNeasy Plus Mini (Qiagen) M 1%10°Z5%10°4N 41/
B TR 4 A ZEHUERNA

[0398]  cDNA& %

[0399] M4 AT I il itk P 1) 22 N Ui B UL SuperScript® TTT8 —4 4 5% £248 (Invitrogen)
HMFHZEATRA S BENLSZEAR (111) B 45 N1 -5 e IRNAS B cDNA . FEl %€ & PCR, LLH, 04
cDNAMG R L : 5,

[0400]  # HLPCR (PCR)

[0401] Pk 22 ANPCRYE IS S5 AF N AEIS C 2738, B 40 MG I AE9I5 C 2080 L £E60°C
17 h, LA RAET2 CH L7 B o FTIRPCRES AL — B & IR AET2°C P 107 o AR ¥ 113
#1218, FHKAPA HiFi PCREH (Kapa Biosystems) #4724 Mo

[0402] DL~ 24N 5] 54 H -

[0403]  TYR_S:TTAGCAAAGCATACCATCA (SEQ ID NO:3) FATYR_AS:CCAGACAAAGAGGTCATAA
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(SEQ ID NO:4)

[0404]  %ob T B S BRI 215 (FHAP“ ) R/ : LLT/N BT FIWT1 s : AGGCTGCAATAAGAGATA
(SEQ ID NO:5) FAWT1 AS:TTCGCTGACAAGTTTTAC (SEQ ID NO:6) FHTWT1ZiA (Fi AL =4k
N 188AMRIEXT)

[0405] 8 T A M4 AT IR 2 N9 38 724, 4 LOTIOTH I B b 5 20 I 6 x TN R 22 bt (New
England Biolabs) V&%, H7E1.5% B HEHHEEAS HH 34T L 9K , LAIRAL 2 BE X 22 /NDNAFR i
) (New England Biolabs) 4%t . fF ImageQuant LAS4000 (GE Healthcare Life Sciences)
52 AT 22 ANPCRF= 405 R A7 AE A

[0406]  5EHPCR (qPCR)

(04071 AR T ik 3 7 19 2 ANV B, 5K H TagManJiE (R 2614 = SR S 7E —ABI73001X 7%
(Applied Biosystems) [ iEAT % 8 PCR. RIS PCRA Tk 2 4 B 2 1 N E95 C H 10434,
BB AN G IR AEIS CH 158D, LKL TE60°C R 143 8 o F T BB PCRIY 2 AN R4ET 2 MApplied
Biosystems EJESE s 7E5 R , 44 E AR E BTl LB FAM £ FH DL R 2 AN (A4S 51 AN
ZARED) X T TYR (cat#Hs00165976) <X FMAGE A4 (cat#Hs00751150) , X FWT1 (cat#
Hs01103751) .Beta- U8 E#AE N —F K IEF H TPl (cat#s99999903) .

[0408]  AHF 7t A4 ) 2 Ak ik

£ 4- NARHW - TyrD

JE K1) 42 7 i fik-HLA-A2 %) SEQ ID NO:
TyrD-Al AMDGTMSQV 104
TyrD-A2 YADGTMSQV 105
TyrD-A3 YMAGTMSQV 106
[0409] TyrD-A4 YMDATMSQV 107
TyrD-A5 YMDGAMSQV 108
TyrD-A6 YMDGTASQV 109
TyrD-A7 YMDGTMAQV 110
TyrD-A8 YMDGTMSAV 111
TyrD-A9 YMDGTMSQA 112

| R 5 ZAMBIRERK - TyD

HERK ) 42 5 fEfk-HLA-A2 J7 3 SEQ ID NO: AR T
Tyrosinase D
(Tyrosinase

[0410] PEptide) YMDGTMSQV 113
Tyrosinase N YMNGTMSQV 114
*KIAAO0355 YMDNVMSEV 115 TyrD
KPNAI VMDSKIVQV 116 TyrD
GPLDI LMNGTLKQV 117 TyrD
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TyrD-S1 SQDGTRSQV 118 TyrD
TyrD-S2 VMDTTKSQV 119 TyrD
TyrD-S3 GMDGTQQQI 120 TyrD
TyrD-S4 GMVGTMTEV 121 TyrD
TyrD-S5 MMDATFSAV 122 TyrD
TyrD-S6 QMDPTGSQL 123 TyrD
*TyrD-S7 SMDGSMRTV 124 TyrD
TyrD-S8 WMDGIASQI 125 TyrD
TyrD-S9 YLEGILSQV 126 TyrD
TyrD-S10 YMAIKMSQL 127 TyrD
TyrD-S11 YMDAVVSLV 128 TyrD

[0411] | TyrD-S12 YMDGTNRRI 129 TyrD
TyrD-S13 YMDPSTYQV 130 TyrD
TyrD-S14 YMLGTNHQL 131 TyrD
TyrD-S15 YMPGTASLI 132 TyrD
TyrD-S16 YMRETRSQL 133 TyrD
*TyrD-S17 MMDGAMGYV 134 TyrD
*TyrD-S18 NMDSFMAQV 135 TyrD
*TyrD-S19 QMDFIMSCV 136 TyrD
*TyrD-S20 YEDLKMYQV 137 TyrD
*TyrD-S21 YMDTIMELV 138 TyrD
*TyrD-S22 YTDLAMSTV 139 TyrD
*TyrD-S23 YVDFVMSSV 140 TyrD

[0412]  * PN IR AFERETI AL 2 AN HERK

| % 6- MR - WTI
HERK 1) 4 7 JEfK-HLA-A2 F7%1 SEQ ID NO: ML T
WTI1 (WTI
PEptide) RMFPNAPYL 141
WT1-S1 LDFPNLPYL 142 WTI

[0413] | *WTI1-S2 RCFPNCPFL 143 WTI
WT1-S3 LMFENAAYL 144 WTI
WT1-S4 RMFPNKYSL 145 WTI
WT1-S5 RLFPNAKFL 146 WTI
*WT1-S6 RLFPNLPEL 147 WTI
*WT1-S7 RMFPTPPSL 148 WTI
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WT1-S8 RMVPRAVYL 149 WTI
WT1-59 RMFFNGRYI 150 WTI
WT1-S10 RMLPHAPGV 151 WTI1
WTI1-S11 YMFPNAPYL 152 WTI
WTI1-S12 AMDPNAAYV 153 WTI
WTI1-S13 ICFPNAPKV 154 WTI
WTI1-5S14 NMFENGCYL 155 WTI
WT1-S15 NMPPNFPYI 156 WTI
WTI1-S16 REMTQAPYL 157 WTI
[0414] WTI1-S17 RMAPRAPWI 158 WTI
WTI1-S18 RMEPRAPWI 159 WTI
WTI1-S19 RMEPRAPWV 160 WTI
WT1-S20 RMFLNNPSI 161 WTI
WT1-S21 RMFQQTFYL 162 WTI
WT1-522 RMNPNSPSI 163 WTI
WT1-S23 RQFPNASLI 164 WTI
WT1-S24 RQFPNKDAL 165 WTI
WT1-825 RVFPWASSL 166 WTI
WT1-S26 RLFPWGNKL 167 WTI

[0415] A U A FE Al ) AR 22 AN R
R T-WARFM - WTI

JHE K ) 42 =7 HEfK-HLA-A2 7% SEQ ID NO:
WTI-Al AMFPNAPYL 168
WT1-A2 RAFPNAPYL 169
WTI-A3 RMAPNAPYL 170
rostel WT1-A4 RMFANAPYL 171
WTI-A5 RMFPAAPYL 172
WTI-A7 RMFPNAAYL 173
WT1-A8 RMFPNAPAL 174
WTI1-A9 RMFPNAPYA 175
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| K 8 -Z AN ML) HE K- MAGE-A4
N e ik ik -HLA-A2 5551 SEQ ID NO: AL T
MAGE-A4
(MAGE-A4
PEptide) GVYDGREHTV 176
MAGE-A4-S1 GLADGRTHTV 177 MAGE-A4
MAGE-A4-S2 GVSDGRWHSV 178 MAGE-A4
MAGE-A4-S4 GVYDGEEHSV 179 MAGE-A4
MAGE-A4-S5 GLYDGMEHL 180 MAGE-A4
MAGE-A4-S6 GVSDGQWHTV 181 MAGE-A4
[0417] MAGE-A4-S9 GVYAGREHFL 182 MAGE-A4
MAGE-A4-S10 GLYDGMEHLI 183 MAGE-A4
MAGE-A4-S12 ASYDGTEVTV 184 MAGE-A4
MAGE-A4-S13 AVLDGRELRV 185 MAGE-A4
MAGE-A4-S15 GLYDGIEHFM 186 MAGE-A4
MAGE-A4-S16 GLYDGPVHEV 187 MAGE-A4
MAGE-A4-S17 GVCAGREHFI 188 MAGE-A4
MAGE-A4-S18 GVYAGRPLSV 189 MAGE-A4
MAGE-A4-S19 TVYDLREQSV 190 MAGE-A4
MAGE-A4-520 VVDDGVEHTI 191 MAGE-A4
MAGE-A4-S21 GVFDGLHTV 192 MAGE-A4
X 9 -H A B H - MAGE-A4
JHE K () 48 7 JEfk-HLA-A2 T %1 SEQ ID NO:
193
MAGE-A4-A1 | AVYDGREHTV
MAGE-A4-A2 | GAYDGREHTV gl
[0418] MAGE-A4-A3 | GVADGREHTV V23
MAGE-A4-A4 | GVYAGREHTV 150
MAGE-A4-A5 | GVYDAREHTV 197
MAGE-A4-A6 | GVYDGAEHTV e
MAGE-A4-A7 | GVYDGRAHTV 199
MAGE-A4-A8 | GVYDGREATV 200
201
04191 MAGE-A4-A9 | GVYDGREHAV
MAGE-A4-A10 | GVYDGREHTA 202
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| % 10 -Z A AL K- MAGE-A9
WA K 1) 42 =7 MK -HLA-A2 7% SEQ ID NO: HIL T
MAGE-A9 203
(MAGE-A9
PEptide) ALSVMGVYV
MAGE-A9S1 ALSVLGVMV 204 MAGE-A9
MAGE-A9S3 ALSRKGIYV 205 MAGE-A9
MAGE-A9S4 ALSVMYSYL 206 MAGE-A9
MAGE-A9S6 AVSHMGVLV 207 MAGE-A9
MAGE-A9S7 LLSLMGVLV 208 MAGE-A9
*MAGE-A9SS8 VLSIMGVYA 209 MAGE-A9
[0420] MAGE-A9S10 ALQVRKVYV 210 MAGE-A9
MAGE-A9S11 ALQVYGVEV 211 MAGE-A9
MAGE-A9S13 ALSVAGGFV 212 MAGE-A9
MAGE-A9S514 ALSVLGKVV 213 MAGE-A9
MAGE-A9S15 ALSVMIPAV 214 MAGE-A9
MAGE-A9S16 DLSVCSVYV 215 MAGE-A9
MAGE-A9S817 ILGVMGVDV 216 MAGE-A9
MAGE-A9S20 LLSVNGVSV 217 MAGE-A9
MAGE-A9S823 SLSPMGRYV 218 MAGE-A9
MAGE-A9S524 ALSAVMGVTL 219 MAGE-A9
MAGE-A9S825 AILLVMGVDV 220 MAGE-A9
MAGE-A9S26 ALSDHHVYL 221 MAGE-A9
[0421] PR A FEAH I AL 22 A4 B Rk
11 - B - MAGE-A9
RE K 1) 48 =7 WERK-HLA-A2 %)/ SEQ ID NO:
[0422]
MAGE-A9-A2 AASVMGVYV i
MAGE-A9-A3 ALAVMGVYV 223
MAGE-A9-A4 ALSAMGVYV 224
MAGE-A9-A5 ALSVAGVYV 225
04231 MAGE-A9-A6 ALSVMAVYV kb
0423
MAGE-A9-A7 ALSVMGAYV 227
MAGE-A9-A8 ALSVMGVAV i
MAGE-A9-A9 ALSVMGVYA 229
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| % 12 -5 N ARLI E Sk - PAP
A iK1 42 7 REK-HLA-A2 %)) SEQ ID NO: ML T
PAP 230
(PAP PEptide) TLMSAMTNL
PAP(TLM)S|1 TLMSAEANL 231 PAP
PAP(TLM)S2 QLCSAMTQL 232 PAP
PAP(TLM)S3 RLMSALTQL 233 PAP
PAP(TLM)S4 GLMSLTTNL 234 PAP
PAP(TLM)SS GLMSMATNL 235 PAP
PAP(TLM)S6 GLMSMTTNL 236 PAP
PAP(TLM)S7 LLMSISTNL 237 PAP
PAP(TLM)S8 QLPSTMTNL 238 PAP
[0424] PAP(TLM)S9 TLASSMGNL 239 PAP
PAP(TLM)S10 TLFSALTGL 240 PAP
PAP(TLM)S11 TLGSATTEL 241 PAP
PAP(TLM)S12 TLMRAMTDC 242 PAP
PAP(TLM)S13 TLMSMVANL 243 PAP
PAP(TLM)S 14 TLPSAETAL 244 PAP
PAP(TLM)S15 TLPSRMTVL 245 PAP
PAP(TLM)S18 RLMSALTQV 246 PAP
PAP(TLM)S19 SIHSQMTNL 247 PAP
PAP(TLM)S20 SIMFAMTPL 248 PAP
PAP(TLM)S21 TIVAAMSNL 249 PAP
PAP(TLM)S22 TLITAMEQL 250 PAP
PAP(TLM)S23 TLTSNMSQL 251 PAP
K 13 -TH AR - PAP
W K 1) 42 =7 Wik -HLA-A2 [T %) SEQ ID NO:
PAP A1l ALMSAMTNL 252
PAP A3 TLASAMTNL 253
[0425] PAP A4 TLMAAMTNL 254
PAP A6 TLMSAATNL 255
PAP A7 TLMSAMANL 256
PAP A8 TLMSAMTAL 257
PAP A9 TLMSAMTNA 258
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% 14-18 1 MS 7EZ AN 1Y 06 75 21 UK I 16 22 N AR ASL ) J: Ak
i K 1) 48 7 HERKFB)/SEQ ID | KA ik MS &I
NO: (1% A~ A AL
(19 B K BT 7
1% A IE 5
(1) 2 75 2H 41
KPNAI VMDSKIVQV/259 | KPNAI1,KPNAS,KPNAG | ' |-k, i
TG B A
i« B < &5 %
Oy s B

[0426]

JiF < i 1) R
L, K,
L,

H8 . 20. Hg R
Ak, + =45
. friE. He
P.OOE. B
iR BT F AR
By R
B, #£Hi. T

[==]
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[0427]

WTI1-S10

RMLPHAPGV/260 | HDACI,HDAC2

FAN N
Bt Wi
NN
Ly s B
I I T
LNE
UL, 45
f. 5. B
M o
i frith. B8
. UL
Bt B
B e
. 2A. T

=1

WT1-S12

AMDPNAAYV/261 | SERPINAG6

Jit

WTI1-S22

RMNPNSPSI/262 ERH

&, W, &
fili, 48

N

=]

MAGE-A4-S1

GLADGRTHTV/263 | THBS3

W, WE,
W, "B, 8Bz,
e, AL,
+ =&, B

MAGE-A4-S16

GLYDGPVHEV/264 | DPYSL4

B, /N T
Wi, M, A
HITUM, BN

MAGE-A4-S21

GVFDGLHTV/265 |BTD

W 2 R s
. HF. .
(8] 52« A4

. LR, T+
—fBhm. B

R, TH

MAGE-A9-S26

ALSDHHVYL/266 |ALDOC

(SN
e~ i
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N O I
W B .
fifi . 18] Bz .
2, Mk, M
(A

i, AR T
. &

. BIH R B
k. AL, & .
2Hh. FE.

PAP-S3 RLMSALTQL/267 | DAB2IP Moy 7N i
251y 0> S
W LR ) B
ML I

W~ B8R
ERE. T8

PAP-S18 RLMSALTQV/268 |RASAL2 BERE . iz

i~ T 2 A
i« T 45 W
N EZ O
W B S
fiiiy [A) 57 . #4f
2, MR, R
WA i,
. REfi #
& =48

W, friE. AR
#OOPE, A
BN Bk
JERE, B, &2
A TE
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R 15— AR K

JE JK HE K -HLA-A2 75 SEQ ID NO:
MART1(26) ELAGIGILTV 269
CMV NLVPMVATV 270
Gag SLYNTVATL 271
Tyrosinase D YMDGTMSQV 272

[0429] | WT-1 RMFPNAPYL 273
MAGE-A4 GVYDGREHTV 274
PAP TLMSAMTNL 275
MAGE-A9 ALSVMGVYV 276
X2 KASEKIFYV 277
NY-ESO SLLMWITQC 278
UHRF]1 TLFDYEVRL 279

[0430]  Sjitafil -

[0431]  XFTHLA-A2/ P& 2 ER B 2 SR TCRELA

[0432]  XFHLA-A2/E R FR369-377 HAT RTCREEFVER £ MAbs = 1143 B

[0433]  MHC-TyrD369-3778H GWIM A 7= - A B N HEAT I 2 11 B 9 S s i FH 2 > K8
PRI T A 26 R 7 A 5o IR I 22 9 B T4 B 3 A FL A Bk DR 5 1 HLA - A2 PR 52 1 4 S
)2 N EAPUR L FTIR Z N TR Z A IETCRYUER . N T A =5 BTk HLA-A2/TyrD369 -
STTR BV HEA —Fr R Z APl i — B BEMHCHY G A A r= SR I A v I8 I 2 R g ek K
(Tyrosinase,qq .., YMDGTMSQV,SEQ ID NO: 1) ff) ALk -HLA-A2E &) 38 3L 5- 6 //CHLA-
A2- HE K S5 W50 / 7N B 9 56 22 ANHHD /N B3 90 254K o T 2- 3V VRS I N Qui 1A%
FUME B T 26 24 o T3 AN 22 AN G928 A0 D /0N B HR 20 B 1 22 A B e 5 22 /IS NS OB 988 24 P 11
Rl 7 A 2 AN Z A R va e (R T BT i Weidanz 25 A 2011, € [E bR 9% 22 3F 18 )30 : 328-
340) , LA S35 0 R BTk i 2 A 22 S EELTSATR 6 #E47 075 %6 R4 55 o B 2 A2k (R HLA -
A2-Tyr B &L K W 7n H B HLA - A2- B e HEJIK (3 15) I BRZHHLA-A2 5 & W ELTSAY
TUIE 2 AN RE R e B, 200 B I A 58 9 A . v B DL A 8 o PR B B 906- 11 -
D11 (FRMND11, E68) F1905-2-D7 (FrADT, E69) #h ik .

[0434]  XF T-HLA-A2/M& S BRIF369-377 B A i S 1 () 22 NS TCRPTAR ) e e

[0435] Dy 1 ISE ik 2 A 70 5 B SR TCRALAAR 1) v ik FR 11 5 A, 450 FH 1 3R 10 45 o 14
% (SPR) &5 437 » 1@ i Hi/N R BN I TgGHE T IR 24N 43 B8 () 4G ) Tg G TCRYL Ak [ 422 iy
[#] 50 7 T 3 3R THT 25 25 1 3L 4R (SPR) IR IECES Fr o BTk 43 T 40 42 75 4% PPk B2 1 1) BT ik 44k
1) B B ZHHLA - A2/ B IR G 2 A W LR , SPRAM AT IR BTk 2 A% IR I B 7R tH X i
IRHLA-A2 /1% Z B B A5 7 14 1 2 AN R TCRYTAAR S FEMCL D1 LANDT B AR R 5 A , 77 A %)
MCIFADL1IN4 . 19N BE IR FE , DT M3 . 8GN BE IR L T IR Z A 45 SRR B, &8 = AN RTCRYu R
SR BT IR R R 1 HLA - A2/ PR IR 526 WD # 0 TUL H ARMBA ) v 58 AR (1) A 490 R JR IR B o

[0436] N T HFFLFTIR 2 AN 70 B (F 2R TCRBUAR KT BTk i 2 BR B 369 - 377 A Bk ) i ik A R
IR A e 1, EAT T A R FAE , 76 B T SRR FI M v, P ek IO ) 22 1 e T R B
RALNNE R , H Hal i Frid 2 A4S 5848 1) M OIAE 2 A T2 g JE B4 _E LK Ak 2
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ANTCR-FEPUIAR S 2 N ATa TS AR kAR BTk 45 4 o 8 i i s P R R M 45 4, 2408 5~ 1 9%
JERE (MFI) BTl € 141, 2 /NTCR- FEHLR 5 BT il 22 A TRA ik K ) 45 IO A2 FE A SR S5 A
JIT 3R A 5 725 % 2 R T U AR 1) 22 A T2APCLE 5o T i 25 PP A Ta 28 45 HE K G 7E I 2) 1 T id &
PR N A2 38 3 9 24 B 4 R A BB . 25k W I, BT iR BB7 . 22 £ X HLA- A2 — B 5 B Bt
(NS

[0437] 55 P R AR A 9% (1) 1 B g Ak IR AR L 5 BT A A L a 50738 A TR 40t A 2k kb fn 1) 22 AN T2
Y b i AR or ) ol R FHHLA-A2- 45 & HUARBBT . 2IMFT 5 AR &k 1 2 NT241E O1)
FIMFT 22 [8) B Eb 28 SR B8 31E JE R N4 3808 . I 2 s, 4 35 = N S TCRHLAA 8 28 T H Ji: i 44k st
YRGS G, RN Z AR RS | iR g &, 3 BLAE 2 AR IERK AL B 51 ANALal , 7E A
RRTCREUIA M s A o 5l R T — I iR 2 g5 R, FEHLA- A2 A & FiAlaRAR
P G R R (R A5 00 5 A0 = AN SR TCRYTIARER R I o JIRARE S 1 S PR | VPR 25 4 SR B B
R ZAPURTE IR 2 N PUAR I 45 A P B2 AT TCR, R Bk, Bk £ ANt 4 LAMHCRR 5 A
T KRR S PR 1 7 SR 45 6 BT MHC - IERK 540

[0438] SR, BTk =AM SRTCRPTARAE Ik = A SR TCRFTAR B HIL R 5 57 P A0 Pk B AR R A e
(RN 2 72 T BT I R Jo R X6 Al AR SRR RN 52 52 M 11 &5 6 R B0 B o B IR 4 aMC1 5 —
H—AlaRA MRS A — DM B #60 BoR H90% 1) — W45 F B, DI LAID7THE R I % T
DITEP ML B #3610 — K T90% I R B, X TDIIAEPI M B#3. 4.6 T &1 — KT
90 % Kk /b MC1 5 ZANA1a 28 A8 B 45 S sk i3t — 20 W82 2 75 = /M B #1360 — B Al
HEER —KTFT0% K F%4,6,7, REDILFDTAE 1 KGR F 4 R A A la G FD11, 4L
EH#1,2,3,4,6, LA X TDT, AL EH#2,3,4,6,7) W LI — KT 70% [ 45 &1 S5 D .
[0439] VAT, B B iR 45 AP A1a S8 AR 1 Ty R IR IE W i &5 & Ty vk S PR SR TCRHT
WRIRIRE T, BT N R R FHE 23 487 7 D11 AIDTARAL TMCLG £ ANALla 2R A8 5 52 S Je fiUsk
HRAE R 2R Fros i) BT iR s , D1 LAIDT A4 FMCLAE Bk D1 1 AIDT () 45 &M i b B A 58 i i ik
OB 1) B SRR L 5 B AT TR T LA B R AR B (1 DU AN A T a SRR BUR (LS 2 M E AL ED
JAENMCT HAA X 3AM B DL LAIDTLE B AT &5 & ek b 23 S0t 28 07 B8 B A0 iUk . Bk
Hy, DILEAL BHTIR/D T 68% ) ATk 454, 67 % 1 B #5,59 % 7. B #8 ; DTAEAL B #5087 166 %
[FIFTIRGE & ,63% AL B #1,63 % [ EH#S.

[0440] 2548, Aladd 4 Al LAY FH AR I 52 22 N S TCRBUAR ) BT ik e 338 1 AR R 4 S ek ) —
B, 5 RO H G AT a 5820 3R H H vy (%) AR, T DR 5% ) e e S e R R O A R 1 P
B o JITIR MG T FH Tk Jr AN 97 128 2 B0 B T AN A ) 4 5 e AR S e R 1) ot ik TR AL 2K
TCREUAA 1 2 ANMHC - PR 72 HE IR e 25 54

[0441] X} T-HLA-A2/ P& S BRI ) 22 AN SR TCRETAR I 25 5 e 198 14 AR S 1

[0442] Sy 7 E M ATIR 2 N 40 B I SR TCREUAMR IV BT ik 2 4R 5 1, e ok v =0 40 i 3 R Y
FFFTR Z AL TG FTI S M RN S 1 o K 22 N5 S v R 2 ik i o N 2 A T2APC
H, B 5 FriRAbE: 5%, 8 HPEFR LI PT AR BN R Ab— e85 77 . i 3-THR , FTIAMC1
(E7) DILFIDT (EI3%6) 1) 2 A 1gCHe & TE A AT Id s A BRI Ak KT T240 B - (B A R B
Hhgh A 7R 0 2 A0 HREH I R ) 2 AN 1 (R 15) o X FMCL, 78 2 AN X BREZH i ik b W %2 24
JEHARI B S5 B AMCIHILL 23 -7 (- 7) , DL LAIDTH A RELHATAT & 545 & (K3
6) - IIMAD BB7 . 21 45 & >R W I in () ik SOk 2 IR #2 B2, BT iAMAD BB7. 2 5 B A5 UHLA-A2

51



CN 108025045 B ﬁﬁ HH :F; 49/57 T

IR B GWEE G ik 2 D45 AR, 48 = AR TCRETAA R R HHLA - A2 - FR 72 i kR
SRS & O A S R BT IR B 2 IR IR 2 A b B S H e HLA - A2BR %€ FERK

4 A
2.

[0443] Y THRZE IR 2 MHLA-A2/BE 2 IR G IS TCR AbJe 15 BE 8 45 & 78 2 > Mg 40 B i) B
ARERTH BRI 2N WIRPERTAEMHC- R AR Z A, (ERE T 2N BAFKREE M 2k L
AT R AR EAR DT M 2 NS 2 DI IR EE369- 377 /HLA- A2 TCRYT R — L 5
7%, 5 SPEAR LI BT A R EPT/N RAb— &3 77 . WIS 127K , Frid 2 AN IRTCRELAA#E IR
A S R I 22 R SRR T - I RTHLA - A2 - FH M 40 o e s, R H TR ok
HFHLA-A2- T 2 BRI 52 S R ILAE ik 21> R L 3R IR 4 M () T iR 3R 11« ik SR TCRPLAAR 1)
Fr i 4% 8 2 B 5 35 5 0 5 DUER X BT I I 20 R A 1 B9 Ab X BT ik 22 A B 68 208 4 i (481 2
624 .38, J501A) AN A Gy 37w Y, 78 B I — ik TR 195 %6 1) BT i 22 A Al i # 0A Plr
RS IR B 2 BRI ) o 7E S ZURR I - B 1 BRCHLA - A2 - (934 200 e w38 A At ke ) 281 e 1o
PE o Ik - A 2H SUR IR E 2 FhA MR 6 )32 B A 2 B B AR 23 17, BT i 2 R B ik
HLA-A2BA 4, Ag (B ZURE ) B 1), BIE T HUls 2 RN /HLA-A228TCR AbsI¥IHe 74k . BT ik 7
BB 10- 12077~ , D1 TARIDT A0 S o 14 0 7E — 2EL 15 % 6 T A 400 i /60, 45 22 A P 2 4T B 4 4 40
Jf LT AN A P AT B A0 B O IR VLA B &5 i ULER FPBMC (13- 17) Rt ik 38 5 R
B ZANHLA-A2+F0 Ty r - (1 1R 5 SR AQHH M ) 455 B W5 2], 17 24 £EPBMC_E JHAMC 1IN WL %< 21
S 45 E (BI1T) DILFIDTXTHLA-A2+/ B S BRI+ 2™ B A 2R AR LA K ) V2 B 4L 1) 4% o
AH 2R FTHLA - A2+ /T S BRI - 117 41 B B0 5 I 3 22 A T8 S AR 4 B 11 s S8 149 BT ik 43+ 2
K118~ 19717 - D1 1 FIDT S TCRYTAAR [ S L4 %o T~ F IAHLA - A2 1 i ik 71 Jir s R BR g 1) 22 > 22
02 TR AR R T e IR R e

[0444] Bk Z AN SR TR AR L5 0 2, TR 2 AN 2ETCR Ab2 R MR , I HLAE 4HLASE
PR 5 Ag I BT I 78 73 45 B AFAE R, B ATV R LE 4 Mo 2R T R L) Bk R v ik i -MHC &
o AR, UL A0 B AR ) B8 R AF 4B DA R st 24 45 R s tH 5 D1 1AIDT AR EG B 1
MC1 ) 22 S ade 43 o 9, XIMC1 55 22 NHLA- A2+ F Ty r - 4R Bl Bk He pG2 , SW620 LA Az Loucy [ 45 &
(5387 a9, a7 1 HMETIAR 075 S 1 45 & 5 SR T, 7E AT IR 2 AN 40 i _E D1 LFID 7Y
FEBAE 23 AT 487 A 454 (R 10FN12) o 38Rt 35k b 8 BT ik = AN S TCREL AR 7E 1% L5 71 575 4
Rt (B 12) #8578 TMCIERI H SHLA-A2+/tyr+ i) 2 BEAFIRAMMM B E LS HE—
%I B FEMIHLA-A2+/ Ty - 1 2 AN (SW620.Co10205 HepG2.Pancl \RPMI\DG75. Jekol 1
Loucy) FEAEFHIL G, MDLLFIDTX ik 2 A~ 4H M A R I P SR 4.
[0445] [, BT LRSS HID11AND T ABEE T-MC 1 BE B4 Sk Anade 364k , 3 HL28 & i 4l i 4%
ARAFFC UL T L o Hr 9, R — KA A R ZUORIERI AR Thie i 2 2 AN T
B, FHF VPl 2 AN SR TCRPTIAR 1 BT JE B 14 , BT IR 41 Hie 3 08 BTk & T HLA S A 2[R DA K2 2
P i B E A

[0446] Sy 1 it — 3D VEAN BT IR I 2 BR B A 5 MR 1 2 S SR TCRBUAR I Bk At R e 2 1 B4
X T 2RI BT I R SR T S BRI 1Y) 5 4 ARACL S 1 22 A FE R 1) s R e DAy (3R5)

[0447] [R50 —HE 5 SR TCREUMA I TR R/ H =0 1 85 s 2 vl 4 i 4o B ik
B, AT 53— I AR UL 22 AN B R () 07 34k < 22 1 TR L BR 147 » 0 =2 R0 PPA4h B i B PO e e A 1)
T — N E IR TRFENT T TCRLI &5 & I BT iR Dok o i it bk 24> T B HFRIRER AT IR 2 A ook
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A1 B 1 2 AN LR K , 7 B 7 B8 s AR S . ik 2 AN BERR & e F Bl T 4n B
FIr i BRI R AR e R VA

[0448]  ASTHTIR () HEBE S5 -5 1 456 0 W 000 22 N HL AR DR P Jo % A7 (%) Jk B 270 AELARA A
(R rH AU B 2 A HERR SO FE DL e N AR e it 1 — T RS DL sa o s il 2 A
R R S50, £ T He TH, I iBLASTE ScanProsi te R H L1 . Z AN IS0 %, 4
FERVF 2 A HERK BRI Va7 500 SR o VP 3R B0 5 JHLAZE & 0 B Bk B2k . Bk
T HARIE F 15 S S R L e SO SE R BE /7« e B B 2 3R B O & 0d o TS 20 i B AL
s PER R B TR A IR 2 A RE KT

[0449]  RiH _FIR TR, & A = PSR TCRPTIR I AL R 5 S AR IE A SCRT IR i A v e 5 FH T
PEAS I AR IR 19 KAR (3R5) o Bk 2 AN AR ACLIP) Bk K 4 n 21 2 AN T2APC L, 3 HFrid 24
FETCRYTIAR ) S AR IR o 4B 20 FiT 7 » 24 75— 2H A ARACL I JE B B AaRMC LR, AR -3 F
R AR BRI ek K1 &5 6, W82 21 BT i MC 1 27 HE 6 I 2 B I 2L A7 2 27 AR 1) 22 S ek Ik
B ANKTAAO335 FIKPNAL 5 5t 45 6 o R , i 21 2 28Ff 7R , FTiR 2 SR TCRPTAADL L FIDT A
S5 G AT I — K ZELI BT IR 4 o A 10 ek JOR P ARLRL I B TR, L5 BIMC TR R i e 45 & BTk
KTAAO335FIKPNAL M IR AN HE IR o Birid 2 AN ik B 7 S5MCLAHLEE , D1 LAIDT ) B ik S5 A1 3 (1)
PRI R R 1 BLUEBA 1 BT IR ARACURE K 7 9210 Bl i B A DA R an B iR B 1
MNLEERNZAEEN TR, 28T S s B AR E YA — AR SR TCRYT AR UL T
VPRI YRS H PR B AL R R e

[0450] b4k, 7E 2 AN SETCRYUIAR) N BR 35 J5 , 22 A B MR ARBLIR) JiE ik 2 2 43 0 e R )
T o T RTIR Ty r DK 7 51 1 B — PR L R AS 7] BE AH S Hb DTk XJ Tyr TCRLI &S &, X
T Tyr TCRLZ: & A& S B 1 vk F: IR B 4 1 il HE ok o — 2H & B0 246 U IR R A 77, Forp
iR Ty rD US4 v ) — AN R A R M 43 P 20 1R AR 3 I FACS 43 M € Ty TCRLA5 77
AR Z AWM 2R — A G, TR 2 N 645 R S
BT iR A 58 A8 i IR SR A 1 45 6 5 SR AT LU AR - 5 P JF 5748 ik KA L, 78 PR =0 AR 5 3 7
g I —E R R BRI AL B AL B BT AR B 9 A2 DB o AR S AT — 2 M) B T SR LA
L, LR AL BT id 2 AN AL B 2 P I B B P41« Brid 2 AN K H T2 A~ Tyr TCRL
(R RE P PP AL (FRBS1T2S23) o Tk AiTAE H 21N N 2 R 134 70 1 1 22 A AR ABLER) A R e 5 %
FHANENZ NT2APCHI A L, H B ID1 LAIDT (1) BT ik R B W 28 R , ¥ B ML 82 R BT ik 2
AR 256, T E— Z2E SE AN 5 B ik 22 A R TCREUAA I BT il 0 R S P e 18 12k
[0451] Sy fs]1A

[0452]  FHTHLA-A2/B& 2 ERBE I 2 AN S TCRETMA I 5 1

[0453]  XFHLA-A2/F& R BR G369 - 377 AT JETCRAF - 1K) 22 S Ab I BT A0 R 4% S 1k bb
[0454] SRy 7 E M ATIR 2 N 40 B I SR TCREUAMR IV BT ik 4 A 4R 5 1, e o e = 4 i S PP Ay
FIr i 2 A~ GEAR I TG IR S NP AR 1t (LA BRA S AV 23 AL) o FE I 2 BRI I I 24~
T2APCER Z % BRA LK (% 15) , 3 H 5 FridkAb (D7,D11ERMCL) —# K5 7%, . 35 5 PEFR L)
B 26 M 2R BPERR I H) 2 NP/ R Ab— 35 7% . tn & 387 , 2 /1NDLLRIDTTCRLES & A
TS T S T P R P T2 40 B, (H % B s SN X B R 2 N 45 & A R
MCITCRLIE. 7~ 5 N 1 UBR Bk R4 D et FEAELI) BT iR AN AR S FERR ) 2 A T2 40 B 45 45
[0455] iy 7 3k — 2B PR TR 2 ASDTRID11 B TCRITAR I BT ik 5 S vk L YA B A 1 5 X6 Fridk
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V% 2R il I RS 7= P B ARVACARE ) 22 4 R R ) S S o P 3 B R G R 5 7 o

[0456] & 39+ 7, TCRLG T+ 5 1% A R g Mk Ik (511 4K TAAO335 FIKPNATL (614) PL K FRid
9S2.54.55.59.S11.S13.S18. (S19.S22F1523) B A 5 H1| AHALE FR) 4% o Jok: ik LA 225 5 A6 )
[M455G . ZADILHIDTIRTCRIUARAN S G AT K B T B AH 5] 25 () 22 > ARABUPE R £ B ok 2 A
JE K o BT I 22 S BHBAE 92 T S5 MCITCRLAREL , D1 LANDT TCRL I ik BE AN B ) 3 43 1 AR R 4
S, BUEBA T AT AR AU IR O 2 DA R a0 b BT IR BT R I 2 A TR BT iR B Ak DL VEAS 2
ANETCREUIR 1) BT i I BEPE A R e e 1 5 2

[0457]  AREHANBFSE THLA-A2/ B AR AR 2 AN2ETCR AbXT T Wt BosfE 2 N
IR MR Pk R 0 () 2 MHC- B 2 BR B HERE 2 A M 45 & R e e - 2 1 4 5 il
AMRME369-377/HLA- A2/ Z AR TCRYLIRAD (RA B R G EY 1) — R 9%, 855 5PE
PRiC i SE B o AR B2 AN PN SRADRE % o — 2L AC I A it e 2 AN TIE W1 R A i E e PE R
HLA-A2 (FHYE) K I 2 BRI (FH PR BB %) (R0 , 1 F SR L BT il 2 AN S TCRELAAR I i ik 485
H o WE40AZ CHTR , BTk 2 A R TCRBUAR R 1R 2 AN 6 2 B2 I - P P S HLA - A2 - BH 14 41 g < i
R AN TCRFUAAR A MR LE & Mol V5 1K 2 ANHLA- A2 - PR ZH Mo Ak b, Brak ZH AR A B oR Ty r
RNAZE I (Tyr- B 1) - i E40AZEBA 7N » 2 /ND11AMIDTTCRLASSS & Bk 22 AN 41w o (AT 4] —
i, TIMC 1IN 2% 5 Y b & FHHLA-A2+/Tyr - 401 . D7 FID1 I TCRLAS R BT AR] 5 15 % (1) JFEAR 20 g
&6, TMCLIE R H 5 AT TH I — e () T it i) 25 & (B1400) -

[0458] A&k ikt , EMCITCRLAHEL , 2 D7AIDIITCRLIER] 7 X%k # iR HHHLA - A2 2 30 ) 1%
TR P DR P A S P R S M R

(04591 Z/NIhee i o A i F Sk it — 20 g 14 Bir ik 2 /NDTAADL LR TCRPLAA « % 2 AN TCRLE) £
AN AR [X Rl 3] — N iCD3s RV, FTiR$iCD3s cFv ] LA BL— XU S 1 A 71 20 3 37 1 1) 22 2
I T2 i DL 27 B b g b #E 0 an B 41 B 4457 7 , DT AID11CD3 RUERF S P SR TCRPUAAR 1) 22 AN 1)
TRARAE 2 NRPBMCIAFEAE T, FEAR AN 7R 17X 224> B 2988 50 LAZH G 1) 588 K 1Y) 241 i 25
P Panc - 1, i 2 R M [ 14 40 B Ak A S B A6 IR, o LR B B E i & 1% . FH 2 ANDT AN
DIITCRLEF X —2H 1) 2 NHLA-A2+/Tyr - 1E 5 N R AQYR ML v A A M B 1 g ot I BESE T8
IR

[0460]  Sjitif5 1B

[0461]  {EZANNOD/SCID/NER H1,D7BS TCRLYES . c.501A 2 {62598 i g T BB 7R b (4 7y
ik

[0462]  [&|458 7R T £ £ ANOD/SCID/NR HD7BS TCRLES . ¢ . 501A % {0, 25983 fifryed T R i A
AR P TR AR BT I U S P AR PR 45 245 56 A 4] 1 TiIgd T Bk ik 65K 1) BT iR 5256
e gt R AR AR BT R S o BT 45 SR SRR E AR SCRT IR 1) 2 A1l R ¥ B TCRLI v 2% 1 471 1)
H

[0463]  SiZjsti {2

[0464]  FHTHLA-A2/WT1 2K TCRYL 4

[0465]  XFHLA-A2/WT1 B4 35 TCRER TP ) 22 ASAb R 43 B Al i 1

[0466] Ny 1 = AR FTRHLA-A2/WT 1R &) B A — R S ik 2 APk, 24> E 4 i
Jok -HLA - A2 & Wil A 7=, k22 A 35 40 PR O - HLA - A2 55 & 4k P — PR B MHC M) 22 44 2 WL
IRWT 1K (RMFPNAPYL, SEQ ID NO:151) « Z AN AL 77 G 8 Firidk — e dA LA 7 5 BL K B
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R S T o BT, — 28 TORSS: Sk T B PR B4 T (LR BATB6) #4355 LA M e M (E70) .
[0467]  {ENIETCRYTMR L, Ak BRI — LI, —JETCRYTAEFR NESKL ,Dao T.Yan S.
Veomett N.Pankov D.Zhou L.Korontsvit T.Scott A.Whitten J.Maslak P.Casey E.Tan
T.Liu H.Zakhaleva V.Curcio M.Doubrovina E.0’Reilly RJ.Liu C.Scheinberg DA.
[0468]  JE IR 45 B TR LR (SPR) Z54A 4 B VA BAT IV BT i 25 & 2 A1, i@ i /N BRI
TG AT id 7 25 i 4B A A T g G TCRIFUAAR [8] 2 b [ 8] 5 7 AT SPRICAL BT 1 o BT i 20 A 0 42 LA
AR B A ) BT i Ak ) B B B ZHHLA-A2/WT 1 A9 tn B 29715 , SPRIM T i ATk 24~
R 7R 76 T BT IR HLA- A2/ WT 1R 5 1 SR TCRPUAAR S FE BATIY — S AL 4 . A4 B IRk
&,

[0469] 5 1 B TEFTIR 24N B 1) R TCRPUAR B ik 45 & 45 Sk, J8 e v s 4B B B AR DA
FIT i Z2 AN SV 1) TG I BT I S5 o7 14 FIRE 57 1 o o 22 AN T2APCIN B 72 (14 8% 22 /6o I 2L ik
(#%15) 3 H 5Ab— 215 7%, 82 S5PEMIC I B KB/ R Ab— 2 1 77 . & 30 31 FoR
B47FIESK1 454 T A FrakWT LIk Ik iR 2 A T240 i (Figure30) {HAR 504G £ 4 o IE 45 1 fik
(2 N YRR LS & (B31) o 55 35 Pk 25 S BAT FESK 1 W 22 21 (1) BT iR 45 4 i B LA BAT 3R B
M S5 TN 10 S 10 ° BE R B (0 E AR I 22 AN T2, ESK 1R 85 3 45 & T In 10 B ZR IR
FEFIWT 1 E K £ 2 AN T240 8 Cf T-ESK1RIMET 18 5BATHIATARI L) 78 JH: kv P 10 ° B 4R vk i
FIBATA AR s 36 Hh s & (MFT 88) , MTESK L1 &5 & JL-F- & JCiZAS M sl Ak 5 A% 1 (KI30) « Bk
ZAERKH, BATHI TR SR FPERIG & RS R G 2N RERNE R, SESKIAHLL , ESK145
A 5 L SR B AR AT BATAE KV FE 2L A 1045 R % o BATHIESKIANES & i 2 A4 W 2
HLA-A2R 52 HERKI 2 ANT2APC (31) o iTid 2 AN 45 SRR B, AN R TCRETMAER K I HHHLA - A2-
PR R e e e 45 R e AT S R ILTIAWT LI 2 N 25 & T HE B HLA- A2FR 5E
K

[0470] Ry 73— TR 2 AWT ISR TCRITAAA K e Pk , DA b T 5348 1) T 3t S ot 1
TSNS 2 AN A IR 1) 45 & 304 T 1 VAl - I 32 FI33 R , BATI B 45 S fE— 1
TH N A AT ART ARABLR B B (3R6) o AR 1M, 4P 3217 , ESK 1R B HE -5 7 AN AU Ak RS
S AR 24X REZH PR R AN 2 A A AUPE IR B PP A4 BAT (E]34) ol it it =X 4 M 3 AR i
17 FTIR 2 AN TCRYUIA R i3k — 2B 20 , 48 R HLA- A2 I HL 3815 BUAS 23 B WT 1 JiR f)
JE AN G35 Fr 7 , BT IRESKIWT 1 S TCRAF L A4 5 24 b 45 G HLA - A2+/WT+BV1 73 FISET24H il ,
{HZBATE A RILH X T BT iR 2 AT 256 2 B i i s 40 B b R RBUERI7KSF R
TR TR S, 7 A3 i PCRYEA FTHLA - A2{H AN 234 BT IR WT 1 355 PR () 4 B b PEAHESK L
FUBATH i I B o AN b BT 7, BATAS 5 BT i 22 /> A i v AR AT A i 45 &, TESK 145 & 2 4
RIEWTTEH #1501 \A498 LA K SKMELAH Y o JLBrWT 1 FH P 41 B 5 A #ESK 145 & JHLA- A2 3=
IS BT IR K F#MAb BB7. 2 W il , FirikMAb BB7 . 28 R 78 T ik 41 i 22 17 b 1 Al A HLA- A2/
IR 53 7 o PE I 3678 HY 1 BATWT - 4o 57 14 B SR TCRETAAR I 45 & B 1) — 1 4

[0471] AT 3t— B HFFESK1 AIBAT X F-HLA-A2+/WT1+BV 173 FISET24M B [ FIT ik 25 & 1) Bt
AP JE R, B AT DL ESK 1 536 s (el 21 25 4 T HEBAT , R AT TR F B8 A 4b F Bk
PRAS 7E TR 2 /N 41 M B SEPR IWT 1R I FRATTR R B T 2% A 2H 2U0L X BV 173 RISET241 A
(1) 22 AN HLA B JUA 350 I SR s, 22 55 2 22 A IO 1 IR RIS 2 7 & BT 3R 22 A S 36 1) i 3 i i 3%
TN > TEATAR (1) BT IR 2 MMSIZAT 1 2 AN I R 4 23 85 2 A 4 B ik 05 08 DIt 21 B WT LR K

55



CN 108025045 B ﬁﬁ HH :F; 53/57 T

7 BT R BV 1 738 SET - 240 ik (1 1R & 3 A (mRNA WT1- FHE) 2R A k& I 30 BT ik ik ik (Orbi trap
240 Exactive MSAX#R) oi#it0rbitrap MSHTIIATIAWT LRERK , #2552 ANT2 00 Mk Ak
P 4 BB, ISk 22 AN T2 Mt I N % AW T LI Rk FE A 10 °1 10 7L 10 7 BEZR IR, 7 HL
M3 T IRMS ZE AN R BE 10 P10 7 B R U JEE 4 22 AN T2APCH 22 /W It YL o (ol i 81 o ik
FPE K 38 3o TSR MS AN 10 JBE AR 3K 32 4 JeE K 69 22 AN T2 APCAYT I BTk ek Joke 7 T 249 2504 o
AU/ SERR FRIE (ff AT IR Orbi trap MS) .

[0472]  FTik 2 /B4 28 Ui BH T BTl 08 19 22 A5 6 T 0T nAE R JBR 04 40 e 1) Bk
FAAL S BT i i i B AR 200 S s T % ol 2L 3 5 SRR 22 A ARARLRG) R A 2 AN 4 i, DATA
ZANKRTCRYTAAR ) BT R S M A B

[0473] Ny 7k — 2B HF TR R ALHS v, AE BT WT 1L IR 2 5] 34T A B 95 48 . & 37
Fiw s 37 T AU TEFTIRWT 1 K IR 67 B 1 (1) 58 A8 52 M ESK LY BT iR 45 &5 B, 3o H 5 B4T
FHEE , ESKLI BT I 45 A e 38 14 AP R AR S P2 A PR 149, 708 Gl [+) B ok B W 8% 1) () ke S PR A
11 [5) T W0 252 3] () 22 AN FRABLER B 5 DA B2 6f T-HLA - A2+/WT1- /() 2 AN 40 . BT ik 22 AN B a3
7, SESKUAHLL , BAT 1) Bk ie 58 14 AL R e e M 2 AR 5 1), FF AR SCRad 9 B ik T2 .4 72
— A EM T HUATE Z A SRTCREUAR I i a2t 2 1 LA B I PR |G I A B i F2 o v Ak 2 AN 2R TCR
PUARI BT I £ A R R 7

[0474]  SEjitif5)2A

[0475]  FHTHLA-A2/WT1/ £ TCRYL 4

[0476]  XFHLA-A2/WT1EA TCREEREFPER 2 MAbHIL R ¢ 7 1 b 52

[0477]  ZANSETCRYUARBATHIESKL ) BT IR i FEPE A LL L (Dao®E N, (RHE- AR %), 2013
F3H13H ;5(176) :176ra33) .

[0478]  ZAST2APCHE I E R (WT1,SEQ ID NO:141) Bi /Nt IE4L ik (215) 3+ H 5
BATFIESK1 A — e 55 7% , B2 HPEAR LI BE B o FI R B 2 MU/ DR Ab— iR 77 BATHI £
ANESKITCRL & #B 45 G A FriR W LIE KT 2 AN T2 4t M, (HAS 285 & I 22 A HEZH TR 1
ZA4NHE (K146) o — LR 2 A FAUME AR (GR6) Bl & R LAk — 25 52 4 HY BT i WT L TCRL A 45 7
P o iR BATTCRLAN S & E DA AE AR (1) BT ik 22 S AR IR T2 40 B , I ESK 1 TCRLX ) LA AH LA
i i S s H AT T 45 & (B147) JESKITCRLAZ R 1 45 & & —fi7 4 EHDAC2 (LR A Bt £ Bk AL
B2, 3214) 09— AHACL R JUA , BT 3R AR AL ek JOK A2 385 e M R I AE VF 2 IE 8 4l e o, WT1-S10 (SEQ
ID NO:151) #ERINAE Z A IEH A ZH, an o i BT e S/ i R0 Rz J53  «Co I 55 O A il
DL BEIERHAL (R14) .

[0479]  j&@ i SPRXIBATHI 2 ANESK1TCRLIF) 45 & it — 20 5 11 B/ BAT ) S Atk (544 B8 /K
J&) L AZESKT (20040 B /R B) BE 5K , 32 ZEH T-ESK1 5 2 ANMHC-WT LERK & & 901 40 fife %
B (K148) .

[0480]  EAT ATIAWT 1 K B0 A 40 TR R BR F1 4 75 A8 LA Bl R 22 /NBATZRTCRPT AR 1 B IR R AL
Rt (49) SR RTid 2 AR REROINN Z AN T240 i L, 3 H k47 a0 BTk 454 0 b . i
T A B AR A EF XTHLA - A2/ BB7 . 25 5 B U AA M I i &% FhA1a 5848 (1) Nk

[0481]  WIE4A9FT/R , £ — L6 B AL A Lalf) 2 AN HUR R & B2 BAT 45 & 2 firik 2 4> /AR
JEE K - BATTCRL 22 /M7 B M I BUAR SR Bt B R A Uk B (S ESKLARLL , BEI37) 4 BT ik P ik
o [ DY AR LA R A N TR (2B 1.3 4807) I, ik BATSETCREFLAR 2% 22 1 > 73 % R & %
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RO BRI 25 & o — 565 AN B AL B 1 BURK B v H R T 07 B 5 S5 . X T B4T A 2 A
ESK1TCRLN# , ir B 22 K8, KN BN A RAE NI 2 AN FERRAE IR HLA - A2 4 Ik 45 5 1
H— e E

[0482]  EBATFIESK1TCRLZ [H] {1 12E— 5 5 1 ALK 55 A2 18 22 A 8 290 it ok AR 5 b SR8 ) iR
R4 _EHEAT . B 50T 78 , BATANGE & 2 — LI 4H B , BT ik — 2H A 200 o #1 /2 HLA - A2 3 4 A
WT LmRNA FH {2k 55 BH P (1) 22 AN 40 B o A , ESK1TCRLZE & 25— %08 110 Ji g 0 1F 5 (%) J5 A 4 g
(4= FHLA-A2+) o 5140, TYM2FITMO (5 3 B HLA - A2H 14 FOWT LI 12k) UL J2 24 1E 8 TR W14 L T
D 5 HH 4 o 20 P 5 PR 56 48 P TCRL - aCD3 XU S M M) 84 LA B2 22 S N 2K PBMC 7
B47TCRLAN 5 S HLA-A2+/WT1+EKHLA - A2+/WT1- ) Z AN A FE T , TESK1TCRL -aCD3 %} — %
E Y A gl A, A WT - LI % . IR, BATTCRLZE fITid SURE S ME T sUAEZS A DA K
DhRePEVE Bl Hh B SR I H AL S 00 R S, A TPESK L, BT ESK1 &5 & 22 DA S E 8 L[] CD 3T
YT 22— LR, 1 B 2 AN IE R AR AN, ASEWT - LA RaA anfef

[0483] Syt fsl3

[0484]  XFHLA-A2/MAGE-A4 =2 A 45 5 i 2 AN TCRPLAR

[0485]  Sijiti 5] 3A

[0486]  XFHLA-A2/MAGE - A4 245 4 S 1 (K TCRLIK) 43 5 A 52 1k

[0487] 5 1 ETEFTIR 2440 B 1) R TCRPUAR B ik 45 & 5 Sk, J8 e v s 4B B B AR DA
FITik 22 AN GiAL I TG AT i o S P R S o 76 22 N T2APCH I AMAGE - A4 fik B8 22 AN %o 1
HRERK GR15) LK S5 FTIRTCRL Ab C106B— e#% 7% , H2E HPEAR iC 1 55 55 5% Al 25 B PEFR i
[ 2 40/ B Abs — k2 1% 9% . i 52 7% , C106BI%E & A MAGE - A4 VE Ik F) 22 T2 40 i, 1B 1.
INNGE G I 22 %) BRI IR 2 AN 4

[0488] 2Ry 1 itk — D PFAhi iR C1O6BIZE TCRILAAR I BT il 45 7 14 , YPAl ‘B AT 15 %) T BTk MAGE -
AAJE IR S 7 7 A ABARL B 1 22 AN B IR T s A o BT IR PR R A 8 B

[0489]  4nf&|53 /7~ , CLO6BITCRLAE TCRYUAR A 5 A AT ART K H T~ Fir i AH R 41 19 22 A AR A
JOR ) T 3R 22 AN ek Pk o BT 3R 22 AN B30 E BH 7 CLOGBOFY It ik v e 36 1k AL i e ek, 31 HLAIERH 1
JiFr 3B AEACA A JOR 7 925 00 B3k AL DA B an B ek i I 16 22 A T B DL VP A% HE 2 N TCRLIE) ik
HERFEVE AL R R

[0490] 2 1 W5E BT ik 2 A>3 25 1) R TCRPUAAR 1) Bk 2 i 235 AN, 43 7 3R 1h0 45 59 44 3%
% (SPR) 455 437, 1@ Hi/NER (1) TaGHE T 73 55 I 444 (1) T g GIR TCRL A4k [B] Fe b [ 3] 7 78 ik
FEE BT IR (SPR) AL BGE b JITak 73 A W 7 A6 & Bl JE T 1) BT ik 44k 1) 5 B 40
HLA-A2/MAGE-AE &40 . WK 5457 , SPRAF T Y BT Id 22 A A% B B {2 7 HH X6 BT IRHLA - A2/
MAGE - A445 5 14 1) 22 AN 2B TCRATLAA 70 [ C1 06 B AR ALL A 53 A A5 6k 7 ) 535 1 738 . 8 4M JBE /R
W

[0491] N T HFFCHTIR Z AN 70 3 () SETCRI LA X BT IRMAGE - A4l A 1) BT ik Bt KL ek ok 3R A5 4
S, AT T R AR  7E BT IR I 2R I R, BT B K A 0 2 AR R R A A R TR
AR, I HIE k¥ prid 2 A4~ TAZ B MK I AE 2 AN T2h0 i S B4R i b DU ik 22 /> 28 TCR
PR 5 Z A A1 a2 B AR TR 45 & (9) o 0 i 20 4m f HoR e I &5 4, 2438 0 P 15796
5 5 (MFT) Bl (1), 2 ANTCR- FEfu ik 5 ik 2 4> A8 FEK 0 45 & 00 72 B2k Ik 5 A B
A TRASMAGE - ALK 2 AN T2APCEE 852 o BT il 2% P A 1a 588 i K Rk 7E 1 2) 1 BT il o 24 11
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I 2 8 I A BB AR A FBBT . 25K il , FriRBB7 . 252 51 XTHLA- A2/ — FR Se FE HiAk .
[0492] SRR RIRA AT HIMAGE - AAAHLL , BT A Ala R A8 HE A4 A Rckb hn 21 2 AN T2 41 i |
G AR ) K55 HT7R , BRI TCRYTR K I H E FRAK IR 25 A TR A 2 A 5 1 5848
SN T RTIR G G, BLAE 2 AR IR AL B 5] NALaly , 75 BT ZETCRBUMAR 1) 45 & 5 2 o 5
KT iR A5 BE I, ZEHLA- A2 N - FhA1a Z8AEMAGE - A4 i BRI 17595 R , MAGE -
A4S TCRYT AR R I H A O A 55 1k % PR sl PR &5 &, 3R B BT iR BUAR 72 BT iR B4k 1) 485 4 1 ol
e AHALFTCR, (A1 0E , BT IR 470 42 LAMHCRR 52 LA B2 i B Ao 57 1 140 77 2ok 485 4 BT IAMHC - ik R &R &
Y

[0493]  FTiRC106BIZRTCRIUMA R I 90 % i) — B35 N FRAE S5 A1a 5848 Ik 45 & 1 DU /N or
BEH#4.5.6F17 . — 5 AL A B BB T U R T2 B 5 52 (33 % IITRk)N) -

[0494] ST &, TR N AR /- P77 Alada o] DLk AR D€ 2 A~ R TCRELAR I
BT i e Bt A R R S 1) — F B, 35 R H X ALl a 98 A8 SR HH B g ) U , T DA W42 2
TS 1 AR S A R PO A6 12k 1) 485 5 o T I8 SR ] P T sk i A e e B0 ) B s AR AL ) e B
TR S5 1 A J P R 3 AR SR TCRALAA 1 22 NMHC- PR 28 E KRR S 45 A1)

[0495] Ak BH AHF T T HLA-A2/MAGE- A4 ZRTCR AbXS T P YR M BoRTE 2 N B R
YT B PR (1) i 2R 1T _E 1) 22 NMHC - MAGE - A4 IR & & W 0 45 6 S - 2 A4l S5 HTMAGE -
A4-HLA-A21f1 Z AN RTCRYTIAAb— 2 1: 77 , #2745 S PEFR 10 10 4 85 28 A1 2 5 2 1/ S ADbES
I o —2HL11) IR 4T % 22 A 1E 8 W0 2% 41 4 e PR HUHLA- A2 (FH ) BeMAGE - A4 (BH 4 % [
PE) RIE , # H SR B AT il 2 AR TCRPTIR R BTk 45 6« n B 56 B , BTk R TCRBT A #17
I FEIMAGE - A4 - FH A% JZHLA - A2 - BH 4 [ 22 ™ 4B o BT i SR TCR B A4 9 M 7 45 AR 2
ANHLA-A2-BHYE R bk b, Bk 20 A% AS S 7RMAGE - AARNAZE i (MAGE-A4- [ 44) , X 46 HLAF —
MAGE - A4 /HLA- A2TCRL - XU 57 14 1 S22 FA) AR 110 40 B 11 1% K R 0 o Uk« 4 Bl 56 i 7~ , C106B9
AN B FITd 2 A A0 AT AT —

[0496]  Z/NThREME /AT 4 F SRt — 25 2 M Bk Fri& CLO6BIZS TCRYLAR o 4 £ AN TCRLIY £
AT AR [X il 25 3] — AN 7CD3scFv, BT H1CD3scFv ] LA — XU S () 5 2K 25 397 4 1) 22 AN 2%
JSET 240 L LA 3% A6 e 8 s BE 40 B o a0 B 57 B s, BT IR CLOG6BO MUY 7 14 SR TCRPTL AR 1) 22 A4y 2 A
TEZ A NEPBMCIHIAFLE T, FEARAMNE IR T X 22 ANMAGE - A4 BH 1 1 40 B 1 558 0K 1 441 B 75 14
TCCSUPAIOVCAR , MAGE - A4 [ P4 20 B ik A A A P et R, 5 HL 3R B 3B dn e sk st — 25
7E B 58 7~ » FIC106BITCRLAT X — 41 (1) 2 ANHLA - A2+/MAGE - A4 - I A SR IR AR A% A 41 i
BEPEME TN BUESE TR AT IR B

[0497]  Sjitif53B

[0498]  #£ £ /NNOD/SCID/)ER H1C106BIBS TCRLAES . c . A375 58 f 2598 Ml Jgd JF R R 70 o 1 4
SRk

[0499]  [&|59%E 7~ | £ % MNOD/SCID/NER 1 C106BIBS TCRLAEs . ¢ . A375 5 {11, 25983 i gd T it
BT A (AR N TR S8R 5 T XURE S PR AR (1) 45 245 56 A 30 ) 17 Jigd T2 st st 35 K% 1) ik
SIS, Gnd I R AR R TR S o BT 45 SR SCREAE A ST IR (1) 2 AN I PR B H TCRLI v] A8 J5
F A

[0500]  sjitifs4

[0501]  XFHLA-A2/MAGE-A9H A 45 57 1 i) 2 AN TCRPL A4
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[0502]  XFHLA-A2/MAGE - A9 H A5 4 5 1 (K TCRLIK) 43 5 A 52 1k

[0503] 2 1 iEEFTIR 2 A4 B 1) R TCRPUAR B ik 45 & 5 Sk, J8 e v s 4B B B AR DA
JIT ik Z AN AL TG R TR s S R S 1 o 7E 2 S T2APCH i AMAGE - A9 ik ik 58 22 /> xif 8
HMERRUA f 5 BTk TCRL Ab F184CT7— g% 5%, #eA5 SPEAR 1C 1 BE 52 55 PR BPEFR LI 24>
iR Abs — 2R 77 . W60 s , F184CT 45 & I MAGE - A9 K 1) 22 AN T2 41, {H 2 /s AN &
A 250 WA ZH i Bk ) 22 > 4 i

[0504] 2y 1 i3k — D VRAk TR F184CT IR TCRET AR B BT i e 14, &A1 15 X6 T BT iR MAGE - A9 Ji:
JUR S 7 7 B0 AR BE 1 22 A ek IR 4D e A A2 DA o BT IR A R R 10T 7 o

[0505] 461 /77~ , F184CTTCRLES TCRPUARAS 45 A AT ART 5K H T Firids AR [F) 45,19 22 A AR AL B
JOR ) T 3R 22 AN e Pk o BT 3R 22 AN B3 AE BH T F184CT ) BT ik v e 6 1 AL i e ek, 31 HLAIERH 1
FIT IR G JOR 7 925 10 P i FH 4k DA % b i 3 i 9 1) 22 > T2 BLLVEAl tH 2 AN TCRLI T i
VR AL R R

[0506] R T W FE BTk 22 AN 7 38 () SR TCRILAA Xt BT IRMAGE - A9 ik Bk 1) BT ik £t KL ek o 3R A5 4
S, AT T R AR 7 BT IR I 2 R I R, B B I AR 1 2 AR R R A R A R TR
AR, I HIE ¥ Bk 24> TAZ B MK I AE 2 AN T2h i S B4R M b DU ik 22 /> 28 TCR
PR G ZAAaRA IR FTR 45 4 (F11) SRRl ER M I 4E 4, i@t T 25
5 5 (MFT) Bl (1), 2 ANTCR- FEfu ik 5 i 2 4~ 58 FEK 0 45 & 00 72 B2k Ik SR B
A TRAEMAGE - AL LK) 2 AN T2APCEE 852 o BT i 2% Pl A 1a 588 ik K Rk 7E 1 2) 1 BT i 24 11
I 8 I A BB AR A FIBBT . 25K il , FriRBB7 . 252 51 XTHLA- A2/ — B Se FE HiAk .
[0507] Rk RIRA TEAZHIMAGE - AOAHLL , BT A Ala R 7% HE A4 A Rickb hn 21 2 A T2 41 i |
G AR ) WK 628178, TR IS TCRYT K I H BRI 25 A TR A 2 A 11 A8
SR T RTIR S G, BAE 2 AR IR AL B 5] NALal , 75 BTk ZETCRBUMAR 1) 45 & 5 B2 o 5
KT Wb ik 2 AN 45 R, FEHLA- A2 I %% Rl A 1a 28 AEMAGE - A9 K 1 L 5 AT 2
TCRILAA R I IR T 1k T IR IV 25 6, REHBT IR PUIRLE BT IR Pk () &5 & v i A
LLF-TCR, BRIk, BT i 044 AMHCRR e DA J% JPE JO o S P 1 O ke 45 6 FniRMHC - IERK S 64
[0508]  FITIAF184CTRTCRY LRI HI90% (1) — B & F & AE S5 A1a %8 A8 LRk 45 & 1 H AN
E#3.5.6.7H18,

[0509] AT &, Frid N AR /-t 7 7 Alada o] DLk AR DI E 2 A~ R TCRELAR I
BT i e Bt AL R R S 1) — F B, 35 R H X AL a 98 A8 SR H R g ) U , AT DA W42 2
TS 1 AR S A R PO A6 12k 1) 485 5 o T I8 SR ] P sk i A e e B0 ) B s AR A4 ) e B
RIS S5 1 A J P R 3 AR SR TCRLAA 4 22 SMHC- PR 28 HE KRR S 1 45 A1)

[0510] A% BH ABHT T FralkHLA-A2/MAGE-A9ZKTCR AbS A &k RMAGE - AQRNA 2% 3 1) 4%
SR ) 1E 5 R AR A L (AR 1 &5 A R 3 1 - A B 63 T 7 , F184CTTCRLAS 5 it ik 22 A~ 41 g Hh 11
AEAR] — Bl 45 & o BH 1 % HR2H 2 N BT MAGE - A9 JPE Ik 11 2 AN T2 40 B, BT ik 22 AN T2 41 B
F184CT LK R 25 5 o

[0511] Sy fsl5

[0512]  XJHLA-A2/PAPEAHR: K 2 MR TCREUA

[0513]  XFHLA-A2/PAPE A 7 4 I TCRLI 43 55 A1 5E 14

[0514] 25 1 e HEFTIR 2440 B 1) R TCRPUAR B ik 45 & 5 Sk, J8 e v s 4B B B AR DA
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JIT ik 2 AN AL TG IR P s S R S 1 o #E 22 S T2APCHR i A PAP I ik 58 22 A %of 20 Jik:
KA K 5 BT TCRL Ab D10A3— #5777, #2545 SPEFR G 1 55 55 2% F1 2 BRPEAR i 1 2 M /b
L Abs — 23 7% . inE 64577~ , D10A3 LS & A PAPERK B9 Z AN T240 M , 1B Bon R4s & nh £
AT 2L PR SO 1 22 A 4

[0515] 2 1 it — 20 VFAl BT iR D10A3ZE TCRYLAA 1) BT il 45 e M , PEAS BXAT 15 %0 T BT iR PAP i
JUR S 7R 7 B ARARLBE 1 22 A B IR D s A o BT I A R R 1 2T 78 o

[0516] 465 F 7~ , D10ASTCRLEETCRILAARA G A AT Sk T Bt i 4 [R] 41 2 AN AH AL ik
() BT it 2 AN HE K o BT 22 N EIE R 1 D10ASH BT iy e 8 M A 4 S 1k, o HAIERA 1 Frid
ARG JUR 77 925 140 B i FH 4k DA % i b i 3 i i 1 22 A4S B DAVPAl B 2 ANTCRLIY) BT iR e 4%
PEFIDEL R AR5 e 12

[0517] SN T 5C AiTid 242 B O S TCRATTAAR X BT iR PAP I K P B £ K ek PR SR A e e 1
AT T N IR TR , 7£ PR TN R rh , BTl PR R P 1 2 A5 08 I PR A A NN 2 IR
I ELE I K BT ik 22 > 98238 1) JIE R DD AE 22 AN T2450 J5 S LA B DUt e ik 2 AN 28 TCRi A
ZAA R RERRI TR 45 & (R 13) Sl i i A M B oA WS 45 & 5 2438 i P 25758 e ok
(MFT) BTl 5E 19, 22 NTCR-FEHLAR 5 BiTid 22 A4~ TR JUE K 1Y) 485 & B R FE A oK 5 E ik &
FRAFPAP ) 2 N T2APCEL 5 o TR 2% P A1 a 2848 i ik Gl 72 1 2) 1) BT ik ad 24 1) I N A& 3
IR A P B AR Ad FIBBT . 238 Wi, B iR BB . 252 £ KFHLA- A2 — FA T B ik .

[0518] B FTik K ARA RAS I PAPHILL , AT A5 AlaZ 25 k4l A5 R4 b n 31 2 AN T240 g | (3¢
AR H) B 66 Fr7 , FriR R TCRETAA SR I H R IR AR A 12 45 & 5 DR R 22 AR5 58 1 R AR 5 i)
TR S A, I HAEZ N @ KA B 51 NALal , E TR SR TCRYUA I 45 Aok FEh 51k T
— kb o BTk 2445 AR, FEHLA- A2 NN & MPATa R AZPAP I KIS 5L T, ik 2R TCRPL AR
TN PR JOR AR S e JeBR PR 45, R BH TR BUARAE BT i BAR 1) 45 & PR i E 2 AL T-TCR,
PRt , B i 44 PAMHCRIR 5 LA B ok IR S 14 19 7 SR 25 4 BT i MHC - IEJR 2 &40

[0519]  FriRD10A3ZKRTCRITAAR LRI H90% ) — B4 N IEE SAla R MRS & 1 =M
BEH#3.6M18, , i W22 5 7EA7 B #41 —Ala R AR PEIKII 256 8970 %6 (9820 o — 28 LA B
TRUR P P AR 07 B 557 (45 % kL) o

[0520] &K% B ABFSE T BiRHLA-A2/PAPZETCR AbX AN & 7RPAP RNAZEIA [ & Fh e U5 i) 1F
W AR 2 4 R ) 4 R S v . B 6 T T 7 » DLOASTCRLAS 5 ik 22 AN 441 i H (1 A ] — For 485
Ao FHPE R IR ZH R I AT IR PAP B BRI 22 T2 410, AiTid 2 A T240 i 4D 10AS ik ik i 27 M 45

I
= o

[0521]  EIRA I W CL 22 45 5 FLRr E SRt 91 2EAT 1 10038, (H 2 S 10 2 LI A L VP 22 4 ik Ty
L BMLL AR B AT E AN ORI 2 5 WL o Rt , AR B & 7R 55 T TN BT
RAUREESR KRS AR R A IR BT AT SRR (0 25 ik 7 58 18 1R DL I 223

[0522] R B - 5 S 1) i HE i) & AR R B O DL BRARAE DN 2526 SRR A A
VLR, FE R REE b, i i T (8 R RSP 6 AR B AR R A S0 LA S s
LG I 5 SR ANASCH o B4, AR AT TR AR 225 SCHRIY 51 FH BIE B AN B 45 A R 7K
IR 2525 SR T AR A B R DA BOR A RO RE E L, i IR 35 B AL, AS AN N
s LB A o
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[0001]
[0002]
[0003]
[0004]
[0005]
[0006]
[0007]
[0008]
[0009]
[0010]
[0011]
[0012]
[0013]
[0014]
[0015]
[0016]
[0017]
[0018]
[0019]
[0020]
[0021]
[0022]
[0023]
[0024]
[0025]
[0026]
[0027]
[0028]
[0029]
[0030]
[0031]
[0032]
[0033]
[0034]
[0035]
[0036]
[0037]
[0038]
[0039]
[0040]
[0041]

FroI#
<110> B 1 e RHE A TR A 7]
BOREE, AKhr
FEye U5, nAEr
Ty, ZIRLH

DUR, B2
filjgse, K%
FeAizR GURER) , HRR
@WW(%E)EM<

B IRVURE IR, F1 2%
WAL, HERE
Bl R 25 5 e, 4B % IR AR
<120> FA R A AL R R 3 P AR SR TCRATT AR
<130> 66429
<150> US 62/172,264
<151> 2015-06-08
<150> NL N2014935
<151> 2015-06-08
<160> 384
<170> SIPOSequencelListing 1.0
<210> 1
211> 9
<212> PRT
<213> Artificial sequence
220>
<221> PEPTIDE
222> (1) ..
223> F Rk
<400> 1
Tyr Met Asp Gly Thr Met Ser Gln Val
1 5
<210> 2
211> 9
<212> PRT
<213> Artificial sequence
220>
<221> PEPTIDE
222> (1) ..
223> FJERL
<400> 2
Tyr Leu Leu Pro Ala Ile Val His Ile
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[0042]
[0043]
[0044]
[0045]
[0046]
[0047]
[0048]
[0049]
[0050]
[0051]
[0052]
[0053]
[0054]
[0055]
[0056]
[0057]
[0058]
[0059]
[0060]
[0061]
[0062]
[0063]
[0064]
[0065]
[0066]
[0067]
[0068]
[0069]
[0070]
[0071]
[0072]
[0073]
[0074]
[0075]
[0076]
[0077]
[0078]
[0079]
[0080]
[0081]
[0082]
[0083]

1 5

<210> 3

<211> 19

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) .. (@19

223> FEMEk

<400> 3

Thr Thr Ala Gly Cys Ala Ala Ala Gly Cys Ala Thr Ala Cys Cys Ala
1 5 10 15
Thr Cys Ala

<210> 4

211> 19

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1)..(@19

223> FEJERL

<400> 4

Cys Cys Ala Gly Ala Cys Ala Ala Ala Gly Ala Gly Gly Thr Cys Ala
1 5 10 15
Thr Ala Ala

<210> 5

211> 18

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(18)

<223> FJENL

<400> 5

Ala Gly Gly Cys Thr Gly Cys Ala Ala Thr Ala Ala Gly Ala Gly Ala
1 5 10 15
Thr Ala

<210> 6

211> 18

<212> PRT

<213> Artificial sequence

220>
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[0084]
[0085]
[0086]
[0087]
[0088]
[0089]
[0090]
[0091]
[0092]
[0093]
[0094]
[0095]
[0096]
[0097]
[0098]
[0099]
[0100]
[0101]
[0102]
[0103]
[0104]
[0105]
[0106]
[0107]
[0108]
[0109]
[0110]
[0111]
[0112]
[0113]
[0114]
[0115]
[0116]
[0117]
[0118]
[0119]
[0120]
[0121]
[0122]
[0123]
[0124]
[0125]

<221> PEPTIDE
<222> (1) ..(18)

<223> FEMERK

<400> 6
Thr Thr Cys Gly Cys Thr Gly Ala Cys Ala Ala Gly Thr Thr Thr Thr

1
Ala

Cys

210> 7
<211> 10
<212> PR

213>

220>

221>
222>
<223>

<400> 7
Glu Ala Ala Gly Ile Gly Ile Leu Thr

1

<210> 8
<211> 163
<212> PRT

<213> homo sapiens
<400> 8

Met
1
Pro
Tyr
Leu
Gln
65
Glu
Gly
Leu

Gly

Ser

Lys

Ile

Leu

Phe

50

Gln

Glu

Gly

Gln

Glu

130
Thr

T

Trp
Thr
Leu
35

Leu
Gly
Tyr
Lys
Lys
115

Arg

Ala

PEPTIDE
(1) .. (10
S A

Lys
Glu
20

Asp
Arg
Gln
Asp
Pro
100
Asp

Arg

Thr

5

5

Ala
5
Ala
Gly
Val
Asn
Val
85
Arg
Lys

Arg

Lys

Leu

Gln

Ile

Lys

Gln

70

Leu

Arg

Met

Gly

Asp

Artificial sequence

Phe

Ser

Leu

Phe

55

Leu

Asp

Lys

Ala

135
Thr

Thr
Phe
Phe
40

Ser
Tyr
Lys
Asn
Glu
120

Gly

Tyr

Ala
Gly
25

Ile
Arg
Asn
Arg
Pro
105
Ala
His
Asp

63

10

Val
10

Ala
10

Leu
Tyr
Ser
Glu
Arg
90

Gln

Tyr

Ala

Ile

Leu

Gly

Ala

Leu

75

Gly

Glu

Ser

Gly

Leu

Leu

Asp

Val

Asp

60

Asn

Arg

Gly

Glu

Leu

140
His

Gln

Pro

Ile

45

Ala

Leu

Asp

Leu

Ile

125

Met

Ala
Lys
30

Leu
Pro
Gly
Pro
Tyr
110
Gly

Gln

Gln

15

Gln
15

Leu
Thr
Ala
Arg
Glu
95

Asn
Met

Gly

Ala

Leu

Cys

Ala

Tyr

Arg

80

Met

Glu

Lys

Leu

Leu
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[0126] 145 150 155 160
[0127]  Pro Pro Arg

[0128] <210> 9

[0129] <211> 164

[0130]  <212> PRT

[0131] <213> homo sapiens

[0132]  <400> 9

[0133] Met Lys Trp Lys Ala Leu Phe Thr Ala Ala Ile Leu Gln Ala Gln Leu

[0134] 1 5 10 15
[0135] Pro Ile Thr Glu Ala Gln Ser Phe Gly Leu Leu Asp Pro Lys Leu Cys
[0136] 20 25 30

[0137] Tyr Leu Leu Asp Gly Ile Leu Phe Ile Tyr Gly Val Ile Leu Thr Ala
[0138] 35 40 45

[0139] Leu Phe Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
[0140] 50 55 60

[0141] Gln Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
[0142] 65 70 75 80
[0143]  Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
[0144] 85 90 95
[0145] Gly Gly Lys Pro Gln Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn
[0146] 100 105 110

[0147] Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met
[0148] 115 120 125

[0149] Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly
[0150] 130 135 140

[0151] Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala
[0152] 145 150 155 160

[0153] Leu Pro Pro Arg

[0154]  <210> 10

[0155]  <211> 123

[0156]  <212> PRT

[0157] <213> homo sapiens

[0158]  <400> 10

[0159] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val

[0160] 1 5 10 15
[0161] Thr Gly Asn Lys Ile Leu Val Lys Gln Ser Pro Met Leu Val Ala Tyr
[0162] 20 25 30

[0163] Asp Asn Ala Val Asn Leu Ser Trp Lys His Leu Cys Pro Ser Pro Leu
[0164] 35 40 45

[0165] Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly
[0166] 50 55 60

[0167] Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe Ile Ile Phe

64



CN 108025045 B ,? yu % 5/219 1T
[0168] 65 70 75 80
[0169] Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn
[0170] 85 90 95
[0171]  Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr
[0172] 100 105 110

[0173] Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser

[0174] 115 120

[0175]  <210> 11

[0176] <211> 101

[0177]  <212> PRT

[0178] <213> homo sapiens

[0179]  <400> 11

[0180] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val
[0181] 1 5 10 15
[0182] Thr Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys
[0183] 20 25 30

[0184] Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser
[0185] 35 40 45

[0186] Leu Leu Val Thr Val Ala Phe Ile Ile Phe Trp Val Arg Ser Lys Arg
[0187] 50 55 60

[0188] Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro
[0189] 65 70 75 80
[0190] Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr Ala Pro Pro Arg Asp Phe
[0191] 85 90 95
[0192] Ala Ala Tyr Arg Ser

[0193] 100

[0194]  <210> 12

[0195]  <211> 220

[0196]  <212> PRT

[0197] <213> homo sapiens

[0198]  <400> 12

[0199] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val
[0200] 1 5 10 15
[0201] Thr Gly Asn Lys Ile Leu Val Lys Gln Ser Pro Met Leu Val Ala Tyr
[0202] 20 25 30

[0203] Asp Asn Ala Val Asn Leu Ser Cys Lys Tyr Ser Tyr Asn Leu Phe Ser
[0204] 35 40 45

[0205] Arg Glu Phe Arg Ala Ser Leu His Lys Gly Leu Asp Ser Ala Val Glu
[0206] 50 55 60

[0207] Val Cys Val Val Tyr Gly Asn Tyr Ser Gln Gln Leu Gln Val Tyr Ser
[0208] 65 70 75 80
[0209] Lys Thr Gly Phe Asn Cys Asp Gly Lys Leu Gly Asn Glu Ser Val Thr
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[0210] 85 90 95
[0211]  Phe Tyr Leu Gln Asn Leu Tyr Val Asn Gln Thr Asp Ile Tyr Phe Cys
[0212] 100 105 110

[0213] Lys Ile Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser
[0214] 115 120 125

[0215] Asn Gly Thr Ile Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro
[0216] 130 135 140

[0217] Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly
[0218] 145 150 155 160
[0219] Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe Ile Ile
[0220] 165 170 175
[0221] Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met
[0222] 180 185 190

[0223]  Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro
[0224] 195 200 205

[0225] Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser

[0226] 210 215 220

[0227] <210> 13

[0228] <211> 255

[0229]  <212> PRT

[0230] <213> homo sapiens

[0231]  <400> 13

[0232] Met Gly Asn Ser Cys Tyr Asn Ile Val Ala Thr Leu Leu Leu Val Leu
[0233] 1 5 10 15
[0234] Asn Phe Glu Arg Thr Arg Ser Leu Gln Asp Pro Cys Ser Asn Cys Pro
[0235] 20 25 30

[0236] Ala Gly Thr Phe Cys Asp Asn Asn Arg Asn Gln Ile Cys Ser Pro Cys
[0237] 35 40 45

[0238] Pro Pro Asn Ser Phe Ser Ser Ala Gly Gly Gln Arg Thr Cys Asp Ile
[0239] 50 55 60

[0240] Cys Arg Gln Cys Lys Gly Val Phe Arg Thr Arg Lys Glu Cys Ser Ser
[0241] 65 70 75 80
[0242] Thr Ser Asn Ala Glu Cys Asp Cys Thr Pro Gly Phe His Cys Leu Gly
[0243] 85 90 95
[0244] Ala Gly Cys Ser Met Cys Glu Gln Asp Cys Lys Gln Gly Gln Glu Leu
[0245] 100 105 110

[0246] Thr Lys Lys Gly Cys Lys Asp Cys Cys Phe Gly Thr Phe Asn Asp Gln
[0247] 115 120 125

[0248] Lys Arg Gly Ile Cys Arg Pro Trp Thr Asn Cys Ser Leu Asp Gly Lys
[0249] 130 135 140

[0250] Ser Val Leu Val Asn Gly Thr Lys Glu Arg Asp Val Val Cys Gly Pro
[0251] 145 150 155 160
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[0252] Ser Pro Ala Asp Leu Ser Pro Gly Ala Ser Ser Val Thr Pro Pro Ala
[0253] 165 170 175
[0254] Pro Ala Arg Glu Pro Gly His Ser Pro Gln Ile Ile Ser Phe Phe Leu
[0255] 180 185 190

[0256] Ala Leu Thr Ser Thr Ala Leu Leu Phe Leu Leu Phe Phe Leu Thr Leu
[0257] 195 200 205

[0258] Arg Phe Ser Val Val Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe
[0259] 210 215 220

[0260] Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly
[0261] 225 230 235 240
[0262] Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
[0263] 245 250 255
[0264] <210> 14

[0265]  <211> 199

[0266]  <212> PRT

[0267] <213> homo sapiens

[0268]  <400> 14

[0269] Met Lys Ser Gly Leu Trp Tyr Phe Phe Leu Phe Cys Leu Arg Ile Lys
[0270] 1 5 10 15
[0271]  Val Leu Thr Gly Glu Ile Asn Gly Ser Ala Asn Tyr Glu Met Phe Ile
[0272] 20 25 30

[0273] Phe His Asn Gly Gly Val Gln Ile Leu Cys Lys Tyr Pro Asp Ile Val
[0274] 35 40 45

[0275] Gln Gln Phe Lys Met Gln Leu Leu Lys Gly Gly Gln Ile Leu Cys Asp
[0276] 50 55 60

[0277] Leu Thr Lys Thr Lys Gly Ser Gly Asn Thr Val Ser Ile Lys Ser Leu
[0278] 65 70 75 80
[0279] Lys Phe Cys His Ser Gln Leu Ser Asn Asn Ser Val Ser Phe Phe Leu
[0280] 85 90 95
[0281] Tyr Asn Leu Asp His Ser His Ala Asn Tyr Tyr Phe Cys Asn Leu Ser
[0282] 100 105 110

[0283] Ile Phe Asp Pro Pro Pro Phe Lys Val Thr Leu Thr Gly Gly Tyr Leu
[0284] 115 120 125

[0285] His Ile Tyr Glu Ser Gln Leu Cys Cys Gln Leu Lys Phe Trp Leu Pro
[0286] 130 135 140

[0287] Ile Gly Cys Ala Ala Phe Val Val Val Cys Ile Leu Gly Cys Ile Leu
[0288] 145 150 155 160
[0289] Ile Cys Trp Leu Thr Lys Lys Lys Tyr Ser Ser Ser Val His Asp Pro
[0290] 165 170 175
[0291]  Asn Gly Glu Tyr Met Phe Met Arg Ala Val Asn Thr Ala Lys Lys Ser
[0292] 180 185 190

[0293] Arg Leu Thr Asp Val Thr Leu
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[0294] 195

[0295] <210> 15

[0296] <211> 277

[0297]  <212> PRT

[0298] <213> homo sapiens

[0299]  <400> 15

[0300] Met Cys Val Gly Ala Arg Arg Leu Gly Arg Gly Pro Cys Ala Ala Leu
[0301] 1 5 10 15
[0302] Leu Leu Leu Gly Leu Gly Leu Ser Thr Val Thr Gly Leu His Cys Val
[0303] 20 25 30

[0304] Gly Asp Thr Tyr Pro Ser Asn Asp Arg Cys Cys His Glu Cys Arg Pro
[0305] 35 40 45

[0306] Gly Asn Gly Met Val Ser Arg Cys Ser Arg Ser Gln Asn Thr Val Cys
[0307] 50 55 60

[0308] Arg Pro Cys Gly Pro Gly Phe Tyr Asn Asp Val Val Ser Ser Lys Pro
[0309] 65 70 75 80
[0310] Cys Lys Pro Cys Thr Trp Cys Asn Leu Arg Ser Gly Ser Glu Arg Lys
[0311] 85 90 95
[0312] Gln Leu Cys Thr Ala Thr Gln Asp Thr Val Cys Arg Cys Arg Ala Gly
[0313] 100 105 110

[0314] Thr Gln Pro Leu Asp Ser Tyr Lys Pro Gly Val Asp Cys Ala Pro Cys
[0315] 115 120 125

[0316] Pro Pro Gly His Phe Ser Pro Gly Asp Asn Gln Ala Cys Lys Pro Trp
[0317] 130 135 140

[0318] Thr Asn Cys Thr Leu Ala Gly Lys His Thr Leu Gln Pro Ala Ser Asn
[0319] 145 150 155 160
[0320] Ser Ser Asp Ala Ile Cys Glu Asp Arg Asp Pro Pro Ala Thr Gln Pro
[0321] 165 170 175
[0322]  Gln Glu Thr Gln Gly Pro Pro Ala Arg Pro Ile Thr Val Gln Pro Thr
[0323] 180 185 190

[0324] Glu Ala Trp Pro Arg Thr Ser Gln Gly Pro Ser Thr Arg Pro Val Glu
[0325] 195 200 205

[0326] Val Pro Gly Gly Arg Ala Val Ala Ala Ile Leu Gly Leu Gly Leu Val
[0327] 210 215 220

[0328] Leu Gly Leu Leu Gly Pro Leu Ala Ile Leu Leu Ala Leu Tyr Leu Leu
[0329] 225 230 235 240
[0330] Arg Arg Asp Gln Arg Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly
[0331] 245 250 255
[0332] Gly Ser Phe Arg Thr Pro Ile Gln Glu Glu Gln Ala Asp Ala His Ser
[0333] 260 265 270

[0334] Thr Leu Ala Lys Ile

[0335] 275
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[0336] <210> 16

[0337] <211> 184

[0338]  <212> PRT

[0339] <213> homo sapiens

[0340]  <400> 16

[0341] Met Ala Pro Leu Leu Pro Ile Arg Thr Leu Pro Leu Ile Leu Ile Leu
[0342] 1 5 10 15
[0343] Leu Ala Leu Leu Ser Pro Gly Ala Ala Asp Phe Asn Ile Ser Ser Leu
[0344] 20 25 30

[0345] Ser Gly Leu Leu Ser Pro Ala Leu Thr Glu Ser Leu Leu Val Ala Leu
[0346] 35 40 45

[0347] Pro Pro Cys His Leu Thr Gly Gly Asn Ala Thr Leu Met Val Arg Arg
[0348] 50 55 60

[0349] Ala Asn Asp Ser Lys Val Val Thr Ser Ser Phe Val Val Pro Pro Cys
[0350] 65 70 75 80
[0351] Arg Gly Arg Arg Glu Leu Val Ser Val Val Asp Ser Gly Ala Gly Phe
[0352] 85 90 95
[0353] Thr Val Thr Arg Leu Ser Ala Tyr Gln Val Thr Asn Leu Val Pro Gly
[0354] 100 105 110

[0355] Thr Lys Phe Tyr Ile Ser Tyr Leu Val Lys Lys Gly Thr Ala Thr Glu
[0356] 115 120 125

[0357] Ser Ser Arg Glu Ile Pro Met Ser Thr Leu Pro Arg Arg Asn Met Glu
[0358] 130 135 140

[0359] Ser Ile Gly Leu Gly Met Ala Arg Thr Gly Gly Met Val Val Ile Thr
[0360] 145 150 155 160
[0361] Val Leu Leu Ser Val Ala Met Phe Leu Leu Val Leu Gly Phe Ile Ile
[0362] 165 170 175
[0363] Ala Leu Ala Leu Gly Ser Arg Lys

[0364] 180

[0365]  <210> 17

[0366] <211> 273

[0367] <212> PRT

[0368] <213> homo sapiens

[0369]  <400> 17

[0370] Met Ala Ser Ala Ala Ala Ala Glu Ala Glu Lys Gly Ser Pro Val Val
[0371] 1 5 10 15
[0372] Val Gly Leu Leu Val Val Gly Asn Ile Ile Ile Leu Leu Ser Gly Leu
[0373] 20 25 30

[0374] Ser Leu Phe Ala Glu Thr Ile Trp Val Thr Ala Asp Gln Tyr Arg Val
[0375] 35 40 45

[0376] Tyr Pro Leu Met Gly Val Ser Gly Lys Asp Asp Val Phe Ala Gly Ala
[0377] 50 55 60
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[0378] Trp Ile Ala Ile Phe Cys Gly Phe Ser Phe Phe Met Val Ala Ser Phe
[0379] 65 70 75 80
[0380] Gly Val Gly Ala Ala Leu Cys Arg Arg Arg Ser Met Val Leu Thr Tyr
[0381] 85 90 95
[0382] Leu Val Leu Met Leu Ile Val Tyr Ile Phe Glu Cys Ala Ser Cys Ile
[0383] 100 105 110

[0384] Thr Ser Tyr Thr His Arg Asp Tyr Met Val Ser Asn Pro Ser Leu Ile
[0385] 115 120 125

[0386] Thr Lys Gln Met Leu Thr Phe Tyr Ser Ala Asp Thr Asp Gln Gly Gln
[0387] 130 135 140

[0388] Glu Leu Thr Arg Leu Trp Asp Arg Val Met Ile Glu Gln Glu Cys Cys
[0389] 145 150 155 160
[0390] Gly Thr Ser Gly Pro Met Asp Trp Val Asn Phe Thr Ser Ala Phe Arg
[0391] 165 170 175
[0392] Ala Ala Thr Pro Glu Val Val Phe Pro Trp Pro Pro Leu Cys Cys Arg
[0393] 180 185 190

[0394] Arg Thr Gly Asn Phe Ile Pro Leu Asn Glu Glu Gly Cys Arg Leu Gly
[0395] 195 200 205

[0396] His Met Asp Tyr Leu Phe Thr Lys Ala Gly Val Gln Trp His Asn Leu
[0397] 210 215 220

[0398] Ser Ser Leu Gln Arg Leu Pro Pro Gly Phe Lys Gly Phe Ser His Leu
[0399] 225 230 235 240
[0400] Ser Phe Gln Ser Ser Trp Asp Tyr Arg Ala Ala Ser Asn Thr Ser Ala
[0401] 245 250 255
[0402] Thr Pro Ser Thr Ala Thr Arg Gly Val Ser Arg Gly Leu Gly Leu Pro
[0403] 260 265 270

[0404]  Ser

[0405]  <210> 18

[0406] <211> 258

[0407]  <212> PRT

[0408] <213> homo sapiens

[0409]  <400> 18

[0410] Met Ala Ser Ala Ala Ala Ala Glu Ala Glu Lys Gly Ser Pro Val Val
(04111 1 5 10 15
[0412] Val Gly Leu Leu Val Val Gly Asn Ile Ile Ile Leu Leu Ser Gly Leu
[0413] 20 25 30

[0414]  Ser Leu Phe Ala Glu Thr Ile Trp Val Thr Ala Asp Gln Tyr Arg Val
[0415] 35 40 45

[0416] Tyr Pro Leu Met Gly Val Ser Gly Lys Asp Asp Val Phe Ala Gly Ala
[0417] 50 55 60

[0418] Trp Ile Ala Ile Phe Cys Gly Phe Ser Phe Phe Met Val Ala Ser Phe
[0419] 65 70 75 80
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[0420] Gly Val Gly Ala Ala Leu Cys Arg Arg Arg Ser Met Val Leu Thr Tyr
[0421] 85 90 95
[0422] Leu Val Leu Met Leu Ile Val Tyr Ile Phe Glu Cys Ala Ser Cys Ile
[0423] 100 105 110

[0424] Thr Ser Tyr Thr His Arg Asp Tyr Met Val Ser Asn Pro Ser Leu Ile
[0425] 115 120 125

[0426] Thr Lys Gln Met Leu Thr Phe Tyr Ser Ala Asp Thr Asp Gln Gly Gln
[0427] 130 135 140

[0428] Glu Leu Thr Arg Leu Trp Asp Arg Val Met Ile Glu Gln Glu Cys Cys
[0429] 145 150 155 160
[0430] Gly Thr Ser Gly Pro Met Asp Trp Val Asn Phe Thr Ser Ala Phe Arg
[0431] 165 170 175
[0432] Ala Ala Thr Pro Glu Val Val Phe Pro Trp Pro Pro Leu Cys Cys Arg
[0433] 180 185 190

[0434] Arg Thr Gly Asn Phe Ile Pro Leu Asn Glu Glu Gly Cys Arg Leu Gly
[0435] 195 200 205

[0436] His Met Asp Tyr Leu Phe Thr Lys Gly Cys Phe Glu His Ile Gly His
[0437] 210 215 220

[0438] Ala Ile Asp Ser Tyr Thr Trp Gly Ile Ser Trp Phe Gly Phe Ala Ile
[0439] 225 230 235 240
[0440] Leu Met Trp Thr Leu Pro Val Met Leu Ile Ala Met Tyr Phe Tyr Thr
[0441] 245 250 255
[0442] Met Leu

[0443] <210> 19

[0444]  <211> 245

[0445]  <212> PRT

[0446] <213> homo sapiens

[0447]  <400> 19

[0448] Met Lys Gln Ser Phe Pro Leu Phe Leu Thr Pro Ser Pro Trp Lys Thr
[0449] 1 5 10 15
[0450] Thr Val Leu Leu Leu Tyr Met Arg Ile Cys Tyr Val Pro Ser Tyr Lys
[0451] 20 25 30

[0452] Trp Asn Tyr Ser Ile Gly Leu Ile Tyr Leu Gly Ile Val Ser Glu Leu
[0453] 35 40 45

[0454] Pro His Met Val Gly Ile Gly Gln Asn Ser Ser Phe Asn Ser Trp Met
[0455] 50 55 60

[0456] Glu Ser Gln Phe Leu His Pro Ser Met Glu Pro Gly Gln Trp Leu Pro
[0457] 65 70 75 80
[0458] Tyr Ile Thr Ile Phe Arg Phe Thr His Ile Ile Arg Cys Val Arg Ile
[0459] 85 90 95
[0460] Ser Phe Leu Phe Asn Ile Pro Trp Tyr Gly Tyr Pro His Phe Val Cys
[0461] 100 105 110
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[0462] His Ser Ser Val Ser Gly His Leu Gly Tyr Phe Tyr Leu Leu Leu Leu
[0463] 115 120 125

[0464] Trp Leu Val Cys Cys Glu His Arg Cys Thr Asn Ile Cys Ser Arg Gln
[0465] 130 135 140

[0466] Thr Ser Phe Lys Arg Leu Phe Leu Lys Lys Tyr Val Ser Tyr Asn Ile
[0467] 145 150 155 160
[0468] Phe Leu Leu Cys Val Glu Ser Asp Ile Ser Ile Asp Leu Glu Gly Tyr
[0469] 165 170 175
[0470] Gly Met Gly Cys Thr Asn Ile Cys Ser Arg Gln Thr Ser Phe Lys Arg
[0471] 180 185 190

[0472] Leu Phe Lys Arg Lys Tyr Arg Cys Leu Leu Asn Met Phe Leu Val Met
[0473] 195 200 205

[0474]  Asn Val Glu Ser Gly Thr Asn Arg Tyr Met Glu Val Arg Arg Ala Trp
[0475] 210 215 220

[0476] Arg Gly Ser Lys Trp Glu Asp Glu Glu Asn Trp Leu Gly Ile Asp Val
[0477] 225 230 235 240
[0478] Tyr Phe Glu Asp Arg

[0479] 245

[0480] <210> 20

[0481] <211> 114

[0482] <212> PRT

[0483] <213> homo sapiens

[0484]  <400> 20

[0485] Met Ala Gly Leu Ala Leu Gln Pro Gly Thr Ala Leu Leu Cys Tyr Ser
[0486] 1 5 10 15
[0487] Cys Lys Ala Gln Val Ser Asn Glu Asp Cys Leu Gln Val Glu Asn Cys
[0488] 20 25 30

[0489] Thr Gln Leu Gly Glu Gln Cys Trp Thr Ala Arg Ile Arg Ala Val Gly
[0490] 35 40 45

[0491] Leu Leu Thr Val Ile Ser Lys Gly Cys Ser Leu Asn Cys Val Asp Asp
[0492] 50 55 60

[0493] Ser Gln Asp Tyr Tyr Val Gly Lys Lys Asn Ile Thr Cys Cys Asp Thr
[0494] 65 70 75 80
[0495] Asp Leu Cys Asn Ala Ser Gly Ala His Ala Leu Gln Pro Ala Ala Ala
[0496] 85 90 95
[0497] Ile Leu Ala Leu Leu Pro Ala Leu Gly Leu Leu Leu Trp Gly Pro Gly
[0498] 100 105 110

[0499] Gln Leu

[0500] <210> 21

[0501]  <211> 386

[0502] <212> PRT

[0503] <213> homo sapiens
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[0504]  <400> 21

[0505] Met Arg Ala Ala Pro Leu Leu Leu Ala Arg Ala Ala Ser Leu Ser Leu
[0506] 1 5 10 15
[0507] Gly Phe Leu Phe Leu Leu Phe Phe Trp Leu Asp Arg Ser Val Leu Ala
[0508] 20 25 30

[0509] Lys Glu Leu Lys Phe Val Thr Leu Val Phe Arg His Gly Asp Arg Ser
[0510] 35 40 45

[0511] Pro Ile Asp Thr Phe Pro Thr Asp Pro Ile Lys Glu Ser Ser Trp Pro
[0512] 50 55 60

[0513] Gln Gly Phe Gly Gln Leu Thr Gln Leu Gly Met Glu Gln His Tyr Glu
[0514] 65 70 75 80
[0515] Leu Gly Glu Tyr Ile Arg Lys Arg Tyr Arg Lys Phe Leu Asn Glu Ser
[0516] 85 90 95
[0517] Tyr Lys His Glu Gln Val Tyr Ile Arg Ser Thr Asp Val Asp Arg Thr
[0518] 100 105 110

[0519] Leu Met Ser Ala Met Thr Asn Leu Ala Ala Leu Phe Pro Pro Glu Gly
[0520] 115 120 125

[0521] Val Ser Ile Trp Asn Pro Ile Leu Leu Trp Gln Pro Ile Pro Val His
[0522] 130 135 140

[0523] Thr Val Pro Leu Ser Glu Asp Gln Leu Leu Tyr Leu Pro Phe Arg Asn
[0524] 145 150 155 160
[0525] Cys Pro Arg Phe Gln Glu Leu Glu Ser Glu Thr Leu Lys Ser Glu Glu
[0526] 165 170 175
[0527] Phe Gln Lys Arg Leu His Pro Tyr Lys Asp Phe Ile Ala Thr Leu Gly
[0528] 180 185 190

[0529] Lys Leu Ser Gly Leu His Gly Gln Asp Leu Phe Gly Ile Trp Ser Lys
[0530] 195 200 205

[0531] Val Tyr Asp Pro Leu Tyr Cys Glu Ser Val His Asn Phe Thr Leu Pro
[0532] 210 215 220

[0533] Ser Trp Ala Thr Glu Asp Thr Met Thr Lys Leu Arg Glu Leu Ser Glu
[0534] 225 230 235 240
[0535] Leu Ser Leu Leu Ser Leu Tyr Gly Ile His Lys Gln Lys Glu Lys Ser
[0536] 245 250 255
[0537] Arg Leu Gln Gly Gly Val Leu Val Asn Glu Ile Leu Asn His Met Lys
[0538] 260 265 270

[0539] Arg Ala Thr Gln Ile Pro Ser Tyr Lys Lys Leu Ile Met Tyr Ser Ala
[0540] 275 280 285

[0541] His Asp Thr Thr Val Ser Gly Leu Gln Met Ala Leu Asp Val Tyr Asn
[0542] 290 295 300

[0543] Gly Leu Leu Pro Pro Tyr Ala Ser Cys His Leu Thr Glu Leu Tyr Phe
[0544] 305 310 315 320
[0545] Glu Lys Gly Glu Tyr Phe Val Glu Met Tyr Tyr Arg Asn Glu Thr Gln
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[0546] 325 330 335
[0547] His Glu Pro Tyr Pro Leu Met Leu Pro Gly Cys Ser Pro Ser Cys Pro
[0548] 340 345 350

[0549] Leu Glu Arg Phe Ala Glu Leu Val Gly Pro Val Ile Pro Gln Asp Trp
[0550] 355 360 365

[0551] Ser Thr Glu Cys Met Thr Thr Asn Ser His Gln Gly Thr Glu Asp Ser
[0552] 370 375 380

[0553] Thr Asp

[0554] 385

[0555] <210> 22

[0556] <211> 418

[0557]  <212> PRT

[0558] <213> homo sapiens

[0559]  <400> 22

[0560] Met Arg Ala Ala Pro Leu Leu Leu Ala Arg Ala Ala Ser Leu Ser Leu
[0561] 1 5 10 15
[0562] Gly Phe Leu Phe Leu Leu Phe Phe Trp Leu Asp Arg Ser Val Leu Ala
[0563] 20 25 30

[0564] Lys Glu Leu Lys Phe Val Thr Leu Val Phe Arg His Gly Asp Arg Ser
[0565] 35 40 45

[0566] Pro Ile Asp Thr Phe Pro Thr Asp Pro Ile Lys Glu Ser Ser Trp Pro
[0567] 50 55 60

[0568] Gln Gly Phe Gly Gln Leu Thr Gln Leu Gly Met Glu Gln His Tyr Glu
[0569] 65 70 75 80
[0570] Leu Gly Glu Tyr Ile Arg Lys Arg Tyr Arg Lys Phe Leu Asn Glu Ser
[0571] 85 90 95
[0572] Tyr Lys His Glu Gln Val Tyr Ile Arg Ser Thr Asp Val Asp Arg Thr
[0573] 100 105 110

[0574] Leu Met Ser Ala Met Thr Asn Leu Ala Ala Leu Phe Pro Pro Glu Gly
[0575] 115 120 125

[0576] Val Ser Ile Trp Asn Pro Ile Leu Leu Trp Gln Pro Ile Pro Val His
[0577] 130 135 140

[0578] Thr Val Pro Leu Ser Glu Asp Gln Leu Leu Tyr Leu Pro Phe Arg Asn
[0579] 145 150 155 160
[0580] Cys Pro Arg Phe Gln Glu Leu Glu Ser Glu Thr Leu Lys Ser Glu Glu
[0581] 165 170 175
[0582] Phe Gln Lys Arg Leu His Pro Tyr Lys Asp Phe Ile Ala Thr Leu Gly
[0583] 180 185 190

[0584] Lys Leu Ser Gly Leu His Gly Gln Asp Leu Phe Gly Ile Trp Ser Lys
[0585] 195 200 205

[0586] Val Tyr Asp Pro Leu Tyr Cys Glu Ser Val His Asn Phe Thr Leu Pro
[0587] 210 215 220
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[0588] Ser Trp Ala Thr Glu Asp Thr Met Thr Lys Leu Arg Glu Leu Ser Glu
[0589] 225 230 235 240
[0590] Leu Ser Leu Leu Ser Leu Tyr Gly Ile His Lys Gln Lys Glu Lys Ser
[0591] 245 250 255
[0592] Arg Leu Gln Gly Gly Val Leu Val Asn Glu Ile Leu Asn His Met Lys
[0593] 260 265 270

[0594] Arg Ala Thr Gln Ile Pro Ser Tyr Lys Lys Leu Ile Met Tyr Ser Ala
[0595] 275 280 285

[0596] His Asp Thr Thr Val Ser Gly Leu Gln Met Ala Leu Asp Val Tyr Asn
[0597] 290 295 300

[0598] Gly Leu Leu Pro Pro Tyr Ala Ser Cys His Leu Thr Glu Leu Tyr Phe
[0599] 305 310 315 320
[0600] Glu Lys Gly Glu Tyr Phe Val Glu Met Tyr Tyr Arg Asn Glu Thr Gln
[0601] 325 330 335
[0602] His Glu Pro Tyr Pro Leu Met Leu Pro Gly Cys Ser Pro Ser Cys Pro
[0603] 340 345 350

[0604] Leu Glu Arg Phe Ala Glu Leu Val Gly Pro Val Ile Pro Gln Asp Trp
[0605] 355 360 365

[0606] Ser Thr Glu Cys Met Thr Thr Asn Ser His Gln Val Leu Lys Val Ile
[0607] 370 375 380

[0608] Phe Ala Val Ala Phe Cys Leu Ile Ser Ala Val Leu Met Val Leu Leu
[0609] 385 390 395 400
[0610] Phe Ile His Ile Arg Arg Gly Leu Cys Trp Gln Arg Glu Ser Tyr Gly
[0611] 405 410 415
[0612] Asn Ile

[0613] <210> 23

[0614]  <211> 353

[0615]  <212> PRT

[0616] <213> homo sapiens

[0617]  <400> 23

[0618] Met Arg Ala Ala Pro Leu Leu Leu Ala Arg Ala Ala Ser Leu Ser Leu
[0619] 1 5 10 15
[0620] Gly Phe Leu Phe Leu Leu Phe Phe Trp Leu Asp Arg Ser Val Leu Ala
[0621] 20 25 30

[0622] Lys Glu Leu Lys Phe Val Thr Leu Val Phe Arg His Gly Asp Arg Ser
[0623] 35 40 45

[0624] Pro Ile Asp Thr Phe Pro Thr Asp Pro Ile Lys Glu Ser Ser Trp Pro
[0625] 50 55 60

[0626] Gln Gly Phe Gly Gln Leu Thr Gln Leu Gly Met Glu Gln His Tyr Glu
[0627] 65 70 75 80
[0628] Leu Gly Glu Tyr Ile Arg Lys Arg Tyr Arg Lys Phe Leu Asn Glu Ser
[0629] 85 90 95
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[0630] Tyr Lys His Glu Gln Val Tyr Ile Arg Ser Thr Asp Val Asp Arg Thr
[0631] 100 105 110

[0632] Leu Met Ser Ala Met Thr Asn Leu Ala Ala Leu Phe Pro Pro Glu Gly
[0633] 115 120 125

[0634] Val Ser Ile Trp Asn Pro Ile Leu Leu Trp Gln Pro Ile Pro Val His
[0635] 130 135 140

[0636] Thr Val Pro Leu Ser Glu Asp Gln Asp Phe Ile Ala Thr Leu Gly Lys
[0637] 145 150 155 160
[0638] Leu Ser Gly Leu His Gly Gln Asp Leu Phe Gly Ile Trp Ser Lys Val
[0639] 165 170 175
[0640] Tyr Asp Pro Leu Tyr Cys Glu Ser Val His Asn Phe Thr Leu Pro Ser
[0641] 180 185 190

[0642] Trp Ala Thr Glu Asp Thr Met Thr Lys Leu Arg Glu Leu Ser Glu Leu
[0643] 195 200 205

[0644] Ser Leu Leu Ser Leu Tyr Gly Ile His Lys Gln Lys Glu Lys Ser Arg
[0645] 210 215 220

[0646] Leu Gln Gly Gly Val Leu Val Asn Glu Ile Leu Asn His Met Lys Arg
[0647] 225 230 235 240
[0648] Ala Thr Gln Ile Pro Ser Tyr Lys Lys Leu Ile Met Tyr Ser Ala His
[0649] 245 250 255
[0650] Asp Thr Thr Val Ser Gly Leu Gln Met Ala Leu Asp Val Tyr Asn Gly
[0651] 260 265 270

[0652] Leu Leu Pro Pro Tyr Ala Ser Cys His Leu Thr Glu Leu Tyr Phe Glu
[0653] 275 280 285

[0654] Lys Gly Glu Tyr Phe Val Glu Met Tyr Tyr Arg Asn Glu Thr Gln His
[0655] 290 295 300

[0656] Glu Pro Tyr Pro Leu Met Leu Pro Gly Cys Ser Pro Ser Cys Pro Leu
[0657] 305 310 315 320
[0658] Glu Arg Phe Ala Glu Leu Val Gly Pro Val Ile Pro Gln Asp Trp Ser
[0659] 325 330 335
[0660] Thr Glu Cys Met Thr Thr Asn Ser His Gln Gly Thr Glu Asp Ser Thr
[0661] 340 345 350

[0662]  Asp

[0663]  <210> 24

[0664] <211> 335

[0665]  <212> PRT

[0666] <213> homo sapiens

[0667]  <400> 24

[0668] Met Pro Arg Pro Arg Leu Leu Ala Ala Leu Cys Gly Ala Leu Leu Cys
[0669] 1 5 10 15
[0670] Ala Pro Ser Leu Leu Val Ala Leu Asp Ile Cys Ser Lys Asn Pro Cys
[0671] 20 25 30
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[0672] His Asn Gly Gly Leu Cys Glu Glu Ile Ser Gln Glu Val Arg Gly Asp
[0673] 35 40 45

[0674] Val Phe Pro Ser Tyr Thr Cys Thr Cys Leu Lys Gly Tyr Ala Gly Asn
[0675] 50 55 60

[0676] His Cys Glu Thr Lys Cys Val Glu Pro Leu Gly Leu Glu Asn Gly Asn
[0677] 65 70 75 80
[0678] Ile Ala Asn Ser Gln Ile Ala Ala Ser Ser Val Arg Val Thr Phe Leu
[0679] 85 90 95
[0680] Gly Leu Gln His Trp Val Pro Glu Leu Ala Arg Leu Asn Arg Ala Gly
[0681] 100 105 110

[0682] Met Val Asn Ala Trp Thr Pro Ser Ser Asn Asp Asp Asn Pro Trp Ile
[0683] 115 120 125

[0684] Gln Val Asn Leu Leu Arg Arg Met Trp Val Thr Gly Val Val Thr Gln
[0685] 130 135 140

[0686] Gly Ala Ser Arg Leu Ala Ser His Glu Tyr Leu Lys Ala Phe Lys Val
[0687] 145 150 155 160
[0688] Ala Tyr Ser Leu Asn Gly His Glu Phe Asp Phe Ile His Asp Val Asn
[0689] 165 170 175
[0690] Lys Lys His Lys Glu Phe Val Gly Asn Trp Asn Lys Asn Ala Val His
[0691] 180 185 190

[0692] Val Asn Leu Phe Glu Thr Pro Val Glu Ala Gln Tyr Val Arg Leu Tyr
[0693] 195 200 205

[0694] Pro Thr Ser Cys His Thr Ala Cys Thr Leu Arg Phe Glu Leu Leu Gly
[0695] 210 215 220

[0696] Cys Glu Leu Asn Gly Cys Ala Asn Pro Leu Gly Leu Lys Asn Asn Ser
[0697] 225 230 235 240
[0698] Ile Pro Asp Lys Gln Ile Thr Ala Ser Ser Ser Tyr Lys Thr Trp Gly
[0699] 245 250 255
[0700] Leu His Leu Phe Ser Trp Asn Pro Ser Tyr Ala Arg Leu Asp Lys Gln
[0701] 260 265 270

[0702] Gly Asn Phe Asn Ala Trp Val Ala Gly Ser Tyr Gly Asn Asp Gln Trp
[0703] 275 280 285

[0704] Leu Gln Ile Phe Pro Gly Asn Trp Asp Asn His Ser His Lys Lys Asn
[0705] 290 295 300

[0706] Leu Phe Glu Thr Pro Ile Leu Ala Arg Tyr Val Arg Ile Leu Pro Val
[0707] 305 310 315 320
[0708] Ala Trp His Asn Arg Ile Ala Leu Arg Leu Glu Leu Leu Gly Cys
[0709] 325 330 335
[0710] <210> 25

[0711]  <211> 264

[0712]  <212> PRT

[0713] <213> homo sapiens
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[0714]  <400> 25

[0715] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0716] 1 5 10 15
[0717] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0718] 20 25 30

[0719] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0720] 35 40 45

[0721] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Phe Asn
[0722] 50 55 60

[0723] Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu Gln Arg
[0724] 65 70 75 80
[0725] Asp Ile Ser Glu Met Phe Leu Gln Ile Tyr Lys Gln Gly Gly Phe Leu
[0726] 85 90 95
[0727] Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly Ser Val Val Val Gln Leu
[0728] 100 105 110

[0729] Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp Val Glu Thr
[0730] 115 120 125

[0731]  Gln Phe Asn Gln Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn Leu Thr
[0732] 130 135 140

[0733] Ile Ser Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala Gln
[0734] 145 150 155 160
[0735] Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu Val
[0736] 165 170 175
[0737] Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala Val
[0738] 180 185 190

[0739] Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala
[0740] 195 200 205

[0741] Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His
[0742] 210 215 220

[0743] Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu Lys
[0744] 225 230 235 240
[0745] Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro Ala
[0746] 245 250 255
[0747] Val Ala Ala Thr Ser Ala Asn Leu

[0748] 260

[0749] <210> 26

[0750]  <211> 203

[0751]  <212> PRT

[0752] <213> homo sapiens

[0753]  <400> 26

[0754] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0755] 1 5 10 15

78



CN 108025045 B ,? 5'] % 19/219 7T
[0756] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[0757] 20 25 30

[0758] Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[0759] 35 40 45

[0760] Thr Glu Lys Asn Ala Ile Pro Ala Pro Thr Thr Thr Lys Ser Cys Arg
[0761] 50 55 60

[0762] Glu Thr Phe Leu Lys Cys Phe Cys Arg Phe Ile Asn Lys Gly Val Phe
[0763] 65 70 75 80
[0764] Trp Ala Ser Pro Ile Leu Ser Ser Val Ser Asp Val Pro Phe Pro Phe
[0765] 85 90 95
[0766] Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu
[0767] 100 105 110

[0768] Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala
[0769] 115 120 125

[0770] Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile
[0771] 130 135 140

[0772]  Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr
[0773] 145 150 155 160
[0774] His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro
[0775] 165 170 175
[0776] Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr
[0777] 180 185 190

[0778]  Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[0779] 195 200

[0780] <210> 27

[0781] <211> 159

[0782]  <212> PRT

[0783] <213> homo sapiens

[0784]  <400> 27

[0785] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0786] 1 5 10 15
[0787] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0788] 20 25 30

[0789] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0790] 35 40 45

[0791] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Phe Asn
[0792] 50 55 60

[0793] Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu Gln Arg
[0794] 65 70 75 80
[0795] Asp Ile Ser Glu Met Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly
[0796] 85 90 95
[0797]  Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu
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[0798] 100 105 110

[0799] Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr
[0800] 115 120 125

[0801] Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser
[0802] 130 135 140

[0803] Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu
[0804] 145 150 155

[0805] <210> 28

[0806] <211> 475

[0807]  <212> PRT

[0808] <213> homo sapiens

[0809]  <400> 28

[0810] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0811] 1 5 10 15
[0812] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[0813] 20 25 30

[0814] Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[0815] 35 40 45

[0816] Thr Glu Lys Asn Ala Val Ser Met Thr Ser Ser Val Leu Ser Ser His
[0817] 50 55 60

[0818] Ser Pro Gly Ser Gly Ser Ser Thr Thr Gln Gly Gln Asp Val Thr Leu
[0819] 65 70 75 80
[0820] Ala Pro Ala Thr Glu Pro Ala Ser Gly Ser Ala Ala Thr Trp Gly Gln
[0821] 85 90 95
[0822] Asp Val Thr Ser Val Pro Val Thr Arg Pro Ala Leu Gly Ser Thr Thr
[0823] 100 105 110

[0824] Pro Pro Ala His Asp Val Thr Ser Ala Pro Asp Asn Lys Pro Ala Pro
[0825] 115 120 125

[0826] Gly Ser Thr Ala Pro Pro Ala His Gly Val Thr Ser Ala Pro Asp Thr
[0827] 130 135 140

[0828] Arg Pro Ala Pro Gly Ser Thr Ala Pro Pro Ala His Gly Val Thr Ser
[0829] 145 150 155 160
[0830] Ala Pro Asp Asn Arg Pro Ala Leu Gly Ser Thr Ala Pro Pro Val His
[0831] 165 170 175
[0832] Asn Val Thr Ser Ala Ser Gly Ser Ala Ser Gly Ser Ala Ser Thr Leu
[0833] 180 185 190

[0834] Val His Asn Gly Thr Ser Ala Arg Ala Thr Thr Thr Pro Ala Ser Lys
[0835] 195 200 205

[0836] Ser Thr Pro Phe Ser Ile Pro Ser His His Ser Asp Thr Pro Thr Thr
[0837] 210 215 220

[0838] Leu Ala Ser His Ser Thr Lys Thr Asp Ala Ser Ser Thr His His Ser
[0839] 225 230 235 240
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[0840] Thr Val Pro Pro Leu Thr Ser Ser Asn His Ser Thr Ser Pro Gln Leu
[0841] 245 250 255
[0842] Ser Thr Gly Val Ser Phe Phe Phe Leu Ser Phe His Ile Ser Asn Leu
[0843] 260 265 270

[0844] Gln Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu
[0845] 275 280 285

[0846] Leu Gln Arg Asp Ile Ser Glu Met Phe Leu Gln Ile Tyr Lys Gln Gly
[0847] 290 295 300

[0848] Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly Ser Val Val
[0849] 305 310 315 320
[0850] Val Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp
[0851] 325 330 335
[0852] Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala Ala Ser Arg Tyr
[0853] 340 345 350

[0854] Asn Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe
[0855] 355 360 365

[0856] Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu
[0857] 370 375 380

[0858] Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala
[0859] 385 390 395 400
[0860] Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile
[0861] 405 410 415
[0862] Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr
[0863] 420 425 430

[0864] His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro
[0865] 435 440 445

[0866] Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr
[0867] 450 455 460

[0868] Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[0869] 465 470 475

[0870] <210> 29

[0871] <211> 282

[0872]  <212> PRT

[0873] <213> homo sapiens

[0874]  <400> 29

[0875] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0876] 1 5 10 15
[0877] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0878] 20 25 30

[0879] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0880] 35 40 45

[0881] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Leu Ser
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[0882] 50 55 60

[0883] Thr Gly Val Ser Phe Phe Phe Leu Ser Phe His Ile Ser Asn Leu Gln
[0884] 65 70 75 80
[0885] Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu
[0886] 85 90 95
[0887] Gln Arg Asp Ile Ser Glu Met Phe Leu Gln Ile Tyr Lys Gln Gly Gly
[0888] 100 105 110

[0889] Phe Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly Ser Val Val Val
[0890] 115 120 125

[0891] Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp Val
[0892] 130 135 140

[0893] Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn
[0894] 145 150 155 160
[0895] Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe Ser
[0896] 165 170 175
[0897] Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu Val
[0898] 180 185 190

[0899] Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu
[0900] 195 200 205

[0901] Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe
[0902] 210 215 220

[0903] Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His
[0904] 225 230 235 240
[0905] Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr
[0906] 245 250 255
[0907] Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn
[0908] 260 265 270

[0909] Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[0910] 275 280

[0911]  <210> 30

[0912] <211> 238

[0913]  <212> PRT

[0914] <213> homo sapiens

[0915]  <400> 30

[0916] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0917] 1 5 10 15
[0918] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0919] 20 25 30

[0920] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0921] 35 40 45

[0922] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Ile Tyr
[0923] 50 55 60

82



CN 108025045 B ,? yu % 23/219 I
[0924] Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly
[0925] 65 70 75 80
[0926] Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn
[0927] 85 90 95
[0928] Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala Ala
[0929] 100 105 110

[0930] Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val Pro
[0931] 115 120 125

[0932] Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile
[0933] 130 135 140

[0934] Ala Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr
[0935] 145 150 155 160
[0936] Leu Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln
[0937] 165 170 175
[0938] Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr
[0939] 180 185 190

[0940] Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp
[0941] 195 200 205

[0942] Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu
[0943] 210 215 220

[0944] Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[0945] 225 230 235

[0946] <210> 31

[0947] <211> 241

[0948]  <212> PRT

[0949] <213> homo sapiens

[0950]  <400> 31

[0951] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0952] 1 5 10 15
[0953] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[0954] 20 25 30

[0955] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[0956] 35 40 45

[0957] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Phe Leu
[0958] 50 55 60

[0959] Gln Ile Tyr Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe
[0960] 65 70 75 80
[0961] Arg Pro Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly
[0962] 85 90 95
[0963] Thr Ile Asn Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr
[0964] 100 105 110

[0965] Glu Ala Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Val Ser
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[0966] 115 120 125

[0967] Asp Val Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly Val Pro Gly
[0968] 130 135 140

[0969] Trp Gly Ile Ala Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala
[0970] 145 150 155 160
[0971] Ile Val Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn
[0972] 165 170 175
[0973] Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met
[0974] 180 185 190

[0975] Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser
[0976] 195 200 205

[0977] Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly
[0978] 210 215 220

[0979] Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn
[0980] 225 230 235 240
[0981] Leu

[0982]  <210> 32

[0983] <211> 198

[0984]  <212> PRT

[0985] <213> homo sapiens

[0986]  <400> 32

[0987] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[0988] 1 5 10 15
[0989]  Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[0990] 20 25 30

[0991] Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[0992] 35 40 45

[0993] Thr Glu Lys Asn Ala Leu Ser Thr Gly Val Ser Phe Phe Phe Leu Ser
[0994] 50 55 60

[0995] Phe His Ile Ser Asn Leu Gln Phe Asn Ser Ser Leu Glu Asp Pro Ser
[0996] 65 70 75 80
[0997] Thr Asp Tyr Tyr Gln Glu Leu Gln Arg Asp Ile Ser Glu Met Phe Leu
[0998] 85 90 95
[0999] Gln Ile Tyr Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe
[1000] 100 105 110

[1001] Arg Pro Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly
[1002] 115 120 125

[1003] Thr Ile Asn Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr
[1004] 130 135 140

[1005] Glu Ala Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Gly Cys
[1006] 145 150 155 160
[1007] Leu Ser Val Pro Pro Lys Glu Leu Arg Ala Ala Gly His Leu Ser Ser
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[1008] 165 170 175
[1009] Pro Gly Tyr Leu Pro Ser Tyr Glu Arg Val Pro His Leu Pro His Pro
[1010] 180 185 190

[1011] Trp Ala Leu Cys Ala Pro

[1012] 195

[1013] <210> 33

[1014] <211> 189

[1015]  <212> PRT

[1016] <213> homo sapiens

[1017]  <400> 33

[1018] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1019] 1 5 10 15
[1020] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[1021] 20 25 30

[1022] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1023] 35 40 45

[1024] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Phe Asn
[1025] 50 55 60

[1026] Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu Gln Arg
[1027] 65 70 75 80
[1028] Asp Ile Ser Glu Met Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala
[1029] 85 90 95
[1030] Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu
[1031] 100 105 110

[1032] Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu
[1033] 115 120 125

[1034] Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro
[1035] 130 135 140

[1036] Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg
[1037] 145 150 155 160
[1038] Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser
[1039] 165 170 175
[1040] Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu

[1041] 180 185

[1042] <210> 34

[1043] <211> 177

[1044]  <212> PRT

[1045] <213> homo sapiens

[1046]  <400> 34

[1047] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1048] 1 5 10 15
[1049] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
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[1050] 20 25 30

[1051] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1052] 35 40 45

[1053] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Leu Ser
[1054] 50 55 60

[1055] Thr Gly Val Ser Phe Phe Phe Leu Ser Phe His Ile Ser Asn Leu Gln
[1056] 65 70 75 80
[1057] Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu
[1058] 85 90 95
[1059] Gln Arg Asp Ile Ser Glu Met Ala Val Cys Gln Cys Arg Arg Lys Asn
[1060] 100 105 110

[1061]  Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met
[1062] 115 120 125

[1063] Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser
[1064] 130 135 140

[1065] Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly
[1066] 145 150 155 160
[1067] Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn
[1068] 165 170 175
[1069] Leu

[1070] <210> 35

[1071]  <211> 255

[1072]  <212> PRT

[1073] <213> homo sapiens

[1074]  <400> 35

[1075] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1076] 1 5 10 15
[1077] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[1078] 20 25 30

[1079]  Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[1080] 35 40 45

[1081] Thr Glu Lys Asn Ala Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp
[1082] 50 55 60

[1083] Tyr Tyr Gln Glu Leu Gln Arg Asp Ile Ser Glu Met Phe Leu Gln Ile
[1084] 65 70 75 80
[1085] Tyr Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro
[1086] 85 90 95
[1087] Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile
[1088] 100 105 110

[1089] Asn Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala
[1090] 115 120 125

[1091] Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val
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[1092] 130 135 140

[1093] Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly
[1094] 145 150 155 160
[1095] Ile Ala Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val
[1096] 165 170 175
[1097] Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly
[1098] 180 185 190

[1099] Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu
[1100] 195 200 205

[1101]  Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr
[1102] 210 215 220

[1103] Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser
[1104] 225 230 235 240
[1105] Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu
[1106] 245 250 255
[1107]  <210> 36

[1108]  <211> 150

[1109]  <212> PRT

[1110] <213> homo sapiens

[1111]  <400> 36

[1112]  Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1113] 1 5 10 15
[1114] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[1115] 20 25 30

[1116]  Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[1117] 35 40 45

[1118] Thr Glu Lys Asn Ala Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp
[1119] 50 55 60

[1120] Tyr Tyr Gln Glu Leu Gln Arg Asp Ile Ser Glu Met Ala Val Cys Gln
[1121] 65 70 75 80
[1122] Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp
[1123] 85 90 95
[1124] Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg
[1125] 100 105 110

[1126] Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser
[1127] 115 120 125

[1128] Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala
[1129] 130 135 140

[1130] Ala Thr Ser Ala Asn Leu

[1131] 145 150

[1132] <210> 37

[1133] <211> 158
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[1134]  <212> PRT

[1135] <213> homo sapiens

[1136]  <400> 37

[1137] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1138] 1 5 10 15
[1139] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[1140] 20 25 30

[1141]  Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[1142] 35 40 45

[1143] Thr Glu Lys Asn Ala Ile Pro Ala Pro Thr Thr Thr Lys Ser Cys Arg
[1144] 50 55 60

[1145]  Glu Thr Phe Leu Lys Cys Phe Cys Arg Phe Ile Asn Lys Gly Val Phe
[1146] 65 70 75 80
[1147] Trp Ala Ser Pro Ile Leu Ser Ser Val Trp Gly Trp Gly Ala Arg Leu
[1148] 85 90 95
[1149] Gly His Arg Ala Ala Gly Ala Gly Leu Cys Ser Gly Cys Ala Gly His
[1150] 100 105 110

[1151] Cys Leu Ser His Cys Leu Gly Cys Leu Ser Val Pro Pro Lys Glu Leu
[1152] 115 120 125

[1153] Arg Ala Ala Gly His Leu Ser Ser Pro Gly Tyr Leu Pro Ser Tyr Glu
[1154] 130 135 140

[1155] Arg Val Pro His Leu Pro His Pro Trp Ala Leu Cys Ala Pro

[1156] 145 150 155

[1157] <210> 38

[1158]  <211> 484

[1159]  <212> PRT

[1160] <213> homo sapiens

[1161]  <400> 38

[1162] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1163] 1 5 10 15
[1164] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[1165] 20 25 30

[1166] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1167] 35 40 45

[1168] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Val Ser
[1169] 50 55 60

[1170] Met Thr Ser Ser Val Leu Ser Ser His Ser Pro Gly Ser Gly Ser Ser
[1171] 65 70 75 80
[1172]  Thr Thr Gln Gly Gln Asp Val Thr Leu Ala Pro Ala Thr Glu Pro Ala
[1173] 85 90 95
[1174] Ser Gly Ser Ala Ala Thr Trp Gly Gln Asp Val Thr Ser Val Pro Val
[1175] 100 105 110
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[1176] Thr Arg Pro Ala Leu Gly Ser Thr Thr Pro Pro Ala His Asp Val Thr
[1177] 115 120 125

[1178]  Ser Ala Pro Asp Asn Lys Pro Ala Pro Gly Ser Thr Ala Pro Pro Ala
[1179] 130 135 140

[1180] His Gly Val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr
[1181] 145 150 155 160
[1182] Ala Pro Pro Ala His Gly Val Thr Ser Ala Pro Asp Asn Arg Pro Ala
[1183] 165 170 175
[1184] Leu Gly Ser Thr Ala Pro Pro Val His Asn Val Thr Ser Ala Ser Gly
[1185] 180 185 190

[1186] Ser Ala Ser Gly Ser Ala Ser Thr Leu Val His Asn Gly Thr Ser Ala
[1187] 195 200 205

[1188] Arg Ala Thr Thr Thr Pro Ala Ser Lys Ser Thr Pro Phe Ser Ile Pro
[1189] 210 215 220

[1190] Ser His His Ser Asp Thr Pro Thr Thr Leu Ala Ser His Ser Thr Lys
[1191] 225 230 235 240
[1192] Thr Asp Ala Ser Ser Thr His His Ser Thr Val Pro Pro Leu Thr Ser
[1193] 245 250 255
[1194] Ser Asn His Ser Thr Ser Pro Gln Leu Ser Thr Gly Val Ser Phe Phe
[1195] 260 265 270

[1196]  Phe Leu Ser Phe His Ile Ser Asn Leu Gln Phe Asn Ser Ser Leu Glu
[1197] 275 280 285

[1198] Asp Pro Ser Thr Asp Tyr Tyr Gln Glu Leu Gln Arg Asp Ile Ser Glu
[1199] 290 295 300

[1200] Met Phe Leu Gln Ile Tyr Lys Gln Gly Gly Phe Leu Gly Leu Ser Asn
[1201] 305 310 315 320
[1202] Ile Lys Phe Arg Pro Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe
[1203] 325 330 335
[1204] Arg Glu Gly Thr Ile Asn Val His Asp Val Glu Thr Gln Phe Asn Gln
[1205] 340 345 350

[1206] Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val
[1207] 355 360 365

[1208] Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly
[1209] 370 375 380

[1210] Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu Val Cys Val Leu Val
[1211] 385 390 395 400
[1212]  Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg
[1213] 405 410 415
[1214] Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr
[1215] 420 425 430

[1216] His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val
[1217] 435 440 445
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[1218]
[1219]
[1220]
[1221]
[1222]
[1223]
[1224]
[1225]
[1226]
[1227]
[1228]
[1229]
[1230]
[1231]
[1232]
[1233]
[1234]
[1235]
[1236]
[1237]
[1238]
[1239]
[1240]
[1241]
[1242]
[1243]
[1244]
[1245]
[1246]
[1247]
[1248]
[1249]
[1250]
[1251]
[1252]
[1253]
[1254]
[1255]
[1256]
[1257]
[1258]
[1259]

Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly

450

455

460

Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr

465

Ser Ala Asn Leu

<210> 39

<211> 219
<212> PRT
<213> homo sapiens

<400> 39

470

Met Thr Pro Gly Thr Gln

1
Val

Ser

Thr

Ser

65

Asp

Gly

Thr

Gln

Ile

145

Ala

His

Gly

His

<210> 40

Leu

Gly

Gln

50

Ser

Ile

Leu

Leu

Phe

130

Ser

Ala

Cys

His

Leu
210

Thr
His
35

Arg
Leu
Ser
Ser
Ala
115
Asn
Asp
Gly
Leu
Leu

195

Pro

211> 217
<212> PRT
<213> homo sapiens

Ala
20

Ala
Ser
Glu
Glu
Asn
100
Phe
Gln
Val
Ala
Gly
180

Ser

His

5
Thr

Ser

Ser

Asp

Met

85

Ile

Arg

Ser
Gly
165
Cys

Ser

Pro

Thr

Ser

Val

Pro

70

Phe

Lys

Glu

Val
150
Leu
Leu

Pro

Trp

Ser

Ala

Thr

Pro

55

Ser

Leu

Phe

Gly

Thr

135

Trp

Cys

Ser

Gly

Ala
215

Pro

Pro

Pro

40

Ser

Thr

Gln

Arg

Thr

120

Glu

Gly

Ser

Val

Tyr

200

Leu

Phe
Lys
25

Gly
Ser
Asp
Ile
Pro
105
Ile
Ala
Trp
Gly
Pro
185

Leu

Cys

90

Phe
10

Pro
Gly
Thr
Tyr
Tyr
90

Gly
Asn
Ala
Gly
Cys
170
Pro

Pro

Ala

475

Leu

Ala

Glu

Glu

Tyr

75

Lys

Ser

Val

Ser

Ala

155

Ala

Lys

Ser

Pro

Leu

Thr

Lys

Lys

60

Gln

Gln

Val

His

Arg

140

Arg

Gly

Glu

Tyr

Leu

Val

Glu

45

Asn

Glu

Gly

Val

Asp

125

Tyr

Leu

His

Leu

Glu
205

Leu
Val
30

Thr
Ala
Leu
Gly
Val
110
Val
Asn
Gly
Cys
Arg

190
Arg

Leu

15

Thr

Ser

Phe

Gln

Phe

95

Gln

Glu

Leu

His

Leu

175

Ala

Val

480

Thr

Gly

Ala

Asn

Arg

80

Leu

Leu

Thr

Thr

Arg

160

Ser

Ala

Pro
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[1260]  <400> 40

[1261] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1262] 1 5 10 15
[1263] Val Leu Thr Gly Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser
[1264] 20 25 30

[1265] Val Pro Ser Ser Thr Glu Lys Asn Ala Ile Tyr Lys Gln Gly Gly Phe
[1266] 35 40 45

[1267] Leu Gly Leu Ser Asn Ile Lys Phe Arg Pro Gly Ser Val Val Val Gln
[1268] 50 55 60

[1269] Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp Val Glu
[1270] 65 70 75 80
[1271] Thr Gln Phe Asn GIn Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn Leu
[1272] 85 90 95
[1273] Thr Ile Ser Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala
[1274] 100 105 110

[1275]  Gln Ser Gly Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu
[1276] 115 120 125

[1277] Val Cys Val Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala
[1278] 130 135 140

[1279] Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro
[1280] 145 150 155 160
[1281] Ala Arg Asp Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr
[1282] 165 170 175
[1283] His Gly Arg Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu
[1284] 180 185 190

[1285] Lys Val Ser Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro
[1286] 195 200 205

[1287] Ala Val Ala Ala Thr Ser Ala Asn Leu

[1288] 210 215

[1289] <210> 41

[1290] <211> 239

[1291]  <212> PRT

[1292] <213> homo sapiens

[1293]  <400> 41

[1294] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1295] 1 5 10 15
[1296] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[1297] 20 25 30

[1298] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1299] 35 40 45

[1300] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Ile Pro
[1301] 50 55 60
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[1302] Ala Pro Thr Thr Thr Lys Ser Cys Arg Glu Thr Phe Leu Lys Trp Pro
[1303] 65 70 75 80
[1304] Gly Ser Val Val Val Gln Leu Thr Leu Ala Phe Arg Glu Gly Thr Ile
[1305] 85 90 95
[1306] Asn Val His Asp Val Glu Thr Gln Phe Asn Gln Tyr Lys Thr Glu Ala
[1307] 100 105 110

[1308] Ala Ser Arg Tyr Asn Leu Thr Ile Ser Asp Val Ser Val Ser Asp Val
[1309] 115 120 125

[1310] Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly Val Pro Gly Trp Gly
[1311] 130 135 140

[1312] Ile Ala Leu Leu Val Leu Val Cys Val Leu Val Ala Leu Ala Ile Val
[1313] 145 150 155 160
[1314] Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg Arg Lys Asn Tyr Gly
[1315] 165 170 175
[1316]  Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr His Pro Met Ser Glu
[1317] 180 185 190

[1318] Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val Pro Pro Ser Ser Thr
[1319] 195 200 205

[1320] Asp Arg Ser Pro Tyr Glu Lys Val Ser Ala Gly Asn Gly Gly Ser Ser
[1321] 210 215 220

[1322] Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn Leu
[1323] 225 230 235

[1324] <210> 42

[1325] <211> 230

[1326]  <212> PRT

[1327] <213> homo sapiens

[1328]  <400> 42

[1329] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1330] 1 5 10 15
[1331] Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly
[1332] 20 25 30

[1333] Gly Glu Lys Glu Thr Ser Ala Thr Gln Arg Ser Ser Val Pro Ser Ser
[1334] 35 40 45

[1335] Thr Glu Lys Asn Ala Ile Pro Ala Pro Thr Thr Thr Lys Ser Cys Arg
[1336] 50 55 60

[1337]  Glu Thr Phe Leu Lys Trp Pro Gly Ser Val Val Val Gln Leu Thr Leu
[1338] 65 70 75 80
[1339] Ala Phe Arg Glu Gly Thr Ile Asn Val His Asp Val Glu Thr Gln Phe
[1340] 85 90 95
[1341] Asn Gln Tyr Lys Thr Glu Ala Ala Ser Arg Tyr Asn Leu Thr Ile Ser
[1342] 100 105 110

[1343] Asp Val Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala Gln Ser Gly
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[1344] 115 120 125

[1345] Ala Gly Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu Val Cys Val
[1346] 130 135 140

[1347] Leu Val Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala Val Cys Gln
[1348] 145 150 155 160
[1349] Cys Arg Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp
[1350] 165 170 175
[1351] Thr Tyr His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg
[1352] 180 185 190

[1353] Tyr Val Pro Pro Ser Ser Thr Asp Arg Ser Pro Tyr Glu Lys Val Ser
[1354] 195 200 205

[1355] Ala Gly Asn Gly Gly Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala
[1356] 210 215 220

[1357] Ala Thr Ser Ala Asn Leu

[1358] 225 230

[1359]  <210> 43

[1360] <211> 212

[1361]  <212> PRT

[1362] <213> homo sapiens

[1363]  <400> 43

[1364] Met Thr Pro Gly Thr Gln Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr
[1365] 1 5 10 15
[1366] Val Leu Thr Ala Thr Thr Ala Pro Lys Pro Ala Thr Val Val Thr Gly
[1367] 20 25 30

[1368] Ser Gly His Ala Ser Ser Thr Pro Gly Gly Glu Lys Glu Thr Ser Ala
[1369] 35 40 45

[1370] Thr Gln Arg Ser Ser Val Pro Ser Ser Thr Glu Lys Asn Ala Ile Pro
[1371] 50 55 60

[1372] Ala Pro Thr Thr Thr Lys Ser Cys Arg Glu Thr Phe Leu Lys Cys Phe
[1373] 65 70 75 80
[1374] Cys Arg Phe Ile Asn Lys Gly Val Phe Trp Ala Ser Pro Ile Leu Ser
[1375] 85 90 95
[1376] Ser Val Ser Asp Val Pro Phe Pro Phe Ser Ala Gln Ser Gly Ala Gly
[1377] 100 105 110

[1378] Val Pro Gly Trp Gly Ile Ala Leu Leu Val Leu Val Cys Val Leu Val
[1379] 115 120 125

[1380] Ala Leu Ala Ile Val Tyr Leu Ile Ala Leu Ala Val Cys Gln Cys Arg
[1381] 130 135 140

[1382] Arg Lys Asn Tyr Gly Gln Leu Asp Ile Phe Pro Ala Arg Asp Thr Tyr
[1383] 145 150 155 160
[1384] His Pro Met Ser Glu Tyr Pro Thr Tyr His Thr His Gly Arg Tyr Val
[1385] 165 170 175
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[1386]
[1387]
[1388]
[1389]
[1390]
[1391]
[1392]
[1393]
[1394]
[1395]
[1396]
[1397]
[1398]
[1399]
[1400]
[1401]
[1402]
[1403]
[1404]
[1405]
[1406]
[1407]
[1408]
[1409]
[1410]
[1411]
[1412]
[1413]
[1414]
[1415]
[1416]
[1417]
[1418]
[1419]
[1420]
[1421]
[1422]
[1423]
[1424]
[1425]
[1426]
[1427]

Pro Pro Ser Ser Thr Asp Arg

180

Asn Gly Gly Ser Ser Leu Ser

195

Ser Ala Asn Leu

<210> 44

210

211> 273
<212> PRT
<213> homo sapiens

<400> 44

Met Thr Pro

1
Val

Gly

Thr

Phe

65

Thr

Gln

Arg

Thr

Glu

145

Asp

Trp

Ile

Tyr

Ser

225

Ser

Leu
Glu
Glu
50

His
Asp
Ile
Pro
Ile
130
Ala
Val
Gly
Val
Gly
210

Glu

Thr

Thr
Lys
35

Lys
Ile
Tyr
Tyr
Gly
115
Asn
Ala
Pro
Ile
Tyr
195
Gln

Tyr

Asp

Gly
Val
20

Glu
Asn
Ser
Tyr
Lys
100
Ser
Val
Ser
Phe
Ala
180
Leu
Leu

Pro

Arg

Thr
5
Val
Thr
Ala
Asn
Gln
85
Gln
Val
His
Arg
Pro
165
Leu
Ile
Asp

Thr

Ser

Gln

Thr

Ser

Leu

Leu

70

Glu

Gly

Val

Asp

Tyr

150

Phe

Leu

Ala

Ile

Tyr

230

Pro

Ser
Gly
Ala
Ser
55

Gln
Leu
Gly
Val
Val
135
Asn
Ser
Val
Leu
Phe
215
His

Tyr

Ser Pro Tyr Glu Lys Val Ser Ala Gly

185

190

Tyr Thr Asn Pro Ala Val Ala Ala Thr

200

Pro

Ser

Thr

40

Thr

Phe

Gln

Phe

Gln

120

Glu

Leu

Ala

Leu

Ala

200

Pro

Thr

Glu

Phe
Gly
25

Gln
Gly
Asn
Arg
Leu
105
Leu
Thr
Thr
Gln
Val
185
Val
Ala
His
Lys

94

Phe
10

His
Arg
Val
Ser
Asp
90

Gly
Thr
Gln
Ile
Ser
170
Cys
Cys
Arg

Gly

Val

Leu

Ala

Ser

Ser

Ser

75

Ile

Leu

Leu

Phe

Ser

155

Gly

Val

Gln

Asp

Arg

235

Ser

Leu

Ser

Ser

Phe

60

Leu

Ser

Ser

Ala

Asn

140

Asp

Ala

Leu

Cys

Thr

220

Tyr

Ala

205

Leu
Ser
Val
45

Phe
Glu
Glu
Asn
Phe
125
Gln
Val
Gly
Val
Arg
205
Tyr

Val

Gly

Leu
Thr
30

Pro
Phe
Asp
Met
Ile
110
Arg
Tyr
Ser
Val
Ala
190
Arg
His
Pro

Asn

Leu
15

Pro
Ser
Leu
Pro
Phe
95

Lys
Glu
Lys
Val
Pro
175
Leu
Lys
Pro

Pro

Gly

Thr

Gly

Ser

Ser

Ser

80

Leu

Phe

Gly

Thr

Ser

160

Gly

Ala

Asn

Met

Ser

240
Gly
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[1428] 245 250 255
[1429]  Ser Ser Leu Ser Tyr Thr Asn Pro Ala Val Ala Ala Thr Ser Ala Asn
[1430] 260 265 270

[1431]  Leu

[1432] <210> 45

[1433] <211> 575

[1434]  <212> PRT

[1435] <213> homo sapiens

[1436]  <400> 45

[1437] Met Asp Leu Val Leu Lys Arg Cys Leu Leu His Leu Ala Val Ile Gly
[1438] 1 5 10 15
[1439] Ala Leu Leu Ala Val Gly Ala Thr Lys Gly Ser Gln Val Trp Gly Gly
[1440] 20 25 30

[1441] Gln Pro Val Tyr Pro Gln Glu Thr Asp Asp Ala Cys Ile Phe Pro Asp
[1442] 35 40 45

[1443] Gly Gly Pro Cys Pro Ser Gly Ser Trp Ser Gln Lys Arg Ser Phe Val
[1444] 50 55 60

[1445] Tyr Val Trp Lys Thr Trp Gly Gln Tyr Trp Gln Val Leu Gly Gly Pro
[1446] 65 70 75 80
[1447] Val Ser Gly Leu Ser Ile Gly Thr Gly Arg Ala Met Leu Gly Thr His
[1448] 85 90 95
[1449] Thr Met Glu Val Thr Val Tyr His Arg Arg Gly Ser Arg Ser Tyr Val
[1450] 100 105 110

[1451] Pro Leu Ala His Ser Ser Ser Ala Phe Thr Ile Thr Asp Gln Val Pro
[1452] 115 120 125

[1453] Phe Ser Val Ser Val Ser Gln Leu Arg Ala Leu Asp Gly Gly Asn Lys
[1454] 130 135 140

[1455] His Phe Leu Arg Asn Gln Pro Leu Thr Phe Ala Leu Gln Leu His Asp
[1456] 145 150 155 160
[1457] Pro Ser Gly Tyr Leu Ala Glu Ala Asp Leu Ser Tyr Thr Trp Asp Phe
[1458] 165 170 175
[1459] Gly Asp Ser Ser Gly Thr Leu Ile Ser Arg Ala Leu Val Val Thr His
[1460] 180 185 190

[1461] Thr Tyr Leu Glu Pro Gly Pro Val Thr Ala Gln Val Val Leu Gln Ala
[1462] 195 200 205

[1463] Ala Ile Pro Leu Thr Ser Cys Gly Ser Ser Pro Val Pro Gly Thr Thr
[1464] 210 215 220

[1465] Asp Gly His Arg Pro Thr Ala Glu Ala Pro Asn Thr Thr Ala Gly Gln
[1466] 225 230 235 240
[1467] Val Pro Thr Thr Glu Val Val Gly Thr Thr Pro Gly Gln Ala Pro Thr
[1468] 245 250 255
[1469] Ala Glu Pro Ser Gly Thr Thr Ser Val Gln Val Pro Thr Thr Glu Val

95



CN 108025045 B ,? yu % 36/219 1T
[1470] 260 265 270

[1471] Ile Ser Thr Ala Pro Val Gln Met Pro Thr Ala Glu Ser Thr Gly Met
[1472] 275 280 285

[1473] Thr Pro Glu Lys Val Pro Val Ser Glu Val Met Gly Thr Thr Leu Ala
[1474] 290 295 300

[1475] Glu Met Ser Thr Pro Glu Ala Thr Gly Met Thr Pro Ala Glu Val Ser
[1476] 305 310 315 320
[1477] Ile Val Val Leu Ser Gly Thr Thr Ala Ala Gln Val Thr Thr Thr Glu
[1478] 325 330 335
[1479] Trp Val Glu Thr Thr Ala Arg Glu Leu Pro Ile Pro Glu Pro Glu Gly
[1480] 340 345 350

[1481] Pro Asp Ala Ser Ser Ile Met Ser Thr Glu Ser Ile Thr Gly Ser Leu
[1482] 355 360 365

[1483] Gly Pro Leu Leu Asp Gly Thr Ala Thr Leu Arg Leu Val Lys Arg Gln
[1484] 370 375 380

[1485] Val Pro Leu Asp Cys Val Leu Tyr Arg Tyr Gly Ser Phe Ser Val Thr
[1486] 385 390 395 400
[1487] Leu Asp Ile Val Gln Gly Ile Glu Ser Ala Glu Ile Leu Gln Ala Val
[1488] 405 410 415
[1489] Pro Ser Gly Glu Gly Asp Ala Phe Glu Leu Thr Val Ser Cys Gln Gly
[1490] 420 425 430

[1491] Gly Leu Pro Lys Glu Ala Cys Met Glu Ile Ser Ser Pro Gly Cys Gln
[1492] 435 440 445

[1493] Pro Pro Ala Gln Arg Leu Cys Gln Pro Val Leu Pro Ser Pro Ala Cys
[1494] 450 455 460

[1495] Gln Leu Val Leu His Gln Ile Leu Lys Gly Gly Ser Gly Thr Tyr Cys
[1496] 465 470 475 480
[1497] Leu Asn Val Ser Leu Ala Asp Thr Asn Ser Leu Ala Val Val Ser Thr
[1498] 485 490 495
[1499] Gln Leu Ile Met Pro Gly Gln Glu Ala Gly Leu Gly Gln Val Pro Leu
[1500] 500 505 510

[1501] TIle Val Gly Ile Leu Leu Val Leu Met Ala Val Val Leu Ala Ser Leu
[1502] 515 520 525

[1503] Ile Tyr Arg Arg Arg Leu Met Lys Gln Asp Phe Ser Val Pro Gln Leu
[1504] 530 535 540

[1505] Pro His Ser Ser Ser His Trp Leu Arg Leu Pro Arg Ile Phe Cys Ser
[1506] 545 550 555 560
[1507] Cys Pro Ile Gly Glu Asn Ser Pro Leu Leu Ser Gly Gln Gln Val
[1508] 565 570 575
[1509] <210> 46

[1510] <211> 661

[1511]  <212> PRT
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[1512] <213> homo sapiens

[1513]  <400> 46

[1514] Met Asp Leu Val Leu Lys Arg Cys Leu Leu His Leu Ala Val Ile Gly
[1515] 1 5 10 15
[1516] Ala Leu Leu Ala Val Gly Ala Thr Lys Val Pro Arg Asn Gln Asp Trp
[1517] 20 25 30

[1518] Leu Gly Val Ser Arg Gln Leu Arg Thr Lys Ala Trp Asn Arg Gln Leu
[1519] 35 40 45

[1520] Tyr Pro Glu Trp Thr Glu Ala Gln Arg Leu Asp Cys Trp Arg Gly Gly
[1521] 50 55 60

[1522] Gln Val Ser Leu Lys Val Ser Asn Asp Gly Pro Thr Leu Ile Gly Ala
[1523] 65 70 75 80
[1524] Asn Ala Ser Phe Ser Ile Ala Leu Asn Phe Pro Gly Ser Gln Lys Val
[1525] 85 90 95
[1526] Leu Pro Asp Gly Gln Val Ile Trp Val Asn Asn Thr Ile Ile Asn Gly
[1527] 100 105 110

[1528] Ser Gln Val Trp Gly Gly Gln Pro Val Tyr Pro Gln Glu Thr Asp Asp
[1529] 115 120 125

[1530] Ala Cys Ile Phe Pro Asp Gly Gly Pro Cys Pro Ser Gly Ser Trp Ser
[1531] 130 135 140

[1532] Gln Lys Arg Ser Phe Val Tyr Val Trp Lys Thr Trp Gly Gln Tyr Trp
[1533] 145 150 155 160
[1534] Gln Val Leu Gly Gly Pro Val Ser Gly Leu Ser Ile Gly Thr Gly Arg
[1535] 165 170 175
[1536] Ala Met Leu Gly Thr His Thr Met Glu Val Thr Val Tyr His Arg Arg
[1537] 180 185 190

[1538] Gly Ser Arg Ser Tyr Val Pro Leu Ala His Ser Ser Ser Ala Phe Thr
[1539] 195 200 205

[1540] Ile Thr Asp Gln Val Pro Phe Ser Val Ser Val Ser Gln Leu Arg Ala
[1541] 210 215 220

[1542] Leu Asp Gly Gly Asn Lys His Phe Leu Arg Asn Gln Pro Leu Thr Phe
[1543] 225 230 235 240
[1544] Ala Leu Gln Leu His Asp Pro Ser Gly Tyr Leu Ala Glu Ala Asp Leu
[1545] 245 250 255
[1546] Ser Tyr Thr Trp Asp Phe Gly Asp Ser Ser Gly Thr Leu Ile Ser Arg
[1547] 260 265 270

[1548] Ala Leu Val Val Thr His Thr Tyr Leu Glu Pro Gly Pro Val Thr Ala
[1549] 275 280 285

[1550] Gln Val Val Leu Gln Ala Ala Ile Pro Leu Thr Ser Cys Gly Ser Ser
[1551] 290 295 300

[1552] Pro Val Pro Gly Thr Thr Asp Gly His Arg Pro Thr Ala Glu Ala Pro
[1553] 305 310 315 320
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[1554] Asn Thr Thr Ala Gly Gln Val Pro Thr Thr Glu Val Val Gly Thr Thr
[1555] 325 330 335
[1556] Pro Gly Gln Ala Pro Thr Ala Glu Pro Ser Gly Thr Thr Ser Val Gln
[1557] 340 345 350

[1558] Val Pro Thr Thr Glu Val Ile Ser Thr Ala Pro Val Gln Met Pro Thr
[1559] 355 360 365

[1560] Ala Glu Ser Thr Gly Met Thr Pro Glu Lys Val Pro Val Ser Glu Val
[1561] 370 375 380

[1562] Met Gly Thr Thr Leu Ala Glu Met Ser Thr Pro Glu Ala Thr Gly Met
[1563] 385 390 395 400
[1564]  Thr Pro Ala Glu Val Ser Ile Val Val Leu Ser Gly Thr Thr Ala Ala
[1565] 405 410 415
[1566] Gln Val Thr Thr Thr Glu Trp Val Glu Thr Thr Ala Arg Glu Leu Pro
[1567] 420 425 430

[1568] Ile Pro Glu Pro Glu Gly Pro Asp Ala Ser Ser Ile Met Ser Thr Glu
[1569] 435 440 445

[1570] Ser Ile Thr Gly Ser Leu Gly Pro Leu Leu Asp Gly Thr Ala Thr Leu
[1571] 450 455 460

[1572] Arg Leu Val Lys Arg Gln Val Pro Leu Asp Cys Val Leu Tyr Arg Tyr
[1573] 465 470 475 480
[1574] Gly Ser Phe Ser Val Thr Leu Asp Ile Val Gln Gly Ile Glu Ser Ala
[1575] 485 490 495
[1576] Glu Ile Leu Gln Ala Val Pro Ser Gly Glu Gly Asp Ala Phe Glu Leu
[1577] 500 505 510

[1578] Thr Val Ser Cys Gln Gly Gly Leu Pro Lys Glu Ala Cys Met Glu Ile
[1579] 515 520 525

[1580] Ser Ser Pro Gly Cys Gln Pro Pro Ala Gln Arg Leu Cys Gln Pro Val
[1581] 530 535 540

[1582] Leu Pro Ser Pro Ala Cys Gln Leu Val Leu His Gln Ile Leu Lys Gly
[1583] 545 550 555 560
[1584] Gly Ser Gly Thr Tyr Cys Leu Asn Val Ser Leu Ala Asp Thr Asn Ser
[1585] 565 570 575
[1586] Leu Ala Val Val Ser Thr Gln Leu Ile Met Pro Gly Gln Glu Ala Gly
[1587] 580 585 590

[1588] Leu Gly Gln Val Pro Leu Ile Val Gly Ile Leu Leu Val Leu Met Ala
[1589] 595 600 605

[1590] Val Val Leu Ala Ser Leu Ile Tyr Arg Arg Arg Leu Met Lys Gln Asp
[1591] 610 615 620

[1592]  Phe Ser Val Pro Gln Leu Pro His Ser Ser Ser His Trp Leu Arg Leu
[1593] 625 630 635 640
[1594] Pro Arg Ile Phe Cys Ser Cys Pro Ile Gly Glu Asn Ser Pro Leu Leu
[1595] 645 650 655

98



CN 108025045 B ,? 5'] % 39/219 11
[1596] Ser Gly Gln Gln Val

[1597] 660

[1598]  <210> 47

[1599]  <211> 668

[1600]  <212> PRT

[1601] <213> homo sapiens

[1602]  <400> 47

[1603] Met Asp Leu Val Leu Lys Arg Cys Leu Leu His Leu Ala Val Ile Gly
[1604] 1 5 10 15
[1605] Ala Leu Leu Ala Val Gly Ala Thr Lys Val Pro Arg Asn Gln Asp Trp
[1606] 20 25 30

[1607] Leu Gly Val Ser Arg Gln Leu Arg Thr Lys Ala Trp Asn Arg Gln Leu
[1608] 35 40 45

[1609] Tyr Pro Glu Trp Thr Glu Ala Gln Arg Leu Asp Cys Trp Arg Gly Gly
[1610] 50 55 60

[1611] Gln Val Ser Leu Lys Val Ser Asn Asp Gly Pro Thr Leu Ile Gly Ala
[1612] 65 70 75 80
[1613] Asn Ala Ser Phe Ser Ile Ala Leu Asn Phe Pro Gly Ser Gln Lys Val
[1614] 85 90 95
[1615] Leu Pro Asp Gly Gln Val Ile Trp Val Asn Asn Thr Ile Ile Asn Gly
[1616] 100 105 110

[1617]  Ser Gln Val Trp Gly Gly Gln Pro Val Tyr Pro Gln Glu Thr Asp Asp
[1618] 115 120 125

[1619] Ala Cys Ile Phe Pro Asp Gly Gly Pro Cys Pro Ser Gly Ser Trp Ser
[1620] 130 135 140

[1621]  Gln Lys Arg Ser Phe Val Tyr Val Trp Lys Thr Trp Gly Gln Tyr Trp
[1622] 145 150 155 160
[1623] Gln Val Leu Gly Gly Pro Val Ser Gly Leu Ser Ile Gly Thr Gly Arg
[1624] 165 170 175
[1625] Ala Met Leu Gly Thr His Thr Met Glu Val Thr Val Tyr His Arg Arg
[1626] 180 185 190

[1627]  Gly Ser Arg Ser Tyr Val Pro Leu Ala His Ser Ser Ser Ala Phe Thr
[1628] 195 200 205

[1629] Ile Thr Asp Gln Val Pro Phe Ser Val Ser Val Ser Gln Leu Arg Ala
[1630] 210 215 220

[1631] Leu Asp Gly Gly Asn Lys His Phe Leu Arg Asn Gln Pro Leu Thr Phe
[1632] 225 230 235 240
[1633] Ala Leu Gln Leu His Asp Pro Ser Gly Tyr Leu Ala Glu Ala Asp Leu
[1634] 245 250 255
[1635] Ser Tyr Thr Trp Asp Phe Gly Asp Ser Ser Gly Thr Leu Ile Ser Arg
[1636] 260 265 270

[1637] Ala Leu Val Val Thr His Thr Tyr Leu Glu Pro Gly Pro Val Thr Ala
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[1638] 275 280 285

[1639] GIn Val Val Leu Gln Ala Ala Ile Pro Leu Thr Ser Cys Gly Ser Ser
[1640] 290 295 300

[1641]  Pro Val Pro Gly Thr Thr Asp Gly His Arg Pro Thr Ala Glu Ala Pro
[1642] 305 310 315 320
[1643] Asn Thr Thr Ala Gly Gln Val Pro Thr Thr Glu Val Val Gly Thr Thr
[1644] 325 330 335
[1645] Pro Gly Gln Ala Pro Thr Ala Glu Pro Ser Gly Thr Thr Ser Val Gln
[1646] 340 345 350

[1647]  Val Pro Thr Thr Glu Val Ile Ser Thr Ala Pro Val Gln Met Pro Thr
[1648] 355 360 365

[1649] Ala Glu Ser Thr Gly Met Thr Pro Glu Lys Val Pro Val Ser Glu Val
[1650] 370 375 380

[1651] Met Gly Thr Thr Leu Ala Glu Met Ser Thr Pro Glu Ala Thr Gly Met
[1652] 385 390 395 400
[1653] Thr Pro Ala Glu Val Ser Ile Val Val Leu Ser Gly Thr Thr Ala Ala
[1654] 405 410 415
[1655]  Gln Val Thr Thr Thr Glu Trp Val Glu Thr Thr Ala Arg Glu Leu Pro
[1656] 420 425 430

[1657] 1Ile Pro Glu Pro Glu Gly Pro Asp Ala Ser Ser Ile Met Ser Thr Glu
[1658] 435 440 445

[1659] Ser Ile Thr Gly Ser Leu Gly Pro Leu Leu Asp Gly Thr Ala Thr Leu
[1660] 450 455 460

[1661]  Arg Leu Val Lys Arg Gln Val Pro Leu Asp Cys Val Leu Tyr Arg Tyr
[1662] 465 470 475 480
[1663] Gly Ser Phe Ser Val Thr Leu Asp Ile Val Gln Gly Ile Glu Ser Ala
[1664] 485 490 495
[1665] Glu Ile Leu Gln Ala Val Pro Ser Gly Glu Gly Asp Ala Phe Glu Leu
[1666] 500 505 510

[1667] Thr Val Ser Cys Gln Gly Gly Leu Pro Lys Glu Ala Cys Met Glu Ile
[1668] 515 520 525

[1669] Ser Ser Pro Gly Cys Gln Pro Pro Ala Gln Arg Leu Cys Gln Pro Val
[1670] 530 535 540

[1671] Leu Pro Ser Pro Ala Cys Gln Leu Val Leu His GIln Ile Leu Lys Gly
[1672] 545 550 555 560
[1673] Gly Ser Gly Thr Tyr Cys Leu Asn Val Ser Leu Ala Asp Thr Asn Ser
[1674] 565 570 575
[1675] Leu Ala Val Val Ser Thr Gln Leu Ile Met Pro Val Pro Gly Ile Leu
[1676] 580 585 590

[1677] Leu Thr Gly Gln Glu Ala Gly Leu Gly Gln Val Pro Leu Ile Val Gly
[1678] 595 600 605

[1679] 1Ile Leu Leu Val Leu Met Ala Val Val Leu Ala Ser Leu Ile Tyr Arg
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[1680] 610 615 620

[1681] Arg Arg Leu Met Lys Gln Asp Phe Ser Val Pro Gln Leu Pro His Ser
[1682] 625 630 635 640
[1683] Ser Ser His Trp Leu Arg Leu Pro Arg Ile Phe Cys Ser Cys Pro Ile
[1684] 645 650 655
[1685] Gly Glu Asn Ser Pro Leu Leu Ser Gly Gln Gln Val

[1686] 660 665

[1687] <210> 48

[1688] <211> 118

[1689]  <212> PRT

[1690] <213> homo sapiens

[1691]  <400> 48

[1692] Met Pro Arg Glu Asp Ala His Phe Ile Tyr Gly Tyr Pro Lys Lys Gly
[1693] 1 5 10 15
[1694] His Gly His Ser Tyr Thr Thr Ala Glu Glu Ala Ala Gly Ile Gly Ile
[1695] 20 25 30

[1696] Leu Thr Val Ile Leu Gly Val Leu Leu Leu Ile Gly Cys Trp Tyr Cys
[1697] 35 40 45

[1698] Arg Arg Arg Asn Gly Tyr Arg Ala Leu Met Asp Lys Ser Leu His Val
[1699] 50 55 60

[1700] Gly Thr Gln Cys Ala Leu Thr Arg Arg Cys Pro Gln Glu Gly Phe Asp
[1701] 65 70 75 80
[1702] His Arg Asp Ser Lys Val Ser Leu Gln Glu Lys Asn Cys Glu Pro Val
[1703] 85 90 95
[1704]  Val Pro Asn Ala Pro Pro Ala Tyr Glu Lys Leu Ser Ala Glu Gln Ser
[1705] 100 105 110

[1706] Pro Pro Pro Tyr Ser Pro

[1707] 115

[1708] <210> 49

[1709]  <211> 1069

[1710]  <212> PRT

[1711]  <213> homo sapiens

[1712]  <400> 49

[1713] Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu Arg Ser
[1714] 1 5 10 15
[1715] His Tyr Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg Leu Gly
[1716] 20 25 30

[1717]  Pro Gln Gly Trp Arg Leu Val Gln Arg Gly Asp Pro Ala Ala Phe Arg
[1718] 35 40 45

[1719] Ala Leu Val Ala Gln Cys Leu Val Cys Val Pro Trp Asp Ala Arg Pro
[1720] 50 55 60

[1721] Pro Pro Ala Ala Pro Ser Phe Arg Gln Val Ser Cys Leu Lys Glu Leu
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[1722] 65 70 75 80
[1723] Val Ala Arg Val Leu Gln Arg Leu Cys Glu Arg Gly Ala Lys Asn Val
[1724] 85 90 95
[1725] Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro
[1726] 100 105 110

[1727]  Glu Ala Phe Thr Thr Ser Val Arg Ser Tyr Leu Pro Asn Thr Val Thr
[1728] 115 120 125

[1729] Asp Ala Leu Arg Gly Ser Gly Ala Trp Gly Leu Leu Leu Arg Arg Val
[1730] 130 135 140

[1731]  Gly Asp Asp Val Leu Val His Leu Leu Ala Arg Cys Ala Leu Phe Val
[1732] 145 150 155 160
[1733] Leu Val Ala Pro Ser Cys Ala Tyr Gln Val Cys Gly Pro Pro Leu Tyr
[1734] 165 170 175
[1735]  Gln Leu Gly Ala Ala Thr Gln Ala Arg Pro Pro Pro His Ala Ser Gly
[1736] 180 185 190

[1737]  Pro Arg Arg Arg Leu Gly Cys Glu Arg Ala Trp Asn His Ser Val Arg
[1738] 195 200 205

[1739] Glu Ala Gly Val Pro Leu Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg
[1740] 210 215 220

[1741] Gly Gly Ser Ala Ser Arg Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg
[1742] 225 230 235 240
[1743] Gly Ala Ala Pro Glu Pro Glu Arg Thr Pro Val Gly Gln Gly Ser Trp
[1744] 245 250 255
[1745] Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val
[1746] 260 265 270

[1747] Val Ser Pro Ala Arg Pro Ala Glu Glu Ala Thr Ser Leu Glu Gly Ala
[1748] 275 280 285

[1749] Leu Ser Gly Thr Arg His Ser His Pro Ser Val Gly Arg Gln His His
[1750] 290 295 300

[1751] Ala Gly Pro Pro Ser Thr Ser Arg Pro Pro Arg Pro Trp Asp Thr Pro
[1752] 305 310 315 320
[1753] Cys Pro Pro Val Tyr Ala Glu Thr Lys His Phe Leu Tyr Ser Ser Gly
[1754] 325 330 335
[1755] Asp Lys Glu Gln Leu Arg Pro Ser Phe Leu Leu Ser Ser Leu Arg Pro
[1756] 340 345 350

[1757] Ser Leu Thr Gly Ala Arg Arg Leu Val Glu Thr Ile Phe Leu Gly Ser
[1758] 355 360 365

[1759] Arg Pro Trp Met Pro Gly Thr Pro Arg Arg Leu Pro Arg Leu Pro Gln
[1760] 370 375 380

[1761]  Arg Tyr Trp Gln Met Arg Pro Leu Phe Leu Glu Leu Leu Gly Asn His
[1762] 385 390 395 400
[1763] Ala Gln Cys Pro Tyr Gly Val Leu Leu Lys Thr His Cys Pro Leu Arg
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[1764] 405 410 415
[1765] Ala Ala Val Thr Pro Ala Ala Gly Val Cys Ala Arg Glu Lys Pro Gln
[1766] 420 425 430

[1767]  Gly Ser Val Ala Ala Pro Glu Glu Glu Asp Thr Asp Pro Arg Arg Leu
[1768] 435 440 445

[1769] Val Gln Leu Leu Arg GIln His Ser Ser Pro Trp Gln Val Tyr Gly Phe
[1770] 450 455 460

[1771] Val Arg Ala Cys Leu Arg Arg Leu Val Pro Pro Gly Leu Trp Gly Ser
[1772] 465 470 475 480
[1773] Arg His Asn Glu Arg Arg Phe Leu Arg Asn Thr Lys Lys Phe Ile Ser
[1774] 485 490 495
[1775] Leu Gly Lys His Ala Lys Leu Ser Leu Gln Glu Leu Thr Trp Lys Met
[1776] 500 505 510

[1777] Ser Val Arg Asp Cys Ala Trp Leu Arg Arg Ser Pro Gly Val Gly Cys
[1778] 515 520 525

[1779] Val Pro Ala Ala Glu His Arg Leu Arg Glu Glu Ile Leu Ala Lys Phe
[1780] 530 535 540

[1781] Leu His Trp Leu Met Ser Val Tyr Val Val Glu Leu Leu Arg Ser Phe
[1782] 545 550 555 560
[1783] Phe Tyr Val Thr Glu Thr Thr Phe Gln Lys Asn Arg Leu Phe Phe Tyr
[1784] 565 570 575
[1785] Arg Lys Ser Val Trp Ser Lys Leu Gln Ser Ile Gly Ile Arg Gln His
[1786] 580 585 590

[1787] Leu Lys Arg Val Gln Leu Arg Glu Leu Ser Glu Ala Glu Val Arg Gln
[1788] 595 600 605

[1789] His Arg Glu Ala Arg Pro Ala Leu Leu Thr Ser Arg Leu Arg Phe Ile
[1790] 610 615 620

[1791]  Pro Lys Pro Asp Gly Leu Arg Pro Ile Val Asn Met Asp Tyr Val Val
[1792] 625 630 635 640
[1793] Gly Ala Arg Thr Phe Arg Arg Glu Lys Arg Ala Glu Arg Leu Thr Ser
[1794] 645 650 655
[1795] Arg Val Lys Ala Leu Phe Ser Val Leu Asn Tyr Glu Arg Ala Arg Arg
[1796] 660 665 670

[1797]  Pro Gly Leu Leu Gly Ala Ser Val Leu Gly Leu Asp Asp Ile His Arg
[1798] 675 680 685

[1799] Ala Trp Arg Thr Phe Val Leu Arg Val Arg Ala Gln Asp Pro Pro Pro
[1800] 690 695 700

[1801]  Glu Leu Tyr Phe Val Lys Val Asp Val Thr Gly Ala Tyr Asp Thr Ile
[1802] 705 710 715 720
[1803] Pro Gln Asp Arg Leu Thr Glu Val Ile Ala Ser Ile Ile Lys Pro Gln
[1804] 725 730 735
[1805] Asn Thr Tyr Cys Val Arg Arg Tyr Ala Val Val Gln Lys Ala Ala His
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[1806] 740 745 750

[1807] Gly His Val Arg Lys Ala Phe Lys Ser His Val Ser Thr Leu Thr Asp
[1808] 755 760 765

[1809] Leu Gln Pro Tyr Met Arg Gln Phe Val Ala His Leu Gln Glu Thr Ser
[1810] 770 775 780

[1811]  Pro Leu Arg Asp Ala Val Val Ile Glu Gln Ser Ser Ser Leu Asn Glu
[1812] 785 790 795 800
[1813] Ala Ser Ser Gly Leu Phe Asp Val Phe Leu Arg Phe Met Cys His His
[1814] 805 810 815
[1815] Ala Val Arg Ile Arg Gly Lys Ser Tyr Val Gln Cys Gln Gly Ile Pro
[1816] 820 825 830

[1817]  Gln Gly Ser Ile Leu Ser Thr Leu Leu Cys Ser Leu Cys Tyr Gly Asp
[1818] 835 840 845

[1819] Met Glu Asn Lys Leu Phe Ala Gly Ile Arg Arg Asp Gly Leu Leu Leu
[1820] 850 855 860

[1821] Arg Leu Val Asp Asp Phe Leu Leu Val Thr Pro His Leu Thr His Ala
[1822] 865 870 875 880
[1823] Lys Thr Phe Leu Ser Tyr Ala Arg Thr Ser Ile Arg Ala Ser Leu Thr
[1824] 885 890 895
[1825] Phe Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe
[1826] 900 905 910

[1827] Gly Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gln Val
[1828] 915 920 925

[1829] Asn Ser Leu Gln Thr Val Cys Thr Asn Ile Tyr Lys Ile Leu Leu Leu
[1830] 930 935 940

[1831]  Gln Ala Tyr Arg Phe His Ala Cys Val Leu Gln Leu Pro Phe His Gln
[1832] 945 950 955 960
[1833] Gln Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val Ile Ser Asp Thr
[1834] 965 970 975
[1835] Ala Ser Leu Cys Tyr Ser Ile Leu Lys Ala Lys Asn Ala Gly Met Ser
[1836] 980 985 990

[1837] Leu Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu Ala Val Gln
[1838] 995 1000 1005

[1839] Trp Leu Cys His Gln Ala Phe Leu Leu Lys Leu Thr Arg His Arg Val
[1840] 1010 1015 1020

[1841] Thr Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr Ala Gln Thr Gln Leu
[1842] 1025 1030 1035 1040
[1843] Ser Arg Lys Leu Pro Gly Thr Thr Leu Thr Ala Leu Glu Ala Ala Ala
[1844] 1045 1050 1055
[1845] Asn Pro Ala Leu Pro Ser Asp Phe Lys Thr Ile Leu Asp

[1846] 1060 1065

[1847]  <210> 50
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[1848] <211> 1132

[1849]  <212> PRT

[1850] <213> homo sapiens

[1851]  <400> 50

[1852] Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu Arg Ser
[1853] 1 5 10 15
[1854] His Tyr Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg Leu Gly
[1855] 20 25 30

[1856] Pro Gln Gly Trp Arg Leu Val Gln Arg Gly Asp Pro Ala Ala Phe Arg
[1857] 35 40 45

[1858] Ala Leu Val Ala Gln Cys Leu Val Cys Val Pro Trp Asp Ala Arg Pro
[1859] 50 55 60

[1860] Pro Pro Ala Ala Pro Ser Phe Arg Gln Val Ser Cys Leu Lys Glu Leu
[1861] 65 70 75 80
[1862] Val Ala Arg Val Leu Gln Arg Leu Cys Glu Arg Gly Ala Lys Asn Val
[1863] 85 90 95
[1864] Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro
[1865] 100 105 110

[1866] Glu Ala Phe Thr Thr Ser Val Arg Ser Tyr Leu Pro Asn Thr Val Thr
[1867] 115 120 125

[1868] Asp Ala Leu Arg Gly Ser Gly Ala Trp Gly Leu Leu Leu Arg Arg Val
[1869] 130 135 140

[1870] Gly Asp Asp Val Leu Val His Leu Leu Ala Arg Cys Ala Leu Phe Val
[1871] 145 150 155 160
[1872] Leu Val Ala Pro Ser Cys Ala Tyr Gln Val Cys Gly Pro Pro Leu Tyr
[1873] 165 170 175
[1874]  Gln Leu Gly Ala Ala Thr Gln Ala Arg Pro Pro Pro His Ala Ser Gly
[1875] 180 185 190

[1876] Pro Arg Arg Arg Leu Gly Cys Glu Arg Ala Trp Asn His Ser Val Arg
[1877] 195 200 205

[1878]  Glu Ala Gly Val Pro Leu Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg
[1879] 210 215 220

[1880] Gly Gly Ser Ala Ser Arg Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg
[1881] 225 230 235 240
[1882] Gly Ala Ala Pro Glu Pro Glu Arg Thr Pro Val Gly Gln Gly Ser Trp
[1883] 245 250 255
[1884] Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val
[1885] 260 265 270

[1886] Val Ser Pro Ala Arg Pro Ala Glu Glu Ala Thr Ser Leu Glu Gly Ala
[1887] 275 280 285

[1888] Leu Ser Gly Thr Arg His Ser His Pro Ser Val Gly Arg Gln His His
[1889] 290 295 300
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[1890] Ala Gly Pro Pro Ser Thr Ser Arg Pro Pro Arg Pro Trp Asp Thr Pro
[1891] 305 310 315 320
[1892] Cys Pro Pro Val Tyr Ala Glu Thr Lys His Phe Leu Tyr Ser Ser Gly
[1893] 325 330 335
[1894] Asp Lys Glu Gln Leu Arg Pro Ser Phe Leu Leu Ser Ser Leu Arg Pro
[1895] 340 345 350

[1896] Ser Leu Thr Gly Ala Arg Arg Leu Val Glu Thr Ile Phe Leu Gly Ser
[1897] 355 360 365

[1898] Arg Pro Trp Met Pro Gly Thr Pro Arg Arg Leu Pro Arg Leu Pro Gln
[1899] 370 375 380

[1900] Arg Tyr Trp Gln Met Arg Pro Leu Phe Leu Glu Leu Leu Gly Asn His
[1901] 385 390 395 400
[1902] Ala Gln Cys Pro Tyr Gly Val Leu Leu Lys Thr His Cys Pro Leu Arg
[1903] 405 410 415
[1904] Ala Ala Val Thr Pro Ala Ala Gly Val Cys Ala Arg Glu Lys Pro Gln
[1905] 420 425 430

[1906] Gly Ser Val Ala Ala Pro Glu Glu Glu Asp Thr Asp Pro Arg Arg Leu
[1907] 435 440 445

[1908] Val Gln Leu Leu Arg Gln His Ser Ser Pro Trp Gln Val Tyr Gly Phe
[1909] 450 455 460

[1910] Val Arg Ala Cys Leu Arg Arg Leu Val Pro Pro Gly Leu Trp Gly Ser
[1911] 465 470 475 480
[1912] Arg His Asn Glu Arg Arg Phe Leu Arg Asn Thr Lys Lys Phe Ile Ser
[1913] 485 490 495
[1914] Leu Gly Lys His Ala Lys Leu Ser Leu Gln Glu Leu Thr Trp Lys Met
[1915] 500 505 510

[1916] Ser Val Arg Asp Cys Ala Trp Leu Arg Arg Ser Pro Gly Val Gly Cys
[1917] 515 520 525

[1918] Val Pro Ala Ala Glu His Arg Leu Arg Glu Glu Ile Leu Ala Lys Phe
[1919] 530 535 540

[1920] Leu His Trp Leu Met Ser Val Tyr Val Val Glu Leu Leu Arg Ser Phe
[1921] 545 550 555 560
[1922] Phe Tyr Val Thr Glu Thr Thr Phe Gln Lys Asn Arg Leu Phe Phe Tyr
[1923] 565 570 575
[1924] Arg Lys Ser Val Trp Ser Lys Leu Gln Ser Ile Gly Ile Arg Gln His
[1925] 580 585 590

[1926] Leu Lys Arg Val Gln Leu Arg Glu Leu Ser Glu Ala Glu Val Arg Gln
[1927] 595 600 605

[1928] His Arg Glu Ala Arg Pro Ala Leu Leu Thr Ser Arg Leu Arg Phe Ile
[1929] 610 615 620

[1930] Pro Lys Pro Asp Gly Leu Arg Pro Ile Val Asn Met Asp Tyr Val Val
[1931] 625 630 635 640
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[1932] Gly Ala Arg Thr Phe Arg Arg Glu Lys Arg Ala Glu Arg Leu Thr Ser
[1933] 645 650 655
[1934] Arg Val Lys Ala Leu Phe Ser Val Leu Asn Tyr Glu Arg Ala Arg Arg
[1935] 660 665 670

[1936] Pro Gly Leu Leu Gly Ala Ser Val Leu Gly Leu Asp Asp Ile His Arg
[1937] 675 680 685

[1938] Ala Trp Arg Thr Phe Val Leu Arg Val Arg Ala Gln Asp Pro Pro Pro
[1939] 690 695 700

[1940] Glu Leu Tyr Phe Val Lys Val Asp Val Thr Gly Ala Tyr Asp Thr Ile
[1941] 705 710 715 720
[1942] Pro Gln Asp Arg Leu Thr Glu Val Ile Ala Ser Ile Ile Lys Pro Gln
[1943] 725 730 735
[1944] Asn Thr Tyr Cys Val Arg Arg Tyr Ala Val Val Gln Lys Ala Ala His
[1945] 740 745 750

[1946] Gly His Val Arg Lys Ala Phe Lys Ser His Val Ser Thr Leu Thr Asp
[1947] 755 760 765

[1948] Leu Gln Pro Tyr Met Arg Gln Phe Val Ala His Leu Gln Glu Thr Ser
[1949] 770 775 780

[1950] Pro Leu Arg Asp Ala Val Val Ile Glu Gln Ser Ser Ser Leu Asn Glu
[1951] 785 790 795 800
[1952] Ala Ser Ser Gly Leu Phe Asp Val Phe Leu Arg Phe Met Cys His His
[1953] 805 810 815
[1954] Ala Val Arg Ile Arg Gly Lys Ser Tyr Val Gln Cys Gln Gly Ile Pro
[1955] 820 825 830

[1956] Gln Gly Ser Ile Leu Ser Thr Leu Leu Cys Ser Leu Cys Tyr Gly Asp
[1957] 835 840 845

[1958] Met Glu Asn Lys Leu Phe Ala Gly Ile Arg Arg Asp Gly Leu Leu Leu
[1959] 850 855 860

[1960] Arg Leu Val Asp Asp Phe Leu Leu Val Thr Pro His Leu Thr His Ala
[1961] 865 870 875 880
[1962] Lys Thr Phe Leu Arg Thr Leu Val Arg Gly Val Pro Glu Tyr Gly Cys
[1963] 885 890 895
[1964] Val Val Asn Leu Arg Lys Thr Val Val Asn Phe Pro Val Glu Asp Glu
[1965] 900 905 910

[1966] Ala Leu Gly Gly Thr Ala Phe Val Gln Met Pro Ala His Gly Leu Phe
[1967] 915 920 925

[1968] Pro Trp Cys Gly Leu Leu Leu Asp Thr Arg Thr Leu Glu Val Gln Ser
[1969] 930 935 940

[1970] Asp Tyr Ser Ser Tyr Ala Arg Thr Ser Ile Arg Ala Ser Leu Thr Phe
[1971] 945 950 955 960
[1972] Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe Gly
[1973] 965 970 975
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[1974]
[1975]
[1976]
[1977]
[1978]
[1979]
[1980]
[1981]
[1982]
[1983]
[1984]
[1985]
[1986]
[1987]
[1988]
[1989]
[1990]
[1991]
[1992]
[1993]
[1994]
[1995]
[1996]
[1997]
[1998]
[1999]
[2000]
[2001]
[2002]
[2003]
[2004]
[2005]
[2006]
[2007]
[2008]
[2009]
[2010]
[2011]
[2012]
[2013]
[2014]
[2015]

Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gln Val Asn
980 985 990
Ser Leu Gln Thr Val Cys Thr Asn Ile Tyr Lys Ile Leu Leu Leu Gln
995 1000 1005
Ala Tyr Arg Phe His Ala Cys Val Leu Gln Leu Pro Phe His Gln Gln
1010 1015 1020
Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val Ile Ser Asp Thr Ala
1025 1030 1035 1040
Ser Leu Cys Tyr Ser Ile Leu Lys Ala Lys Asn Ala Gly Met Ser Leu
1045 1050 1055
Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu Ala Val Gln Trp
1060 1065 1070
Leu Cys His Gln Ala Phe Leu Leu Lys Leu Thr Arg His Arg Val Thr
1075 1080 1085
Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr Ala Gln Thr Gln Leu Ser
1090 1095 1100
Arg Lys Leu Pro Gly Thr Thr Leu Thr Ala Leu Glu Ala Ala Ala Asn
1105 1110 1115 1120
Pro Ala Leu Pro Ser Asp Phe Lys Thr Ile Leu Asp
1125 1130
<210> 51
<211> 353
<212> PRT
<213> homo sapiens
<400> 51
Met Ala His Phe Pro Gly Phe Gly Gln Ser Leu Leu Phe Gly Tyr Pro
1 5 10 15
Val Tyr Val Phe Gly Asp Cys Val Gln Gly Asp Trp Cys Pro Ile Ser
20 25 30
Gly Gly Leu Cys Ser Ala Arg Leu His Arg His Ala Leu Leu Ala Thr
35 40 45
Cys Pro Glu His GIn Ile Thr Trp Asp Pro Ile Asp Gly Arg Val Ile
50 55 60
Gly Ser Ala Leu Gln Phe Leu Ile Pro Arg Leu Pro Ser Phe Pro Thr
65 70 75 80
Gln Arg Thr Ser Lys Thr Leu Lys Val Leu Thr Pro Pro Ile Thr His
85 90 95
Thr Thr Pro Asn Ile Pro Pro Ser Phe Leu Gln Ala Met Arg Lys Tyr
100 105 110
Ser Pro Phe Arg Asn Gly Tyr Met Glu Pro Thr Leu Gly Gln His Leu
115 120 125
Pro Thr Leu Ser Phe Pro Asp Pro Gly Leu Arg Pro Gln Asn Leu Tyr
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[2016] 130 135 140

[2017] Thr Leu Trp Gly Gly Ser Val Val Cys Met Tyr Leu Tyr Gln Leu Ser
[2018] 145 150 155 160
[2019]  Pro Pro Ile Thr Trp Pro Leu Leu Pro His Val Ile Phe Cys His Pro
[2020] 165 170 175
[2021]  Gly Gln Leu Gly Ala Phe Leu Thr Asn Val Pro Tyr Lys Arg Ile Glu
[2022] 180 185 190

[2023] Lys Leu Leu Tyr Lys Ile Ser Leu Thr Thr Gly Ala Leu Ile Ile Leu
[2024] 195 200 205

[2025] Pro Glu Asp Cys Leu Pro Thr Thr Leu Phe Gln Pro Ala Arg Ala Pro
[2026] 210 215 220

[2027] Val Thr Leu Thr Ala Trp Gln Asn Gly Leu Leu Pro Phe His Ser Thr
[2028] 225 230 235 240
[2029] Leu Thr Thr Pro Gly Leu Ile Trp Thr Phe Thr Asp Gly Thr Pro Met
[2030] 245 250 255
[2031] Ile Ser Gly Pro Cys Pro Lys Asp Gly Gln Pro Ser Leu Val Leu Gln
[2032] 260 265 270

[2033] Ser Ser Ser Phe Ile Phe His Lys Phe Gln Thr Lys Ala Tyr His Pro
[2034] 275 280 285

[2035] Ser Phe Leu Leu Ser His Gly Leu Ile Gln Tyr Ser Ser Phe His Asn
[2036] 290 295 300

[2037] Leu His Leu Leu Phe Glu Glu Tyr Thr Asn Ile Pro Ile Ser Leu Leu
[2038] 305 310 315 320
[2039]  Phe Asn Glu Lys Glu Ala Asp Asp Asn Asp His Glu Pro Gln Ile Ser
[2040] 325 330 335
[2041]  Pro Gly Gly Leu Glu Pro Leu Ser Glu Lys His Phe Arg Glu Thr Glu
[2042] 340 345 350

[2043]  Val

[2044] <210> 52

[2045]  <211> 345

[2046] <212> PRT

[2047] <213> homo sapiens

[2048]  <400> 52

[2049] Met Ala His Phe Pro Gly Phe Gly Gln Ser Leu Leu Tyr Gly Tyr Pro
[2050] 1 5 10 15
[2051]  Val Tyr Val Phe Gly Asp Cys Val Gln Ala Asp Trp Cys Pro Ile Ser
[2052] 20 25 30

[2053] Gly Gly Leu Cys Ser Pro Arg Leu His Arg His Ala Leu Leu Ala Thr
[2054] 35 40 45

[2055] Cys Pro Glu His Gln Ile Thr Trp Asp Pro Ile Asp Gly Arg Val Val
[2056] 50 55 60

[2057] Gly Ser Pro Leu Gln Tyr Leu Ile Pro Arg Leu Pro Ser Phe Pro Thr
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[2058] 65 70 75 80
[2059] Gln Arg Thr Ser Lys Thr Leu Lys Val Leu Thr Pro Pro Thr Thr Pro
[2060] 85 90 95
[2061] Val Thr Pro Lys Val Pro Pro Ser Phe Phe Gln Ser Val Arg Arg His
[2062] 100 105 110

[2063] Ser Pro Tyr Arg Asn Gly Cys Leu Glu Thr Thr Leu Gly Glu Gln Leu
[2064] 115 120 125

[2065] Pro Ser Leu Ala Phe Pro Glu Pro Gly Leu Arg Pro Gln Asn Val Tyr
[2066] 130 135 140

[2067] Thr Ile Trp Gly Lys Thr Ile Val Cys Leu Tyr Ile Tyr Gln Leu Ser
[2068] 145 150 155 160
[2069] Pro Pro Met Thr Trp Pro Leu Ile Pro His Val Ile Phe Cys Asn Pro
[2070] 165 170 175
[2071] Arg Gln Leu Gly Ala Phe Leu Ser Asn Val Pro Pro Lys Arg Leu Glu
[2072] 180 185 190

[2073]  Glu Leu Leu Tyr Lys Leu Tyr Leu His Thr Gly Ala Ile Ile Ile Leu
[2074] 195 200 205

[2075]  Pro Glu Asp Ala Leu Pro Thr Thr Leu Phe Gln Pro Val Arg Ala Pro
[2076] 210 215 220

[2077] Cys Val Gln Thr Thr Trp Asn Thr Gly Leu Leu Pro Tyr Gln Pro Asn
[2078] 225 230 235 240
[2079] Leu Thr Thr Pro Gly Leu Ile Trp Thr Phe Asn Asp Gly Ser Pro Met
[2080] 245 250 255
[2081] Ile Ser Gly Pro Cys Pro Lys Ala Gly Gln Pro Ser Leu Val Val Gln
[2082] 260 265 270

[2083] Ser Ser Leu Leu Ile Phe Glu Arg Phe Gln Thr Lys Ala Tyr His Pro
[2084] 275 280 285

[2085] Ser Tyr Leu Leu Ser His Gln Leu Ile Gln Tyr Ser Ser Phe His His
[2086] 290 295 300

[2087] Leu Tyr Leu Leu Phe Asp Glu Tyr Thr Thr Ile Pro Phe Ser Leu Leu
[2088] 305 310 315 320
[2089] Phe Lys Glu Lys Glu Gly Asp Asp Arg Asp Asn Asp Pro Leu Pro Gly
[2090] 325 330 335
[2091] Ala Thr Ala Ser Pro Gln Gly Gln Asn

[2092] 340 345

[2093] <210> 53

[2094] <211> 180

[2095]  <212> PRT

[2096] <213> homo sapiens

[2097]  <400> 53

[2098] Met Gln Ala Glu Gly Arg Gly Thr Gly Gly Ser Thr Gly Asp Ala Asp
[2099] 1 5 10 15
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[2100]  Gly Pro Gly Gly Pro Gly Ile Pro Asp Gly Pro Gly Gly Asn Ala Gly
[2101] 20 25 30

[2102]  Gly Pro Gly Glu Ala Gly Ala Thr Gly Gly Arg Gly Pro Arg Gly Ala
[2103] 35 40 45

[2104] Gly Ala Ala Arg Ala Ser Gly Pro Gly Gly Gly Ala Pro Arg Gly Pro
[2105] 50 55 60

[2106] His Gly Gly Ala Ala Ser Gly Leu Asn Gly Cys Cys Arg Cys Gly Ala
[2107] 65 70 75 80
[2108] Arg Gly Pro Glu Ser Arg Leu Leu Glu Phe Tyr Leu Ala Met Pro Phe
[2109] 85 90 95
[2110] Ala Thr Pro Met Glu Ala Glu Leu Ala Arg Arg Ser Leu Ala Gln Asp
[2111] 100 105 110

[2112]  Ala Pro Pro Leu Pro Val Pro Gly Val Leu Leu Lys Glu Phe Thr Val
[2113] 115 120 125

[2114]  Ser Gly Asn Ile Leu Thr Ile Arg Leu Thr Ala Ala Asp His Arg Gln
[2115] 130 135 140

[2116] Leu Gln Leu Ser Ile Ser Ser Cys Leu Gln Gln Leu Ser Leu Leu Met
[2117] 145 150 155 160
[2118] Trp Ile Thr Gln Cys Phe Leu Pro Val Phe Leu Ala Gln Pro Pro Ser
[2119] 165 170 175
[2120] Gly Gln Arg Arg

[2121] 180

[2122] <210> 54

[2123]  <211> 309

[2124]  <212> PRT

[2125] <213> homo sapiens

[2126]  <400> 54

[2127] Met Ser Leu Glu Gln Arg Ser Leu His Cys Lys Pro Glu Glu Ala Leu
[2128] 1 5 10 15
[2129] Glu Ala Gln Gln Glu Ala Leu Gly Leu Val Cys Val Gln Ala Ala Thr
[2130] 20 25 30

[2131]  Ser Ser Ser Ser Pro Leu Val Leu Gly Thr Leu Glu Glu Val Pro Thr
[2132] 35 40 45

[2133] Ala Gly Ser Thr Asp Pro Pro Gln Ser Pro Gln Gly Ala Ser Ala Phe
[2134] 50 55 60

[2135] Pro Thr Thr Ile Asn Phe Thr Arg Gln Arg Gln Pro Ser Glu Gly Ser
[2136] 65 70 75 80
[2137]  Ser Ser Arg Glu Glu Glu Gly Pro Ser Thr Ser Cys Ile Leu Glu Ser
[2138] 85 90 95
[2139] Leu Phe Arg Ala Val Ile Thr Lys Lys Val Ala Asp Leu Val Gly Phe
[2140] 100 105 110

[2141] Leu Leu Leu Lys Tyr Arg Ala Arg Glu Pro Val Thr Lys Ala Glu Met
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[2142] 115 120 125

[2143] Leu Glu Ser Val Ile Lys Asn Tyr Lys His Cys Phe Pro Glu Ile Phe
[2144] 130 135 140

[2145] Gly Lys Ala Ser Glu Ser Leu Gln Leu Val Phe Gly Ile Asp Val Lys
[2146] 145 150 155 160
[2147] Glu Ala Asp Pro Thr Gly His Ser Tyr Val Leu Val Thr Cys Leu Gly
[2148] 165 170 175
[2149] Leu Ser Tyr Asp Gly Leu Leu Gly Asp Asn Gln Ile Met Pro Lys Thr
[2150] 180 185 190

[2151] Gly Phe Leu Ile Ile Val Leu Val Met Ile Ala Met Glu Gly Gly His
[2152] 195 200 205

[2153] Ala Pro Glu Glu Glu Ile Trp Glu Glu Leu Ser Val Met Glu Val Tyr
[2154] 210 215 220

[2155] Asp Gly Arg Glu His Ser Ala Tyr Gly Glu Pro Arg Lys Leu Leu Thr
[2156] 225 230 235 240
[2157]  Gln Asp Leu Val Gln Glu Lys Tyr Leu Glu Tyr Arg Gln Val Pro Asp
[2158] 245 250 255
[2159]  Ser Asp Pro Ala Arg Tyr Glu Phe Leu Trp Gly Pro Arg Ala Leu Ala
[2160] 260 265 270

[2161]  Glu Thr Ser Tyr Val Lys Val Leu Glu Tyr Val Ile Lys Val Ser Ala
[2162] 275 280 285

[2163] Arg Val Arg Phe Phe Phe Pro Ser Leu Arg Glu Ala Ala Leu Arg Glu
[2164] 290 295 300

[2165] Glu Glu Glu Gly Val

[2166] 305

[2167] <210> 55

[2168] <211> 314

[2169]  <212> PRT

[2170]  <213> homo sapiens

[2171]  <400> 55

[2172] Met Pro Leu Glu Gln Arg Ser Gln His Cys Lys Pro Glu Glu Gly Leu
[2173] 1 5 10 15
[2174] Glu Ala Arg Gly Glu Ala Leu Gly Leu Val Gly Ala Gln Ala Pro Ala
[2175] 20 25 30

[2176] Thr Glu Glu Gln Glu Ala Ala Ser Ser Ser Ser Thr Leu Val Glu Val
[2177] 35 40 45

[2178] Thr Leu Gly Glu Val Pro Ala Ala Glu Ser Pro Asp Pro Pro Gln Ser
[2179] 50 55 60

[2180] Pro Gln Gly Ala Ser Ser Leu Pro Thr Thr Met Asn Tyr Pro Leu Trp
[2181] 65 70 75 80
[2182] Ser Gln Ser Tyr Glu Asp Ser Ser Asn Gln Glu Glu Glu Gly Pro Ser
[2183] 85 90 95
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[2184] Thr Phe Pro Asp Leu Glu Ser Glu Phe Gln Ala Ala Leu Ser Arg Lys
[2185] 100 105 110

[2186] Val Ala Glu Leu Val His Phe Leu Leu Leu Lys Tyr Arg Ala Arg Glu
[2187] 115 120 125

[2188] Pro Val Thr Lys Ala Glu Met Leu Gly Ser Val Val Gly Asn Trp Gln
[2189] 130 135 140

[2190] Tyr Phe Phe Pro Val Ile Phe Ser Lys Ala Ser Ser Ser Leu Gln Leu
[2191] 145 150 155 160
[2192]  Val Phe Gly Ile Glu Leu Met Glu Val Asp Pro Ile Gly His Leu Tyr
[2193] 165 170 175
[2194] Ile Phe Ala Thr Cys Leu Gly Leu Ser Tyr Asp Gly Leu Leu Gly Asp
[2195] 180 185 190

[2196] Asn Gln Ile Met Pro Lys Ala Gly Leu Leu Ile Ile Val Leu Ala Ile
[2197] 195 200 205

[2198] Ile Ala Arg Glu Gly Asp Cys Ala Pro Glu Glu Lys Ile Trp Glu Glu
[2199] 210 215 220

[2200] Leu Ser Val Leu Glu Val Phe Glu Gly Arg Glu Asp Ser Ile Leu Gly
[2201] 225 230 235 240
[2202] Asp Pro Lys Lys Leu Leu Thr Gln His Phe Val Gln Glu Asn Tyr Leu
[2203] 245 250 255
[2204] Glu Tyr Arg Gln Val Pro Gly Ser Asp Pro Ala Cys Tyr Glu Phe Leu
[2205] 260 265 270

[2206] Trp Gly Pro Arg Ala Leu Val Glu Thr Ser Tyr Val Lys Val Leu His
[2207] 275 280 285

[2208] His Met Val Lys Ile Ser Gly Gly Pro His Ile Ser Tyr Pro Pro Leu
[2209] 290 295 300

[2210] His Glu Trp Val Leu Arg Glu Gly Glu Glu

[2211] 305 310

[2212] <210> 56

[2213]  <211> 1225

[2214]  <212> PRT

[2215] <213> homo sapiens

[2216]  <400> 56

[2217] Met Lys Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu
[2218] 1 5 10 15
[2219] Arg His Leu Tyr Gln Gly Cys Gln Val Val Gln Gly Asn Leu Glu Leu
[2220] 20 25 30

[2221]  Thr Tyr Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln
[2222] 35 40 45

[2223]  Glu Val Gln Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg Gln Val
[2224] 50 55 60

[2225] Pro Leu Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp
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[2226] 65 70 75 80
[2227] Asn Tyr Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr
[2228] 85 90 95
[2229]  Thr Pro Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu
[2230] 100 105 110

[2231]  Arg Ser Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gln Arg Asn
[2232] 115 120 125

[2233] Pro Gln Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His
[2234] 130 135 140

[2235] Lys Asn Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg
[2236] 145 150 155 160
[2237] Ala Cys His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly
[2238] 165 170 175
[2239] Glu Ser Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly
[2240] 180 185 190

[2241]  Gly Cys Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu
[2242] 195 200 205

[2243]  Gln Cys Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala
[2244] 210 215 220

[2245] Cys Leu His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala
[2246] 225 230 235 240
[2247] Leu Val Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu
[2248] 245 250 255
[2249] Gly Arg Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn
[2250] 260 265 270

[2251] Tyr Leu Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His
[2252] 275 280 285

[2253]  Asn Gln Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys
[2254] 290 295 300

[2255] Ser Lys Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu
[2256] 305 310 315 320
[2257] Arg Glu Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly
[2258] 325 330 335
[2259] Cys Lys Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp
[2260] 340 345 350

[2261] Gly Asp Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln
[2262] 355 360 365

[2263] Val Phe Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala
[2264] 370 375 380

[2265] Trp Pro Asp Ser Leu Pro Asp Leu Ser Val Phe Gln Asn Leu Gln Val
[2266] 385 390 395 400
[2267] 1Ile Arg Gly Arg Ile Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gln
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[2268] 405 410 415
[2269] Gly Leu Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly
[2270] 420 425 430

[2271]  Ser Gly Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His
[2272] 435 440 445

[2273] Thr Val Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu
[2274] 450 455 460

[2275] His Thr Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala
[2276] 465 470 475 480
[2277] Cys His Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr
[2278] 485 490 495
[2279] Gln Cys Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu
[2280] 500 505 510

[2281]  Glu Cys Arg Val Leu Gln Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg
[2282] 515 520 525

[2283] His Cys Leu Pro Cys His Pro Glu Cys Gln Pro Gln Asn Gly Ser Val
[2284] 530 535 540

[2285] Thr Cys Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr
[2286] 545 550 555 560
[2287] Lys Asp Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro
[2288] 565 570 575
[2289] Asp Leu Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala
[2290] 580 585 590

[2291] Cys Gln Pro Cys Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp
[2292] 595 600 605

[2293] Asp Lys Gly Cys Pro Ala Glu Gln Arg Ala Ser Pro Leu Thr Ser Ile
[2294] 610 615 620

[2295] Ile Ser Ala Val Val Gly Ile Leu Leu Val Val Val Leu Gly Val Val
[2296] 625 630 635 640
[2297] Phe Gly Ile Leu Ile Lys Arg Arg Gln Gln Lys Ile Arg Lys Tyr Thr
[2298] 645 650 655
[2299] Met Arg Arg Leu Leu Gln Glu Thr Glu Leu Val Glu Pro Leu Thr Pro
[2300] 660 665 670

[2301]  Ser Gly Ala Met Pro Asn Gln Ala Gln Met Arg Ile Leu Lys Glu Thr
[2302] 675 680 685

[2303] Glu Leu Arg Lys Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val
[2304] 690 695 700

[2305] Tyr Lys Gly Ile Trp Ile Pro Asp Gly Glu Asn Val Lys Ile Pro Val
[2306] 705 710 715 720
[2307] Ala Ile Lys Val Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu
[2308] 725 730 735
[2309] Ile Leu Asp Glu Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val
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[2310] 740 745 750

[2311]  Ser Arg Leu Leu Gly Ile Cys Leu Thr Ser Thr Val Gln Leu Val Thr
[2312] 755 760 765

[2313]  Gln Leu Met Pro Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg
[2314] 770 775 780

[2315]  Gly Arg Leu Gly Ser Gln Asp Leu Leu Asn Trp Cys Met Gln Ile Ala
[2316] 785 790 795 800
[2317] Lys Gly Met Ser Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu
[2318] 805 810 815
[2319] Ala Ala Arg Asn Val Leu Val Lys Ser Pro Asn His Val Lys Ile Thr
[2320] 820 825 830

[2321]  Asp Phe Gly Leu Ala Arg Leu Leu Asp Ile Asp Glu Thr Glu Tyr His
[2322] 835 840 845

[2323] Ala Asp Gly Gly Lys Val Pro Ile Lys Trp Met Ala Leu Glu Ser Ile
[2324] 850 855 860

[2325] Leu Arg Arg Arg Phe Thr His Gln Ser Asp Val Trp Ser Tyr Gly Val
[2326] 865 870 875 880
[2327] Thr Val Trp Glu Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly Ile
[2328] 885 890 895
[2329] Pro Ala Arg Glu Ile Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro
[2330] 900 905 910

[2331] Gln Pro Pro Ile Cys Thr Ile Asp Val Tyr Met Ile Met Val Lys Cys
[2332] 915 920 925

[2333] Trp Met Ile Asp Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser
[2334] 930 935 940

[2335] Glu Phe Ser Arg Met Ala Arg Asp Pro Gln Arg Phe Val Val Ile Gln
[2336] 945 950 955 960
[2337]  Asn Glu Asp Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg
[2338] 965 970 975
[2339] Ser Leu Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu
[2340] 980 985 990

[2341] Tyr Leu Val Pro Gln Gln Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly
[2342] 995 1000 1005

[2343] Ala Gly Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg Ser
[2344] 1010 1015 1020

[2345] Gly Gly Gly Asp Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu Glu Ala
[2346] 1025 1030 1035 1040
[2347] Pro Arg Ser Pro Leu Ala Pro Ser Glu Gly Ala Gly Ser Asp Val Phe
[2348] 1045 1050 1055
[2349] Asp Gly Asp Leu Gly Met Gly Ala Ala Lys Gly Leu Gln Ser Leu Pro
[2350] 1060 1065 1070

[2351] Thr His Asp Pro Ser Pro Leu Gln Arg Tyr Ser Glu Asp Pro Thr Val
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[2352]
[2353]
[2354]
[2355]
[2356]
[2357]
[2358]
[2359]
[2360]
[2361]
[2362]
[2363]
[2364]
[2365]
[2366]
[2367]
[2368]
[2369]
[2370]
[2371]
[2372]
[2373]
[2374]
[2375]
[2376]
[2377]
[2378]
[2379]
[2380]
[2381]
[2382]
[2383]
[2384]
[2385]
[2386]
[2387]
[2388]
[2389]
[2390]
[2391]
[2392]
[2393]

1075 1080 1085
Pro Leu Pro Ser Glu Thr Asp Gly Tyr Val Ala Pro Leu Thr Cys Ser
1090 1095 1100
Pro Gln Pro Glu Tyr Val Asn Gln Pro Asp Val Arg Pro Gln Pro Pro
1105 1110 1115 1120
Ser Pro Arg Glu Gly Pro Leu Pro Ala Ala Arg Pro Ala Gly Ala Thr
1125 1130 1135
Leu Glu Arg Pro Lys Thr Leu Ser Pro Gly Lys Asn Gly Val Val Lys
1140 1145 1150
Asp Val Phe Ala Phe Gly Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr
1155 1160 1165
Pro Gln Gly Gly Ala Ala Pro Gln Pro His Pro Pro Pro Ala Phe Ser
1170 1175 1180
Pro Ala Phe Asp Asn Leu Tyr Tyr Trp Asp Gln Asp Pro Pro Glu Arg
1185 1190 1195 1200
Gly Ala Pro Pro Ser Thr Phe Lys Gly Thr Pro Thr Ala Glu Asn Pro
1205 1210 1215
Glu Tyr Leu Gly Leu Asp Val Pro Val
1220 1225
<210> 57
211> 1240
<212> PRT
<213> homo sapiens
<400> 57
Met Pro Arg Gly Ser Trp Lys Pro Gln Val Cys Thr Gly Thr Asp Met
1 5 10 15
Lys Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu Arg
20 25 30
His Leu Tyr Gln Gly Cys Gln Val Val Gln Gly Asn Leu Glu Leu Thr
35 40 45
Tyr Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln Glu
50 55 60
Val Gln Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg Gln Val Pro
65 70 75 80
Leu Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp Asn
85 90 95
Tyr Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr
100 105 110
Pro Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu Arg
115 120 125
Ser Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gln Arg Asn Pro
130 135 140
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[2394]  Gln Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His Lys
[2395] 145 150 155 160
[2396] Asn Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg Ala
[2397] 165 170 175
[2398] Cys His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly Glu
[2399] 180 185 190

[2400] Ser Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly Gly
[2401] 195 200 205

[2402] Cys Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gln
[2403] 210 215 220

[2404] Cys Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys
[2405] 225 230 235 240
[2406] Leu His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala Leu
[2407] 245 250 255
[2408] Val Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly
[2409] 260 265 270

[2410] Arg Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr
[2411] 275 280 285

[2412] Leu Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn
[2413] 290 295 300

[2414]  Gln Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys Ser
[2415] 305 310 315 320
[2416] Lys Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg
[2417] 325 330 335
[2418] Glu Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly Cys
[2419] 340 345 350

[2420] Lys Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly
[2421] 355 360 365

[2422] Asp Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln Val
[2423] 370 375 380

[2424]  Phe Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala Trp
[2425] 385 390 395 400
[2426]  Pro Asp Ser Leu Pro Asp Leu Ser Val Phe Gln Asn Leu Gln Val Ile
[2427] 405 410 415
[2428] Arg Gly Arg Ile Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gln Gly
[2429] 420 425 430

[2430] Leu Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser
[2431] 435 440 445

[2432] Gly Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His Thr
[2433] 450 455 460

[2434] Val Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu His
[2435] 465 470 475 480
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[2436] Thr Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala Cys
[2437] 485 490 495
[2438] His Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr Gln
[2439] 500 505 510

[2440] Cys Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu Glu
[2441] 515 520 525

[2442] Cys Arg Val Leu Gln Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg His
[2443] 530 535 540

[2444] Cys Leu Pro Cys His Pro Glu Cys Gln Pro Gln Asn Gly Ser Val Thr
[2445] 545 550 555 560
[2446] Cys Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr Lys
[2447] 565 570 575
[2448] Asp Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro Asp
[2449] 580 585 590

[2450] Leu Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys
[2451] 595 600 605

[2452] Gln Pro Cys Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp
[2453] 610 615 620

[2454] Lys Gly Cys Pro Ala Glu Gln Arg Ala Ser Pro Leu Thr Ser Ile Ile
[2455] 625 630 635 640
[2456] Ser Ala Val Val Gly Ile Leu Leu Val Val Val Leu Gly Val Val Phe
[2457] 645 650 655
[2458] Gly Ile Leu Ile Lys Arg Arg Gln Gln Lys Ile Arg Lys Tyr Thr Met
[2459] 660 665 670

[2460] Arg Arg Leu Leu Gln Glu Thr Glu Leu Val Glu Pro Leu Thr Pro Ser
[2461] 675 680 685

[2462] Gly Ala Met Pro Asn Gln Ala Gln Met Arg Ile Leu Lys Glu Thr Glu
[2463] 690 695 700

[2464] Leu Arg Lys Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val Tyr
[2465] 705 710 715 720
[2466] Lys Gly Ile Trp Ile Pro Asp Gly Glu Asn Val Lys Ile Pro Val Ala
[2467] 725 730 735
[2468] 1Ile Lys Val Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu Ile
[2469] 740 745 750

[2470] Leu Asp Glu Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val Ser
[2471] 755 760 765

[2472] Arg Leu Leu Gly Ile Cys Leu Thr Ser Thr Val Gln Leu Val Thr Gln
[2473] 770 775 780

[2474] Leu Met Pro Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg Gly
[2475] 785 790 795 800
[2476] Arg Leu Gly Ser Gln Asp Leu Leu Asn Trp Cys Met Gln Ile Ala Lys
[2477] 805 810 815

119



CN 108025045 B ,? yu % 60/219 7T
[2478] Gly Met Ser Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu Ala
[2479] 820 825 830

[2480] Ala Arg Asn Val Leu Val Lys Ser Pro Asn His Val Lys Ile Thr Asp
[2481] 835 840 845

[2482] Phe Gly Leu Ala Arg Leu Leu Asp Ile Asp Glu Thr Glu Tyr His Ala
[2483] 850 855 860

[2484] Asp Gly Gly Lys Val Pro Ile Lys Trp Met Ala Leu Glu Ser Ile Leu
[2485] 865 870 875 880
[2486] Arg Arg Arg Phe Thr His Gln Ser Asp Val Trp Ser Tyr Gly Val Thr
[2487] 885 890 895
[2488] Val Trp Glu Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly Ile Pro
[2489] 900 905 910

[2490] Ala Arg Glu Ile Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro Gln
[2491] 915 920 925

[2492] Pro Pro Ile Cys Thr Ile Asp Val Tyr Met Ile Met Val Lys Cys Trp
[2493] 930 935 940

[2494] Met Ile Asp Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser Glu
[2495] 945 950 955 960
[2496] Phe Ser Arg Met Ala Arg Asp Pro Gln Arg Phe Val Val Ile Gln Asn
[2497] 965 970 975
[2498] Glu Asp Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg Ser
[2499] 980 985 990

[2500] Leu Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu Tyr
[2501] 995 1000 1005

[2502] Leu Val Pro Gln Gln Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly Ala
[2503] 1010 1015 1020

[2504] Gly Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg Ser Gly
[2505] 1025 1030 1035 1040
[2506] Gly Gly Asp Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu Glu Ala Pro
[2507] 1045 1050 1055
[2508] Arg Ser Pro Leu Ala Pro Ser Glu Gly Ala Gly Ser Asp Val Phe Asp
[2509] 1060 1065 1070

[2510] Gly Asp Leu Gly Met Gly Ala Ala Lys Gly Leu Gln Ser Leu Pro Thr
[2511] 1075 1080 1085

[2512] His Asp Pro Ser Pro Leu Gln Arg Tyr Ser Glu Asp Pro Thr Val Pro
[2513] 1090 1095 1100

[2514] Leu Pro Ser Glu Thr Asp Gly Tyr Val Ala Pro Leu Thr Cys Ser Pro
[2515] 1105 1110 1115 1120
[2516]  Gln Pro Glu Tyr Val Asn Gln Pro Asp Val Arg Pro Gln Pro Pro Ser
[2517] 1125 1130 1135
[2518]  Pro Arg Glu Gly Pro Leu Pro Ala Ala Arg Pro Ala Gly Ala Thr Leu
[2519] 1140 1145 1150
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[2520]
[2521]
[2522]
[2523]
[2524]
[2525]
[2526]
[2527]
[2528]
[2529]
[2530]
[2531]
[2532]
[2533]
[2534]
[2535]
[2536]
[2537]
[2538]
[2539]
[2540]
[2541]
[2542]
[2543]
[2544]
[2545]
[2546]
[2547]
[2548]
[2549]
[2550]
[2551]
[2552]
[2553]
[2554]
[2555]
[2556]
[2557]
[2558]
[2559]
[2560]
[2561]

Glu Arg Pro Lys
1155
Val Phe Ala Phe
1170
Gln Gly Gly Ala
1185
Ala Phe Asp Asn

Thr Leu Ser Pro Gly Lys Asn Gly Val Val Lys Asp

1160

1165

Gly Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro

1175

1180

Ala Pro Gln Pro His Pro Pro Pro Ala Phe Ser Pro

1190

Leu Tyr Tyr

1205

Ala Pro Pro Ser Thr Phe Lys

1220

Tyr Leu Gly Leu Asp Val Pro

1235
<210> 58
<211> 1055
<212> PRT
<213> homo sapie
<400> 58

ns

Met Glu Leu Ala Ala Leu

1

Pro Pro Gly Ala
20

Leu Arg Leu Pro

35
Leu Tyr Gln Gly
50

Leu Pro Thr Asn

65

Gln Gly Tyr Val

Gln Arg Leu Arg
100

Ala Leu Ala Val

115
Val Thr Gly Ala
130

Leu Thr Glu Ile

145

Leu Cys Tyr Gln

Asn Gln Leu Ala
180
His Pro Cys Ser

5
Ala

Ala

Cys

Ala

Leu

85

Ile

Leu

Ser

Leu

Asp

165

Leu

Pro

Ser

Ser

Gln

Ser

70

Ile

Val

Asp

Pro

Lys

150

Thr

Thr

Met

Cys

Thr

Pro

Val

55

Leu

Ala

Arg

Asn

Gly

135

Gly

Ile

Leu

Cys

1195

1200

Trp Asp Gln Asp Pro Pro Glu Arg Gly

1210

1215

Gly Thr Pro Thr Ala Glu Asn Pro Glu

Val
1240

Arg

Gln

Glu

40

Val

Ser

His

Gly

Gly

120

Gly

Gly

Leu

Ile

Lys

1225

Trp

Val

25

Thr

Gln

Phe

Asn

Thr
105
Asp

Leu

Val

Trp

Asp

185
Gly

121

Gly

10

His

Gly

Leu

Gln

90

Gln

Pro

Leu
Lys
170
Thr

Ser

Leu

Thr

Leu

Asn

Gln

75

Val

Leu

Leu

Glu

Ile

155

Asp

Asn

Arg

Leu

Gly

Asp

Leu

60

Asp

Arg

Phe

Asn

Leu

140

Gln

Ile

Arg

Cys

Leu

Thr

Met

45

Glu

Ile

Gln

Glu

Asn

125

Gln

Arg

Phe

Ser

Trp

1230

Ala
Asp
30

Leu
Leu
Gln
Val
Asp
110
Thr
Leu
Asn
His
Arg

190
Gly

Leu
15

Met
Arg
Thr
Glu
Pro
95

Asn
Thr
Arg
Pro
Lys
175

Ala

Glu

Leu

His
Tyr
Val
80

Leu
Tyr
Pro
Ser
Gln
160
Asn

Cys

Ser
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[2562] 195 200 205

[2563] Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly Gly Cys
[2564] 210 215 220

[2565] Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gln Cys
[2566] 225 230 235 240
[2567] Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys Leu
[2568] 245 250 255
[2569] His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala Leu Val
[2570] 260 265 270

[2571]  Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly Arg
[2572] 275 280 285

[2573] Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu
[2574] 290 295 300

[2575] Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn Gln
[2576] 305 310 315 320
[2577] Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys Ser Lys
[2578] 325 330 335
[2579]  Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg Glu
[2580] 340 345 350

[2581] Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly Cys Lys
[2582] 355 360 365

[2583] Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp
[2584] 370 375 380

[2585] Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln Val Phe
[2586] 385 390 395 400
[2587] Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala Trp Pro
[2588] 405 410 415
[2589] Asp Ser Leu Pro Asp Leu Ser Val Phe Gln Asn Leu Gln Val Ile Arg
[2590] 420 425 430

[2591] Gly Arg Ile Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gln Gly Leu
[2592] 435 440 445

[2593] Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly
[2594] 450 455 460

[2595] Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His Thr Val
[2596] 465 470 475 480
[2597]  Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu His Thr
[2598] 485 490 495
[2599] Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala Cys His
[2600] 500 505 510

[2601]  Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr Gln Cys
[2602] 515 520 525

[2603] Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu Glu Cys
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[2604] 530 535 540

[2605] Arg Val Leu Gln Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg His Cys
[2606] 545 550 555 560
[2607] Leu Pro Cys His Pro Glu Cys Gln Pro Gln Asn Gly Ser Val Thr Cys
[2608] 565 570 575
[2609] Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr Lys Asp
[2610] 580 585 590

[2611]  Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro Asp Leu
[2612] 595 600 605

[2613]  Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gln
[2614] 610 615 620

[2615]  Pro Cys Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys
[2616] 625 630 635 640
[2617]  Gly Cys Pro Ala Glu Gln Arg Ala Ser Pro Leu Thr Ser Ile Ile Ser
[2618] 645 650 655
[2619] Ala Val Val Gly Ile Leu Leu Val Val Val Leu Gly Val Val Phe Gly
[2620] 660 665 670

[2621] 1Ile Leu Ile Lys Arg Arg Gln Gln Lys Ile Arg Lys Tyr Thr Met Arg
[2622] 675 680 685

[2623] Arg Leu Leu Gln Glu Thr Glu Leu Val Glu Pro Leu Thr Pro Ser Gly
[2624] 690 695 700

[2625] Ala Met Pro Asn Gln Ala Gln Met Arg Ile Leu Lys Glu Thr Glu Leu
[2626] 705 710 715 720
[2627] Arg Lys Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val Tyr Lys
[2628] 725 730 735
[2629] Gly Ile Trp Ile Pro Asp Gly Glu Asn Val Lys Ile Pro Val Ala Ile
[2630] 740 745 750

[2631] Lys Val Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu Ile Leu
[2632] 755 760 765

[2633] Asp Glu Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val Ser Arg
[2634] 770 775 780

[2635] Leu Leu Gly Ile Cys Leu Thr Ser Thr Val Gln Leu Val Thr Gln Leu
[2636] 785 790 795 800
[2637] Met Pro Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg Gly Arg
[2638] 805 810 815
[2639] Leu Gly Ser Gln Asp Leu Leu Asn Trp Cys Met Gln Ile Ala Lys Gly
[2640] 820 825 830

[2641] Met Ser Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu Ala Ala
[2642] 835 840 845

[2643] Arg Asn Val Leu Val Lys Ser Pro Asn His Val Lys Ile Thr Asp Phe
[2644] 850 855 860

[2645]  Gly Leu Ala Arg Leu Leu Asp Ile Asp Glu Thr Glu Tyr His Ala Asp
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[2646] 865 870 875 880
[2647] Gly Gly Lys Val Pro Ile Lys Trp Met Ala Leu Glu Ser Ile Leu Arg
[2648] 885 890 895
[2649] Arg Arg Phe Thr His Gln Ser Asp Val Trp Ser Tyr Gly Val Thr Val
[2650] 900 905 910

[2651] Trp Glu Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly Ile Pro Ala
[2652] 915 920 925

[2653] Arg Glu Ile Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro Gln Pro
[2654] 930 935 940

[2655] Pro Ile Cys Thr Ile Asp Val Tyr Met Ile Met Val Lys Cys Trp Met
[2656] 945 950 955 960
[2657] Ile Asp Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser Glu Phe
[2658] 965 970 975
[2659]  Ser Arg Met Ala Arg Asp Pro Gln Arg Phe Val Val Ile Gln Asn Glu
[2660] 980 985 990

[2661]  Asp Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg Ser Leu
[2662] 995 1000 1005

[2663] Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu Tyr Leu
[2664] 1010 1015 1020

[2665] Val Pro Gln Gln Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly Ala Gly
[2666] 1025 1030 1035 1040
[2667]  Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg Asn Met
[2668] 1045 1050 1055
[2669] <210> 59

[2670] <211> 603

[2671]  <212> PRT

[2672] <213> homo sapiens

[2673]  <400> 59

[2674] Met Lys Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu
[2675] 1 5 10 15
[2676] Arg His Leu Tyr Gln Gly Cys Gln Val Val Gln Gly Asn Leu Glu Leu
[2677] 20 25 30

[2678] Thr Tyr Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln
[2679] 35 40 45

[2680] Glu Val Gln Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg Gln Val
[2681] 50 55 60

[2682] Pro Leu Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp
[2683] 65 70 75 80
[2684] Asn Tyr Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr
[2685] 85 90 95
[2686] Thr Pro Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu
[2687] 100 105 110
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[2688] Arg Ser Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gln Arg Asn
[2689] 115 120 125

[2690] Pro Gln Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His
[2691] 130 135 140

[2692] Lys Asn Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg
[2693] 145 150 155 160
[2694] Ala Cys His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly
[2695] 165 170 175
[2696] Glu Ser Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly
[2697] 180 185 190

[2698] Gly Cys Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu
[2699] 195 200 205

[2700] Gln Cys Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala
[2701] 210 215 220

[2702] Cys Leu His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala
[2703] 225 230 235 240
[2704] Leu Val Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu
[2705] 245 250 255
[2706] Gly Arg Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn
[2707] 260 265 270

[2708] Tyr Leu Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His
[2709] 275 280 285

[2710]  Asn Gln Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys
[2711] 290 295 300

[2712]  Ser Lys Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu
[2713] 305 310 315 320
[2714] Arg Glu Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly
[2715] 325 330 335
[2716] Cys Lys Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp
[2717] 340 345 350

[2718]  Gly Asp Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln
[2719] 355 360 365

[2720] Val Phe Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala
[2721] 370 375 380

[2722]  Trp Pro Asp Ser Leu Pro Asp Leu Ser Val Phe Gln Asn Leu Gln Val
[2723] 385 390 395 400
[2724] 1le Arg Gly Arg Ile Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gln
[2725] 405 410 415
[2726] Gly Leu Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly
[2727] 420 425 430

[2728] Ser Gly Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His
[2729] 435 440 445
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[2730] Thr Val Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu
[2731] 450 455 460

[2732] His Thr Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala
[2733] 465 470 475 480
[2734] Cys His Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr
[2735] 485 490 495
[2736] Gln Cys Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu
[2737] 500 505 510

[2738] Glu Cys Arg Val Leu Gln Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg
[2739] 515 520 525

[2740] His Cys Leu Pro Cys His Pro Glu Cys Gln Pro Gln Asn Gly Ser Val
[2741] 530 535 540

[2742] Thr Cys Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr
[2743] 545 550 555 560
[2744] Lys Asp Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro
[2745] 565 570 575
[2746] Asp Leu Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala
[2747] 580 585 590

[2748] Cys Gln Pro Cys Pro Ile Asn Cys Thr His Ser

[2749] 595 600

[2750] <210> 60

[2751] <211> 1255

[2752] <212> PRT

[2753] <213> homo sapiens

[2754]  <400> 60

[2755] Met Glu Leu Ala Ala Leu Cys Arg Trp Gly Leu Leu Leu Ala Leu Leu
[2756] 1 5 10 15
[2757] Pro Pro Gly Ala Ala Ser Thr Gln Val Cys Thr Gly Thr Asp Met Lys
[2758] 20 25 30

[2759] Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu Arg His
[2760] 35 40 45

[2761] Leu Tyr Gln Gly Cys Gln Val Val Gln Gly Asn Leu Glu Leu Thr Tyr
[2762] 50 55 60

[2763] Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln Glu Val
[2764] 65 70 75 80
[2765]  Gln Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg Gln Val Pro Leu
[2766] 85 90 95
[2767]  Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp Asn Tyr
[2768] 100 105 110

[2769] Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro
[2770] 115 120 125

[2771] Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu Arg Ser
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[2772] 130 135 140

[2773] Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gln Arg Asn Pro Gln
[2774] 145 150 155 160
[2775] Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His Lys Asn
[2776] 165 170 175
[2777]  Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg Ala Cys
[2778] 180 185 190

[2779] His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser
[2780] 195 200 205

[2781] Ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly Gly Cys
[2782] 210 215 220

[2783] Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gln Cys
[2784] 225 230 235 240
[2785] Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys Leu
[2786] 245 250 255
[2787] His Phe Asn His Ser Gly Ile Cys Glu Leu His Cys Pro Ala Leu Val
[2788] 260 265 270

[2789] Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly Arg
[2790] 275 280 285

[2791]  Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu
[2792] 290 295 300

[2793] Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn Gln
[2794] 305 310 315 320
[2795] Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys Ser Lys
[2796] 325 330 335
[2797] Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg Glu
[2798] 340 345 350

[2799] Val Arg Ala Val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly Cys Lys
[2800] 355 360 365

[2801] Lys Ile Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp
[2802] 370 375 380

[2803] Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln Val Phe
[2804] 385 390 395 400
[2805] Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala Trp Pro
[2806] 405 410 415
[2807] Asp Ser Leu Pro Asp Leu Ser Val Phe Gln Asn Leu Gln Val Ile Arg
[2808] 420 425 430

[2809] Gly Arg Ile Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gln Gly Leu
[2810] 435 440 445

[2811]  Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly
[2812] 450 455 460

[2813] Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His Thr Val
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[2814] 465 470 475 480
[2815]  Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu His Thr
[2816] 485 490 495
[2817]  Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala Cys His
[2818] 500 505 510

[2819]  Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr Gln Cys
[2820] 515 520 525

[2821] Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu Glu Cys
[2822] 530 535 540

[2823] Arg Val Leu Gln Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg His Cys
[2824] 545 550 555 560
[2825] Leu Pro Cys His Pro Glu Cys Gln Pro Gln Asn Gly Ser Val Thr Cys
[2826] 565 570 575
[2827] Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr Lys Asp
[2828] 580 585 590

[2829]  Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro Asp Leu
[2830] 595 600 605

[2831] Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gln
[2832] 610 615 620

[2833] Pro Cys Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys
[2834] 625 630 635 640
[2835] Gly Cys Pro Ala Glu Gln Arg Ala Ser Pro Leu Thr Ser Ile Ile Ser
[2836] 645 650 655
[2837] Ala Val Val Gly Ile Leu Leu Val Val Val Leu Gly Val Val Phe Gly
[2838] 660 665 670

[2839] TIle Leu Ile Lys Arg Arg Gln Gln Lys Ile Arg Lys Tyr Thr Met Arg
[2840] 675 680 685

[2841] Arg Leu Leu Gln Glu Thr Glu Leu Val Glu Pro Leu Thr Pro Ser Gly
[2842] 690 695 700

[2843] Ala Met Pro Asn Gln Ala Gln Met Arg Ile Leu Lys Glu Thr Glu Leu
[2844] 705 710 715 720
[2845] Arg Lys Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val Tyr Lys
[2846] 725 730 735
[2847] Gly Ile Trp Ile Pro Asp Gly Glu Asn Val Lys Ile Pro Val Ala Ile
[2848] 740 745 750

[2849] Lys Val Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu Ile Leu
[2850] 755 760 765

[2851] Asp Glu Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val Ser Arg
[2852] 770 775 780

[2853] Leu Leu Gly Ile Cys Leu Thr Ser Thr Val Gln Leu Val Thr Gln Leu
[2854] 785 790 795 800
[2855] Met Pro Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg Gly Arg
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[2856] 805 810 815
[2857] Leu Gly Ser Gln Asp Leu Leu Asn Trp Cys Met Gln Ile Ala Lys Gly
[2858] 820 825 830

[2859] Met Ser Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu Ala Ala
[2860] 835 840 845

[2861] Arg Asn Val Leu Val Lys Ser Pro Asn His Val Lys Ile Thr Asp Phe
[2862] 850 855 860

[2863] Gly Leu Ala Arg Leu Leu Asp Ile Asp Glu Thr Glu Tyr His Ala Asp
[2864] 865 870 875 880
[2865] Gly Gly Lys Val Pro Ile Lys Trp Met Ala Leu Glu Ser Ile Leu Arg
[2866] 885 890 895
[2867] Arg Arg Phe Thr His Gln Ser Asp Val Trp Ser Tyr Gly Val Thr Val
[2868] 900 905 910

[2869] Trp Glu Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly Ile Pro Ala
[2870] 915 920 925

[2871] Arg Glu Ile Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro Gln Pro
[2872] 930 935 940

[2873] Pro Ile Cys Thr Ile Asp Val Tyr Met Ile Met Val Lys Cys Trp Met
[2874] 945 950 955 960
[2875] Ile Asp Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser Glu Phe
[2876] 965 970 975
[2877]  Ser Arg Met Ala Arg Asp Pro Gln Arg Phe Val Val Ile Gln Asn Glu
[2878] 980 985 990

[2879]  Asp Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg Ser Leu
[2880] 995 1000 1005

[2881] Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu Tyr Leu
[2882] 1010 1015 1020

[2883] Val Pro Gln Gln Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly Ala Gly
[2884] 1025 1030 1035 1040
[2885] Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg Ser Gly Gly
[2886] 1045 1050 1055
[2887] Gly Asp Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu Glu Ala Pro Arg
[2888] 1060 1065 1070

[2889] Ser Pro Leu Ala Pro Ser Glu Gly Ala Gly Ser Asp Val Phe Asp Gly
[2890] 1075 1080 1085

[2891] Asp Leu Gly Met Gly Ala Ala Lys Gly Leu Gln Ser Leu Pro Thr His
[2892] 1090 1095 1100

[2893] Asp Pro Ser Pro Leu Gln Arg Tyr Ser Glu Asp Pro Thr Val Pro Leu
[2894] 1105 1110 1115 1120
[2895] Pro Ser Glu Thr Asp Gly Tyr Val Ala Pro Leu Thr Cys Ser Pro Gln
[2896] 1125 1130 1135
[2897]  Pro Glu Tyr Val Asn Gln Pro Asp Val Arg Pro Gln Pro Pro Ser Pro
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[2898]
[2899]
[2900]
[2901]
[2902]
[2903]
[2904]
[2905]
[2906]
[2907]
[2908]
[2909]
[2910]
[2911]
[2912]
[2913]
[2914]
[2915]
[2916]
[2917]
[2918]
[2919]
[2920]
[2921]
[2922]
[2923]
[2924]
[2925]
[2926]
[2927]
[2928]
[2929]
[2930]
[2931]
[2932]
[2933]
[2934]
[2935]
[2936]
[2937]
[2938]
[2939]

1140 1145 1150
Arg Glu Gly Pro Leu Pro Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu
1155 1160 1165
Arg Pro Lys Thr Leu Ser Pro Gly Lys Asn Gly Val Val Lys Asp Val
1170 1175 1180
Phe Ala Phe Gly Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro Gln
1185 1190 1195 1200
Gly Gly Ala Ala Pro Gln Pro His Pro Pro Pro Ala Phe Ser Pro Ala
1205 1210 1215
Phe Asp Asn Leu Tyr Tyr Trp Asp Gln Asp Pro Pro Glu Arg Gly Ala
1220 1225 1230
Pro Pro Ser Thr Phe Lys Gly Thr Pro Thr Ala Glu Asn Pro Glu Tyr
1235 1240 1245
Leu Gly Leu Asp Val Pro Val
1250 1255
<210> 61
211> 781
<212> PRT
<213> homo sapiens
<400> 61
Met Ala Thr Gln Ala Asp Leu Met Glu Leu Asp Met Ala Met Glu Pro
1 5 10 15
Asp Arg Lys Ala Ala Val Ser His Trp Gln Gln Gln Ser Tyr Leu Asp
20 25 30
Ser Gly Ile His Ser Gly Ala Thr Thr Thr Ala Pro Ser Leu Ser Gly
35 40 45
Lys Gly Asn Pro Glu Glu Glu Asp Val Asp Thr Ser Gln Val Leu Tyr
50 55 60
Glu Trp Glu Gln Gly Phe Ser Gln Ser Phe Thr Gln Glu Gln Val Ala
65 70 75 80
Asp Ile Asp Gly Gln Tyr Ala Met Thr Arg Ala Gln Arg Val Arg Ala
85 90 95
Ala Met Phe Pro Glu Thr Leu Asp Glu Gly Met Gln Ile Pro Ser Thr
100 105 110
Gln Phe Asp Ala Ala His Pro Thr Asn Val Gln Arg Leu Ala Glu Pro
115 120 125
Ser Gln Met Leu Lys His Ala Val Val Asn Leu Ile Asn Tyr Gln Asp
130 135 140
Asp Ala Glu Leu Ala Thr Arg Ala Ile Pro Glu Leu Thr Lys Leu Leu
145 150 155 160
Asn Asp Glu Asp Gln Val Val Val Asn Lys Ala Ala Val Met Val His
165 170 175
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[2940] Gln Leu Ser Lys Lys Glu Ala Ser Arg His Ala Ile Met Arg Ser Pro
[2941] 180 185 190

[2942]  Gln Met Val Ser Ala Ile Val Arg Thr Met Gln Asn Thr Asn Asp Val
[2943] 195 200 205

[2944]  Glu Thr Ala Arg Cys Thr Ala Gly Thr Leu His Asn Leu Ser His His
[2945] 210 215 220

[2946] Arg Glu Gly Leu Leu Ala Ile Phe Lys Ser Gly Gly Ile Pro Ala Leu
[2947] 225 230 235 240
[2948] Val Lys Met Leu Gly Ser Pro Val Asp Ser Val Leu Phe Tyr Ala Ile
[2949] 245 250 255
[2950] Thr Thr Leu His Asn Leu Leu Leu His Gln Glu Gly Ala Lys Met Ala
[2951] 260 265 270

[2952] Val Arg Leu Ala Gly Gly Leu Gln Lys Met Val Ala Leu Leu Asn Lys
[2953] 275 280 285

[2954] Thr Asn Val Lys Phe Leu Ala Ile Thr Thr Asp Cys Leu Gln Ile Leu
[2955] 290 295 300

[2956] Ala Tyr Gly Asn Gln Glu Ser Lys Leu Ile Ile Leu Ala Ser Gly Gly
[2957]1 305 310 315 320
[2958] Pro Gln Ala Leu Val Asn Ile Met Arg Thr Tyr Thr Tyr Glu Lys Leu
[2959] 325 330 335
[2960] Leu Trp Thr Thr Ser Arg Val Leu Lys Val Leu Ser Val Cys Ser Ser
[2961] 340 345 350

[2962] Asn Lys Pro Ala Ile Val Glu Ala Gly Gly Met Gln Ala Leu Gly Leu
[2963] 355 360 365

[2964] His Leu Thr Asp Pro Ser Gln Arg Leu Val Gln Asn Cys Leu Trp Thr
[2965] 370 375 380

[2966] Leu Arg Asn Leu Ser Asp Ala Ala Thr Lys Gln Glu Gly Met Glu Gly
[2967] 385 390 395 400
[2968] Leu Leu Gly Thr Leu Val Gln Leu Leu Gly Ser Asp Asp Ile Asn Val
[2969] 405 410 415
[2970] Val Thr Cys Ala Ala Gly Ile Leu Ser Asn Leu Thr Cys Asn Asn Tyr
[2971] 420 425 430

[2972] Lys Asn Lys Met Met Val Cys Gln Val Gly Gly Ile Glu Ala Leu Val
[2973] 435 440 445

[2974] Arg Thr Val Leu Arg Ala Gly Asp Arg Glu Asp Ile Thr Glu Pro Ala
[2975] 450 455 460

[2976] 1le Cys Ala Leu Arg His Leu Thr Ser Arg His Gln Glu Ala Glu Met
[2977] 465 470 475 480
[2978] Ala Gln Asn Ala Val Arg Leu His Tyr Gly Leu Pro Val Val Val Lys
[2979] 485 490 495
[2980] Leu Leu His Pro Pro Ser His Trp Pro Leu Ile Lys Ala Thr Val Gly
[2981] 500 505 510

131



CN 108025045 B ,? yu % 72/219 11
[2982] Leu Ile Arg Asn Leu Ala Leu Cys Pro Ala Asn His Ala Pro Leu Arg
[2983] 515 520 525

[2984] Glu Gln Gly Ala Ile Pro Arg Leu Val Gln Leu Leu Val Arg Ala His
[2985] 530 535 540

[2986]  Gln Asp Thr Gln Arg Arg Thr Ser Met Gly Gly Thr Gln Gln Gln Phe
[2987] 545 550 555 560
[2988] Val Glu Gly Val Arg Met Glu Glu Ile Val Glu Gly Cys Thr Gly Ala
[2989] 565 570 575
[2990] Leu His Ile Leu Ala Arg Asp Val His Asn Arg Ile Val Ile Arg Gly
[2991] 580 585 590

[2992] Leu Asn Thr Ile Pro Leu Phe Val Gln Leu Leu Tyr Ser Pro Ile Glu
[2993] 595 600 605

[2994] Asn Ile Gln Arg Val Ala Ala Gly Val Leu Cys Glu Leu Ala Gln Asp
[2995] 610 615 620

[2996] Lys Glu Ala Ala Glu Ala Ile Glu Ala Glu Gly Ala Thr Ala Pro Leu
[2997] 625 630 635 640
[2998] Thr Glu Leu Leu His Ser Arg Asn Glu Gly Val Ala Thr Tyr Ala Ala
[2999] 645 650 655
[3000] Ala Val Leu Phe Arg Met Ser Glu Asp Lys Pro Gln Asp Tyr Lys Lys
[3001] 660 665 670

[3002] Arg Leu Ser Val Glu Leu Thr Ser Ser Leu Phe Arg Thr Glu Pro Met
[3003] 675 680 685

[3004] Ala Trp Asn Glu Thr Ala Asp Leu Gly Leu Asp Ile Gly Ala Gln Gly
[3005] 690 695 700

[3006] Glu Pro Leu Gly Tyr Arg Gln Asp Asp Pro Ser Tyr Arg Ser Phe His
[3007] 705 710 715 720
[3008] Ser Gly Gly Tyr Gly Gln Asp Ala Leu Gly Met Asp Pro Met Met Glu
[3009] 725 730 735
[3010] His Glu Met Gly Gly His His Pro Gly Ala Asp Tyr Pro Val Asp Gly
[3011] 740 745 750

[3012] Leu Pro Asp Leu Gly His Ala Gln Asp Leu Met Asp Gly Leu Pro Pro
[3013] 755 760 765

[3014] Gly Asp Ser Asn Gln Leu Ala Trp Phe Asp Thr Asp Leu

[3015] 770 775 780

[3016] <210> 62

[3017]  <211> 781

[3018]  <212> PRT

[3019]  <213> homo sapiens

[3020]  <400> 62

[3021] Met Ala Thr Gln Ala Asp Leu Met Glu Leu Asp Met Ala Met Glu Pro
[3022] 1 5 10 15
[3023] Asp Arg Lys Ala Ala Val Ser His Trp Gln Gln Gln Ser Tyr Leu Asp
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[3024] 20 25 30

[3025] Ser Gly Ile His Ser Gly Ala Thr Thr Thr Ala Pro Ser Leu Ser Gly
[3026] 35 40 45

[3027] Lys Gly Asn Pro Glu Glu Glu Asp Val Asp Thr Ser Gln Val Leu Tyr
[3028] 50 55 60

[3029] Glu Trp Glu Gln Gly Phe Ser Gln Ser Phe Thr Gln Glu Gln Val Ala
[3030] 65 70 75 80
[3031] Asp Ile Asp Gly Gln Tyr Ala Met Thr Arg Ala Gln Arg Val Arg Ala
[3032] 85 90 95
[3033] Ala Met Phe Pro Glu Thr Leu Asp Glu Gly Met Gln Ile Pro Ser Thr
[3034] 100 105 110

[3035] Gln Phe Asp Ala Ala His Pro Thr Asn Val Gln Arg Leu Ala Glu Pro
[3036] 115 120 125

[3037] Ser Gln Met Leu Lys His Ala Val Val Asn Leu Ile Asn Tyr Gln Asp
[3038] 130 135 140

[3039] Asp Ala Glu Leu Ala Thr Arg Ala Ile Pro Glu Leu Thr Lys Leu Leu
[3040] 145 150 155 160
[3041]  Asn Asp Glu Asp Gln Val Val Val Asn Lys Ala Ala Val Met Val His
[3042] 165 170 175
[3043] Gln Leu Ser Lys Lys Glu Ala Ser Arg His Ala Ile Met Arg Ser Pro
[3044] 180 185 190

[3045] Gln Met Val Ser Ala Ile Val Arg Thr Met Gln Asn Thr Asn Asp Val
[3046] 195 200 205

[3047] Glu Thr Ala Arg Cys Thr Ala Gly Thr Leu His Asn Leu Ser His His
[3048] 210 215 220

[3049] Arg Glu Gly Leu Leu Ala Ile Phe Lys Ser Gly Gly Ile Pro Ala Leu
[3050] 225 230 235 240
[3051] Val Lys Met Leu Gly Ser Pro Val Asp Ser Val Leu Phe Tyr Ala Ile
[3052] 245 250 255
[3053] Thr Thr Leu His Asn Leu Leu Leu His Gln Glu Gly Ala Lys Met Ala
[3054] 260 265 270

[3055] Val Arg Leu Ala Gly Gly Leu Gln Lys Met Val Ala Leu Leu Asn Lys
[3056] 275 280 285

[3057] Thr Asn Val Lys Phe Leu Ala Ile Thr Thr Asp Cys Leu Gln Ile Leu
[3058] 290 295 300

[3059] Ala Tyr Gly Asn Gln Glu Ser Lys Leu Ile Ile Leu Ala Ser Gly Gly
[3060] 305 310 315 320
[3061] Pro Gln Ala Leu Val Asn Ile Met Arg Thr Tyr Thr Tyr Glu Lys Leu
[3062] 325 330 335
[3063] Leu Trp Thr Thr Ser Arg Val Leu Lys Val Leu Ser Val Cys Ser Ser
[3064] 340 345 350

[3065] Asn Lys Pro Ala Ile Val Glu Ala Gly Gly Met Gln Ala Leu Gly Leu
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[3066] 355 360 365

[3067] His Leu Thr Asp Pro Ser Gln Arg Leu Val Gln Asn Cys Leu Trp Thr
[3068] 370 375 380

[3069] Leu Arg Asn Leu Ser Asp Ala Ala Thr Lys Gln Glu Gly Met Glu Gly
[3070] 385 390 395 400
[3071] Leu Leu Gly Thr Leu Val Gln Leu Leu Gly Ser Asp Asp Ile Asn Val
[3072] 405 410 415
[3073] Val Thr Cys Ala Ala Gly Ile Leu Ser Asn Leu Thr Cys Asn Asn Tyr
[3074] 420 425 430

[3075] Lys Asn Lys Met Met Val Cys Gln Val Gly Gly Ile Glu Ala Leu Val
[3076] 435 440 445

[3077] Arg Thr Val Leu Arg Ala Gly Asp Arg Glu Asp Ile Thr Glu Pro Ala
[3078] 450 455 460

[3079] Ile Cys Ala Leu Arg His Leu Thr Ser Arg His Gln Glu Ala Glu Met
[3080] 465 470 475 480
[3081] Ala Gln Asn Ala Val Arg Leu His Tyr Gly Leu Pro Val Val Val Lys
[3082] 485 490 495
[3083] Leu Leu His Pro Pro Ser His Trp Pro Leu Ile Lys Ala Thr Val Gly
[3084] 500 505 510

[3085] Leu Ile Arg Asn Leu Ala Leu Cys Pro Ala Asn His Ala Pro Leu Arg
[3086] 515 520 525

[3087] Glu Gln Gly Ala Ile Pro Arg Leu Val Gln Leu Leu Val Arg Ala His
[3088] 530 535 540

[3089] Gln Asp Thr Gln Arg Arg Thr Ser Met Gly Gly Thr Gln Gln Gln Phe
[3090] 545 550 555 560
[3091] Val Glu Gly Val Arg Met Glu Glu Ile Val Glu Gly Cys Thr Gly Ala
[3092] 565 570 575
[3093] Leu His Ile Leu Ala Arg Asp Val His Asn Arg Ile Val Ile Arg Gly
[3094] 580 585 590

[3095] Leu Asn Thr Ile Pro Leu Phe Val Gln Leu Leu Tyr Ser Pro Ile Glu
[3096] 595 600 605

[3097] Asn Ile Gln Arg Val Ala Ala Gly Val Leu Cys Glu Leu Ala Gln Asp
[3098] 610 615 620

[3099] Lys Glu Ala Ala Glu Ala Ile Glu Ala Glu Gly Ala Thr Ala Pro Leu
[3100] 625 630 635 640
[3101]  Thr Glu Leu Leu His Ser Arg Asn Glu Gly Val Ala Thr Tyr Ala Ala
[3102] 645 650 655
[3103] Ala Val Leu Phe Arg Met Ser Glu Asp Lys Pro Gln Asp Tyr Lys Lys
[3104] 660 665 670

[3105] Arg Leu Ser Val Glu Leu Thr Ser Ser Leu Phe Arg Thr Glu Pro Met
[3106] 675 680 685

[3107] Ala Trp Asn Glu Thr Ala Asp Leu Gly Leu Asp Ile Gly Ala Gln Gly
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[3108] 690 695 700

[3109] Glu Pro Leu Gly Tyr Arg Gln Asp Asp Pro Ser Tyr Arg Ser Phe His
[3110] 705 710 715 720
[3111]  Ser Gly Gly Tyr Gly Gln Asp Ala Leu Gly Met Asp Pro Met Met Glu
[3112] 725 730 735
[3113] His Glu Met Gly Gly His His Pro Gly Ala Asp Tyr Pro Val Asp Gly
[3114] 740 745 750

[3115] Leu Pro Asp Leu Gly His Ala Gln Asp Leu Met Asp Gly Leu Pro Pro
[3116] 755 760 765

[3117] Gly Asp Ser Asn Gln Leu Ala Trp Phe Asp Thr Asp Leu

[3118] 770 775 780

[3119]  <210> 63

[3120] <211> 781

[3121]  <212> PRT

[3122] <213> homo sapiens

[3123]  <400> 63

[3124] Met Ala Thr Gln Ala Asp Leu Met Glu Leu Asp Met Ala Met Glu Pro
[3125] 1 5 10 15
[3126] Asp Arg Lys Ala Ala Val Ser His Trp Gln Gln Gln Ser Tyr Leu Asp
[3127] 20 25 30

[3128] Ser Gly Ile His Ser Gly Ala Thr Thr Thr Ala Pro Ser Leu Ser Gly
[3129] 35 40 45

[3130] Lys Gly Asn Pro Glu Glu Glu Asp Val Asp Thr Ser Gln Val Leu Tyr
[3131] 50 55 60

[3132]  Glu Trp Glu Gln Gly Phe Ser Gln Ser Phe Thr Gln Glu Gln Val Ala
[3133] 65 70 75 80
[3134] Asp Ile Asp Gly Gln Tyr Ala Met Thr Arg Ala Gln Arg Val Arg Ala
[3135] 85 90 95
[3136] Ala Met Phe Pro Glu Thr Leu Asp Glu Gly Met Gln Ile Pro Ser Thr
[3137] 100 105 110

[3138]  Gln Phe Asp Ala Ala His Pro Thr Asn Val Gln Arg Leu Ala Glu Pro
[3139] 115 120 125

[3140] Ser Gln Met Leu Lys His Ala Val Val Asn Leu Ile Asn Tyr Gln Asp
[3141] 130 135 140

[3142] Asp Ala Glu Leu Ala Thr Arg Ala Ile Pro Glu Leu Thr Lys Leu Leu
[3143] 145 150 155 160
[3144] Asn Asp Glu Asp Gln Val Val Val Asn Lys Ala Ala Val Met Val His
[3145] 165 170 175
[3146] Gln Leu Ser Lys Lys Glu Ala Ser Arg His Ala Ile Met Arg Ser Pro
[3147] 180 185 190

[3148] Gln Met Val Ser Ala Ile Val Arg Thr Met Gln Asn Thr Asn Asp Val
[3149] 195 200 205
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[3150] Glu Thr Ala Arg Cys Thr Ala Gly Thr Leu His Asn Leu Ser His His
[3151] 210 215 220

[3152] Arg Glu Gly Leu Leu Ala Ile Phe Lys Ser Gly Gly Ile Pro Ala Leu
[3153] 225 230 235 240
[3154] Val Lys Met Leu Gly Ser Pro Val Asp Ser Val Leu Phe Tyr Ala Ile
[3155] 245 250 255
[3156] Thr Thr Leu His Asn Leu Leu Leu His Gln Glu Gly Ala Lys Met Ala
[3157] 260 265 270

[3158] Val Arg Leu Ala Gly Gly Leu Gln Lys Met Val Ala Leu Leu Asn Lys
[3159] 275 280 285

[3160] Thr Asn Val Lys Phe Leu Ala Ile Thr Thr Asp Cys Leu Gln Ile Leu
[3161] 290 295 300

[3162] Ala Tyr Gly Asn Gln Glu Ser Lys Leu Ile Ile Leu Ala Ser Gly Gly
[3163] 305 310 315 320
[3164] Pro Gln Ala Leu Val Asn Ile Met Arg Thr Tyr Thr Tyr Glu Lys Leu
[3165] 325 330 335
[3166] Leu Trp Thr Thr Ser Arg Val Leu Lys Val Leu Ser Val Cys Ser Ser
[3167] 340 345 350

[3168] Asn Lys Pro Ala Ile Val Glu Ala Gly Gly Met Gln Ala Leu Gly Leu
[3169] 355 360 365

[3170] His Leu Thr Asp Pro Ser Gln Arg Leu Val Gln Asn Cys Leu Trp Thr
[3171] 370 375 380

[3172] Leu Arg Asn Leu Ser Asp Ala Ala Thr Lys Gln Glu Gly Met Glu Gly
[3173] 385 390 395 400
[3174] Leu Leu Gly Thr Leu Val Gln Leu Leu Gly Ser Asp Asp Ile Asn Val
[3175] 405 410 415
[3176] Val Thr Cys Ala Ala Gly Ile Leu Ser Asn Leu Thr Cys Asn Asn Tyr
[3177] 420 425 430

[3178] Lys Asn Lys Met Met Val Cys Gln Val Gly Gly Ile Glu Ala Leu Val
[3179] 435 440 445

[3180] Arg Thr Val Leu Arg Ala Gly Asp Arg Glu Asp Ile Thr Glu Pro Ala
[3181] 450 455 460

[3182] Ile Cys Ala Leu Arg His Leu Thr Ser Arg His Gln Glu Ala Glu Met
[3183] 465 470 475 480
[3184] Ala Gln Asn Ala Val Arg Leu His Tyr Gly Leu Pro Val Val Val Lys
[3185] 485 490 495
[3186] Leu Leu His Pro Pro Ser His Trp Pro Leu Ile Lys Ala Thr Val Gly
[3187] 500 505 510

[3188] Leu Ile Arg Asn Leu Ala Leu Cys Pro Ala Asn His Ala Pro Leu Arg
[3189] 515 520 525

[3190] Glu Gln Gly Ala Ile Pro Arg Leu Val Gln Leu Leu Val Arg Ala His
[3191] 530 535 540
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[3192]  Gln Asp Thr Gln Arg Arg Thr Ser Met Gly Gly Thr Gln Gln Gln Phe
[3193] 545 550 555 560
[3194] Val Glu Gly Val Arg Met Glu Glu Ile Val Glu Gly Cys Thr Gly Ala
[3195] 565 570 575
[3196] Leu His Ile Leu Ala Arg Asp Val His Asn Arg Ile Val Ile Arg Gly
[3197] 580 585 590

[3198] Leu Asn Thr Ile Pro Leu Phe Val Gln Leu Leu Tyr Ser Pro Ile Glu
[3199] 595 600 605

[3200] Asn Ile Gln Arg Val Ala Ala Gly Val Leu Cys Glu Leu Ala Gln Asp
[3201] 610 615 620

[3202] Lys Glu Ala Ala Glu Ala Ile Glu Ala Glu Gly Ala Thr Ala Pro Leu
[3203] 625 630 635 640
[3204] Thr Glu Leu Leu His Ser Arg Asn Glu Gly Val Ala Thr Tyr Ala Ala
[3205] 645 650 655
[3206] Ala Val Leu Phe Arg Met Ser Glu Asp Lys Pro Gln Asp Tyr Lys Lys
[3207] 660 665 670

[3208] Arg Leu Ser Val Glu Leu Thr Ser Ser Leu Phe Arg Thr Glu Pro Met
[3209] 675 680 685

[3210] Ala Trp Asn Glu Thr Ala Asp Leu Gly Leu Asp Ile Gly Ala Gln Gly
[3211] 690 695 700

[3212]  Glu Pro Leu Gly Tyr Arg Gln Asp Asp Pro Ser Tyr Arg Ser Phe His
[3213] 705 710 715 720
[3214] Ser Gly Gly Tyr Gly Gln Asp Ala Leu Gly Met Asp Pro Met Met Glu
[3215] 725 730 735
[3216] His Glu Met Gly Gly His His Pro Gly Ala Asp Tyr Pro Val Asp Gly
[3217] 740 745 750

[3218] Leu Pro Asp Leu Gly His Ala Gln Asp Leu Met Asp Gly Leu Pro Pro
[3219] 755 760 765

[3220] Gly Asp Ser Asn Gln Leu Ala Trp Phe Asp Thr Asp Leu

[3221] 770 775 780

[3222] <210> 64

[3223] <211> 529

[3224]  <212> PRT

[3225] <213> homo sapiens

[3226] <400> 64

[3227] Met Leu Leu Ala Val Leu Tyr Cys Leu Leu Trp Ser Phe Gln Thr Ser
[3228] 1 5 10 15
[3229] Ala Gly His Phe Pro Arg Ala Cys Val Ser Ser Lys Asn Leu Met Glu
[3230] 20 25 30

[3231] Lys Glu Cys Cys Pro Pro Trp Ser Gly Asp Arg Ser Pro Cys Gly Gln
[3232] 35 40 45

[3233] Leu Ser Gly Arg Gly Ser Cys Gln Asn Ile Leu Leu Ser Asn Ala Pro
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[3234] 50 55 60

[3235] Leu Gly Pro Gln Phe Pro Phe Thr Gly Val Asp Asp Arg Glu Ser Trp
[3236] 65 70 75 80
[3237] Pro Ser Val Phe Tyr Asn Arg Thr Cys Gln Cys Ser Gly Asn Phe Met
[3238] 85 90 95
[3239] Gly Phe Asn Cys Gly Asn Cys Lys Phe Gly Phe Trp Gly Pro Asn Cys
[3240] 100 105 110

[3241] Thr Glu Arg Arg Leu Leu Val Arg Arg Asn Ile Phe Asp Leu Ser Ala
[3242] 115 120 125

[3243] Pro Glu Lys Asp Lys Phe Phe Ala Tyr Leu Thr Leu Ala Lys His Thr
[3244] 130 135 140

[3245] Ile Ser Ser Asp Tyr Val Ile Pro Ile Gly Thr Tyr Gly Gln Met Lys
[3246] 145 150 155 160
[3247] Asn Gly Ser Thr Pro Met Phe Asn Asp Ile Asn Ile Tyr Asp Leu Phe
[3248] 165 170 175
[3249] Val Trp Met His Tyr Tyr Val Ser Met Asp Ala Leu Leu Gly Gly Ser
[3250] 180 185 190

[3251]  Glu Ile Trp Arg Asp Ile Asp Phe Ala His Glu Ala Pro Ala Phe Leu
[3252] 195 200 205

[3253] Pro Trp His Arg Leu Phe Leu Leu Arg Trp Glu Gln Glu Ile Gln Lys
[3254] 210 215 220

[3255] Leu Thr Gly Asp Glu Asn Phe Thr Ile Pro Tyr Trp Asp Trp Arg Asp
[3256] 225 230 235 240
[3257] Ala Glu Lys Cys Asp Ile Cys Thr Asp Glu Tyr Met Gly Gly Gln His
[3258] 245 250 255
[3259] Pro Thr Asn Pro Asn Leu Leu Ser Pro Ala Ser Phe Phe Ser Ser Trp
[3260] 260 265 270

[3261] Gln Ile Val Cys Ser Arg Leu Glu Glu Tyr Asn Ser His Gln Ser Leu
[3262] 275 280 285

[3263] Cys Asn Gly Thr Pro Glu Gly Pro Leu Arg Arg Asn Pro Gly Asn His
[3264] 290 295 300

[3265] Asp Lys Ser Arg Thr Pro Arg Leu Pro Ser Ser Ala Asp Val Glu Phe
[3266] 305 310 315 320
[3267] Cys Leu Ser Leu Thr Gln Tyr Glu Ser Gly Ser Met Asp Lys Ala Ala
[3268] 325 330 335
[3269] Asn Phe Ser Phe Arg Asn Thr Leu Glu Gly Phe Ala Ser Pro Leu Thr
[3270] 340 345 350

[3271] Gly Ile Ala Asp Ala Ser Gln Ser Ser Met His Asn Ala Leu His Ile
[3272] 355 360 365

[3273] Tyr Met Asn Gly Thr Met Ser Gln Val Gln Gly Ser Ala Asn Asp Pro
[3274] 370 375 380

[3275] 1Ile Phe Leu Leu His His Ala Phe Val Asp Ser Ile Phe Glu Gln Trp
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[3276] 385 390 395 400
[3277] Leu Arg Arg His Arg Pro Leu Gln Glu Val Tyr Pro Glu Ala Asn Ala
[3278] 405 410 415
[3279] Pro Ile Gly His Asn Arg Glu Ser Tyr Met Val Pro Phe Ile Pro Leu
[3280] 420 425 430

[3281] Tyr Arg Asn Gly Asp Phe Phe Ile Ser Ser Lys Asp Leu Gly Tyr Asp
[3282] 435 440 445

[3283] Tyr Ser Tyr Leu Gln Asp Ser Asp Pro Asp Ser Phe Gln Asp Tyr Ile
[3284] 450 455 460

[3285] Lys Ser Tyr Leu Glu Gln Ala Ser Arg Ile Trp Ser Trp Leu Leu Gly
[3286] 465 470 475 480
[3287] Ala Ala Met Val Gly Ala Val Leu Thr Ala Leu Leu Ala Gly Leu Val
[3288] 485 490 495
[3289] Ser Leu Leu Cys Arg His Lys Arg Lys Gln Leu Pro Glu Glu Lys Gln
[3290] 500 505 510

[3291]  Pro Leu Leu Met Glu Lys Glu Asp Tyr His Ser Leu Tyr Gln Ser His
[3292] 515 520 525

[3293] Leu

[3294] <210> 65

[3295] <211> 693

[3296] <212> PRT

[3297] <213> homo sapiens

[3298]  <400> 65

[3299] Met Val Asp Pro Val Gly Phe Ala Glu Ala Trp Lys Ala Gln Phe Pro
[3300] 1 5 10 15
[3301] Asp Ser Glu Pro Pro Arg Met Glu Leu Arg Ser Val Gly Asp Ile Glu
[3302] 20 25 30

[3303] Gln Glu Leu Glu Arg Cys Lys Ala Ser Ile Arg Arg Leu Glu Gln Glu
[3304] 35 40 45

[3305] Val Asn Gln Glu Arg Phe Arg Met Ile Tyr Leu Gln Thr Leu Leu Ala
[3306] 50 55 60

[3307] Lys Glu Lys Lys Ser Tyr Asp Arg Gln Arg Trp Gly Phe Arg Arg Ala
[3308] 65 70 75 80
[3309] Ala Gln Ala Pro Asp Gly Ala Ser Glu Pro Arg Ala Ser Ala Ser Arg
[3310] 85 90 95
[3311]  Pro Gln Pro Ala Pro Ala Asp Gly Ala Asp Pro Pro Pro Ala Glu Glu
[3312] 100 105 110

[3313] Pro Glu Ala Arg Pro Asp Gly Glu Gly Ser Pro Gly Lys Ala Arg Pro
[3314] 115 120 125

[3315] Gly Thr Ala Arg Arg Pro Gly Ala Ala Ala Ser Gly Glu Arg Asp Asp
[3316] 130 135 140

[3317] Arg Gly Pro Pro Ala Ser Val Ala Ala Leu Arg Ser Asn Phe Glu Arg
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[3318] 145 150 155 160
[3319] Ile Arg Lys Gly His Gly Gln Pro Gly Ala Asp Ala Glu Lys Pro Phe
[3320] 165 170 175
[3321] Tyr Val Asn Val Glu Phe His His Glu Arg Gly Leu Val Lys Val Asn
[3322] 180 185 190

[3323] Asp Lys Glu Val Ser Asp Arg Ile Ser Ser Leu Gly Ser Gln Ala Met
[3324] 195 200 205

[3325] Gln Met Glu Arg Lys Lys Ser Gln His Gly Ala Gly Ser Ser Val Gly
[3326] 210 215 220

[3327] Asp Ala Ser Arg Pro Pro Tyr Arg Gly Arg Ser Ser Glu Ser Ser Cys
[3328] 225 230 235 240
[3329] Gly Val Asp Gly Asp Tyr Glu Asp Ala Glu Leu Asn Pro Arg Phe Leu
[3330] 245 250 255
[3331] Lys Asp Asn Leu Ile Asp Ala Asn Gly Gly Ser Arg Pro Pro Trp Pro
[3332] 260 265 270

[3333] Pro Leu Glu Tyr Gln Pro Tyr Gln Ser Ile Tyr Val Gly Gly Met Met
[3334] 275 280 285

[3335] Glu Gly Glu Gly Lys Gly Pro Leu Leu Arg Ser Gln Ser Thr Ser Glu
[3336] 290 295 300

[3337] Gln Glu Lys Arg Leu Thr Trp Pro Arg Arg Ser Tyr Ser Pro Arg Ser
[3338] 305 310 315 320
[3339] Phe Glu Asp Cys Gly Gly Gly Tyr Thr Pro Asp Cys Ser Ser Asn Glu
[3340] 325 330 335
[3341] Asn Leu Thr Ser Ser Glu Glu Asp Phe Ser Ser Gly Gln Ser Ser Arg
[3342] 340 345 350

[3343] Val Ser Pro Ser Pro Thr Thr Tyr Arg Met Phe Arg Asp Lys Ser Arg
[3344] 355 360 365

[3345] Ser Pro Ser Gln Asn Ser Gln Gln Ser Phe Asp Ser Ser Ser Pro Pro
[3346] 370 375 380

[3347] Thr Pro Gln Cys His Lys Arg His Arg His Cys Pro Val Val Val Ser
[3348] 385 390 395 400
[3349] Glu Ala Thr Ile Val Gly Val Arg Lys Thr Gly Gln Ile Trp Pro Asn
[3350] 405 410 415
[3351] Asp Gly Glu Gly Ala Phe His Gly Asp Ala Asp Gly Ser Phe Gly Thr
[3352] 420 425 430

[3353] Pro Pro Gly Tyr Gly Cys Ala Ala Asp Arg Ala Glu Glu Gln Arg Arg
[3354] 435 440 445

[3355] His Gln Asp Gly Leu Pro Tyr Ile Asp Asp Ser Pro Ser Ser Ser Pro
[3356] 450 455 460

[3357] His Leu Ser Ser Lys Gly Arg Gly Ser Arg Asp Ala Leu Val Ser Gly
[3358] 465 470 475 480
[3359] Ala Leu Glu Ser Thr Lys Ala Ser Glu Leu Asp Leu Glu Lys Gly Leu
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[3360] 485 490 495
[3361] Glu Met Arg Lys Trp Val Leu Ser Gly Ile Leu Ala Ser Glu Glu Thr
[3362] 500 505 510

[3363] Tyr Leu Ser His Leu Glu Ala Leu Leu Leu Pro Met Lys Pro Leu Lys
[3364] 515 520 525

[3365] Ala Ala Ala Thr Thr Ser Gln Pro Val Leu Thr Ser Gln Gln Ile Glu
[3366] 530 535 540

[3367] Thr Ile Phe Phe Lys Val Pro Glu Leu Tyr Glu Ile His Lys Glu Phe
[3368] 545 550 555 560
[3369] Tyr Asp Gly Leu Phe Pro Arg Val Gln Gln Trp Ser His Gln Gln Arg
[3370] 565 570 575
[3371] Val Gly Asp Leu Phe Gln Lys Leu Ala Ser Gln Leu Gly Val Tyr Arg
[3372] 580 585 590

[3373] Ala Phe Val Asp Asn Tyr Gly Val Ala Met Glu Met Ala Glu Lys Cys
[3374] 595 600 605

[3375] Cys Gln Ala Asn Ala Gln Phe Ala Glu Ile Ser Glu Asn Leu Arg Ala
[3376] 610 615 620

[3377] Arg Ser Asn Lys Asp Ala Lys Asp Pro Thr Thr Lys Asn Ser Leu Glu
[3378] 625 630 635 640
[3379] Thr Leu Leu Tyr Lys Pro Val Asp Arg Val Thr Arg Ser Thr Leu Val
[3380] 645 650 655
[3381] Leu His Asp Leu Leu Lys His Thr Pro Ala Ser His Pro Asp His Pro
[3382] 660 665 670

[3383] Leu Leu Gln Asp Ala Leu Arg Ile Ser Gln Asn Phe Leu Ser Ser Ile
[3384] 675 680 685

[3385] Asn Glu Glu Ile Thr

[3386] 690

[3387] <210> 66

[3388] <211> 464

[3389] <212> PRT

[3390] <213> homo sapiens

[3391]  <400> 66

[3392] Met Asp Phe Ser Arg Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser
[3393] 1 5 10 15
[3394]  Glu Asp Leu Ala Ser Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln
[3395] 20 25 30

[3396] Arg Lys Gln Glu Pro Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu
[3397] 35 40 45

[3398] Gln Glu Lys Arg Met Leu Glu Glu Ser Asn Leu Ser Phe Leu Lys Glu
[3399] 50 55 60

[3400] Leu Leu Phe Arg Ile Asn Arg Leu Asp Leu Leu Ile Thr Tyr Leu Asn
[3401] 65 70 75 80
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[3402] Thr Arg Lys Glu Glu Met Glu Arg Glu Leu Gln Thr Pro Gly Arg Ala
[3403] 85 90 95
[3404] Gln Ile Ser Ala Tyr Arg Val Met Leu Tyr Gln Ile Ser Glu Glu Val
[3405] 100 105 110

[3406] Ser Arg Ser Glu Leu Arg Ser Phe Lys Phe Leu Leu Gln Glu Glu Ile
[3407] 115 120 125

[3408] Ser Lys Cys Lys Leu Asp Asp Asp Met Asn Leu Leu Asp Ile Phe Ile
[3409] 130 135 140

[3410] Glu Met Glu Lys Arg Val Ile Leu Gly Glu Gly Lys Leu Asp Ile Leu
[3411] 145 150 155 160
[3412] Lys Arg Val Cys Ala Gln Ile Asn Lys Ser Leu Leu Lys Ile Ile Asn
[3413] 165 170 175
[3414] Asp Tyr Glu Glu Phe Ser Lys Gly Glu Glu Leu Cys Gly Val Met Thr
[3415] 180 185 190

[3416] Ile Ser Asp Ser Pro Arg Glu Gln Asp Ser Glu Ser Gln Thr Leu Asp
[3417] 195 200 205

[3418] Lys Val Tyr Gln Met Lys Ser Lys Pro Arg Gly Tyr Cys Leu Ile Ile
[3419] 210 215 220

[3420] Asn Asn His Asn Phe Ala Lys Ala Arg Glu Lys Val Pro Lys Leu His
[3421] 225 230 235 240
[3422] Ser Ile Arg Asp Arg Asn Gly Thr His Leu Asp Ala Gly Ala Leu Thr
[3423] 245 250 255
[3424] Thr Thr Phe Glu Glu Leu His Phe Glu Ile Lys Pro His Asp Asp Cys
[3425] 260 265 270

[3426] Thr Val Glu Gln Ile Tyr Glu Ile Leu Lys Ile Tyr Gln Leu Met Asp
[3427] 275 280 285

[3428] His Ser Asn Met Asp Cys Phe Ile Cys Cys Ile Leu Ser His Gly Asp
[3429] 290 295 300

[3430] Lys Gly Ile Ile Tyr Gly Thr Asp Gly Gln Glu Ala Pro Ile Tyr Glu
[3431] 305 310 315 320
[3432] Leu Thr Ser Gln Phe Thr Gly Leu Lys Cys Pro Ser Leu Ala Gly Lys
[3433] 325 330 335
[3434] Pro Lys Val Phe Phe Ile Gln Ala Cys Gln Gly Asp Asn Tyr Gln Lys
[3435] 340 345 350

[3436] Gly Ile Pro Val Glu Thr Asp Ser Glu Glu Gln Pro Tyr Leu Glu Met
[3437] 355 360 365

[3438] Asp Leu Ser Ser Pro Gln Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe
[3439] 370 375 380

[3440] Leu Leu Gly Met Ala Thr Val Asn Asn Cys Val Ser Tyr Arg Asn Pro
[3441] 385 390 395 400
[3442] Ala Glu Gly Thr Trp Tyr Ile Gln Ser Leu Cys Gln Ser Leu Arg Glu
[3443] 405 410 415
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[3444]
[3445]
[3446]
[3447]
[3448]
[3449]
[3450]
[3451]
[3452]
[3453]
[3454]
[3455]
[3456]
[3457]
[3458]
[3459]
[3460]
[3461]
[3462]
[3463]
[3464]
[3465]
[3466]
[3467]
[3468]
[3469]
[3470]
[3471]
[3472]
[3473]
[3474]
[3475]
[3476]
[3477]
[3478]
[3479]
[3480]
[3481]
[3482]
[3483]
[3484]
[3485]

Arg Cys Pro Arg Gly Asp Asp Ile

420

Tyr Glu Val Ser Asn Lys Asp

435

Pro Gln Pro Thr Phe Thr Leu

<210> 67

450

<211> 538
<212> PRT
<213> homo sapiens

<400> 67

Met Glu Gly

1
Phe

Leu
Gly
Asn
65

Leu
Ile
Leu
Asn
Met
145
Arg
Arg
Asp
Val
Gln

225

Ser

Phe
Gly
Ala
50

Leu
Lys
Lys
Glu
Arg
130
Glu
Val
Ser
Asp
Ile
210

Ile

Lys

Leu
Arg
35

Asp
Tyr
Phe
Asp
Glu
115
Leu
Arg
Met
Phe
Asp
195
Leu

Asn

Glu

Gly
Gly
20

Leu
Tyr
Asp
Leu
Ala
100
Ser
Asp
Glu
Leu
Lys
180

Met

Gly

Arg

Arg
5
Ala
Gly
Ile
Ile
Ser
85
Leu
Asn
Leu
Leu
Tyr
165
Phe
Asn
Glu

Ser

Ser

Arg

Phe

Asp

Leu

Gly

70

Leu

Met

Leu

Leu

Gln

150

Gln

Leu

Leu

Gly

Leu

230

Ser

455

Ala
Pro
Ser
Leu
55

Glu
Asp
Leu
Ser
Ile
135
Thr
Ile
Leu
Leu
Lys
215

Leu

Ser

Asp
440
Arg

Arg

Thr

Glu

40

Pro

Gln

Tyr

Phe

Phe

120

Thr

Pro

Ser

Gln

Asp

200

Leu

Leu

Leu Thr Ile Leu

425

Lys Lys Asn Met

Lys Lys Leu Val

Val Val
10

Pro Phe

25

Thr Ala

Phe Lys

Leu Asp

Ile Pro
90

Gln Arg

105

Leu Lys

Tyr Leu
Gly Arg
Glu Glu
170
Glu Glu
185
Ile Phe
Asp Ile

Ile Ile

Glu Gly

143

Ile

Pro

Met

Lys

Ser

75

Gln

Leu

Glu

Asn

Ala

155

Val

Ile

Ile

Leu

Asn

235

Ser

460

Glu
Ala
Val
Met
60

Glu
Arg
Gln
Leu
Thr
140
Gln
Ser
Ser
Glu
Lys
220

Asp

Pro

Thr
Gly

445
Phe

Ser
Glu
Pro
45

Asp
Asp
Lys
Glu
Leu
125
Arg
Ile
Arg
Lys
Met
205
Arg

Tyr

Asp

Glu Val Asn

430
Lys

Pro

Lys
His
30

Gly
Phe
Leu
Gln
Lys
110
Phe
Lys
Ser
Ser
Cys
190
Glu
Val

Glu

Glu

Gln

Ser

Arg
15

Val
Lys
Ser
Ala
Glu
95

Arg
Arg
Glu
Ala
Glu
175
Lys
Lys
Cys

Glu

Phe

Met

Asp

Asn

Glu

Gly

Arg

Ser

80

Pro

Met

Ile

Glu

Tyr

160

Leu

Leu

Arg

Ala

Phe

240

Ser
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[3486] 245 250 255
[3487] Asn Gly Glu Glu Leu Cys Gly Val Met Thr Ile Ser Asp Ser Pro Arg
[3488] 260 265 270

[3489] Glu Gln Asp Ser Glu Ser Gln Thr Leu Asp Lys Val Tyr Gln Met Lys
[3490] 275 280 285

[3491] Ser Lys Pro Arg Gly Tyr Cys Leu Ile Ile Asn Asn His Asn Phe Ala
[3492] 290 295 300

[3493] Lys Ala Arg Glu Lys Val Pro Lys Leu His Ser Ile Arg Asp Arg Asn
[3494] 305 310 315 320
[3495] Gly Thr His Leu Asp Ala Gly Ala Leu Thr Thr Thr Phe Glu Glu Leu
[3496] 325 330 335
[3497] His Phe Glu Ile Lys Pro His Asp Asp Cys Thr Val Glu Gln Ile Tyr
[3498] 340 345 350

[3499] Glu Ile Leu Lys Ile Tyr Gln Leu Met Asp His Ser Asn Met Asp Cys
[3500] 355 360 365

[3501] Phe Ile Cys Cys Ile Leu Ser His Gly Asp Lys Gly Ile Ile Tyr Gly
[3502] 370 375 380

[3503] Thr Asp Gly Gln Glu Ala Pro Ile Tyr Glu Leu Thr Ser Gln Phe Thr
[3504] 385 390 395 400
[3505] Gly Leu Lys Cys Pro Ser Leu Ala Gly Lys Pro Lys Val Phe Phe Ile
[3506] 405 410 415
[3507] Gln Ala Cys Gln Gly Asp Asn Tyr Gln Lys Gly Ile Pro Val Glu Thr
[3508] 420 425 430

[3509] Asp Ser Glu Glu Gln Pro Tyr Leu Glu Met Asp Leu Ser Ser Pro Gln
[3510] 435 440 445

[3511] Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe Leu Leu Gly Met Ala Thr
[3512] 450 455 460

[3513] Val Asn Asn Cys Val Ser Tyr Arg Asn Pro Ala Glu Gly Thr Trp Tyr
[3514] 465 470 475 480
[3515] Ile GIn Ser Leu Cys Gln Ser Leu Arg Glu Arg Cys Pro Arg Gly Asp
[3516] 485 490 495
[3517] Asp Ile Leu Thr Ile Leu Thr Glu Val Asn Tyr Glu Val Ser Asn Lys
[3518] 500 505 510

[3519] Asp Asp Lys Lys Asn Met Gly Lys Gln Met Pro Gln Pro Thr Phe Thr
[3520] 515 520 525

[3521] Leu Arg Lys Lys Leu Val Phe Pro Ser Asp

[3522] 530 535

[3523] <210> 68

[3524] <211> 496

[3525]  <212> PRT

[3526] <213> homo sapiens

[3527]  <400> 68
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[3528] Met Asp Phe Ser Arg Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser
[3529] 1 5 10 15
[3530] Glu Asp Leu Ala Ser Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln
[3531] 20 25 30

[3532] Arg Lys Gln Glu Pro Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu
[3533] 35 40 45

[3534] Gln Glu Lys Arg Met Leu Glu Glu Ser Asn Leu Ser Phe Leu Lys Glu
[3535] 50 55 60

[3536] Leu Leu Phe Arg Ile Asn Arg Leu Asp Leu Leu Ile Thr Tyr Leu Asn
[3537] 65 70 75 80
[3538] Thr Arg Lys Glu Glu Met Glu Arg Glu Leu Gln Thr Pro Gly Arg Ala
[3539] 85 90 95
[3540] Gln Ile Ser Ala Tyr Arg Phe His Phe Cys Arg Met Ser Trp Ala Glu
[3541] 100 105 110

[3542] Ala Asn Ser Gln Cys Gln Thr Gln Ser Val Pro Phe Trp Arg Arg Val
[3543] 115 120 125

[3544] Asp His Leu Leu Ile Arg Val Met Leu Tyr Gln Ile Ser Glu Glu Val
[3545] 130 135 140

[3546] Ser Arg Ser Glu Leu Arg Ser Phe Lys Phe Leu Leu Gln Glu Glu Ile
[3547] 145 150 155 160
[3548] Ser Lys Cys Lys Leu Asp Asp Asp Met Asn Leu Leu Asp Ile Phe Ile
[3549] 165 170 175
[3550] Glu Met Glu Lys Arg Val Ile Leu Gly Glu Gly Lys Leu Asp Ile Leu
[3551] 180 185 190

[3552] Lys Arg Val Cys Ala Gln Ile Asn Lys Ser Leu Leu Lys Ile Ile Asn
[3553] 195 200 205

[3554] Asp Tyr Glu Glu Phe Ser Lys Gly Glu Glu Leu Cys Gly Val Met Thr
[3555] 210 215 220

[3556] Ile Ser Asp Ser Pro Arg Glu Gln Asp Ser Glu Ser Gln Thr Leu Asp
[3557] 225 230 235 240
[3558] Lys Val Tyr Gln Met Lys Ser Lys Pro Arg Gly Tyr Cys Leu Ile Ile
[3559] 245 250 255
[3560] Asn Asn His Asn Phe Ala Lys Ala Arg Glu Lys Val Pro Lys Leu His
[3561] 260 265 270

[3562] Ser Ile Arg Asp Arg Asn Gly Thr His Leu Asp Ala Gly Ala Leu Thr
[3563] 275 280 285

[3564] Thr Thr Phe Glu Glu Leu His Phe Glu Ile Lys Pro His Asp Asp Cys
[3565] 290 295 300

[3566] Thr Val Glu Gln Ile Tyr Glu Ile Leu Lys Ile Tyr Gln Leu Met Asp
[3567] 305 310 315 320
[3568] His Ser Asn Met Asp Cys Phe Ile Cys Cys Ile Leu Ser His Gly Asp
[35691] 325 330 335
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[3570] Lys Gly Ile Ile Tyr Gly Thr Asp Gly Gln Glu Ala Pro Ile Tyr Glu
[3571] 340 345 350

[3572] Leu Thr Ser Gln Phe Thr Gly Leu Lys Cys Pro Ser Leu Ala Gly Lys
[3573] 355 360 365

[3574] Pro Lys Val Phe Phe Ile Gln Ala Cys Gln Gly Asp Asn Tyr Gln Lys
[3575] 370 375 380

[3576] Gly Ile Pro Val Glu Thr Asp Ser Glu Glu Gln Pro Tyr Leu Glu Met
[3577] 385 390 395 400
[3578] Asp Leu Ser Ser Pro Gln Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe
[3579] 405 410 415
[3580] Leu Leu Gly Met Ala Thr Val Asn Asn Cys Val Ser Tyr Arg Asn Pro
[3581] 420 425 430

[3582] Ala Glu Gly Thr Trp Tyr Ile Gln Ser Leu Cys Gln Ser Leu Arg Glu
[3583] 435 440 445

[3584] Arg Cys Pro Arg Gly Asp Asp Ile Leu Thr Ile Leu Thr Glu Val Asn
[3585] 450 455 460

[3586] Tyr Glu Val Ser Asn Lys Asp Asp Lys Lys Asn Met Gly Lys Gln Met
[3587] 465 470 475 480
[3588] Pro Gln Pro Thr Phe Thr Leu Arg Lys Lys Leu Val Phe Pro Ser Asp
[3589] 485 490 495
[3590] <210> 69

[3591]  <211> 479

[3592]  <212> PRT

[3593] <213> homo sapiens

[3594]  <400> 69

[3595] Met Asp Phe Ser Arg Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser
[3596] 1 5 10 15
[3597] Glu Asp Leu Ala Ser Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln
[3598] 20 25 30

[3599] Arg Lys Gln Glu Pro Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu
[3600] 35 40 45

[3601]  Gln Glu Lys Arg Met Leu Glu Glu Ser Asn Leu Ser Phe Leu Lys Glu
[3602] 50 55 60

[3603] Leu Leu Phe Arg Ile Asn Arg Leu Asp Leu Leu Ile Thr Tyr Leu Asn
[3604] 65 70 75 80
[3605] Thr Arg Lys Glu Glu Met Glu Arg Glu Leu Gln Thr Pro Gly Arg Ala
[3606] 85 90 95
[3607] Gln Ile Ser Ala Tyr Arg Val Met Leu Tyr Gln Ile Ser Glu Glu Val
[3608] 100 105 110

[3609] Ser Arg Ser Glu Leu Arg Ser Phe Lys Phe Leu Leu Gln Glu Glu Ile
[3610] 115 120 125

[3611] Ser Lys Cys Lys Leu Asp Asp Asp Met Asn Leu Leu Asp Ile Phe Ile
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[3612] 130 135 140

[3613] Glu Met Glu Lys Arg Val Ile Leu Gly Glu Gly Lys Leu Asp Ile Leu
[3614] 145 150 155 160
[3615] Lys Arg Val Cys Ala Gln Ile Asn Lys Ser Leu Leu Lys Ile Ile Asn
[3616] 165 170 175
[3617]  Asp Tyr Glu Glu Phe Ser Lys Glu Arg Ser Ser Ser Leu Glu Gly Ser
[3618] 180 185 190

[3619] Pro Asp Glu Phe Ser Asn Gly Glu Glu Leu Cys Gly Val Met Thr Ile
[3620] 195 200 205

[3621]  Ser Asp Ser Pro Arg Glu Gln Asp Ser Glu Ser Gln Thr Leu Asp Lys
[3622] 210 215 220

[3623] Val Tyr Gln Met Lys Ser Lys Pro Arg Gly Tyr Cys Leu Ile Ile Asn
[3624] 225 230 235 240
[3625] Asn His Asn Phe Ala Lys Ala Arg Glu Lys Val Pro Lys Leu His Ser
[3626] 245 250 255
[3627] Ile Arg Asp Arg Asn Gly Thr His Leu Asp Ala Gly Ala Leu Thr Thr
[3628] 260 265 270

[3629] Thr Phe Glu Glu Leu His Phe Glu Ile Lys Pro His Asp Asp Cys Thr
[3630] 275 280 285

[3631]  Val Glu Gln Ile Tyr Glu Ile Leu Lys Ile Tyr Gln Leu Met Asp His
[3632] 290 295 300

[3633] Ser Asn Met Asp Cys Phe Ile Cys Cys Ile Leu Ser His Gly Asp Lys
[3634] 305 310 315 320
[3635] Gly Ile Ile Tyr Gly Thr Asp Gly Gln Glu Ala Pro Ile Tyr Glu Leu
[3636] 325 330 335
[3637] Thr Ser Gln Phe Thr Gly Leu Lys Cys Pro Ser Leu Ala Gly Lys Pro
[3638] 340 345 350

[3639] Lys Val Phe Phe Ile Gln Ala Cys Gln Gly Asp Asn Tyr Gln Lys Gly
[3640] 355 360 365

[3641] Ile Pro Val Glu Thr Asp Ser Glu Glu Gln Pro Tyr Leu Glu Met Asp
[3642] 370 375 380

[3643] Leu Ser Ser Pro Gln Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe Leu
[3644] 385 390 395 400
[3645] Leu Gly Met Ala Thr Val Asn Asn Cys Val Ser Tyr Arg Asn Pro Ala
[3646] 405 410 415
[3647]  Glu Gly Thr Trp Tyr Ile Gln Ser Leu Cys Gln Ser Leu Arg Glu Arg
[3648] 420 425 430

[3649] Cys Pro Arg Gly Asp Asp Ile Leu Thr Ile Leu Thr Glu Val Asn Tyr
[3650] 435 440 445

[3651]  Glu Val Ser Asn Lys Asp Asp Lys Lys Asn Met Gly Lys Gln Met Pro
[3652] 450 455 460

[3653] Gln Pro Thr Phe Thr Leu Arg Lys Lys Leu Val Phe Pro Ser Asp
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[3654] 465 470 475

[3655]  <210> 70

[3656]  <211> 464

[3657]  <212> PRT

[3658] <213> homo sapiens

[3659]  <400> 70

[3660] Met Asp Phe Ser Arg Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser
[3661] 1 5 10 15
[3662] Glu Asp Leu Ala Ser Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln
[3663] 20 25 30

[3664] Arg Lys Gln Glu Pro Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu
[3665] 35 40 45

[3666] Gln Glu Lys Arg Met Leu Glu Glu Ser Asn Leu Ser Phe Leu Lys Glu
[3667] 50 55 60

[3668] Leu Leu Phe Arg Ile Asn Arg Leu Asp Leu Leu Ile Thr Tyr Leu Asn
[3669] 65 70 75 80
[3670] Thr Arg Lys Glu Glu Met Glu Arg Glu Leu Gln Thr Pro Gly Arg Ala
[3671] 85 90 95
[3672] Gln Ile Ser Ala Tyr Arg Val Met Leu Tyr Gln Ile Ser Glu Glu Val
[3673] 100 105 110

[3674]  Ser Arg Ser Glu Leu Arg Ser Phe Lys Phe Leu Leu Gln Glu Glu Ile
[3675] 115 120 125

[3676] Ser Lys Cys Lys Leu Asp Asp Asp Met Asn Leu Leu Asp Ile Phe Ile
[3677] 130 135 140

[3678] Glu Met Glu Lys Arg Val Ile Leu Gly Glu Gly Lys Leu Asp Ile Leu
[3679] 145 150 155 160
[3680] Lys Arg Val Cys Ala Gln Ile Asn Lys Ser Leu Leu Lys Ile Ile Asn
[3681] 165 170 175
[3682] Asp Tyr Glu Glu Phe Ser Lys Gly Glu Glu Leu Cys Gly Val Met Thr
[3683] 180 185 190

[3684] Ile Ser Asp Ser Pro Arg Glu Gln Asp Ser Glu Ser Gln Thr Leu Asp
[3685] 195 200 205

[3686] Lys Val Tyr Gln Met Lys Ser Lys Pro Arg Gly Tyr Cys Leu Ile Ile
[3687] 210 215 220

[3688] Asn Asn His Asn Phe Ala Lys Ala Arg Glu Lys Val Pro Lys Leu His
[3689] 225 230 235 240
[3690] Ser Ile Arg Asp Arg Asn Gly Thr His Leu Asp Ala Gly Ala Leu Thr
[3691] 245 250 255
[3692] Thr Thr Phe Glu Glu Leu His Phe Glu Ile Lys Pro His Asp Asp Cys
[3693] 260 265 270

[3694] Thr Val Glu Gln Ile Tyr Glu Ile Leu Lys Ile Tyr Gln Leu Met Asp
[3695] 275 280 285

148



CN 108025045 B ,? yu % 89/219 1T
[3696] His Ser Asn Met Asp Cys Phe Ile Cys Cys Ile Leu Ser His Gly Asp
[3697] 290 295 300

[3698] Lys Gly Ile Ile Tyr Gly Thr Asp Gly Gln Glu Ala Pro Ile Tyr Glu
[3699]1 305 310 315 320
[3700] Leu Thr Ser Gln Phe Thr Gly Leu Lys Cys Pro Ser Leu Ala Gly Lys
[3701] 325 330 335
[3702] Pro Lys Val Phe Phe Ile Gln Ala Cys Gln Gly Asp Asn Tyr Gln Lys
[3703] 340 345 350

[3704] Gly Ile Pro Val Glu Thr Asp Ser Glu Glu Gln Pro Tyr Leu Glu Met
[3705] 355 360 365

[3706] Asp Leu Ser Ser Pro Gln Thr Arg Tyr Ile Pro Asp Glu Ala Asp Phe
[3707] 370 375 380

[3708] Leu Leu Gly Met Ala Thr Val Asn Asn Cys Val Ser Tyr Arg Asn Pro
[3709] 385 390 395 400
[3710] Ala Glu Gly Thr Trp Tyr Ile Gln Ser Leu Cys Gln Ser Leu Arg Glu
[3711] 405 410 415
[3712] Arg Cys Pro Arg Gly Asp Asp Ile Leu Thr Ile Leu Thr Glu Val Asn
[3713] 420 425 430

[3714] Tyr Glu Val Ser Asn Lys Asp Asp Lys Lys Asn Met Gly Lys Gln Met
[3715] 435 440 445

[3716] Pro Gln Pro Thr Phe Thr Leu Arg Lys Lys Leu Val Phe Pro Ser Asp
[3717] 450 455 460

[3718] <210> 71

[3719] <211> 235

[3720]  <212> PRT

[3721] <213> homo sapiens

[3722]  <400> 71

[3723] Met Asp Phe Ser Arg Asn Leu Tyr Asp Ile Gly Glu Gln Leu Asp Ser
[3724]1 1 5 10 15
[3725] Glu Asp Leu Ala Ser Leu Lys Phe Leu Ser Leu Asp Tyr Ile Pro Gln
[3726] 20 25 30

[3727] Arg Lys Gln Glu Pro Ile Lys Asp Ala Leu Met Leu Phe Gln Arg Leu
[3728] 35 40 45

[3729]  Gln Glu Lys Arg Met Leu Glu Glu Ser Asn Leu Ser Phe Leu Lys Glu
[3730] 50 55 60

[3731] Leu Leu Phe Arg Ile Asn Arg Leu Asp Leu Leu Ile Thr Tyr Leu Asn
[3732] 65 70 75 80
[3733] Thr Arg Lys Glu Glu Met Glu Arg Glu Leu Gln Thr Pro Gly Arg Ala
[3734] 85 90 95
[3735] Gln Ile Ser Ala Tyr Arg Val Met Leu Tyr Gln Ile Ser Glu Glu Val
[3736] 100 105 110

[3737] Ser Arg Ser Glu Leu Arg Ser Phe Lys Phe Leu Leu Gln Glu Glu Ile
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[3738] 115 120 125

[3739] Ser Lys Cys Lys Leu Asp Asp Asp Met Asn Leu Leu Asp Ile Phe Ile
[3740] 130 135 140

[3741]  Glu Met Glu Lys Arg Val Ile Leu Gly Glu Gly Lys Leu Asp Ile Leu
[3742] 145 150 155 160
[3743] Lys Arg Val Cys Ala Gln Ile Asn Lys Ser Leu Leu Lys Ile Ile Asn
[3744] 165 170 175
[3745] Asp Tyr Glu Glu Phe Ser Lys Glu Arg Ser Ser Ser Leu Glu Gly Ser
[3746] 180 185 190

[3747] Pro Asp Glu Phe Ser Asn Asp Phe Gly Gln Ser Leu Pro Asn Glu Lys
[3748] 195 200 205

[3749] GIn Thr Ser Gly Ile Leu Ser Asp His Gln Gln Ser Gln Phe Cys Lys
[3750] 210 215 220

[3751]  Ser Thr Gly Glu Ser Ala Gln Thr Ser Gln His

[3752] 225 230 235

[3753]  <210> 72

[3754] <211> 9

[3755]  <212> PRT

[3756] <213> Artificial sequence

[3757]  <220>

[3758]  <221> PEPTIDE

[3759]  <222> (1)..(9)

[3760]  <223> %E Mk

[3761]  <400> 72

[3762] 1Ile Leu Lys Glu Pro Val His Gly Val

[3763] 1 5

[3764] <210> 73

[3765] <211> 9

[3766]  <212> PRT

[3767] <213> Artificial sequence

[3768]  <220>

[3769]  <221> PEPTIDE

[3770]  <222> (1)..(9)

[37711  <223> MMk

[3772]  <400> 73

[3773]  Ser Leu Tyr Asn Thr Val Ala Thr Leu

[3774] 1 5

[3775]  <210> 74

[3776] <211> 8

[3777]1  <212> PRT

[3778] <213> Artificial sequence

[3779]1  <220>
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[3780]  <221> PEPTIDE

[3781]  <222> (1)..(8)

[3782]  <223> MMk

[3783]  <400> 74

[3784] Ile Leu Glu Pro Val His Gly Val

[3785] 1 5

[3786] <210> 75

[3787] <211> 9

[3788]  <212> PRT

[3789] <213> Artificial sequence

[3790]  <220>

[3791]  <221> PEPTIDE

[3792] <222> (1)..(9)

[3793]  <223> HEMEAK

[3794]  <400> 75

[3795] Gly Ile Leu Gly Phe Val Phe Thr Leu

[3796] 1 5

[3797] <210> 76

[3798] <211> 252

[3799]1  <212> PRT

[3800] <213> Influenza A virus

[3801]  <400> 76

[3802] Met Ser Leu Leu Thr Glu Val Glu Thr Tyr Val Leu Ser Ile Val Pro
[3803] 1 5 10 15
[3804] Ser Gly Pro Leu Lys Ala Glu Ile Ala Gln Arg Leu Glu Asp Val Phe
[3805] 20 25 30

[3806] Ala Gly Lys Asn Thr Asp Leu Glu Ala Leu Met Glu Trp Leu Lys Thr
[3807] 35 40 45

[3808] Arg Pro Ile Leu Ser Pro Leu Thr Lys Gly Ile Leu Gly Phe Val Phe
[3809] 50 55 60

[3810] Thr Leu Thr Val Pro Ser Glu Arg Gly Leu Gln Arg Arg Arg Phe Val
[3811] 65 70 75 80
[3812]  Gln Asn Ala Leu Asn Gly Asn Gly Asp Pro Asn Asn Met Asp Arg Ala
[3813] 85 90 95
[3814] Val Lys Leu Tyr Arg Lys Leu Lys Arg Glu Ile Thr Phe His Gly Ala
[3815] 100 105 110

[3816] Lys Glu Val Ala Leu Ser Tyr Ser Ala Gly Ala Leu Ala Ser Cys Met
[3817] 115 120 125

[3818] Gly Leu Ile Tyr Asn Arg Met Gly Ala Val Thr Thr Glu Val Ala Phe
[3819] 130 135 140

[3820] Ala Val Val Cys Ala Thr Cys Glu Gln Ile Ala Asp Ser Gln His Arg
[3821] 145 150 155 160
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[3822] Ser His Arg Gln Met Val Thr Thr Thr Asn Pro Leu Ile Arg His Glu
[3823] 165 170 175
[3824] Asn Arg Met Val Leu Ala Ser Thr Thr Ala Lys Ala Met Glu Gln Met
[3825] 180 185 190

[3826] Ala Gly Ser Ser Glu Gln Ala Ala Glu Ala Met Glu Val Ala Ser Gln
[3827] 195 200 205

[3828] Ala Arg Gln Met Val Gln Ala Met Arg Ala Ile Gly Thr Pro Pro Ser
[3829] 210 215 220

[3830] Ser Ser Ala Gly Leu Lys Asp Asp Leu Leu Glu Asn Leu Gln Ala Tyr
[3831] 225 230 235 240
[3832] Gln Lys Arg Met Gly Val Gln Met Gln Arg Phe Lys

[3833] 245 250

[3834]  <210> 77

[3835] <211> 584

[3836]  <212> PRT

[3837] <213> Influenza A virus

[3838]  <400> 77

[3839] Met Lys Ala Ile Ile Val Leu Leu Met Val Val Thr Ser Asn Ala Asp
[3840] 1 5 10 15
[3841] Arg Ile Cys Thr Gly Ile Thr Ser Ser Asn Ser Pro His Val Val Lys
[3842] 20 25 30

[3843] Thr Ala Thr Gln Gly Glu Val Asn Val Thr Gly Val Ile Pro Leu Thr
[3844] 35 40 45

[3845] Thr Thr Pro Thr Lys Ser His Phe Ala Asn Leu Lys Gly Thr Gln Thr
[3846] 50 55 60

[3847] Arg Gly Lys Leu Cys Pro Asn Cys Phe Asn Cys Thr Asp Leu Asp Val
[3848] 65 70 75 80
[3849] Ala Leu Gly Arg Pro Lys Cys Met Gly Asn Thr Pro Ser Ala Lys Val
[3850] 85 90 95
[3851] Ser Ile Leu His Glu Val Lys Pro Ala Thr Ser Gly Cys Phe Pro Ile
[3852] 100 105 110

[3853] Met His Asp Arg Thr Lys Ile Arg Gln Leu Pro Asn Leu Leu Arg Gly
[3854] 115 120 125

[3855] Tyr Glu Asn Ile Arg Leu Ser Thr Ser Asn Val Ile Asn Thr Glu Thr
[3856] 130 135 140

[3857] Ala Pro Gly Gly Pro Tyr Lys Val Gly Thr Ser Gly Ser Cys Pro Asn
[3858] 145 150 155 160
[3859] Val Ala Asn Gly Asn Gly Phe Phe Asn Thr Met Ala Trp Val Ile Pro
[3860] 165 170 175
[3861] Lys Asp Asn Asn Lys Thr Ala Ile Asn Pro Val Thr Val Glu Val Pro
[3862] 180 185 190

[3863] Tyr Ile Cys Ser Glu Gly Glu Asp Gln Ile Thr Val Trp Gly Phe His
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[3864] 195 200 205

[3865] Ser Asp Asp Lys Thr Gln Met Glu Arg Leu Tyr Gly Asp Ser Asn Pro
[3866] 210 215 220

[3867] Gln Lys Phe Thr Ser Ser Ala Asn Gly Val Thr Thr His Tyr Val Ser
[3868] 225 230 235 240
[3869] Gln Ile Gly Gly Phe Pro Asn Gln Thr Glu Asp Glu Gly Leu Lys Gln
[3870] 245 250 255
[3871] Ser Gly Arg Ile Val Val Asp Tyr Met Val Gln Lys Pro Gly Lys Thr
[3872] 260 265 270

[3873] Gly Thr Ile Val Tyr Gln Arg Gly Ile Leu Leu Pro Gln Lys Val Trp
[3874] 275 280 285

[3875] Cys Ala Ser Gly Arg Ser Lys Val Ile Lys Gly Ser Leu Pro Leu Ile
[3876] 290 295 300

[3877] Gly Glu Ala Asp Cys Leu His Glu Lys Tyr Gly Gly Leu Asn Lys Ser
[3878] 305 310 315 320
[3879] Lys Pro Tyr Tyr Thr Gly Glu His Ala Lys Ala Ile Gly Asn Cys Pro
[3880] 325 330 335
[3881] Ile Trp Val Lys Thr Pro Leu Lys Leu Ala Asn Gly Thr Lys Tyr Arg
[3882] 340 345 350

[3883] Pro Pro Ala Lys Leu Leu Lys Glu Arg Gly Phe Phe Gly Ala Ile Ala
[3884] 355 360 365

[3885] Gly Phe Leu Glu Gly Gly Trp Glu Gly Met Ile Ala Gly Trp His Gly
[3886] 370 375 380

[3887] Tyr Thr Ser His Gly Ala His Gly Val Ala Val Ala Ala Asp Leu Lys
[3888] 385 390 395 400
[3889] Ser Thr Gln Glu Ala Ile Asn Lys Ile Thr Lys Asn Leu Asn Tyr Leu
[3890] 405 410 415
[3891] Ser Glu Leu Glu Val Lys Asn Leu Gln Arg Leu Ser Gly Ala Met Asn
[3892] 420 425 430

[3893] Glu Leu His Asp Glu Ile Leu Glu Leu Asp Glu Lys Val Asp Asp Leu
[3894] 435 440 445

[3895] Arg Ala Asp Thr Ile Ser Ser Gln Ile Glu Leu Ala Val Leu Leu Ser
[3896] 450 455 460

[3897] Asn Glu Gly Ile Ile Asn Ser Glu Asp Glu His Leu Leu Ala Leu Glu
[3898] 465 470 475 480
[3899] Arg Lys Leu Lys Lys Met Leu Gly Pro Ser Ala Val Glu Ile Gly Asn
[3900] 485 490 495
[3901]  Gly Cys Phe Glu Thr Lys His Lys Cys Asn Gln Thr Cys Leu Asp Arg
[3902] 500 505 510

[3903] Ile Ala Ala Gly Thr Phe Asn Ala Gly Asp Phe Ser Leu Pro Thr Phe
[3904] 515 520 525

[3905] Asp Ser Leu Asn Ile Thr Ala Ala Ser Leu Asn Asp Asp Gly Leu Asp
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[3906]
[3907]
[3908]
[3909]
[3910]
[3911]
[3912]
[3913]
[3914]
[3915]
[3916]
[3917]
[3918]
[3919]
[3920]
[3921]
[3922]
[3923]
[3924]
[3925]
[3926]
[3927]
[3928]
[3929]
[3930]
[3931]
[3932]
[3933]
[3934]
[3935]
[3936]
[3937]
[3938]
[3939]
[3940]
[3941]
[3942]
[3943]
[3944]
[3945]
[3946]
[3947]

530
Asn His Thr Ile
545
Val Thr Leu Met

Asn Val Ser Cys
580

<210> 78

<211> 566

<212> PRT

<213> Influenza

<400> 78

Met Lys Thr Ile

1

Gln Lys Leu Pro
20

His His Ala Val

35
Gln Ile Glu Val
50

Gly Gly Ile Cys

65

Thr Leu Ile Asp

Asn Lys Lys Trp
100

Cys Tyr Pro Tyr

115
Ala Ser Ser Gly
130

Gly Val Thr Gln

145

Asn Ser Phe Phe

Tyr Pro Ala Leu
180

Leu Tyr Ile Trp

195
Ser Leu Tyr Ala
210
Ser Gln GIn Thr
225

Leu

Ile
565

Ser

Leu
550
Ala

Ile

A virus

Ile
5
Gly
Pro
Thr
Asp
Ala
85
Asp
Asp
Thr
Asn
Ser
165
Asn
Gly

Gln

Val

Ala

Asn

Asn

Asn

Ser

70

Leu

Leu

Val

Leu

Gly

150

Arg

Val

Val

Ala

Ile
230

535

540

Tyr Tyr Ser Thr Ala Ala Ser Ser Leu Ala

Ile

Cys

Leu

Asp

Gly

Ala

55

Pro

Leu

Phe

Pro

Glu

135

Thr

Leu

Thr

His

Ser

215

Pro

555

560

Phe Ile Val Tyr Met Val Ser Arg Asp

Leu

Ser
Asn
Thr
40

Thr
His
Gly
Val
Asp
120
Phe
Ser
Asn
Met
His
200

Gly

Ser

Tyr
Ser
25

Ile
Glu
Gln
Asp
Glu
105
Tyr
Asn
Ser
Trp
Pro
185
Pro

Arg

Ile

154

570

Ile
10

Thr
Val
Leu
Ile
Pro
90

Arg
Ala
Asn
Ala
Leu
170
Asn
Gly

Ile

Gly

Leu

Ala

Lys

Val

Leu

75

Gln

Ser

Ser

Glu

Cys

155

Thr

Asn

Thr

Thr

Ser
235

Cys

Thr

Thr

Gln

60

Asp

Cys

Lys

Leu

Ser

140

Lys

His

Glu

Asp

Val

220
Arg

Leu
Leu
Ile
45

Ser
Gly
Asp
Ala
Arg
125
Phe
Arg
Leu
Lys
Asn
205

Ser

Pro

Val
Cys
30

Thr
Ser
Glu
Gly
Tyr
110
Ser
Asn
Arg
Lys
Phe
190
Asp

Thr

Arg

575

Phe
15

Leu
Asn
Ser
Asn
Phe
95

Ser
Leu
Trp
Ser
Phe
175
Asp
Gln

Lys

Ile

Ala

Gly

Asp

Thr

Cys

80

Gln

Asn

Val

Thr

Asn

160

Lys

Lys

Ile

Arg

Arg
240
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[3948] Asp Val Pro Ser Arg Ile Ser Ile Tyr Trp Thr Ile Val Lys Pro Gly
[3949] 245 250 255
[3950] Asp Ile Leu Leu Ile Asn Ser Thr Gly Asn Leu Ile Ala Pro Arg Gly
[3951] 260 265 270

[3952] Tyr Phe Lys Ile Arg Ser Gly Lys Ser Ser Ile Met Arg Ser Asp Ala
[3953] 275 280 285

[3954] Pro Ile Gly Lys Cys Asn Ser Glu Cys Ile Thr Pro Asn Gly Ser Ile
[3955] 290 295 300

[3956] Pro Asn Asp Lys Pro Phe Gln Asn Val Asn Arg Ile Thr Tyr Gly Ala
[3957] 305 310 315 320
[3958] Cys Pro Arg Tyr Val Lys Gln Asn Thr Leu Lys Leu Ala Thr Gly Met
[3959] 325 330 335
[3960] Arg Asn Val Pro Glu Lys Gln Thr Arg Gly Ile Phe Gly Ala Ile Ala
[3961] 340 345 350

[3962] Gly Phe Ile Glu Asn Gly Trp Glu Gly Met Val Asp Gly Trp Tyr Gly
[3963] 355 360 365

[3964] Phe Arg His Gln Asn Ser Glu Gly Thr Gly Gln Ala Ala Asp Leu Lys
[3965] 370 375 380

[3966] Ser Thr Gln Ala Ala Ile Asn Gln Ile Asn Gly Lys Leu Asn Arg Leu
[3967] 385 390 395 400
[3968] 1Ile Gly Lys Thr Asn Glu Lys Phe His Gln Ile Glu Lys Glu Phe Ser
[39691] 405 410 415
[3970] Glu Val Glu Gly Arg Ile Gln Asp Leu Glu Lys Tyr Val Glu Asp Thr
[3971] 420 425 430

[3972] Lys Ile Asp Leu Trp Ser Tyr Asn Ala Glu Leu Leu Val Ala Leu Glu
[3973] 435 440 445

[3974] Asn Gln His Thr Ile Asp Leu Thr Asp Ser Glu Met Asn Lys Leu Phe
[3975] 450 455 460

[3976] Glu Arg Thr Lys Lys Gln Leu Arg Glu Asn Ala Glu Asp Met Gly Asn
[3977]1 465 470 475 480
[3978] Gly Cys Phe Lys Ile Tyr His Lys Cys Asp Asn Ala Cys Ile Gly Ser
[3979] 485 490 495
[3980] Ile Arg Asn Gly Thr Tyr Asp His Asp Val Tyr Arg Asp Glu Ala Leu
[3981] 500 505 510

[3982] Asn Asn Arg Phe Gln Ile Lys Gly Val Glu Leu Lys Ser Gly Tyr Lys
[3983] 515 520 525

[3984] Asp Trp Ile Leu Trp Ile Ser Phe Ala Ile Ser Cys Phe Leu Leu Cys
[3985] 530 535 540

[3986] Val Ala Leu Leu Gly Phe Ile Met Trp Ala Cys Gln Lys Gly Asn Ile
[3987] 545 550 555 560
[3988] Arg Cys Asn Ile Cys Ile

[3989] 565
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[3990] <210> 79

[3991]  <211> 466

[3992]  <212> PRT

[3993] <213> Influenza B virus

[3994]  <400> 79

[3995] Met Leu Pro Ser Thr Val Gln Thr Leu Thr Leu Leu Leu Thr Ser Gly
[3996] 1 5 10 15
[3997] Gly Val Leu Leu Ser Leu Tyr Val Ser Ala Ser Leu Ser Tyr Leu Leu
[3998] 20 25 30

[3999] Tyr Ser Asp Val Leu Leu Lys Phe Ser Ser Thr Lys Thr Thr Ala Pro
[4000] 35 40 45

[4001] Thr Met Ser Leu Glu Cys Thr Asn Ala Ser Asn Ala Gln Thr Val Asn
[4002] 50 55 60

[4003] His Ser Ala Thr Lys Glu Met Thr Phe Pro Pro Pro Glu Pro Glu Trp
[4004] 65 70 75 80
[4005] Thr Tyr Pro Arg Leu Ser Cys Gln Gly Ser Thr Phe Gln Lys Ala Leu
[4006] 85 90 95
[4007] Leu Ile Ser Pro His Arg Phe Gly Glu Ile Lys Gly Asn Ser Ala Pro
[4008] 100 105 110

[4009] Leu Ile Ile Arg Glu Pro Phe Val Ala Cys Gly Pro Lys Glu Cys Arg
[4010] 115 120 125

[4011] His Phe Ala Leu Thr His Tyr Ala Ala Gln Pro Gly Gly Tyr Tyr Asn
[4012] 130 135 140

[4013] Gly Thr Arg Lys Asp Arg Asn Lys Leu Arg His Leu Val Ser Val Lys
[4014] 145 150 155 160
[4015] Leu Gly Lys Ile Pro Thr Val Glu Asn Ser Ile Phe His Met Ala Ala
[4016] 165 170 175
[4017]  Trp Ser Gly Ser Ala Cys His Asp Gly Arg Glu Trp Thr Tyr Ile Gly
[4018] 180 185 190

[4019] Val Asp Gly Pro Asp Asn Asp Ala Leu Val Lys Ile Lys Tyr Gly Glu
[4020] 195 200 205

[4021] Ala Tyr Thr Asp Thr Tyr His Ser Tyr Ala His Asn Ile Leu Arg Thr
[4022] 210 215 220

[4023] Gln Glu Ser Ala Cys Asn Cys Ile Gly Gly Asp Cys Tyr Leu Met Ile
[4024] 225 230 235 240
[4025] Thr Asp Gly Ser Ala Ser Gly Ile Ser Lys Cys Arg Phe Leu Lys Ile
[4026] 245 250 255
[4027] Arg Glu Gly Arg Ile Ile Lys Glu Ile Leu Pro Thr Gly Arg Val Glu
[4028] 260 265 270

[4029] His Thr Glu Glu Cys Thr Cys Gly Phe Ala Ser Asn Lys Thr Ile Glu
[4030] 275 280 285

[4031] Cys Ala Cys Arg Asp Asn Ser Tyr Thr Ala Lys Arg Pro Phe Val Lys
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[4032] 290 295 300

[4033] Leu Asn Val Glu Thr Asp Thr Ala Glu Ile Arg Leu Met Cys Thr Lys
[4034] 305 310 315 320
[4035] Thr Tyr Leu Asp Thr Pro Arg Pro Asp Asp Gly Ser Ile Ala Gly Pro
[4036] 325 330 335
[4037] Cys Glu Ser Asn Gly Asp Lys Trp Leu Gly Gly Ile Lys Gly Gly Phe
[4038] 340 345 350

[4039] Val His Gln Arg Met Ala Ser Lys Ile Gly Arg Trp Tyr Ser Arg Thr
[4040] 355 360 365

[4041] Met Ser Lys Thr Asn Arg Met Gly Met Glu Leu Tyr Val Lys Tyr Asp
[4042] 370 375 380

[4043] Gly Asp Pro Trp Thr Asp Ser Asp Ala Leu Thr Leu Ser Gly Val Met
[4044] 385 390 395 400
[4045] Val Ser Ile Glu Glu Pro Gly Trp Tyr Ser Phe Gly Phe Glu Ile Lys
[4046] 405 410 415
[4047] Asp Lys Lys Cys Asp Val Pro Cys Ile Gly Ile Glu Met Val His Asp
[4048] 420 425 430

[4049] Gly Gly Lys Asp Thr Trp His Ser Ala Ala Thr Ala Ile Tyr Cys Leu
[4050] 435 440 445

[4051] Met Gly Ser Gly Gln Leu Leu Trp Asp Thr Val Thr Gly Val Asp Met
[4052] 450 455 460

[4053] Ala Leu

[4054] 465

[4055]  <210> 80

[4056]  <211> 565

[4057]  <212> PRT

[4058] <213> Influenza C virus

[4059]  <400> 80

[4060] Met Ser Asp Arg Arg Gln Asn Arg Lys Thr Pro Asp Glu Gln Arg Lys
[4061] 1 5 10 15
[4062] Ala Asn Ala Leu Ile Ile Asn Glu Asn Ile Glu Ala Tyr Ile Ala Ile
[4063] 20 25 30

[4064] Cys Lys Glu Val Gly Leu Asn Gly Asp Glu Met Leu Ile Leu Glu Asn
[4065] 35 40 45

[4066] Gly Ile Ala Ile Glu Lys Ala Ile Arg Ile Cys Cys Asp Gly Lys Tyr
[4067] 50 55 60

[4068] Gln Glu Lys Arg Glu Lys Lys Ala Arg Glu Ala Gln Arg Ala Asp Ser
[4069] 65 70 75 80
[4070]  Asn Phe Asn Ala Asp Ser Ile Gly Ile Arg Leu Val Lys Arg Ala Gly
[4071] 85 90 95
[4072]  Ser Gly Thr Asn Ile Thr Tyr His Ala Val Val Glu Leu Thr Ser Arg
[4073] 100 105 110
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[4074] Ser Arg Ile Val Gln Ile Leu Lys Ser His Trp Gly Asn Glu Leu Asn
[4075] 115 120 125

[4076] Arg Ala Lys Ile Ala Gly Lys Arg Leu Gly Phe Ser Ala Leu Phe Ala
[4077] 130 135 140

[4078] Ser Asn Leu Glu Ala Ile Ile Tyr Gln Arg Gly Arg Asn Ala Ala Arg
[4079] 145 150 155 160
[4080] Arg Asn Gly Ser Ala Glu Leu Phe Thr Leu Thr Gln Gly Ala Gly Ile
[4081] 165 170 175
[4082] Glu Thr Arg Tyr Lys Trp Ile Met Glu Lys His Ile Gly Ile Gly Val
[4083] 180 185 190

[4084] Leu Ile Ala Asp Ala Lys Gly Leu Ile Asn Gly Lys Arg Glu Gly Lys
[4085] 195 200 205

[4086] Arg Gly Val Asp Ala Asn Val Lys Leu Arg Ala Gly Thr Thr Gly Ser
[4087] 210 215 220

[4088] Pro Leu Glu Arg Ala Met Gln Gly Ile Glu Lys Lys Ala Phe Pro Gly
[4089] 225 230 235 240
[4090] Pro Leu Arg Ala Leu Ala Arg Arg Val Val Lys Ala Asn Tyr Asn Asp
[4091] 245 250 255
[4092] Ala Arg Glu Ala Leu Asn Val Ile Ala Glu Ala Ser Leu Leu Leu Lys
[4093] 260 265 270

[4094] Pro Gln Ile Thr Asn Lys Met Thr Met Pro Trp Cys Met Trp Leu Ala
[4095] 275 280 285

[4096] Ala Arg Leu Thr Leu Lys Asp Glu Phe Ala Asn Phe Cys Ala Tyr Ala
[4097] 290 295 300

[4098] Gly Arg Arg Ala Phe Glu Val Phe Asn Ile Ala Met Glu Lys Ile Gly
[4099] 305 310 315 320
[4100] Ile Cys Ser Phe Gln Gly Thr Ile Met Asn Asp Asp Glu Ile Glu Ser
[4101] 325 330 335
[4102] Ile Glu Asp Lys Ala Gln Val Leu Met Met Ala Cys Phe Gly Leu Ala
[4103] 340 345 350

[4104] Tyr Glu Asp Phe Ser Leu Val Ser Ala Met Val Ser His Pro Leu Lys
[4105] 355 360 365

[4106] Leu Arg Asn Arg Met Lys Ile Gly Asn Phe Arg Val Gly Glu Lys Val
[4107] 370 375 380

[4108] Ser Thr Val Leu Ser Pro Leu Leu Arg Phe Thr Arg Trp Ala Glu Phe
[4109] 385 390 395 400
[4110] Ala Gln Arg Phe Ala Leu Gln Ala Asn Thr Ser Arg Glu Gly Ala Gln
[4111] 405 410 415
[4112] Ile Ser Asn Ser Ala Val Phe Ala Val Glu Arg Lys Ile Thr Thr Asp
[4113] 420 425 430

[4114]  Val Gln Arg Val Glu Glu Leu Leu Asn Lys Val Gln Ala His Glu Asp
[4115] 435 440 445
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[4116]  Glu Pro Leu Gln Thr Leu Tyr Lys Lys Val Arg Glu Gln Ile Ser Ile
[4117] 450 455 460

[4118] 1Ile Gly Arg Asn Lys Ser Glu Ile Lys Glu Phe Leu Gly Ser Ser Met
[4119] 465 470 475 480
[4120] Tyr Asp Leu Asn Asp Gln Glu Lys Gln Asn Pro Ile Asn Phe Arg Ser
[4121] 485 490 495
[4122] Gly Ala His Pro Phe Phe Phe Glu Phe Asp Pro Asp Tyr Asn Pro Ile
[4123] 500 505 510

[4124] Arg Val Lys Arg Pro Lys Lys Pro Ile Ala Lys Arg Asn Ser Asn Ile
[4125] 515 520 525

[4126] Ser Arg Leu Glu Glu Glu Gly Met Asp Glu Asn Ser Glu Ile Gly Gln
[4127] 530 535 540

[4128] Ala Lys Lys Met Lys Pro Leu Asp Gln Leu Thr Ser Thr Ser Ser Asn
[4129] 545 550 555 560
[4130] Tle Pro Gly Lys Asn

[4131] 565

[4132] <210> 81

[4133] <211> 498

[4134]  <212> PRT

[4135] <213> Influenza A virus

[4136]  <400> 81

[4137] Met Ala Ser Gln Gly Thr Lys Arg Ser Tyr Glu Gln Met Glu Thr Asp
[4138] 1 5 10 15
[4139] Gly Glu Arg Gln Asn Ala Thr Glu Ile Arg Ala Ser Val Gly Lys Met
[4140] 20 25 30

[4141] 1Ile Asp Gly Ile Gly Arg Phe Tyr Ile Gln Met Cys Thr Glu Leu Lys
[4142] 35 40 45

[4143] Leu Ser Asp Tyr Glu Gly Arg Leu Ile Gln Asn Ser Leu Thr Ile Glu
[4144] 50 55 60

[4145] Arg Met Val Leu Ser Ala Phe Asp Glu Arg Arg Asn Lys Tyr Leu Glu
[4146] 65 70 75 80
[4147] Glu His Pro Ser Ala Gly Lys Asp Pro Lys Lys Thr Gly Gly Pro Ile
[4148] 85 90 95
[4149] Tyr Lys Arg Val Asp Gly Lys Trp Met Arg Glu Leu Val Leu Tyr Asp
[4150] 100 105 110

[4151] Lys Glu Glu Ile Arg Arg Ile Trp Arg Gln Ala Asn Asn Gly Asp Asp
[4152] 115 120 125

[4153] Ala Thr Ala Gly Leu Thr His Met Met Ile Trp His Ser Asn Leu Asn
[4154] 130 135 140

[4155] Asp Thr Thr Tyr Gln Arg Thr Arg Ala Leu Val Arg Thr Gly Met Asp
[4156] 145 150 155 160
[4157] Pro Arg Met Cys Ser Leu Met Gln Gly Ser Thr Leu Pro Arg Arg Ser
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[4158] 165 170 175
[4159] Gly Ala Ala Gly Ala Ala Val Lys Gly Val Gly Thr Met Val Met Glu
[4160] 180 185 190

[4161] Leu Ile Arg Met Ile Lys Arg Gly Ile Asn Asp Arg Asn Phe Trp Arg
[4162] 195 200 205

[4163] Gly Glu Asn Gly Arg Lys Thr Arg Ser Ala Tyr Glu Arg Met Cys Asn
[4164] 210 215 220

[4165] Ile Leu Lys Gly Lys Phe Gln Thr Ala Ala Gln Arg Ala Met Met Asp
[4166] 225 230 235 240
[4167] GIn Val Arg Glu Ser Arg Asn Pro Gly Asn Ala Glu Ile Glu Asp Leu
[4168] 245 250 255
[4169] Ile Phe Leu Ala Arg Ser Ala Leu Ile Leu Arg Gly Ser Val Ala His
[4170] 260 265 270

[4171] Lys Ser Cys Leu Pro Ala Cys Val Tyr Gly Pro Ala Ile Ala Ser Gly
[4172] 275 280 285

[4173]  Tyr Asn Phe Glu Lys Glu Gly Tyr Ser Leu Val Gly Ile Asp Pro Phe
[4174] 290 295 300

[4175] Lys Leu Leu Gln Asn Ser Gln Val Tyr Ser Leu Ile Arg Pro Asn Glu
[4176] 305 310 315 320
[4177] Asn Pro Ala His Lys Ser Gln Leu Val Trp Met Ala Cys Asn Ser Ala
[4178] 325 330 335
[4179] Ala Phe Glu Asp Leu Arg Val Leu Ser Phe Ile Arg Gly Thr Lys Val
[4180] 340 345 350

[4181]  Ser Pro Arg Gly Lys Leu Ser Thr Arg Gly Val Gln Ile Ala Ser Asn
[4182] 355 360 365

[4183] Glu Asn Met Asp Thr Met Glu Ser Ser Thr Leu Glu Leu Arg Ser Arg
[4184] 370 375 380

[4185] Tyr Trp Ala Ile Arg Thr Arg Ser Gly Gly Asn Thr Asn Gln Gln Arg
[4186] 385 390 395 400
[4187] Ala Ser Ala Gly Gln Ile Ser Val Gln Pro Ala Phe Ser Val Gln Arg
[4188] 405 410 415
[4189] Asn Leu Pro Phe Asp Lys Pro Thr Ile Met Ala Ala Phe Thr Gly Asn
[4190] 420 425 430

[4191] Thr Glu Gly Arg Thr Ser Asp Met Arg Ala Glu Ile Ile Arg Met Met
[4192] 435 440 445

[4193] Glu Gly Ala Lys Pro Glu Glu Met Ser Phe Gln Gly Arg Gly Val Phe
[4194] 450 455 460

[4195] Glu Leu Ser Asp Glu Lys Ala Thr Asn Pro Ile Val Pro Ser Phe Asp
[4196] 465 470 475 480
[4197] Met Ser Asn Glu Gly Ser Tyr Phe Phe Gly Asp Asn Ala Glu Glu Tyr
[4198] 485 490 495
[4199] Asp Asn
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[4200] <210> 82

[4201]  <211> 498

[4202]  <212> PRT

[4203] <213> Influenza A virus

[4204]  <400> 82

[4205] Met Ala Ser Gln Gly Thr Lys Arg Ser Tyr Glu Gln Met Glu Thr Gly
[4206] 1 5 10 15
[4207] Gly Glu Arg Gln Asn Ala Thr Glu Ile Arg Ala Ser Val Gly Arg Met
[4208] 20 25 30

[4209] Val Gly Gly Ile Gly Arg Phe Tyr Val Gln Met Cys Thr Glu Leu Lys
[4210] 35 40 45

[4211] Leu Ser Asp Gln Glu Gly Arg Leu Ile Gln Asn Ser Ile Thr Ile Glu
[4212] 50 55 60

[4213] Arg Met Val Leu Ser Ala Phe Asp Glu Arg Arg Asn Arg Tyr Leu Glu
[4214] 65 70 75 80
[4215]  Glu His Pro Ser Ala Gly Lys Asp Pro Lys Lys Thr Gly Gly Pro Ile
[4216] 85 90 95
[4217]  Tyr Arg Arg Arg Asp Gly Lys Trp Val Arg Glu Leu Ile Leu Tyr Asp
[4218] 100 105 110

[4219] Lys Glu Glu Ile Arg Arg Ile Trp Arg Gln Ala Asn Asn Gly Glu Asp
[4220] 115 120 125

[4221]  Ala Thr Ala Gly Leu Thr His Met Met Ile Trp His Ser Asn Leu Asn
[4222] 130 135 140

[4223] Asp Ala Thr Tyr Gln Arg Thr Arg Ala Leu Val Arg Thr Gly Met Asp
[4224] 145 150 155 160
[4225] Pro Arg Met Cys Ser Leu Met Gln Gly Ser Thr Leu Pro Arg Arg Ser
[4226] 165 170 175
[4227] Gly Ala Ala Gly Ala Ala Ile Lys Gly Val Gly Thr Met Val Met Glu
[4228] 180 185 190

[4229] Leu Ile Arg Met Ile Lys Arg Gly Ile Asn Asp Arg Asn Phe Trp Arg
[4230] 195 200 205

[4231] Gly Asp Asn Gly Arg Arg Thr Arg Ile Ala Tyr Glu Arg Met Cys Asn
[4232] 210 215 220

[4233] Ile Leu Lys Gly Lys Phe Gln Thr Ala Ala Gln Arg Ala Met Met Asp
[4234] 225 230 235 240
[4235] Gln Val Arg Glu Ser Arg Asn Pro Gly Asn Ala Glu Ile Glu Asp Leu
[4236] 245 250 255
[4237] 1Ile Phe Leu Ala Arg Ser Ala Leu Ile Leu Arg Gly Ser Val Ala His
[4238] 260 265 270

[4239] Lys Ser Cys Leu Pro Ala Cys Val Tyr Gly Leu Ala Val Ala Ser Gly
[4240] 275 280 285

[4241]  Tyr Asp Phe Glu Arg Glu Gly Tyr Ser Leu Val Gly Ile Asp Pro Phe
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[4242] 290 295 300

[4243] Arg Leu Leu Gln Asn Ser Gln Val Phe Ser Leu Ile Arg Pro Asn Glu
[4244] 305 310 315 320
[4245] Asn Pro Ala His Lys Ser Gln Leu Val Trp Met Ala Cys His Ser Ala
[4246] 325 330 335
[4247] Ala Phe Glu Asp Leu Arg Val Ser Ser Phe Ile Arg Gly Thr Arg Val
[4248] 340 345 350

[4249] Tle Pro Arg Gly Gln Leu Ser Thr Arg Gly Val Gln Ile Ala Ser Asn
[4250] 355 360 365

[4251]  Glu Asn Val Glu Ala Met Asp Ser Ser Thr Leu Glu Leu Arg Ser Arg
[4252] 370 375 380

[4253] Tyr Trp Ala Ile Arg Thr Arg Ser Gly Gly Asn Thr Asn Gln Gln Arg
[4254] 385 390 395 400
[4255] Ala Ser Ala Gly Gln Ile Ser Val Gln Pro Thr Phe Ser Val Gln Arg
[4256] 405 410 415
[4257] Asn Leu Pro Phe Glu Arg Pro Thr Ile Met Ala Ala Phe Lys Gly Asn
[4258] 420 425 430

[4259] Thr Glu Gly Arg Thr Ser Asp Met Arg Thr Glu Ile Ile Arg Met Met
[4260] 435 440 445

[4261] Glu Ser Ala Arg Pro Glu Asp Val Ser Phe Gln Gly Arg Gly Val Phe
[4262] 450 455 460

[4263] Glu Leu Ser Asp Glu Lys Ala Thr Asn Pro Ile Val Pro Ser Phe Asp
[4264] 465 470 475 480
[4265] Met Ser Asn Glu Gly Ser Tyr Phe Phe Gly Asp Asn Ala Glu Glu Tyr
[4266] 485 490 495
[4267] Asp Asn

[4268] <210> 83

[4269] <211> 560

[4270]  <212> PRT

[4271] <213> Influenza B virus

[4272]  <400> 83

[4273] Met Ser Asn Met Asp Ile Asp Ser Ile Asn Thr Gly Thr Ile Asp Lys
[4274] 1 5 10 15
[4275] Thr Pro Glu Glu Leu Thr Pro Gly Thr Ser Gly Ala Thr Arg Pro Ile
[4276] 20 25 30

[4277] Ile Lys Pro Ala Thr Leu Ala Pro Pro Ser Asn Lys Arg Thr Arg Asn
[4278] 35 40 45

[4279] Pro Ser Pro Glu Arg Thr Thr Thr Ser Ser Glu Thr Asp Ile Gly Arg
[4280] 50 55 60

[4281] Lys Ile Gln Lys Lys Gln Thr Pro Thr Glu Ile Lys Lys Ser Val Tyr
[4282] 65 70 75 80
[4283] Lys Met Val Val Lys Leu Gly Glu Phe Tyr Asn Gln Met Met Val Lys
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[4284] 85 90 95
[4285] Ala Gly Leu Asn Asp Asp Met Glu Arg Asn Leu Ile Gln Asn Ala Gln
[4286] 100 105 110

[4287] Ala Val Glu Arg Ile Leu Leu Ala Ala Thr Asp Asp Lys Lys Thr Glu
[4288] 115 120 125

[4289] Tyr Gln Lys Lys Arg Asn Ala Arg Asp Val Lys Glu Gly Lys Glu Glu
[4290] 130 135 140

[4291] Ile Asp His Asn Lys Thr Gly Gly Thr Phe Tyr Lys Met Val Arg Asp
[4292] 145 150 155 160
[4293] Asp Lys Thr Ile Tyr Phe Ser Pro Ile Lys Ile Thr Phe Leu Lys Glu
[4294] 165 170 175
[4295] Glu Val Lys Thr Met Tyr Lys Thr Thr Met Gly Ser Asp Gly Phe Ser
[4296] 180 185 190

[4297] Gly Leu Asn His Ile Met Ile Gly His Ser Gln Met Asn Asp Val Cys
[4298] 195 200 205

[4299] Phe Gln Arg Ser Lys Gly Leu Lys Arg Val Gly Leu Asp Pro Ser Leu
[4300] 210 215 220

[4301] Ile Ser Thr Phe Ala Gly Ser Thr Leu Pro Arg Arg Ser Gly Thr Thr
[4302] 225 230 235 240
[4303] Gly Val Ala Ile Lys Gly Gly Gly Thr Leu Val Asp Glu Ala Ile Arg
[4304] 245 250 255
[4305] Phe Ile Gly Arg Ala Met Ala Asp Arg Gly Leu Leu Arg Asp Ile Lys
[4306] 260 265 270

[4307] Ala Lys Thr Ala Tyr Glu Lys Ile Leu Leu Asn Leu Lys Asn Lys Cys
[4308] 275 280 285

[4309] Ser Ala Pro Gln Gln Lys Ala Leu Val Asp Gln Val Ile Gly Ser Arg
[4310] 290 295 300

[4311]  Asn Pro Gly Ile Ala Asp Ile Glu Asp Leu Thr Leu Leu Ala Arg Ser
[4312] 305 310 315 320
[4313] Met Val Val Val Arg Pro Ser Val Ala Ser Lys Val Val Leu Pro Ile
[4314] 325 330 335
[4315] Ser Ile Tyr Ala Lys Ile Pro Gln Leu Gly Phe Asn Thr Glu Glu Tyr
[4316] 340 345 350

[4317]  Ser Met Val Gly Tyr Glu Ala Met Ala Leu Tyr Asn Met Ala Thr Pro
[4318] 355 360 365

[4319] Val Ser Ile Leu Arg Met Gly Asp Asp Ala Lys Asp Lys Ser Gln Leu
[4320] 370 375 380

[4321]  Phe Phe Met Ser Cys Phe Gly Ala Ala Tyr Glu Asp Leu Arg Val Leu
[4322] 385 390 395 400
[4323] Ser Ala Leu Thr Gly Thr Glu Phe Lys Pro Arg Ser Ala Leu Lys Cys
[4324] 405 410 415
[4325] Lys Gly Phe His Val Pro Ala Lys Glu Gln Val Glu Gly Met Gly Ala
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[4326] 420 425 430

[4327] Ala Leu Met Ser Ile Lys Leu Gln Phe Trp Ala Pro Met Thr Arg Ser
[4328] 435 440 445

[4329] Gly Gly Asn Glu Val Ser Gly Glu Gly Gly Ser Gly Gln Ile Ser Cys
[4330] 450 455 460

[4331] Ser Pro Val Phe Ala Val Glu Arg Pro Ile Ala Leu Ser Lys Gln Ala
[4332] 465 470 475 480
[4333] Val Arg Arg Met Leu Ser Met Asn Val Glu Gly Arg Asp Ala Asp Val
[4334] 485 490 495
[4335] Lys Gly Asn Leu Leu Lys Met Met Asn Asp Ser Met Ala Lys Lys Thr
[4336] 500 505 510

[4337] Ser Gly Asn Ala Phe Ile Gly Lys Lys Met Phe Gln Ile Ser Asp Lys
[4338] 515 520 525

[4339] Asn Lys Val Asn Pro Ile Glu Ile Pro Ile Lys Gln Thr Ile Pro Asn
[4340] 530 535 540

[4341]  Phe Phe Phe Gly Arg Asp Thr Ala Glu Asp Tyr Asp Asp Leu Asp Tyr
[4342] 545 550 555 560
[4343] <210> 84

[4344]  <211> 248

[4345]  <212> PRT

[4346] <213> Influenza B virus

[4347]  <400> 84

[4348] Met Ser Leu Phe Gly Asp Thr Ile Ala Tyr Leu Leu Ser Leu Ile Glu
[4349] 1 5 10 15
[4350] Asp Gly Glu Gly Lys Ala Glu Leu Ala Glu Lys Leu His Cys Trp Phe
[4351] 20 25 30

[4352] Gly Gly Lys Glu Phe Asp Leu Asp Ser Ala Leu Glu Trp Ile Lys Asn
[4353] 35 40 45

[4354] Lys Arg Cys Leu Thr Asp Ile Gln Lys Ala Leu Ile Gly Ala Ser Ile
[4355] 50 55 60

[4356] Cys Phe Leu Lys Pro Lys Asp Gln Glu Arg Lys Arg Arg Phe Ile Thr
[4357] 65 70 75 80
[4358] Glu Pro Leu Ser Gly Met Gly Thr Thr Ala Thr Lys Lys Lys Gly Leu
[4359] 85 90 95
[4360] Ile Leu Ala Glu Arg Lys Met Arg Arg Cys Val Ser Phe His Glu Ala
[4361] 100 105 110

[4362] Phe Glu Ile Ala Glu Gly His Glu Ser Ser Ala Leu Leu Tyr Cys Leu
[4363] 115 120 125

[4364] Met Val Met Tyr Leu Asn Pro Glu Asn Tyr Ser Met Gln Val Lys Leu
[4365] 130 135 140

[4366] Gly Thr Leu Cys Ala Leu Cys Glu Lys Gln Ala Ser His Ser His Arg
[4367] 145 150 155 160
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[4368] Ala His Ser Arg Ala Ala Arg Ser Ser Val Pro Gly Val Arg Arg Glu
[4369] 165 170 175
[4370] Met Gln Met Val Ser Ala Met Asn Thr Ala Lys Thr Met Asn Gly Met
[4371] 180 185 190

[4372] Gly Lys Gly Glu Asp Val Gln Lys Leu Ala Glu Glu Leu Gln Asn Asn
[4373] 195 200 205

[4374] Ile Gly Val Leu Arg Ser Leu Gly Ala Ser Gln Lys Asn Gly Glu Gly
[4375] 210 215 220

[4376] Ile Ala Lys Asp Val Met Glu Val Leu Lys Gln Ser Ser Met Gly Asn
[4377] 225 230 235 240
[4378] Ser Ala Leu Val Arg Lys Tyr Leu

[4379] 245

[4380] <210> 85

[4381] <211> 97

[4382]  <212> PRT

[4383] <213> Influenza A virus

[4384]  <400> 85

[4385] Met Ser Leu Leu Thr Glu Val Glu Thr Pro Ile Arg Asn Glu Trp Gly
[4386] 1 5 10 15
[4387] Cys Arg Cys Asn Gly Ser Ser Asp Pro Leu Ala Ile Ala Ala Asn Ile
[4388] 20 25 30

[4389] Ile Gly Ile Leu His Leu Ile Leu Trp Ile Leu Asp Arg Leu Phe Phe
[4390] 35 40 45

[4391] Lys Cys Ile Tyr Arg Arg Phe Lys Tyr Gly Leu Lys Gly Gly Pro Ser
[4392] 50 55 60

[4393] Thr Glu Gly Val Pro Lys Ser Met Arg Glu Glu Tyr Arg Lys Glu Gln
[4394] 65 70 75 80
[4395] Gln Ser Ala Val Asp Ala Asp Asp Gly His Phe Val Ser Ile Glu Leu
[4396] 85 90 95
[4397] Glu

[4398] <210> 86

[4399] <211> 281

[4400] <212> PRT

[4401] <213> Influenza B virus

[4402]  <400> 86

[4403] Met Ala Asp Asn Met Thr Thr Thr Gln Ile Glu Val Gly Pro Gly Ala
[4404] 1 5 10 15
[4405] Thr Asn Ala Thr Ile Asn Phe Glu Ala Gly Ile Leu Glu Cys Tyr Glu
[4406] 20 25 30

[4407] Arg Phe Ser Trp Gln Arg Ala Leu Asp Tyr Pro Gly Gln Asp Arg Leu
[4408] 35 40 45

[4409] His Arg Leu Lys Arg Lys Leu Glu Ser Arg Ile Lys Thr His Asn Lys
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[4410] 50 55 60

[4411]  Ser Glu Pro Glu Asn Lys Arg Met Ser Leu Glu Glu Arg Lys Ala Ile
[4412] 65 70 75 80
[4413] Gly Val Lys Met Met Lys Val Leu Leu Phe Met Asp Pro Ser Ala Gly
[4414] 85 90 95
[4415] Ile Glu Gly Phe Glu Pro Tyr Cys Val Lys Asn Pro Ser Thr Ser Lys
[4416] 100 105 110

[4417] Cys Pro Asn Tyr Asp Trp Thr Asp Tyr Pro Pro Thr Pro Gly Lys Tyr
[4418] 115 120 125

[4419] Leu Asp Asp Ile Glu Glu Glu Pro Glu Asn Val Asp His Pro Ile Glu
[4420] 130 135 140

[4421] Val Val Leu Arg Asp Met Asn Asn Lys Asp Ala Arg Gln Lys Ile Lys
[4422] 145 150 155 160
[4423] Asp Glu Val Asn Thr Gln Lys Glu Gly Lys Phe Arg Leu Thr Ile Lys
[4424] 165 170 175
[4425] Arg Asp Ile Arg Asn Val Leu Ser Leu Arg Val Leu Val Asn Gly Thr
[4426] 180 185 190

[4427] Phe Leu Lys His Pro Asn Gly Asp Lys Ser Leu Ser Thr Leu His Arg
[4428] 195 200 205

[4429] Leu Asn Ala Tyr Asp Gln Asn Gly Gly Leu Val Ala Lys Leu Val Ala
[4430] 210 215 220

[4431] Thr Asp Asp Arg Thr Val Glu Asp Glu Lys Asp Gly His Arg Ile Leu
[4432] 225 230 235 240
[4433] Asn Ser Leu Phe Glu Arg Phe Asp Glu Gly His Ser Lys Pro Ile Arg
[4434] 245 250 255
[4435] Ala Ala Glu Thr Ala Val Gly Val Leu Ser Gln Phe Gly Gln Glu His
[4436] 260 265 270

[4437] Arg Leu Ser Pro Glu Glu Gly Asp Asn

[4438] 275 280

[4439]  <210> 87

[4440] <211> 122

[4441]  <212> PRT

[4442]  <213> Influenza B virus

[4443]  <400> 87

[4444] Met Ala Asp Asn Met Thr Thr Thr Gln Ile Glu Trp Arg Met Lys Lys
[4445] 1 5 10 15
[4446] Met Ala Ile Gly Ser Ser Thr His Ser Ser Ser Val Leu Met Lys Asp
[4447] 20 25 30

[4448] Ile GIn Ser Gln Phe Glu Gln Leu Lys Leu Arg Trp Glu Ser Tyr Pro
[4449] 35 40 45

[4450] Asn Leu Val Lys Ser Thr Asp Tyr His Gln Lys Arg Glu Thr Ile Arg
[4451] 50 55 60
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[4452]
[4453]
[4454]
[4455]
[4456]
[4457]
[4458]
[4459]
[4460]
[4461]
[4462]
[4463]
[4464]
[4465]
[4466]
[4467]
[4468]
[4469]
[4470]
[4471]
[4472]
[4473]
[4474]
[4475]
[4476]
[4477]
[4478]
[4479]
[4480]
[4481]
[4482]
[4483]
[4484]
[4485]
[4486]
[4487]
[4488]
[4489]
[4490]
[4491]
[4492]
[4493]

Leu Ala Thr Glu
65
Ile Leu Phe His

Met Ile Val Ser
100

Val Val Glu Val

115

<210> 88

211> 716

<212> PRT

<213> Influenza

<400> 88

Met Glu Asp Phe

1

Ala Glu Ala

20

Ala

Lys

Phe
35
Phe

Asn Lys

Asp His
50
Glu

Ser

Pro Asp Pro

65

Gly Arg Asp Arg

Thr Thr Gly Ala

100
Glu Asn Arg
115

Tyr

Lys

Ile Tyr Leu
130

Ile His

145

Tyr

Ile Phe

Thr Leu Asp

Thr Ile Gln
180

Arg

Arg
Gln Glu
195
Met

Ser

Thr
210

Leu

Gly Arg

Cys Glu Asn

Glu
Lys
85

Leu

Tyr

Leu
70
Thr

Ser

Ser

A virus

Val
5
Met
Ala
Phe
Asn
Thr
85
Glu
Phe
Glu
Ser
Glu
165
Glu
Gly

Arg

Phe

Arg

Lys

Ile

Ile

Ala

70
Met

Ile

Lys

Phe

150

Glu

Met

Glu

Leu

Arg

Tyr Leu

Val Ile

Leu Leu

Arg Gln
120

Gln Cys

Glu Tyr
Thr
40
Glu

Cys

Asn
55
Leu Leu

Ala Trp

Pro
Glu Ile
120
Ala Asn
135
Thr Gly

Ser Arg

Ala Ser

Glu Thr
200
Ala Asp
215

Ala Tyr

Leu
Ala
Glu

105
Cys

Phe
Gly
25

His
Gln
Lys
Thr
Phe
105
Gly
Lys
Glu
Ala
Arg
185
Ile

Gln

Val

167

Ser Lys Arg Ile
75

Asn Ser Ser Ile

90

Thr Leu Tyr Glu

Leu

Asn Pro Met Ile

10

Glu Asp Leu Lys

Glu Val Cys

45
Ile

Leu

Gly Glu Ser

60
His Arg Phe Glu
75
Val Val
90

Leu

Asn Ser

Pro Asp Leu

Val Thr Arg
125

Glu

Arg
Ile Ser
140
Ala

Lys

Glu Met Thr

155

Arg Ile Lys Thr

170
Gly Asp

Leu Trp

Glu Glu Phe
205
Pro Pro
220

Phe

Ser Leu

Asp Gly Glu

Asp

Ile

Met
110

Val
Ile
30

Phe
Ile
Ile
Ile
Tyr
110
Glu
Lys
Lys
Arg
Ser
190
Glu

Asn

Pro

Asp
Ala

95
Lys

Glu
15

Glu
Met
Val
Ile
Cys
95

Asp
Val
Thr
Ala
Leu
175
Phe
Ile

Phe

Asn

Ser
80
Asp

Asp

Leu

Thr

Tyr

Glu

Glu

80

Asn

Tyr

His

His

Asp

160

Phe

Arg

Thr

Ser

Gly
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[4494] 225 230 235 240
[4495] Tyr Ile Glu Gly Lys Leu Ser Gln Met Ser Lys Glu Val Asn Ala Arg
[4496] 245 250 255
[4497] 1Ile Glu Pro Phe Leu Arg Thr Thr Pro Arg Pro Ile Arg Leu Pro Asp
[4498] 260 265 270

[4499]  Gly Pro Pro Cys Phe Gln Arg Ser Lys Phe Leu Leu Met Asp Ser Leu
[4500] 275 280 285

[4501] Lys Leu Ser Ile Glu Asp Pro Ser His Glu Gly Glu Gly Ile Pro Leu
[4502] 290 295 300

[4503] Tyr Asp Ala Ile Lys Cys Met Arg Thr Phe Phe Gly Trp Lys Glu Pro
[4504] 305 310 315 320
[4505] Ser Val Val Lys Pro His Gly Lys Gly Ile Asn Pro Asn Tyr Leu Leu
[4506] 325 330 335
[4507] Ser Trp Lys Gln Val Leu Ala Glu Leu Gln Asp Ile Glu Ser Glu Glu
[4508] 340 345 350

[4509] Lys Ile Pro Arg Thr Lys Asn Met Lys Lys Thr Ser Gln Leu Lys Trp
[4510] 355 360 365

[4511] Ala Leu Gly Glu Asn Met Ala Pro Glu Lys Val Asp Phe Asp Asp Cys
[4512] 370 375 380

[4513] Lys Asp Ile Ser Asp Leu Lys Gln Tyr Asp Ser Asp Glu Pro Glu Leu
[4514] 385 390 395 400
[4515] Arg Ser Leu Ser Ser Trp Ile Gln Asn Glu Phe Asn Lys Ala Cys Glu
[4516] 405 410 415
[4517] Leu Thr Asp Ser Ile Trp Ile Glu Leu Asp Glu Ile Gly Glu Asp Val
[4518] 420 425 430

[4519] Ala Pro Ile Glu His Ile Ala Ser Met Arg Arg Asn Tyr Phe Thr Ala
[4520] 435 440 445

[4521]  Glu Val Ser His Cys Arg Ala Thr Glu Tyr Ile Met Lys Gly Val Tyr
[4522] 450 455 460

[4523] Ile Asn Thr Ala Leu Leu Asn Ala Ser Cys Ala Ala Met Asp Asp Phe
[4524] 465 470 475 480
[4525] Gln Leu Ile Pro Met Ile Ser Lys Cys Arg Thr Lys Glu Gly Arg Arg
[4526] 485 490 495
[4527] Lys Thr Asn Leu Tyr Gly Phe Ile Ile Lys Gly Arg Ser His Leu Arg
[4528] 500 505 510

[4529]  Asn Asp Thr Asp Val Val Asn Phe Val Ser Met Glu Phe Ser Leu Thr
[4530] 515 520 525

[4531] Asp Pro Arg Leu Glu Pro His Lys Trp Glu Lys Tyr Cys Val Leu Glu
[4532] 530 535 540

[4533] Ile Gly Asp Met Leu Leu Arg Ser Ala Ile Gly Gln Val Ser Arg Pro
[4534] 545 550 555 560
[4535] Met Phe Leu Tyr Val Arg Thr Asn Gly Thr Ser Lys Ile Lys Met Lys
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[4536] 565 570 575
[4537] Trp Gly Met Glu Met Arg Arg Cys Leu Leu Gln Ser Leu Gln Gln Ile
[4538] 580 585 590

[4539] Glu Ser Met Ile Glu Ala Glu Ser Ser Val Lys Glu Lys Asp Met Thr
[4540] 595 600 605

[4541] Lys Glu Phe Phe Glu Asn Arg Ser Glu Thr Trp Pro Ile Gly Glu Ser
[4542] 610 615 620

[4543] Pro Lys Gly Val Glu Glu Gly Ser Ile Gly Lys Val Cys Arg Thr Leu
[4544] 625 630 635 640
[4545] Leu Ala Lys Ser Val Phe Asn Ser Leu Tyr Ala Ser Pro Gln Leu Glu
[4546] 645 650 655
[4547] Gly Phe Ser Ala Glu Ser Arg Lys Leu Leu Leu Ile Val Gln Ala Leu
[4548] 660 665 670

[4549] Arg Asp Asn Leu Glu Pro Gly Thr Phe Asp Leu Gly Gly Leu Tyr Glu
[4550] 675 680 685

[4551] Ala Ile Glu Glu Cys Leu Ile Asn Asp Pro Trp Val Leu Leu Asn Ala
[4552] 690 695 700

[4553] Ser Trp Phe Asn Ser Phe Leu Thr His Ala Leu Arg

[4554] 705 710 715

[4555]  <210> 89

[4556]  <211> 752

[4557]  <212> PRT

[4558]  <213> Influenza B virus

[4559]  <400> 89

[4560] Met Asn Ile Asn Pro Tyr Phe Leu Phe Ile Asp Val Pro Ile Gln Ala
[4561] 1 5 10 15
[4562] Ala Ile Ser Thr Thr Phe Pro Tyr Thr Gly Val Pro Pro Tyr Ser His
[4563] 20 25 30

[4564] Gly Thr Gly Thr Gly Tyr Thr Ile Asp Thr Val Ile Arg Thr His Glu
[4565] 35 40 45

[4566] Tyr Ser Asn Lys Gly Lys Gln Tyr Ile Ser Asp Val Thr Gly Cys Val
[4567] 50 55 60

[4568] Met Val Asp Pro Thr Asn Gly Pro Leu Pro Glu Asp Asn Glu Pro Ser
[4569] 65 70 75 80
[4570] Ala Tyr Ala Gln Leu Asp Cys Val Leu Glu Ala Leu Asp Arg Met Asp
[4571] 85 90 95
[4572]  Glu Glu His Pro Gly Leu Phe Gln Ala Gly Ser Gln Asn Ala Met Glu
[4573] 100 105 110

[4574] Ala Leu Met Val Thr Thr Val Asp Lys Leu Thr Gln Gly Arg Gln Thr
[4575] 115 120 125

[4576] Phe Asp Trp Thr Val Cys Arg Asn Gln Pro Ala Ala Thr Ala Leu Asn
[4577] 130 135 140
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[4578] Thr Thr Ile Thr Ser Phe Arg Leu Asn Asp Leu Asn Gly Ala Asp Lys
[4579] 145 150 155 160
[4580] Gly Gly Leu Val Pro Phe Cys Gln Asp Ile Ile Asp Ser Leu Asp Lys
[4581] 165 170 175
[4582] Pro Glu Met Ile Phe Phe Thr Val Lys Asn Ile Lys Lys Lys Leu Pro
[4583] 180 185 190

[4584] Ala Lys Asn Arg Lys Gly Phe Leu Ile Lys Arg Ile Pro Met Lys Val
[4585] 195 200 205

[4586] Lys Asp Arg Ile Thr Arg Val Glu Tyr Ile Lys Arg Ala Leu Ser Leu
[4587] 210 215 220

[4588] Asn Thr Met Thr Lys Asp Ala Glu Arg Gly Lys Leu Lys Arg Arg Ala
[4589] 225 230 235 240
[4590] Ile Ala Thr Ala Gly Ile Gln Ile Arg Gly Phe Val Leu Val Val Glu
[4591] 245 250 255
[4592] Asn Leu Ala Lys Asn Ile Cys Glu Asn Leu Glu Gln Ser Gly Leu Pro
[4593] 260 265 270

[4594] Val Gly Gly Asn Glu Lys Lys Ala Lys Leu Ser Asn Ala Val Ala Lys
[4595] 275 280 285

[4596] Met Leu Ser Asn Cys Pro Pro Gly Gly Ile Ser Met Thr Val Thr Gly
[4597] 290 295 300

[4598] Asp Asn Thr Lys Trp Asn Glu Cys Leu Asn Pro Arg Ile Phe Leu Ala
[4599] 305 310 315 320
[4600] Met Thr Glu Arg Ile Thr Arg Asp Ser Pro Ile Trp Phe Arg Asp Phe
[4601] 325 330 335
[4602] Cys Ser Ile Ala Pro Val Leu Phe Ser Asn Lys Ile Ala Arg Leu Gly
[4603] 340 345 350

[4604] Lys Gly Phe Met Ile Thr Ser Lys Thr Lys Arg Leu Lys Ala Gln Ile
[4605] 355 360 365

[4606] Pro Cys Pro Asp Leu Phe Asn Ile Pro Leu Glu Arg Tyr Asn Glu Glu
[4607] 370 375 380

[4608] Thr Arg Ala Lys Leu Lys Lys Leu Lys Pro Phe Phe Asn Glu Glu Gly
[4609] 385 390 395 400
[4610] Thr Ala Ser Leu Ser Pro Gly Met Met Met Gly Met Phe Asn Met Leu
[4611] 405 410 415
[4612] Ser Thr Val Leu Gly Val Ala Ala Leu Gly Ile Lys Asn Ile Gly Asn
[4613] 420 425 430

[4614] Lys Glu Tyr Leu Trp Asp Gly Leu Gln Ser Ser Asp Asp Phe Ala Leu
[4615] 435 440 445

[4616] Phe Val Asn Ala Lys Asp Glu Glu Thr Cys Met Glu Gly Ile Asn Asp
[4617] 450 455 460

[4618] Phe Tyr Arg Thr Cys Lys Leu Leu Gly Ile Asn Met Ser Lys Lys Lys
[4619] 465 470 475 480
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[4620] Ser Tyr Cys Asn Glu Thr Gly Met Phe Glu Phe Thr Ser Met Phe Tyr
[4621] 485 490 495
[4622] Arg Asp Gly Phe Val Ser Asn Phe Ala Met Glu Leu Pro Ser Phe Gly
[4623] 500 505 510

[4624] Val Ala Gly Val Asn Glu Ser Ala Asp Met Ala Ile Gly Met Thr Ile
[4625] 515 520 525

[4626] Ile Lys Asn Asn Met Ile Asn Asn Gly Met Gly Pro Ala Thr Ala Gln
[4627] 530 535 540

[4628] Thr Ala Ile Gln Leu Phe Ile Ala Asp Tyr Arg Tyr Thr Tyr Lys Cys
[4629] 545 550 555 560
[4630] His Arg Gly Asp Ser Lys Val Glu Gly Lys Arg Met Lys Ile Ile Lys
[4631] 565 570 575
[4632] Glu Leu Trp Glu Asn Thr Lys Gly Arg Asp Gly Leu Leu Val Ala Asp
[4633] 580 585 590

[4634] Gly Gly Pro Asn Leu Tyr Asn Leu Arg Asn Leu His Ile Pro Glu Ile
[4635] 595 600 605

[4636] Ile Leu Lys Tyr Asn Ile Met Asp Pro Glu Tyr Lys Gly Arg Leu Leu
[4637] 610 615 620

[4638] His Pro Gln Asn Pro Phe Val Gly His Leu Ser Ile Glu Gly Ile Lys
[4639] 625 630 635 640
[4640] Glu Ala Asp Ile Thr Pro Ala His Gly Pro Ile Lys Lys Met Asp Tyr
[4641] 645 650 655
[4642] Asp Ala Val Ser Gly Thr His Ser Trp Arg Thr Lys Arg Asn Arg Ser
[4643] 660 665 670

[4644] Ile Leu Asn Thr Asp Gln Arg Asn Met Ile Leu Glu Glu Gln Cys Tyr
[4645] 675 680 685

[4646] Ala Lys Cys Cys Asn Leu Phe Glu Ala Cys Phe Asn Ser Ala Ser Tyr
[4647] 690 695 700

[4648] Arg Lys Pro Val Gly Gln His Ser Met Leu Glu Ala Met Ala His Arg
[4649] 705 710 715 720
[4650] Leu Arg Met Asp Ala Arg Leu Asp Tyr Glu Ser Gly Arg Met Ser Lys
[4651] 725 730 735
[4652] Glu Asp Phe Glu Lys Ala Met Ala His Leu Gly Glu Ile Gly Tyr Met
[4653] 740 745 750

[4654]  <210> 90

[4655] <211> 759

[4656]  <212> PRT

[4657] <213> Influenza A virus

[4658]  <400> 90

[4659] Met Glu Arg Ile Lys Glu Leu Arg Asn Leu Met Ser Gln Ser Arg Thr
[4660] 1 5 10 15
[4661] Arg Glu Ile Leu Thr Lys Thr Thr Val Asp His Met Ala Ile Ile Lys
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[4662] 20 25 30

[4663] Lys Tyr Thr Ser Gly Arg Gln Glu Lys Asn Pro Ala Leu Arg Met Lys
[4664] 35 40 45

[4665] Trp Met Met Ala Met Lys Tyr Pro Ile Thr Ala Asp Lys Arg Ile Thr
[4666] 50 55 60

[4667] Glu Met Ile Pro Glu Arg Asn Glu Gln Gly Gln Thr Leu Trp Ser Lys
[4668] 65 70 75 80
[4669] Met Asn Asp Ala Gly Ser Asp Arg Val Met Val Ser Pro Leu Ala Val
[4670] 85 90 95
[4671]  Thr Trp Trp Asn Arg Asn Gly Pro Met Thr Asn Thr Val His Tyr Pro
[4672] 100 105 110

[4673] Lys Ile Tyr Lys Thr Tyr Phe Glu Arg Val Glu Arg Leu Lys His Gly
[4674] 115 120 125

[4675] Thr Phe Gly Pro Val His Phe Arg Asn Gln Val Lys Ile Arg Arg Arg
[4676] 130 135 140

[4677] Val Asp Ile Asn Pro Gly His Ala Asp Leu Ser Ala Lys Glu Ala Gln
[4678] 145 150 155 160
[4679] Asp Val Ile Met Glu Val Val Phe Pro Asn Glu Val Gly Ala Arg Ile
[4680] 165 170 175
[4681] Leu Thr Ser Glu Ser Gln Leu Thr Ile Thr Lys Glu Lys Lys Glu Glu
[4682] 180 185 190

[4683] Leu Gln Asp Cys Lys Ile Ser Pro Leu Met Val Ala Tyr Met Leu Glu
[4684] 195 200 205

[4685] Arg Glu Leu Val Arg Lys Thr Arg Phe Leu Pro Val Ala Gly Gly Thr
[4686] 210 215 220

[4687] Ser Ser Val Tyr Ile Glu Val Leu His Leu Thr Gln Gly Thr Cys Trp
[4688] 225 230 235 240
[4689] Glu Gln Met Tyr Thr Pro Gly Gly Glu Val Lys Asn Asp Asp Val Asp
[4690] 245 250 255
[4691]  Gln Ser Leu Ile Ile Ala Ala Arg Asn Ile Val Arg Arg Ala Ala Val
[4692] 260 265 270

[4693] Ser Ala Asp Pro Leu Ala Ser Leu Leu Glu Met Cys His Ser Thr Gln
[4694] 275 280 285

[4695] Ile Gly Gly Ile Arg Met Val Asp Ile Leu Lys Gln Asn Pro Thr Glu
[4696] 290 295 300

[4697] Glu Gln Ala Val Gly Ile Cys Lys Ala Ala Met Gly Leu Arg Ile Ser
[4698] 305 310 315 320
[4699] Ser Ser Phe Ser Phe Gly Gly Phe Thr Phe Lys Arg Thr Ser Gly Ser
[4700] 325 330 335
[4701]  Ser Val Lys Arg Glu Glu Glu Val Leu Thr Gly Asn Leu Gln Thr Leu
[4702] 340 345 350

[4703] Lys Ile Arg Val His Glu Gly Tyr Glu Glu Phe Thr Met Val Gly Arg
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[4704] 355 360 365

[4705] Arg Ala Thr Ala Ile Leu Arg Lys Ala Thr Arg Arg Leu Ile Gln Leu
[4706] 370 375 380

[4707] 1le Val Ser Gly Arg Asp Glu Gln Ser Ile Ala Glu Ala Ile Ile Val
[4708] 385 390 395 400
[4709] Ala Met Val Phe Ser Gln Glu Asp Cys Met Ile Lys Ala Val Arg Gly
[4710] 405 410 415
[4711]  Asp Leu Asn Phe Val Asn Arg Ala Asn Gln Arg Leu Asn Pro Met His
[4712] 420 425 430

[4713]  Gln Leu Leu Arg His Phe Gln Lys Asp Ala Lys Val Leu Phe Gln Asn
[4714] 435 440 445

[4715] Trp Gly Val Glu Pro Ile Asp Asn Val Met Gly Met Ile Gly Ile Leu
[4716] 450 455 460

[4717]  Pro Asp Met Thr Pro Ser Ile Glu Met Ser Met Arg Gly Val Arg Ile
[4718] 465 470 475 480
[4719]  Ser Lys Met Gly Val Asp Glu Tyr Ser Ser Thr Glu Arg Val Val Val
[4720] 485 490 495
[4721] Ser Ile Asp Arg Phe Leu Arg Val Arg Asp Gln Arg Gly Asn Val Leu
[4722] 500 505 510

[4723] Leu Ser Pro Glu Glu Val Ser Glu Thr Gln Gly Thr Glu Lys Leu Thr
[4724] 515 520 525

[4725] Ile Thr Tyr Ser Ser Ser Met Met Trp Glu Ile Asn Gly Pro Glu Ser
[4726] 530 535 540

[4727] Val Leu Val Asn Thr Tyr Gln Trp Ile Ile Arg Asn Trp Glu Thr Val
[4728] 545 550 555 560
[4729] Lys Ile Gln Trp Ser Gln Asn Pro Thr Met Leu Tyr Asn Lys Met Glu
[4730] 565 570 575
[4731] Phe Glu Pro Phe Gln Ser Leu Val Pro Lys Ala Ile Arg Gly Gln Tyr
[4732] 580 585 590

[4733] Ser Gly Phe Val Arg Thr Leu Phe Gln Gln Met Arg Asp Val Leu Gly
[4734] 595 600 605

[4735] Thr Phe Asp Thr Ala Gln Ile Ile Lys Leu Leu Pro Phe Ala Ala Ala
[4736] 610 615 620

[4737] Pro Pro Lys Gln Ser Arg Met Gln Phe Ser Ser Phe Thr Val Asn Val
[4738] 625 630 635 640
[4739] Arg Gly Ser Gly Met Arg Ile Leu Val Arg Gly Asn Ser Pro Val Phe
[4740] 645 650 655
[4741]  Asn Tyr Asn Lys Ala Thr Lys Arg Leu Thr Val Leu Gly Lys Asp Ala
[4742] 660 665 670

[4743] Gly Thr Leu Thr Glu Asp Pro Asp Glu Gly Thr Ala Gly Val Glu Ser
[4744] 675 680 685

[4745] Ala Val Leu Arg Gly Phe Leu Ile Leu Gly Lys Glu Asp Arg Arg Tyr
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[4746] 690 695 700

[4747] Gly Pro Ala Leu Ser Ile Asn Glu Leu Ser Asn Leu Ala Lys Gly Glu
[4748] 705 710 715 720
[4749] Lys Ala Asn Val Leu Ile Gly Gln Gly Asp Val Val Leu Val Met Lys
[4750] 725 730 735
[4751] Arg Lys Arg Asp Ser Ser Ile Leu Thr Asp Ser Gln Thr Ala Thr Lys
[4752] 740 745 750

[4753] Arg Ile Arg Met Ala Ile Asn

[4754] 755

[4755] <210> 91

[4756] <211> 109

[4757]  <212> PRT

[4758] <213> Influenza B virus

[4759]  <400> 91

[4760] Met Leu Glu Pro Leu Gln Ile Leu Ser Ile Cys Ser Phe Ile Leu Ser
(47611 1 5 10 15
[4762] Ala Leu His Phe Met Ala Trp Thr Ile Gly His Leu Asn Gln Ile Lys
[4763] 20 25 30

[4764] Arg Gly Val Asn Leu Lys Ile Gln Ile Arg Asn Pro Asn Lys Glu Ala
[4765] 35 40 45

[4766] Ile Asn Arg Glu Val Ser Ile Leu Arg His Asn Tyr Gln Lys Glu Ile
[4767] 50 55 60

[4768] Gln Ala Lys Glu Thr Met Lys Lys Ile Leu Ser Asp Asn Met Glu Val
[4769] 65 70 75 80
[4770] Leu Gly Asp His Ile Val Val Glu Gly Leu Ser Thr Asp Glu Ile Ile
[4771] 85 90 95
[4772] Lys Met Gly Glu Thr Val Leu Glu Val Glu Glu Leu Gln

[4773] 100 105

[4774]  <210> 92

[4775]  <211> 100

[4776]  <212> PRT

[4777]  <213> Influenza B virus

[4778]  <400> 92

[4779] Met Asn Asn Ala Thr Phe Asn Cys Thr Asn Ile Asn Pro Ile Thr His
[4780] 1 5 10 15
[4781] Ile Arg Gly Ser Ile Ile Ile Thr Ile Cys Val Ser Leu Ile Val Ile
[4782] 20 25 30

[4783] Leu Ile Val Phe Gly Cys Ile Ala Lys Ile Phe Ile Asn Lys Asn Asn
[4784] 35 40 45

[4785] Cys Thr Asn Asn Val Ile Arg Val His Lys Arg Ile Lys Cys Pro Asp
[4786] 50 55 60

[4787] Cys Glu Pro Phe Cys Asn Lys Arg Asp Asp Ile Ser Thr Pro Arg Ala
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[4788] 65 70 75 80
[4789] Gly Val Asp Ile Pro Ser Phe Ile Leu Pro Gly Leu Asn Leu Ser Glu
[4790] 85 90 95
[4791] Gly Thr Pro Asn

[4792] 100

[4793] <210> 93

[4794]  <211> 498

[4795]  <212> PRT

[4796] <213> Influenza A virus

[4797]  <400> 93

[4798] Met Ala Ser Gln Gly Thr Lys Arg Ser Tyr Glu Gln Met Glu Thr Asp
[4799] 1 5 10 15
[4800] Gly Glu Arg Gln Asn Ala Thr Glu Ile Arg Ala Ser Val Gly Lys Met
[4801] 20 25 30

[4802] Ile Gly Gly Ile Gly Arg Phe Tyr Ile Gln Met Cys Thr Glu Leu Lys
[4803] 35 40 45

[4804] Leu Ser Asp Tyr Glu Gly Arg Leu Ile Gln Asn Ser Leu Thr Ile Glu
[4805] 50 55 60

[4806] Arg Met Val Leu Ser Ala Phe Asp Glu Arg Arg Asn Lys Tyr Leu Glu
[4807] 65 70 75 80
[4808] Glu His Pro Ser Ala Gly Lys Asp Pro Lys Lys Thr Gly Gly Pro Ile
[4809] 85 90 95
[4810] Tyr Arg Arg Val Asn Gly Lys Trp Met Arg Glu Leu Ile Leu Tyr Asp
[4811] 100 105 110

[4812] Lys Glu Glu Ile Arg Arg Ile Trp Arg Gln Ala Asn Asn Gly Asp Asp
[4813] 115 120 125

[4814] Ala Thr Ala Gly Leu Thr His Met Met Ile Trp His Ser Asn Leu Asn
[4815] 130 135 140

[4816] Asp Ala Thr Tyr Gln Arg Thr Arg Ala Leu Val Arg Thr Gly Met Asp
[4817] 145 150 155 160
[4818] Pro Arg Met Cys Ser Leu Met Gln Gly Ser Thr Leu Pro Arg Arg Ser
[4819] 165 170 175
[4820] Gly Ala Ala Gly Ala Ala Val Lys Gly Val Gly Thr Met Val Met Glu
[4821] 180 185 190

[4822] Leu Val Arg Met Ile Lys Arg Gly Ile Asn Asp Arg Asn Phe Trp Arg
[4823] 195 200 205

[4824] Gly Glu Asn Gly Arg Lys Thr Arg Ile Ala Tyr Glu Arg Met Cys Asn
[4825] 210 215 220

[4826] Ile Leu Lys Gly Lys Phe Gln Thr Ala Ala Gln Lys Ala Met Met Asp
[4827] 225 230 235 240
[4828] Gln Val Arg Glu Ser Arg Asp Pro Gly Asn Ala Glu Phe Glu Asp Leu
[4829] 245 250 255
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[4830]
[4831]
[4832]
[4833]
[4834]
[4835]
[4836]
[4837]
[4838]
[4839]
[4840]
[4841]
[4842]
[4843]
[4844]
[4845]
[4846]
[4847]
[4848]
[4849]
[4850]
[4851]
[4852]
[4853]
[4854]
[4855]
[4856]
[4857]
[4858]
[4859]
[4860]
[4861]
[4862]
[4863]
[4864]
[4865]
[4866]
[4867]
[4868]
[4869]
[4870]
[4871]

Thr

Lys

Tyr

Arg

305

Asn

Ala

Val

Glu

Tyr

385

Ala

Asn

Thr

Glu

Glu

465

Met

Asp

<210> 94

Phe
Ser
Asp
290
Leu
Pro
Phe
Pro
Asn
370
Trp
Ser
Leu
Glu
Ser
450
Leu

Ser

Asn

Leu
Cys
275
Phe
Leu
Ala
Glu
Arg
355
Met
Ala
Ala
Pro
Gly
435
Ala

Ser

Asn

<211> 548
<212> PRT
<213> Human

<400> 94

Met Glu Ser

1

Pro Ile Ser

Pro Val Leu

35

Ala
260
Leu
Glu
Gln
His
Asp
340
Gly
Glu
Ile
Gly
Phe

420
Arg

Asp

Glu

Arg

Pro

Arg

Asn

Lys

325

Leu

Thr

Arg

Gln

405

Asp

Thr

Pro

Glu

Gly
485

Ser

Ala

Glu

Ser

310

Ser

Arg

Leu

Met

Thr

390

Ile

Arg

Ser

Glu

Lys

470

Ser

herpesvirus

Arg Gly Arg

5

Gly His Val

20

Pro His Glu

Ala Leu Ile Leu Arg

Cys
Gly
295
Gln
Gln
Val
Ser
Glu
375
Arg
Ser
Thr
Asp
Asp
455

Ala

Tyr

Arg

Leu

Thr

Val
280
Tyr
Val
Leu
Leu
Thr
360
Ser
Ser
Ile
Thr
Met
440
Val

Ala

Phe

Cys

Lys

Arg
40

265
Tyr

Ser

Val
Ser
345
Arg
Ser
Gly
Gln
Val
425
Arg
Ser

Ser

Phe

Pro

Ala
25

Leu

176

Gly Pro

Leu Val

Ser Leu
315

Trp Met

330

Phe Ile

Gly Val

Thr Leu

Gly Asn
395

Pro Thr

410

Met Ala

Thr Glu
Phe Gln
Pro Ile

475

Gly Asp
490

Glu Met
10
Val Phe

Leu Gln

Gly
Ala
Gly
300
Ile
Ala
Lys
Gln
Glu
380
Thr
Phe
Ala
Ile
Gly
460

Val

Asn

Ile

Ser

Thr

Ser
Val
285
Ile
Arg
Cys
Gly
Ile
365
Leu
Asn
Ser
Phe
Ile
445
Arg

Pro

Ala

Ser

Arg

Val
270
Ala
Asp
Pro
His
Thr
350
Ala
Arg
Gln
Val
Thr
430
Arg
Gly

Ser

Glu

Val

Ala

Ser

Pro

Asn

Ser

335

Lys

Ser

Ser

Gln

Gln

415

Gly

Met

Val

Phe

Glu
495

Leu
15

His

Gly

Phe

Glu

320

Ala

Val

Asn

Arg

Arg

400

Asn

Met

Phe

Asp

480
Tyr

Gly

Gly Asp Thr

30

Gly Ile His Val

45
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[4872] Arg Val Ser Gln Pro Ser Leu Ile Leu Val Ser Gln Tyr Thr Pro Asp
[4873] 50 55 60

[4874] Ser Thr Pro Cys His Arg Gly Asp Asn Gln Leu Gln Val Gln His Thr
[4875] 65 70 75 80
[4876] Tyr Phe Thr Gly Ser Glu Val Glu Asn Val Ser Val Asn Glu Pro Met
[4877] 85 90 95
[4878] Ser Ile Tyr Val Tyr Ala Leu Pro Leu Lys Met Leu Asn Ile Pro Ser
[4879] 100 105 110

[4880] Ile Asn Val His His Tyr Pro Ser Ala Ala Glu Arg Lys His Arg His
[4881] 115 120 125

[4882] Leu Pro Val Ala Asp Ala Val Ile His Ala Ser Gly Lys Gln Met Trp
[4883] 130 135 140

[4884] Gln Ala Arg Leu Thr Val Ser Gly Leu Ala Trp Thr Arg Gln Gln Asn
[4885] 145 150 155 160
[4886] Gln Trp Lys Glu Pro Asp Val Tyr Tyr Thr Ser Ala Phe Val Phe Pro
[4887] 165 170 175
[4888] Thr Lys Asp Val Ala Leu Arg His Val Val Cys Ala His Glu Leu Val
[4889] 180 185 190

[4890] Cys Ser Met Glu Asn Thr Arg Ala Thr Lys Met Gln Val Ile Gly Asp
[4891] 195 200 205

[4892] Gln Tyr Val Lys Val Tyr Leu Glu Ser Phe Cys Glu Asp Val Pro Ser
[4893] 210 215 220

[4894] Gly Lys Leu Phe Met His Val Thr Leu Gly Ser Asp Val Glu Glu Asp
[4895] 225 230 235 240
[4896] Leu Thr Met Thr Arg Asn Pro Gln Pro Phe Met Arg Pro His Glu Arg
[4897] 245 250 255
[4898] Asn Gly Phe Thr Val Leu Cys Pro Lys Asn Met Ile Ile Lys Pro Gly
[4899] 260 265 270

[4900] Lys Ile Ser His Ile Met Leu Asp Val Ala Phe Thr Ser His Glu His
[4901] 275 280 285

[4902] Phe Gly Leu Leu Cys Pro Lys Ser Ile Pro Gly Leu Ser Ile Ser Gly
[4903] 290 295 300

[4904] Asn Leu Leu Met Asn Gly Gln Gln Ile Phe Leu Glu Val Gln Ala Ile
[4905] 305 310 315 320
[4906] Arg Glu Thr Val Glu Leu Arg Gln Tyr Asp Pro Val Ala Ala Leu Phe
[4907] 325 330 335
[4908] Phe Phe Asp Ile Asp Leu Leu Leu Gln Arg Gly Pro Gln Tyr Ser Glu
[4909] 340 345 350

[4910] His Pro Thr Phe Thr Ser Gln Tyr Arg Ile Gln Gly Lys Leu Glu Tyr
[4911] 355 360 365

[4912] Arg His Thr Trp Asp Arg His Asp Glu Gly Ala Ala Gln Gly Asp Asp
[4913] 370 375 380
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[4914] Asp Val Trp Thr Ser Gly Ser Asp Ser Asp Glu Glu Leu Val Thr Thr
[4915] 385 390 395 400
[4916] Glu Arg Lys Thr Pro Arg Val Thr Gly Gly Gly Ala Met Ala Gly Ala
[4917] 405 410 415
[4918] Ser Thr Ser Ala Gly Arg Lys Arg Lys Ser Ala Ser Ser Ala Thr Ala
[4919] 420 425 430

[4920] Cys Thr Ser Gly Val Met Thr Arg Gly Arg Leu Lys Ala Glu Ser Thr
[4921] 435 440 445

[4922] Val Ala Pro Glu Glu Asp Thr Asp Glu Asp Ser Asp Asn Glu Ile His
[4923] 450 455 460

[4924]  Asn Pro Ala Val Phe Thr Trp Pro Pro Trp Gln Ala Gly Ile Leu Ala
[4925] 465 470 475 480
[4926] Arg Asn Leu Val Pro Met Val Ala Thr Val Gln Gly Gln Asn Leu Lys
[4927] 485 490 495
[4928] Tyr Gln Glu Phe Phe Trp Asp Ala Asn Asp Ile Tyr Arg Ile Phe Ala
[4929] 500 505 510

[4930] Glu Leu Glu Gly Val Trp Gln Pro Ala Ala Gln Pro Lys Arg Arg Arg
[4931] 515 520 525

[4932] His Arg Gln Asp Ala Leu Pro Gly Pro Cys Ile Ala Ser Thr Pro Lys
[4933] 530 535 540

[4934] Lys His Arg Gly

[4935] 545

[4936]  <210> 95

[4937] <211> 561

[4938]  <212> PRT

[4939] <213> Human herpesvirus 5

[4940]  <400> 95

[4941] Met Glu Ser Arg Gly Arg Arg Cys Pro Glu Met Ile Ser Val Leu Gly
[4942] 1 5 10 15
[4943]  Pro Ile Ser Gly His Val Leu Lys Ala Val Phe Ser Arg Gly Asp Thr
[4944] 20 25 30

[4945]  Pro Val Leu Pro His Glu Thr Arg Leu Leu Gln Thr Gly Ile His Val
[4946] 35 40 45

[4947] Arg Val Ser Gln Pro Ser Leu Ile Leu Val Ser Gln Tyr Thr Pro Asp
[4948] 50 55 60

[4949]  Ser Thr Pro Cys His Arg Gly Asp Asn Gln Leu Gln Val Gln His Thr
[4950] 65 70 75 80
[4951] Tyr Phe Thr Gly Ser Glu Val Glu Asn Val Ser Val Asn Val His Asn
[4952] 85 90 95
[4953] Pro Thr Gly Arg Ser Ile Cys Pro Ser Gln Glu Pro Met Ser Ile Tyr
[4954] 100 105 110

[4955] Val Tyr Ala Leu Pro Leu Lys Met Leu Asn Ile Pro Ser Ile Asn Val
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[4956] 115 120 125

[4957] His His Tyr Pro Ser Ala Ala Glu Arg Lys His Arg His Leu Pro Val
[4958] 130 135 140

[4959] Ala Asp Ala Val Ile His Ala Ser Gly Lys Gln Met Trp Gln Ala Arg
[4960] 145 150 155 160
[4961] Leu Thr Val Ser Gly Leu Ala Trp Thr Arg Gln Gln Asn Gln Trp Lys
[4962] 165 170 175
[4963] Glu Pro Asp Val Tyr Tyr Thr Ser Ala Phe Val Phe Pro Thr Lys Asp
[4964] 180 185 190

[4965] Val Ala Leu Arg His Val Val Cys Ala His Glu Leu Val Cys Ser Met
[4966] 195 200 205

[4967] Glu Asn Thr Arg Ala Thr Lys Met Gln Val Ile Gly Asp Gln Tyr Val
[4968] 210 215 220

[4969] Lys Val Tyr Leu Glu Ser Phe Cys Glu Asp Val Pro Ser Gly Lys Leu
[4970] 225 230 235 240
[4971] Phe Met His Val Thr Leu Gly Ser Asp Val Glu Glu Asp Leu Thr Met
[4972] 245 250 255
[4973] Thr Arg Asn Pro Gln Pro Phe Met Arg Pro His Glu Arg Asn Gly Phe
[4974] 260 265 270

[4975] Thr Val Leu Cys Pro Lys Asn Met Ile Ile Lys Pro Gly Lys Ile Ser
[4976] 275 280 285

[4977] His Ile Met Leu Asp Val Ala Phe Thr Ser His Glu His Phe Gly Leu
[4978] 290 295 300

[4979] Leu Cys Pro Lys Ser Ile Pro Gly Leu Ser Ile Ser Gly Asn Leu Leu
[4980] 305 310 315 320
[4981] Met Asn Gly Gln Gln Ile Phe Leu Glu Val Gln Ala Ile Arg Glu Thr
[4982] 325 330 335
[4983] Val Glu Leu Arg Gln Tyr Asp Pro Val Ala Ala Leu Phe Phe Phe Asp
[4984] 340 345 350

[4985] Ile Asp Leu Leu Leu Gln Arg Gly Pro Gln Tyr Ser Glu His Pro Thr
[4986] 355 360 365

[4987] Phe Thr Ser Gln Tyr Arg Ile Gln Gly Lys Leu Glu Tyr Arg His Thr
[4988] 370 375 380

[4989] Trp Asp Arg His Asp Glu Gly Ala Ala Gln Gly Asp Asp Asp Val Trp
[4990] 385 390 395 400
[4991] Thr Ser Gly Ser Asp Ser Asp Glu Glu Leu Val Thr Thr Glu Arg Lys
[4992] 405 410 415
[4993] Thr Pro Arg Val Thr Gly Gly Gly Ala Met Ala Gly Ala Ser Thr Ser
[4994] 420 425 430

[4995] Ala Gly Arg Lys Arg Lys Ser Ala Ser Ser Ala Thr Ala Cys Thr Ser
[4996] 435 440 445

[4997] Gly Val Met Thr Arg Gly Arg Leu Lys Ala Glu Ser Thr Val Ala Pro
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[4998] 450 455 460

[4999]  Glu Glu Asp Thr Asp Glu Asp Ser Asp Asn Glu Ile His Asn Pro Ala
[5000] 465 470 475 480
[5001] Val Phe Thr Trp Pro Pro Trp Gln Ala Gly Ile Leu Ala Arg Asn Leu
[5002] 485 490 495
[5003] Val Pro Met Val Ala Thr Val Gln Gly Gln Asn Leu Lys Tyr Gln Glu
[5004] 500 505 510

[5005] Phe Phe Trp Asp Ala Asn Asp Ile Tyr Arg Ile Phe Ala Glu Leu Glu
[5006] 515 520 525

[5007] Gly Val Trp Gln Pro Ala Ala Gln Pro Lys Arg Arg Arg His Arg Gln
[5008] 530 535 540

[5009] Asp Ala Leu Pro Gly Pro Cys Ile Ala Ser Thr Pro Lys Lys His Arg
[5010] 545 550 555 560
[5011]  Gly

[5012]  <210> 96

[5013]  <211> 551

[5014]  <212> PRT

[5015] <213> Human herpesvirus 5

[5016]  <400> 96

[5017] Met Ala Ser Val Leu Gly Pro Ile Ser Gly His Val Leu Lys Ala Val
[5018] 1 5 10 15
[5019]  Phe Ser Arg Gly Asp Thr Pro Val Leu Pro His Glu Thr Arg Leu Leu
[5020] 20 25 30

[5021]  Gln Thr Gly Ile His Val Arg Val Ser Gln Pro Ser Leu Ile Leu Val
[5022] 35 40 45

[5023] Ser Gln Tyr Thr Pro Asp Ser Thr Pro Cys His Arg Gly Asp Asn Gln
[5024] 50 55 60

[5025] Leu Gln Val Gln His Thr Tyr Phe Thr Gly Ser Glu Val Glu Asn Val
[5026] 65 70 75 80
[5027] Ser Val Asn Val His Asn Pro Thr Gly Arg Ser Ile Cys Pro Ser Gln
[5028] 85 90 95
[5029]  Glu Pro Met Ser Ile Tyr Val Tyr Ala Leu Pro Leu Lys Met Leu Asn
[5030] 100 105 110

[5031] Ile Pro Ser Ile Asn Val His His Tyr Pro Ser Ala Ala Glu Arg Lys
[5032] 115 120 125

[5033] His Arg His Leu Pro Val Ala Asp Ala Val Ile His Ala Ser Gly Lys
[5034] 130 135 140

[5035] Gln Met Trp Gln Ala Arg Leu Thr Val Ser Gly Leu Ala Trp Thr Arg
[5036] 145 150 155 160
[5037] Gln Gln Asn Gln Trp Lys Glu Pro Asp Val Tyr Tyr Thr Ser Ala Phe
[5038] 165 170 175
[5039] Val Phe Pro Thr Lys Asp Val Ala Leu Arg His Val Val Cys Ala His
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[5040] 180 185 190

[5041] Glu Leu Val Cys Ser Met Glu Asn Thr Arg Ala Thr Lys Met Gln Val
[5042] 195 200 205

[5043] Ile Gly Asp Gln Tyr Val Lys Val Tyr Leu Glu Ser Phe Cys Glu Asp
[5044] 210 215 220

[5045] Val Pro Ser Gly Lys Leu Phe Met His Val Thr Leu Gly Ser Asp Val
[5046] 225 230 235 240
[5047]  Glu Glu Asp Leu Thr Met Thr Arg Asn Pro Gln Pro Phe Met Arg Pro
[5048] 245 250 255
[5049] His Glu Arg Asn Gly Phe Thr Val Leu Cys Pro Lys Asn Met Ile Ile
[5050] 260 265 270

[5051] Lys Pro Gly Lys Ile Ser His Ile Met Leu Asp Val Ala Phe Thr Ser
[5052] 275 280 285

[5053] His Glu His Phe Gly Leu Leu Cys Pro Lys Ser Ile Pro Gly Leu Ser
[5054] 290 295 300

[5055] Ile Ser Gly Asn Leu Leu Met Asn Gly Gln Gln Ile Phe Leu Glu Val
[5056] 305 310 315 320
[5057] Gln Ala Ile Arg Glu Thr Val Glu Leu Arg Gln Tyr Asp Pro Val Ala
[5058] 325 330 335
[5059] Ala Leu Phe Phe Phe Asp Ile Asp Leu Leu Leu Gln Arg Gly Pro Gln
[5060] 340 345 350

[5061] Tyr Ser Glu His Pro Thr Phe Thr Ser Gln Tyr Arg Ile Gln Gly Lys
[5062] 355 360 365

[5063] Leu Glu Tyr Arg His Thr Trp Asp Arg His Asp Glu Gly Ala Ala Gln
[5064] 370 375 380

[5065] Gly Asp Asp Asp Val Trp Thr Ser Gly Ser Asp Ser Asp Glu Glu Leu
[5066] 385 390 395 400
[5067] Val Thr Thr Glu Arg Lys Thr Pro Arg Val Thr Gly Gly Gly Ala Met
[5068] 405 410 415
[5069] Ala Gly Ala Ser Thr Ser Ala Gly Arg Lys Arg Lys Ser Ala Ser Ser
[5070] 420 425 430

[5071] Ala Thr Ala Cys Thr Ala Gly Val Met Thr Arg Gly Arg Leu Lys Ala
[5072] 435 440 445

[5073] Glu Ser Thr Val Ala Pro Glu Glu Asp Thr Asp Glu Asp Ser Asp Asn
[5074] 450 455 460

[5075] Glu Ile His Asn Pro Ala Val Phe Thr Trp Pro Pro Trp Gln Ala Gly
[5076] 465 470 475 480
[5077] Ile Leu Ala Arg Asn Leu Val Pro Met Val Ala Thr Val Gln Gly Gln
[5078] 485 490 495
[5079]  Asn Leu Lys Tyr Gln Glu Phe Phe Trp Asp Ala Asn Asp Ile Tyr Arg
[5080] 500 505 510

[5081] Ile Phe Ala Glu Leu Glu Gly Val Trp Gln Pro Ala Ala Gln Pro Lys
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[5082]
[5083]
[5084]
[5085]
[5086]
[5087]
[5088]
[5089]
[5090]
[5091]
[5092]
[5093]
[5094]
[5095]
[5096]
[5097]
[5098]
[5099]
[5100]
[5101]
[5102]
[5103]
[5104]
[5105]
[5106]
[5107]
[5108]
[5109]
[5110]
[5111]
[5112]
[5113]
[5114]
[5115]
[5116]
[5117]
[5118]
[5119]
[5120]
[5121]
[5122]
[5123]

515

Arg Arg Arg

530
Thr Pro Lys
545
<210> 97
<211> 551
<212> PRT
<213> Human
<400> 97
Met Ala Ser
1
Phe Ser Arg

Gln Thr Gly
35
Gln Tyr
50

Gln

Ser

Leu Val

65
Ser

Val Asn

Glu Pro Met

Ile Ser
115
His

Pro
His Arg
130
Gln Met
145

Gln

Trp

Gln Asn

Val Phe Pro

Glu Val
195

Asp

Leu
Ile Gly
210
Val Pro
225

Glu

Ser

Glu Asp

His Arg Gln

Lys His Arg
550

herpesvirus

Val Leu Gly
5

Gly Asp

20

Ile

Thr

His Val

Thr Pro Asp

Gln His Thr

70

Val His Asn
85

Ser Ile

100

Ile

Tyr

Asn Val

Leu Pro Val

Gln Ala Arg

150

Gln Trp Lys
165

Thr Lys
180

Cys

Asp

Ser Met

Gln Tyr Val

Gly Leu
230

Met

Lys

Thr
245

Leu

520

525

Asp Ala Leu Pro Gly Pro Cys Ile Ala Ser

535
Gly

Pro
Pro
Arg
Ser
55

Tyr
Pro
Val
His
Ala
135
Leu
Glu
Val
Glu
Lys
215

Phe

Thr

Ile
Val
Val
40

Thr
Phe
Thr
Tyr
His
120
Asp
Thr
Pro
Ala
Asn
200
Val

Met

Arg

Ser
Leu
25

Ser
Pro
Thr
Gly
Ala
105
Tyr
Ala
Val
Asp
Leu
185
Thr
Tyr
His

Asn

182

Gly
10

Pro
Gln
Cys
Gly
Arg
90

Leu
Pro
Val
Ser
Val
170
Arg
Arg
Leu

Val

Pro
250

540

His Val

His Glu

Pro Ser

His Arg
60
Ser Glu
75
Ser Ile

Pro Leu

Ser Ala

Ile His
140
Gly Leu
155
Tyr Tyr

His Val

Ala Thr

Glu Ser
220
Thr Leu
235

Gln Pro

Leu
Thr
Leu
45

Gly
Val
Cys
Lys
Ala
125
Ala
Ala
Thr
Val
Lys
205
Phe

Gly

Phe

Lys
Arg
30

Ile
Asp
Glu
Pro
Met
110
Glu
Ser
Trp
Ser
Cys
190
Met
Cys

Ser

Met

Ala
15

Leu
Leu
Asn
Asn
Ser
95

Leu
Arg
Gly
Thr
Ala
175
Ala
Gln
Glu

Asp

Arg
255

Val

Leu

Val

Gln

Val

80

Gln

Asn

Lys

Lys

Arg

160

Phe

His

Val

Asp

Val

240

Pro
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[5124] His Glu Arg Asn Gly Phe Thr Val Leu Cys Pro Lys Asn Met Ile Ile
[5125] 260 265 270

[5126] Lys Pro Gly Lys Ile Ser His Ile Met Leu Asp Val Ala Phe Thr Ser
[5127] 275 280 285

[5128] His Glu His Phe Gly Leu Leu Cys Pro Lys Ser Ile Pro Gly Leu Ser
[5129] 290 295 300

[5130] Ile Ser Gly Asn Leu Leu Met Asn Gly Gln Gln Ile Phe Leu Glu Val
[5131] 305 310 315 320
[5132] Gln Ala Ile Arg Glu Thr Val Glu Leu Arg Gln Tyr Asp Pro Val Ala
[5133] 325 330 335
[5134] Ala Leu Phe Phe Phe Asp Ile Asp Leu Leu Leu Gln Arg Gly Pro Gln
[5135] 340 345 350

[5136] Tyr Ser Glu His Pro Thr Phe Thr Ser Gln Tyr Arg Ile Gln Gly Lys
[5137] 355 360 365

[5138] Leu Glu Tyr Arg His Thr Trp Asp Arg His Asp Glu Gly Ala Ala Gln
[5139] 370 375 380

[5140] Gly Asp Asp Asp Val Trp Thr Ser Gly Ser Asp Ser Asp Glu Glu Leu
[5141] 385 390 395 400
[5142] Val Thr Thr Glu Arg Lys Thr Pro Arg Val Thr Gly Gly Gly Ala Met
[5143] 405 410 415
[5144] Ala Gly Ala Ser Thr Ser Ala Gly Arg Lys Arg Lys Ser Ala Ser Ser
[5145] 420 425 430

[5146] Ala Thr Ala Cys Thr Ala Gly Val Met Thr Arg Gly Arg Leu Lys Ala
[5147] 435 440 445

[5148] Glu Ser Thr Val Ala Pro Glu Glu Asp Thr Asp Glu Asp Ser Asp Asn
[5149] 450 455 460

[5150] Glu Ile His Asn Pro Ala Val Phe Thr Trp Pro Pro Trp Gln Ala Gly
[5151] 465 470 475 480
[5152] Ile Leu Ala Arg Asn Leu Val Pro Met Val Ala Thr Val Gln Gly Gln
[5153] 485 490 495
[5154] Asn Leu Lys Tyr Gln Glu Phe Phe Trp Asp Ala Asn Asp Ile Tyr Arg
[5155] 500 505 510

[5156] Ile Phe Ala Glu Leu Glu Gly Val Trp Gln Pro Ala Ala Gln Pro Lys
[5157] 515 520 525

[5158] Arg Arg Arg His Arg Gln Asp Ala Leu Pro Gly Pro Cys Ile Ala Ser
[5159] 530 535 540

[5160] Thr Pro Lys Lys His Arg Gly

[5161] 545 550

[5162]  <210> 98

[5163]  <211> 353

[5164]  <212> PRT

[5165] <213> Human T-lymphotropic virus 1]
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[5166]  <400> 98

[5167] Met Ala His Phe Pro Gly Phe Gly Gln Ser Leu Leu Phe Gly Tyr Pro
[5168] 1 5 10 15
[5169] Val Tyr Val Phe Gly Asp Cys Val Gln Gly Asp Trp Cys Pro Ile Ser
[5170] 20 25 30

[5171]  Gly Gly Leu Cys Ser Ala Arg Leu His Arg His Ala Leu Leu Ala Thr
[5172] 35 40 45

[5173] Cys Pro Glu His Gln Ile Thr Trp Asp Pro Ile Asp Gly Arg Val Ile
[5174] 50 55 60

[5175] Gly Ser Ala Leu Gln Phe Leu Ile Pro Arg Leu Pro Ser Phe Pro Thr
[5176] 65 70 75 80
[5177] Gln Arg Thr Ser Lys Thr Leu Lys Val Leu Thr Pro Pro Ile Thr His
[5178] 85 90 95
[5179] Thr Thr Pro Asn Ile Pro Pro Ser Phe Leu Gln Ala Met Arg Lys Tyr
[5180] 100 105 110

[5181]  Ser Pro Phe Arg Asn Gly Tyr Met Glu Pro Thr Leu Gly Gln His Leu
[5182] 115 120 125

[5183] Pro Thr Leu Ser Phe Pro Asp Pro Gly Leu Arg Pro Gln Asn Leu Tyr
[5184] 130 135 140

[5185] Thr Leu Trp Gly Gly Ser Val Val Cys Met Tyr Leu Tyr Gln Leu Ser
[5186] 145 150 155 160
[5187] Pro Pro Ile Thr Trp Pro Leu Leu Pro His Val Ile Phe Cys His Pro
[5188] 165 170 175
[5189] Gly Gln Leu Gly Ala Phe Leu Thr Asn Val Pro Tyr Lys Arg Ile Glu
[5190] 180 185 190

[5191] Lys Leu Leu Tyr Lys Ile Ser Leu Thr Thr Gly Ala Leu Ile Ile Leu
[5192] 195 200 205

[5193] Pro Glu Asp Cys Leu Pro Thr Thr Leu Phe Gln Pro Ala Arg Ala Pro
[5194] 210 215 220

[5195] Val Thr Leu Thr Ala Trp Gln Asn Gly Leu Leu Pro Phe His Ser Thr
[5196] 225 230 235 240
[5197] Leu Thr Thr Pro Gly Leu Ile Trp Thr Phe Thr Asp Gly Thr Pro Met
[5198] 245 250 255
[5199] Ile Ser Gly Pro Cys Pro Lys Asp Gly Gln Pro Ser Leu Val Leu Gln
[5200] 260 265 270

[5201] Ser Ser Ser Phe Ile Phe His Lys Phe Gln Thr Lys Ala Tyr His Pro
[5202] 275 280 285

[5203] Ser Phe Leu Leu Ser His Gly Leu Ile Gln Tyr Ser Ser Phe His Asn
[5204] 290 295 300

[5205] Leu His Leu Leu Phe Glu Glu Tyr Thr Asn Ile Pro Ile Ser Leu Leu
[5206] 305 310 315 320
[5207] Phe Asn Glu Lys Glu Ala Asp Asp Asn Asp His Glu Pro Gln Ile Ser
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[5208] 325 330 335
[5209] Pro Gly Gly Leu Glu Pro Leu Ser Glu Lys His Phe Arg Glu Thr Glu
[5210] 340 345 350

[5211]  Val

[56212]  <210> 99

[5213] <211> 345

[5214]  <212> PRT

[5215] <213> Human T-lymphotropic virus 1]

[5216]  <400> 99

[5217] Met Ala His Phe Pro Gly Phe Gly Gln Ser Leu Leu Tyr Gly Tyr Pro
[5218] 1 5 10 15
[5219] Val Tyr Val Phe Gly Asp Cys Val Gln Ala Asp Trp Cys Pro Ile Ser
[5220] 20 25 30

[5221] Gly Gly Leu Cys Ser Pro Arg Leu His Arg His Ala Leu Leu Ala Thr
[5222] 35 40 45

[5223] Cys Pro Glu His GIn Ile Thr Trp Asp Pro Ile Asp Gly Arg Val Val
[5224] 50 55 60

[5225] Gly Ser Pro Leu Gln Tyr Leu Ile Pro Arg Leu Pro Ser Phe Pro Thr
[5226] 65 70 75 80
[5227]  Gln Arg Thr Ser Lys Thr Leu Lys Val Leu Thr Pro Pro Thr Thr Pro
[5228] 85 90 95
[5229] Val Thr Pro Lys Val Pro Pro Ser Phe Phe Gln Ser Val Arg Arg His
[5230] 100 105 110

[5231] Ser Pro Tyr Arg Asn Gly Cys Leu Glu Thr Thr Leu Gly Glu Gln Leu
[5232] 115 120 125

[5233] Pro Ser Leu Ala Phe Pro Glu Pro Gly Leu Arg Pro Gln Asn Val Tyr
[5234] 130 135 140

[5235] Thr Ile Trp Gly Lys Thr Ile Val Cys Leu Tyr Ile Tyr Gln Leu Ser
[5236] 145 150 155 160
[5237] Pro Pro Met Thr Trp Pro Leu Ile Pro His Val Ile Phe Cys Asn Pro
[5238] 165 170 175
[5239] Arg Gln Leu Gly Ala Phe Leu Ser Asn Val Pro Pro Lys Arg Leu Glu
[5240] 180 185 190

[5241]  Glu Leu Leu Tyr Lys Leu Tyr Leu His Thr Gly Ala Ile Ile Ile Leu
[5242] 195 200 205

[5243] Pro Glu Asp Ala Leu Pro Thr Thr Leu Phe Gln Pro Val Arg Ala Pro
[5244] 210 215 220

[5245] Cys Val Gln Thr Thr Trp Asn Thr Gly Leu Leu Pro Tyr Gln Pro Asn
[56246] 225 230 235 240
[5247] Leu Thr Thr Pro Gly Leu Ile Trp Thr Phe Asn Asp Gly Ser Pro Met
[5248] 245 250 255
[5249] Ile Ser Gly Pro Cys Pro Lys Ala Gly Gln Pro Ser Leu Val Val Gln
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[5250] 260 265 270

[5251] Ser Ser Leu Leu Ile Phe Glu Arg Phe Gln Thr Lys Ala Tyr His Pro
[5252] 275 280 285

[5253] Ser Tyr Leu Leu Ser His Gln Leu Ile Gln Tyr Ser Ser Phe His His
[5254] 290 295 300

[6255] Leu Tyr Leu Leu Phe Asp Glu Tyr Thr Thr Ile Pro Phe Ser Leu Leu
[5256] 305 310 315 320
[5257] Phe Lys Glu Lys Glu Gly Asp Asp Arg Asp Asn Asp Pro Leu Pro Gly
[5258] 325 330 335
[5259] Ala Thr Ala Ser Pro Gln Gly Gln Asn

[5260] 340 345

[5261] <210> 100

[5262]  <400> 100

[5263] 000

[5264] <210> 101

[5265] <211> 9

[5266]  <212> PRT

[5267] <213> Artificial sequence
[5268] 220>

[5269] <221> PEPTIDE

[5270]  <222> (1)..(9)

(52711  <223> %tk

[5272] <400> 101

[5273] Ser Thr Asn Arg Gln Ser Gly Arg Gln
[5274] 1 5

[5275] <210> 102

[5276] 211> 9

[5277] <212> PRT

[5278] <213> Artificial sequence
[5279]  <220>

[5280] <221> PEPTIDE

[5281]  <222> (1)..(9)

[5282]  <223> MMk

[5283] <400> 102

[5284] Leu Leu Phe Gly Tyr Pro Val Tyr Val
[5285] 1 5

[5286] <210> 103

[5287] <211> 10

[5288]  <212> PRT

[5289] <213> Artificial sequence
[5290]  <220>

[5291] <221> PEPTIDE
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[5292]
[5293]
[5294]
[5295]
[5296]
[5297]
[5298]
[5299]
[5300]
[5301]
[5302]
[5303]
[5304]
[5305]
[5306]
[5307]
[5308]
[5309]
[5310]
[5311]
[5312]
[5313]
[5314]
[5315]
[5316]
[5317]
[5318]
[5319]
[5320]
[5321]
[5322]
[5323]
[5324]
[5325]
[5326]
[5327]
[5328]
[5329]
[5330]
[5331]
[5332]
[5333]

<222> (1) .. (10

223> FJERL

<400> 103

Gly Leu Ser Pro Thr Val Trp Leu Ser Val
1 5 10
<210> 104

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> HMERK

<400> 104

Ala Met Asp Gly Thr Met Ser Gln Val
1 5

<210> 105

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> FJENk

<400> 105

Tyr Ala Asp Gly Thr Met Ser Gln Val
1 5

<210> 106

211> 9

<212> PRT

<213> Artificial sequence

<220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 106

Tyr Met Ala Gly Thr Met Ser Gln Val
1 5

<210> 107

211> 9

<212> PRT

<213> Artificial sequence
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[5334]
[5335]
[5336]
[5337]
[5338]
[5339]
[5340]
[5341]
[5342]
[5343]
[5344]
[5345]
[5346]
[5347]
[5348]
[5349]
[5350]
[5351]
[5352]
[5353]
[5354]
[5355]
[5356]
[5357]
[5358]
[5359]
[5360]
[5361]
[5362]
[5363]
[5364]
[5365]
[5366]
[5367]
[5368]
[5369]
[5370]
[5371]
[5372]
[5373]
[5374]
[5375]

220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FEMERK

<400> 107

Tyr Met Asp Ala Thr Met Ser Gln Val
1 5

<210> 108

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FJENL

<400> 108

Tyr Met Asp Gly Ala Met Ser Gln Val
1 5

<210> 109

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..9)

223> FJHENL

<400> 109

Tyr Met Asp Gly Thr Ala Ser Gln Val
1 5

<210> 110

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FEJERL

<400> 110

Tyr Met Asp Gly Thr Met Ala Gln Val
1 5

<210> 111

211> 9
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[5376]
[5377]
[5378]
[5379]
[5380]
[5381]
[5382]
[5383]
[5384]
[5385]
[5386]
[5387]
[5388]
[5389]
[5390]
[5391]
[5392]
[5393]
[5394]
[5395]
[5396]
[5397]
[5398]
[5399]
[5400]
[5401]
[5402]
[5403]
[5404]
[5405]
[5406]
[5407]
[5408]
[5409]
[5410]
[5411]
[5412]
[5413]
[5414]
[5415]
[5416]
[5417]

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 111

Tyr Met Asp Gly Thr Met Ser Ala Val
1 5

<210> 112

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FJENL

<400> 112

Tyr Met Asp Gly Thr Met Ser Gln Ala
1 5

<210> 113

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> HMERK

<400> 113

Tyr Met Asp Gly Thr Met Ser Gln Val
1 5

<210> 114

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJERL

<400> 114

Tyr Met Asn Gly Thr Met Ser Gln Val
1 5
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[5418]
[5419]
[5420]
[5421]
[5422]
[5423]
[5424]
[5425]
[5426]
[5427]
[5428]
[5429]
[5430]
[5431]
[5432]
[5433]
[5434]
[5435]
[5436]
[5437]
[5438]
[5439]
[5440]
[5441]
[5442]
[5443]
[5444]
[5445]
[5446]
[5447]
[5448]
[5449]
[5450]
[5451]
[5452]
[5453]
[5454]
[5455]
[5456]
[5457]
[5458]
[5459]

<210> 115

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK

<400> 115

Tyr Met Asp Asn Val Met Ser Glu Val
1 5

<210> 116

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJERL

<400> 116

Val Met Asp Ser Lys Ile Val Gln Val
1 5

210> 117

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FJENL

<400> 117

Leu Met Asn Gly Thr Leu Lys Gln Val
1 5

<210> 118

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJENk

<400> 118
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[5460]
[5461]
[5462]
[5463]
[5464]
[5465]
[5466]
[5467]
[5468]
[5469]
[5470]
[5471]
[5472]
[5473]
[5474]
[5475]
[5476]
[5477]
[5478]
[5479]
[5480]
[5481]
[5482]
[5483]
[5484]
[5485]
[5486]
[5487]
[5488]
[5489]
[5490]
[5491]
[5492]
[5493]
[5494]
[5495]
[5496]
[5497]
[5498]
[5499]
[5500]
[5501]

Ser Gln Asp Gly Thr Arg Ser Gln Val
1 5

<210> 119

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK

<400> 119

Val Met Asp Thr Thr Lys Ser Gln Val
1 5

<210> 120

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK

<400> 120

Gly Met Asp Gly Thr Gln Gln Gln Ile
1 5

<210> 121

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FAJENL

<400> 121

Gly Met Val Gly Thr Met Thr Glu Val
1 5

<210> 122

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..
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[5502]
[5503]
[5504]
[5505]
[5506]
[5507]
[5508]
[5509]
[5510]
[5511]
[5512]
[5513]
[5514]
[5515]
[5516]
[5517]
[5518]
[5519]
[5520]
[5521]
[5522]
[5523]
[5524]
[5525]
[5526]
[5527]
[5528]
[5529]
[5530]
[5531]
[5532]
[5533]
[5534]
[5535]
[5536]
[5537]
[5538]
[5539]
[5540]
[5541]
[5542]
[5543]

<223> JEMERK

<400> 122

Met Met Asp Ala Thr Phe Ser Ala Val
1 5

<210> 123

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMERK

<400> 123

Gln Met Asp Pro Thr Gly Ser Gln Leu
1 5

<210> 124

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 124

Ser Met Asp Gly Ser Met Arg Thr Val
1 5

<210> 125

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJHERL

<400> 125

Trp Met Asp Gly Ile Ala Ser Gln Ile
1 5

<210> 126

211> 9

<212> PRT

<213> Artificial sequence
220>
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[5544]
[5545]
[5546]
[5547]
[5548]
[5549]
[5550]
[5551]
[5552]
[5553]
[5554]
[5555]
[5556]
[5557]
[5558]
[5559]
[5560]
[5561]
[5562]
[5563]
[5564]
[5565]
[5566]
[5567]
[5568]
[5569]
[5570]
[5571]
[5572]
[5573]
[5574]
[5575]
[5576]
[5577]
[5578]
[5579]
[5580]
[5581]
[5582]
[5583]
[5584]
[5585]

<221> PEPTIDE

222> (1)..©9)

<223> JEMERK

<400> 126

Tyr Leu Glu Gly Ile Leu Ser Gln Val
1 5

<210> 127

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) .. 09

<223> FHMERK

<400> 127

Tyr Met Ala Ile Lys Met Ser Gln Leu
1 5

<210> 128

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 128

Tyr Met Asp Ala Val Val Ser Leu Val
1 5

<210> 129

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK

<400> 129

Tyr Met Asp Gly Thr Asn Arg Arg Ile
1 5

<210> 130

211> 9

<212> PRT
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[5586]
[5587]
[5588]
[5589]
[5590]
[5591]
[5592]
[5593]
[5594]
[5595]
[5596]
[5597]
[5598]
[5599]
[5600]
[5601]
[5602]
[5603]
[5604]
[5605]
[5606]
[5607]
[5608]
[5609]
[5610]
[5611]
[5612]
[5613]
[5614]
[5615]
[5616]
[5617]
[5618]
[5619]
[5620]
[5621]
[5622]
[5623]
[5624]
[5625]
[5626]
[5627]

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. 9

223> FEJERL

<400> 130

Tyr Met Asp Pro Ser Thr Tyr Gln Val
1 5

<210> 131

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 131

Tyr Met Leu Gly Thr Asn His Gln Leu
1 5

<210> 132

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> HJENK

<400> 132

Tyr Met Pro Gly Thr Ala Ser Leu Ile
1 5

<210> 133

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 133

Tyr Met Arg Glu Thr Arg Ser Gln Leu
1 5

<210> 134
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[5628]
[5629]
[5630]
[5631]
[5632]
[5633]
[5634]
[5635]
[5636]
[5637]
[5638]
[5639]
[5640]
[5641]
[5642]
[5643]
[5644]
[5645]
[5646]
[5647]
[5648]
[5649]
[5650]
[5651]
[5652]
[5653]
[5654]
[5655]
[5656]
[5657]
[5658]
[5659]
[5660]
[5661]
[5662]
[5663]
[5664]
[5665]
[5666]
[5667]
[5668]
[5669]

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1)..©9)

223> FJERL

<400> 134

Met Met Asp Gly Ala Met Gly Tyr Val
1 5

<210> 135

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 135

Asn Met Asp Ser Phe Met Ala Gln Val
1 5

<210> 136

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) .. 09

<223> FHMERK

<400> 136

GIn Met Asp Phe Ile Met Ser Cys Val
1 5

<210> 137

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FMERK

<400> 137

Tyr Glu Asp Leu Lys Met Tyr Gln Val
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[5670]
[5671]
[5672]
[5673]
[5674]
[5675]
[5676]
[5677]
[5678]
[5679]
[5680]
[5681]
[5682]
[5683]
[5684]
[5685]
[5686]
[5687]
[5688]
[5689]
[5690]
[5691]
[5692]
[5693]
[5694]
[5695]
[5696]
[5697]
[5698]
[5699]
[5700]
[5701]
[5702]
[5703]
[5704]
[5705]
[5706]
[5707]
[5708]
[5709]
[5710]
[5711]

1 5

<210> 138

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJENL

<400> 138

Tyr Met Asp Thr Ile Met Glu Leu Val
1 5

<210> 139

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1) ..

223> FE Nk

<400> 139

Tyr Thr Asp Leu Ala Met Ser Thr Val
1 5

<210> 140

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1) ..

<223> HHMERK

<400> 140

Tyr Val Asp Phe Val Met Ser Ser Val
1 5

<210> 141

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHEMERK
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[5712]
[5713]
[5714]
[5715]
[5716]
[5717]
[5718]
[5719]
[5720]
[5721]
[5722]
[5723]
[5724]
[5725]
[5726]
[5727]
[5728]
[5729]
[5730]
[5731]
[5732]
[5733]
[5734]
[5735]
[5736]
[5737]
[5738]
[5739]
[5740]
[5741]
[5742]
[5743]
[5744]
[5745]
[5746]
[5747]
[5748]
[5749]
[5750]
[5751]
[5752]
[5753]

<400> 141

Arg Met Phe Pro Asn Ala Pro Tyr Leu
1 5

<210> 142

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> HMERK

<400> 142

Leu Asp Phe Pro Asn Leu Pro Tyr Leu
1 5

<210> 143

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FEJERL

<400> 143

Arg Cys Phe Pro Asn Cys Pro Phe Leu
1 5

<210> 144

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 144

Leu Met Phe Glu Asn Ala Ala Tyr Leu
1 5

<210> 145

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE
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[5754]
[5755]
[5756]
[5757]
[5758]
[5759]
[5760]
[5761]
[5762]
[5763]
[5764]
[5765]
[5766]
[5767]
[5768]
[5769]
[5770]
[5771]
[5772]
[5773]
[5774]
[5775]
[5776]
[5777]
[5778]
[5779]
[5780]
[5781]
[5782]
[5783]
[5784]
[5785]
[5786]
[5787]
[5788]
[5789]
[5790]
[5791]
[5792]
[5793]
[5794]
[5795]

222> (1) ..

223> FJERL

<400> 145

Arg Met Phe Pro Asn Lys Tyr Ser Leu
1 5

<210> 146

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> HMERK

<400> 146

Arg Leu Phe Pro Asn Ala Lys Phe Leu
1 5

<210> 147

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJENk

<400> 147

Arg Leu Phe Pro Asn Leu Pro Glu Leu
1 5

<210> 148

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 148

Arg Met Phe Pro Thr Pro Pro Ser Leu
1 5

<210> 149

211> 9

<212> PRT

<213> Artificial sequence
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[5796]
[5797]
[5798]
[5799]
[5800]
[5801]
[5802]
[5803]
[5804]
[5805]
[5806]
[5807]
[5808]
[5809]
[5810]
[5811]
[5812]
[5813]
[5814]
[5815]
[5816]
[5817]
[5818]
[5819]
[5820]
[5821]
[5822]
[5823]
[5824]
[5825]
[5826]
[5827]
[5828]
[5829]
[5830]
[5831]
[5832]
[5833]
[5834]
[5835]
[5836]
[5837]

220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FEMERK

<400> 149

Arg Met Val Pro Arg Ala Val Tyr Leu
1 5

<210> 150

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FJENL

<400> 150

Arg Met Phe Phe Asn Gly Arg Tyr Ile
1 5

<210> 151

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJHENL

<400> 151

Arg Met Leu Pro His Ala Pro Gly Val
1 5

<210> 152

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FEJERL

<400> 152

Tyr Met Phe Pro Asn Ala Pro Tyr Leu
1 5

<210> 153

211> 9
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[5838]
[5839]
[5840]
[5841]
[5842]
[5843]
[5844]
[5845]
[5846]
[5847]
[5848]
[5849]
[5850]
[5851]
[5852]
[5853]
[5854]
[5855]
[5856]
[5857]
[5858]
[5859]
[5860]
[5861]
[5862]
[5863]
[5864]
[5865]
[5866]
[5867]
[5868]
[5869]
[5870]
[5871]
[5872]
[5873]
[5874]
[5875]
[5876]
[5877]
[5878]
[5879]

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> H IR

<400> 153

Ala Met Asp Pro Asn Ala Ala Tyr Val
1 5

<210> 154

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJENL

<400> 154

Ile Cys Phe Pro Asn Ala Pro Lys Val
1 5

<210> 155

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..9)

223> FEMEK

<400> 155

Asn Met Phe Glu Asn Gly Cys Tyr Leu
1 5

<210> 156

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..©9)

223> FJERL

<400> 156

Asn Met Pro Pro Asn Phe Pro Tyr Ile
1 5
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[5880]
[5881]
[5882]
[5883]
[5884]
[5885]
[5886]
[5887]
[5888]
[5889]
[5890]
[5891]
[5892]
[5893]
[5894]
[5895]
[5896]
[5897]
[5898]
[5899]
[5900]
[5901]
[5902]
[5903]
[5904]
[5905]
[5906]
[5907]
[5908]
[5909]
[5910]
[5911]
[5912]
[5913]
[5914]
[5915]
[5916]
[5917]
[5918]
[5919]
[5920]
[5921]

<210> 157

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FMERK

<400> 157

Arg Glu Met Thr GIn Ala Pro Tyr Leu
1 5

<210> 158

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJERL

<400> 158

Arg Met Ala Pro Arg Ala Pro Trp Ile
1 5

<210> 159

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FJENL

<400> 159

Arg Met Glu Pro Arg Ala Pro Trp Ile
1 5

<210> 160

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJENk

<400> 160

201
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[5922]
[5923]
[5924]
[5925]
[5926]
[5927]
[5928]
[5929]
[5930]
[5931]
[5932]
[5933]
[5934]
[5935]
[5936]
[5937]
[5938]
[5939]
[5940]
[5941]
[5942]
[5943]
[5944]
[5945]
[5946]
[5947]
[5948]
[5949]
[5950]
[5951]
[5952]
[5953]
[5954]
[5955]
[5956]
[5957]
[5958]
[5959]
[5960]
[5961]
[5962]
[5963]

Arg Met Glu Pro Arg Ala Pro Trp Val
1 5

<210> 161

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 161

Arg Met Phe Leu Asn Asn Pro Ser Ile
1 5

<210> 162

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FIMERK

<400> 162

Arg Met Phe Gln GIn Thr Phe Tyr Leu
1 5

<210> 163

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FAJENL

<400> 163

Arg Met Asn Pro Asn Ser Pro Ser Ile
1 5

<210> 164

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..
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[5964]
[5965]
[5966]
[5967]
[5968]
[5969]
[5970]
[5971]
[5972]
[5973]
[5974]
[5975]
[5976]
[5977]
[5978]
[5979]
[5980]
[5981]
[5982]
[5983]
[5984]
[5985]
[5986]
[5987]
[5988]
[5989]
[59901]
[5991]
[5992]
[5993]
[5994]
[5995]
[5996]
[5997]
[5998]
[5999]
[6000]
[6001]
[6002]
[6003]
[6004]
[6005]

<223> JEMERK

<400> 164

Arg Gln Phe Pro Asn Ala Ser Leu Ile
1 5

<210> 165

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FHMERK

<400> 165

Arg Gln Phe Pro Asn Lys Asp Ala Leu
1 5

<210> 166

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 166

Arg Val Phe Pro Trp Ala Ser Ser Leu
1 5

<210> 167

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJHERL

<400> 167

Arg Leu Phe Pro Trp Gly Asn Lys Leu
1 5

<210> 168

211> 9

<212> PRT

<213> Artificial sequence
220>
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[6006]
[6007]
[6008]
[6009]
[6010]
[6011]
[6012]
[6013]
[6014]
[6015]
[6016]
[6017]
[6018]
[6019]
[6020]
[6021]
[6022]
[6023]
[6024]
[6025]
[6026]
[6027]
[6028]
[6029]
[6030]
[6031]
[6032]
[6033]
[6034]
[6035]
[6036]
[6037]
[6038]
[6039]
[6040]
[6041]
[6042]
[6043]
[6044]
[6045]
[6046]
[6047]

<221> PEPTIDE

222> (1)..©9)

<223> JEMERK

<400> 168

Ala Met Phe Pro Asn Ala Pro Tyr Leu
1 5

<210> 169

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) .. 09

<223> FHMERK

<400> 169

Arg Ala Phe Pro Asn Ala Pro Tyr Leu
1 5

<210> 170

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 170

Arg Met Ala Pro Asn Ala Pro Tyr Leu
1 5

<210> 171

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK

<400> 171

Arg Met Phe Ala Asn Ala Pro Tyr Leu
1 5

<210> 172

211> 9

<212> PRT
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[6048]
[6049]
[6050]
[6051]
[6052]
[6053]
[6054]
[6055]
[6056]
[6057]
[6058]
[6059]
[6060]
[6061]
[6062]
[6063]
[6064]
[6065]
[6066]
[6067]
[6068]
[6069]
[6070]
[6071]
[6072]
[6073]
[6074]
[6075]
[6076]
[6077]
[6078]
[6079]
[6080]
[6081]
[6082]
[6083]
[6084]
[6085]
[6086]
[6087]
[6088]
[6089]

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FEJERL

<400> 172

Arg Met Phe Pro Ala Ala Pro Tyr Leu
1 5

<210> 173

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 173

Arg Met Phe Pro Asn Ala Ala Tyr Leu
1 5

<210> 174

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> HJENK

<400> 174

Arg Met Phe Pro Asn Ala Pro Ala Leu
1 5

<210> 175

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 175

Arg Met Phe Pro Asn Ala Pro Tyr Ala
1 5

<210> 176
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[6090]
[6091]
[6092]
[6093]
[6094]
[6095]
[6096]
[6097]
[6098]
[6099]
[6100]
[6101]
[6102]
[6103]
[6104]
[6105]
[6106]
[6107]
[6108]
[6109]
[6110]
[6111]
[6112]
[6113]
[6114]
[6115]
[6116]
[6117]
[6118]
[6119]
[6120]
[6121]
[6122]
[6123]
[6124]
[6125]
[6126]
[6127]
[6128]
[6129]
[6130]
[6131]

<211> 10

<212> PRT

<213> Artificial sequence

<220>

<221> PEPTIDE

222> (1).. 9

223> FJERL

<400> 176

Gly Val Tyr Asp Gly Arg Glu His Thr Val
1 5 10
<210> 177

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

<223> JEMERK

<400> 177

Gly Leu Ala Asp Gly Arg Thr His Thr Val
1 5 10
<210> 178

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..@10)

<223> FHMERK

<400> 178

Gly Val Ser Asp Gly Arg Trp His Ser Val
1 5 10
<210> 179

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> MK

<400> 179

Gly Val Tyr Asp Gly Glu Glu His Ser Val
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[6132]
[6133]
[6134]
[6135]
[6136]
[6137]
[6138]
[6139]
[6140]
[6141]
[6142]
[6143]
[6144]
[6145]
[6146]
[6147]
[6148]
[6149]
[6150]
[6151]
[6152]
[6153]
[6154]
[6155]
[6156]
[6157]
[6158]
[6159]
[6160]
[6161]
[6162]
[6163]
[6164]
[6165]
[6166]
[6167]
[6168]
[6169]
[6170]
[6171]
[6172]
[6173]

1 5 10
<210> 180

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> FJENk

<400> 180

Gly Leu Tyr Asp Gly Met Glu His Leu

1 5

<210> 181

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

223> FEJERk

<400> 181

Gly Val Ser Asp Gly Gln Trp His Thr Val
1 5 10
<210> 182

<211> 10

<212> PRT

<213> Artificial sequence

<220>

<221> PEPTIDE

<222> (1) .. (10

<223> HHMERK

<400> 182

Gly Val Tyr Ala Gly Arg Glu His Phe Leu
1 5 10
<210> 183

211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> MK
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[6174]
[6175]
[6176]
[6177]
[6178]
[6179]
[6180]
[6181]
[6182]
[6183]
[6184]
[6185]
[6186]
[6187]
[6188]
[6189]
[6190]
[6191]
[6192]
[6193]
[6194]
[6195]
[6196]
[6197]
[6198]
[6199]
[6200]
[6201]
[6202]
[6203]
[6204]
[6205]
[6206]
[6207]
[6208]
[6209]
[6210]
[6211]
[6212]
[6213]
[6214]
[6215]

<400> 183

Gly Leu Tyr Asp Gly Met Glu His Leu Ile
1 5 10
<210> 184

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

<223> HMERK

<400> 184

Ala Ser Tyr Asp Gly Thr Glu Val Thr Val
1 5 10
<210> 185

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (@10

223> FEJERL

<400> 185

Ala Val Leu Asp Gly Arg Glu Leu Arg Val
1 5 10
<210> 186

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

<223> JEMERK

<400> 186

Gly Leu Tyr Asp Gly Ile Glu His Phe Met
1 5 10
<210> 187

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

208
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[6216]
[6217]
[6218]
[6219]
[6220]
[6221]
[6222]
[6223]
[6224]
[6225]
[6226]
[6227]
[6228]
[6229]
[6230]
[6231]
[6232]
[6233]
[6234]
[6235]
[6236]
[6237]
[6238]
[6239]
[6240]
[6241]
[6242]
[6243]
[6244]
[6245]
[6246]
[6247]
[6248]
[6249]
[6250]
[6251]
[6252]
[6253]
[6254]
[6255]
[6256]
[6257]

<222> (1) .. (10

223> FJERL

<400> 187

Gly Leu Tyr Asp Gly Pro Val His Glu Val
1 5 10
<210> 188

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

223> FEMEK

<400> 188

Gly Val Cys Ala Gly Arg Glu His Phe Ile
1 5 10
<210> 189

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (@10

223> FJENk

<400> 189

Gly Val Tyr Ala Gly Arg Pro Leu Ser Val
1 5 10
<210> 190

<211> 10

<212> PRT

<213> Artificial sequence

<220>

<221> PEPTIDE

<222> (1) .. (@10

<223> JEMERK

<400> 190

Thr Val Tyr Asp Leu Arg Glu Gln Ser Val
1 5 10
<210> 191

<211> 10

<212> PRT

<213> Artificial sequence

209
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[6258]
[6259]
[6260]
[6261]
[6262]
[6263]
[6264]
[6265]
[6266]
[6267]
[6268]
[6269]
[6270]
[6271]
[6272]
[6273]
[6274]
[6275]
[6276]
[6277]
[6278]
[6279]
[6280]
[6281]
[6282]
[6283]
[6284]
[6285]
[6286]
[6287]
[6288]
[6289]
[6290]
[6291]
[6292]
[6293]
[6294]
[6295]
[6296]
[6297]
[6298]
[6299]

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> FIMERK

<400> 191

Val Val Asp Asp Gly Val Glu His Thr Ile
1 5 10
<210> 192

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> FJENL

<400> 192

Gly Val Phe Asp Gly Leu His Thr Val

1 5

<210> 193

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (@10

223> FJHENL

<400> 193

Ala Val Tyr Asp Gly Arg Glu His Thr Val
1 5 10
<210> 194

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (@10

223> FEJERL

<400> 194
Gly Ala Tyr Asp Gly Arg Glu His Thr Val
1 5 10
<210> 195
<211> 10

210
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[6300]
[6301]
[6302]
[6303]
[6304]
[6305]
[6306]
[6307]
[6308]
[6309]
[6310]
[6311]
[6312]
[6313]
[6314]
[6315]
[6316]
[6317]
[6318]
[6319]
[6320]
[6321]
[6322]
[6323]
[6324]
[6325]
[6326]
[6327]
[6328]
[6329]
[6330]
[6331]
[6332]
[6333]
[6334]
[6335]
[6336]
[6337]
[6338]
[6339]
[6340]
[6341]

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> FHMERK

<400> 195

Gly Val Ala Asp Gly Arg Glu His Thr Val
1 5 10
<210> 196

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

<223> FJENL

<400> 196

Gly Val Tyr Ala Gly Arg Glu His Thr Val
1 5 10
<210> 197

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

223> HMERK

<400> 197

Gly Val Tyr Asp Ala Arg Glu His Thr Val
1 5 10
<210> 198

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (@10

223> FJERL

<400> 198
Gly Val Tyr Asp Gly Ala Glu His Thr Val
1 5 10

211
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[6342]
[6343]
[6344]
[6345]
[6346]
[6347]
[6348]
[6349]
[6350]
[6351]
[6352]
[6353]
[6354]
[6355]
[6356]
[6357]
[6358]
[6359]
[6360]
[6361]
[6362]
[6363]
[6364]
[6365]
[6366]
[6367]
[6368]
[6369]
[6370]
[6371]
[6372]
[6373]
[6374]
[6375]
[6376]
[6377]
[6378]
[6379]
[6380]
[6381]
[6382]
[6383]

<210> 199

211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(10)

<223> FHMERK

<400> 199

Gly Val Tyr Asp Gly Arg Ala His Thr Val
1 5 10
<210> 200

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) .. (10

223> FJERL

<400> 200

Gly Val Tyr Asp Gly Arg Glu Ala Thr Val
1 5 10
<210> 201

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

<223> FJENL

<400> 201

Gly Val Tyr Asp Gly Arg Glu His Ala Val
1 5 10
<210> 202

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (@10

223> FJENk

<400> 202

212



CN 108025045 B F % *
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[6384]
[6385]
[6386]
[6387]
[6388]
[6389]
[6390]
[6391]
[6392]
[6393]
[6394]
[6395]
[6396]
[6397]
[6398]
[6399]
[6400]
[6401]
[6402]
[6403]
[6404]
[6405]
[6406]
[6407]
[6408]
[6409]
[6410]
[6411]
[6412]
[6413]
[6414]
[6415]
[6416]
[6417]
[6418]
[6419]
[6420]
[6421]
[6422]
[6423]
[6424]
[6425]

Gly Val Tyr Asp Gly Arg Glu His Thr Ala
1 5 10
<210> 203

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK

<400> 203

Ala Leu Ser Val Met Gly Val Tyr Val
1 5

<210> 204

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK

<400> 204

Ala Leu Ser Val Leu Gly Val Met Val
1 5

<210> 205

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> FAJENL

<400> 205

Ala Leu Ser Arg Lys Gly Ile Tyr Val
1 5

<210> 206

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

213
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[6426]
[6427]
[6428]
[6429]
[6430]
[6431]
[6432]
[6433]
[6434]
[6435]
[6436]
[6437]
[6438]
[6439]
[6440]
[6441]
[6442]
[6443]
[6444]
[6445]
[6446]
[6447]
[6448]
[6449]
[6450]
[6451]
[6452]
[6453]
[6454]
[6455]
[6456]
[6457]
[6458]
[6459]
[6460]
[6461]
[6462]
[6463]
[6464]
[6465]
[6466]
[6467]

<223> FHMERK

<400> 206

Ala Leu Ser Val Met Tyr Ser Tyr Leu
1 5

<210> 207

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> HMERK

<400> 207

Ala Val Ser His Met Gly Val Leu Val
1 5

<210> 208

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> HJENK

<400> 208

Leu Leu Ser Leu Met Gly Val Leu Val
1 5

<210> 209

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJERL

<400> 209

Val Leu Ser Ile Met Gly Val Tyr Ala
1 5

<210> 210

211> 9

<212> PRT

<213> Artificial sequence
220>

214



CN 108025045 B F % *
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[6468]
[6469]
[6470]
[6471]
[6472]
[6473]
[6474]
[6475]
[6476]
[6477]
[6478]
[6479]
[6480]
[6481]
[6482]
[6483]
[6484]
[6485]
[6486]
[6487]
[6488]
[6489]
[6490]
[6491]
[6492]
[6493]
[6494]
[6495]
[6496]
[6497]
[6498]
[6499]
[6500]
[6501]
[6502]
[6503]
[6504]
[6505]
[6506]
[6507]
[6508]
[6509]

<221> PEPTIDE

222> (1).. )

223> HHMERK

<400> 210

Ala Leu Gln Val Arg Lys Val Tyr Val
1 5

<210> 211

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) .. 09

<223> FHMERK

<400> 211

Ala Leu Gln Val Tyr Gly Val Glu Val
1 5

<210> 212

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> HJENK

<400> 212

Ala Leu Ser Val Ala Gly Gly Phe Val
1 5

<210> 213

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> HJENK

<400> 213

Ala Leu Ser Val Leu Gly Lys Val Val
1 5

<210> 214

211> 9

<212> PRT

215
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[6510]
[6511]
[6512]
[6513]
[6514]
[6515]
[6516]
[6517]
[6518]
[6519]
[6520]
[6521]
[6522]
[6523]
[6524]
[6525]
[6526]
[6527]
[6528]
[6529]
[6530]
[6531]
[6532]
[6533]
[6534]
[6535]
[6536]
[6537]
[6538]
[6539]
[6540]
[6541]
[6542]
[6543]
[6544]
[6545]
[6546]
[6547]
[6548]
[6549]
[6550]
[6551]

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FEJERL

<400> 214

Ala Leu Ser Val Met Ile Pro Ala Val
1 5

<210> 215

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FEMERK

<400> 215

Asp Leu Ser Val Cys Ser Val Tyr Val
1 5

<210> 216

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> HJENK

<400> 216

Ile Leu Gly Val Met Gly Val Asp Val
1 5

210> 217

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 217

Leu Leu Ser Val Asn Gly Val Ser Val
1 5

<210> 218

216
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157/219 1

[6552]
[6553]
[6554]
[6555]
[6556]
[6557]
[6558]
[6559]
[6560]
[6561]
[6562]
[6563]
[6564]
[6565]
[6566]
[6567]
[6568]
[6569]
[6570]
[6571]
[6572]
[6573]
[6574]
[6575]
[6576]
[6577]
[6578]
[6579]
[6580]
[6581]
[6582]
[6583]
[6584]
[6585]
[6586]
[6587]
[6588]
[6589]
[6590]
[6591]
[6592]
[6593]

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> FJERL

<400> 218

Ser Leu Ser Pro Met Gly Arg Tyr Val
1 5

<210> 219

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (@10

<223> JEMERK

<400> 219

Ala Leu Ser Ala Val Met Gly Val Thr Leu
1 5 10
<210> 220

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..@10)

<223> FHMERK

<400> 220

Ala TIle Leu Leu Val Met Gly Val Asp Val
1 5 10
<210> 221

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FMERK

<400> 221

Ala Leu Ser Asp His His Val Tyr Leu

217
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158/219 1

[6594]
[6595]
[6596]
[6597]
[6598]
[6599]
[6600]
[6601]
[6602]
[6603]
[6604]
[6605]
[6606]
[6607]
[6608]
[6609]
[6610]
[6611]
[6612]
[6613]
[6614]
[6615]
[6616]
[6617]
[6618]
[6619]
[6620]
[6621]
[6622]
[6623]
[6624]
[6625]
[6626]
[6627]
[6628]
[6629]
[6630]
[6631]
[6632]
[6633]
[6634]
[6635]

1 5

<210> 222

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1)..9)

223> FJENL

<400> 222

Ala Ala Ser Val Met Gly Val Tyr Val
1 5

<210> 223

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1)..9)

223> FE Nk

<400> 223

Ala Leu Ala Val Met Gly Val Tyr Val
1 5

<210> 224

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1).. )

<223> HHMERK

<400> 224

Ala Leu Ser Ala Met Gly Val Tyr Val
1 5

<210> 225

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHEMERK

218



CN 108025045 B F % *

159/219 1

[6636]
[6637]
[6638]
[6639]
[6640]
[6641]
[6642]
[6643]
[6644]
[6645]
[6646]
[6647]
[6648]
[6649]
[6650]
[6651]
[6652]
[6653]
[6654]
[6655]
[6656]
[6657]
[6658]
[6659]
[6660]
[6661]
[6662]
[6663]
[6664]
[6665]
[6666]
[6667]
[6668]
[6669]
[6670]
[6671]
[6672]
[6673]
[6674]
[6675]
[6676]
[6677]

<400> 225

Ala Leu Ser Val Ala Gly Val Tyr Val
1 5

<210> 226

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> HMERK

<400> 226

Ala Leu Ser Val Met Ala Val Tyr Val
1 5

<210> 227

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1).. )

223> FEJERL

<400> 227

Ala Leu Ser Val Met Gly Ala Tyr Val
1 5

<210> 228

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 228

Ala Leu Ser Val Met Gly Val Ala Val
1 5

<210> 229

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

219
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160/219 7

[6678]
[6679]
[6680]
[6681]
[6682]
[6683]
[6684]
[6685]
[6686]
[6687]
[6688]
[6689]
[6690]
[6691]
[6692]
[6693]
[6694]
[6695]
[6696]
[6697]
[6698]
[6699]
[6700]
[6701]
[6702]
[6703]
[6704]
[6705]
[6706]
[6707]
[6708]
[6709]
[6710]
[6711]
[6712]
[6713]
[6714]
[6715]
[6716]
[6717]
[6718]
[6719]

222> (1) ..

223> FJERL

<400> 229

Ala Leu Ser Val Met Gly Val Tyr Ala
1 5

<210> 230

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> HMERK

<400> 230

Thr Leu Met Ser Ala Met Thr Asn Leu
1 5

<210> 231

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJENk

<400> 231

Thr Leu Met Ser Ala Glu Ala Asn Leu
1 5

<210> 232

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 232

Gln Leu Cys Ser Ala Met Thr Gln Leu
1 5

<210> 233

211> 9

<212> PRT

<213> Artificial sequence

220



CN 108025045 B F % *
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[6720]
[6721]
[6722]
[6723]
[6724]
[6725]
[6726]
[6727]
[6728]
[6729]
[6730]
[6731]
[6732]
[6733]
[6734]
[6735]
[6736]
[6737]
[6738]
[6739]
[6740]
[6741]
[6742]
[6743]
[6744]
[6745]
[6746]
[6747]
[6748]
[6749]
[6750]
[6751]
[6752]
[6753]
[6754]
[6755]
[6756]
[6757]
[6758]
[6759]
[6760]
[6761]

220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK

<400> 233

Arg Leu Met Ser Ala Leu Thr Gln Leu
1 5

<210> 234

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJENL

<400> 234

Gly Leu Met Ser Leu Thr Thr Asn Leu
1 5

<210> 235

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJHENL

<400> 235

Gly Leu Met Ser Met Ala Thr Asn Leu
1 5

<210> 236

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FEJHENL

<400> 236

Gly Leu Met Ser Met Thr Thr Asn Leu
1 5

<210> 237

211> 9

221
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[6762]
[6763]
[6764]
[6765]
[6766]
[6767]
[6768]
[6769]
[6770]
[6771]
[6772]
[6773]
[6774]
[6775]
[6776]
[6777]
[6778]
[6779]
[6780]
[6781]
[6782]
[6783]
[6784]
[6785]
[6786]
[6787]
[6788]
[6789]
[6790]
[6791]
[6792]
[6793]
[6794]
[6795]
[6796]
[6797]
[6798]
[6799]
[6800]
[6801]
[6802]
[6803]

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 237

Leu Leu Met Ser Ile Ser Thr Asn Leu
1 5

<210> 238

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FAJENL

<400> 238

Gln Leu Pro Ser Thr Met Thr Asn Leu
1 5

<210> 239

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> HMERK

<400> 239

Thr Leu Ala Ser Ser Met Gly Asn Leu
1 5

<210> 240

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJERL

<400> 240

Thr Leu Phe Ser Ala Leu Thr Gly Leu
1 5

222
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[6804]
[6805]
[6806]
[6807]
[6808]
[6809]
[6810]
[6811]
[6812]
[6813]
[6814]
[6815]
[6816]
[6817]
[6818]
[6819]
[6820]
[6821]
[6822]
[6823]
[6824]
[6825]
[6826]
[6827]
[6828]
[6829]
[6830]
[6831]
[6832]
[6833]
[6834]
[6835]
[6836]
[6837]
[6838]
[6839]
[6840]
[6841]
[6842]
[6843]
[6844]
[6845]

<210> 241

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FMERK

<400> 241

Thr Leu Gly Ser Ala Thr Thr Glu Leu
1 5

<210> 242

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FJERL

<400> 242

Thr Leu Met Arg Ala Met Thr Asp Cys
1 5

<210> 243

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FJENL

<400> 243

Thr Leu Met Ser Met Val Ala Asn Leu
1 5

<210> 244

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJENk

<400> 244

223
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[6846]
[6847]
[6848]
[6849]
[6850]
[6851]
[6852]
[6853]
[6854]
[6855]
[6856]
[6857]
[6858]
[6859]
[6860]
[6861]
[6862]
[6863]
[6864]
[6865]
[6866]
[6867]
[6868]
[6869]
[6870]
[6871]
[6872]
[6873]
[6874]
[6875]
[6876]
[6877]
[6878]
[6879]
[6880]
[6881]
[6882]
[6883]
[6884]
[6885]
[6886]
[6887]

Thr Leu Pro Ser Ala Glu Thr Ala Leu
1 5

<210> 245

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK

<400> 245

Thr Leu Pro Ser Arg Met Thr Val Leu
1 5

<210> 246

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 246

Arg Leu Met Ser Ala Leu Thr Gln Val
1 5

210> 247

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJENL

<400> 247

Ser Ile His Ser Gln Met Thr Asn Leu
1 5

<210> 248

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

224
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[6888]
[6889]
[6890]
[6891]
[6892]
[6893]
[6894]
[6895]
[6896]
[6897]
[6898]
[6899]
[6900]
[6901]
[6902]
[6903]
[6904]
[6905]
[6906]
[6907]
[6908]
[6909]
[6910]
[6911]
[6912]
[6913]
[6914]
[6915]
[6916]
[6917]
[6918]
[6919]
[6920]
[6921]
[6922]
[6923]
[6924]
[6925]
[6926]
[6927]
[6928]
[6929]

<223> JEMERK

<400> 248

Ser Ile Met Phe Ala Met Thr Pro Leu
1 5

<210> 249

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMERK

<400> 249

Thr Ile Val Ala Ala Met Ser Asn Leu
1 5

<210> 250

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 250

Thr Leu Ile Thr Ala Met Glu Gln Leu
1 5

<210> 251

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJERL

<400> 251

Thr Leu Thr Ser Asn Met Ser Gln Leu
1 5

<210> 252

211> 9

<212> PRT

<213> Artificial sequence
220>

225
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[6930]
[6931]
[6932]
[6933]
[6934]
[6935]
[6936]
[6937]
[6938]
[6939]
[6940]
[6941]
[6942]
[6943]
[6944]
[6945]
[6946]
[6947]
[6948]
[6949]
[6950]
[6951]
[6952]
[6953]
[6954]
[6955]
[6956]
[6957]
[6958]
[6959]
[6960]
[6961]
[6962]
[6963]
[6964]
[6965]
[6966]
[6967]
[6968]
[6969]
[6970]
[6971]

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 252

Ala Leu Met Ser Ala Met Thr Asn Leu
1 5

<210> 253

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FHMERK

<400> 253

Thr Leu Ala Ser Ala Met Thr Asn Leu
1 5

<210> 254

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 254

Thr Leu Met Ala Ala Met Thr Asn Leu
1 5

<210> 255

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHMERK

<400> 255

Thr Leu Met Ser Ala Ala Thr Asn Leu
1 5

<210> 256

211> 9

<212> PRT

226
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[6972]
[6973]
[6974]
[6975]
[6976]
[6977]
[6978]
[6979]
[6980]
[6981]
[6982]
[6983]
[6984]
[6985]
[6986]
[6987]
[6988]
[6989]
[6990]
[6991]
[6992]
[6993]
[6994]
[6995]
[6996]
[6997]
[6998]
[6999]
[7000]
[7001]
[7002]
[7003]
[7004]
[7005]
[7006]
[7007]
[7008]
[7009]
[7010]
[7011]
[7012]
[7013]

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FEJERL

<400> 256

Thr Leu Met Ser Ala Met Ala Asn Leu
1 5

<210> 257

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 257

Thr Leu Met Ser Ala Met Thr Ala Leu
1 5

<210> 258

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> HJENK

<400> 258

Thr Leu Met Ser Ala Met Thr Asn Ala
1 5

<210> 259

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FHEMERK

<400> 259

Val Met Asp Ser Lys Ile Val Gln Val
1 5

<210> 260
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[7014]
[7015]
[7016]
[7017]
[7018]
[7019]
[7020]
[7021]
[7022]
[7023]
[7024]
[7025]
[7026]
[7027]
[7028]
[7029]
[7030]
[7031]
[7032]
[7033]
[7034]
[7035]
[7036]
[7037]
[7038]
[7039]
[7040]
[7041]
[7042]
[7043]
[7044]
[7045]
[7046]
[7047]
[7048]
[7049]
[7050]
[7051]
[7052]
[7053]
[7054]
[7055]

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1).. 9

223> FJERL

<400> 260

Arg Met Leu Pro His Ala Pro Gly Val
1 5

<210> 261

211> 9

<212> PRT

<213> Artificial sequence
<220>

<221> PEPTIDE

222> (1) ..

<223> FEMERK

<400> 261

Ala Met Asp Pro Asn Ala Ala Tyr Val
1 5

<210> 262

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) .. 09

<223> FHMERK

<400> 262

Arg Met Asn Pro Asn Ser Pro Ser Ile
1 5

<210> 263

<211> 10

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(9)

223> HJENK

<400> 263

Gly Leu Ala Asp Gly Arg Thr His Thr Val
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[7056]
[7057]
[7058]
[7059]
[7060]
[7061]
[7062]
[7063]
[7064]
[7065]
[7066]
[7067]
[7068]
[7069]
[7070]
[7071]
[7072]
[7073]
[7074]
[7075]
[7076]
[7077]
[7078]
[7079]
[7080]
[7081]
[7082]
[7083]
[7084]
[7085]
[7086]
[7087]
[7088]
[7089]
[7090]
[7091]
[7092]
[7093]
[7094]
[7095]
[7096]
[7097]

1 5 10
<210> 264

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (10

223> FJENk

<400> 264

Gly Leu Tyr Asp Gly Pro Val His Glu Val
1 5 10
<210> 265

211> 9

<212> PRT

<213> Artificial sequence

<220>

<221> PEPTIDE

222> (1) ..

223> FEJERL

<400> 265

Gly Val Phe Asp Gly Leu His Thr Val
1 5

<210> 266

211> 9

<212> PRT

<213> Artificial sequence

<220>

<221> PEPTIDE

222> (1) ..

<223> HHMERK

<400> 266

Ala Leu Ser Asp His His Val Tyr Leu
1 5

<210> 267

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(9)

<223> MK
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[7098]
[7099]
[7100]
[7101]
[7102]
[7103]
[7104]
[7105]
[7106]
[7107]
[7108]
[7109]
[7110]
[7111]
[7112]
[7113]
[7114]
[7115]
[7116]
[7117]
[7118]
[7119]
[7120]
[7121]
[7122]
[7123]
[7124]
[7125]
[7126]
[7127]
[7128]
[7129]
[7130]
[7131]
[7132]
[7133]
[7134]
[7135]
[7136]
[7137]
[7138]
[7139]

<400> 267

Arg Leu Met Ser Ala Leu Thr Gln Leu
1 5

<210> 268

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> HMERK

<400> 268

Arg Leu Met Ser Ala Leu Thr Gln Val
1 5

<210> 269

<211> 10

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. (@10

223> FEJERL

<400> 269

Glu Leu Ala Gly Ile Gly Ile Leu Thr Val
1 5 10
<210> 270

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> JEMERK

<400> 270

Asn Leu Val Pro Met Val Ala Thr Val
1 5

<210> 271

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE
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[7140]
[7141]
[7142]
[7143]
[7144]
[7145]
[7146]
[7147]
[7148]
[7149]
[7150]
[7151]
[7152]
[7153]
[7154]
[7155]
[7156]
[7157]
[7158]
[7159]
[7160]
[7161]
[7162]
[7163]
[7164]
[7165]
[7166]
[7167]
[7168]
[7169]
[7170]
[7171]
[7172]
[7173]
[7174]
[7175]
[7176]
[7177]
[7178]
[7179]
[7180]
[7181]

222> (1) ..

223> FJERL

<400> 271

Ser Leu Tyr Asn Thr Val Ala Thr Leu
1 5

<210> 272

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> HMERK

<400> 272

Tyr Met Asp Gly Thr Met Ser Gln Val
1 5

<210> 273

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

223> FJENk

<400> 273

Arg Met Phe Pro Asn Ala Pro Tyr Leu
1 5

<210> 274

<211> 10

<212> PRT

<213> Artificial sequence

<220>

<221> PEPTIDE

<222> (1) .. (@10

<223> JEMERK

<400> 274

Gly Val Tyr Asp Gly Arg Glu His Thr Val
1 5 10
<210> 275

211> 9

<212> PRT

<213> Artificial sequence
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[7182]
[7183]
[7184]
[7185]
[7186]
[7187]
[7188]
[7189]
[7190]
[7191]
[7192]
[7193]
[7194]
[7195]
[7196]
[7197]
[7198]
[7199]
[7200]
[7201]
[7202]
[7203]
[7204]
[7205]
[7206]
[7207]
[7208]
[7209]
[7210]
[7211]
[7212]
[7213]
[7214]
[7215]
[7216]
[7217]
[7218]
[7219]
[7220]
[7221]
[7222]
[7223]

220>

<221> PEPTIDE

<222> (1) ..(9)

<223> FIMERK

<400> 275

Thr Leu Met Ser Ala Met Thr Asn Leu
1 5

<210> 276

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> FJENL

<400> 276

Ala Leu Ser Val Met Gly Val Tyr Val
1 5

<210> 277

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FJHENL

<400> 277

Lys Ala Ser Glu Lys Ile Phe Tyr Val
1 5

<210> 278

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

223> FEJERL

<400> 278

Ser Leu Leu Met Trp Ile Thr Gln Cys
1 5

<210> 279

211> 9

232
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[7224]  <212> PRT

[7225] <213> Artificial sequence

[7226]  <220>

[7227]  <221> PEPTIDE

[7228] <222> (1)..(9)

[7229]  <223> FEMEAK

[7230]  <400> 279

[7231]  Thr Leu Phe Asp Tyr Glu Val Arg Leu

[7232] 1 5

[7233] <210> 280

[7234] <211> 702

[7235] <212> DNA

[7236] <213> Artificial sequence

[7237]  <220>

[7238] <221> gene

[7239]  <222> (1) .. (702)

[7240]  <223> DIIREERIIRF

[7241]  <400> 280

[7242] atgagaccgt ctattcagtt cctggggecte ttgttgttet ggettcatgg tgctcagtgt 60
[7243] gacatccaga tgacacagtc tccatcctca ctgtctgecat ctctgggagg caaagtcacc 120
[7244] atcacatgca aggcaagcca agacattcac aactatatag cttggtacca acacaagcct 180
[7245] gtaaaaggtc ctaggctgect catacattac acatctacat tacagccagg caccccatca 240
[7246] aggttcagtg gaagtgggtc tgggagagat tattccttca gecatcagcaa cctggageet 300
[7247] gaagatattg caacttatta ttgtctacag tatgataatc tgtggacgtt cggtggaggc 360
[7248] accaagctgg aaatcaaacg ggctgatget gcaccaactg tatccatctt cccaccatce 420
[7249] agtgagcagt taacatctgg aggtgcctca gtcgtgtget tcttgaacaa cttctaccce 480
[7250] aaagacatca atgtcaagtg gaagattgat ggcagtgaac gacaaaatgg cgtcctgaac 540
[7251] agttggactg atcaggacag caaagacagc acctacagca tgagcagcac cctcacgttg 600
[7252] accaaggacg agtatgaacg acataacagc tatacctgtg aggccactca caagacatca 660
[7253] acttcaccca ttgtcaagag cttcaacagg aatgagtgtt ag 702

[7254] <210> 281

[7255] <211> 233

[7256] <212> PRT

[7257] <213> Artificial sequence

[7258]  <220>

[7259]  <221> PEPTIDE

[7260]  <222> (1) ..(233)

[7261]  <223> DILVEHEM Z LR T 5]

[7262]  <400> 281

[7263] Met Arg Pro Ser Ile Gln Phe Leu Gly Leu Leu Leu Phe Trp Leu His
[7264] 1 5 10 15

[7265] Gly Ala Gln Cys Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser
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[7266] 20 25 30

[7267] Ala Ser Leu Gly Gly Lys Val Thr Ile Thr Cys Lys Ala Ser Gln Asp
[7268] 35 40 45

[7269] Ile His Asn Tyr Ile Ala Trp Tyr Gln His Lys Pro Val Lys Gly Pro
[7270] 50 55 60

[7271]  Arg Leu Leu Ile His Tyr Thr Ser Thr Leu Gln Pro Gly Thr Pro Ser
[7272] 65 70 75 80

[7273]  Arg Phe Ser Gly Ser Gly Ser Gly Arg Asp Tyr Ser Phe Ser Ile Ser
[7274] 85 90 95

[7275] Asn Leu Glu Pro Glu Asp Ile Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp
[7276] 100 105 110

[7277]  Asn Leu Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Ala
[7278] 115 120 125

[7279] Asp Ala Ala Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu
[7280] 130 135 140

[7281] Thr Ser Gly Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro
[7282] 145 150 155 160
[7283] Lys Asp Ile Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn
[7284] 165 170 175

[7285] Gly Val Leu Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr
[7286] 180 185 190

[7287] Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His
[7288] 195 200 205

[7289] Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile
[7290] 210 215 220

[7291] Val Lys Ser Phe Asn Arg Asn Glu Cys

[7292] 225 230

[7293] <210> 282

[7294] <211> 1398

[7295] <212> DNA

[7296] <213> Artificial sequence

[7297]  <220>

[7298] <221> gene

[7299]  <222> (1)..(1398)

[7300]  <223> DI1EEEMIZIRFH

[7301]  <400> 282

[7302] atggacaggc ttacttcctc attcctgetg ctgattgtcee ctgecatatgt ccttteccag 60
[7303] gtaactctga aagagtctgg ccctgggata ttgcagecct cccagaccct cagtctgact 120
[7304] tgttetttet ctgggtttte actgaccact tctggtatgg gtgtgagetg gattcgtcag 180
[7305] ccttcaggaa agggtctgga gtggetggea cacatttact gggatgatga caagegetat 240
[7306] aacccatccc tgaagagcecg actcacaatc tccaaggata cctccagaaa ccaggtattc 300
[7307] ctcaagatca ccagtgtgga cgctgcagat actgccacat actactgtge tcgaaaggac 360
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[7308] tacggtagta gcttctatge tatgcactac tggggtcaag gaacctcagt caccgtctce 420
[7309] tcagccaaaa cgacacccce atctgtctat ccactggece ctggatctge tgeccaaact 480
[7310] aactccatgg tgaccctggg atgectggtce aagggetatt tccctgagee agtgacagtg 540
[7311] acctggaact ctggatccct gtccageggt gtgecacacct tcccagetgt cctgeagtet 600
[7312] gacctctaca ctctgagcag ctcagtgact gtcccctecca gecacctggee cagegagacce 660
[7313] gtcacctgca acgttgecca cccggecage agcaccaagg tggacaagaa aattgtgece 720
[7314] agggattgtg gttgtaagcc ttgcatatgt acagtcccag aagtatcatc tgtcttcate 780
[7315] ttccecccaa ageccaagga tgtgetcacce attactectga ctcctaaggt cacgtgtgtt 840
[7316] gtggtagaca tcagcaagga tgatcccgag gtccagttca getggtttgt agatgatgtg 900
[7317] gaggtgcaca cagctcagac gcaaccccgg gaggagcecagt tcaacagcac tttccgetca 960
[7318] gtcagtgaac ttcccatcat gcaccaggac tggctcaatg gcaaggagtt caaatgcagg 1020
[7319] gtcaacagtg cagctttccc tgecccccate gagaaaacca tctccaaaac caaaggcaga 1080
[7320] ccgaaggctc cacaggtgta caccattcca cctcccaagg agcagatgge caaggataaa 1140
[7321] gtcagtctga cctgecatgat aacagacttc ttccctgaag acattactgt ggagtggecag 1200
[7322] tggaatggge agccagecgga gaactacaag aacactcage ccatcatgga cacagatgge 1260
[7323] tcttacttcg tctacagcaa gctcaatgtg cagaagagca actgggagge aggaaatact 1320
[7324] ttcacctget ctgtgttaca tgagggectg cacaaccacc atactgagaa gagcctctcece 1380
[7325] cactctcctg gtaaatga 1398

[7326] <210> 283

[7327] <211> 465

[7328]  <212> PRT

[7329] <213> Artificial sequence

[7330]  <220>

[7331]  <221> PEPTIDE

[7332]  <222> (1) .. (465)

[7333]  <223> DI1EEHEMZILIR T4

[7334]  <400> 283

[7335] Met Asp Arg Leu Thr Ser Ser Phe Leu Leu Leu Ile Val Pro Ala Tyr

[7336] 1 5 10 15

[7337] Val Leu Ser Gln Val Thr Leu Lys Glu Ser Gly Pro Gly Ile Leu Gln

[7338] 20 25 30

[7339]  Pro Ser Gln Thr Leu Ser Leu Thr Cys Ser Phe Ser Gly Phe Ser Leu

[7340] 35 40 45

[7341] Thr Thr Ser Gly Met Gly Val Ser Trp Ile Arg Gln Pro Ser Gly Lys

[7342] 50 55 60

[7343] Gly Leu Glu Trp Leu Ala His Ile Tyr Trp Asp Asp Asp Lys Arg Tyr

[7344] 65 70 75 80

[7345] Asn Pro Ser Leu Lys Ser Arg Leu Thr Ile Ser Lys Asp Thr Ser Arg

[7346] 85 90 95

[7347] Asn Gln Val Phe Leu Lys Ile Thr Ser Val Asp Ala Ala Asp Thr Ala

[7348] 100 105 110

[7349] Thr Tyr Tyr Cys Ala Arg Lys Asp Tyr Gly Ser Ser Phe Tyr Ala Met
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[7350] 115 120 125

[7351] His Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Ala Lys Thr
[7352] 130 135 140

[7353] Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr
[7354] 145 150 155 160
[7355] Asn Ser Met Val Thr Leu Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu
[7356] 165 170 175
[7357] Pro Val Thr Val Thr Trp Asn Ser Gly Ser Leu Ser Ser Gly Val His
[7358] 180 185 190

[7359] Thr Phe Pro Ala Val Leu Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser
[7360] 195 200 205

[7361] Val Thr Val Pro Ser Ser Thr Trp Pro Ser Glu Thr Val Thr Cys Asn
[7362] 210 215 220

[7363] Val Ala His Pro Ala Ser Ser Thr Lys Val Asp Lys Lys Ile Val Pro
[7364] 225 230 235 240
[7365] Arg Asp Cys Gly Cys Lys Pro Cys Ile Cys Thr Val Pro Glu Val Ser
[7366] 245 250 255
[7367] Ser Val Phe Ile Phe Pro Pro Lys Pro Lys Asp Val Leu Thr Ile Thr
[7368] 260 265 270

[7369] Leu Thr Pro Lys Val Thr Cys Val Val Val Asp Ile Ser Lys Asp Asp
[7370] 275 280 285

[7371]  Pro Glu Val Gln Phe Ser Trp Phe Val Asp Asp Val Glu Val His Thr
[7372] 290 295 300

[7373] Ala Gln Thr Gln Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Ser
[7374] 305 310 315 320
[7375] Val Ser Glu Leu Pro Ile Met His Gln Asp Trp Leu Asn Gly Lys Glu
[7376] 325 330 335
[7377] Phe Lys Cys Arg Val Asn Ser Ala Ala Phe Pro Ala Pro Ile Glu Lys
[7378] 340 345 350

[7379] Thr Ile Ser Lys Thr Lys Gly Arg Pro Lys Ala Pro Gln Val Tyr Thr
[7380] 355 360 365

[7381] Ile Pro Pro Pro Lys Glu Gln Met Ala Lys Asp Lys Val Ser Leu Thr
[7382] 370 375 380

[7383] Cys Met Ile Thr Asp Phe Phe Pro Glu Asp Ile Thr Val Glu Trp Gln
[7384] 385 390 395 400
[7385] Trp Asn Gly Gln Pro Ala Glu Asn Tyr Lys Asn Thr Gln Pro Ile Met
[7386] 405 410 415
[7387] Asp Thr Asp Gly Ser Tyr Phe Val Tyr Ser Lys Leu Asn Val Gln Lys
[7388] 420 425 430

[7389] Ser Asn Trp Glu Ala Gly Asn Thr Phe Thr Cys Ser Val Leu His Glu
[7390] 435 440 445

[7391] Gly Leu His Asn His His Thr Glu Lys Ser Leu Ser His Ser Pro Gly
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[7392]
[7393]
[7394]
[7395]
[7396]
[7397]
[7398]
[7399]
[7400]
[7401]
[7402]
[7403]
[7404]
[7405]
[7406]
[7407]
[7408]
[7409]
[7410]
[7411]
[7412]
[7413]
[7414]
[7415]
[7416]
[7417]
[7418]
[7419]
[7420]
[7421]
[7422]
[7423]
[7424]
[7425]
[7426]
[7427]
[7428]
[7429]
[7430]
[7431]
[7432]
[7433]

450 455 460
Lys
465
<210> 284
211> 33
<212> DNA
<213> Artificial sequence
220>
<221> gene
<222> (1) ..(33)
<223> DIVEHECDRINAZER T 1
<400> 284
aaggcaagcc aagacattca caactatata get 33
<210> 285
211> 21
<212> DNA
<213> Artificial sequence
220>
<221> gene
<222> (1) .. (2D
223> D11 HECDRI IR 75
<400> 285
tacacatcta cattacagcc a 21
<210> 286
211> 24
<212> DNA
<213> Artificial sequence
220>
<221> gene
222> (1) .. (249
<223> DI1EZHECDRINZIR T 5
<400> 286
ctacagtatg ataatctgtg gacg 24
<210> 287
211> 11
<212> PRT
<213> Artificial sequence
220>
<221> PEPTIDE
<222> (1) ..(Q1AD
<223> D11ZHECDRIN ZILER 7 51
<400> 287
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[7434]
[7435]
[7436]
[7437]
[7438]
[7439]
[7440]
[7441]
[7442]
[7443]
[7444]
[7445]
[7446]
[7447]
[7448]
[7449]
[7450]
[7451]
[7452]
[7453]
[7454]
[7455]
[7456]
[7457]
[7458]
[7459]
[7460]
[7461]
[7462]
[7463]
[7464]
[7465]
[7466]
[7467]
[7468]
[7469]
[7470]
[7471]
[7472]
[7473]
[7474]
[7475]

Lys Ala Ser Gln Asp Ile His Asn Tyr Ile Ala
1 5 10
<210> 288

Q211> 7

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) .. ()

<223> D115 HECDRA) = I L 7 7]
<400> 288

Tyr Thr Ser Thr Leu Gln Pro
1 5

<210> 289

211> 8

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(8)

223> D11 HECDRI ZILER 75
<400> 289

Leu Gln Tyr Asp Asn Leu Trp Thr
1 5

<210> 290

211> 21

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) .. (2D

223> D11EHECDRII LR 75
<400> 290

acttctggta tgggtgtgag c 21
<210> 291

<211> 48

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(48)

223> D11EHECDRII IR T 5]
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[7476]
[7477]
[7478]
[7479]
[7480]
[7481]
[7482]
[7483]
[7484]
[7485]
[7486]
[7487]
[7488]
[7489]
[7490]
[7491]
[7492]
[7493]
[7494]
[7495]
[7496]
[7497]
[7498]
[7499]
[7500]
[7501]
[7502]
[7503]
[7504]
[7505]
[7506]
[7507]
[7508]
[7509]
[7510]
[7511]
[7512]
[7513]
[7514]
[7515]
[7516]
[7517]

<400>

cacatttact gggatgatga caagcgctat aacccatccc tgaagagc 48

210>
<2115
212>
<213>
220>
221>
222>
223>
<400>

aaggactacg gtagtagctt ctatgctatg cactac 36

<210>
211>
212>
213
<220>
221>
222>
223>
<400>

291

292
36
DNA

Artificial sequence

gene

(1) .. (36)

D11 EE4%ECDRIAZ IR 7 4
292

293
7
PRT

Artificial sequence

PEPTIDE

1) ..

D11 B BECDRI IR 7 %)
293

Thr Ser Gly Met Gly Val Ser

1

<210>
<2115
212>
213>
<220>
221>
222>
223>
<400>

His Ile Tyr Trp Asp Asp Asp Lys Arg Tyr Asn Pro Ser Leu Lys Ser

1

210>
<2115
212>
<213>
220>
221>
222>
223>

5
294
16
PRT

Artificial sequence

PEPTIDE
(1) ..(16)

D11 #ECDRI R IE R 5]
294

5
295
12
PRT

Artificial sequence

PEPTIDE
1) ..012
D11 E #ECDRI R IE TR 4]
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[7518]
[7519]
[7520]
[7521]
[7522]
[7523]
[7524]
[7525]
[7526]
[7527]
[7528]
[7529]
[7530]
[7531]
[7532]
[7533]
[7534]
[7535]
[7536]
[7537]
[7538]
[7539]
[7540]
[7541]
[7542]
[7543]
[7544]
[7545]
[7546]
[7547]
[7548]
[7549]
[7550]
[7551]
[7552]
[7553]
[7554]
[7555]
[7556]
[7557]
[7558]
[7559]

<400> 295

Lys Asp Tyr Gly Ser Ser Phe Tyr Ala Met His Tyr

1

210>
211>
212>
<213>
220>
221>
222>
223>
<400> 296
atgagtgtgce

296
705
DNA

gene

gacatccaga
atcacatgtc
ggaaaatctc
aggttcagtg
gaagattttg
gggacaaagt
tccagtgagce
cccaaagaca
aacagttgga
ttgaccaagg
tcaacttcac
<210> 297

211> 234

<212> PRT

213>
220>
221>
222>
223>

<400> 297

Met Ser Val Pro Thr Gln

1

Asp Ala Arg Cys Asp Ile

Val Ser Val Gly Glu Thr

35

Ile Tyr Ser Asn Leu Ala

50

Gln Leu Leu Val Tyr Ala

..
DTEBENIIXIR PP 5

5

(705)

ccactcaggt
tgactcagtc
gagcaagtga
ctcagctcct
gcagtggatc
ggacttatta
tggaaataaa
agttaacatc
tcaatgtcaa
ctgatcagga
acgagtatga

ccattgtcaa

PEPTIDE
..
DT BER) AR 7 5

(234)

5

20

Artificial sequence

cctggggttg
tccagecectcece
tattatttac
ggtctatget
aggcacacag
ctgtcaacat
acgggctgat
tggaggtgcce
gtggaagatt
cagcaaagac
acgacataac

gagcttcaac

Artificial sequence

Val Leu

Gln Met

Val Thr
40

Trp Tyr

55

Ala Thr

10

ctgetgetgt
ctatctgtat
agtaatttag
gcaacaaact
tattccctca
ttttggggta
gctgcaccaa
tcagtcgtgt
gatggcagtg
agcacctaca
agctatacct

aggaatgagt

Gly Leu Leu
10

Thr Gln Ser

25

Ile Thr Cys

Gln Gln Lys

Asn Leu Ala

240

ggcttacaga
ctgtgggaga
catggtatca
tagcagctgg
agatcaatag
gttcaatctc
ctgtatccat
gcttcttgaa
aacgacaaaa
gcatgagcag
gtgaggccac
gttag 705

Leu Leu

Pro Ala
30
Arg Ala
45
Gln Gly
60
Ala Gly

Val Pro

tgccagatgt
aactgtcacc
gcagaaacag
tgtgccatca
cctgecagtcet
gttcggeteg
cttceccacca
caacttctac
tggcgtecetg
caccctcacg

tcacaagaca

Trp Leu Thr

15

Ser Leu Ser

Ser Asp Ile

Lys Ser Pro

Ser

120
180
240
300
360
420
480
540
600
660
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[7560] 65 70 75 80

[7561] Arg Phe Ser Gly Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn
[7562] 85 90 95

[7563] Ser Leu Gln Ser Glu Asp Phe Gly Thr Tyr Tyr Cys Gln His Phe Trp
[7564] 100 105 110

[7565] Gly Ser Ser Ile Ser Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg
[7566] 115 120 125

[7567] Ala Asp Ala Ala Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln
[7568] 130 135 140

[7569] Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr
[7570] 145 150 155 160
[7571]  Pro Lys Asp Ile Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln
[7572] 165 170 175

[7573] Asn Gly Val Leu Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr
[7574] 180 185 190

[7575] Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg
[7576] 195 200 205

[7577] His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro
[7578] 210 215 220

[7579] Ile Val Lys Ser Phe Asn Arg Asn Glu Cys

[7580] 225 230

[7581]  <210> 298

[7582]  <211> 1380

[7583]  <212> DNA

[7584] <213> Artificial sequence

[7585]  <220>

[7586] <221> gene

[7587]  <222> (1) .. (1380)

[7588]  <223> D7EHEMIIZLELIT I

[7589]  <400> 298

[7590] atggctgtee tggtgetgtt cctetgectg gttgecattte caagetgtgt cctgteccag 60
[7591] gtgcaactga aggaatcagg acctggtctg gtggecgececet cacagagect gtccatcact 120
[7592] tgcactgtcet ctgggttttc attaaccage tatggtgtac actgggttcg ccagectcca 180
[7593] ggaaagggtc tggagtgget gggagtaata tgggetggtg gaaccacaaa ttataattcg 240
[7594] gctctcatgt ccagactgag catcagcaga gacaactcca agagccaagt tttcttagaa 300
[7595] atgaacagtc tgcaaactga tgacacagcc atttactact gtgccagaga tggtcacttc 360
[7596] cactttgact tctggggcca aggcaccact ctcacagtct cctcagccaa aacgacacce 420
[7597] ccatctgtet atccactgge ccctggatct getgeccaaa ctaactccat ggtgaccetg 480
[7598] ggatgcctgg tcaagggeta tttccctgag ccagtgacag tgacctggaa ctctggatce 540
[7599] ctgtccageg gtgtgecacac cttcccaget gtcectgecagt ctgacctcta cactctgage 600
[7600] agctcagtga ctgtccecte cagcacctgg cccagegaga ccgtcacctg caacgttgee 660
[7601] cacccggeca gecageaccaa ggtggacaag aaaattgtge ccagggattg tggttgtaag 720
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[7602] ccttgecatat gtacagtccc agaagtatca tctgtcttca tcttccccece aaagcccaag 780
[7603] gatgtgctca ccattactct gactcctaag gtcacgtgtg ttgtggtaga catcagcaag 840
[7604] gatgatcccg aggtccagtt cagctggttt gtagatgatg tggaggtgca cacagctcag 900
[7605] acgcaacccc gggaggagea gttcaacage actttccget cagtcagtga acttcccate 960
[7606] atgcaccagg actggctcaa tggcaaggag ttcaaatgca gggtcaacag tgcagetttc 1020
[7607] cctgeecccca tcgagaaaac catctccaaa accaaaggca gaccgaagge tccacaggtg 1080
[7608] tacaccattc cacctcccaa ggagcagatg gccaaggata aagtcagtct gacctgcatg 1140
[7609] ataacagact tcttccctga agacattact gtggagtgge agtggaatgg gcagcecageg 1200
[7610] gagaactaca agaacactca gcccatcatg gacacagatg gctcttactt cgtctacage 1260
[7611] aagctcaatg tgcagaagag caactgggag gcaggaaata ctttcacctg ctectgtgtta 1320
[7612] catgagggcc tgcacaacca ccatactgag aagagcctct cccactctce tggtaaatga 1380
[7613]  <210> 299

[7614]  <211> 459

[7615]  <212> PRT

[7616] <213> Artificial sequence

[7617]  <220>

[7618]  <221> PEPTIDE

[7619]  <222> (1) .. (459)

[7620]  <223> D7HHEM AR F I

[7621]  <400> 299

[7622] Met Ala Val Leu Val Leu Phe Leu Cys Leu Val Ala Phe Pro Ser Cys

[7623] 1 5 10 15

[7624] Val Leu Ser Gln Val Gln Leu Lys Glu Ser Gly Pro Gly Leu Val Ala

[7625] 20 25 30

[7626] Pro Ser Gln Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu

[7627] 35 40 45

[7628] Thr Ser Tyr Gly Val His Trp Val Arg Gln Pro Pro Gly Lys Gly Leu

[7629] 50 55 60

[7630] Glu Trp Leu Gly Val Ile Trp Ala Gly Gly Thr Thr Asn Tyr Asn Ser

[7631]1 65 70 75 80

[7632] Ala Leu Met Ser Arg Leu Ser Ile Ser Arg Asp Asn Ser Lys Ser Gln

[7633] 85 90 95

[7634] Val Phe Leu Glu Met Asn Ser Leu Gln Thr Asp Asp Thr Ala Ile Tyr

[7635] 100 105 110

[7636] Tyr Cys Ala Arg Asp Gly His Phe His Phe Asp Phe Trp Gly Gln Gly

[7637] 115 120 125

[7638] Thr Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr

[7639] 130 135 140

[7640] Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met Val Thr Leu

[7641] 145 150 155 160

[7642] Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp

[7643] 165 170 175
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[7644]
[7645]
[7646]
[7647]
[7648]
[7649]
[7650]
[7651]
[7652]
[7653]
[7654]
[7655]
[7656]
[7657]
[7658]
[7659]
[7660]
[7661]
[7662]
[7663]
[7664]
[7665]
[7666]
[7667]
[7668]
[7669]
[7670]
[7671]
[7672]
[7673]
[7674]
[7675]
[7676]
[7677]
[7678]
[7679]
[7680]
[7681]
[7682]
[7683]
[7684]
[7685]

Asn
Gln
Thr
Ser
225
Pro
Pro
Cys
Trp
Glu
305
Met
Ser
Gly
Gln
Phe
385
Glu
Phe

Asn

Thr

Ser

Ser

Trp

210

Thr

Cys

Lys

Val

Phe

290

Glu

His

Ala

Arg

Met

370

Pro

Asn

Val

Thr

Glu
450

Gly

Asp

195

Pro

Lys

Ile

Pro

Val

275

Val

Gln

Gln

Ala

Pro

355

Ala

Glu

Tyr

Tyr

Phe

435
Lys

<210> 300

<211> 33

<212> DNA
<213> Artificial sequence
<220>
<221> gene

Ser
180
Leu
Ser
Val
Cys
Lys
260
Val
Asp
Phe
Asp
Phe
340
Lys
Lys
Asp
Lys
Ser
420

Thr

Ser

Leu

Tyr

Glu

Asp

Thr

245

Asp

Asp

Asp

Asn

Trp

325

Pro

Ala

Asp

Ile

Asn

405

Lys

Cys

Leu

Ser

Thr

Thr

230

Val

Val

Ile

Val

Ser

310

Leu

Ala

Pro

Lys

Thr

390

Thr

Leu

Ser

Ser

Ser

Leu

Val

215

Pro

Leu

Ser

Glu

295

Thr

Asn

Pro

Gln

Val

375

Val

Gln

Asn

Val

His
455

Gly

Ser

200

Thr

Ile

Glu

Thr

Lys

280

Val

Phe

Gly

Ile

Val

360

Ser

Glu

Pro

Val

Leu

440

Ser

Val His Thr Phe

185

Ser

Cys

Val

Val

Ile

265

Asp

His

Arg

Lys

Glu

345

Tyr

Leu

Trp

Ile

Gln

425

His

Pro

243

Ser

Asn

Pro

Ser

250

Thr

Asp

Thr

Ser

Glu

330

Lys

Thr

Thr

Gln

Met

410

Lys

Glu

Gly

Val

Val

Arg

235

Ser

Leu

Pro

Ala

Val

315

Phe

Thr

Ile

Cys

Trp

395

Asp

Ser

Gly

Lys

Thr

Ala

220

Val

Thr

Glu

Gln

300

Ser

Lys

Ile

Pro

Met

380

Asn

Thr

Asn

Leu

Pro

Val

205

His

Cys

Phe

Pro

Val

285

Thr

Glu

Cys

Ser

Pro

365

Ile

Gly

Asp

Trp

His
445

Ala

190

Pro

Pro

Gly

Ile

Lys

270

Gln

Gln

Leu

Arg

350

Pro

Thr

Gln

Gly

Glu

430

Asn

Val

Ser

Ala

Phe
255
Val
Phe
Pro
Pro
Val
335
Thr
Lys
Asp
Pro
Ser
415

Ala

His

Leu

Ser

Ser

240

Pro

Thr

Ser

Arg

Ile

320

Asn

Glu
Phe
Ala
400
Tyr

Gly

His
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[7686]
[7687]
[7688]
[7689]
[7690]
[7691]
[7692]
[7693]
[7694]
[7695]
[7696]
[7697]
[7698]
[7699]
[7700]
[7701]
[7702]
[7703]
[7704]
[7705]
[7706]
[7707]
[7708]
[7709]
[7710]
[7711]
[7712]
[7713]
[7714]
[7715]
[7716]
[7717]
[7718]
[7719]
[7720]
[7721]
[7722]
[7723]
[7724]
[7725]
[7726]
[7727]

<222> (1) ..(33)

223> DTHHECDRI IR FF 51
<400> 300

cgagcaagtg atattattta cagtaattta gca 33
<210> 301

211> 21

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) .. (2D

<223> DTHEHECDRINZF: LT 5
<400> 301

gctgecaacaa acttagcage t 21
<210> 302

211> 27

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(@27)

223> DTHEHECDRI IR T 51
<400> 302

caacattttt ggggtagttc aatctcg 27
<210> 303

211> 11

212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(Q1AD

<223> DTHEECDRI R IEIR 3]
<400> 303

Arg Ala Ser Asp Ile Ile Tyr Ser Asn Leu Ala
1 5 10
<210> 304

Q211> 7

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) .. ()

244
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[7728]
[7729]
[7730]
[7731]
[7732]
[7733]
[7734]
[7735]
[7736]
[7737]
[7738]
[7739]
[7740]
[7741]
[7742]
[7743]
[7744]
[7745]
[7746]
[7747]
[7748]
[7749]
[7750]
[7751]
[7752]
[7753]
[7754]
[7755]
[7756]
[7757]
[7758]
[7759]
[7760]
[7761]
[7762]
[7763]
[7764]
[7765]
[7766]
[7767]
[7768]
[7769]

<223> DTHHECDRIEIER T 51
<400> 304

Ala Ala Thr Asn Leu Ala Ala
1 5

<210> 305

211> 9

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) ..

<223> DTHHECDRINEF: IR T 51
<400> 305

Gln His Phe Trp Gly Ser Ser Ile Ser
1 5

<210> 306

211> 15

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(15)

<223> DTEHECORIIAZLIR T 51
<400> 306

agctatggtg tacac 15

<210> 307

<211> 48

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) .. (48)

223> DTHEHECDRI IR T 51
<400> 307

gtaatatggg ctggtggaac cacaaattat aattcggctc tcatgtcc 48
<210> 308

211> 24

<212> DNA

<213> Artificial sequence
220>

<221> gene

222> (1) .. (@249
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[7770]
[7771]
[7772]
[7773]
[7774]
[7775]
[7776]
[7777]
[7778]
[7779]
[7780]
[7781]
[7782]
[7783]
[7784]
[7785]
[7786]
[7787]
[7788]
[7789]
[7790]
[7791]
[7792]
[7793]
[7794]
[7795]
[7796]
[7797]
[7798]
[7799]
[7800]
[7801]
[7802]
[7803]
[7804]
[7805]
[7806]
[7807]
[7808]
[7809]
[7810]
[7811]

223> DTHEHECDRI IR T 51
<400> 308

gatggtcact tccactttga cttc 24
<210> 309

211> 5

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(5)

<223> DTHEFECDRIE LR 7
<400> 309

Ser Tyr Gly Val His

1 5

<210> 310

<211> 16

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

<222> (1) ..(16)

<223> D7EHECORHIEILIR 751
<400> 310

Val Ile Trp Ala Gly Gly Thr Thr Asn Tyr Asn Ser Ala Leu Met Ser

1 5 10
<210> 311

211> 8

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1)..(®)

223> DTHEHECDRINZ TR T 51
<400> 311

Asp Gly His Phe His Phe Asp Phe
1 5

<210> 312

211> 642

<212> DNA

<213> Artificial sequence

<220>

<221> gene

246
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[7812]  <222> (1) .. (642)

[7813]  <223> BATB6RREEHILIR TS

[7814]  <400> 312

[7815] gatattgtge tcactcagtc tccagccacc ctgtctgtga gtccaggaga tagegtcagt 60
[7816] ctttcetgea gggecageca aagtattage aacagecctac actggtatca acaaaaatca 120
[7817] catgagtctc caaggcttct catcaagtat gcttcccagt ccatctctgg aatccecctet 180
[7818] aggttcagtg gcagtggatc agggacagat ttcactctca gtatcaacag tgtggagact 240
[7819] gaagattttg gaatgtattt ctgtcaacag agttacagct ggcctctcac gtteggtget 300
[7820] gggtccaagc tggagctgaa acgggetgat getgecaccaa ctgtatccat cttcccacca 360
[7821] tccagtgage agttaacatc tggaggtgee tcagtcgtgt gettcttgaa caacttctac 420
[7822] cccaaagaca tcaatgtcaa gtggaagatt gatggcagtg aacgacaaaa tggegtcctg 480
[7823] aacagttgga ctgatcagga cagcaaagac agcacctaca gcatgagcag caccctcacg 540
[7824] ttgaccaagg acgagtatga acgacataac agctatacct gtgaggccac tcacaagaca 600
[7825] tcaacttcac ccattgtcaa gagcttcaac aggaatgagt gt 642

[7826] <210> 313

[7827] <211> 214

[7828]  <212> PRT

[7829] <213> Artificial sequence

[7830]  <220>

[7831]  <221> PEPTIDE

[7832] <222> (1)..(214)

[7833]  <223> BATBOHEHEMNI LT

[7834]  <400> 313

[7835] Asp Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly
[7836] 1 5 10 15

[7837] Asp Ser Val Ser Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asn Ser
[7838] 20 25 30

[7839] Leu His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile
[7840] 35 40 45

[7841] Lys Tyr Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
[7842] 50 55 60

[7843] Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Thr
[7844] 65 70 75 80

[7845]  Glu Asp Phe Gly Met Tyr Phe Cys Gln Gln Ser Tyr Ser Trp Pro Leu
[7846] 85 90 95

[7847] Thr Phe Gly Ala Gly Ser Lys Leu Glu Leu Lys Arg Ala Asp Ala Ala
[7848] 100 105 110

[7849] Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly
[7850] 115 120 125

[7851] Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile
[7852] 130 135 140

[7853] Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly Val Leu
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[7854] 145 150 155 160

[7855] Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser

[7856] 165 170 175

[7857] Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr

[7858] 180 185 190

[7859] Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile Val Lys Ser

[78601] 195 200 205

[7861] Phe Asn Arg Asn Glu Cys

[7862] 210

[7863] <210> 314

[7864] <211> 1323

[7865]  <212> DNA

[7866] <213> Artificial sequence

[7867]  <220>

[7868] <221> gene

[7869]  <222> (1)..(1323)

[7870]  <223> BATB6EHEHIMLIRF I

[7871]  <400> 314

[7872] gaagtgcagt tggtggagtc ggggggagge ttagtgaage ctggagggtc cctgaaactc 60
[7873] tcctgtgeag cctetggatt cgttttcagt agectatgaca tgtcttgggt tcgecagget 120
[7874] caggagaaga ggctggagtg ggtcgecatac atgagtagtg gtggeggeac ctactatcca 180
[7875] gacactgtga agggccgatt caccatctcc agagacaatg ccaagaacac cctgcacctg 240
[7876] caaatgagca gcctgaagtc tgaggacaca gccatgtatt actgtgcaag acatgatgag 300
[7877] attactaact ttgactactg gggccaaggce accactctca cagtctcctce agccaaaacg 360
[7878] acacccccat ctgtctatce actggeccect ggatctgetg cccaaactaa ctccatggtg 420
[7879] accctgggat gectggtcaa gggetattte cctgageccag tgacagtgac ctggaactct 480
[7880] ggatccctgt ccageggtgt gcacacctte ccagetgtce tgcagtctga cctctacact 540
[7881] ctgagcagct cagtgactgt cccctccage acctggecca gegagacegt cacctgecaac 600
[7882] gttgcccace cggecageag caccaaggtg gacaagaaaa ttgtgcccag ggattgtggt 660
[7883] tgtaagcctt gcatatgtac agtcccagaa gtatcatctg tcttcatctt ccccccaaag 720
[7884] cccaaggatg tgctcaccat tactctgact cctaaggtca cgtgtgttgt ggtagacatc 780
[7885] agcaaggatg atcccgaggt ccagttcage tggtttgtag atgatgtgga ggtgcacaca 840
[7886] gctcagacge aaccccggga ggagcecagttc aacagcactt tccgetcagt cagtgaactt 900
[7887] cccatcatge accaggactg gctcaatgge aaggagttca aatgcagggt caacagtgeca 960
[7888] gcttteeetg cceccatega gaaaaccatc tccaaaacca aaggcagacc gaaggcetcca 1020
[7889] caggtgtaca ccattccacc tcccaaggag cagatggcca aggataaagt cagtctgacc 1080
[7890] tgcatgataa cagacttctt ccctgaagac attactgtgg agtggcagtg gaatgggcag 1140
[7891] ccagcggaga actacaagaa cactcagccc atcatggaca cagatggetc ttacttcegte 1200
[7892] tacagcaagc tcaatgtgca gaagagcaac tgggaggcag gaaatacttt cacctgetct 1260
[7893] gtgttacatg agggcctgeca caaccaccat actgagaaga gcctctccca ctetectggt 1320
[7894] aaa 1323

[7895] <210> 315
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[7896] <211> 441

[7897]  <212> PRT

[7898] <213> Artificial sequence

[7899]  <220>

[7900]  <221> PEPTIDE

[7901]1  <222> (1) .. (441)

[7902]  <223> BATBGEHEMI Z LR TS

[7903]  <400> 315

[7904]  Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
[7905] 1 5 10 15
[7906] Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Val Phe Ser Ser Tyr
[7907] 20 25 30

[7908] Asp Met Ser Trp Val Arg Gln Ala Gln Glu Lys Arg Leu Glu Trp Val
[7909] 35 40 45

[7910] Ala Tyr Met Ser Ser Gly Gly Gly Thr Tyr Tyr Pro Asp Thr Val Lys
[7911] 50 55 60

[7912]  Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu His Leu
[7913] 65 70 75 80
[7914] Gln Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala
[7915] 85 90 95
[7916] Arg His Asp Glu Ile Thr Asn Phe Asp Tyr Trp Gly Gln Gly Thr Thr
[7917] 100 105 110

[7918] Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu
[7919] 115 120 125

[7920] Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met Val Thr Leu Gly Cys
[7921] 130 135 140

[7922] Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp Asn Ser
[7923] 145 150 155 160
[7924] Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser
[7925] 165 170 175
[7926] Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr Trp
[7927] 180 185 190

[7928] Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser Ser Thr
[7929] 195 200 205

[7930] Lys Val Asp Lys Lys Ile Val Pro Arg Asp Cys Gly Cys Lys Pro Cys
[7931] 210 215 220

[7932] Ile Cys Thr Val Pro Glu Val Ser Ser Val Phe Ile Phe Pro Pro Lys
[7933] 225 230 235 240
[7934] Pro Lys Asp Val Leu Thr Ile Thr Leu Thr Pro Lys Val Thr Cys Val
[7935] 245 250 255
[7936] Val Val Asp Ile Ser Lys Asp Asp Pro Glu Val Gln Phe Ser Trp Phe
[7937] 260 265 270
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[7938] Val Asp Asp Val Glu Val His Thr Ala Gln Thr Gln Pro Arg Glu Glu
[7939] 275 280 285

[7940]  Gln Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro Ile Met His
[7941] 290 295 300

[7942]  Gln Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn Ser Ala
[7943] 305 310 315 320
[7944]  Ala Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Arg
[7945] 325 330 335
[7946]  Pro Lys Ala Pro Gln Val Tyr Thr Ile Pro Pro Pro Lys Glu Gln Met
[7947] 340 345 350

[7948] Ala Lys Asp Lys Val Ser Leu Thr Cys Met Ile Thr Asp Phe Phe Pro
[7949] 355 360 365

[7950] Glu Asp Ile Thr Val Glu Trp Gln Trp Asn Gly Gln Pro Ala Glu Asn
[7951] 370 375 380

[7952] Tyr Lys Asn Thr Gln Pro Ile Met Asp Thr Asp Gly Ser Tyr Phe Val
[7953] 385 390 395 400
[7954] Tyr Ser Lys Leu Asn Val Gln Lys Ser Asn Trp Glu Ala Gly Asn Thr
[7955] 405 410 415
[7956] Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His Thr Glu
[7957] 420 425 430

[7958] Lys Ser Leu Ser His Ser Pro Gly Lys

[7959] 435 440

[7960]  <210> 316

[7961]1  <211> 33

[7962]  <212> DNA

[7963] <213> Artificial sequence

[7964]  <220>

[7965]  <221> gene

[7966]  <222> (1)..(33)

[7967]  <223> BATB6HHECDRIIZL IR 41

[7968]  <400> 316

[7969] agggccagec aaagtattag caacagccta cac 33

[7970] <210> 317

[7971] <211> 21

[7972]  <212> DNA

[7973] <213> Artificial sequence

[7974]  <220>

[7975] <221> gene

[7976]  <222> (1) .. (21

[7977]  <223> BATB6HHECDRHIZ R T 51

[7978]  <400> 317

[7979] tatgctteee agtccatcete t 21

250



CN 108025045 B ,? yu % 191/219 1T

[7980] <210> 318

[7981] <211> 27

[7982]  <212> DNA

[7983] <213> Artificial sequence
[7984]  <220>

[7985] <221> gene

[7986] <222> (1)..(27)

[7987]  <223> B4TB6RHECDRIIAZIR T 4]
[7988]  <400> 318

[7989] caacagagtt acagctggece tctcacg 27
[7990] <210> 319

[7991]1 <211> 11

[7992]  <212> PRT

[7993] <213> Artificial sequence
[7994] <220>

[7995]  <221> PEPTIDE

[7996]  <222> (1)..(11)

[7997]  <223> BATB6#2HECDRI) & LR T
[7998]  <400> 319

[7999] Arg Ala Ser Gln Ser Ile Ser Asn Ser Leu His
[8000] 1 5 10
[8001]  <210> 320

[8002] <211> 7

[8003]  <212> PRT

[8004] <213> Artificial sequence
[8005]  <220>

[8006]  <221> PEPTIDE

[8007]  <222> (1)..(D)

[8008]  <223> BATB6#ZHECDRIK) & IE R 41
[8009]  <400> 320

[8010] Tyr Ala Ser Gln Ser Ile Ser
[8011] 1 5

[8012]  <210> 321

[8013] <211> 9

[8014]  <212> PRT

[8015] <213> Artificial sequence
[8016]  <220>

[8017]  <221> PEPTIDE

[8018] <222> (1)..(9)

[8019]  <223> B4TB6%HECDRA ZILIR T 51
[8020]  <400> 321

[8021]  Gln Gln Ser Tyr Ser Trp Pro Leu Thr
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[8022]
[8023]
[8024]
[8025]
[8026]
[8027]
[8028]
[8029]
[8030]
[8031]
[8032]
[8033]
[8034]
[8035]
[8036]
[8037]
[8038]
[8039]
[8040]
[8041]
[8042]
[8043]
[8044]
[8045]
[8046]
[8047]
[8048]
[8049]
[8050]
[8051]
[8052]
[8053]
[8054]
[8055]
[8056]
[8057]
[8058]
[8059]
[8060]
[8061]
[8062]
[8063]

1 5

<210> 322

211> 15

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(15)

<223> BATB6 HEECDRIN LR T 1
<400> 322

agctatgaca tgtct 15

<210> 323

<211> 48

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) .. (48)

<223> B4TB6H HECDRIJAZIR 74
<400> 323

tacatgagta gtggtggegg cacctactat ccagacactg tgaaggge 48

<210> 324

211> 27

<212> DNA

<213> Artificial sequence
220>

<221> gene

222> (1) .. (@27

223> B4TB6 EHFECDRI LR 7 41
<400> 324

catgatgaga ttactaactt tgactac 27
<210> 325

211> 5

<212> PRT

<213> Artificial sequence
220>

<221> PEPTIDE

222> (1) .. ()

223> BATB6 EHECDRI LR T 51
<400> 325

Ser Tyr Asp Met Ser

1 5
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[8064]
[8065]
[8066]
[8067]
[8068]
[8069]
[8070]
[8071]
[8072]
[8073]
[8074]
[8075]
[8076]
[8077]
[8078]
[8079]
[8080]
[8081]
[8082]
[8083]
[8084]
[8085]
[8086]
[8087]
[8088]
[8089]
[8090]
[8091]
[8092]
[8093]
[8094]
[8095]
[8096]
[8097]
[8098]
[8099]
[8100]
[8101]
[8102]
[8103]
[8104]
[8105]

210>
<2115
212>
<213>
<220>
221>
222>
223>
<400>

326
16
PRT

326

PEPTIDE
..
B47B6 FE FECDRIT 2 31 17 71

(16)

Artificial sequence

Tyr Met Ser Ser Gly Gly Gly Thr Tyr Tyr Pro Asp Thr Val Lys Gly

1
<210> 327
211> 9

<212> PRT
213>
<220>
221>
222>
223>

<400> 327

5

PEPTIDE
1) ..
B47B6 5 FECDRI) 24 82 7 411

©)

Artificial sequence

10

His Asp Glu Ile Thr Asn Phe Asp Tyr

1

210>
211>
212>
213>
220>
221>
222>
223>
<400> 328
caaattgttc

328
639
DNA

gene

ataacctgca
acttctccca
ttcagtggca
gatgctgcca
acaaagttgg
agtgagcagt
aaagacatca
agttggactg
accaaggacg

acttcaccca

..
C106BYRBE AL IR 17 1)

5

(639)

tcacccagtce
gtgtcagctce
aattctggat
gtggatctgg
cttattactg
aaataaaacg
taacatctgg
atgtcaagtg
atcaggacag
agtatgaacg
ttgtcaagag

Artificial sequence

tccagcaatc
aagtgtagat
ttatagcaca
gacctcttac
ccagcaaagg
ggctgatget
aggtgcctca
gaagattgat
caaagacagc
acataacagc

cttcaacagg

atgtctgcat
tacattcact
tccatcectgg
tctctcacaa
agtagttacc
gcaccaactg
gtcgtgtget
ggcagtgaac
acctacagca

tatacctgtg

ctccagggga
ggttccagca
cttctggagt
tcagccgaat
cacccacgtt
tatccatctt
tcttgaacaa
gacaaaatgg
tgagcagcac

aggccactca

aatgagtgt 639

253

15

gaaggtcacc
gaagccaggc
ccetgetege
ggaggctgaa
cggcteggsg
cccaccatcee
cttctaccce
cgtcctgaac
cctcacgttg

caagacatca

60

120
180
240
300
360
420
480
540
600
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[8106] <210> 329

[8107] <211> 213

[8108]  <212> PRT

[8109] <213> Artificial sequence

[8110]  <220>

[8111]  <221> PEPTIDE

[8112]  <222> (1)..(213)

[8113]  <223> Cl06BY%HEMI HILR T 5

[8114]  <400> 329

[8115] Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
[8116] 1 5 10 15
[8117]  Glu Lys Val Thr Ile Thr Cys Ser Val Ser Ser Ser Val Asp Tyr Ile
[8118] 20 25 30

[8119] His Trp Phe Gln Gln Lys Pro Gly Thr Ser Pro Lys Phe Trp Ile Tyr
[8120] 35 40 45

[8121] Ser Thr Ser Ile Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser
[8122] 50 55 60

[8123] Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Met Glu Ala Glu
[8124] 65 70 75 80
[8125] Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Arg Ser Ser Tyr Pro Pro Thr
[8126] 85 90 95
[8127] Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
[8128] 100 105 110

[8129] Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly Gly
[8130] 115 120 125

[8131] Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
[8132] 130 135 140

[8133] Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly Val Leu Asn
[8134] 145 150 155 160
[8135] Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
[8136] 165 170 175
[8137] Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
[8138] 180 185 190

[8139] Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile Val Lys Ser Phe
[8140] 195 200 205

[8141]  Asn Arg Asn Glu Cys

[8142] 210

[8143] <210> 330

[8144]  <211> 1320

[8145]  <212> DNA

[8146] <213> Artificial sequence

[8147]  <220>
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[8148] <221> gene

[8149]  <222> (1) .. (1320)

[8150]  <223> C106B9EE k[ #% L ¥ 4l

[8151]  <400> 330

[8152] caggttcaac tgcagcagtc tggaggtgag gtgatgaage ctggggectec agtgaagett 60
[8153] tcctgecaagg ctactggeta cacattcact ggectactgga tagagtggat aaaacagagg 120
[8154] cctggacatg geccttgagtg gattggagag attttacctg gaagtggtgg tactaactac 180
[8155] aatgagaaat tcaagggcaa ggccacattc actgcacata catcctccaa cacagcctac 240
[8156] atgcaactca gcagcctgac aactgaggac tctgccatct attactgtge aagggatagt 300
[8157] aactccttta cttactgggg ccaagggact ctggtcactg tctcttcage caaaacgaca 360
[8158] ccececcatetg tctatccact ggeccecectgga tctgetgece aaactaactc catggtgace 420
[8159] ctgggatgee tggtcaaggg ctatttccet gagecagtga cagtgacctg gaactctgga 480
[8160] tccetgteca geggtgtgea caccttecca getgtectge agtctgacet ctacactctg 540
[8161] agcagctcag tgactgtcce ctccagcacc tggecccageg agaccgtcac ctgcaacgtt 600
[8162] gcecaccegg ccageageac caaggtggac aagaaaattg tgcccaggga ttgtggttgt 660
[8163] aagccttgea tatgtacagt cccagaagta tcatctgtct tcatcttcce cccaaagece 720
[8164] aaggatgtge tcaccattac tctgactcct aaggtcacgt gtgttgtggt agacatcage 780
[8165] aaggatgatc ccgaggtcca gttcagctgg tttgtagatg atgtggaggt gcacacaget 840
[8166] cagacgcaac cccgggagga gcagttcaac agcactttce gectcagtcag tgaacttccce 900
[8167] atcatgcacc aggactggct caatggcaag gagttcaaat gcagggtcaa cagtgcaget 960
[8168] ttccctgeece ccatcgagaa aaccatctcc aaaaccaaag gcagaccgaa ggetccacag 1020
[8169] gtgtacacca ttccacctcc caaggagcag atggccaagg ataaagtcag tctgacctge 1080
[8170] atgataacag acttcttccc tgaagacatt actgtggagt ggcagtggaa tgggcagcca 1140
[8171] gcggagaact acaagaacac tcagcccatc atggacacag atggctctta cttegtetac 1200
[8172] agcaagctca atgtgcagaa gagcaactgg gaggcaggaa atactttcac ctgctctgtg 1260
[8173] ttacatgagg gcctgcacaa ccaccatact gagaagagcec tctcccacte tcctggtaaa 1320
[8174]  <210> 331

[8175]  <211> 440

[8176]  <212> PRT

[8177] <213> Artificial sequence

[8178]  <220>

[8179]  <221> PEPTIDE

[8180]  <222> (1) .. (440)

[8181]  <223> Cl06BIH HEHI H LR+ 5

[8182]  <400> 331

[8183] Gln Val Gln Leu Gln Gln Ser Gly Gly Glu Val Met Lys Pro Gly Ala

[8184] 1 5 10 15

[8185] Ser Val Lys Leu Ser Cys Lys Ala Thr Gly Tyr Thr Phe Thr Gly Tyr

[8186] 20 25 30

[8187] Trp Ile Glu Trp Ile Lys Gln Arg Pro Gly His Gly Leu Glu Trp Ile

[8188] 35 40 45

[8189] Gly Glu Ile Leu Pro Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe
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[8190] 50 55 60

[8191] Lys Gly Lys Ala Thr Phe Thr Ala His Thr Ser Ser Asn Thr Ala Tyr
[8192] 65 70 75 80
[8193] Met Gln Leu Ser Ser Leu Thr Thr Glu Asp Ser Ala Ile Tyr Tyr Cys
[8194] 85 90 95
[8195] Ala Arg Asp Ser Asn Ser Phe Thr Tyr Trp Gly Gln Gly Thr Leu Val
[8196] 100 105 110

[8197] Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala
[8198] 115 120 125

[8199] Pro Gly Ser Ala Ala Gln Thr Asn Ser Met Val Thr Leu Gly Cys Leu
[8200] 130 135 140

[8201] Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp Asn Ser Gly
[8202] 145 150 155 160
[8203] Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Asp
[8204] 165 170 175
[8205] Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr Trp Pro
[8206] 180 185 190

[8207] Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser Ser Thr Lys
[8208] 195 200 205

[8209] Val Asp Lys Lys Ile Val Pro Arg Asp Cys Gly Cys Lys Pro Cys Ile
[8210] 210 215 220

[8211] Cys Thr Val Pro Glu Val Ser Ser Val Phe Ile Phe Pro Pro Lys Pro
[8212] 225 230 235 240
[8213] Lys Asp Val Leu Thr Ile Thr Leu Thr Pro Lys Val Thr Cys Val Val
[8214] 245 250 255
[8215] Val Asp Ile Ser Lys Asp Asp Pro Glu Val Gln Phe Ser Trp Phe Val
[8216] 260 265 270

[8217] Asp Asp Val Glu Val His Thr Ala Gln Thr Gln Pro Arg Glu Glu Gln
[8218] 275 280 285

[8219] Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro Ile Met His Gln
[8220] 290 295 300

[8221] Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn Ser Ala Ala
[8222] 305 310 315 320
[8223] Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Arg Pro
[8224] 325 330 335
[8225] Lys Ala Pro Gln Val Tyr Thr Ile Pro Pro Pro Lys Glu Gln Met Ala
[8226] 340 345 350

[8227] Lys Asp Lys Val Ser Leu Thr Cys Met Ile Thr Asp Phe Phe Pro Glu
[8228] 355 360 365

[8229] Asp Ile Thr Val Glu Trp Gln Trp Asn Gly Gln Pro Ala Glu Asn Tyr
[8230] 370 375 380

[8231] Lys Asn Thr Gln Pro Ile Met Asp Thr Asp Gly Ser Tyr Phe Val Tyr
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[8232] 385 390 395 400
[8233] Ser Lys Leu Asn Val Gln Lys Ser Asn Trp Glu Ala Gly Asn Thr Phe
[8234] 405 410 415
[8235] Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His Thr Glu Lys
[8236] 420 425 430
[8237] Ser Leu Ser His Ser Pro Gly Lys

[8238] 435 440

[8239]  <210> 332

[8240] <211> 30

[8241]  <212> DNA

[8242] <213> Artificial sequence

[8243]  <220>

[8244] <221> gene

[8245]  <222> (1) .. (30)

[8246]  <223> C106BYHHECDRIVIIZER T 5

[8247]  <400> 332

[8248] agtgtcagct caagtgtaga ttacattcac 30

[8249] <210> 333

[8250] <211> 21

[8251]  <212> DNA

[8252] <213> Artificial sequence

[8253] <220>

[8254] <221> gene

[8255]  <222> (1)..(21)

[8256]  <223> C106B9%%EECDRII IR 55

[8257]  <400> 333

[8258] agcacatcca tcctggette t 21

[8259] <210> 334

[8260] <211> 27

[8261]  <212> DNA

[8262] <213> Artificial sequence

[8263]  <220>

[8264] <221> gene

[8265]  <222> (1)..(27)

[8266]  <223> C106B9%%EECDRIVI %R ¥ 5]

[8267]  <400> 334

[8268] cagcaaagga gtagttaccc acccacg 27

[8269] <210> 335

[8270] <211> 10

[8271]  <212> PRT

[8272] <213> Artificial sequence

[8273]  <220>
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[8274]
[8275]
[8276]
[8277]
[8278]
[8279]
[8280]
[8281]
[8282]
[8283]
[8284]
[8285]
[8286]
[8287]
[8288]
[8289]
[8290]
[8291]
[8292]
[8293]
[8294]
[8295]
[8296]
[8297]
[8298]
[8299]
[8300]
[8301]
[8302]
[8303]
[8304]
[8305]
[8306]
[8307]
[8308]
[8309]
[8310]
[8311]
[8312]
[8313]
[8314]
[8315]

<221> PEPTIDE

<222> (1) .. (@10

223> C106BY*ZHECDRI ZHEMR 741
<400> 335

Ser Val Ser Ser Ser Val Asp Tyr Ile His
1 5 10
<210> 336

211> 7

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) .. (D)

<223> C106BY¥% HECDRI) 2 HE MR /7 51
<400> 336

Ser Thr Ser Ile Leu Ala Ser

1 5

<210> 337

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

222> (1) ..

<223> C106B9%%HECDRI Z IR /7 5]
<400> 337

Gln Gln Arg Ser Ser Tyr Pro Pro Thr
1 5

<210> 338

<211> 15

<212> DNA

<213> Artificial sequence

220>

<221> gene

<222> (1) ..(15)

<223> C106B9HE FECDRI LR T 51
<400> 338

ggctactgga tagag 15

<210> 339

<211> 51

<212> DNA

<213> Artificial sequence
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[8316]
[8317]
[8318]
[8319]
[8320]
[8321]
[8322]
[8323]
[8324]
[8325]
[8326]
[8327]
[8328]
[8329]
[8330]
[8331]
[8332]
[8333]
[8334]
[8335]
[8336]
[8337]
[8338]
[8339]
[8340]
[8341]
[8342]
[8343]
[8344]
[8345]
[8346]
[8347]
[8348]
[8349]
[8350]
[8351]
[8352]
[8353]
[8354]
[8355]
[8356]
[8357]

220>
<2215
222>
<223>
<400>

gagattttac ctggaagtgg tggtactaac tacaatgaga aattcaaggg c b5l

<210>
211>
<212>
213>
<220>
221>
222>
223>
<400>

gene

(1) ..GY
C106B9 = 5ECDRII KL IR T %
339

340
21
DNA

Artificial sequence

gene
(1) ..©1

C106B9 HE FECDRIAZ IR T 71
340

gatagtaact cctttactta c 21

210>
<2115
212>
<213>
<220>
221>
222>
223>
<400>

341
5
PRT

Artificial sequence

PEPTIDE
1) ..5)

C106B9 H 4 CDR 1 2 31 17 71
341

Gly Tyr Trp Ile Glu

1

<210>
211>
212>
213>
<220>
221>
222>
223>
<400>

Glu Ile Leu Pro Gly Ser Gly Gly Thr Asn Tyr Asn Glu Lys Phe Lys
10

1

Gly
210>
211>
212>

5
342
17
PRT

Artificial sequence

PEPTIDE
1) ..a7n

C106B9 4 CDRI E 3L R T %)
342

5
343

7
PRT
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[8358] <213> Artificial sequence

[8359]  <220>

[8360]  <221> PEPTIDE

[8361]  <222> (1).. (D)

[8362]  <223> C106BIEEHECDRIVI IR 75

[8363]  <400> 343

[8364] Asp Ser Asn Ser Phe Thr Tyr

[8365] 1 5

[8366] <210> 344

[8367] <211> 642

[8368]  <212> DNA

[8369] <213> Artificial sequence

[8370]  <220>

[8371]1  <221> gene

[8372]  <222> (1) .. (642)

[8373]  <223> FIS4CTRBEMI IR )T

[8374]  <400> 344

[8375] gacatccaga tgactcagtc tccagcctce ctatctgtat ctgtgggaga aactgtcacce 60
[8376] atcacatgtc gagcaagtga gaatatttac agaaatttag catggtatca gcagaaacag 120
[8377] ggaaaatctc ctcaactcct ggtccatget gcaacaaact tagcagatgg tgtgccatca 180
[8378] aggttcagtg gcagtggatc agacacacag tattccctca agatcaacag cctgcagtcet 240
[8379] gaagattttg ggaattatta ctgtcaacat ttttggggga ctccgetcac gtteggtget 300
[8380] gggaccaagc tggagctgaa acgggetgat getgecaccaa ctgtatccat cttcccacca 360
[8381] tccagtgage agttaacatc tggaggtgee tcagtcgtgt gettcttgaa caacttctac 420
[8382] cccaaagaca tcaatgtcaa gtggaagatt gatggcagtg aacgacaaaa tggcgtcctg 480
[8383] aacagttgga ctgatcagga cagcaaagac agcacctaca gcatgagcag caccctcacg 540
[8384] ttgaccaagg acgagtatga acgacataac agctatacct gtgaggccac tcacaagaca 600
[8385] tcaacttcac ccattgtcaa gagcttcaac aggaatgagt gt 642

[8386]  <210> 345

[8387] <211> 214

[8388]  <212> PRT

[8389] <213> Artificial sequence

[8390]  <220>

[8391]  <221> PEPTIDE

[8392] <222> (1)..(214)

[8393]  <223> FIBACTHEERIHILR T 5

[8394]  <400> 345

[8395] Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Val Gly
[8396] 1 5 10 15

[8397] Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Tyr Arg Asn
[8398] 20 25 30

[8399] Leu Ala Trp Tyr Gln Gln Lys Gln Gly Lys Ser Pro Gln Leu Leu Val
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[8400] 35 40 45

[8401] His Ala Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly
[8402] 50 55 60

[8403] Ser Gly Ser Asp Thr Gln Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser
[8404] 65 70 75 80

[8405] Glu Asp Phe Gly Asn Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Leu
[8406] 85 90 95

[8407] Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Ala Asp Ala Ala
[8408] 100 105 110

[8409] Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly
[8410] 115 120 125

[8411] Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile
[8412] 130 135 140

[8413] Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly Val Leu
[8414] 145 150 155 160
[8415] Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
[8416] 165 170 175

[8417] Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
[8418] 180 185 190

[8419] Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile Val Lys Ser
[8420] 195 200 205

[8421] Phe Asn Arg Asn Glu Cys

[8422] 210

[8423] <210> 346

[8424] <211> 1338

[8425]  <212> DNA

[8426] <213> Artificial sequence

[8427]  <220>

[8428] <221> gene

[8429] <222> (1)..(1338)

[8430]  <223> F184CTEH MR T4

[8431]  <400> 346

[8432] caggttcagec tgcagcagtc tggacctgag atggtgaage ctggggecte agtgaagatt 60
[8433] ccctgecaagg cttctggeta cgecattcagt agetcctgga tgaactgggt gaagcagagg 120
[8434] cctggaaagg gtcttgagtg gattggacgg atttatcctg gagatggaga tactaactac 180
[8435] aatgagaagt tcaagggcaa ggccacactg actgtagaca aatcctccag cacagtctac 240
[8436] atgcaactca gcagcctgac atctgaggac tctgeggtet acttctgtge aagagagget 300
[8437] actacggtag tggccccegta ctactttgac tactggggece aaggcaccac tctcacagtce 360
[8438] tcctcageca aaacgacacc cccatctgte tatccactgg cccctggate tgetgeccaa 420
[8439] actaactcca tggtgaccct gggatgecctg gtcaaggget atttccctga gecagtgaca 480
[8440] gtgacctgga actctggatc cctgtccage ggtgtgecaca ccttcccage tgtcctgecag 540
[8441] tctgacctct acactctgag cagctcagtg actgtcccct ccagcacctg geccagegag 600
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[8442] accgtcacct gcaacgttge ccacccggece agcagcacca aggtggacaa gaaaattgtg 660
[8443] cccagggatt gtggttgtaa gccttgeata tgtacagtcc cagaagtatc atctgtctte 720
[8444] atcttcccce caaagcccaa ggatgtgetc accattactc tgactcctaa ggtcacgtgt 780
[8445] gttgtggtag acatcagcaa ggatgatccc gaggtccagt tcagetggtt tgtagatgat 840
[8446] gtggaggtge acacagctca gacgcaacce cgggaggage agttcaacag cactttcege 900
[8447] tcagtcagtg aacttcccat catgcaccag gactggctca atggcaagga gttcaaatge 960
[8448] agggtcaaca gtgcagcttt ccctgeccee atcgagaaaa ccatctccaa aaccaaagge 1020
[8449] agaccgaagg ctccacaggt gtacaccatt ccacctccca aggagcagat ggccaaggat 1080
[8450] aaagtcagtc tgacctgcat gataacagac ttcttccctg aagacattac tgtggagtgg 1140
[8451] cagtggaatg ggcagccage ggagaactac aagaacactc agcccatcat ggacacagat 1200
[8452] ggctcttact tcgtctacag caagctcaat gtgcagaaga gcaactggga ggcaggaaat 1260
[8453] actttcacct gctctgtgtt acatgaggge ctgcacaacc accatactga gaagagcecte 1320
[8454] tcccactcete ctggtaaa 1338

[8455]  <210> 347

[8456] <211> 446

[8457]  <212> PRT

[8458] <213> Artificial sequence

[8459]  <220>

[8460]  <221> PEPTIDE

[8461]  <222> (1) .. (446)

[8462]  <223> F184CT EEE NI HILIR T 5

[8463]  <400> 347

[8464] Gln Val Gln Leu Gln Gln Ser Gly Pro Glu Met Val Lys Pro Gly Ala

[8465] 1 5 10 15

[8466] Ser Val Lys Ile Pro Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser

(84671 20 25 30

[8468] Trp Met Asn Trp Val Lys Gln Arg Pro Gly Lys Gly Leu Glu Trp Ile

(84691 35 40 45

[8470] Gly Arg Ile Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Glu Lys Phe

[8471] 50 55 60

[8472] Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Val Tyr

[8473] 65 70 75 80

[8474] Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys

[8475] 85 90 95

[8476] Ala Arg Glu Ala Thr Thr Val Val Ala Pro Tyr Tyr Phe Asp Tyr Trp

[8477] 100 105 110

[8478] Gly Gln Gly Thr Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro

[8479] 115 120 125

[8480] Ser Val Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met

[8481] 130 135 140

[8482] Val Thr Leu Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr

[8483] 145 150 155 160
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[8484] Val Thr Trp Asn Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro
[8485] 165 170 175
[8486] Ala Val Leu Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val
[8487] 180 185 190

[8488] Pro Ser Ser Thr Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His
[8489] 195 200 205

[8490] Pro Ala Ser Ser Thr Lys Val Asp Lys Lys Ile Val Pro Arg Asp Cys
[8491] 210 215 220

[8492] Gly Cys Lys Pro Cys Ile Cys Thr Val Pro Glu Val Ser Ser Val Phe
[8493] 225 230 235 240
[8494] Ile Phe Pro Pro Lys Pro Lys Asp Val Leu Thr Ile Thr Leu Thr Pro
[8495] 245 250 255
[8496] Lys Val Thr Cys Val Val Val Asp Ile Ser Lys Asp Asp Pro Glu Val
[8497] 260 265 270

[8498] Gln Phe Ser Trp Phe Val Asp Asp Val Glu Val His Thr Ala Gln Thr
[8499] 275 280 285

[8500] Gln Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Ser Val Ser Glu
[8501] 290 295 300

[8502] Leu Pro Ile Met His Gln Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys
[8503] 305 310 315 320
[8504] Arg Val Asn Ser Ala Ala Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser
[8505] 325 330 335
[8506] Lys Thr Lys Gly Arg Pro Lys Ala Pro Gln Val Tyr Thr Ile Pro Pro
[8507] 340 345 350

[8508] Pro Lys Glu Gln Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met Ile
[8509] 355 360 365

[8510] Thr Asp Phe Phe Pro Glu Asp Ile Thr Val Glu Trp Gln Trp Asn Gly
[8511] 370 375 380

[8512] Gln Pro Ala Glu Asn Tyr Lys Asn Thr Gln Pro Ile Met Asp Thr Asp
[8513] 385 390 395 400
[8514] Gly Ser Tyr Phe Val Tyr Ser Lys Leu Asn Val Gln Lys Ser Asn Trp
[8515] 405 410 415
[8516] Glu Ala Gly Asn Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His
[8517] 420 425 430

[8518] Asn His His Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys

[8519] 435 440 445

[8520] <210> 348

[8521] <211> 33

[8522]  <212> DNA

[8523] <213> Artificial sequence

[8524]  <220>

[8525] <221> gene
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[8526]
[8527]
[8528]
[8529]
[8530]
[8531]
[8532]
[8533]
[8534]
[8535]
[8536]
[8537]
[8538]
[8539]
[8540]
[8541]
[8542]
[8543]
[8544]
[8545]
[8546]
[8547]
[8548]
[8549]
[8550]
[8551]
[8552]
[8553]
[8554]
[8555]
[8556]
[8557]
[8558]
[8559]
[8560]
[8561]
[8562]
[8563]
[8564]
[8565]
[8566]
[8567]

<222> (1) ..(33)

<223> F184CTHBECDRIIMZIR %)
<400> 348

cgagcaagtg agaatattta cagaaattta gca 33
<210> 349

211> 21

<212> DNA

<213> Artificial sequence

220>

<221> gene

<222> (1) .. (2D

<223> F184CTHHECDRIN X IR 74
<400> 349

gctgecaacaa acttagcaga t 21
<210> 350

211> 27

<212> DNA

<213> Artificial sequence

220>

<221> gene

<222> (1) ..(@27)

223> F184CTHHECDRIN IR )T )
<400> 350

caacattttt gggggactcc gctcacg 27
<210> 351

211> 11

212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..(Q1AD

<223> F184CTH2BECDRIN &I IR /7 51
<400> 351

Arg Ala Ser Glu Asn Ile Tyr Arg Asn Leu Ala
1 5 10
<210> 352

Q211> 7

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) .. ()

264



CN 108025045 B F

5l %R

205/219 7

[8568]
[8569]
[8570]
[8571]
[8572]
[8573]
[8574]
[8575]
[8576]
[8577]
[8578]
[8579]
[8580]
[8581]
[8582]
[8583]
[8584]
[8585]
[8586]
[8587]
[8588]
[8589]
[8590]
[8591]
[8592]
[8593]
[8594]
[8595]
[8596]
[8597]
[8598]
[8599]
[8600]
[8601]
[8602]
[8603]
[8604]
[8605]
[8606]
[8607]
[8608]
[8609]

<223> F184CTH#HECDRIY LR 7 41
<400> 352

Ala Ala Thr Asn Leu Ala Asp

1 5

<210> 353

211> 9

<212> PRT

<213> Artificial sequence

220>

<221> PEPTIDE

<222> (1) ..

<223> F184CTHHECDRI EFEIR T H)
<400> 353

Gln His Phe Trp Gly Thr Pro Leu Thr

1 5

<210> 354

211> 22

<212> DNA

<213> Artificial sequence
220>

<221> gene

222> (1) .. (22

<223> F184CTHE BECDRIN IR 7]
<400> 354

attcagtagc tcctggatga ac 22
<210> 355

<211> 51

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) .. (51D

<223> F184CTHE HECDRIN IR 74
<400> 355

cggatttatc ctggagatgg agatactaac tacaatgaga agttcaaggg c bl

<210> 356

<211> 39

<212> DNA

<213> Artificial sequence
220>

<221> gene

<222> (1) ..(39)
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[8610]  <223> F184CT7 = HECDRAAZIR 41

[8611]  <400> 356

[8612] gaggctacta cggtagtgge cccgtactac tttgactac 39
[8613] <210> 357

[8614] <211> 7

[8615]  <212> PRT

[8616] <213> Artificial sequence

[8617]  <220>

[8618]  <221> PEPTIDE

[8619]  <222> (1).. (D)

[8620]  <223> F184CT7EH HECDRA A ILR FF )

[8621]1  <400> 357

[8622] Phe Ser Ser Ser Trp Met Asn

[8623] 1 5

[8624]  <210> 358

[8625]  <211> 17

[8626]  <212> PRT

[8627] <213> Artificial sequence

[8628]  <220>

[8629]  <221> PEPTIDE

[8630] <222> (1)..(17)

[8631]  <223> F184CTH HECDRH) & LR 74

[8632]  <400> 358

[8633] Arg Ile Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Glu Lys Phe Lys
[8634] 1 5 10 15
[8635] Gly

[8636]  <210> 359

[8637] <211> 13

[8638]  <212> PRT

[8639] <213> Artificial sequence

[8640]  <220>

[8641]  <221> PEPTIDE

[8642]  <222> (1)..(13)

[8643]  <223> F184CT7H HECDRA & ILR F 4]

[8644]  <400> 359

[8645] Glu Ala Thr Thr Val Val Ala Pro Tyr Tyr Phe Asp Tyr
[8646] 1 5 10
[8647]  <210> 360

[8648]  <211> 642

[8649]  <212> DNA

[8650] <213> Artificial sequence

[8651]  <220>

266



CN 108025045 B ,? §IJ % 207/219 T
[8652] <221> gene

[8653]  <222> (1) .. (642)

[8654]  <223> DI0A3RREEHINLERF 5

[8655]  <400> 360

[8656] aatattgtgc tgacccagac tcccaaattc ctgettgtat cagcaggaga cagggtttce 60
[8657] ataacctgca aggccagtca gecgtgtgaat aatgatgtag cttggtacca acagaagcca 120
[8658] gggcagtctc ctaaactget gatatactat gcatccaatc gctacactgg agtccctgat 180
[8659] cgcttcactg gcagtggata tgggacggat ttcactttca ccatcagcac tgtgcagget 240
[8660] gaagacctgg cagtttattt ctgtcagcag gattatagct ctccattcac gttcggeteg 300
[8661] gggacaaagt tggaaataaa acgggctgat gctgcaccaa ctgtatccat cttcccacca 360
[8662] tccagtgage agttaacatc tggaggtgec tcagtcgtgt gettcttgaa caacttctac 420
[8663] cccaaagaca tcaatgtcaa gtggaagatt gatggcagtg aacgacaaaa tggcgtcctg 480
[8664] aacagttgga ctgatcagga cagcaaagac agcacctaca gcatgagcag caccctcacg 540
[8665] ttgaccaagg acgagtatga acgacataac agctatacct gtgaggccac tcacaagaca 600
[8666] tcaacttcac ccattgtcaa gagcttcaac aggaatgagt gt 642

[8667]  <210> 361

[8668] <211> 214

[8669]  <212> PRT

[8670] <213> Artificial sequence

[8671]  <220>

[8672]  <221> PEPTIDE

[8673]  <222> (1)..(214)

[8674]  <223> D10A3%RHEMIZELIR)T H1)

[8675]  <400> 361

[8676] Asn Ile Val Leu Thr Gln Thr Pro Lys Phe Leu Leu Val Ser Ala Gly
[8677] 1 5 10 15

[8678] Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Arg Val Asn Asn Asp
[8679] 20 25 30

[8680] Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile
[8681] 35 40 45

[8682] Tyr Tyr Ala Ser Asn Arg Tyr Thr Gly Val Pro Asp Arg Phe Thr Gly
[8683] 50 55 60

[8684] Ser Gly Tyr Gly Thr Asp Phe Thr Phe Thr Ile Ser Thr Val Gln Ala
[8685] 65 70 75 80

[8686] Glu Asp Leu Ala Val Tyr Phe Cys Gln Gln Asp Tyr Ser Ser Pro Phe
[8687] 85 90 95

[8688] Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala
[8689] 100 105 110

[8690] Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly
[8691] 115 120 125

[8692] Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile
[8693] 130 135 140
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[8694]
[8695]
[8696]
(86971
[8698]
[8699]
[8700]
[8701]
[8702]
[8703]
[8704]
[8705]
[8706]
[8707]
[8708]
[8709]
[8710]
[8711]
[8712]
[8713]
[8714]
[8715]
[8716]
[8717]
[8718]
[8719]
[8720]
[8721]
[8722]
[8723]
[8724]
[8725]
[8726]
[8727]
[8728]
[8729]
[8730]
[8731]
[8732]
[8733]
[8734]
[8735]

Asn Val
145
Asn Ser Trp

Lys

Ser Thr Leu
Thr Cys Glu
195
Phe Asn Arg
210

<210> 362

211> 1332

<212> DNA

213>
220>
221>
222>
223>
<400> 362
gaggtccagc

gene

..

tcctgcaagg
catggaaaga
aaccagaagt
atggagctcce
tatggtaact
gccaaaacga
tccatggtga
tggaactctg
ctctacactc
acctgcaacg
gattgtggtt
ccecccaaage
gtagacatca
gtgcacacag
agtgaacttc
aacagtgcag
aaggctccac
agtctgacct
aatgggcagc
tacttcgtct
acctgctctg
tctecetggta

Trp Lys

Ile

150

Thr Asp
165
Thr Leu
180
Ala Thr

Asn Glu

(1332)

tgcaacagtt
cttctggceta
gccttgagtg
tcaagggaaa
gcagcctgac
acgtggggtt
cacccccate
ccctgggatg
gatccectgtce
tgagcagctc
ttgcccacce
gtaagccttg
ccaaggatgt
gcaaggatga
ctcagacgca
ccatcatgca
ctttceetge
aggtgtacac
gcatgataac
cagcggagaa
acagcaagct
tgttacatga
aa 1332

His

200

Cys

Artificial sequence

D10A3 H &A% R 7 41

tggaactgag
cacattcact
gattggagat
ggccacattg
ttctgaggac
tgacttctgg
tgtctatcca
cctggtcaag
cagcggtgtg
agtgactgte
ggccagcagce
catatgtaca
gctcaccatt
tccecgaggte
acccecgggag
ccaggactgg
ccccatcgag
cattccacct
agacttcttc
ctacaagaac
caatgtgcag
gggcctgeac

Asp Gly Ser Glu Arg

155

Gln Asp Ser Lys Asp Ser

170

Thr Lys Asp Glu Tyr Glu

185

Lys Thr Ser Thr Ser

ctggtgaagc
gactacaaca
attaatccta
actgtagaca
actgcagtct
ggccaaggcea
ctggeccecectg
ggctatttcce
cacaccttcc
ccctecagea
accaaggtgg
gtcccagaag
actctgactc
cagttcagct
gagcagttca
ctcaatggca
aaaaccatct
cccaaggagce
cctgaagaca
actcagccca
aagagcaact

aaccaccata

268

Gln Asn

Thr Tyr

Arg His

Pro Ile

Gly Val Leu
160
Ser Met Ser
175
Asn Ser Tyr
190
Val Lys Ser

205

ctggggette
tggactgggt
actatgatac
agtcctccag
tttactgtge
ccactctcac
gatctgectge
ctgagccagt
cagctgtcect
cctggceccag
acaagaaaat
tatcatctgt
ctaaggtcac
ggtttgtaga
acagcacttt
aggagttcaa
ccaaaaccaa
agatggccaa
ttactgtgga
tcatggacac

gggaggcagg
ctgagaagag

agtgaagata
gaagcagagc
tactacctac
cacagcctac
aagaaggaac
agtctcctca
ccaaactaac
gacagtgacc
gcagtctgac
cgagaccgtc
tgtgcccagg
cttcatctte
gtgtgttgtg
tgatgtggag
ccgetcagte
atgcagggtce
aggcagaccg
ggataaagtc
gtggcagtgg
agatggctct
aaatactttc

ccteteccac

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
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[8736]
[8737]
[8738]
[8739]
[8740]
[8741]
[8742]
[8743]
[8744]
[8745]
[8746]
[8747]
[8748]
[8749]
[8750]
[8751]
[8752]
[8753]
[8754]
[8755]
[8756]
[8757]
[8758]
[8759]
[8760]
[8761]
[8762]
[8763]
[8764]
[8765]
[8766]
[8767]
[8768]
[8769]
[8770]
[8771]
[8772]
[8773]
[8774]
[8775]
[8776]
(87771

210>
<2115
212>
<213>
<220>
221>
222>
223>
<400>

363
444
PRT

Artificial sequence

PEPTIDE
(1) .. (444)
D10A3E B 11 JE 1L 7 1)
363

Glu Val Gln Leu Gln Gln Phe Gly Thr Glu Leu

1

5 10

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr

20 25

Asn Met Asp Trp Val Lys Gln Ser His Gly Lys

35 40

Gly Asp Ile Asn Pro Asn Tyr Asp Thr Thr Thr

50

55

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser

65

70 75

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Thr

85 90

Ala Arg Arg Asn Tyr Gly Asn Tyr Val Gly Phe

100 105

Gly Thr Thr Leu Thr Val Ser Ser Ala Lys Thr

115 120

Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr
130 135
Leu Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu

145

150 155

Trp Asn Ser Gly Ser Leu Ser Ser Gly Val His

165 170

Leu Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser

180 185

Ser Thr Trp Pro Ser Glu Thr Val Thr Cys Asn

195 200

Ser Ser Thr Lys Val Asp Lys Lys Ile Val Pro
210 215
Lys Pro Cys Ile Cys Thr Val Pro Glu Val Ser

225

230 235

Pro Pro Lys Pro Lys Asp Val Leu Thr Ile Thr

245 250

Thr Cys Val Val Val Asp Ile Ser Lys Asp Asp

269

Val

Thr

Ser

Tyr

60

Ser

Ala

Asp

Thr

Asn

140

Pro

Thr

Val

Val

Arg

220

Ser

Leu

Pro

Lys

Phe

Leu

45

Asn

Ser

Val

Phe

Pro

125

Ser

Val

Phe

Thr

Ala

205

Asp

Val

Thr

Glu

Pro

Thr

30

Glu

Gln

Thr

Phe

Trp

110

Pro

Met

Thr

Pro

Val

190

His

Cys

Phe

Pro

Val

Gly
15
Asp

Lys

Ala

Tyr

95

Gly

Ser

Val

Val

Ala

175

Pro

Pro

Gly

Ile

Lys

255
Gln

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gln

Val

Thr

Thr

160

Val

Ser

Ala

Cys

Phe

240

Val

Phe
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[8778] 260 265 270

[8779]  Ser Trp Phe Val Asp Asp Val Glu Val His Thr Ala Gln Thr Gln Pro
[8780] 275 280 285

[8781] Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro
[8782] 290 295 300

[8783] Ile Met His Gln Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val
[8784] 305 310 315 320
[8785] Asn Ser Ala Ala Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr
[8786] 325 330 335
[8787] Lys Gly Arg Pro Lys Ala Pro Gln Val Tyr Thr Ile Pro Pro Pro Lys
[8788] 340 345 350

[8789] Glu Gln Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met Ile Thr Asp
[8790] 355 360 365

[8791]  Phe Phe Pro Glu Asp Ile Thr Val Glu Trp Gln Trp Asn Gly Gln Pro
[8792] 370 375 380

[8793] Ala Glu Asn Tyr Lys Asn Thr Gln Pro Ile Met Asp Thr Asp Gly Ser
[8794] 385 390 395 400
[8795] Tyr Phe Val Tyr Ser Lys Leu Asn Val Gln Lys Ser Asn Trp Glu Ala
[8796] 405 410 415
[8797] Gly Asn Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His
[8798] 420 425 430

[8799] His Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys

[8800] 435 440

[8801]  <210> 364

[8802] <211> 33

[8803]  <212> DNA

[8804] <213> Artificial sequence

[8805]  <220>

[8806] <221> gene

[8807] <222> (1)..(33)

[8808]  <223> D10A3%2HECDRIIAZLER T 5

[8809]  <400> 364

[8810] aaggccagtc agcgtgtgaa taatgatgta get 33

[8811]  <210> 365

[8812] <211> 21

[8813]  <212> DNA

[8814] <213> Artificial sequence

[8815]  <220>

[8816] <221> gene

[8817]  <222> (1)..(21)

[8818]  <223> DI10A3HECDRIIAZER 5

[8819]  <400> 365

270



CN 108025045 B

FF

.1l

%=

211/219 7

[8820]
[8821]
[8822]
[8823]
[8824]
[8825]
[8826]
[8827]
[8828]
[8829]
[8830]
[8831]
[8832]
[8833]
[8834]
[8835]
[8836]
[8837]
[8838]
[8839]
[8840]
[8841]
[8842]
[8843]
[8844]
[8845]
[8846]
[8847]
[8848]
[8849]
[8850]
[8851]
[8852]
[8853]
[8854]
[8855]
[8856]
[8857]
[8858]
[8859]
[8860]
[8861]

tatgcatcca atcgctacac t 21

<210>
211>
212>
213>
<220>
<2215
222>
223>
<400>

cagcaggatt atagctctcc attcacg 27

<210>
211>
212>
213>
<220>
221>
222>
223>
<400>

Lys Ala Ser Gln Arg Val Asn Asn Asp Val Ala

1

<210>
211>
<212>
213>
<220>
221>
222>
223>
<400>

366
27
DNA

Artificial sequence

gene

(1) ..©n

D10A3% 5ECDRII AL TR T 7]
366

367
11
PRT

Artificial sequence

PEPTIDE
(1) ..a1

D10A3#2 5ECORIIIZ TR T %)
367

5
368
7
PRT

Artificial sequence

PEPTIDE
1) ..
D10A3%24% CDRI) & FL 12 ¥ %71)
368

Tyr Ala Ser Asn Arg Tyr Thr

1

<210>
211>
<212>
213>
220>
221>
222>
223>
<400>

5
369
9
PRT

Artificial sequence

PEPTIDE
1) ..
D10A3%24% CDRI)  FL 1 7 7/
369

271
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[8862]
[8863]
[8864]
[8865]
[8866]
[8867]
[8868]
[8869]
[8870]
[8871]
[8872]
[8873]
[8874]
[8875]
[8876]
[8877]
[8878]
[8879]
[8880]
[8881]
[8882]
[8883]
[8884]
[8885]
[8886]
[8887]
[8888]
[8889]
[8890]
[8891]
[8892]
[8893]
[8894]
[8895]
[8896]
[88971]
[8898]
[8899]
[8900]
[8901]
[8902]
[8903]

Gln Gln Asp Tyr Ser Ser Pro Phe Thr

1

<210>
<2115
212>
213>
<220>
221>
222>
223>
<400>

5
370
15
DNA

Artificial sequence

gene

(1) ..(Q15)

D10A3EE FECDRIIAZ R T %)
370

gactacaaca tggac 15

210>
<2115
212>
<213>
220>
221>
222>
<223>
<400>

gatattaatc ctaactatga tactactacc tacaaccaga agttcaaggg a bl

<210>
211>
<212>
213>
<220>
221>
222>
223>
<400>

371
51
DNA

Artificial sequence

gene

(1) ..GY

D10A3H BECDRII AL IR %]
371

372
33
DNA

Artificial sequence

gene
(1) ..(33)

D10A3H SECDRII AL IR T 7]
372

aggaactatg gtaactacgt ggggtttgac ttc 33

210>
<2115
212>
<213>
<220>
221>
222>
223>
<400>

373
5
PRT

Artificial sequence

PEPTIDE
1) ..5)

D10A3 EE BECDRI & FE 8 7 411
373

Asp Tyr Asn Met Asp
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[8904]
[8905]
[8906]
[8907]
[8908]
[8909]
[8910]
[8911]
[8912]
[8913]
[8914]
[8915]
[8916]
[8917]
[8918]
[8919]
[8920]
[8921]
[8922]
[8923]
[8924]
[8925]
[8926]
[8927]
[8928]
[8929]
[8930]
[8931]
[8932]
[8933]
[8934]
[8935]
[8936]
[8937]
[8938]
[8939]
[8940]
[8941]
[8942]
[8943]
[8944]
[8945]

1

<210> 37
211> 17
<212> PR

4

T

<213> Artificial sequence

<220>

<221> PEPTIDE
<222> (1) ..17)
<223> D10A3EE £#ECDRII IR T

<400> 37

4

Asp Ile Asn Pro Asn Tyr Asp Thr Thr Thr Tyr Asn Gln Lys Phe Lys

1

Gly
<210> 37
211> 11

5

<212> PRT
<213> Artificial sequence

<220>

<221> PEPTIDE
222> (1) ..(11)
<223> D10A3EEBECDRI LR %)

<400> 37

5

5

10

Arg Asn Tyr Gly Asn Tyr Val Gly Phe Asp Phe

1
<210> 37
211> 16

6
3

<212> PRT
<213> homo sapiens

<400> 37
Met Lys

1

Pro Ile

Tyr Leu

Leu Phe
50

Gln Gln

65

Glu Glu

Gly Gly

6
Trp

Thr

Leu

35

Leu

Gly

Tyr

Lys

Lys

Glu

20

Asp

Arg

Gln

Asp

Pro

5

Ala
5
Ala

Gly

Val

Asn

Val

85
Arg

Leu

Gln

Ile

Lys

Gln

70

Leu

Arg

Phe

Ser

Leu

Phe

55

Leu

Asp

Lys

Thr

Phe

Phe

40

Ser

Tyr

Lys

Asn

10

Ala Ala
10

Gly Leu

25

Ile Tyr

Arg Ser

Asn Glu

Arg Arg
90
Pro Gln

273

Ile

Leu

Gly

Ala

Leu

75

Gly

Glu

Leu

Asp

Val

Asp

60

Asn

Arg

Gly

Gln

Pro

Ile

45

Ala

Leu

Asp

Leu

Ala

Lys

30

Leu

Pro

Gly

Pro

Tyr

15

Gln
15

Leu

Thr

Ala

Arg

Glu

95

Asn

Leu

Cys

Ala

Tyr

Arg

80

Met

Glu
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[8946] 100 105 110

[8947] Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
[8948] 115 120 125

[8949] Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu
[8950] 130 135 140

[8951] Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
[8952] 145 150 155 160
[8953] Pro Pro Arg

[8954]  <210> 377

[8955]  <211> 164

[8956]  <212> PRT

[8957] <213> homo sapiens

[8958]  <400> 377

[8959] Met Lys Trp Lys Ala Leu Phe Thr Ala Ala Ile Leu Gln Ala Gln Leu
[8960] 1 5 10 15
[8961] Pro Ile Thr Glu Ala Gln Ser Phe Gly Leu Leu Asp Pro Lys Leu Cys
[8962] 20 25 30

[8963] Tyr Leu Leu Asp Gly Ile Leu Phe Ile Tyr Gly Val Ile Leu Thr Ala
[8964] 35 40 45

[8965] Leu Phe Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
[8966] 50 55 60

[8967] Gln Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
[8968] 65 70 75 80
[8969] Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
[8970] 85 90 95
[8971] Gly Gly Lys Pro Gln Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn
[8972] 100 105 110

[8973] Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met
[8974] 115 120 125

[8975] Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly
[8976] 130 135 140

[8977] Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala
[8978] 145 150 155 160
[8979] Leu Pro Pro Arg

[8980] <210> 378

[8981]  <211> 123

[8982]  <212> PRT

[8983] <213> homo sapiens

[8984]  <400> 378

[8985] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val
[8986] 1 5 10 15
[8987] Thr Gly Asn Lys Ile Leu Val Lys Gln Ser Pro Met Leu Val Ala Tyr
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[8988] 20 25 30

[8989] Asp Asn Ala Val Asn Leu Ser Trp Lys His Leu Cys Pro Ser Pro Leu
[89901] 35 40 45

[8991]  Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly
[8992] 50 55 60

[8993] Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe Ile Ile Phe
[8994] 65 70 75 80
[8995] Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn
[8996] 85 90 95
[8997] Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr
[8998] 100 105 110

[8999] Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser

[9000] 115 120

[9001]  <210> 379

[9002] <211> 101

[9003]  <212> PRT

[9004] <213> homo sapiens

[9005]  <400> 379

[9006] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val
[9007] 1 5 10 15
[9008] Thr Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys
[9009] 20 25 30

[9010] Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser
[9011] 35 40 45

[9012]  Leu Leu Val Thr Val Ala Phe Ile Ile Phe Trp Val Arg Ser Lys Arg
[9013] 50 55 60

[9014] Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro
[9015] 65 70 75 80
[9016]  Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr Ala Pro Pro Arg Asp Phe
[9017] 85 90 95
[9018] Ala Ala Tyr Arg Ser

[9019] 100

[9020] <210> 380

[9021]  <211> 220

[9022]  <212> PRT

[9023] <213> homo sapiens

[9024]  <400> 380

[9025] Met Leu Arg Leu Leu Leu Ala Leu Asn Leu Phe Pro Ser Ile Gln Val
[9026] 1 5 10 15
[9027] Thr Gly Asn Lys Ile Leu Val Lys Gln Ser Pro Met Leu Val Ala Tyr
[9028] 20 25 30

[9029] Asp Asn Ala Val Asn Leu Ser Cys Lys Tyr Ser Tyr Asn Leu Phe Ser
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[9030] 35 40 45

[9031] Arg Glu Phe Arg Ala Ser Leu His Lys Gly Leu Asp Ser Ala Val Glu
[9032] 50 55 60

[9033] Val Cys Val Val Tyr Gly Asn Tyr Ser Gln Gln Leu Gln Val Tyr Ser
[9034] 65 70 75 80
[9035] Lys Thr Gly Phe Asn Cys Asp Gly Lys Leu Gly Asn Glu Ser Val Thr
[9036] 85 90 95
[9037] Phe Tyr Leu Gln Asn Leu Tyr Val Asn Gln Thr Asp Ile Tyr Phe Cys
[9038] 100 105 110

[9039] Lys Ile Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser
[9040] 115 120 125

[9041]  Asn Gly Thr Ile Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro
[9042] 130 135 140

[9043] Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly
[9044] 145 150 155 160
[9045] Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe Ile Ile
[9046] 165 170 175
[9047]  Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met
[9048] 180 185 190

[9049]  Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro
[9050] 195 200 205

[9051] Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser

[9052] 210 215 220

[9053]  <210> 381

[9054]  <211> 255

[9055]  <212> PRT

[9056] <213> homo sapiens

[9057]  <400> 381

[9058] Met Gly Asn Ser Cys Tyr Asn Ile Val Ala Thr Leu Leu Leu Val Leu
[9059] 1 5 10 15
[9060]  Asn Phe Glu Arg Thr Arg Ser Leu Gln Asp Pro Cys Ser Asn Cys Pro
[9061] 20 25 30

[9062] Ala Gly Thr Phe Cys Asp Asn Asn Arg Asn Gln Ile Cys Ser Pro Cys
[9063] 35 40 45

[9064] Pro Pro Asn Ser Phe Ser Ser Ala Gly Gly Gln Arg Thr Cys Asp Ile
[9065] 50 55 60

[9066] Cys Arg Gln Cys Lys Gly Val Phe Arg Thr Arg Lys Glu Cys Ser Ser
[9067] 65 70 75 80
[9068] Thr Ser Asn Ala Glu Cys Asp Cys Thr Pro Gly Phe His Cys Leu Gly
[9069] 85 90 95
[9070] Ala Gly Cys Ser Met Cys Glu Gln Asp Cys Lys Gln Gly Gln Glu Leu
[9071] 100 105 110
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[9072] Thr Lys Lys Gly Cys Lys Asp Cys Cys Phe Gly Thr Phe Asn Asp Gln
[9073] 115 120 125

[9074] Lys Arg Gly Ile Cys Arg Pro Trp Thr Asn Cys Ser Leu Asp Gly Lys
[9075] 130 135 140

[9076]  Ser Val Leu Val Asn Gly Thr Lys Glu Arg Asp Val Val Cys Gly Pro
[9077] 145 150 155 160
[9078] Ser Pro Ala Asp Leu Ser Pro Gly Ala Ser Ser Val Thr Pro Pro Ala
[9079] 165 170 175
[9080] Pro Ala Arg Glu Pro Gly His Ser Pro Gln Ile Ile Ser Phe Phe Leu
[9081] 180 185 190

[9082] Ala Leu Thr Ser Thr Ala Leu Leu Phe Leu Leu Phe Phe Leu Thr Leu
[9083] 195 200 205

[9084] Arg Phe Ser Val Val Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe
[9085] 210 215 220

[9086] Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly
[9087] 225 230 235 240
[9088] Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
[9089] 245 250 255
[9090] <210> 382

[9091]  <211> 199

[9092]  <212> PRT

[9093] <213> homo sapiens

[9094]  <400> 382

[9095] Met Lys Ser Gly Leu Trp Tyr Phe Phe Leu Phe Cys Leu Arg Ile Lys
[9096] 1 5 10 15
[9097] Val Leu Thr Gly Glu Ile Asn Gly Ser Ala Asn Tyr Glu Met Phe Ile
[9098] 20 25 30

[9099]  Phe His Asn Gly Gly Val Gln Ile Leu Cys Lys Tyr Pro Asp Ile Val
[9100] 35 40 45

[9101]  Gln Gln Phe Lys Met Gln Leu Leu Lys Gly Gly Gln Ile Leu Cys Asp
[9102] 50 55 60

[9103] Leu Thr Lys Thr Lys Gly Ser Gly Asn Thr Val Ser Ile Lys Ser Leu
[9104] 65 70 75 80
[9105] Lys Phe Cys His Ser Gln Leu Ser Asn Asn Ser Val Ser Phe Phe Leu
[9106] 85 90 95
[9107] Tyr Asn Leu Asp His Ser His Ala Asn Tyr Tyr Phe Cys Asn Leu Ser
[9108] 100 105 110

[9109] Ile Phe Asp Pro Pro Pro Phe Lys Val Thr Leu Thr Gly Gly Tyr Leu
[9110] 115 120 125

[9111] His Ile Tyr Glu Ser Gln Leu Cys Cys Gln Leu Lys Phe Trp Leu Pro
[9112] 130 135 140

[9113] Ile Gly Cys Ala Ala Phe Val Val Val Cys Ile Leu Gly Cys Ile Leu
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[9114] 145 150 155 160
[9115] Ile Cys Trp Leu Thr Lys Lys Lys Tyr Ser Ser Ser Val His Asp Pro
[9116] 165 170 175
[9117]  Asn Gly Glu Tyr Met Phe Met Arg Ala Val Asn Thr Ala Lys Lys Ser
[9118] 180 185 190

[9119]  Arg Leu Thr Asp Val Thr Leu

[9120] 195

[9121]  <210> 383

[9122]  <211> 277

[9123]  <212> PRT

[9124] <213> homo sapiens

[9125]  <400> 383

[9126] Met Cys Val Gly Ala Arg Arg Leu Gly Arg Gly Pro Cys Ala Ala Leu
(91271 1 5 10 15
[9128] Leu Leu Leu Gly Leu Gly Leu Ser Thr Val Thr Gly Leu His Cys Val
[9129] 20 25 30

[9130] Gly Asp Thr Tyr Pro Ser Asn Asp Arg Cys Cys His Glu Cys Arg Pro
[9131] 35 40 45

[9132] Gly Asn Gly Met Val Ser Arg Cys Ser Arg Ser Gln Asn Thr Val Cys
[9133] 50 55 60

[9134] Arg Pro Cys Gly Pro Gly Phe Tyr Asn Asp Val Val Ser Ser Lys Pro
[9135] 65 70 75 80
[9136] Cys Lys Pro Cys Thr Trp Cys Asn Leu Arg Ser Gly Ser Glu Arg Lys
[9137] 85 90 95
[9138] Gln Leu Cys Thr Ala Thr Gln Asp Thr Val Cys Arg Cys Arg Ala Gly
[9139] 100 105 110

[9140] Thr Gln Pro Leu Asp Ser Tyr Lys Pro Gly Val Asp Cys Ala Pro Cys
[9141] 115 120 125

[9142] Pro Pro Gly His Phe Ser Pro Gly Asp Asn Gln Ala Cys Lys Pro Trp
[9143] 130 135 140

[9144] Thr Asn Cys Thr Leu Ala Gly Lys His Thr Leu Gln Pro Ala Ser Asn
[9145] 145 150 155 160
[9146] Ser Ser Asp Ala Ile Cys Glu Asp Arg Asp Pro Pro Ala Thr Gln Pro
[9147] 165 170 175
[9148]  Gln Glu Thr Gln Gly Pro Pro Ala Arg Pro Ile Thr Val Gln Pro Thr
[9149] 180 185 190

[9150]  Glu Ala Trp Pro Arg Thr Ser Gln Gly Pro Ser Thr Arg Pro Val Glu
[9151] 195 200 205

[9152] Val Pro Gly Gly Arg Ala Val Ala Ala Ile Leu Gly Leu Gly Leu Val
[9153] 210 215 220

[9154] Leu Gly Leu Leu Gly Pro Leu Ala Ile Leu Leu Ala Leu Tyr Leu Leu
[9155] 225 230 235 240
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[9156] Arg Arg Asp Gln Arg Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly

[9157] 245 250 255
[9158] Gly Ser Phe Arg Thr Pro Ile Gln Glu Glu Gln Ala Asp Ala His Ser
[9159] 260 265 270

[9160] Thr Leu Ala Lys Ile

[9161] 275

[9162]  <210> 384

[9163] <211> 9

[9164]  <212> PRT

[9165] <213> Artificial Sequence
[9166]  <220>

[9167] <221> PEPTIDE

[9168] <222> (1)..(9)

[9169]  <223> % ik

[9170]  <400> 384

[9171]  Asp Leu Met Gly Tyr Ile Pro Leu Val
[9172] 1 5
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906-11-D11
HE: DNAFF%) (1398 MNRREEXT)

3155 -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{HEE X - #&IF#EF
ATGGACAGGCTTACTTCCTCATTCCTGCTGCTGATTGTCCCTGCATATGTCCTTTCCCAGGTAACTC
TGAAAGAGTCTGGCCCTGGGATATTGCAGCCCTCCCAGACCCTCAGTCTGACTTGTTCTTTCTCTGG
GTTTTCACTGACCACTTCTGGTATGGGTGTGAGCTGGATTCGTCAGCCTTCAGGAAAGGGTCTGGAG
TGGCTGGCACACATTTACTGGGATGATGACAAGCGCTATAACCCATCCCTGAAGAGCCGACTCACAA
TCTCCAAGGATACCTCCAGAAACCAGGTATTCCTCAAGATCACCAGTGTGGACGCTGCAGATACTGC
CACATACTACTGTGCTCGAAAGGACTACGGTAGTAGCTTCTATGCTATGCACTACTGGGGTCAAGGA
ACCTCAGTCACCGTCTCCTCAGCCAAAACGACACCCCCATCTGTCTATCCACTGGCCCCTGGATCTG
CTGCCCAAACTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGCTATTTCCCTGAGCCAGTGAC
AGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTCCTGCAGTCTGAC
CTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCGTCACCTGCA
ACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTGGTTGTAA
GCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGGATGTG
CTCACCATTACTCTGACTCCTAAGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCCCGAGG
TCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAGCA
GTTCAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAG
GAGTTCAAATGCAGGGTCAACAGTGCAGCTTTCCCTGCCCCCATCGAGAAAACCATCTCCAAAACCA
AAGGCAGACCGAAGGCTCCACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAAGGATAA
AGTCAGTCTGACCTGCATGATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGGAAT
GGGCAGCCAGCGGAGAACTACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCT
ACAGCAAGCTCAATGTGCAGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACA
TGAGGGCCTGCACAACCACCATACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAATGA
B BEMTS) (465 MEER) | |

B8] 55 -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4- fHE X - #&I1F %L F
MDRLTSSFLLLIVPAYVLSQVTLKESGPGILQPSQTLSLTCSFSGFSLTTSGMGVSWIRQPSGKGLE
WLAHIYWDDDKRYNPSLKSRLTISKDTSRNQVFLKITSVDAADTATYYCARKDYGSSFYAMHYWGQG
TSVTVSSAKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFPEPVTVTITWNSGSLSSGVHTFPAVLQSD
LYTLSSSVTVPSSTWPSETVTCNVAHPASSTKVDKKIVPRDCGCKPCICTVPEVSSVEFIFPPKPKDV
LTITLTPKVTCVVVDISKDDPEVQFSWEFVDDVEVHTAQTQPREEQFNSTFRSVSELPIMHQDWLNGK
EFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPKEQMAKDKVSLTCMITDFFPEDITVEWQWN
GQPAENYKNTQPIMDTDGSYFVYSKLNVOKSNWEAGNTFTCSVLHEGLHNHHTEKSLSHSPGK
BEE. DNAFEF) (702 NIREXT)

31 S5 -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{H X - &Il &=L T
ATGAGACCGTCTATTCAGTTCCTGGGGCTCTTGTTGTTCTGGCTTCATGGTGCTCAGTGTGACATCC
AGATGACACAGTCTCCATCCTCACTGTCTGCATCTCTGGGAGGCAAAGTCACCATCACATGCAAGGC
AAGCCAAGACATTCACAACTATATAGCTTGGTACCAACACAAGCCTGTAAAAGGTCCTAGGCTGCTC
ATACATTACACATCTACATTACAGCCAGGCACCCCATCAAGGTTCAGTGGAAGTGGGTCTGGGAGAG
ATTATTCCTTCAGCATCAGCAACCTGGAGCCTGAAGATATTGCAACTTATTATTGTCTACAGTATGA
TAATCTGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAACGGGCTGATGCTGCACCAACTGTA
TCCATCTTCCCACCATCCAGTGAGCAGTTAACATCTGGAGGTGCCTCAGTCGTGTGCTTCTTGAACA
ACTTCTACCCCAAAGACATCAATGTCAAGTGGAAGATTGATGGCAGTGAACGACAAAATGGCGTCCT
GAACAGTTGGACTGATCAGGACAGCARAAGACAGCACCTACAGCATGAGCAGCACCCTCACGTTGACC
AAGGACGAGTATGAACGACATAACAGCTATACCTGTGAGGCCACTCACAAGACATCAACTTCACCCA
TTGTCAAGAGCTTCAACAGGAATGAGTGTTAG

B BERFA (233 MEER) 0 .

EIES: 27 ~FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{HE X - & I1E#FiLF
MRPSIQFLGLLLFWLHGAQCDIQOMTQSPSSLSASLGGKVTITCKASQDIHNYIAWYQHKPVKGPRLL
IHYTSTLQPGTPSRFSGSGSGRDYSFSISNLEPEDIATYYCLQYDNLIWTFGGGTKLE IKRADAAPTV
SIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQNGVLNSWTDQDSKDSTYSMSSTLTLT
KDEYERHNSYTCEATHKTSTSPIVKSENRNEC

K168
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CN 108025045 B .IH' HH :F; Bﬁ 100/108 1T

HEE: DNAFS (1380 /MiZEXT)

5182%%]  -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4- {EE[X - #&IF#F
ATGGCTGTCCTGGTGCTGTTCCTCTGCCTGGTTGCATTTCCAAGCTGTGTCCTGTCCCAGGTGCAAC
TGAAGGAATCAGGACCTGGTCTGGTGGCGCCCTCACAGAGCCTGTCCATCACTTGCACTGTCTCTGG
GTTTTCATTAACCAGCTATGGTGTACACTGGGTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTG
GGAGTAATATGGGCTGGTGGAACCACAAATTATAATTCGGCTCTCATGTCCAGACTGAGCATCAGCA
GAGACAACTCCAAGAGCCAAGTTTTCTTAGAAATGAACAGTCTGCAAACTGATGACACAGCCATTTA
CTACTGTGCCAGAGATGGTCACTTCCACTTTGACTTCTGGGGCCAAGGCACCACTCTCACAGTCTCC
TCAGCCAAAACGACACCCCCATCTGTCTATCCACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCA
TGGTGACCCTGGGATGCCTGGTCAAGGGCTATTTCCCTGAGCCAGTGACAGTGACCTGGAACTCTGG
ATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGC
TCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGGCCA
GCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTGGTTGTAAGCCTTGCATATGTACAGT
CCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGGATGTGCTCACCATTACTCTGACT
CCTAAGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCCCGAGGTCCAGTTCAGCTGGTTTG
TAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAGCAGTTCAACAGCACTTTCCG
CTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAGGAGTTCAAATGCAGGGTC
AACAGTGCAGCTTTCCCTGCCCCCATCGAGAAAACCATCTCCAAAACCAAAGGCAGACCGAAGGCTC
CACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAAGGATAAAGTCAGTCTGACCTGCAT
GATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGGAATGGGCAGCCAGCGGAGAAC
TACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCTACAGCAAGCTCAATGTGC
AGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACATGAGGGCCTGCACAACCA
CCATACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAATGA
HEE: AERFF (459 NEER)

51%/F%  .FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{HEX - & IL#FEF
MAVLVLFLCLVAFPSCVLSQVQLKESGPGLVAPSQSLSITCTVSGFSLTSYGVHWVRQPPGKGLEWL
GVIWAGGTTNYNSALMSRLSISRDNSKSQVFLEMNSLQTDDTAIYYCARDGHFHFDFWGQGTTLTVS
SAKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFPEPVTVTWNSGSLSSGVHTFPAVLQSDLYTLSS
SVTVPSSTWPSETVTCNVAHPASSTKVDKKIVPRDCGCKPCICTVPEVSSVFIFPPKPKDVLTITLT
PKVTCVVVDISKDDPEVQFSWEVDDVEVHTAQTQPREEQFNSTFRSVSELPIMHQDWLNGKEFKCRV
NSAAFPAPIEKTISKTKGRPKAPQVYTIPPPKEQMAKDKVSLTCMITDFFPEDITVEWQWNGQPAEN
YKNTQPIMDTDGSYEVYSKLNVQKSNWEAGNTFTCSVLHEGLHNHHTEKSLSHSPGK

#%%: DNAFF%| (705 AMERZEST)

5193 -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{EREX - & ILFET
ATGAGTGTGCCCACTCAGGTCCTGGGGTTGCTGCTGCTGTGGCTTACAGATGCCAGATGTGACATCC
AGATGACTCAGTCTCCAGCCTCCCTATCTGTATCTGTGGGAGAAACTGTCACCATCACATGICGAGC
AAGTGATATTATTTACAGTAATTTAGCATGGTATCAGCAGAAACAGGGAAAATCTCCTCAGCTCCTG
GTCTATGCTGCAACAAACTTAGCAGCTGGTGTGCCATCAAGGTTCAGTGGCAGTGGATCAGGCACAC
AGTATTCCCTCAAGATCAATAGCCTGCAGTCTGAAGATTTTGGGACTTATTACTGTCAACATTTTTG
GGGTAGTTCAATCTCGTTCGGCTCGGGGACAAAGTTGGAAATAAANACGGGCTGATGCTGCACCAACT
GTATCCATCTTCCCACCATCCAGTGAGCAGTTAACATCTGGAGGTGCCTCAGTCGTGTGCTTCTTGA
ACAACTTCTACCCCAAAGACATCAATGTCAAGTGGAAGATTGATGGCAGTGAACGACAAAATGGCGET
CCTGAACAGTTGGACTGATCAGGACAGCAAAGACAGCACCTACAGCATGAGCAGCACCCTCACGTTG
ACCAAGGACGAGTATGAACGACATAACAGCTATACCTGTGAGGCCACTCACAAGACATCAACTTCAC
CCATTGTCAAGAGCTTCAACAGGAATGAGTGTTAG
HEE: BERF (234 MEER) '

51 855 -FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{HE X - #£&IE&FHEF+ |
MSVPTQVLGLLLLWLTDARCDIQMTQSPASLSVSVGETVIITCRASDIIYSNLAWYQQKQGKSPQLL
VYAATNLAAGVPSRESGSGSGTQYSLKINSLOSEDFGTYYCQHFWGSSISFGSGTKLEIKRADAAPT
VSIFPPSSEQLTSGGASVVCFLNNFYPKDINVEKWKIDGSERQNGVLNSWTDQDSKDSTYSMSSTLTL
TKDEYERHNSYTCEATHKTSTSPIVKSENRNEC

K169
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CN 108025045 B .IH' HH :F; Bﬁ 101/108 1T

WT1 B47B6 TCRL /5%

HE: DNAFH)
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{H E X

GAAGTGCAGTTGGTGGAGTCGGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCTGAAACTCTCCTGTGCAGCCTC
TGGATTCGTTTTCAGTAGCTATGACATGTCTTGGGTTCGCCAGGCTCAGGAGAAGAGGCTGGAGTGGGTCGCATA
CATGAGTAGTGGTGGCGGCACCTACTATCCAGACACTGTGAAGGGCCGATTCACCATCTCCAGAGACAATGCCAA
GAACACCCTGCACCTGCAAATGAGCAGCCTGAAGTCTGAGGACACAGCCATGTATTACTGTGCAAGACATGATGA
GATTACTAACTTTGACTACTGGGGCCAAGGCACCACTCTCACAGTCTCCTCAGCCAAAACGACACCCCCATCTGT
CTATCCACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGC
TATTTCCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCTTCCCAG
CTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGA
GACCGTCACCTGCAACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGAT
TGTGGTTGTAAGCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCA
AGGATGTGCTCACCATTACTCTGACTCCTAAGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCC
CGAGGTCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAG
CAGTTCAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAG
GAGTTCAAATGCAGGGTCAACAGTGCAGCTTTCCCTGCCCCCATCGAGAAAACCATCTCCAAAACCAAAG
GCAGACCGAAGGCTCCACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAAGGATAAAGTCAG
TCTGACCTGCATGATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGGAATGGGCAGCCA
GCGGAGAACTACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCTACAGCAAGCTCA
ATGTGCAGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACATGAGGGCCTGCACAA
CCACCATACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAA

EVQLVESGGGLVKPGGSLKLSCAASGFVFSSYDMSWVRQAQEKRLEWVAYMSSGGGTYYPDTVKGRFTISRDNAKNT
LHLOMSSLKSEDTAMYYCARHDEITNFDYWGQGTTLTVSSAKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFP
EPVTVTWNSGSLSSGVHTFPAVLQSDLYTLSSSVIVPSSTWPSETVTCNVAHPASSTKVDKKIVPRDCGC
KPCICTVPEVSSVFIFPPKPKDVLTITLTPKVTCVVVDISKDDPEVQESWEFVDDVEVHTAQTQPREEQFEN
STFRSVSELPIMHODWLNGKEFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPKEQMAKDKVSLTC
MITDFFPEDITVEWQWNGQPAENYKNTQPIMDTDGSYFVYSKLNVQKSNWEAGNTFTCSVLHEGLHNHHT
EKSLSHSPGK

25, DNARESI
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-1HE X

GATATTGTGCTCACTCAGTCTCCAGCCACCCTGTCTGTGAGTCCAGGAGATAGCGTCAGTCTTTCCTGCAGGGCCAGCCAAAGT
ATTAGCAACAGCCTACACTGGTATCAACAAAAATCACATGAGTCTCCAAGGCTTCTCATCAAGTATGCTTCCCAGTCCATCTCTG
GAATCCCCTCTAGGTTCAGTGGCAGTGGATCAGGGACAGATTTCACICTCAGTATCAACAGTGTGGAGACTGAAGATTTTGGA
ATGTATTTCTGTCAACAGAGTTACAGCTGGCCTCTCACGTTCGGTGCTGGGTCCAAGCTGGAGCTGAAACGGGCTGATGCT
GCACCAACTGTATCCATCTTCCCACCATCCAGTGAGCAGTTAACATCTGGAGGTGCCTCAGTCGTGTGCT
TCTTGAACAACTTCTACCCCAAAGACATCAATGTCAAGTGGAAGATTGATGGCAGTGAACGACAAAATGG
CGTCCTGAACAGTTGGACTGATCAGGACAGCAAAGACAGCACCTACAGCATGAGCAGCACCCTCACGTTG
ACCAAGGACGAGTATGAACGACATAACAGCTATACCTGTGAGGCCACTCACAAGACATCAACTTCACCCA
TTGTCAAGAGCTTCAACAGGAATGAGTGT

K70
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CN 108025045 B .IH' HH :I:; Bﬁ 102/108 1T

DIVLTQSPATLSVSPGDSVSLSCRASQSISNSLHWYQQKSHESPRLLIKYASQSISGIPSRFSGSGSGTDFTLSINSVETEDFGMYFCQQ,
SYSWPLTFGAGSKLELKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVEKWKIDGSERQNGVLNSWT
DODSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

704

381



CN 108025045 B .IH' HH :F; Bﬁ 103/108 1t

C106B9 MAGE-A4 TCRL

Hi: DNAKF
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4- {5 5 [

Nuc-seq:

CAGGTTCAACTGCAGCAGTCTGGAGGTGAGGTGATGAAGCCTGGGGCCTCAGTGAAGCTTTCCTGCAAGGCTACT
GGCTACACATTCACTGGCTACTGGATAGAGTGGATAAAACAGAGGCCTGGACATGGCCTTGAGTGGATTGGAGA
GATTTTACCTGGAAGTGGTGGTACTAACTACAATGAGAAATTCAAGGGCAAGGCCACATTCACTGCACATACATCC
TCCAACACAGCCTACATGCAACTCAGCAGCCTGACAACTGAGGACTCTGCCATCTATTACTGTGCAAGGGATAGTA
ACTCCTTTACTTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTTCAGCCAAAACGACACCCCCATCTGTCTATC
CACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGCTATTT
CCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTC
CTGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCG
TCACCTGCAACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTGG
TTGTAAGCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGGAT
GTGCTCACCATTACTCTGACTCCTAAGGTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCCCGAGG
TCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAGCAGTT
CAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAGGAGTTC
AAATGCAGGGTCAACAGTGCAGCTTTCCCTGCCCCCATCGAGAAARACCATCTCCAAAACCARAGGCAGAC
CGAAGGCTCCACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAAGGATAAAGTCAGTCTGAC
CTGCATGATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGGAATGGGCAGCCAGCGGAG
AACTACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCTACAGCAAGCTCAATGTGC
AGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACATGAGGGCCTGCACAACCACCA
TACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAA

AA-seq:

QVOLOQSGGEVMKPGASVKLSCKATGYTFTGYWIEWIKQRPGHGLEWIGEILPGSGGTNYNEKFKGKATFTAHTSSN

TAYMQLSSLTTEDSAIYYCARDSNSFTYWGQGTLVTVSSAKTTPPSVYPLAPGSARQTNSMVTLGCLVKGYFPEP
VTVTWNSGSLSSGVHTFPAVLOSDLYTLSSSVTVPSSTWPSETVTCNVAHPASSTKVDKKIVPRDCGCKP
CICTVPEVSSVFIFPPKPKDVLTITLTPKVTCVVVDISKDDPEVQFSWFVDDVEVHTAQTQPREEQEFNST
FRSVSELPIMHQDWLNGKEFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPKEQMAKDKVSLTCMI
TDFFPEDITVEWQWNGQPAENYKNTQPIMDTDGSYFVYSKLNVOKSNWEAGNTFTCSVLHEGLHNHHTEK
SLSHSPGK

e

l#24%%. DNAES
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-4H & [X

CAAATTGTTCTCACCCAGTCTCCAGCAATCATGTCTGCATCTCCAGGGGAGAAGGTCACCATAACCTGCAGTGTCA
GCTCAAGTGTAGATTACATTCACTGGTTCCAGCAGAAGCCAGGCACTTCTCCCAAATTCTGGATTTATAGCACATCC
ATCCTGGCTTCTGGAGTCCCTGCTCGCTTCAGTGGCAGTGGATCTGGGACCTCTTACTCTCTCACAATCAGCCGAAT
GGAGGCTGAAGATGCTGCCACTTATTACTGCCAGCAAAGGAGtAGTTACCCACCCACETTCGGCTCGGGGACAAAGT

K71
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CN 108025045 B .IH' HH :F; Bﬁ 104/108 1T

TGGAAATAAAACGGGCTGATGCTGCACCAACTGTATCCATCTTCCCACCATCCAGTGAGCAGTTAACATCTG
GAGGTGCCTCAGTCGTGTGCTTCTTGAACAACTTCTACCCCAAAGACATCAATGTCAAGTGGAAGATTGA
TGGCAGTGAACGACAAAATGGCGTCCTGAACAGTTGGACTGATCAGGACAGCAAAGACAGCACCTACAGC
ATGAGCAGCACCCTCACGTTGACCAAGGACGAGTATGAACGACATAACAGCTATACCTGTGAGGCCACTC
ACAAGACATCAACTTCACCCATTGTCAAGAGCTTCAACAGGAATGAGTGT

AA-seq:

QIVLTQSPAIMSASPGEKVTITCSVSSSVDYIHWFQQKPGTSPKFWIYSTSILASGVPARFSGSGSGTSYSLTISRMEAEDA

ATYYCQQRSSYPPTFGSGTKLEIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQN
GVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSEFNRNEC

K 71-4

383



CN 108025045 B .IH' HH :F; Bﬁ 105/108 1T

F184C7 MAGE A9
H¥%E: DNAFF

FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{HE [X

Nuc-seq:

CAGGTTCAGCTGCAGCAGTCTGGACCTGAGATGGTGAAGCCTGGGGCCTCAGTGAAGATTCCCTGCAAGGCTTCT
GGCTACGCATTCAGTAGCTCCTGGATGAACTGGGTGAAGCAGAGGCCTGGAAAGGGTCTTGAGTGGATTGGACG
GATTTATCCTGGAGATGGAGATACTAACTACAATGAGAAGTTCAAGGGCAAGGCCACACTGACTGTAGACAAATC
CTCCAGCACAGTCTACATGCAACTCAGCAGCCTGACATCTGAGGACTCTGCGGTCTACTTCTGTGCAAGAGAGGCT
ACTACGGTAGTGGCCCCGTACTACTTTGACTACTGGGGCCAAGGCACCACTCTCACAGTCTCCTCAGCCARAACGA
CACCCCCATCTGTCTATCCACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCATGGTGACCCTGGGATG
CCTGGTCAAGGGCTATTTCCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTG
CACACCTTCCCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCA
CCTGGCCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAAAAT
TGTGCCCAGGGATTGTGGTTGTAAGCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTC
CCCCCAAAGCCCAAGGATGTGCTCACCATTACTCTGACTCCTAAGGTCACGTGTGTTGTGGTAGACATCA
GCAAGGATGATCCCGAGGTCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCA
ACCCCGGGAGGAGCAGTTCAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGG
CTCAATGGCAAGGAGTTCAAATGCAGGGTCAACAGTGCAGCTTTCCCTGCCCCCATCGAGAAAACCATCT
CCAAAACCAAAGGCAGACCGAAGGCTCCACAGGTGTACACCATTCCACCTCCCAAGGAGCAGATGGCCAA
GGATAAAGTCAGTCTGACCTGCATGATAACAGACTTCTTCCCTGAAGACATTACTGTGGAGTGGCAGTGG
AATGGGCAGCCAGCGGAGAACTACAAGAACACTCAGCCCATCATGGACACAGATGGCTCTTACTTCGTCT
ACAGCAAGCTCAATGTGCAGAAGAGCAACTGGGAGGCAGGAAATACTTTCACCTGCTCTGTGTTACATGA
GGGCCTGCACAACCACCATACTGAGAAGAGCCTCTCCCACTCTCCTGGTAAA

AA-seq:

QVQLQOSGPEMVKPGASVKIPCKASGYAFSSSWMNWVKQRPGKGLEWIGRIYPGDGDTNYNEKFKGKATLTVDKSS
STVYMQLSSLTSEDSAVYFCAREATTVVAPYYFDYWGQGTTLTVSSAKTTPPSVYPLAPGSAAQTNSMVTLGCLV
KGYFPEPVTVTWNSGSLSSGVHTFPAVLOSDLYTLSSSVIVPSSTWPSETVTCNVAHPASSTKVDKKIVP
RDCGCKPCICTVPEVSSVFIFPPKPKDVLTITLTPKVTCVVVDISKDDPEVQEFSWEVDDVEVHTAQTQPR
EEQFNSTFRSVSELPIMHQDWLNGKEFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPKEQMAKDK
VSLTCMITDFFPEDITVEWQWNGQPAENYKNTQPIMDTDGSYFVYSKLNVQKSNWEAGNTFTCSVLHEGL
HNHHTEKSLSHSPGK

2. DNARRS
FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-1E & X

Nug-seq:
GACATcCAGATGACTCAGTCTCCAGCCTCCCTATCTGTATCTGTGGGAGAAACTGTCACCATCACATGTCGAGCAA
GTGAGAATATTTACAGAAATTTAGCATGGTATCAGCAGAAACAGGGAAAATCTCCTCAACTCCTGGTCCATGCTGC
AACAAACTTAGCAGATGGTGTGCCATCAAGGTTCAGTGGCAGTGGATCAGACACACAGTATTCCCTCAAGATCAA
CAGCCTGCAGTCTGAAGATTTTGGGAATTATTACTGTCAACATTTTTGGGGGACTCCGCTCACGTTCGGTGCTGGG

K72

384



CN 108025045 B .IH' HH :I:; Bﬁ 106/108 1t

ACCAAGCTGGAGCTGAAACGGGCTGATGCTGCACCAACTGTATCCATCTTCCCACCATCCAGTGAGCAGTT
AACATCTGGAGGTGCCTCAGTCGTGTGCTTCTTGAACAACTTCTACCCCAAAGACATCAATGTCAAGTGG
AAGATTGATGGCAGTGAACGACAAAATGGCGTCCTGAACAGTTGGACTGATCAGGACAGCAAAGACAGCA
CCTACAGCATGAGCAGCACCCTCACGTTGACCAAGGACGAGTATGAACGACATAACAGCTATACCTGTGA
GGCCACTCACAAGACATCAACTTCACCCATTGTCAAGAGCTTCAACAGGAATGAGTGT

AA-seq:
DIQMTQSPASLSVSVGETVTITCRASENIYRNLAWYQQKQGKSPQLLVHAATNLADGVPSRFSGSGSDTQYSLKINSLQ,

SEDFGNYYCQHFWGTPLTFGAGTKLELKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDG
SERONGVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

K724

385



CN 108025045 B .IH' HH :I:; Bﬁ 107/108 1T

D10A3 PAP TCRL
HiE: DNAKF

FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-{H € X

Nuc seq

GAGGTCCAGCTGCAACAGTTTGGAACTGAGCTGGTGAAGCCTGGGGCTTCAGTGAAGATATCCTGCAA
GGCTTCTGGCTACACATTCACTGACTACAACATGGACTGGGTGAAGCAGAGCCATGGAAAGAGCCTTGA
GTGGATTGGAGATATTAATCCTAACTATGATACTACTACCTACAACCAGAAGTTCAAGGGAAAGGCCAC
ATTGACTGTAGACAAGTCCTCCAGCACAGCCTACATGGAGCTCCGCAGCCTGACTTCTGAGGACACTGC
AGTCTTTTACTGTGCAAGAAGGAACTATGGTAACTACGTGGGGTTTGACTTCTGGGGCCAAGGCACCAC
TCTCACAGTCTCCTCAGCCAARACGACACCCCCATCTGTCTATCCACTGGCCCCTGGATCTGCTGCCCAAA
CTAACTCCATGGTGACCCTGGGATGCCTGGTCAAGGGCTATT TCCCTGAGCCAGTGACAGTGACCTGGAA

CTCTGGATCCCTGTCCAGCGGTGTGCACACCTTCCCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGC

AGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGGCCA

GCAGCACCAAGGTGGACAAGAAAATTGTGCCCAGGGATTGTGGTTGTAAGCCTTGCATATGTACAGTCCC

AGAAGTATCATCTGTCTTCATCTTCCCCCCAAAGCCCAAGGATGTGCTCACCATTACTCTGACTCCTAAG

GTCACGTGTGTTGTGGTAGACATCAGCAAGGATGATCCCGAGGTCCAGTTCAGCTGGTTTGTAGATGATG

TGGAGGTGCACACAGCTCAGACGCAACCCCGGGAGGAGCAGT TCAACAGCACTTTCCGCTCAGTCAGTGA

ACTTCCCATCATGCACCAGGACTGGCTCAATGGCAAGGAGTTCAAATGCAGGGTCAACAGTGCAGCTTTC

CCTGCCCCCATCGAGAAAACCATCTCCAAAACCAAAGGCAGACCGAAGGCTCCACAGGTGTACACCATTC

CACCTCCCAAGGAGCAGATGGCCAAGGATAAAGTCAGTCTGACCTGCATGATAACAGACTTCTTCCCTGA

AGACATTACTGTGGAGTGGCAGTGGAATGGGCAGCCAGCGGAGAACTACAAGAACACTCAGCCCATCATG

GACACAGATGGCTCTTACTTCGTCTACAGCAAGCTCAATGTGCAGAAGAGCAACTGGGAGGCAGGAAATA

CTTTCACCTGCTCTGTGTTACATGAGGGCCTGCACAACCACCATACTGAGAAGAGCCTCTCCCACTCTCC

TGGTAAA

AA-seq:

EVQLQQFGTELVKPGASVKISCKASGYTFTDYNMDWVKQSHGKSLEWIGDINPNYDTTTYNQKFKGKATLT

VDKSSSTAYMELRSLTSEDTAVFYCARRNYGNYVGFDFWGQGTTLTVSSAKTTPPSVYPLAPGSAAQTNSM
VILGCLVKGYFPEPVTVTWNSGSLSSGVHTFPAVLOSDLYTLSSSVTVPSSTWPSETVTCNVAHPASSTK

VDKKIVPRDCGCKPCICTVPEVSSVEFIFPPKPKDVLTITLTPKVTCVVVDISKDDPEVQFSWEVDDVEVH

TAQTQPREEQFNSTFRSVSELPIMHODWLNGKEFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPK

EQOMAKDKVSLTCMITDFFPEDITVEWQWNGQPAENYKNTQPIMDTDGSYEFVYSKLNVQKSNWEAGNTEFTC

SVLHEGLHNHHTEKSLSHSPGK

1%4%. DNAFES

FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4-Constant region
Nucseq:

AATATTGTGCTGACCCAGACTCCCAAATTCCTGCTTGTATCAGCAGGAGACAGGGTTTCCATAACCTGCA
AGGCCAGTCAGCGTGTGAATAATGATGTAGCTTGGTACCAACAGAAGCCAGGGCAGTCTCCTAAACTGC
TGATATACTATGCATCCAATCGCTACACTGGAGTCCCTGATCGCTTCACTGGCAGTGGATATGGGACGG

K73
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ATTTCACTTTCACCATCAGCACTGTGCAGGCTGAAGACCTGGCAGTTTATTTCTGTCAGCAGGATTATAG

CTCTCCATTCACGTTCGGCTCGGGGACAAAGTTGGAAATAAAACGGGCTGATGCTGCACCAACTGTATCC
ATCTTCCCACCATCCAGTGAGCAGTTAACATCTGGAGGTGCCTCAGTCGTGTGCTTCTTGAACAACTTCT
ACCCCAAAGACATCAATGTCAAGTGGAAGATTGATGGCAGTGAACGACAAAATGGCGTCCTGAACAGTTG
GACTGATCAGGACAGCAAAGACAGCACCTACAGCATGAGCAGCACCCTCACGTTGACCAAGGACGAGTAT
GAACGACATAACAGCTATACCTGTGAGGCCACTCACAAGACATCAACTTCACCCATTGTCAAGAGCTTCA
ACAGGAATGAGTGT

AA-seq

NIVLTQTPKFLLVSAGDRVSITCKASQRVNNDVAWYQQKPGQSPKLLIYYASNRYTGVPDRFTGSGYGTD
FTFTISTVQAEDLAVYFCQQDYSSPFTFGSGTKLEIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDI
NVKWKIDGSERQNGVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

734

387
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