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[F71%]

<110> #BEHF-TEH L)

<120> g,4 % — Mgl CD38 2 488 R T4 2 # (CYTARABINE) 2 41
RE 73 44

<130> FR2008-113

<140> 098140152
<141> 2009-11-25

r - <150> 08291118.1
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35

Tyr Ser Ala

50

ser Gly Ala

65

Glu Asp Leu

Thr pPhe Gly

<210>
<211>
<212>
<213>

65
360
DNA

B A

<220>
<221>
<222> (1.

<400> 65
cag gta cag
GIn val GIn
1

tcc
ser

DS

gta
vai

aaa
Lys

atg
Met

tgg
Trp

&ty

caa
Gln
65

atg
Met

cag
GIn
3S

ata
Ile

aca
Thr
50

ety

cat ctg
His Leu

aag
Lys
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Met Ala
S

Ser Ile
20

Tyr GIn

ser Tyr

Gly

Ala

Gly
100

ctc
Leu

ttg
Leu
20

taq
Trp

tat
Tyr

gca
Ala

tct
Ser

Thr

val
85

Gly

- (360)

gtt
val

tcc
Ser

gta

val

cccC
Pro

ace
Thr

tcc
ser

Gln Ser His

Thr Cys Lys

Gin Pro

Lys
40

Arg Ile

Y

Asp Phe Thr

70

Tyr Tyr Cys

Thr Lys Leu

1ccC
Ser

cag

cin ser cly

gct

tgt
Ala

cys

aag
Lys

aaa
Lys

ety

ctt
Leu
70

ttg
Leu

cag

€gg
GIn

Arg
40

&ty

gct
Ala

gac
Asp
55

act
Thr

tct
ser

gca
Ala

Leu

Ala
25

Gly

Gly

Phe

GIn

Glu
105

gce
Ala

tcc
ser
25

CCa
Pro

gac
Asp

gat
Asp

gag
Glu

ser
10

ser
Gln
val
Thr

Gln
90

Ile

ga
G6lu
10

2ty

&y

aca
Thr

aaa
Lys

gat
Asp

Met Ser Thr Ser Leu Gly
15

Gln val ser val

Asp
30

ser Pro Arg Leu Ile

45

Arg

Pro Asp phe Thr Gly

Arg
60

Ala
80

Ile Ser Ser val GlIn

75

Ser Pro Pro

95

His Tyr Tyr

Lys Arg

act
Thr

cct
Pro

gta

act
val

aag
Ala

Lys g?;

15

gac
Asp

ttt
Phe

tac
Tyr

tac
TYr

aca
Thr

aly

tat
Tyr
60

tcc
Ser

aca
30

gag
Glu

att

ctg
Ile

Leu
45

tgg
Trp

cag
GIn

&ty

tct
Ser
75

ttt

gcc
Phe

ca
Ala 5

aag
Gln

Lys

tac
Tyr
80

aag act

gtc
Lys Thr

val

gct

gtc tat tac
Ala

tgt
val Tyr Tyr

cys

age
ser
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ATa afs &Y Rsp
100

gtc

¢ acc agt
G? val

y Thr Seg

<210>
<211>
<212>
<213> & A

<400> 66
GIn val GIn
1

66
120
PRT

l.eu

val Leu

20

ser Lys

Gln
35

Trp Met Trp

Thr 1le

Gly
50

Tyr

GIn ala

65

Gly Lys

Met His Leu Ser

Ala Arg Gly

Gly Thr ser

115

<210>
<211>
<212>
<213>

67
324
DNA
B A

<220>
<221>
<222>

<400>
gac acc gt?
ésp Thr va

DS
(1.

atg
Met

tcc

o Are gt? Ser

Asp Arg va

144153.doc

85

tac
Tyr

acc
Thre

val

Ser

val

Pro

Thr

ser

85

Tyr

Thr

.(324)

acc
Thr

atc
Ile

tat
TYyr

gte
va

Gln

cys

Lys

Gly

Leu

70

Leu

Tyr

val

cag
GIn

ace
Thr

&ty

agce
ser

ser
Lys
Gln
Asp
55

Thr
Ala

Gly

ser

T
ser

tgt
cys

%0 95

ggc cag
G?y Gln

tca aat tcc ctg gat rac tgg 336

Ser Asn Ser Leu Asp Tyr Trp
105

agc 360

sSer
120

Gly Ala Glu val Ala Lys Pro Gly Thr

10 15

Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
25 30

Lteu Glu Ile

45

Arg Pro Gly GlIn Gly Trp

40

Gly Asp Thr Gly Tyr Ala GlIn Phe

Lys
60

Ala ser val

75

Asp Lys ser Lys Thr Tyr

ser Glu Sgp ser Ala val Tyr Ccys

ser Asn Ser lLeu Gln

Asp
105

Tyr Trp
110

Ser
120

ccc 48

Pro

Lol o
ser

acc
Thr
10

atc
Ile

tcc
ser

acc tct gt
Thr Ser va

15
&y
30

&ty

tce gee
ser Ala

tcc 96

ser

aag
Lys

gcc
Ala
25

cag

gt
Gin

va
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gty gcce

tgg
val Ala

Trp
35

gcc

tac tgg
Ala

Tyr Trp
50

agc

tcc g?c
y Ser

ser G
65

gac gac
Asp Asp

ctg
Leu

acc ttt g?c
Gly

Thr pPhe

<210>
<211> 108
<212> PRT
<213> £ A

<400> 68
Asp Thr val
1

68

Asp Arg val
val Ala Trp
35
Tyr Trp Ala
50

ser Gly Ser
65

AsSp Asp Leu
Thr Phe Gly

69
324
DNA

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>

cDs

69
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B A

tat
Tyr

tcc
Ser

&y

gcc
Ala

&y
100

Met
ser
20

Tyr
Ser
Gly

Ala

Gly
100

cag cag aag

Gln

acc
Thr

acc
Thr

gac
AsSp
85

sty

Thr

‘Ile

Gln

Thr

Thr

Asp

85

Gly

1..(324)

Gln

¢gg
Arg

gac
Asp
70

tac
Tyr

aca
Thr

GlIn

Thr

GIn

Arg

ASp

70

Tyr

Thr

Lys

cat
His
55

ttc
Phe

ttc
Phe

aag
Lys

ser

Cys

Lys

His

55

Phe

Phe

Lys

cct
Pro
40

acc
Thr

acc
Thr

tgc
Cys

ctg
Leu

Pro

Lys

Pro

40

Thr

Thr

cys

Leu

ggc
Gly

&y

ctg
Leu

cag
Gin

gag
Glu
105

ser
Ala
25

Gly
Gly
Leu

Gln

Glu
105
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ca
cin

gt
va

acc
Thr

cag
GlIn
90

atc
Ile

Thr
10

Ser
GIn
val
Thr
Gln
90

Ile

TcC
ser

cct
Pro

atc
Ile
75

tac
Tyr

aag
Lys

Ile

Gln

Ser

Pro

Ile

75

Tyr

Lys

cct
Pro

gac
Asp
60

tcc
Ser

aac
Asn

cgt
Arg

Ser

val

Pro

Asp

60

Ser

Asn

Arg

aag
Lys
45

cgg
Arg

aac
Asn

tcc
Ser

Thr

val

Arg

Asn

ser

ctg ctg atc

Leu

ttc
Phe

gt
va

tac
Tyr

ser
Gly
30

Leu

Phe

val

Tyr

Leu

acc
Thr

cag
GIn

cct
Pro
95

val

15

Ser

Leu

Thr

Gln

Pro
95

Ile

&y

tcc
ser
80

tac
Tyr

Gly
Ala
Ile
Gly

Ser
80

Tyr
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gac
Asp
1

gac
ASp

gt
va

tac
Tyr

tce
ser
65

ag
gTu

acc
Thr

acc
Thr

<gg
Arg

gce
Ala

tgg
Trp
50

&ty

gac
Asp

Tttt
ehe

<210>
<211>
<212>

<213>

<400>

gt
va

gt
va

1
35

gcc
Ala

agc
ser

ctg
Leu

&ty

70
108
PRT

®A
70

asp Thr val
1

Asp Arg val

val Ala Trp
35

Tyr Trp Ala
50

ser Gly Ser

65

Glu Asp Leu

Thr phe Gly

<210>
<211>
<212>
<213>
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DNA

%2 A

atg
Met

tcc
ser
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tat
Tyr

tcc
Ser

&y

gce
Ala

ggc
oty

Met
ser
20

Tyr
ser
Gly

Ala

Gly
100

acc

atc
Ile

cag
GIn

acc
Thr

acc
Thr

gac
Asp
85

&ty

Ile
Gln
Thr
Thr
Asp

85

Gly

cag
GlIn

acc
Thr

cag
GIn

cag
Arg

gac
Asp
70

tac
Tyr

aca
Thr

GIn

Thr

Gin

Arg

ASp

70

Tyr

Thr

tccC
Ser

tgt
Cys

aag
Lys

cat
His
55

ttc
Phe

& o of
Phe

aag
Lys

ser

ys

Lys

His

55

Phe

FPhe

LyS

ccC
Pro

aag
Lys

cct
Pro
40

acc
Thr

acce
Thr

tgc
Cys

ctg
Leu

Pro

Lys

Pro

40

Thr

Thr

Cys

Leu

tcc
ser

gcc
Ala
25

ggc
Gly

ggc
Gly

ctg
Leu

cag
Glin

gag
105

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

226 -

tce
ser
10

tcce
ser

cag
GIn

gt
va

acc
Thr

cag
GIn
90

atc
Ile

Ser

10

Ser

GIn

val

Thr

GIn

90

Ile

atc
Ile

cag
GIn

tcc
Ser

cct
Pro

atc
Ile
75

tac
Tyr

aag
Lys

Ile

Gin

Ser

Pro

Ile
75

Tyr

Lys

tce
Ser

gt
va

cct
Pro

gce
Ala
60

tcc
Ser

aac
Asn

cgt
Arg

Ser

val

Pro

Ala

60

Ser

Asn

Arg

acc
Thre

gt
va

aag
Lys
45

cgg
Arg

aac
AsSn

tce
ser

Thr

val

Arg

Asn

Ser

tcC
Ser

C
ety
30
ctg
Leu

ttc
phe

gte
va

tac
Tyr

Ser
Gly
30

Leu
Phe

val

Tyr

atc ggc
Ile qu
15

tcc gce
ser Ala

ctg atc
Leu Ile

acc g?c
Thr Gly

cag tcc
GIn ser

80
cct tac

Pro Tyr
95

Ile Gly
15

ser Ala
Leu 1le
Thr Gly
Gin Ser

80

Pro Tyr
95
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K\

<220>
<221>
<222>

<400>
gag gt
g1u va

tcc
ser

CDS
..

71
cag
GIn

ctg agg
Leu Arg

jd«
Ser
35

atc
Ile

acc

ctg
Thr

Leu

gcc
Ala

acc
Thr
50

&ty

cag
Gln

aag
Lys
65

ctg
Leu

cgg
Arg

atg
Met

acc
Thr

cgg
Arg

gac
Asp

acc

ctg
Thr

Leu

gt
va
115

72
117
PRT

<210>
<211>
<212>
<213> & A

<400> 72
Glu val GiIn
1

Ser Leu Arg

Leu Ser
35

Thr

Thr Ile
50

Ala
Lys Gly Arg

Leu GlIn Met
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ctg
Leu

ctg
Leu
20

tgg
Trp

tcc
Ser

tte
Phe

aac
Asn

ttc
Phe
100

tcc
Ser

Leu
Leu
20

Trp
ser

Phe

ASD

vaf
5

tcc
Ser

gt
va

atc
Ile

acc
Thr

tcc
ser
85

aac
Asn

tcc
Ser

val

Ser
val
Ile
Thr

ser

a
5

tgt
Cys

agg
Arg

ey

atc
Ile
70

ctg
Leu

aly

Glu
Cys
Arg
Gly
Ile

70

Leu

tct
Ser

gag
Glu

cag
GlIn

Q?C
Gly
55

fcc
Ser

aag
Lys

tac
TYyr

ser
Glu
Gln
55

Ser

Lys

&ty

acc
Ala

acc
40

agg
Arg

cgg
Arg

tcc
ser

tcC
Ser

Gly
Ala
Thr
40

Arg

Arg

ser

ggc
Gly

tcc
Ser
25

cct
Pro

tac
Tyr

gac
Asp

gag
Glu

gac
Asp
105

Gly
Ser
25

Pro
Tyr

Asp

giu
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ggc
Gly

&ty

acc
Thr

aac
Asn

gac
ASp
90

ttc
Phe

Gl

10y
Gly
Gly

Thr

Asn

ctg gt
Leu Va

ttc
phe

acc
Thr

&y

tac
Tyr
60

aag
Lys

tac
Tyr

gcc
Ala
75

aag
Lys

acc

gcce
Thr

Ala

tag g?;

Trp

teu val

phe Thr
Lys Gly
Tyr Tyr
60

Ala
75

Lys

Asp Thr Ala

aag
Lys

ttc
Phe

ctg
Leu
45

cct
Pro

aac
Asn

atg
Met

cag
Gln

Lys

Phe

Leu

45

Pro

Asn

Met

cct
Pro

tecc
ser
30

gag
Glu

gac
Asp

acc
Thr

tac
TYyr

&ty
110

Pro
Ser
30

Glu
Asp

Thr

Tyr

&y
15

tcc
Ser

tgg
Trp

tcc
ser

ctg
Leu

tac
Tyr
95

acc
Thr

Gly
15

Ser
Trp
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Leu

Tyr

&ty

tac
Tyr

gt
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Tyr
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Cys
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Thr
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Tyr
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val
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85 90 95

Thr Arg Asp Phe Asn Gly Tyr ser Asg phe Trp Gly GIn Gly Thr Thr
100 10 110
Leu Thr val ser Ser
115

<210> 73
<211> 36
<212> DNA

SIESINEY

<400> 73
ggaggatcca tagacagatg ggggtgtcgt tttggc 36

<210> 74
<211> 32
<212> DNA

RIUINEY

<400> 74
ggaggatccc ttgaccaggc atcctagagt ca 32

<210> 75
<211> 32
<212> DNA

SIEIUNEY

<220>
<221> misc_feature
<222> (1) .3

223> EABA T K4 T : HEA+T+C » S=G+C > Y=C+T » K=G+T -
M=A+C > R=A+G » W=A+T > V=A+C+G » N=A+C+G+T

<400> 75
ctrccggaat tcsargtnma gctgsagsag tc 32

<210> 76
<211> 35
<212>

DNA
213> B HER

<220>
<221> misc_feature
<222> (1..(3%)

223> RABA X £ 4 F ¢ HEA+T+C » S=G+C » Y=C+T » K=G+T >
M=A+C > R=A+G » W=A+T > V=A+C+G » N=A+C+G+T

<400> 76
cttccggaat tcsargtnma gctgsagsag tawgg 35

<210> 77
<211> 31
<212>

DNA
<213> /J\ Eﬁ‘ﬁ%

<220>
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(93% L A (¥E r‘v%-(ﬁm_m&ﬁ] % 098140152 S &A1 ¥ 35 &

T XA P RFEBRRA03 £2 8)

<221>
<222>
<223>

<400>

oisc-feature -
BAWE R Hio T HEA+THC » S=G+C » Y=C+T » K=G+T >
M=A+C + R=A+G » W=A+T » V=A+C+G » N=A+C+G+T

77

ggagctcgay attgtgmtsa cmcarwctmc a

<210>
<211>
<212>
<213>

<400>

78
46

DNA
NRAER
78

tatagagctc aagcttggat ggtgggaaga tggatacagt tggtgc

<210>
<211>
<212>
<213>

<400>

79
21
DNA

NRAER
79

atggagtcac agattcaggt c

<210>
<211>
<212>
<213>

<400>

80
32
DNA

NRAER
80

ttttgaattc cagtaacttc aggtgtccac tc

<210>
<211>

<212>
<213>

<400>

81
17
PRT

NEAER

81

Thr Ile Tyr Pro Gly Asp Gly Asp Thr Gly Tyr Ala GIn Lys Phe Gln

1

Gly
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G Al % 098140152 5% 4] # 35 %
“’3'””'*‘\85“'“T’W &3 B BA G B AR AI03 £ 2 D)

FuE T/ =2

4
i

1. —#E%4ab HAe2F M RCDIBZHBAEIM
#% B # (cytarabine) r R P B PH e AT - L
%ﬁﬁﬁm%ﬁ%z%%%ﬁmmmmﬁ%ﬁﬁﬁ@%
ri(CDC)fn”‘fECD38 émﬂﬁ,&i‘#ui#*% £0—F

4 R E b — 84k ﬁ?
(i) #%E4# 64 A AFSEQIDNO: 1~ 2R3 FTXHEA
BAEVNZIBEEZRILHEAETE  REP S BL a4

@ BEAHSEQIDNO: 4 5R6FF T2 ABMAI 23/@;:2
BRELHEAEE
(ii) % 4684 AASEQIDNO: 7 -8RI+~ A
) BAEFNZIBLEIBEALTE RETHEME
B ASEQ ID NO: 10~ 11RI2FF T~ Z B A B A 5 23
B LHAER

(iii) % E42 & 4 A A SEQ ID NO: 13- 81 & 15/ 7 =
ABAFINZIBERLAHARIE » AL T 284
® 44 B % SEQ ID NO: 16 + 17R& 18/ 7 2 & & & & 7|
Z3IBREBZILHREEE
(iv) 3% &4 64 B2 4SEQ ID NO: 19 20& 21/ F =
ABRAFFZIBLE{IHAZTE > RE T &4
€, 4 A FSEQIDNO: 22 23R 247 T~ X B A B /& %)
Z3BRE LR REEE
(v) # &4 64 24SEQ ID NO: 25 26R 27/ 7 %
BMAEFZIMREBEIHALE > RE T X848
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6,4 B A SEQIDNO: 2829830/ + 2 I A 8 & 7
Z3MBERELZHAEZE § &K
(vi) &4 64 A ASEQ ID NO: 31 32R33f &2
AMMAFINZIIBREREIHALZE > RE P %24
6,4 B 4 SEQID NO: 34~ 3536/ 7 2 B & 8 & 5
Z3BEHLE LM AL
WwHE RKBAlzad AP BIRBLHBEORE RABILLR
B .
Wi RB1X22846 > H ¥ &4 6 4 & SEQIDNO: 66
Az BEABAFS AR P& SiEARSEQ ID
NO : 62R 642 2 2 Wi 3 B K 7] -
FRAIR22846 Ay % Eaée 4 &SEQIDNO: 72
A TFz B A® A > AR Pzt e 4 iE A SEQ ID
NO: 68RT0ZXZHZBABMAE T -
— Mo RE1I2B8Eub2zRe EAANEL LR
BREZBEZ2 RETEABLAE) —FTHRED) — 8
4 0 HF
(i) &4 64 E24ASEQ ID NO: 1 2R3~ B A
BAFZIBEEAHATE  RE P B
B ASEQ ID NO: 4~ 5R 6T 2L & F 7 2 318
RRELHREEE
(ii) #% 44642 AASEQIDNO: 7~ 8RIM T HA
BAEMNZIBAEZRLEAEZTE  REPHREBM LA
B #ASEQ ID NO: 10~ 1R 12+ 2 B A B A 5 2
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@

®
6.
7.
3.

NO: 62% 642 B 2 it & B A

AR I H AR
(iii) % &4 6 4 2% SEQ ID NO: 13- 81 & 15f 7 2
BAEFZIMBRLEIZHAATZE  RHE T B
&4 & A SEQ ID NO: 16~ 17& 1857 7= % B & 8 A
S| 23BR K LM ARE
(iv) #% 426 4 &4 SEQ ID NO: 19 20& 214 & 2
ABAETNZIBARFIHALE  RE T s
& 4 B 4 SEQ ID NO: 22~ 23R 24F 5= Z & % 8 &
| 23R FLRAEAEER
(v) # &4 64 82 %4SEQ ID NO: 25+ 26& 27/ = 2
ARBAFINZIBEREEIHAATE  RAE P HEM
@ 4 B % SEQ ID NO: 28~ 29& 30/ 7 2 B & & &
P 23R HELHEAEE 5 &
(vi) % &4 684 8B %4SEQ ID NO: 31 32R33F 72
ABMAFINZIBREIHAZE  RE P ZEH
€ 4 B % SEQ ID NO: 34 35R 36/ 5= 2 i & 8 &
FI23BLEEHRARE o
u%a‘iIESzH%i%’?&?%#ﬁ%ﬁﬁé\#m%ﬂikiﬁmﬁ

%0
wiF RBESRO6Z AR > H P Ea & SEQ ID NO: 66
AFaoZHBRABE R AHE

& 4
P % 24t 64 E B SEQ ID
7

FRBESKO6Z AR B P Ead EbSEQIDNO 72

o
R ZBABRAFY  LBHE PR B4 4SEESEQ ID
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NO: 68R70z B 2 s X8 F 7 -

9. —#HBRALH HOoeLHE - MHPEBCDIBZHHBRE DN
MEHE  RPZRBEEATARAER:
. 42SEQIDNO: 622 A BMA I 2 84 0 R
.4SEQIDNO : 66 s RBE A 5 2 & 4% -

10. w35 RO B # s > L AR H RS MERN GRS
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